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CHAPTER 1  
Introduction 

The City of El Segundo (the City), as the Lead Agency under the California Environmental 
Quality Act (CEQA), prepared a Draft Environmental Impact Report (Draft EIR) for the Mattel, 
Inc. (Mattel) Continental Grand Campus Specific Plan Project (Project), which proposes to 
expand its corporate headquarters, located on an approximately 12.5-acre campus (Campus or 
Project Site) in the City of El Segundo. The Project would support Mattel’s goal to manage its 
businesses more efficiently by relocating and consolidating operations that are currently 
conducted in a number of other cities throughout the country to El Segundo, while also 
accommodating expansion of its current headquarters in the City. 

The City circulated the Draft EIR for a 47-day public review period beginning on September 21, 
2017 and ending on November 6, 2017 in compliance with Section 15105(a) of the State CEQA 
Guidelines. In response to a public request, the City extended the public review period until 
December 6, 2017. With the extension, a 77-day public review period occurred, which exceeds 
the required 45-day minimum public review period. 

During the public review period, the City received a letter from Christina M. Caro of Adams 
Broadwell Joseph & Cardozo, on behalf of Coalition for Responsible Equitable Economic 
Development (CREED LA). The CREED LA comment letter provides comments related to the 
analysis of toxic air contaminants (TACs) provided in Section 4.B, Air Quality, of the Draft EIR 
and states that the Draft EIR failed to perform a health risk assessment (HRA) to evaluate the 
cancer risk from either the Project’s construction or operational diesel particulate matter (DPM) 
emissions. CREED LA obtained the services of the Soil Water Air Protection Enterprise 
(SWAPE) to evaluate the Draft EIR and its technical appendices. SWAPE conducted separate 
screening-level HRAs for Project construction and operation. 

As indicated in the Draft EIR, the South Coast Air Quality Management District (SCAQMD) is 
the applicable regional regulatory body regarding air pollutant emissions. While SCAQMD does 
not require development projects subject to CEQA to prepare quantitative construction HRAs and 
has not adopted guidance on construction HRAs,1 the purpose of this technical memorandum is to 

                                                   
1  South Coast Air Quality Management District, Final Environmental Assessment for: Proposed Amended Rule 

307.1 – Alternative Fees for Air Toxics Emissions Inventory; Proposed Amended Rule 1401 – New Source Review 
of Toxic Air Contaminants; Proposed Amended Rule 1402 – Control of Toxic Air Contaminants from Existing 
Sources; SCAQMD Public Notification Procedures for Facilities Under the Air Toxics “Hot Spots” Information 
and Assessment Act (AB 2588) and Rule 1402; and, SCAQMD Guidelines for Participating in the Rule 1402 
Voluntary Risk, page 2-23, September 2016, http://www.aqmd.gov/docs/default-source/ceqa/documents/aqmd-
projects/2016/final-ea_par-307-1_1401_1402.pdf?sfvrsn=4. Accessed February 19, 2019. 

http://www.aqmd.gov/docs/default-source/ceqa/documents/aqmd-projects/2016/final-ea_par-307-1_1401_1402.pdf?sfvrsn=4
http://www.aqmd.gov/docs/default-source/ceqa/documents/aqmd-projects/2016/final-ea_par-307-1_1401_1402.pdf?sfvrsn=4
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provide a refined construction HRA to further substantiate the conclusions reached in the 
Project’s Draft EIR and to allow for public review of the analysis. 

Background 
As indicated above, a Draft EIR was prepared for the Project. Section 4.B, Air Quality, of the 
Draft EIR provides an analysis of the Project’s potential health risk impacts from construction 
and operation, including potential health risk impacts from DPM emissions. As disclosed on page 
4.B-33 of Section 4.B of the Draft EIR, “The greatest potential for TAC emissions would be 
related to diesel particulate matter emissions associated with heavy equipment operations during 
demolition, grading, and site preparation activities.” The Draft EIR also states on page 4.B-33 
that  

The Project would be subject to several SCAQMD rules designed to limit 
exposure to TACs during construction activities. The Project would be required 
to comply with the CARB ATCM that limits diesel powered equipment and 
vehicle idling to no more than 5 minutes at a location, and the CARB In-Use Off-
Road Diesel Vehicle Regulation. Compliance with these control measures would 
minimize emissions of TACs during construction. 

Based on the analysis provided in the Draft EIR, it is concluded on page 4.B-33 that “Compliance 
with the above regulatory requirements and standard conditions of approval would minimize 
emissions of TACs during construction and would not result in long-term health risks to existing 
off-site sensitive populations” and that construction health risk impacts would be less than 
significant. With respect to operations, pages 4.B-33 and 4.B-34 states that “Project operations 
would generate minor amounts of diesel emissions from commercial delivery truck operations” 
and that “toxic or carcinogenic air pollutants are not expected to occur in substantial amounts in 
conjunction with operation of the proposed office use within the Project site.” Based on the 
analysis provided in the Draft EIR on page 4.B-34, “potential long-term operational impacts 
associated with the release of TACs would be minimal and would not be expected to exceed 
SCAQMD thresholds of significance” and that operational health risk impacts would be less than 
significant. 

As indicated above, in response to comments received on the Draft EIR, and to allow for public 
review of the analysis, ESA prepared a refined construction HRA for the Project that 
quantitatively estimates health risk impacts from DPM emissions, which the State of California 
has identified as a TAC.  

As noted above, SWAPE conducted a screening-level HRA for Project construction that purports 
to show a maximum infant cancer risk (0 to 2 years) of 18 in one million and child cancer risk 
during construction (2 to 16) of 1.4 in one million. Thus, SWAPE’s screening-level HRA 
purports to show a total screening cancer risk from construction of the Project of 19.4 in one 
million (the summation of 18 plus 1.4, which equals 19.4), which exceeds the South Coast Air 
Quality Management District’s (SCAQMD’s) cancer risk threshold of 10 in one million. 
SWAPE’s screening-level analysis utilized the United States Environmental Protection Agency 
(USEPA) AERSCREEN air dispersion model that is the appropriate model for Level 2 health risk 
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screening assessments (HRSAs).2 In the letter submitted on behalf of CREED LA, SWAPE 
acknowledges the limitations of using a screening-level model and states the following: 

A level 2 HRSA utilizes a limited amount of site-specific information to generate 
maximum reasonable downwind concentrations of air contaminants to which 
nearby receptors may be exposed. If an unacceptable air quality hazard is 
determined to be possible using AERSCREEN, a more refined modeling 
approach is required prior to approval of the project.  

Thus, the use of the screening-level model, AERSCREEN, results in conservative (i.e., 
overestimated) health risk values. In order to provide a refined analysis that reflects Project-
specific information not accounted for in the screening-level model, ESA prepared a refined 
construction HRA for the Project. The refined construction HRA includes use of the American 
Meteorological Society/Environmental Protection Agency regulatory air dispersion model 
(AERMOD version 18081) to estimate ambient concentrations of DPM at off-site sensitive 
receptors. The refined HRA incorporates Project site-specific data such as local meteorological 
data, the locations of off-site sensitive receptors, and variable DPM emissions during 
construction, which provides for an analysis that better represents the Project’s specific 
meteorological conditions, location relative to sensitive receptors, and construction emissions.  

As disclosed on page 4.B-33 of the Draft EIR, construction of the Project has the potential to 
generate temporary TAC emissions from the use of heavy-duty construction equipment, such as 
excavators and forklifts, and from haul trucks traveling to and from the Project Site. Although the 
SCAQMD does not mandate the preparation of a quantitative HRA for development projects, a 
quantitative construction HRA was prepared for the Project that provides information that further 
substantiates the impact conclusions reached in the Project’s Draft EIR.  

The results of the refined HRA indicate that health risk impacts from the TAC emissions from 
construction of the Project would be below the SCAQMD significance threshold of an 
incremental increase in cancer risk of 10 in one million. As such, the results of this quantitative 
analysis provided in the refined HRA provides substantial evidence in support of the conclusions 
reached in the Draft EIR that the Project would result in a less than significant impact with 
respect to TAC emissions. A summary of the refined HRA analysis methodology, modeling 
inputs, and the results are provided below. 

With respect to Project operations, consistent with the Draft EIR, a qualitative operational HRA is 
appropriate based on guidance from the SCAQMD. In the letter written on behalf of CREED LA, 
SWAPE claims that preparation of an operational HRA is required on the basis of SCAQMD’s 
Health Risk Assessment Guidance for Analyzing Cancer Risks from Mobile Source Diesel 
Emissions. Page 7 of SWAPE’s findings3 includes the following quotation from the SCAQMD’s 
Mobile Source Toxics Analysis website:4 

                                                   
2 CREED LA Exhibit A, p. 9. 
3  CREED LA, Exhibit A 
4  SCAQMD, Mobile Source Toxics Analysis, http://www.aqmd.gov/home/rules-compliance/ceqa/air-quality-

analysis-handbook/mobile-source-toxics-analysis. Accessed February 19, 2019. 

http://www.aqmd.gov/home/rules-compliance/ceqa/air-quality-analysis-handbook/mobile-source-toxics-analysis
http://www.aqmd.gov/home/rules-compliance/ceqa/air-quality-analysis-handbook/mobile-source-toxics-analysis
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In August 2002, the SCAQMD’s Mobile Source Committee approved the “Health 
Risk Assessment Guidance for Analyzing Cancer Risks from Mobile Source 
Diesel Emissions.” This document provided guidance for analyzing cancer 
risks from diesel particulate matter from mobile sources at facilities such as 
truck stops and warehouse distribution centers. Subsequently, SCAQMD staff 
revised the aforementioned document to expand the analysis to provide 
technical guidance for analyzing cancer risks from potential diesel particulate 
emissions impacts from truck idling and movement (such as, but not limited to, 
truck stops, warehouse and distribution centers, or transit centers), ship 
hotelling at ports, and train idling. This revised guidance document titled, 
“Health Risk Assessment Guidance for Analyzing Cancer Risks from Mobile 
Source Diesel Idling Emissions for CEQA Air Quality Analysis” was presented 
to and approved by the SCAQMD’s Mobile Source Committee at its March 28, 
2003 committee meeting. It is suggested that projects with diesel powered mobile 
sources use the following guidance document to quantify potential cancer risks 
from the diesel particulate emissions [emphasis added]. 

As described above, the guidance provided on the SCAQMD’s Mobile Source Toxics Analysis 
website states that DPM emissions impacts should be estimated for the following activities:5 

• Truck idling and movement (such as, but not limited to, truck stops, warehouse/distribution 
centers or transit centers), 

• Ship hoteling at ports, and 

• Train idling. 

The Project is not associated with any of the activities identified above and would not generate 
substantial operational DPM emissions. Therefore, in accordance with the guidance provided on 
the SCAQMD’s Mobile Source Toxics Analysis website, a refined operational HRA is not 
required. 

In addition, the California Air Resources Board (CARB) identifies the following land uses as air 
pollution sources of concern when siting sensitive receptors: freeways, rail yards, port, refineries, 
distribution centers, chrome plating facilities, dry cleaners, and large gasoline service stations.6 
The Project does not include any of these land uses. In 2003, the SCAQMD approved the Health 
Risk Guidance for Analyzing Caner Risks from Mobile Source Diesel Idling Emissions for CEQA 
Air Quality Emissions.7 This document provides guidance for analyzing cancer risks from DPM 
idling and movement emissions from sources such as truck stops, warehouses, distribution 
centers, and transit centers. The Project land uses are not related to any of the land uses 
considered significant sources of DPM. Therefore, in accordance with the SCAQMD approved 
                                                   
5  SCAQMD, Health Risk Assessment Guidance for Analyzing Cancer Risks from Mobile Source Diesel Idling 

Emissions for CEQA Air Quality Analysis, August 2003, p. 1. http://www.aqmd.gov/docs/default-
source/ceqa/handbook/mobile-source-toxics-analysis.doc?sfvrsn=2. Accessed February 19, 2019. 

6  California Environmental Protection Agency, California Air Resources Board, Air Quality and Land Use 
Handbook: A Community Health Perspective, February 2005. https://www.arb.ca.gov/ch/landuse.htm. Accessed 
February 19, 2019.  

7  SCAQMD, Health Risk Assessment Guidance for Analyzing Cancer Risks from Mobile Source Diesel Idling 
Emissions for CEQA Air Quality Analysis, August 2003, p. 1. http://www.aqmd.gov/docs/default-
source/ceqa/handbook/mobile-source-toxics-analysis.doc?sfvrsn=2. Accessed February 19, 2019. 

http://www.aqmd.gov/docs/default-source/ceqa/handbook/mobile-source-toxics-analysis.doc?sfvrsn=2
http://www.aqmd.gov/docs/default-source/ceqa/handbook/mobile-source-toxics-analysis.doc?sfvrsn=2
http://www.aqmd.gov/docs/default-source/ceqa/handbook/mobile-source-toxics-analysis.doc?sfvrsn=2
http://www.aqmd.gov/docs/default-source/ceqa/handbook/mobile-source-toxics-analysis.doc?sfvrsn=2
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the Health Risk Guidance for Analyzing Caner Risks from Mobile Source Diesel Idling Emissions 
for CEQA Air Quality Emissions, a refined operational HRA is not required. 

The Project would generate minor amounts of DPM and sensitive receptor exposure would be 
minimal because the Project would not generate more than 100 trucks per day or more than 40 
trucks with operating transport refrigeration.8 SCAQMD generally recommends an operational 
HRA for facilities that exceed these values. Additionally, all trucks visiting the site for deliveries 
or maintenance are required to comply with applicable provisions of CARB’s Truck and Bus 
regulations as stated on page 4.B-33 of the Draft EIR. Based on CARB and SCAQMD guidance 
documents, the Project’s land use is not considered a significant source of DPM or TAC 
emissions. Thus a qualitative health risk assessment, consistent with the analysis provided in the 
Draft EIR, is appropriate. Therefore, the Draft EIR’s less than significant determination in regards 
to operational health risk impacts is adequately supported by substantial evidence and a refined 
operational HRA is not required. 

 

                                                   
8  Notice of Preparation of a CEQA Document for the West Carson Transit Oriented District Specific Plan Project, p. 

2, http://www.aqmd.gov/docs/default-source/ceqa/comment-letters/2017/NOPw-carson012017.pdf. Accessed 
February 19, 2019. 

http://www.aqmd.gov/docs/default-source/ceqa/comment-letters/2017/NOPw-carson012017.pdf
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CHAPTER 2 
Methodology 

The SCAQMD, the applicable regional regulatory body regarding air pollutant emissions, does 
not require development projects subject to CEQA to prepare quantitative construction HRAs and 
has not adopted guidance on construction HRAs.9 Nonetheless, a refined construction HRA was 
prepared to further substantiate the conclusions reached in the Project’s Draft EIR and to allow 
for public review of the analysis. As indicated in the Draft EIR, Project construction would result 
in TAC emissions in the primary form of exhaust DPM associated with the use of heavy-duty 
equipment and trucks. Construction DPM emissions were estimated by conservatively assuming 
all construction occurs at the earliest feasible date (2021) and applying the California Emissions 
Estimator Model’s (CalEEMod) and CARB’s EMissions FACtor model (EMFAC2014) exhaust 
emissions factors for the corresponding years of construction. If construction occurs at a later 
date, construction emissions, including DPM emissions, would be lower than those analyzed 
herein due to the use of a more energy-efficient and cleaner burning construction vehicle fleet 
mix, pursuant to State regulations that require vehicle fleet operators to phase-in less polluting 
heavy-duty equipment. As a result, should Project construction commence at a later date than 
analyzed herein, emissions would be lower than the values used in this analysis.  

The Project’s construction emissions were estimated primarily using the CalEEMod software, an 
emissions computer model recommended by the SCAQMD. DPM emissions were assumed to be 
equal to PM10 exhaust emissions reported by CalEEMod. According to documentation from 
CARB,10 diesel exhaust consists of 92 percent PM2.5 and 100 percent PM10 (PM2.5 is a subset 
of PM10). Therefore, utilizing the PM10 exhaust emissions reported by CalEEMod is appropriate 
for analyzing potential health risk impacts from diesel particulate matter. 

The input values entered in CalEEMod were adjusted to be Project-specific based on equipment 
types and the construction schedule information provided by the Project Applicant. The 
CalEEMod modeling worksheets are provided in Appendix C of the Recirculated Partial Draft 
EIR, and provides detailed information regarding the construction modeling input values, which 
include the Project’s construction schedule and list of construction activities; the number, type, 

                                                   
9  South Coast Air Quality Management District, Final Environmental Assessment for: Proposed Amended Rule 

307.1 – Alternative Fees for Air Toxics Emissions Inventory; Proposed Amended Rule 1401 – New Source Review 
of Toxic Air Contaminants; Proposed Amended Rule 1402 – Control of Toxic Air Contaminants from Existing 
Sources; SCAQMD Public Notification Procedures for Facilities Under the Air Toxics “Hot Spots” Information 
and Assessment Act (AB 2588) and Rule 1402; and, SCAQMD Guidelines for Participating in the Rule 1402 
Voluntary Risk, page 2-23, September 2016, http://www.aqmd.gov/docs/default-source/ceqa/documents/aqmd-
projects/2016/final-ea_par-307-1_1401_1402.pdf?sfvrsn=4. Accessed February 19, 2019. 

10  CARB, Speciation Profiles Used in ARB Modeling, PMSIZE (Excel) - Particle size fraction data for source 
categories, https://www.arb.ca.gov/ei/speciate/speciate.htm. Accessed February 2019. 

http://www.aqmd.gov/docs/default-source/ceqa/documents/aqmd-projects/2016/final-ea_par-307-1_1401_1402.pdf?sfvrsn=4
http://www.aqmd.gov/docs/default-source/ceqa/documents/aqmd-projects/2016/final-ea_par-307-1_1401_1402.pdf?sfvrsn=4
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horsepower rating, load factor and daily usage of the heavy-duty construction equipment used for 
each construction activity; and the number of heavy duty trucks used throughout construction.  

Project construction would consist of two phases, and these phases would not occur at the same 
time. Phase 1 consists of the proposed improvements on the 455 Continental Boulevard Parcel 
located on the northwestern portion of the Project Site. Phase 1 would take approximately 15.5 to 
19.5 months to complete. Phase 1 would commence during the first quarter of 2021 and would be 
complete by the third quarter of 2022. Phase 1 would have three stages of activities: demolition, 
site preparation/excavation, and construction. Demolition would involve removal of the existing 
private recreational facilities, landscaping and other minor improvements, which would take 
approximately two weeks. Site preparation and excavation for the proposed tower and parking 
structure would take from three to five months. The construction phase is projected to take 
approximately 12 to 14 months.  

Phase 2 consists of development of the 1955 East Grand Avenue Parcel located on the western 
portion of the Project site and would take about 13 to 18 months. Phase 2 would start upon 
completion of Phase 1 and be complete by the first quarter of 2024. Similar to Phase 1, there 
would be three stages of activities: demolition, site preparation/excavation, and construction. 
Demolition of the existing building and surface parking lot would take approximately four 
months. Site preparation and excavation for the new structure would take approximately two 
months. Construction on the new building is projected to take approximately nine to 12 months. 

Project construction would require the use of heavy equipment during the demolition, grading, 
and excavation activities at the Project Site. During each stage of development, there would be a 
different mix of equipment including aerial lifts, air compressors, cement and mortar mixers, 
cranes, generator sets, graders, pavers, paving equipment, rollers, rough terrain forklifts, scrapers, 
tractor/loader/backhoe, water trucks, and welders.  

The maximum daily construction emissions were estimated for each construction phase and 
parcel of the Project. The maximum daily emissions are predicted values for a representative 
worst-case day based on heavy duty equipment being continuously used for eight hours. These 
emissions would not represent the emissions that would occur for every day of construction. The 
maximum daily emissions of each construction phase were applied in the refined HRA analysis 
thereby providing a conservative analysis.  

DPM emissions from on-road construction haul and vendor truck trips were estimated using 
USEPA-approved EMFAC2014 model. Emissions factors for the starting year were 
conservatively used for each construction phase as the emission factors tend to decrease in the 
later years. For example, if a phase started in 2021 and ended in 2022, emission factors for 2021 
were applied. For the purposes of this quantitative construction HRA, truck emissions were 
limited to those emissions that would occur within an approximately 0.25-mile radius of the 
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Project Site boundaries, which is consistent with general SCAQMD recommendations for HRAs 
when siting sources of TACs in relation to sensitive receptors.11  

Idling emissions associated with heavy-duty trucks were estimated based on the Project’s truck 
trips and idling emission factors for heavy-duty vehicles from EMFAC2014 for on-road 
emissions. It was assumed haul and vendor trucks’ idling activities would total 15 minutes per 
trip, representing three separate 5-minute idling occurrences: check-in to the site or queuing at the 
site boundary upon arrival, on-site idling during loading/unloading, and check-out of the site or 
queuing at the site boundary upon departure. The 5-minute limit per idling occurrence is 
consistent with the CARB’s Airborne Toxics Control Measure (ATCM) to Limit Diesel-Fueled 
Commercial Motor Vehicle Idling. 

 

                                                   
11  SCAQMD, Rule 212, Standards for Approving Permits and Issuing Public Notice, 

http://www.aqmd.gov/docs/default-source/rule-book/reg-ii/rule-212.pdf. Accessed February 2019. The SCAQMD 
provides recommendations for HRAs for facilities that have stationary sources or substantial daily trucks trips 
(such as warehouses, transit centers, truck stops, etc.).  

http://www.aqmd.gov/docs/default-source/rule-book/reg-ii/rule-212.pdf
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CHAPTER 3 
Receptor Identification 

Some population groups, such as children, the elderly, and acutely ill and chronically ill persons, 
especially those with cardio-respiratory diseases, are considered more sensitive to air pollution 
than others. Located within the area are the DoubleTree Hotel, which is located to the south of the 
333 Continental Avenue Parcel and east of the 1955 East Grand Avenue Parcel, and the child care 
center, which is located on the site of the 333 Continental Boulevard Parcel. While the public 
accessing the DoubleTree Hotel could include some members of sensitive population groups, 
these individuals are not specifically identified in the analysis in accordance with SCAQMD 
methodology, since their presence in the vicinity of the Project Site would be limited and/or 
intermittent. The child care center is operated and maintained by Mattel on the Project Site; 
therefore, the Applicant would control the construction program and operation of the child care 
center such that children’s exposure to TAC emissions during Project construction would be 
avoided. In addition to residential receptors, this analysis evaluates health impacts to workers 
located at nearby commercial buildings. In accordance with SCAQMD, ESA identified the 
following off-site receptors located within proximity to the Project Site that are included in the 
refined HRA:  

• The closest residence, approximately 1,100 feet west of the Project Site; and 

• The closest schools, the Da Vinci School, approximately 1,850 feet southeast of the Project 
Site, and the El Segundo Middle School, approximately 2,500 feet west of the Project Site.  

The closest schools are the Da Vinci School (DVS), which is located approximately 1,850 feet 
southeast of the Project Site, and the El Segundo Middle School (ESMS), which is located 
approximately 2,500 feet west of the Project Site. However, health impacts to students at the DVS 
and ESMS are not evaluated in the refined construction HRA for the following reasons: (1) students 
at DVS and ESMS would be located more than twice as far from the Project Site compared to 
children of the same age located at residences closer to the Project Site, (2) DVS teaches grades, 9 
through 12 and ESMS teaches grades 6, 7, and 8, thus student breathing rates (2 to 16 age bin and 
16+ age bin) would be lower compared to infant children (0 to 2 age bin) at the residences closer 
to the Project Site in which a majority of construction exposure occurs, (3) exposure durations of 
students at DVS and ESMS (180 days) would be less than that of children at residences (350 days), 
and (4) this refined construction HRA resulted in less than significant impacts for the maximum 
impacted residence which is closer to the Project Site than DVS and ESMS. Therefore, impacts to 
DVS and ESMS students would be less than significant.  

In addition, while workers at commercial buildings are generally not considered sensitive 
receptors, worker receptors at commercial buildings located near the Project Site are also 
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included in the refined construction HRA in order to provide a health-protective analysis of 
workers in the surrounding commercial buildings. 
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CHAPTER 4 
Air Dispersion Modeling 

Model Selection and Parameters 
This analysis used the American Meteorological Society/Environmental Protection Agency 
regulatory air dispersion model (AERMOD version 18081) to estimate ambient concentrations of 
DPM at off-site receptors. Besides the residential and worker receptors described in Chapter 3, a 
Cartesian receptor grid with 20-meter spacing and a radius of more than 400 meters was 
generated in AERMOD and covered the existing off-site residential and commercial areas. In 
addition, a refined receptor grid with 10-meters spacing was placed over the residential receptors. 
Each receptor was placed at a height of zero meters in accordance with SCAQMD modeling 
guidance for AERMOD.12 Besides receptors, the AERMOD model requires numerous other 
inputs, such as meteorological data, source parameters, and topographical data. The following 
sections explain the major inputs used for this analysis. 

Meteorological Data 
This analysis used the AERMOD-ready meteorological dataset of the nearest meteorological air 
monitoring site, which is located at the Los Angeles International Airport. The dataset includes 
five years of data from 2012-2016. The data was obtained from SCAQMD’s meteorological 
database.13  

Modeling Terrain 
Terrain and elevation data was imported from the United States Geological Survey’s (USGS) 
National Elevation Dataset (NED) (United States Geological Survey 2013). The dataset consists 
of ground surface elevation data for the United States, Canada, and Mexico. Elevations for the 
modeled receptors and buildings were based on a NED dataset with a 10-meter resolution.  

Based on the land use characteristics in the Project vicinity, urban dispersion coefficients were 
used in AERMOD. The site was modeled with the urban population of 9,818,605 based on 

                                                   
12  SCAQMD, Modeling Guidance for AERMOD, https://www.aqmd.gov/home/air-quality/air-quality-data-

studies/meteorological-data/modeling-guidance. Accessed February 2019. 
13  SCAQMD, Meteorological Data for AERMOD, https://www.aqmd.gov/home/air-quality/air-quality-data-

studies/meteorological-data/data-for-aermod. Accessed February 2019. 

https://www.aqmd.gov/home/air-quality/air-quality-data-studies/meteorological-data/modeling-guidance
https://www.aqmd.gov/home/air-quality/air-quality-data-studies/meteorological-data/modeling-guidance
https://www.aqmd.gov/home/air-quality/air-quality-data-studies/meteorological-data/data-for-aermod
https://www.aqmd.gov/home/air-quality/air-quality-data-studies/meteorological-data/data-for-aermod
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SCAQMD’s modeling guidance for AERMOD. The urban option in AERMOD accounts for 
increased turbulence associated with the urban heat island effect. 

Modeled Source Characters 
As noted above, construction sources include off-road construction equipment, on-road diesel 
trucks (including haul trucks and vendor trucks), and diesel truck idling. The modeling 
parameters used in AERMOD for each source are discussed below. 

Emission rates from the construction emission sources were based on the anticipated hours of 
activity for each source as described in Chapter 2, Methodology, above. Each emission source 
was modeled separately within AERMOD. The analysis used a unitized emission rate concept for 
each source group, where each source group is modeled with a unitized emission rate of 
1 gram/second (g/s). The modeled concentration at each receptor (micrograms per cubic meter 
[µ/m3]/[g/s]) represents a “dispersion factor,” which was then multiplied by the actual emission 
rate of each source group to determine actual concentrations, and the final result from all the 
sources was superimposed.  

The sections below describe how construction activities were modeled in AERMOD. Different 
source groups were modeled to represent emissions for each construction phase (i.e., Phase 1 off-
road equipment and Phase 2 off-road equipment). The City of El Segundo allows construction 
activities to operate between the hours of 7:00AM and 6:00 PM Monday through Saturday.14 In 
order to reflect the duration of construction equipment usage of eight hours per day, construction 
activities were modeled operating between 7:00 AM and 3:00 PM, for 6 days per week. Detailed 
construction air dispersion modeling parameters are presented in Appendix C of the Recirculated 
Partial Draft EIR. 

Off-road Equipment 
The exhaust emissions from off-road construction equipment were modeled as multiple area 
sources equal to the size of the construction areas, with a 5-meter release height and 1.4-meter 
initial vertical dispersion.15, 16  

For all construction activities, an even distribution of construction emissions over the entire area 
of construction for each construction phase was used with the assumption that emissions would 
originate from all potential locations within the construction source grid. 

                                                   
14 City of El Segundo, Planning and Building Safety FAQ, 

https://www.elsegundo.org/depts/planningsafety/buildingsafety/faq.asp. Accessed February 21, 2019. 
15  Release height based on SCAQMD, Final Localized Significance Threshold Methodology, July 2008. 

http://www.aqmd.gov/docs/default-source/ceqa/handbook/localized-significance-thresholds/final-lst-methodology-
document.pdf?sfvrsn=2. Accessed February 19, 2019. 

16  The San Francisco Community Risk Reduction Plan: Technical Support Documentation, December 2012. 
http://www.gsweventcenter.com/Appeal_Response_References/2012_1201_BAAQMD.pdf. Accessed February 19, 
2019. 

https://www.elsegundo.org/depts/planningsafety/buildingsafety/faq.asp
http://www.aqmd.gov/docs/default-source/ceqa/handbook/localized-significance-thresholds/final-lst-methodology-document.pdf?sfvrsn=2
http://www.aqmd.gov/docs/default-source/ceqa/handbook/localized-significance-thresholds/final-lst-methodology-document.pdf?sfvrsn=2
http://www.gsweventcenter.com/Appeal_Response_References/2012_1201_BAAQMD.pdf
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On-road Heavy Duty Truck Travel 
To represent the truck haul route, a line volume source (i.e., line sources as a series of volume 
sources) was placed along Grand Avenue heading west and then turning right onto Sepulveda 
Boulevard. The haul route was modeled with a 10-foot release height.17 

Heavy Duty Truck Idling 
DPM emissions for truck idling were assumed to occur along the portion of Grand Avenue that 
borders the Project Site. Idling emissions were modeled as line volume sources with a release 
height of 10 feet to represent haul trucks checking in and out of the construction site, as well as 
emissions from loading/unloading activities.18 Although loading/unloading activities are likely to 
occur farther away from the construction site boundary, modeling these emissions at this location 
would be more conservative because emissions would be closer to the identified sensitive 
receptors analyzed in the refined HRA. 

                                                   
17  Bay Area Air Quality Management District, Recommended Methods for Screening and Modeling Local Risks and 

Hazards, May 2012, p.71, http://www.baaqmd.gov/~/media/files/planning-and-research/ceqa/risk-modeling-
approach-may-2012.pdf. Accessed February 19, 2019. 

18   Bay Area Air Quality Management District, Recommended Methods for Screening and Modeling Local Risks and 
Hazards, May 2012, p.71, http://www.baaqmd.gov/~/media/files/planning-and-research/ceqa/risk-modeling-
approach-may-2012.pdf. Accessed February 19, 2019. 

http://www.baaqmd.gov/%7E/media/files/planning-and-research/ceqa/risk-modeling-approach-may-2012.pdf
http://www.baaqmd.gov/%7E/media/files/planning-and-research/ceqa/risk-modeling-approach-may-2012.pdf
http://www.baaqmd.gov/%7E/media/files/planning-and-research/ceqa/risk-modeling-approach-may-2012.pdf
http://www.baaqmd.gov/%7E/media/files/planning-and-research/ceqa/risk-modeling-approach-may-2012.pdf
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CHAPTER 5 
Risk Characterization Methods 

As discussed previously, the SCAQMD does not require projects to prepare quantitative 
construction HRAs and has no guidance on construction HRAs.19 Thus, health risk calculations 
were used from available guidance based on SCAQMD’s risk assessment procedures normally 
used to evaluate health risk impacts from long-term operations for stationary source facility 
permit projects.  

Health risk calculations were performed using the Office of Environmental Health Hazard 
Assessment (OEHHA) methodologies and exposure parameters, and the corresponding 
SCAQMD guidance documents. In March 2015, OEHHA updated the methods for estimating 
cancer risks to use higher estimates of cancer potency during early life exposures and to use 
different assumptions for breathing rates and length of residential exposures. The new guidance, 
Air Toxics Hot Spots Program Guidance Manual for the Preparation of Health Risk Assessments, 
incorporates advances in risk assessment with consideration of infants and children using Age 
Sensitivity Factors (ASF) (OEHHA 2015). These updated exposure factors can result in numeric 
life-time health risk values to be approximately two to three times higher than those calculated 
under the previous OEHHA guidelines. ESA followed the OEHHA 2015 guidance in performing 
the refined HRA. 

This analysis calculated the cancer risk and chronic hazard indices to estimate Project-specific 
health risks for construction emissions using annual average pollutant ambient concentrations 
modeled by AERMOD as discussed in Chapter 4. 

The health risks are calculated as follows:  

Residential Cancer Risk 
Equation 1: DoseRESIDENT (mg/kg/day) = CAIR × DBR × A × EF × CF where: 

– CAIR= concentration in air (µg/m3) 

– DBR= daily breathing rate normalized to body weight (L/kg body weight-day) 

– A= inhalation absorption factor (1 for DPM, unitless) 

                                                   
19  South Coast Air Quality Management District, Final Environmental Assessment for: Proposed Amended Rule 

307.1 – Alternative Fees for Air Toxics Emissions Inventory; Proposed Amended Rule 1401 – New Source Review 
of Toxic Air Contaminants; Proposed Amended Rule 1402 – Control of Toxic Air Contaminants from Existing 
Sources; SCAQMD Public Notification Procedures for Facilities Under the Air Toxics “Hot Spots” Information 
and Assessment Act (AB 2588) and Rule 1402; and, SCAQMD Guidelines for Participating in the Rule 1402 
Voluntary Risk, page 2-23, September 2016, http://www.aqmd.gov/docs/default-source/ceqa/documents/aqmd-
projects/2016/final-ea_par-307-1_1401_1402.pdf?sfvrsn=4. Accessed February 19, 2019. 

http://www.aqmd.gov/docs/default-source/ceqa/documents/aqmd-projects/2016/final-ea_par-307-1_1401_1402.pdf?sfvrsn=4
http://www.aqmd.gov/docs/default-source/ceqa/documents/aqmd-projects/2016/final-ea_par-307-1_1401_1402.pdf?sfvrsn=4
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– EF= exposure frequency (unitless) (days/365 days) 

– CF= 10-6, correction factor, micrograms to milligrams conversion, liters to cubic meters 
conversion 

Equation 2: RiskINH-RESIDENT (in one million) = DoseAIR × CPF × ASF × ED/AT × FAH × CCF 

where: 

– DoseAIR= daily inhalation dose (mg/kg-day) 

– CPF= cancer potency factor (mg/kg-day) -1 

– ASF= age sensitivity factor (unitless) 

– ED= exposure duration (years) 

– AT= averaging time for lifetime cancer risk (years) 

– FAH= fraction of time spent at home (unitless) 

– CCF= 106, cancer conversion factor to represent risk in chances per million 

Worker Cancer Risk 
Equation 3: DoseWORKER (mg/kg/day) = [CAIR × WAF] × DBR × A × EF × CF where: 

– Cair= concentration in air (µg/m3) 

– WAF= worker adjustment factor (unitless), WAF = (Hresidential / Hsource) x (Dresidential / 
Dsource) = (24/8) x (7/6) = 3.5 

– DBR= daily breathing rate normalized to body weight (L/kg body weight-day) 

– A= inhalation absorption factor (1 for DPM, unitless) 

– EF= exposure frequency (unitless) 0.68 (250 days / 365 days). Equivalent to working 5 
days/week, 50 weeks/year 

– CF= 10-6, correction factor, micrograms to milligrams conversion, liters to cubic meters 
conversion 

Equation 4: RiskINH-WORKER (in one million) = DoseAIR × CPF × ASF × ED/AT × FAH × CCF 

where: 

– DoseAIR= daily inhalation dose (mg/kg-day) 

– CPF= cancer potency factor (mg/kg-day-1) 

– ASF= age sensitivity factor (unitless) 

– ED= exposure duration (years) 

– AT= averaging time for lifetime cancer risk (years) 

– CCF= 106, cancer conversion factor to represent risk in chances per million 

A summary of the exposure parameters used under this methodology are shown in Table 1, 
Cancer Risk Exposure Parameters. 
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TABLE 1 
CANCER RISK EXPOSURE PARAMETERS  

Parameter 

Residential 

Worker 

3rd Trimester 
0 < 2 
years 2 < 5 years 

CAIR Based on AERMOD dispersion modeling results 
DBRa (L/kg BW-day) 361 1,090 631 230 

Ab (unitless) 1 1 1 1 
EFb (unitless) 0.96 0.96 0.96 0.68 
CFb (unitless) 10-6 10-6 10-6 10-6 

CPFb (mg/kg-day-1) 1.1 1.1 1.1 1.1 
ASFb (unitless) 10 10 3 1 

EDb,c (years) 0.25 2 0.92 3.2 
ATb (years) 70 70 70 70 

FAHa (unitless) 1 1 1 -- 
WAFa,c (unitless) -- -- -- 3.5 
CCFb (unitless) 106 106 106 106 

 
a SCAQMD 2017 Risk Assessment Procedures, Permit Application N, Use in conjunction with the Risk Assessment 

Guideline 1401,1401.1, and 212 
b OEHHA 2015 Guidance Manual 
c WAF is based on construction emissions occurring 6 days per week for 8 hours per day.  
 

 

Risk Assessment 
The assessment of health risks determines the relationship between the magnitude of chemical 
exposure and the nature and magnitude of adverse health risks resulting from this exposure. 
Cancer and chronic health risks were calculated using the OEHHA cancer potency factor (CPF) 
and Reference Exposure Level (REL) for DPM.20 There is no acute toxicity factor for DPM.  

Age Sensitivity Factors 
The estimated excess lifetime cancer risks for residential receptors (including the early-in-life 
exposure) were adjusted using the ASFs recommended in the California Environmental 
Protection Agency (Cal/EPA) OEHHA Technical Support Document and 2015 OEHHA 
guidance.21 This approach accounts for an “anticipated special sensitivity to carcinogens” of 
infants and children. Cancer risk estimates were weighted by a factor of 10 for exposures that 
occur from the third trimester of pregnancy to two years of age and by a factor of three for 

                                                   
20  OEHHA, Hot Spots Unit Risk and Cancer Potency Factors, https://oehha.ca.gov/air/air-toxics-hot-spots. Accessed 

February 19, 2019. 
21  Cal/EPA, Technical Support Document for Cancer Potency Factors: Methodologies for derivation, listing of 

available values, and adjustments to allow for early life stage exposures. May 2009. 
https://oehha.ca.gov/media/downloads/crnr/tsdcancerpotency.pdf. Accessed February 2019. 

https://oehha.ca.gov/air/air-toxics-hot-spots
https://oehha.ca.gov/media/downloads/crnr/tsdcancerpotency.pdf
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exposures that occur from 2 to 15 years of age. No weighting factor (i.e., an ASF equal to one, 
which is equivalent to no adjustment) is applied to ages 16 to 70 years. 

Cancer Risk Calculation 
Excess lifetime cancer risks are estimated as the upper-bound incremental probability that an 
individual will develop cancer over a lifetime as a direct result of exposure to carcinogens. The 
risk is expressed as a unitless probability, and was calculated as the number of cancer incidences 
per million individuals in the refined HRA. The cancer risk for each chemical was calculated by 
multiplying the chemical intake or dose at the human exchange boundaries (e.g., lungs) by the 
DPM CPF. For cancer risk, the SCAQMD guidance identifies a significant impact if a project 
would result in an incremental cancer risk that is greater than 10 in one million for a sensitive 
receptor. This threshold is consistent with the threshold stated in the Draft EIR. 

Chronic Health Impacts 
Non-cancer effects of chronic (i.e., long- term) DPM exposures were evaluated using the Hazard 
Index (HI) approach consistent with the OEHHA guidance. The chronic HI was calculated by 
dividing the modeled annual average concentration by the REL. The REL is the concentration at 
or below which no adverse health effects are anticipated. The REL for DPM was obtained from 
OEHHA. OEHHA has recommended an ambient concentration of 5 micrograms per cubic meter 
(µg/m3) as the chronic inhalation REL for DPM exhaust. The SCAQMD guidance identifies a 
significant impact if a project would result in an incremental chronic HI that is greater than 1.0. 
This threshold is consistent with the chronic HI threshold stated in the Draft EIR. 
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CHAPTER 6 
Results 

Project Health Risks  
This section presents the results of the refined HRA, including cancer risk and chronic health risk 
from DPM exposure as a result of project construction. Off-site residential and worker receptor 
types were analyzed in the refined HRA and the maximum potential risks from exposure to 
construction DPM are summarized below. 

Lifetime Excess Cancer Risk 
Table 2 presents the maximum incremental increase in cancer risk for construction. As shown 
below, the Project would not exceed the 10 in one million cancer risk threshold for the modeled 
receptor types. Therefore, Project impacts would be less than significant. The maximum impacted 
receptors for each scenario are shown below in Figure 1, Project Cancer Risk. 

TABLE 2 
CONSTRUCTION MAXIMUM INCREMENTAL INCREASE IN CANCER RISK  

Receptor Type 
Cancer Risk (chances in 

one million) 

Off-Site Residential 2.2 

Off-Site Worker 3.8 

SCAQMD Cancer Risk Threshold  
(in one million) 10 

Exceeds Threshold? No 
 
Source: ESA, 2019. 
 

 

Chronic Health Risk 
Table 3 presents the chronic hazard indices for construction. As shown below, the Project would 
not result in a chronic hazard index greater than 1.0; therefore, chronic health risks would be less 
than significant. The maximum impacted receptors for each scenario are shown below in Figure 
2, Project Chronic Health Risks. 
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TABLE 3 
CONSTRUCTION MAXIMUM CHRONIC HAZARD INDEX  

Receptor Type 
Chronic Hazard 

Index 

Off-Site Residential 0.002 

Off-Site Worker 0.03 

SCAQMD Hazard Index Threshold 1.0 

Exceeds Threshold? No 
 
Source: ESA, 2019. 
 

 

Based on the analysis above, the refined construction HRA results indicate that the residential and 
worker health impacts would be less than the applicable SCAMQD thresholds. Therefore, 
impacts from construction DPM exposure would be less than significant. This analysis supports 
the Draft EIR’s previous conclusion of less than significant and no mitigation measures or further 
analysis is required.  
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Appendix A. Continental Grand Campus Specific Plan Construction Health Risk Assessment Calculations  

455 Continental Boulevard 
CalEEMod Outputs 



Continental Grand Campus Specific Plan 455 Continental 
AQ Construction Summary

Onsite Construction Equipment Emissions
Onsite Emissions

Exhaust PM10
Source lb/day
Demolition - 2021 1.14
Site Preparation/Grading/Excavation - 2021 1.02
Building Construction - 2021 0.95
Building Construction - 2022 0.82
Paving - 2022 0.28
Architectural Coating - 2022 0.12

Localized Emissions

455 Continental AQ CSTN Summary (02-10-19).xlsx 1 of 37 2/19/2019 4:41 PM



1.0 Project Characteristics

1.1 Land Usage

Land Uses Size Metric Lot Acreage

CalEEMod Version: CalEEMod.2016.3.1 Page 1 of 1 Date: 4/18/2017 5:30 PM

455 Continental Blvd - South Coast Air Basin, Summer

455 Continental Blvd
South Coast Air Basin, Summer

Parking Lot 20.00 Space 0.18 8,000.00 0

Enclosed Parking with Elevator 1,087.00 Space 9.78 434,800.00 0

Floor Surface Area Population

General Office Building 328.61 1000sqft 7.54 328,612.00 0

CO2 Intensity 
(lb/MWhr)

702.44 CH4 Intensity 
(lb/MWhr)

0.029 N2O Intensity 
(lb/MWhr)

0.006

31

Climate Zone 8 Operational Year 2022

Utility Company Southern California Edison

1.2 Other Project Characteristics

Urbanization Urban Wind Speed (m/s) 2.2 Precipitation Freq (Days)

Off-road Equipment - Off-highway truck represents water truck 2x per day

Off-road Equipment - Construction Assumptions

Off-road Equipment - Construction Assumptions

Trips and VMT - Construction Assumptions - Determine Haul truck route, added 2 trips to Worker to account for water trucks on-site

1.3 User Entered Comments & Non-Default Data

Project Characteristics - 2 choices for Climate zone- 8 or 11

Land Use - Construction Assumptions

Construction Phase - Construction Assumptions

Off-road Equipment - Construction Assumptions

Off-road Equipment - Construction Assumptions



Vehicle Trips - 

Construction Off-road Equipment Mitigation - 

Water Mitigation - 

Table Name Column Name Default Value New Value

Demolition - 

Grading - Construction Assumptions

tblLandUse LandUseSquareFeet 328,610.00 328,612.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 1.00 2.00

tblGrading MaterialExported 0.00 3,888.00

tblLandUse BuildingSpaceSquareFeet 328,610.00 328,612.00

tblConstDustMitigation WaterUnpavedRoadVehicleSpeed 40 0

tblGrading AcresOfGrading 54.00 3.51

tblOffRoadEquipment OffRoadEquipmentUnitAmount 3.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 3.00

tblOffRoadEquipment PhaseName Architectural Coating

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment UsageHours 6.00 8.00

tblOffRoadEquipment UsageHours 7.00 8.00

tblOffRoadEquipment PhaseName Site Preparation/Grading/Excavation

tblOffRoadEquipment PhaseName Building Construction

tblOffRoadEquipment PhaseName Building Construction

tblOffRoadEquipment PhaseName Site Preparation/Grading/Excavation



tblTripsAndVMT WorkerTripNumber 10.00 12.00

tblTripsAndVMT WorkerTripNumber 13.00 15.00

tblTripsAndVMT HaulingTripNumber 20.00 44.00

tblTripsAndVMT HaulingTripNumber 486.00 432.00

tblOffRoadEquipment UsageHours 7.00 8.00

tblProjectCharacteristics OperationalYear 2018 2022

NBio- CO2 Total CO2 CH4 N2O CO2e

Year lb/day lb/day

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2

2.0 Emissions Summary

2.1 Overall Construction (Maximum Daily Emission)
Unmitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

0.0000 16,565.60
45

16,565.604
5

1.4422 0.0000 16,601.65
86

14.9229 1.1426 15.9694 3.8598 1.0513 4.84492021 5.2462 47.1966 46.5325 0.1632

0.0000 18,621.70
07

18,621.700
7

1.8586 0.0000 18,668.16
58

15.6606 1.3158 16.9765 4.0554 1.2389 5.29432022 24.5203 51.7660 57.4183 0.1844

0.0000 18,621.70
07

18,621.700
7

1.8586 0.0000 18,668.16
58

15.6606 1.3158 16.9765 4.0554 1.2389 5.2943Maximum 24.5203 51.7660 57.4183 0.1844

Total CO2 CH4 N2O CO2e

Year lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction
ROG NOx CO SO2 Fugitive 

PM10
Exhaust 
PM10

0.0000 16,565.60
45

16,565.604
5

1.4422 0.0000 16,601.65
86

14.9229 1.1426 15.9694 3.8598 1.0513 4.84492021 5.2462 47.1966 46.5325 0.1632

0.0000 18,621.70
07

18,621.700
7

1.8586 0.0000 18,668.16
58

15.6606 1.3158 16.9765 4.0554 1.2389 5.29432022 24.5203 51.7660 57.4183 0.1844

0.0000 18,621.70
07

18,621.700
7

1.8586 0.0000 18,668.16
58

15.6606 1.3158 16.9765 4.0554 1.2389 5.2943Maximum 24.5203 51.7660 57.4183 0.1844

Percent 
Reduction

0.00 0.00 0.00 0.00

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2ROG NOx CO SO2 Fugitive 
PM10

0.00 0.00 0.00 0.00 0.00 0.000.00 0.00 0.00 0.00 0.00 0.00

NBio-CO2 Total CO2 CH4 N20 CO2e



End Date Num Days 
Week

Num Days Phase Description

1 Demolition Demolition 2/1/2021 2/15/2021 6

3.0 Construction Detail

Construction Phase

Phase 
Number

Phase Name Phase Type Start Date

366

4 Paving Paving 4/1/2022 7/31/2022 6 104

3 Building Construction Building Construction 7/16/2021 9/15/2022 6

13

2 Site 
Preparation/Grading/Excavation

Grading 2/16/2021 7/15/2021 6 129

171

Acres of Grading (Site Preparation Phase): 0

Acres of Grading (Grading Phase): 0

Acres of Paving: 9.96

Residential Indoor: 0; Residential Outdoor: 0; Non-Residential Indoor: 492,918; Non-Residential Outdoor: 164,306; Striped Parking Area: 

5 Architectural Coating Architectural Coating 3/1/2022 9/15/2022 6



Load Factor

Demolition Off-Highway Trucks 1 3.00 402 0.38

OffRoad Equipment

Phase Name Offroad Equipment Type Amount Usage Hours Horse Power

Demolition Scrapers 1 8.00 367 0.48

Demolition Rubber Tired Dozers 1 8.00 247 0.40

Demolition Rollers 1 8.00 80 0.38

Site Preparation/Grading/Excavation Rollers 1 8.00 80 0.38

Site Preparation/Grading/Excavation Off-Highway Trucks 1 3.00 402 0.38

Site Preparation/Grading/Excavation Graders 1 8.00 187 0.41

Building Construction Cement and Mortar Mixers 1 8.00 9 0.56

Site Preparation/Grading/Excavation Tractors/Loaders/Backhoes 1 8.00 97 0.37

Site Preparation/Grading/Excavation Rubber Tired Dozers 1 8.00 247 0.40

Building Construction Rough Terrain Forklifts 3 8.00 100 0.40

Building Construction Generator Sets 1 8.00 84 0.74

Building Construction Cranes 2 8.00 231 0.29

Architectural Coating Aerial Lifts 1 8.00 63 0.31

Building Construction Welders 1 8.00 46 0.45

Building Construction Tractors/Loaders/Backhoes 1 8.00 97 0.37

Paving Paving Equipment 1 8.00 132 0.36

Paving Pavers 1 8.00 130 0.42

Architectural Coating Air Compressors 1 8.00 78 0.48

Paving Rollers 1 8.00 80 0.38



Worker Trip 
Length

Vendor Trip 
Length

Hauling Trip 
Length

Worker Vehicle 
Class

Vendor 
Vehicle 
Class

Hauling 
Vehicle 
Class

Trips and VMT

Phase Name Offroad Equipment 
Count

Worker Trip 
Number

Vendor Trip 
Number

Hauling Trip 
Number

14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

6.90 20.00 LD_Mix HDT_Mix HHDT

Site 
Preparation/Grading/E

5 15.00 0.00 432.00

Demolition 4 12.00 0.00 44.00 14.70

14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

6.90 20.00 LD_Mix HDT_Mix HHDT

Building Construction 9 291.00 126.00 0.00

Building Construction 9 291.00 126.00 0.00 14.70

14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

6.90 20.00 LD_Mix HDT_Mix HHDT

Paving 3 8.00 0.00 0.00

Architectural Coating 2 58.00 0.00 0.00 14.70

3.1 Mitigation Measures Construction

Water Exposed Area



Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2eFugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

3.2 Demolition - 2021
Unmitigated Construction On-Site

ROG NOx CO SO2

Off-Road 2.3925 25.5721 14.2745

0.0000 0.3259 0.0494 0.0000 0.0494

Category lb/day lb/day

Fugitive Dust 0.3259

3,053.288
1

1.0478 3,028.798
7

3,028.7987 0.97960.0313 1.1389 1.1389 1.0478

0.0000 0.0000

Fugitive 
PM2.5

Exhaust 
PM2.5

0.9796 3,053.288
1

Unmitigated Construction Off-Site

ROG NOx CO

0.0494 1.0478 1.0971 3,028.798
7

3,028.7987Total 2.3925 25.5721 14.2745 0.0313 0.3259 1.1389 1.4648

282.0277 282.0277 0.0199 282.52460.0591 2.7400e-
003

0.0619 0.0162 2.6200e-
003

0.0188

CO2e

Category lb/day lb/day

Hauling 0.0257 0.8776 0.1939 2.6000e-
003

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2OSO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

132.8278 132.8278 3.5800e-
003

132.91730.1341 9.9000e-
004

0.1351 0.0356 9.1000e-
004

0.0365Worker 0.0502 0.0328 0.4506 1.3300e-
003

414.8555 414.8555 0.0235 415.44190.1933 3.7300e-
003

0.1970 0.0518 3.5300e-
003

0.0553Total 0.0759 0.9103 0.6444 3.9300e-
003



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.00000.1467 0.0000 0.1467 0.0222 0.0000 0.0222Fugitive Dust

0.0000 3,028.798
7

3,028.7987 0.9796 3,053.288
1

1.1389 1.1389 1.0478 1.0478Off-Road 2.3925 25.5721 14.2745 0.0313

0.0000 3,028.798
7

3,028.7987 0.9796 3,053.288
1

0.1467 1.1389 1.2855 0.0222 1.0478 1.0700Total 2.3925 25.5721 14.2745 0.0313

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

282.0277 282.0277 0.0199 282.52460.0591 2.7400e-
003

0.0619 0.0162 2.6200e-
003

0.0188Hauling 0.0257 0.8776 0.1939 2.6000e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

132.8278 132.8278 3.5800e-
003

132.91730.1341 9.9000e-
004

0.1351 0.0356 9.1000e-
004

0.0365Worker 0.0502 0.0328 0.4506 1.3300e-
003

414.8555 414.8555 0.0235 415.44190.1933 3.7300e-
003

0.1970 0.0518 3.5300e-
003

0.0553Total 0.0759 0.9103 0.6444 3.9300e-
003



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.3 Site Preparation/Grading/Excavation - 2021
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.00005.0740 0.0000 5.0740 2.7750 0.0000 2.7750Fugitive Dust

2,503.471
4

2,503.4714 0.8097 2,523.713
2

1.0220 1.0220 0.9402 0.9402Off-Road 2.1033 22.6897 11.2973 0.0258

2,503.471
4

2,503.4714 0.8097 2,523.713
2

5.0740 1.0220 6.0960 2.7750 0.9402 3.7152Total 2.1033 22.6897 11.2973 0.0258

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

279.0464 279.0464 0.0197 279.53810.0585 2.7100e-
003

0.0612 0.0160 2.5900e-
003

0.0186Hauling 0.0255 0.8683 0.1918 2.5700e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

166.0347 166.0347 4.4800e-
003

166.14660.1677 1.2400e-
003

0.1689 0.0445 1.1400e-
003

0.0456Worker 0.0628 0.0410 0.5632 1.6700e-
003

445.0811 445.0811 0.0242 445.68470.2262 3.9500e-
003

0.2301 0.0605 3.7300e-
003

0.0642Total 0.0882 0.9092 0.7550 4.2400e-
003



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.00002.2833 0.0000 2.2833 1.2487 0.0000 1.2487Fugitive Dust

0.0000 2,503.471
4

2,503.4714 0.8097 2,523.713
2

1.0220 1.0220 0.9402 0.9402Off-Road 2.1033 22.6897 11.2973 0.0258

0.0000 2,503.471
4

2,503.4714 0.8097 2,523.713
2

2.2833 1.0220 3.3053 1.2487 0.9402 2.1889Total 2.1033 22.6897 11.2973 0.0258

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

279.0464 279.0464 0.0197 279.53810.0585 2.7100e-
003

0.0612 0.0160 2.5900e-
003

0.0186Hauling 0.0255 0.8683 0.1918 2.5700e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

166.0347 166.0347 4.4800e-
003

166.14660.1677 1.2400e-
003

0.1689 0.0445 1.1400e-
003

0.0456Worker 0.0628 0.0410 0.5632 1.6700e-
003

445.0811 445.0811 0.0242 445.68470.2262 3.9500e-
003

0.2301 0.0605 3.7300e-
003

0.0642Total 0.0882 0.9092 0.7550 4.2400e-
003



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.4 Building Construction - 2021
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

3,300.714
1

3,300.7141 0.8466 3,321.879
8

0.9491 0.9491 0.8937 0.8937Off-Road 2.1015 21.4745 18.8203 0.0348

3,300.714
1

3,300.7141 0.8466 3,321.879
8

0.9491 0.9491 0.8937 0.8937Total 2.1015 21.4745 18.8203 0.0348

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

6,822.742
4

6,822.7424 0.4219 6,833.290
0

2.7619 0.0493 2.8112 0.7463 0.0471 0.7935Vendor 0.7090 24.1334 5.8599 0.0638

6,442.148
0

6,442.1480 0.1736 6,446.488
8

12.1610 0.0481 12.2091 3.1135 0.0443 3.1578Worker 2.4357 1.5887 21.8523 0.0647

13,264.89
04

13,264.890
4

0.5955 13,279.77
88

14.9229 0.0974 15.0203 3.8598 0.0915 3.9512Total 3.1447 25.7221 27.7122 0.1284



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 3,300.714
0

3,300.7140 0.8466 3,321.879
8

0.9491 0.9491 0.8937 0.8937Off-Road 2.1015 21.4745 18.8203 0.0348

0.0000 3,300.714
0

3,300.7140 0.8466 3,321.879
8

0.9491 0.9491 0.8937 0.8937Total 2.1015 21.4745 18.8203 0.0348

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

6,822.742
4

6,822.7424 0.4219 6,833.290
0

2.7619 0.0493 2.8112 0.7463 0.0471 0.7935Vendor 0.7090 24.1334 5.8599 0.0638

6,442.148
0

6,442.1480 0.1736 6,446.488
8

12.1610 0.0481 12.2091 3.1135 0.0443 3.1578Worker 2.4357 1.5887 21.8523 0.0647

13,264.89
04

13,264.890
4

0.5955 13,279.77
88

14.9229 0.0974 15.0203 3.8598 0.0915 3.9512Total 3.1447 25.7221 27.7122 0.1284



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.4 Building Construction - 2022
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

3,301.191
7

3,301.1917 0.8424 3,322.251
7

0.8176 0.8176 0.7702 0.7702Off-Road 1.9118 19.2445 18.5680 0.0348

3,301.191
7

3,301.1917 0.8424 3,322.251
7

0.8176 0.8176 0.7702 0.7702Total 1.9118 19.2445 18.5680 0.0348

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

6,762.929
7

6,762.9297 0.4074 6,773.114
9

2.7619 0.0429 2.8048 0.7463 0.0410 0.7873Vendor 0.6653 22.9228 5.5483 0.0631

6,211.471
5

6,211.4715 0.1570 6,215.395
7

12.1610 0.0468 12.2078 3.1135 0.0431 3.1565Worker 2.2850 1.4352 20.2080 0.0623

12,974.40
12

12,974.401
2

0.5644 12,988.51
06

14.9229 0.0897 15.0126 3.8598 0.0841 3.9439Total 2.9503 24.3581 25.7564 0.1255



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 3,301.191
7

3,301.1917 0.8424 3,322.251
7

0.8176 0.8176 0.7702 0.7702Off-Road 1.9118 19.2445 18.5680 0.0348

0.0000 3,301.191
7

3,301.1917 0.8424 3,322.251
7

0.8176 0.8176 0.7702 0.7702Total 1.9118 19.2445 18.5680 0.0348

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

6,762.929
7

6,762.9297 0.4074 6,773.114
9

2.7619 0.0429 2.8048 0.7463 0.0410 0.7873Vendor 0.6653 22.9228 5.5483 0.0631

6,211.471
5

6,211.4715 0.1570 6,215.395
7

12.1610 0.0468 12.2078 3.1135 0.0431 3.1565Worker 2.2850 1.4352 20.2080 0.0623

12,974.40
12

12,974.401
2

0.5644 12,988.51
06

14.9229 0.0897 15.0126 3.8598 0.0841 3.9439Total 2.9503 24.3581 25.7564 0.1255



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.5 Paving - 2022
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

1,103.830
2

1,103.8302 0.3570 1,112.755
2

0.2840 0.2840 0.2612 0.2612Off-Road 0.5514 5.5624 7.2902 0.0114

0.0000 0.00000.0000 0.0000 0.0000 0.0000Paving 4.5300e-
003

1,103.830
2

1,103.8302 0.3570 1,112.755
2

0.2840 0.2840 0.2612 0.2612Total 0.5559 5.5624 7.2902 0.0114

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

85.3811 85.3811 2.1600e-
003

85.43500.0894 6.4000e-
004

0.0901 0.0237 5.9000e-
004

0.0243Worker 0.0314 0.0197 0.2778 8.6000e-
004

85.3811 85.3811 2.1600e-
003

85.43500.0894 6.4000e-
004

0.0901 0.0237 5.9000e-
004

0.0243Total 0.0314 0.0197 0.2778 8.6000e-
004



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 1,103.830
2

1,103.8302 0.3570 1,112.755
2

0.2840 0.2840 0.2612 0.2612Off-Road 0.5514 5.5624 7.2902 0.0114

0.0000 0.00000.0000 0.0000 0.0000 0.0000Paving 4.5300e-
003

0.0000 1,103.830
2

1,103.8302 0.3570 1,112.755
2

0.2840 0.2840 0.2612 0.2612Total 0.5559 5.5624 7.2902 0.0114

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

85.3811 85.3811 2.1600e-
003

85.43500.0894 6.4000e-
004

0.0901 0.0237 5.9000e-
004

0.0243Worker 0.0314 0.0197 0.2778 8.6000e-
004

85.3811 85.3811 2.1600e-
003

85.43500.0894 6.4000e-
004

0.0901 0.0237 5.9000e-
004

0.0243Total 0.0314 0.0197 0.2778 8.6000e-
004



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.6 Architectural Coating - 2022
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.00000.0000 0.0000 0.0000 0.0000Archit. Coating 18.5344

537.8839 537.8839 0.0770 539.80960.1194 0.1194 0.1185 0.1185Off-Road 0.3088 2.4383 3.5121 5.6400e-
003

537.8839 537.8839 0.0770 539.80960.1194 0.1194 0.1185 0.1185Total 18.8431 2.4383 3.5121 5.6400e-
003

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

619.0126 619.0126 0.0156 619.40370.6483 4.6600e-
003

0.6530 0.1719 4.2900e-
003

0.1762Worker 0.2277 0.1430 2.0139 6.2100e-
003

619.0126 619.0126 0.0156 619.40370.6483 4.6600e-
003

0.6530 0.1719 4.2900e-
003

0.1762Total 0.2277 0.1430 2.0139 6.2100e-
003



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.00000.0000 0.0000 0.0000 0.0000Archit. Coating 18.5344

0.0000 537.8839 537.8839 0.0770 539.80960.1194 0.1194 0.1185 0.1185Off-Road 0.3088 2.4383 3.5121 5.6400e-
003

0.0000 537.8839 537.8839 0.0770 539.80960.1194 0.1194 0.1185 0.1185Total 18.8431 2.4383 3.5121 5.6400e-
003

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

619.0126 619.0126 0.0156 619.40370.6483 4.6600e-
003

0.6530 0.1719 4.2900e-
003

0.1762Worker 0.2277 0.1430 2.0139 6.2100e-
003

619.0126 619.0126 0.0156 619.40370.6483 4.6600e-
003

0.6530 0.1719 4.2900e-
003

0.1762Total 0.2277 0.1430 2.0139 6.2100e-
003



1.0 Project Characteristics

1.1 Land Usage

Land Uses Size Metric Lot Acreage

CalEEMod Version: CalEEMod.2016.3.1 Page 1 of 1 Date: 4/18/2017 5:35 PM

455 Continental Blvd - South Coast Air Basin, Winter

455 Continental Blvd
South Coast Air Basin, Winter

Parking Lot 20.00 Space 0.18 8,000.00 0

Enclosed Parking with Elevator 1,087.00 Space 9.78 434,800.00 0

Floor Surface Area Population

General Office Building 328.61 1000sqft 7.54 328,612.00 0

CO2 Intensity 
(lb/MWhr)

702.44 CH4 Intensity 
(lb/MWhr)

0.029 N2O Intensity 
(lb/MWhr)

0.006

31

Climate Zone 8 Operational Year 2022

Utility Company Southern California Edison

1.2 Other Project Characteristics

Urbanization Urban Wind Speed (m/s) 2.2 Precipitation Freq (Days)

Off-road Equipment - Off-highway truck represents water truck 2x per day

Off-road Equipment - Construction Assumptions

Off-road Equipment - Construction Assumptions

Trips and VMT - Construction Assumptions - Determine Haul truck route, added 2 trips to Worker to account for water trucks on-site

1.3 User Entered Comments & Non-Default Data

Project Characteristics - 2 choices for Climate zone- 8 or 11

Land Use - Construction Assumptions

Construction Phase - Construction Assumptions

Off-road Equipment - Construction Assumptions

Off-road Equipment - Construction Assumptions



Vehicle Trips - 

Construction Off-road Equipment Mitigation - 

Water Mitigation - 

Table Name Column Name Default Value New Value

Demolition - 

Grading - Construction Assumptions

tblLandUse LandUseSquareFeet 328,610.00 328,612.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 1.00 2.00

tblGrading MaterialExported 0.00 3,888.00

tblLandUse BuildingSpaceSquareFeet 328,610.00 328,612.00

tblConstDustMitigation WaterUnpavedRoadVehicleSpeed 40 0

tblGrading AcresOfGrading 54.00 3.51

tblOffRoadEquipment OffRoadEquipmentUnitAmount 3.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 3.00

tblOffRoadEquipment PhaseName Architectural Coating

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment UsageHours 6.00 8.00

tblOffRoadEquipment UsageHours 7.00 8.00

tblOffRoadEquipment PhaseName Site Preparation/Grading/Excavation

tblOffRoadEquipment PhaseName Building Construction

tblOffRoadEquipment PhaseName Building Construction

tblOffRoadEquipment PhaseName Site Preparation/Grading/Excavation



tblTripsAndVMT WorkerTripNumber 10.00 12.00

tblTripsAndVMT WorkerTripNumber 13.00 15.00

tblTripsAndVMT HaulingTripNumber 20.00 44.00

tblTripsAndVMT HaulingTripNumber 486.00 432.00

tblOffRoadEquipment UsageHours 7.00 8.00

tblProjectCharacteristics OperationalYear 2018 2022

NBio- CO2 Total CO2 CH4 N2O CO2e

Year lb/day lb/day

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2

2.0 Emissions Summary

2.1 Overall Construction (Maximum Daily Emission)
Unmitigated Construction

ROG NOx CO SO2 Fugitive 
PM10

0.0000 15,979.77
31

15,979.773
1

1.4600 0.0000 16,016.27
37

14.9229 1.1426 15.9710 3.8598 1.0513 4.84642021 5.5304 47.2957 45.1144 0.1575

0.0000 18,007.00
58

18,007.005
8

1.8749 0.0000 18,053.87
87

15.6606 1.3172 16.9778 4.0554 1.2402 5.29572022 24.8207 51.8520 55.8701 0.1784

0.0000 18,007.00
58

18,007.005
8

1.8749 0.0000 18,053.87
87

15.6606 1.3172 16.9778 4.0554 1.2402 5.2957Maximum 24.8207 51.8520 55.8701 0.1784

Total CO2 CH4 N2O CO2e

Year lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction
ROG NOx CO SO2 Fugitive 

PM10
Exhaust 
PM10

0.0000 15,979.77
31

15,979.773
1

1.4600 0.0000 16,016.27
37

14.9229 1.1426 15.9710 3.8598 1.0513 4.84642021 5.5304 47.2957 45.1144 0.1575

0.0000 18,007.00
58

18,007.005
8

1.8749 0.0000 18,053.87
87

15.6606 1.3172 16.9778 4.0554 1.2402 5.29572022 24.8207 51.8520 55.8701 0.1784

0.0000 18,007.00
58

18,007.005
8

1.8749 0.0000 18,053.87
87

15.6606 1.3172 16.9778 4.0554 1.2402 5.2957Maximum 24.8207 51.8520 55.8701 0.1784

Percent 
Reduction

0.00 0.00 0.00 0.00

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2ROG NOx CO SO2 Fugitive 
PM10

0.00 0.00 0.00 0.00 0.00 0.000.00 0.00 0.00 0.00 0.00 0.00

NBio-CO2 Total CO2 CH4 N20 CO2e



End Date Num Days 
Week

Num Days Phase Description

1 Demolition Demolition 2/1/2021 2/15/2021 6

3.0 Construction Detail

Construction Phase

Phase 
Number

Phase Name Phase Type Start Date

366

4 Paving Paving 4/1/2022 7/31/2022 6 104

3 Building Construction Building Construction 7/16/2021 9/15/2022 6

13

2 Site 
Preparation/Grading/Excavation

Grading 2/16/2021 7/15/2021 6 129

171

Acres of Grading (Site Preparation Phase): 0

Acres of Grading (Grading Phase): 0

Acres of Paving: 9.96

Residential Indoor: 0; Residential Outdoor: 0; Non-Residential Indoor: 492,918; Non-Residential Outdoor: 164,306; Striped Parking Area: 

5 Architectural Coating Architectural Coating 3/1/2022 9/15/2022 6



Load Factor

Demolition Off-Highway Trucks 1 3.00 402 0.38

OffRoad Equipment

Phase Name Offroad Equipment Type Amount Usage Hours Horse Power

Demolition Scrapers 1 8.00 367 0.48

Demolition Rubber Tired Dozers 1 8.00 247 0.40

Demolition Rollers 1 8.00 80 0.38

Site Preparation/Grading/Excavation Rollers 1 8.00 80 0.38

Site Preparation/Grading/Excavation Off-Highway Trucks 1 3.00 402 0.38

Site Preparation/Grading/Excavation Graders 1 8.00 187 0.41

Building Construction Cement and Mortar Mixers 1 8.00 9 0.56

Site Preparation/Grading/Excavation Tractors/Loaders/Backhoes 1 8.00 97 0.37

Site Preparation/Grading/Excavation Rubber Tired Dozers 1 8.00 247 0.40

Building Construction Rough Terrain Forklifts 3 8.00 100 0.40

Building Construction Generator Sets 1 8.00 84 0.74

Building Construction Cranes 2 8.00 231 0.29

Architectural Coating Aerial Lifts 1 8.00 63 0.31

Building Construction Welders 1 8.00 46 0.45

Building Construction Tractors/Loaders/Backhoes 1 8.00 97 0.37

Paving Paving Equipment 1 8.00 132 0.36

Paving Pavers 1 8.00 130 0.42

Architectural Coating Air Compressors 1 8.00 78 0.48

Paving Rollers 1 8.00 80 0.38



Worker Trip 
Length

Vendor Trip 
Length

Hauling Trip 
Length

Worker Vehicle 
Class

Vendor 
Vehicle 
Class

Hauling 
Vehicle 
Class

Trips and VMT

Phase Name Offroad Equipment 
Count

Worker Trip 
Number

Vendor Trip 
Number

Hauling Trip 
Number

14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

6.90 20.00 LD_Mix HDT_Mix HHDT

Site 
Preparation/Grading/E

5 15.00 0.00 432.00

Demolition 4 12.00 0.00 44.00 14.70

14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

6.90 20.00 LD_Mix HDT_Mix HHDT

Building Construction 9 291.00 126.00 0.00

Building Construction 9 291.00 126.00 0.00 14.70

14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

6.90 20.00 LD_Mix HDT_Mix HHDT

Paving 3 8.00 0.00 0.00

Architectural Coating 2 58.00 0.00 0.00 14.70

3.1 Mitigation Measures Construction

Water Exposed Area



Bio- CO2 NBio- CO2 Total CO2 CH4 N2O CO2eFugitive 
PM10

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

3.2 Demolition - 2021
Unmitigated Construction On-Site

ROG NOx CO SO2

Off-Road 2.3925 25.5721 14.2745

0.0000 0.3259 0.0494 0.0000 0.0494

Category lb/day lb/day

Fugitive Dust 0.3259

3,053.288
1

1.0478 3,028.798
7

3,028.7987 0.97960.0313 1.1389 1.1389 1.0478

0.0000 0.0000

Fugitive 
PM2.5

Exhaust 
PM2.5

0.9796 3,053.288
1

Unmitigated Construction Off-Site

ROG NOx CO

0.0494 1.0478 1.0971 3,028.798
7

3,028.7987Total 2.3925 25.5721 14.2745 0.0313 0.3259 1.1389 1.4648

277.1853 277.1853 0.0206 277.70080.0591 2.7800e-
003

0.0619 0.0162 2.6600e-
003

0.0189

CO2e

Category lb/day lb/day

Hauling 0.0264 0.8884 0.2065 2.5500e-
003

PM2.5 
Total

Bio- CO2 NBio- CO2 Total CO2 CH4 N2OSO2 Fugitive 
PM10

Exhaust 
PM10

PM10 
Total

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

124.5781 124.5781 3.3500e-
003

124.66190.1341 9.9000e-
004

0.1351 0.0356 9.1000e-
004

0.0365Worker 0.0553 0.0360 0.4078 1.2500e-
003

401.7634 401.7634 0.0240 402.36270.1933 3.7700e-
003

0.1970 0.0518 3.5700e-
003

0.0553Total 0.0817 0.9244 0.6144 3.8000e-
003



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.00000.1467 0.0000 0.1467 0.0222 0.0000 0.0222Fugitive Dust

0.0000 3,028.798
7

3,028.7987 0.9796 3,053.288
1

1.1389 1.1389 1.0478 1.0478Off-Road 2.3925 25.5721 14.2745 0.0313

0.0000 3,028.798
7

3,028.7987 0.9796 3,053.288
1

0.1467 1.1389 1.2855 0.0222 1.0478 1.0700Total 2.3925 25.5721 14.2745 0.0313

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

277.1853 277.1853 0.0206 277.70080.0591 2.7800e-
003

0.0619 0.0162 2.6600e-
003

0.0189Hauling 0.0264 0.8884 0.2065 2.5500e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

124.5781 124.5781 3.3500e-
003

124.66190.1341 9.9000e-
004

0.1351 0.0356 9.1000e-
004

0.0365Worker 0.0553 0.0360 0.4078 1.2500e-
003

401.7634 401.7634 0.0240 402.36270.1933 3.7700e-
003

0.1970 0.0518 3.5700e-
003

0.0553Total 0.0817 0.9244 0.6144 3.8000e-
003



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.3 Site Preparation/Grading/Excavation - 2021
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.00005.0740 0.0000 5.0740 2.7750 0.0000 2.7750Fugitive Dust

2,503.471
4

2,503.4714 0.8097 2,523.713
2

1.0220 1.0220 0.9402 0.9402Off-Road 2.1033 22.6897 11.2973 0.0258

2,503.471
4

2,503.4714 0.8097 2,523.713
2

5.0740 1.0220 6.0960 2.7750 0.9402 3.7152Total 2.1033 22.6897 11.2973 0.0258

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

274.2552 274.2552 0.0204 274.76530.0585 2.7500e-
003

0.0612 0.0160 2.6300e-
003

0.0187Hauling 0.0261 0.8790 0.2043 2.5200e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

155.7227 155.7227 4.1900e-
003

155.82740.1677 1.2400e-
003

0.1689 0.0445 1.1400e-
003

0.0456Worker 0.0692 0.0450 0.5098 1.5600e-
003

429.9779 429.9779 0.0246 430.59260.2262 3.9900e-
003

0.2302 0.0605 3.7700e-
003

0.0643Total 0.0953 0.9240 0.7141 4.0800e-
003



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.00002.2833 0.0000 2.2833 1.2487 0.0000 1.2487Fugitive Dust

0.0000 2,503.471
4

2,503.4714 0.8097 2,523.713
2

1.0220 1.0220 0.9402 0.9402Off-Road 2.1033 22.6897 11.2973 0.0258

0.0000 2,503.471
4

2,503.4714 0.8097 2,523.713
2

2.2833 1.0220 3.3053 1.2487 0.9402 2.1889Total 2.1033 22.6897 11.2973 0.0258

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

274.2552 274.2552 0.0204 274.76530.0585 2.7500e-
003

0.0612 0.0160 2.6300e-
003

0.0187Hauling 0.0261 0.8790 0.2043 2.5200e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

155.7227 155.7227 4.1900e-
003

155.82740.1677 1.2400e-
003

0.1689 0.0445 1.1400e-
003

0.0456Worker 0.0692 0.0450 0.5098 1.5600e-
003

429.9779 429.9779 0.0246 430.59260.2262 3.9900e-
003

0.2302 0.0605 3.7700e-
003

0.0643Total 0.0953 0.9240 0.7141 4.0800e-
003



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.4 Building Construction - 2021
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

3,300.714
1

3,300.7141 0.8466 3,321.879
8

0.9491 0.9491 0.8937 0.8937Off-Road 2.1015 21.4745 18.8203 0.0348

3,300.714
1

3,300.7141 0.8466 3,321.879
8

0.9491 0.9491 0.8937 0.8937Total 2.1015 21.4745 18.8203 0.0348

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

6,637.019
3

6,637.0193 0.4509 6,648.291
6

2.7619 0.0508 2.8128 0.7463 0.0486 0.7949Vendor 0.7449 24.0765 6.5139 0.0620

6,042.039
7

6,042.0397 0.1625 6,046.102
3

12.1610 0.0481 12.2091 3.1135 0.0443 3.1578Worker 2.6840 1.7447 19.7802 0.0606

12,679.05
90

12,679.059
0

0.6134 12,694.39
39

14.9229 0.0990 15.0219 3.8598 0.0930 3.9527Total 3.4289 25.8212 26.2941 0.1227



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 3,300.714
0

3,300.7140 0.8466 3,321.879
8

0.9491 0.9491 0.8937 0.8937Off-Road 2.1015 21.4745 18.8203 0.0348

0.0000 3,300.714
0

3,300.7140 0.8466 3,321.879
8

0.9491 0.9491 0.8937 0.8937Total 2.1015 21.4745 18.8203 0.0348

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

6,637.019
3

6,637.0193 0.4509 6,648.291
6

2.7619 0.0508 2.8128 0.7463 0.0486 0.7949Vendor 0.7449 24.0765 6.5139 0.0620

6,042.039
7

6,042.0397 0.1625 6,046.102
3

12.1610 0.0481 12.2091 3.1135 0.0443 3.1578Worker 2.6840 1.7447 19.7802 0.0606

12,679.05
90

12,679.059
0

0.6134 12,694.39
39

14.9229 0.0990 15.0219 3.8598 0.0930 3.9527Total 3.4289 25.8212 26.2941 0.1227



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.4 Building Construction - 2022
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

3,301.191
7

3,301.1917 0.8424 3,322.251
7

0.8176 0.8176 0.7702 0.7702Off-Road 1.9118 19.2445 18.5680 0.0348

3,301.191
7

3,301.1917 0.8424 3,322.251
7

0.8176 0.8176 0.7702 0.7702Total 1.9118 19.2445 18.5680 0.0348

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

6,577.757
2

6,577.7572 0.4351 6,588.633
8

2.7619 0.0443 2.8062 0.7463 0.0423 0.7887Vendor 0.6992 22.8524 6.1695 0.0614

5,825.696
8

5,825.6968 0.1468 5,829.366
2

12.1610 0.0468 12.2078 3.1135 0.0431 3.1565Worker 2.5244 1.5758 18.2596 0.0584

12,403.45
40

12,403.454
0

0.5819 12,418.00
01

14.9229 0.0910 15.0140 3.8598 0.0854 3.9452Total 3.2236 24.4282 24.4291 0.1199



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 3,301.191
7

3,301.1917 0.8424 3,322.251
7

0.8176 0.8176 0.7702 0.7702Off-Road 1.9118 19.2445 18.5680 0.0348

0.0000 3,301.191
7

3,301.1917 0.8424 3,322.251
7

0.8176 0.8176 0.7702 0.7702Total 1.9118 19.2445 18.5680 0.0348

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

6,577.757
2

6,577.7572 0.4351 6,588.633
8

2.7619 0.0443 2.8062 0.7463 0.0423 0.7887Vendor 0.6992 22.8524 6.1695 0.0614

5,825.696
8

5,825.6968 0.1468 5,829.366
2

12.1610 0.0468 12.2078 3.1135 0.0431 3.1565Worker 2.5244 1.5758 18.2596 0.0584

12,403.45
40

12,403.454
0

0.5819 12,418.00
01

14.9229 0.0910 15.0140 3.8598 0.0854 3.9452Total 3.2236 24.4282 24.4291 0.1199



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.5 Paving - 2022
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

1,103.830
2

1,103.8302 0.3570 1,112.755
2

0.2840 0.2840 0.2612 0.2612Off-Road 0.5514 5.5624 7.2902 0.0114

0.0000 0.00000.0000 0.0000 0.0000 0.0000Paving 4.5300e-
003

1,103.830
2

1,103.8302 0.3570 1,112.755
2

0.2840 0.2840 0.2612 0.2612Total 0.5559 5.5624 7.2902 0.0114

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

80.0783 80.0783 2.0200e-
003

80.12880.0894 6.4000e-
004

0.0901 0.0237 5.9000e-
004

0.0243Worker 0.0347 0.0217 0.2510 8.0000e-
004

80.0783 80.0783 2.0200e-
003

80.12880.0894 6.4000e-
004

0.0901 0.0237 5.9000e-
004

0.0243Total 0.0347 0.0217 0.2510 8.0000e-
004



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 1,103.830
2

1,103.8302 0.3570 1,112.755
2

0.2840 0.2840 0.2612 0.2612Off-Road 0.5514 5.5624 7.2902 0.0114

0.0000 0.00000.0000 0.0000 0.0000 0.0000Paving 4.5300e-
003

0.0000 1,103.830
2

1,103.8302 0.3570 1,112.755
2

0.2840 0.2840 0.2612 0.2612Total 0.5559 5.5624 7.2902 0.0114

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

80.0783 80.0783 2.0200e-
003

80.12880.0894 6.4000e-
004

0.0901 0.0237 5.9000e-
004

0.0243Worker 0.0347 0.0217 0.2510 8.0000e-
004

80.0783 80.0783 2.0200e-
003

80.12880.0894 6.4000e-
004

0.0901 0.0237 5.9000e-
004

0.0243Total 0.0347 0.0217 0.2510 8.0000e-
004



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.6 Architectural Coating - 2022
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.00000.0000 0.0000 0.0000 0.0000Archit. Coating 18.5344

537.8839 537.8839 0.0770 539.80960.1194 0.1194 0.1185 0.1185Off-Road 0.3088 2.4383 3.5121 5.6400e-
003

537.8839 537.8839 0.0770 539.80960.1194 0.1194 0.1185 0.1185Total 18.8431 2.4383 3.5121 5.6400e-
003

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

580.5677 580.5677 0.0146 580.93340.6483 4.6600e-
003

0.6530 0.1719 4.2900e-
003

0.1762Worker 0.2516 0.1570 1.8197 5.8200e-
003

580.5677 580.5677 0.0146 580.93340.6483 4.6600e-
003

0.6530 0.1719 4.2900e-
003

0.1762Total 0.2516 0.1570 1.8197 5.8200e-
003



Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.00000.0000 0.0000 0.0000 0.0000Archit. Coating 18.5344

0.0000 537.8839 537.8839 0.0770 539.80960.1194 0.1194 0.1185 0.1185Off-Road 0.3088 2.4383 3.5121 5.6400e-
003

0.0000 537.8839 537.8839 0.0770 539.80960.1194 0.1194 0.1185 0.1185Total 18.8431 2.4383 3.5121 5.6400e-
003

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

580.5677 580.5677 0.0146 580.93340.6483 4.6600e-
003

0.6530 0.1719 4.2900e-
003

0.1762Worker 0.2516 0.1570 1.8197 5.8200e-
003

580.5677 580.5677 0.0146 580.93340.6483 4.6600e-
003

0.6530 0.1719 4.2900e-
003

0.1762Total 0.2516 0.1570 1.8197 5.8200e-
003



 Appendix A. Continental Grand Campus Specific Plan Construction Health Risk Assessment Calculations 
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Continental Grand Campus Specific Plan 1955 Grand 
AQ Construction Summary

Onsite Construction Equipment Emissions
Onsite Emissions

Exhaust PM10
Source lb/day
Demolition - 2022 0.98
Demolition - 2023 0.87
Site Prep/Grading/Excavation - 2023 1.13
Building Construction - 2023 1.15
Building Construction - 2024 1.04
Architectural Coating - 2023 0.10
Architectural Coating - 2024 0.09
Paving - 2023 0.26
Paving - 2024 0.23

Localized Emissions

1955 Grand AQ CSTN Summary (02-10-19).xlsx 1 of 51 2/19/2019 4:40 PM



Off-road Equipment - Construction Assumptions

Off-road Equipment - Construction Assumptions

Off-road Equipment - Construction Assumptions

Off-road Equipment - Construction Assumptions

Trips and VMT - Construction Assumptions- for demolition and excavation added 2 trips per worker per day for water truck

1.3 User Entered Comments & Non-Default Data

Project Characteristics - Construction Assumptions

Land Use - Construction Assumptions

Construction Phase - Construction Assumptions

Off-road Equipment - 

Off-road Equipment - Construction Assumptions

CO2 Intensity 
(lb/MWhr)

702.44 CH4 Intensity 
(lb/MWhr)

0.029 N2O Intensity 
(lb/MWhr)

0.006

31

Climate Zone 8 Operational Year 2024

Utility Company Southern California Edison

1.2 Other Project Characteristics

Urbanization Urban Wind Speed (m/s) 2.2 Precipitation Freq (Days)

CalEEMod Version: CalEEMod.2016.3.1 Page 1 of 1 Date: 4/18/2017 5:47 PM

1955 E Grand Ave - South Coast Air Basin, Summer

1955 E Grand Ave
South Coast Air Basin, Summer

Parking Lot 480.00 Space 4.32 192,000.00 0

Floor Surface Area Population

General Office Building 174.24 1000sqft 4.00 174,236.00 0

1.0 Project Characteristics

1.1 Land Usage

Land Uses Size Metric Lot Acreage



tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 3.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 3.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 1.00 3.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment HorsePower 187.00 247.00

tblOffRoadEquipment LoadFactor 0.41 0.40

tblLandUse BuildingSpaceSquareFeet 174,240.00 174,236.00

tblLandUse LandUseSquareFeet 174,240.00 174,236.00

tblGrading AcresOfGrading 64.50 5.00

tblGrading MaterialExported 0.00 4,000.00

tblAreaCoating Area_Nonresidential_Interior 261354 261375

tblConstDustMitigation WaterUnpavedRoadVehicleSpeed 40 0

tblAreaCoating Area_EF_Parking 100 0

tblAreaCoating Area_Nonresidential_Exterior 87118 87125

tblArchitecturalCoating ConstArea_Nonresidential_Exterior 87,118.00 87,125.00

tblArchitecturalCoating ConstArea_Nonresidential_Interior 261,354.00 261,375.00

Grading - Construction Assumptions

Architectural Coating - 

Construction Off-road Equipment Mitigation - 

Table Name Column Name Default Value New Value

Demolition - 



tblWater IndoorWaterUseRate 30,968,328.25 30,970,105.59

tblWater OutdoorWaterUseRate 18,980,588.28 18,981,677.62

tblTripsAndVMT HaulingTripNumber 500.00 445.00

tblTripsAndVMT WorkerTripNumber 20.00 15.00

tblSolidWaste SolidWasteGenerationRate 162.04 162.05

tblTripsAndVMT HaulingTripNumber 1,147.00 2,578.00

tblOffRoadEquipment UsageHours 7.00 8.00

tblProjectCharacteristics OperationalYear 2018 2024

tblOffRoadEquipment UsageHours 6.00 8.00

tblOffRoadEquipment UsageHours 7.00 8.00

tblOffRoadEquipment PhaseName Site Prep/Grading/Excavation

tblOffRoadEquipment PhaseName Demolition

tblOffRoadEquipment PhaseName Building Construction

tblOffRoadEquipment PhaseName Demolition

tblOffRoadEquipment PhaseName Building Construction

tblOffRoadEquipment PhaseName Demolition

tblOffRoadEquipment PhaseName Demolition

tblOffRoadEquipment PhaseName Site Prep/Grading/Excavation

tblOffRoadEquipment PhaseName Site Prep/Grading/Excavation

tblOffRoadEquipment PhaseName Building Construction

tblOffRoadEquipment PhaseName Building Construction

tblOffRoadEquipment PhaseName Demolition

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 3.00

tblOffRoadEquipment PhaseName Architectural Coating

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 2.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 3.00



0.00 0.00 0.00 0.00 0.0038.21 0.00 28.64 42.90 0.00 23.78

NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2ROG NOx CO SO2 Fugitive 
PM10

0.00

0.0000 10,023.23
27

10,023.232
7

1.9676 0.0000 10,072.42
34

2.6557 1.5311 3.8264 1.3478 1.4321 2.3940Maximum 15.1229 39.6396 43.2388 0.1023

0.0000 9,959.490
8

9,959.4908 1.9579 0.0000 10,008.43
80

2.2953 1.3858 3.6811 0.6174 1.2954 1.91282024 14.9007 37.2090 42.6689 0.1016

0.0000 10,023.23
27

10,023.232
7

1.9676 0.0000 10,072.42
34

2.6557 1.5311 3.8264 1.3478 1.4321 2.39402023 15.1229 39.6396 43.2388 0.1023

0.0000 6,500.637
2

6,500.6372 1.5428 0.0000 6,539.206
9

1.7672 0.9950 2.7621 0.3493 0.9160 1.26532022 2.4968 29.1810 21.1841 0.0648

Total CO2 CH4 N2O CO2e

Year lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction
ROG NOx CO SO2 Fugitive 

PM10
Exhaust 
PM10

0.0000 10,023.23
27

10,023.232
7

1.9676 0.0000 10,072.42
34

5.5104 1.5311 6.6474 2.8898 1.4321 3.9360Maximum 15.1229 39.6396 43.2388 0.1023

0.0000 9,959.490
8

9,959.4908 1.9579 0.0000 10,008.43
80

2.2953 1.3858 3.6811 0.6174 1.2954 1.91282024 14.9007 37.2090 42.6689 0.1016

0.0000 10,023.23
27

10,023.232
7

1.9676 0.0000 10,072.42
34

5.5104 1.5311 6.6474 2.8898 1.4321 3.93602023 15.1229 39.6396 43.2388 0.1023

0.0000 6,500.637
2

6,500.6372 1.5428 0.0000 6,539.206
9

3.0674 0.9950 4.0624 0.5461 0.9160 1.46212022 2.4968 29.1810 21.1841 0.0648

NBio- CO2 Total CO2 CH4 N2O CO2e

Year lb/day lb/day

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2

2.0 Emissions Summary

2.1 Overall Construction (Maximum Daily Emission)
Unmitigated Construction

ROG NOx CO SO2 Fugitive 
PM10



Building Construction Cranes 3 8.00 231 0.29

Building Construction Cement and Mortar Mixers 1 8.00 9 0.56

Site Prep/Grading/Excavation Tractors/Loaders/Backhoes 1 8.00 97 0.37

Site Prep/Grading/Excavation Scrapers 1 8.00 367 0.48

Site Prep/Grading/Excavation Rubber Tired Dozers 1 8.00 247 0.40

Site Prep/Grading/Excavation Rollers 1 8.00 80 0.38

Site Prep/Grading/Excavation Off-Highway Trucks 1 8.00 402 0.38

Site Prep/Grading/Excavation Graders 1 8.00 247 0.40

Demolition Tractors/Loaders/Backhoes 3 8.00 97 0.37

Demolition Scrapers 1 8.00 367 0.48

Demolition Rubber Tired Loaders 2 8.00 203 0.36

Demolition Rollers 1 8.00 80 0.38

Load Factor

Demolition Off-Highway Trucks 1 3.00 402 0.38

OffRoad Equipment

Phase Name Offroad Equipment Type Amount Usage Hours Horse Power

103

Acres of Grading (Site Preparation Phase): 0

Acres of Grading (Grading Phase): 0

Acres of Paving: 4.32

Residential Indoor: 0; Residential Outdoor: 0; Non-Residential Indoor: 261,375; Non-Residential Outdoor: 87,125; Striped Parking Area: 

5 Paving Paving 11/1/2023 2/28/2024 6

313

4 Architectural Coating Architectural Coating 10/1/2023 3/31/2024 6 156

3 Building Construction Building Construction 4/1/2023 3/31/2024 6

105

2 Site Prep/Grading/Excavation Grading 2/1/2023 3/31/2023 6 51

End Date Num Days 
Week

Num Days Phase Description

1 Demolition Demolition 10/1/2022 1/31/2023 6

3.0 Construction Detail

Construction Phase

Phase 
Number

Phase Name Phase Type Start Date



Paving Rollers 1 8.00 80 0.38

Paving Paving Equipment 1 8.00 132 0.36

Paving Pavers 1 8.00 130 0.42

Architectural Coating Air Compressors 1 8.00 78 0.48

Architectural Coating Aerial Lifts 1 8.00 63 0.31

Building Construction Welders 1 8.00 46 0.45

Building Construction Tractors/Loaders/Backhoes 1 8.00 97 0.37

Building Construction Rubber Tired Loaders 1 8.00 203 0.36

Building Construction Rough Terrain Forklifts 3 8.00 100 0.40

Building Construction Other Construction Equipment 1 8.00 172 0.42

Building Construction Generator Sets 1 8.00 84 0.74



Water Exposed Area

6.90 20.00 LD_Mix HDT_Mix HHDT

3.1 Mitigation Measures Construction

Paving 3 8.00 0.00 0.00 14.70

14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

6.90 20.00 LD_Mix HDT_Mix HHDT

Architectural Coating 2 27.00 0.00 0.00

Building Construction 12 136.00 60.00 0.00 14.70

14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

6.90 20.00 LD_Mix HDT_Mix HHDT

Site 
Prep/Grading/Excavati

6 15.00 0.00 445.00

Demolition 8 15.00 0.00 2,578.00 14.70

Worker Trip 
Length

Vendor Trip 
Length

Hauling Trip 
Length

Worker Vehicle 
Class

Vendor 
Vehicle 
Class

Hauling 
Vehicle 
Class

Trips and VMT

Phase Name Offroad Equipment 
Count

Worker Trip 
Number

Vendor Trip 
Number

Hauling Trip 
Number



2,181.574
5

2,181.5745 0.1459 2,185.222
5

0.7033 0.0184 0.7217 0.1882 0.0175 0.2057Total 0.2363 5.9296 1.9121 0.0202

160.0895 160.0895 4.0500e-
003

160.19060.1677 1.2100e-
003

0.1689 0.0445 1.1100e-
003

0.0456Worker 0.0589 0.0370 0.5208 1.6100e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

2,021.485
0

2,021.4850 0.1419 2,025.031
9

0.5357 0.0172 0.5528 0.1437 0.0164 0.1601Hauling 0.1774 5.8926 1.3913 0.0186

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

4,319.062
7

4,319.0627 1.3969 4,353.984
5

2.3641 0.9766 3.3407 0.3579 0.8985 1.2564Total 2.2606 23.2514 19.2720 0.0446

4,319.062
7

4,319.0627 1.3969 4,353.984
5

0.9766 0.9766 0.8985 0.8985Off-Road 2.2606 23.2514 19.2720 0.0446

0.0000 0.00002.3641 0.0000 2.3641 0.3579 0.0000 0.3579Fugitive Dust

NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2

3.2 Demolition - 2022
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10



2,181.574
5

2,181.5745 0.1459 2,185.222
5

0.7033 0.0184 0.7217 0.1882 0.0175 0.2057Total 0.2363 5.9296 1.9121 0.0202

160.0895 160.0895 4.0500e-
003

160.19060.1677 1.2100e-
003

0.1689 0.0445 1.1100e-
003

0.0456Worker 0.0589 0.0370 0.5208 1.6100e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

2,021.485
0

2,021.4850 0.1419 2,025.031
9

0.5357 0.0172 0.5528 0.1437 0.0164 0.1601Hauling 0.1774 5.8926 1.3913 0.0186

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 4,319.062
7

4,319.0627 1.3969 4,353.984
5

1.0638 0.9766 2.0405 0.1611 0.8985 1.0596Total 2.2606 23.2514 19.2720 0.0446

0.0000 4,319.062
7

4,319.0627 1.3969 4,353.984
5

0.9766 0.9766 0.8985 0.8985Off-Road 2.2606 23.2514 19.2720 0.0446

0.0000 0.00001.0638 0.0000 1.0638 0.1611 0.0000 0.1611Fugitive Dust

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



2,092.709
8

2,092.7098 0.1355 2,096.097
2

1.5828 8.2200e-
003

1.5910 0.4041 7.8200e-
003

0.4119Total 0.1718 3.8326 1.7504 0.0193

154.1265 154.1265 3.6500e-
003

154.21770.1677 1.1700e-
003

0.1688 0.0445 1.0800e-
003

0.0456Worker 0.0554 0.0335 0.4810 1.5500e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

1,938.583
3

1,938.5833 0.1319 1,941.879
4

1.4151 7.0500e-
003

1.4222 0.3596 6.7400e-
003

0.3663Hauling 0.1165 3.7991 1.2694 0.0178

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

4,320.046
4

4,320.0464 1.3972 4,354.976
2

2.3641 0.8670 3.2311 0.3579 0.7976 1.1556Total 2.1245 21.1479 18.9360 0.0446

4,320.046
4

4,320.0464 1.3972 4,354.976
2

0.8670 0.8670 0.7976 0.7976Off-Road 2.1245 21.1479 18.9360 0.0446

0.0000 0.00002.3641 0.0000 2.3641 0.3579 0.0000 0.3579Fugitive Dust

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.2 Demolition - 2023
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



2,092.709
8

2,092.7098 0.1355 2,096.097
2

1.5828 8.2200e-
003

1.5910 0.4041 7.8200e-
003

0.4119Total 0.1718 3.8326 1.7504 0.0193

154.1265 154.1265 3.6500e-
003

154.21770.1677 1.1700e-
003

0.1688 0.0445 1.0800e-
003

0.0456Worker 0.0554 0.0335 0.4810 1.5500e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

1,938.583
3

1,938.5833 0.1319 1,941.879
4

1.4151 7.0500e-
003

1.4222 0.3596 6.7400e-
003

0.3663Hauling 0.1165 3.7991 1.2694 0.0178

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 4,320.046
4

4,320.0464 1.3972 4,354.976
2

1.0638 0.8670 1.9308 0.1611 0.7976 0.9587Total 2.1245 21.1479 18.9360 0.0446

0.0000 4,320.046
4

4,320.0464 1.3972 4,354.976
2

0.8670 0.8670 0.7976 0.7976Off-Road 2.1245 21.1479 18.9360 0.0446

0.0000 0.00001.0638 0.0000 1.0638 0.1611 0.0000 0.1611Fugitive Dust

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



843.0654 843.0654 0.0505 844.32800.3201 3.6800e-
003

0.3237 0.0862 3.4800e-
003

0.0897Total 0.0968 1.3836 0.9321 7.8700e-
003

154.1265 154.1265 3.6500e-
003

154.21770.1677 1.1700e-
003

0.1688 0.0445 1.0800e-
003

0.0456Worker 0.0554 0.0335 0.4810 1.5500e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

688.9389 688.9389 0.0469 690.11030.1524 2.5100e-
003

0.1549 0.0418 2.4000e-
003

0.0442Hauling 0.0414 1.3501 0.4511 6.3200e-
003

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

4,958.533
5

4,958.5335 1.6037 4,998.625
8

5.1903 1.1334 6.3237 2.8036 1.0427 3.8463Total 2.7745 28.1203 18.7966 0.0512

4,958.533
5

4,958.5335 1.6037 4,998.625
8

1.1334 1.1334 1.0427 1.0427Off-Road 2.7745 28.1203 18.7966 0.0512

0.0000 0.00005.1903 0.0000 5.1903 2.8036 0.0000 2.8036Fugitive Dust

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.3 Site Prep/Grading/Excavation - 2023
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



843.0654 843.0654 0.0505 844.32800.3201 3.6800e-
003

0.3237 0.0862 3.4800e-
003

0.0897Total 0.0968 1.3836 0.9321 7.8700e-
003

154.1265 154.1265 3.6500e-
003

154.21770.1677 1.1700e-
003

0.1688 0.0445 1.0800e-
003

0.0456Worker 0.0554 0.0335 0.4810 1.5500e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

688.9389 688.9389 0.0469 690.11030.1524 2.5100e-
003

0.1549 0.0418 2.4000e-
003

0.0442Hauling 0.0414 1.3501 0.4511 6.3200e-
003

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 4,958.533
5

4,958.5335 1.6037 4,998.625
8

2.3356 1.1334 3.4690 1.2616 1.0427 2.3043Total 2.7745 28.1203 18.7966 0.0512

0.0000 4,958.533
5

4,958.5335 1.6037 4,998.625
8

1.1334 1.1334 1.0427 1.0427Off-Road 2.7745 28.1203 18.7966 0.0512

0.0000 0.00002.3356 0.0000 2.3356 1.2616 0.0000 1.2616Fugitive Dust

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



2,957.632
3

2,957.6323 0.1188 2,960.603
2

1.9041 0.0154 1.9194 0.5137 0.0143 0.5280Total 0.6196 4.4180 5.5532 0.0286

1,397.413
5

1,397.4135 0.0331 1,398.240
7

1.5202 0.0106 1.5308 0.4032 9.8000e-
003

0.4130Worker 0.5021 0.3035 4.3607 0.0140

1,560.218
8

1,560.2188 0.0858 1,562.362
5

0.3839 4.7100e-
003

0.3886 0.1105 4.5000e-
003

0.1150Vendor 0.1175 4.1145 1.1925 0.0145

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

5,064.296
0

5,064.2960 1.4082 5,099.502
0

1.1542 1.1542 1.0777 1.0777Total 2.7609 27.7772 25.7645 0.0531

5,064.296
0

5,064.2960 1.4082 5,099.502
0

1.1542 1.1542 1.0777 1.0777Off-Road 2.7609 27.7772 25.7645 0.0531

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.4 Building Construction - 2023
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



2,957.632
3

2,957.6323 0.1188 2,960.603
2

1.9041 0.0154 1.9194 0.5137 0.0143 0.5280Total 0.6196 4.4180 5.5532 0.0286

1,397.413
5

1,397.4135 0.0331 1,398.240
7

1.5202 0.0106 1.5308 0.4032 9.8000e-
003

0.4130Worker 0.5021 0.3035 4.3607 0.0140

1,560.218
8

1,560.2188 0.0858 1,562.362
5

0.3839 4.7100e-
003

0.3886 0.1105 4.5000e-
003

0.1150Vendor 0.1175 4.1145 1.1925 0.0145

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 5,064.296
0

5,064.2960 1.4082 5,099.502
0

1.1542 1.1542 1.0777 1.0777Total 2.7609 27.7772 25.7645 0.0531

0.0000 5,064.296
0

5,064.2960 1.4082 5,099.502
0

1.1542 1.1542 1.0777 1.0777Off-Road 2.7609 27.7772 25.7645 0.0531

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



2,905.869
3

2,905.8693 0.1148 2,908.739
9

1.9041 0.0152 1.9193 0.5137 0.0141 0.5278Total 0.5902 4.3802 5.2302 0.0280

1,351.370
9

1,351.3709 0.0303 1,352.129
1

1.5202 0.0105 1.5307 0.4032 9.6700e-
003

0.4128Worker 0.4752 0.2766 4.0717 0.0136

1,554.498
3

1,554.4983 0.0845 1,556.610
9

0.3839 4.6600e-
003

0.3886 0.1105 4.4500e-
003

0.1150Vendor 0.1150 4.1036 1.1586 0.0145

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

5,064.184
7

5,064.1847 1.4046 5,099.298
5

1.0433 1.0433 0.9736 0.9736Total 2.6119 25.8440 25.5717 0.0531

5,064.184
7

5,064.1847 1.4046 5,099.298
5

1.0433 1.0433 0.9736 0.9736Off-Road 2.6119 25.8440 25.5717 0.0531

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.4 Building Construction - 2024
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



2,905.869
3

2,905.8693 0.1148 2,908.739
9

1.9041 0.0152 1.9193 0.5137 0.0141 0.5278Total 0.5902 4.3802 5.2302 0.0280

1,351.370
9

1,351.3709 0.0303 1,352.129
1

1.5202 0.0105 1.5307 0.4032 9.6700e-
003

0.4128Worker 0.4752 0.2766 4.0717 0.0136

1,554.498
3

1,554.4983 0.0845 1,556.610
9

0.3839 4.6600e-
003

0.3886 0.1105 4.4500e-
003

0.1150Vendor 0.1150 4.1036 1.1586 0.0145

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 5,064.184
7

5,064.1847 1.4046 5,099.298
5

1.0433 1.0433 0.9736 0.9736Total 2.6119 25.8440 25.5717 0.0531

0.0000 5,064.184
7

5,064.1847 1.4046 5,099.298
5

1.0433 1.0433 0.9736 0.9736Off-Road 2.6119 25.8440 25.5717 0.0531

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



277.4277 277.4277 6.5700e-
003

277.59190.3018 2.1100e-
003

0.3039 0.0800 1.9500e-
003

0.0820Total 0.0997 0.0603 0.8657 2.7800e-
003

277.4277 277.4277 6.5700e-
003

277.59190.3018 2.1100e-
003

0.3039 0.0800 1.9500e-
003

0.0820Worker 0.0997 0.0603 0.8657 2.7800e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

537.8839 537.8839 0.0751 539.76010.1036 0.1036 0.1029 0.1029Total 10.9869 2.2706 3.5068 5.6400e-
003

537.8839 537.8839 0.0751 539.76010.1036 0.1036 0.1029 0.1029Off-Road 0.2902 2.2706 3.5068 5.6400e-
003

0.0000 0.00000.0000 0.0000 0.0000 0.0000Archit. Coating 10.6968

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.5 Architectural Coating - 2023
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



277.4277 277.4277 6.5700e-
003

277.59190.3018 2.1100e-
003

0.3039 0.0800 1.9500e-
003

0.0820Total 0.0997 0.0603 0.8657 2.7800e-
003

277.4277 277.4277 6.5700e-
003

277.59190.3018 2.1100e-
003

0.3039 0.0800 1.9500e-
003

0.0820Worker 0.0997 0.0603 0.8657 2.7800e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 537.8839 537.8839 0.0751 539.76010.1036 0.1036 0.1029 0.1029Total 10.9869 2.2706 3.5068 5.6400e-
003

0.0000 537.8839 537.8839 0.0751 539.76010.1036 0.1036 0.1029 0.1029Off-Road 0.2902 2.2706 3.5068 5.6400e-
003

0.0000 0.00000.0000 0.0000 0.0000 0.0000Archit. Coating 10.6968

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



268.2869 268.2869 6.0200e-
003

268.43740.3018 2.0800e-
003

0.3039 0.0800 1.9200e-
003

0.0820Total 0.0943 0.0549 0.8083 2.6900e-
003

268.2869 268.2869 6.0200e-
003

268.43740.3018 2.0800e-
003

0.3039 0.0800 1.9200e-
003

0.0820Worker 0.0943 0.0549 0.8083 2.6900e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

537.8839 537.8839 0.0737 539.72700.0904 0.0904 0.0896 0.0896Total 10.9724 2.1514 3.5063 5.6400e-
003

537.8839 537.8839 0.0737 539.72700.0904 0.0904 0.0896 0.0896Off-Road 0.2756 2.1514 3.5063 5.6400e-
003

0.0000 0.00000.0000 0.0000 0.0000 0.0000Archit. Coating 10.6968

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.5 Architectural Coating - 2024
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



268.2869 268.2869 6.0200e-
003

268.43740.3018 2.0800e-
003

0.3039 0.0800 1.9200e-
003

0.0820Total 0.0943 0.0549 0.8083 2.6900e-
003

268.2869 268.2869 6.0200e-
003

268.43740.3018 2.0800e-
003

0.3039 0.0800 1.9200e-
003

0.0820Worker 0.0943 0.0549 0.8083 2.6900e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 537.8839 537.8839 0.0737 539.72700.0904 0.0904 0.0896 0.0896Total 10.9724 2.1514 3.5063 5.6400e-
003

0.0000 537.8839 537.8839 0.0737 539.72700.0904 0.0904 0.0896 0.0896Off-Road 0.2756 2.1514 3.5063 5.6400e-
003

0.0000 0.00000.0000 0.0000 0.0000 0.0000Archit. Coating 10.6968

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



82.2008 82.2008 1.9500e-
003

82.24950.0894 6.3000e-
004

0.0901 0.0237 5.8000e-
004

0.0243Total 0.0295 0.0179 0.2565 8.2000e-
004

82.2008 82.2008 1.9500e-
003

82.24950.0894 6.3000e-
004

0.0901 0.0237 5.8000e-
004

0.0243Worker 0.0295 0.0179 0.2565 8.2000e-
004

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

1,103.792
1

1,103.7921 0.3570 1,112.716
8

0.2551 0.2551 0.2347 0.2347Total 0.6263 5.0958 7.2921 0.0114

0.0000 0.00000.0000 0.0000 0.0000 0.0000Paving 0.1099

1,103.792
1

1,103.7921 0.3570 1,112.716
8

0.2551 0.2551 0.2347 0.2347Off-Road 0.5164 5.0958 7.2921 0.0114

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.6 Paving - 2023
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



82.2008 82.2008 1.9500e-
003

82.24950.0894 6.3000e-
004

0.0901 0.0237 5.8000e-
004

0.0243Total 0.0295 0.0179 0.2565 8.2000e-
004

82.2008 82.2008 1.9500e-
003

82.24950.0894 6.3000e-
004

0.0901 0.0237 5.8000e-
004

0.0243Worker 0.0295 0.0179 0.2565 8.2000e-
004

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 1,103.792
1

1,103.7921 0.3570 1,112.716
8

0.2551 0.2551 0.2347 0.2347Total 0.6263 5.0958 7.2921 0.0114

0.0000 0.00000.0000 0.0000 0.0000 0.0000Paving 0.1099

0.0000 1,103.792
1

1,103.7921 0.3570 1,112.716
8

0.2551 0.2551 0.2347 0.2347Off-Road 0.5164 5.0958 7.2921 0.0114

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



79.4924 79.4924 1.7800e-
003

79.53700.0894 6.2000e-
004

0.0900 0.0237 5.7000e-
004

0.0243Total 0.0280 0.0163 0.2395 8.0000e-
004

79.4924 79.4924 1.7800e-
003

79.53700.0894 6.2000e-
004

0.0900 0.0237 5.7000e-
004

0.0243Worker 0.0280 0.0163 0.2395 8.0000e-
004

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

1,103.773
6

1,103.7736 0.3570 1,112.698
2

0.2343 0.2343 0.2155 0.2155Total 0.6040 4.7623 7.3129 0.0114

0.0000 0.00000.0000 0.0000 0.0000 0.0000Paving 0.1099

1,103.773
6

1,103.7736 0.3570 1,112.698
2

0.2343 0.2343 0.2155 0.2155Off-Road 0.4941 4.7623 7.3129 0.0114

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.6 Paving - 2024
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



79.4924 79.4924 1.7800e-
003

79.53700.0894 6.2000e-
004

0.0900 0.0237 5.7000e-
004

0.0243Total 0.0280 0.0163 0.2395 8.0000e-
004

79.4924 79.4924 1.7800e-
003

79.53700.0894 6.2000e-
004

0.0900 0.0237 5.7000e-
004

0.0243Worker 0.0280 0.0163 0.2395 8.0000e-
004

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 1,103.773
6

1,103.7736 0.3570 1,112.698
2

0.2343 0.2343 0.2155 0.2155Total 0.6040 4.7623 7.3129 0.0114

0.0000 0.00000.0000 0.0000 0.0000 0.0000Paving 0.1099

0.0000 1,103.773
6

1,103.7736 0.3570 1,112.698
2

0.2343 0.2343 0.2155 0.2155Off-Road 0.4941 4.7623 7.3129 0.0114

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



Off-road Equipment - Construction Assumptions

Off-road Equipment - Construction Assumptions

Off-road Equipment - Construction Assumptions

Off-road Equipment - Construction Assumptions

Trips and VMT - Construction Assumptions- for demolition and excavation added 2 trips per worker per day for water truck

1.3 User Entered Comments & Non-Default Data

Project Characteristics - Construction Assumptions

Land Use - Construction Assumptions

Construction Phase - Construction Assumptions

Off-road Equipment - 

Off-road Equipment - Construction Assumptions

CO2 Intensity 
(lb/MWhr)

702.44 CH4 Intensity 
(lb/MWhr)

0.029 N2O Intensity 
(lb/MWhr)

0.006

31

Climate Zone 8 Operational Year 2024

Utility Company Southern California Edison

1.2 Other Project Characteristics

Urbanization Urban Wind Speed (m/s) 2.2 Precipitation Freq (Days)

CalEEMod Version: CalEEMod.2016.3.1 Page 1 of 1 Date: 4/18/2017 5:48 PM

1955 E Grand Ave - South Coast Air Basin, Winter

1955 E Grand Ave
South Coast Air Basin, Winter

Parking Lot 480.00 Space 4.32 192,000.00 0

Floor Surface Area Population

General Office Building 174.24 1000sqft 4.00 174,236.00 0

1.0 Project Characteristics

1.1 Land Usage

Land Uses Size Metric Lot Acreage



tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 3.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 3.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 1.00 3.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 2.00 1.00

tblOffRoadEquipment HorsePower 187.00 247.00

tblOffRoadEquipment LoadFactor 0.41 0.40

tblLandUse BuildingSpaceSquareFeet 174,240.00 174,236.00

tblLandUse LandUseSquareFeet 174,240.00 174,236.00

tblGrading AcresOfGrading 64.50 5.00

tblGrading MaterialExported 0.00 4,000.00

tblAreaCoating Area_Nonresidential_Interior 261354 261375

tblConstDustMitigation WaterUnpavedRoadVehicleSpeed 40 0

tblAreaCoating Area_EF_Parking 100 0

tblAreaCoating Area_Nonresidential_Exterior 87118 87125

tblArchitecturalCoating ConstArea_Nonresidential_Exterior 87,118.00 87,125.00

tblArchitecturalCoating ConstArea_Nonresidential_Interior 261,354.00 261,375.00

Grading - Construction Assumptions

Architectural Coating - 

Construction Off-road Equipment Mitigation - 

Table Name Column Name Default Value New Value

Demolition - 



tblWater IndoorWaterUseRate 30,968,328.25 30,970,105.59

tblWater OutdoorWaterUseRate 18,980,588.28 18,981,677.62

tblTripsAndVMT HaulingTripNumber 500.00 445.00

tblTripsAndVMT WorkerTripNumber 20.00 15.00

tblSolidWaste SolidWasteGenerationRate 162.04 162.05

tblTripsAndVMT HaulingTripNumber 1,147.00 2,578.00

tblOffRoadEquipment UsageHours 7.00 8.00

tblProjectCharacteristics OperationalYear 2018 2024

tblOffRoadEquipment UsageHours 6.00 8.00

tblOffRoadEquipment UsageHours 7.00 8.00

tblOffRoadEquipment PhaseName Site Prep/Grading/Excavation

tblOffRoadEquipment PhaseName Demolition

tblOffRoadEquipment PhaseName Building Construction

tblOffRoadEquipment PhaseName Demolition

tblOffRoadEquipment PhaseName Building Construction

tblOffRoadEquipment PhaseName Demolition

tblOffRoadEquipment PhaseName Demolition

tblOffRoadEquipment PhaseName Site Prep/Grading/Excavation

tblOffRoadEquipment PhaseName Site Prep/Grading/Excavation

tblOffRoadEquipment PhaseName Building Construction

tblOffRoadEquipment PhaseName Building Construction

tblOffRoadEquipment PhaseName Demolition

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 3.00

tblOffRoadEquipment PhaseName Architectural Coating

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 2.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 1.00

tblOffRoadEquipment OffRoadEquipmentUnitAmount 0.00 3.00



0.00 0.00 0.00 0.00 0.0038.21 0.00 28.64 42.90 0.00 23.78

NBio-CO2 Total CO2 CH4 N20 CO2e

Percent 
Reduction

0.00 0.00 0.00 0.00

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2ROG NOx CO SO2 Fugitive 
PM10

0.00

0.0000 9,872.067
0

9,872.0670 1.9701 0.0000 9,921.319
3

2.6557 1.5313 3.8266 1.3478 1.4324 2.3941Maximum 15.1972 39.6547 42.8110 0.1008

0.0000 9,812.205
3

9,812.2053 1.9604 0.0000 9,861.214
7

2.2953 1.3860 3.6813 0.6174 1.2956 1.91302024 14.9731 37.2219 42.2657 0.1002

0.0000 9,872.067
0

9,872.0670 1.9701 0.0000 9,921.319
3

2.6557 1.5313 3.8266 1.3478 1.4324 2.39412023 15.1972 39.6547 42.8110 0.1008

0.0000 6,455.689
0

6,455.6890 1.5477 0.0000 6,494.380
9

1.7672 0.9952 2.7624 0.3493 0.9163 1.26552022 2.5076 29.2516 21.2215 0.0644

Total CO2 CH4 N2O CO2e

Year lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction
ROG NOx CO SO2 Fugitive 

PM10
Exhaust 
PM10

0.0000 9,872.067
0

9,872.0670 1.9701 0.0000 9,921.319
3

5.5104 1.5313 6.6475 2.8898 1.4324 3.9360Maximum 15.1972 39.6547 42.8110 0.1008

0.0000 9,812.205
3

9,812.2053 1.9604 0.0000 9,861.214
7

2.2953 1.3860 3.6813 0.6174 1.2956 1.91302024 14.9731 37.2219 42.2657 0.1002

0.0000 9,872.067
0

9,872.0670 1.9701 0.0000 9,921.319
3

5.5104 1.5313 6.6475 2.8898 1.4324 3.93602023 15.1972 39.6547 42.8110 0.1008

0.0000 6,455.689
0

6,455.6890 1.5477 0.0000 6,494.380
9

3.0674 0.9952 4.0627 0.5461 0.9163 1.46242022 2.5076 29.2516 21.2215 0.0644

NBio- CO2 Total CO2 CH4 N2O CO2e

Year lb/day lb/day

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2

2.0 Emissions Summary

2.1 Overall Construction (Maximum Daily Emission)
Unmitigated Construction

ROG NOx CO SO2 Fugitive 
PM10



Building Construction Cranes 3 8.00 231 0.29

Building Construction Cement and Mortar Mixers 1 8.00 9 0.56

Site Prep/Grading/Excavation Tractors/Loaders/Backhoes 1 8.00 97 0.37

Site Prep/Grading/Excavation Scrapers 1 8.00 367 0.48

Site Prep/Grading/Excavation Rubber Tired Dozers 1 8.00 247 0.40

Site Prep/Grading/Excavation Rollers 1 8.00 80 0.38

Site Prep/Grading/Excavation Off-Highway Trucks 1 8.00 402 0.38

Site Prep/Grading/Excavation Graders 1 8.00 247 0.40

Demolition Tractors/Loaders/Backhoes 3 8.00 97 0.37

Demolition Scrapers 1 8.00 367 0.48

Demolition Rubber Tired Loaders 2 8.00 203 0.36

Demolition Rollers 1 8.00 80 0.38

Load Factor

Demolition Off-Highway Trucks 1 3.00 402 0.38

OffRoad Equipment

Phase Name Offroad Equipment Type Amount Usage Hours Horse Power

103

Acres of Grading (Site Preparation Phase): 0

Acres of Grading (Grading Phase): 0

Acres of Paving: 4.32

Residential Indoor: 0; Residential Outdoor: 0; Non-Residential Indoor: 261,375; Non-Residential Outdoor: 87,125; Striped Parking Area: 

5 Paving Paving 11/1/2023 2/28/2024 6

313

4 Architectural Coating Architectural Coating 10/1/2023 3/31/2024 6 156

3 Building Construction Building Construction 4/1/2023 3/31/2024 6

105

2 Site Prep/Grading/Excavation Grading 2/1/2023 3/31/2023 6 51

End Date Num Days 
Week

Num Days Phase Description

1 Demolition Demolition 10/1/2022 1/31/2023 6

3.0 Construction Detail

Construction Phase

Phase 
Number

Phase Name Phase Type Start Date



Paving Rollers 1 8.00 80 0.38

Paving Paving Equipment 1 8.00 132 0.36

Paving Pavers 1 8.00 130 0.42

Architectural Coating Air Compressors 1 8.00 78 0.48

Architectural Coating Aerial Lifts 1 8.00 63 0.31

Building Construction Welders 1 8.00 46 0.45

Building Construction Tractors/Loaders/Backhoes 1 8.00 97 0.37

Building Construction Rubber Tired Loaders 1 8.00 203 0.36

Building Construction Rough Terrain Forklifts 3 8.00 100 0.40

Building Construction Other Construction Equipment 1 8.00 172 0.42

Building Construction Generator Sets 1 8.00 84 0.74



Water Exposed Area

6.90 20.00 LD_Mix HDT_Mix HHDT

3.1 Mitigation Measures Construction

Paving 3 8.00 0.00 0.00 14.70

14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

6.90 20.00 LD_Mix HDT_Mix HHDT

Architectural Coating 2 27.00 0.00 0.00

Building Construction 12 136.00 60.00 0.00 14.70

14.70 6.90 20.00 LD_Mix HDT_Mix HHDT

6.90 20.00 LD_Mix HDT_Mix HHDT

Site 
Prep/Grading/Excavati

6 15.00 0.00 445.00

Demolition 8 15.00 0.00 2,578.00 14.70

Worker Trip 
Length

Vendor Trip 
Length

Hauling Trip 
Length

Worker Vehicle 
Class

Vendor 
Vehicle 
Class

Hauling 
Vehicle 
Class

Trips and VMT

Phase Name Offroad Equipment 
Count

Worker Trip 
Number

Vendor Trip 
Number

Hauling Trip 
Number



2,136.626
4

2,136.6264 0.1508 2,140.396
4

0.7033 0.0186 0.7220 0.1882 0.0178 0.2060Total 0.2470 6.0001 1.9496 0.0198

150.1468 150.1468 3.7800e-
003

150.24140.1677 1.2100e-
003

0.1689 0.0445 1.1100e-
003

0.0456Worker 0.0651 0.0406 0.4706 1.5100e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

1,986.479
5

1,986.4795 0.1470 1,990.155
0

0.5357 0.0174 0.5531 0.1437 0.0167 0.1604Hauling 0.1820 5.9595 1.4790 0.0183

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

4,319.062
7

4,319.0627 1.3969 4,353.984
5

2.3641 0.9766 3.3407 0.3579 0.8985 1.2564Total 2.2606 23.2514 19.2720 0.0446

4,319.062
7

4,319.0627 1.3969 4,353.984
5

0.9766 0.9766 0.8985 0.8985Off-Road 2.2606 23.2514 19.2720 0.0446

0.0000 0.00002.3641 0.0000 2.3641 0.3579 0.0000 0.3579Fugitive Dust

NBio- CO2 Total CO2 CH4 N2O CO2e

Category lb/day lb/day

Exhaust 
PM10

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2

3.2 Demolition - 2022
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10



2,136.626
4

2,136.6264 0.1508 2,140.396
4

0.7033 0.0186 0.7220 0.1882 0.0178 0.2060Total 0.2470 6.0001 1.9496 0.0198

150.1468 150.1468 3.7800e-
003

150.24140.1677 1.2100e-
003

0.1689 0.0445 1.1100e-
003

0.0456Worker 0.0651 0.0406 0.4706 1.5100e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

1,986.479
5

1,986.4795 0.1470 1,990.155
0

0.5357 0.0174 0.5531 0.1437 0.0167 0.1604Hauling 0.1820 5.9595 1.4790 0.0183

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 4,319.062
7

4,319.0627 1.3969 4,353.984
5

1.0638 0.9766 2.0405 0.1611 0.8985 1.0596Total 2.2606 23.2514 19.2720 0.0446

0.0000 4,319.062
7

4,319.0627 1.3969 4,353.984
5

0.9766 0.9766 0.8985 0.8985Off-Road 2.2606 23.2514 19.2720 0.0446

0.0000 0.00001.0638 0.0000 1.0638 0.1611 0.0000 0.1611Fugitive Dust

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



2,049.789
9

2,049.7899 0.1393 2,053.271
8

1.5828 8.4100e-
003

1.5912 0.4041 8.0100e-
003

0.4121Total 0.1809 3.8583 1.7618 0.0189

144.5539 144.5539 3.4100e-
003

144.63910.1677 1.1700e-
003

0.1688 0.0445 1.0800e-
003

0.0456Worker 0.0614 0.0367 0.4338 1.4500e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

1,905.236
0

1,905.2360 0.1359 1,908.632
7

1.4151 7.2400e-
003

1.4224 0.3596 6.9300e-
003

0.3665Hauling 0.1196 3.8216 1.3280 0.0175

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

4,320.046
4

4,320.0464 1.3972 4,354.976
2

2.3641 0.8670 3.2311 0.3579 0.7976 1.1556Total 2.1245 21.1479 18.9360 0.0446

4,320.046
4

4,320.0464 1.3972 4,354.976
2

0.8670 0.8670 0.7976 0.7976Off-Road 2.1245 21.1479 18.9360 0.0446

0.0000 0.00002.3641 0.0000 2.3641 0.3579 0.0000 0.3579Fugitive Dust

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.2 Demolition - 2023
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



2,049.789
9

2,049.7899 0.1393 2,053.271
8

1.5828 8.4100e-
003

1.5912 0.4041 8.0100e-
003

0.4121Total 0.1809 3.8583 1.7618 0.0189

144.5539 144.5539 3.4100e-
003

144.63910.1677 1.1700e-
003

0.1688 0.0445 1.0800e-
003

0.0456Worker 0.0614 0.0367 0.4338 1.4500e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

1,905.236
0

1,905.2360 0.1359 1,908.632
7

1.4151 7.2400e-
003

1.4224 0.3596 6.9300e-
003

0.3665Hauling 0.1196 3.8216 1.3280 0.0175

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 4,320.046
4

4,320.0464 1.3972 4,354.976
2

1.0638 0.8670 1.9308 0.1611 0.7976 0.9587Total 2.1245 21.1479 18.9360 0.0446

0.0000 4,320.046
4

4,320.0464 1.3972 4,354.976
2

0.8670 0.8670 0.7976 0.7976Off-Road 2.1245 21.1479 18.9360 0.0446

0.0000 0.00001.0638 0.0000 1.0638 0.1611 0.0000 0.1611Fugitive Dust

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



821.6417 821.6417 0.0517 822.93400.3201 3.7400e-
003

0.3238 0.0862 3.5400e-
003

0.0898Total 0.1039 1.3949 0.9057 7.6600e-
003

144.5539 144.5539 3.4100e-
003

144.63910.1677 1.1700e-
003

0.1688 0.0445 1.0800e-
003

0.0456Worker 0.0614 0.0367 0.4338 1.4500e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

677.0878 677.0878 0.0483 678.29490.1524 2.5700e-
003

0.1550 0.0418 2.4600e-
003

0.0442Hauling 0.0425 1.3581 0.4720 6.2100e-
003

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

4,958.533
5

4,958.5335 1.6037 4,998.625
8

5.1903 1.1334 6.3237 2.8036 1.0427 3.8463Total 2.7745 28.1203 18.7966 0.0512

4,958.533
5

4,958.5335 1.6037 4,998.625
8

1.1334 1.1334 1.0427 1.0427Off-Road 2.7745 28.1203 18.7966 0.0512

0.0000 0.00005.1903 0.0000 5.1903 2.8036 0.0000 2.8036Fugitive Dust

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.3 Site Prep/Grading/Excavation - 2023
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



821.6417 821.6417 0.0517 822.93400.3201 3.7400e-
003

0.3238 0.0862 3.5400e-
003

0.0898Total 0.1039 1.3949 0.9057 7.6600e-
003

144.5539 144.5539 3.4100e-
003

144.63910.1677 1.1700e-
003

0.1688 0.0445 1.0800e-
003

0.0456Worker 0.0614 0.0367 0.4338 1.4500e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

677.0878 677.0878 0.0483 678.29490.1524 2.5700e-
003

0.1550 0.0418 2.4600e-
003

0.0442Hauling 0.0425 1.3581 0.4720 6.2100e-
003

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 4,958.533
5

4,958.5335 1.6037 4,998.625
8

2.3356 1.1334 3.4690 1.2616 1.0427 2.3043Total 2.7745 28.1203 18.7966 0.0512

0.0000 4,958.533
5

4,958.5335 1.6037 4,998.625
8

1.1334 1.1334 1.0427 1.0427Off-Road 2.7745 28.1203 18.7966 0.0512

0.0000 0.00002.3356 0.0000 2.3356 1.2616 0.0000 1.2616Fugitive Dust

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



2,828.802
6

2,828.8026 0.1219 2,831.849
1

1.9041 0.0156 1.9197 0.5137 0.0145 0.5282Total 0.6800 4.4254 5.2355 0.0273

1,310.621
9

1,310.6219 0.0309 1,311.394
5

1.5202 0.0106 1.5308 0.4032 9.8000e-
003

0.4130Worker 0.5564 0.3331 3.9328 0.0131

1,518.180
7

1,518.1807 0.0910 1,520.454
6

0.3839 4.9500e-
003

0.3889 0.1105 4.7300e-
003

0.1153Vendor 0.1236 4.0923 1.3027 0.0142

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

5,064.296
0

5,064.2960 1.4082 5,099.502
0

1.1542 1.1542 1.0777 1.0777Total 2.7609 27.7772 25.7645 0.0531

5,064.296
0

5,064.2960 1.4082 5,099.502
0

1.1542 1.1542 1.0777 1.0777Off-Road 2.7609 27.7772 25.7645 0.0531

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.4 Building Construction - 2023
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



2,828.802
6

2,828.8026 0.1219 2,831.849
1

1.9041 0.0156 1.9197 0.5137 0.0145 0.5282Total 0.6800 4.4254 5.2355 0.0273

1,310.621
9

1,310.6219 0.0309 1,311.394
5

1.5202 0.0106 1.5308 0.4032 9.8000e-
003

0.4130Worker 0.5564 0.3331 3.9328 0.0131

1,518.180
7

1,518.1807 0.0910 1,520.454
6

0.3839 4.9500e-
003

0.3889 0.1105 4.7300e-
003

0.1153Vendor 0.1236 4.0923 1.3027 0.0142

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 5,064.296
0

5,064.2960 1.4082 5,099.502
0

1.1542 1.1542 1.0777 1.0777Total 2.7609 27.7772 25.7645 0.0531

0.0000 5,064.296
0

5,064.2960 1.4082 5,099.502
0

1.1542 1.1542 1.0777 1.0777Off-Road 2.7609 27.7772 25.7645 0.0531

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



2,780.218
2

2,780.2182 0.1178 2,783.164
1

1.9041 0.0154 1.9195 0.5137 0.0143 0.5280Total 0.6490 4.3862 4.9314 0.0268

1,267.305
8

1,267.3058 0.0283 1,268.013
1

1.5202 0.0105 1.5307 0.4032 9.6700e-
003

0.4128Worker 0.5281 0.3034 3.6658 0.0127

1,512.912
4

1,512.9124 0.0896 1,515.151
1

0.3839 4.8700e-
003

0.3888 0.1105 4.6600e-
003

0.1152Vendor 0.1208 4.0827 1.2656 0.0141

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

5,064.184
7

5,064.1847 1.4046 5,099.298
5

1.0433 1.0433 0.9736 0.9736Total 2.6119 25.8440 25.5717 0.0531

5,064.184
7

5,064.1847 1.4046 5,099.298
5

1.0433 1.0433 0.9736 0.9736Off-Road 2.6119 25.8440 25.5717 0.0531

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.4 Building Construction - 2024
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



2,780.218
2

2,780.2182 0.1178 2,783.164
1

1.9041 0.0154 1.9195 0.5137 0.0143 0.5280Total 0.6490 4.3862 4.9314 0.0268

1,267.305
8

1,267.3058 0.0283 1,268.013
1

1.5202 0.0105 1.5307 0.4032 9.6700e-
003

0.4128Worker 0.5281 0.3034 3.6658 0.0127

1,512.912
4

1,512.9124 0.0896 1,515.151
1

0.3839 4.8700e-
003

0.3888 0.1105 4.6600e-
003

0.1152Vendor 0.1208 4.0827 1.2656 0.0141

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 5,064.184
7

5,064.1847 1.4046 5,099.298
5

1.0433 1.0433 0.9736 0.9736Total 2.6119 25.8440 25.5717 0.0531

0.0000 5,064.184
7

5,064.1847 1.4046 5,099.298
5

1.0433 1.0433 0.9736 0.9736Off-Road 2.6119 25.8440 25.5717 0.0531

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



260.1970 260.1970 6.1400e-
003

260.35040.3018 2.1100e-
003

0.3039 0.0800 1.9500e-
003

0.0820Total 0.1105 0.0661 0.7808 2.6100e-
003

260.1970 260.1970 6.1400e-
003

260.35040.3018 2.1100e-
003

0.3039 0.0800 1.9500e-
003

0.0820Worker 0.1105 0.0661 0.7808 2.6100e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

537.8839 537.8839 0.0751 539.76010.1036 0.1036 0.1029 0.1029Total 10.9869 2.2706 3.5068 5.6400e-
003

537.8839 537.8839 0.0751 539.76010.1036 0.1036 0.1029 0.1029Off-Road 0.2902 2.2706 3.5068 5.6400e-
003

0.0000 0.00000.0000 0.0000 0.0000 0.0000Archit. Coating 10.6968

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.5 Architectural Coating - 2023
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



260.1970 260.1970 6.1400e-
003

260.35040.3018 2.1100e-
003

0.3039 0.0800 1.9500e-
003

0.0820Total 0.1105 0.0661 0.7808 2.6100e-
003

260.1970 260.1970 6.1400e-
003

260.35040.3018 2.1100e-
003

0.3039 0.0800 1.9500e-
003

0.0820Worker 0.1105 0.0661 0.7808 2.6100e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 537.8839 537.8839 0.0751 539.76010.1036 0.1036 0.1029 0.1029Total 10.9869 2.2706 3.5068 5.6400e-
003

0.0000 537.8839 537.8839 0.0751 539.76010.1036 0.1036 0.1029 0.1029Off-Road 0.2902 2.2706 3.5068 5.6400e-
003

0.0000 0.00000.0000 0.0000 0.0000 0.0000Archit. Coating 10.6968

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



251.5975 251.5975 5.6200e-
003

251.73790.3018 2.0800e-
003

0.3039 0.0800 1.9200e-
003

0.0820Total 0.1049 0.0602 0.7278 2.5200e-
003

251.5975 251.5975 5.6200e-
003

251.73790.3018 2.0800e-
003

0.3039 0.0800 1.9200e-
003

0.0820Worker 0.1049 0.0602 0.7278 2.5200e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

537.8839 537.8839 0.0737 539.72700.0904 0.0904 0.0896 0.0896Total 10.9724 2.1514 3.5063 5.6400e-
003

537.8839 537.8839 0.0737 539.72700.0904 0.0904 0.0896 0.0896Off-Road 0.2756 2.1514 3.5063 5.6400e-
003

0.0000 0.00000.0000 0.0000 0.0000 0.0000Archit. Coating 10.6968

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.5 Architectural Coating - 2024
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



251.5975 251.5975 5.6200e-
003

251.73790.3018 2.0800e-
003

0.3039 0.0800 1.9200e-
003

0.0820Total 0.1049 0.0602 0.7278 2.5200e-
003

251.5975 251.5975 5.6200e-
003

251.73790.3018 2.0800e-
003

0.3039 0.0800 1.9200e-
003

0.0820Worker 0.1049 0.0602 0.7278 2.5200e-
003

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 537.8839 537.8839 0.0737 539.72700.0904 0.0904 0.0896 0.0896Total 10.9724 2.1514 3.5063 5.6400e-
003

0.0000 537.8839 537.8839 0.0737 539.72700.0904 0.0904 0.0896 0.0896Off-Road 0.2756 2.1514 3.5063 5.6400e-
003

0.0000 0.00000.0000 0.0000 0.0000 0.0000Archit. Coating 10.6968

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



77.0954 77.0954 1.8200e-
003

77.14090.0894 6.3000e-
004

0.0901 0.0237 5.8000e-
004

0.0243Total 0.0327 0.0196 0.2313 7.7000e-
004

77.0954 77.0954 1.8200e-
003

77.14090.0894 6.3000e-
004

0.0901 0.0237 5.8000e-
004

0.0243Worker 0.0327 0.0196 0.2313 7.7000e-
004

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

1,103.792
1

1,103.7921 0.3570 1,112.716
8

0.2551 0.2551 0.2347 0.2347Total 0.6263 5.0958 7.2921 0.0114

0.0000 0.00000.0000 0.0000 0.0000 0.0000Paving 0.1099

1,103.792
1

1,103.7921 0.3570 1,112.716
8

0.2551 0.2551 0.2347 0.2347Off-Road 0.5164 5.0958 7.2921 0.0114

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.6 Paving - 2023
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



77.0954 77.0954 1.8200e-
003

77.14090.0894 6.3000e-
004

0.0901 0.0237 5.8000e-
004

0.0243Total 0.0327 0.0196 0.2313 7.7000e-
004

77.0954 77.0954 1.8200e-
003

77.14090.0894 6.3000e-
004

0.0901 0.0237 5.8000e-
004

0.0243Worker 0.0327 0.0196 0.2313 7.7000e-
004

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 1,103.792
1

1,103.7921 0.3570 1,112.716
8

0.2551 0.2551 0.2347 0.2347Total 0.6263 5.0958 7.2921 0.0114

0.0000 0.00000.0000 0.0000 0.0000 0.0000Paving 0.1099

0.0000 1,103.792
1

1,103.7921 0.3570 1,112.716
8

0.2551 0.2551 0.2347 0.2347Off-Road 0.5164 5.0958 7.2921 0.0114

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



74.5474 74.5474 1.6600e-
003

74.58900.0894 6.2000e-
004

0.0900 0.0237 5.7000e-
004

0.0243Total 0.0311 0.0179 0.2156 7.5000e-
004

74.5474 74.5474 1.6600e-
003

74.58900.0894 6.2000e-
004

0.0900 0.0237 5.7000e-
004

0.0243Worker 0.0311 0.0179 0.2156 7.5000e-
004

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Unmitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

1,103.773
6

1,103.7736 0.3570 1,112.698
2

0.2343 0.2343 0.2155 0.2155Total 0.6040 4.7623 7.3129 0.0114

0.0000 0.00000.0000 0.0000 0.0000 0.0000Paving 0.1099

1,103.773
6

1,103.7736 0.3570 1,112.698
2

0.2343 0.2343 0.2155 0.2155Off-Road 0.4941 4.7623 7.3129 0.0114

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

3.6 Paving - 2024
Unmitigated Construction On-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10



74.5474 74.5474 1.6600e-
003

74.58900.0894 6.2000e-
004

0.0900 0.0237 5.7000e-
004

0.0243Total 0.0311 0.0179 0.2156 7.5000e-
004

74.5474 74.5474 1.6600e-
003

74.58900.0894 6.2000e-
004

0.0900 0.0237 5.7000e-
004

0.0243Worker 0.0311 0.0179 0.2156 7.5000e-
004

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Vendor 0.0000 0.0000 0.0000 0.0000

0.0000 0.0000 0.0000 0.00000.0000 0.0000 0.0000 0.0000 0.0000 0.0000Hauling 0.0000 0.0000 0.0000 0.0000

Total CO2 CH4 N2O CO2e

Category lb/day lb/day

PM10 
Total

Fugitive 
PM2.5

Exhaust 
PM2.5

PM2.5 
Total

Bio- CO2 NBio- CO2

Mitigated Construction Off-Site

ROG NOx CO SO2 Fugitive 
PM10

Exhaust 
PM10

0.0000 1,103.773
6

1,103.7736 0.3570 1,112.698
2

0.2343 0.2343 0.2155 0.2155Total 0.6040 4.7623 7.3129 0.0114
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y
3705713753660 370571 3753660 0.06568 0.08505 0.06984 0.06834
3705913753660 370591 3753660 0.06678 0.08677 0.07165 0.07089
3706113753660 370611 3753660 0.06782 0.08839 0.07353 0.07358
3706313753660 370631 3753660 0.0685 0.08943 0.07536 0.07625
3706513753660 370651 3753660 0.06947 0.09095 0.0772 0.07914
3706713753660 370671 3753660 0.07039 0.0924 0.07903 0.08214
3706913753660 370691 3753660 0.07128 0.0938 0.08084 0.08527
3707113753660 370711 3753660 0.07214 0.09514 0.08263 0.08853
3707313753660 370731 3753660 0.07297 0.09642 0.0844 0.09191
3707513753660 370751 3753660 0.07373 0.0976 0.08611 0.09541
3707713753660 370771 3753660 0.07445 0.09867 0.08776 0.09902
3707913753660 370791 3753660 0.07512 0.09966 0.08936 0.10275
3708113753660 370811 3753660 0.07579 0.10063 0.09087 0.1066
3708313753660 370831 3753660 0.07653 0.10171 0.09181 0.11037
3708513753660 370851 3753660 0.07652 0.10141 0.09352 0.11435
3708713753660 370871 3753660 0.07687 0.10171 0.0947 0.11837
3708913753660 370891 3753660 0.07718 0.1019 0.09569 0.12244
3709113753660 370911 3753660 0.07732 0.10172 0.09654 0.12648
3709313753660 370931 3753660 0.07724 0.10111 0.09742 0.13048
3709513753660 370951 3753660 0.0771 0.10032 0.09809 0.13445
3709713753660 370971 3753660 0.07681 0.0992 0.09864 0.13833
3709913753660 370991 3753660 0.07658 0.0981 0.09881 0.14216
3710113753660 371011 3753660 0.07586 0.0964 0.09495 0.14482
3710313753660 371031 3753660 0.07513 0.09433 0.09464 0.14974
3710513753660 371051 3753660 0.07448 0.09233 0.09397 0.14929
3710713753660 371071 3753660 0.0738 0.09024 0.09443 0.15088
3710913753660 371091 3753660 0.07278 0.0876 0.09442 0.15349
3711113753660 371111 3753660 0.07157 0.08468 0.094 0.15564
3711313753660 371131 3753660 0.07021 0.08156 0.09335 0.1574
3711513753660 371151 3753660 0.06874 0.07837 0.09286 0.15902
3711713753660 371171 3753660 0.06707 0.07498 0.09179 0.15995
3711913753660 371191 3753660 0.06525 0.07151 0.09055 0.16041
3712113753660 371211 3753660 0.06329 0.06802 0.08915 0.16037
3712313753660 371231 3753660 0.06122 0.06457 0.08758 0.15982
3712513753660 371251 3753660 0.05904 0.06117 0.08586 0.15877
3712713753660 371271 3753660 0.05691 0.05796 0.08453 0.15796
3712913753660 371291 3753660 0.05467 0.05487 0.08295 0.15681
3713113753660 371311 3753660 0.05239 0.05195 0.08113 0.15507
3713313753660 371331 3753660 0.05011 0.04925 0.07913 0.15274
3713513753660 371351 3753660 0.04786 0.04676 0.07703 0.14996
3713713753660 371371 3753660 0.04566 0.04449 0.07489 0.14692
3713913753660 371391 3753660 0.04352 0.04241 0.07287 0.14402
3714113753660 371411 3753660 0.04147 0.0405 0.07089 0.14106

AERMOD Concentration (μg/m3) @ 1g/s

Unmitigated Construction HRA-Resident (02-20-19).xlsx 2 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3714313753660 371431 3753660 0.03954 0.03879 0.06869 0.13732
3714513753660 371451 3753660 0.03774 0.03725 0.0663 0.13287
3714713753660 371471 3753660 0.03602 0.03577 0.06443 0.12975
3714913753660 371491 3753660 0.03443 0.03441 0.06234 0.12583
3715113753660 371511 3753660 0.03298 0.03314 0.06024 0.12165
3715313753660 371531 3753660 0.03164 0.03193 0.05818 0.11738
3715513753660 371551 3753660 0.03043 0.03078 0.0561 0.11293
3715713753660 371571 3753660 0.0293 0.02967 0.05408 0.1085
3715913753660 371591 3753660 0.02827 0.0286 0.05211 0.10409
3716113753660 371611 3753660 0.02732 0.02756 0.0502 0.09975
3716313753660 371631 3753660 0.02646 0.02658 0.04833 0.0955
3716513753660 371651 3753660 0.02563 0.02561 0.04654 0.09135
3716713753660 371671 3753660 0.02485 0.02467 0.04482 0.08731
3716913753660 371691 3753660 0.0241 0.02376 0.04317 0.08342
3717113753660 371711 3753660 0.02338 0.0229 0.04159 0.07967
3717313753660 371731 3753660 0.02268 0.02206 0.04008 0.07609
3717513753660 371751 3753660 0.02201 0.02126 0.03865 0.07267
3717713753660 371771 3753660 0.02143 0.02059 0.03726 0.06948
3717913753660 371791 3753660 0.02078 0.01986 0.03599 0.06642
3718113753660 371811 3753660 0.02007 0.0191 0.03476 0.06345
3718313753660 371831 3753660 0.01945 0.01845 0.0336 0.06071
3705713753680 370571 3753680 0.06799 0.08857 0.07302 0.07021
3705913753680 370591 3753680 0.06923 0.09053 0.07502 0.07292
3706113753680 370611 3753680 0.07035 0.0923 0.07719 0.07583
3706313753680 370631 3753680 0.07114 0.09352 0.0792 0.07869
3706513753680 370651 3753680 0.07223 0.09527 0.08126 0.0818
3706713753680 370671 3753680 0.07328 0.09694 0.08331 0.08504
3706913753680 370691 3753680 0.07434 0.09864 0.08538 0.08847
3707113753680 370711 3753680 0.07536 0.10027 0.08744 0.09204
3707313753680 370731 3753680 0.07632 0.1018 0.08946 0.09575
3707513753680 370751 3753680 0.07726 0.10329 0.09145 0.09963
3707713753680 370771 3753680 0.07812 0.10465 0.09337 0.10364
3707913753680 370791 3753680 0.07895 0.10592 0.09523 0.1078
3708113753680 370811 3753680 0.07969 0.10702 0.097 0.11208
3708313753680 370831 3753680 0.08029 0.10785 0.09864 0.11645
3708513753680 370851 3753680 0.08085 0.10856 0.10017 0.12093
3708713753680 370871 3753680 0.08136 0.10915 0.10153 0.12552
3708913753680 370891 3753680 0.08179 0.10955 0.10257 0.13014
3709113753680 370911 3753680 0.08199 0.10947 0.10364 0.13476
3709313753680 370931 3753680 0.08197 0.10891 0.10481 0.13942
3709513753680 370951 3753680 0.08191 0.10821 0.10565 0.14404
3709713753680 370971 3753680 0.0817 0.10717 0.10633 0.14859
3709913753680 370991 3753680 0.0817 0.10642 0.10574 0.152
3710113753680 371011 3753680 0.08062 0.10399 0.10264 0.15923
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3710313753680 371031 3753680 0.08006 0.10209 0.10231 0.16144
3710513753680 371051 3753680 0.07947 0.10005 0.10164 0.16038
3710713753680 371071 3753680 0.0787 0.09768 0.10211 0.16385
3710913753680 371091 3753680 0.0776 0.09474 0.10165 0.16681
3711113753680 371111 3753680 0.07634 0.09155 0.10128 0.16942
3711313753680 371131 3753680 0.07495 0.0882 0.1009 0.17182
3711513753680 371151 3753680 0.07342 0.08475 0.10045 0.17398
3711713753680 371171 3753680 0.07164 0.08098 0.09926 0.17522
3711913753680 371191 3753680 0.06969 0.07713 0.09795 0.17587
3712113753680 371211 3753680 0.0676 0.07327 0.09648 0.17602
3712313753680 371231 3753680 0.06535 0.06947 0.09453 0.17548
3712513753680 371251 3753680 0.063 0.06573 0.09258 0.17435
3712713753680 371271 3753680 0.06068 0.06216 0.09101 0.1734
3712913753680 371291 3753680 0.05826 0.05875 0.08924 0.17216
3713113753680 371311 3753680 0.05578 0.05554 0.08715 0.17014
3713313753680 371331 3753680 0.05331 0.05258 0.08489 0.16747
3713513753680 371351 3753680 0.05087 0.04987 0.0824 0.16397
3713713753680 371371 3753680 0.04849 0.04739 0.08001 0.16051
3713913753680 371391 3753680 0.04618 0.04513 0.07764 0.15687
3714113753680 371411 3753680 0.04396 0.04307 0.07527 0.15304
3714313753680 371431 3753680 0.04188 0.04121 0.07278 0.14863
3714513753680 371451 3753680 0.03992 0.03952 0.07021 0.14378
3714713753680 371471 3753680 0.03806 0.0379 0.06812 0.14015
3714913753680 371491 3753680 0.03636 0.03641 0.06579 0.13558
3715113753680 371511 3753680 0.0348 0.03502 0.06347 0.13088
3715313753680 371531 3753680 0.03337 0.03369 0.0612 0.12607
3715513753680 371551 3753680 0.03205 0.03242 0.05894 0.12111
3715713753680 371571 3753680 0.03085 0.0312 0.05674 0.11613
3715913753680 371591 3753680 0.02975 0.03003 0.05457 0.11113
3716113753680 371611 3753680 0.02873 0.02888 0.0525 0.10621
3716313753680 371631 3753680 0.02779 0.02781 0.05045 0.10141
3716513753680 371651 3753680 0.0269 0.02676 0.04851 0.09675
3716713753680 371671 3753680 0.02605 0.02574 0.04666 0.09224
3716913753680 371691 3753680 0.02524 0.02476 0.04488 0.08792
3717113753680 371711 3753680 0.02446 0.02383 0.04319 0.08379
3717313753680 371731 3753680 0.02368 0.02291 0.04157 0.07983
3717513753680 371751 3753680 0.02294 0.02207 0.04004 0.0761
3717713753680 371771 3753680 0.02229 0.02133 0.0386 0.07263
3717913753680 371791 3753680 0.02154 0.02053 0.03723 0.06928
3718113753680 371811 3753680 0.02085 0.01981 0.03593 0.06615
3718313753680 371831 3753680 0.02018 0.01913 0.03471 0.06322
3705713753700 370571 3753700 0.07033 0.09216 0.07638 0.07207
3705913753700 370591 3753700 0.07169 0.09434 0.07865 0.075
3706113753700 370611 3753700 0.07298 0.09639 0.08104 0.0781
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3706313753700 370631 3753700 0.07377 0.09764 0.08324 0.08111
3706513753700 370651 3753700 0.07507 0.09974 0.08559 0.08448
3706713753700 370671 3753700 0.07631 0.10176 0.08793 0.08801
3706913753700 370691 3753700 0.07748 0.10367 0.09026 0.0917
3707113753700 370711 3753700 0.07866 0.10559 0.0926 0.09559
3707313753700 370731 3753700 0.07983 0.10751 0.09495 0.09969
3707513753700 370751 3753700 0.08094 0.10932 0.09725 0.10396
3707713753700 370771 3753700 0.082 0.11104 0.0995 0.10842
3707913753700 370791 3753700 0.08302 0.11267 0.10169 0.11307
3708113753700 370811 3753700 0.08394 0.11411 0.10378 0.11787
3708313753700 370831 3753700 0.08472 0.11527 0.10572 0.1228
3708513753700 370851 3753700 0.08534 0.11611 0.10753 0.12783
3708713753700 370871 3753700 0.08611 0.11718 0.10913 0.1331
3708913753700 370891 3753700 0.08675 0.11795 0.11016 0.13823
3709113753700 370911 3753700 0.08705 0.11803 0.11152 0.14357
3709313753700 370931 3753700 0.08709 0.11754 0.1131 0.14911
3709513753700 370951 3753700 0.08713 0.11699 0.1141 0.1545
3709713753700 370971 3753700 0.08704 0.11608 0.1149 0.15985
3709913753700 370991 3753700 0.08672 0.11501 0.11088 0.16065
3710113753700 371011 3753700 0.08597 0.11276 0.11124 0.17258
3710313753700 371031 3753700 0.08544 0.11078 0.11081 0.17492
3710513753700 371051 3753700 0.08494 0.10875 0.11039 0.17413
3710713753700 371071 3753700 0.08408 0.10605 0.1106 0.17841
3710913753700 371091 3753700 0.08293 0.10284 0.10997 0.18194
3711113753700 371111 3753700 0.08161 0.09934 0.10934 0.18513
3711313753700 371131 3753700 0.08018 0.09571 0.10946 0.18825
3711513753700 371151 3753700 0.07859 0.09192 0.10903 0.19109
3711713753700 371171 3753700 0.07669 0.08774 0.1078 0.19271
3711913753700 371191 3753700 0.07461 0.08348 0.10635 0.19371
3712113753700 371211 3753700 0.07236 0.07919 0.10458 0.19402
3712313753700 371231 3753700 0.06993 0.07496 0.10246 0.19352
3712513753700 371251 3753700 0.06741 0.07082 0.10031 0.1925
3712713753700 371271 3753700 0.06488 0.06686 0.0984 0.1914
3712913753700 371291 3753700 0.06222 0.0631 0.09618 0.18954
3713113753700 371311 3753700 0.05953 0.05954 0.09388 0.18743
3713313753700 371331 3753700 0.05683 0.05628 0.0913 0.18432
3713513753700 371351 3753700 0.05417 0.05329 0.08864 0.18071
3713713753700 371371 3753700 0.05158 0.05057 0.08591 0.17663
3713913753700 371391 3753700 0.04907 0.04811 0.08315 0.1722
3714113753700 371411 3753700 0.04669 0.04591 0.07992 0.16613
3714313753700 371431 3753700 0.04442 0.04386 0.07732 0.16155
3714513753700 371451 3753700 0.0423 0.04199 0.07455 0.15624
3714713753700 371471 3753700 0.04029 0.04022 0.07216 0.15182
3714913753700 371491 3753700 0.03846 0.03859 0.06955 0.14647
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3715113753700 371511 3753700 0.03678 0.03705 0.06696 0.141
3715313753700 371531 3753700 0.03526 0.03562 0.06416 0.1346
3715513753700 371551 3753700 0.03382 0.03418 0.06198 0.12995
3715713753700 371571 3753700 0.03253 0.03284 0.05957 0.12436
3715913753700 371591 3753700 0.03135 0.03155 0.0572 0.11871
3716113753700 371611 3753700 0.03024 0.03029 0.05495 0.11323
3716313753700 371631 3753700 0.02922 0.02911 0.05272 0.10779
3716513753700 371651 3753700 0.02826 0.02797 0.05061 0.10256
3716713753700 371671 3753700 0.02734 0.02687 0.04861 0.09754
3716913753700 371691 3753700 0.02646 0.02582 0.04671 0.09274
3717113753700 371711 3753700 0.02561 0.02482 0.04489 0.08818
3717313753700 371731 3753700 0.02472 0.02382 0.04316 0.08382
3717513753700 371751 3753700 0.02391 0.02292 0.04152 0.07974
3717713753700 371771 3753700 0.02319 0.02213 0.04001 0.07599
3717913753700 371791 3753700 0.02242 0.02133 0.03856 0.0724
3718113753700 371811 3753700 0.02169 0.02059 0.0372 0.06906
3718313753700 371831 3753700 0.02095 0.01988 0.03591 0.06592
3705713753720 370571 3753720 0.07268 0.09579 0.07996 0.07397
3705913753720 370591 3753720 0.0742 0.09823 0.08248 0.07708
3706113753720 370611 3753720 0.07571 0.10069 0.08506 0.08035
3706313753720 370631 3753720 0.07642 0.10181 0.0875 0.08351
3706513753720 370651 3753720 0.07794 0.1043 0.09019 0.08717
3706713753720 370671 3753720 0.07941 0.10673 0.09289 0.091
3706913753720 370691 3753720 0.08074 0.10894 0.09552 0.09498
3707113753720 370711 3753720 0.08208 0.11118 0.09819 0.0992
3707313753720 370731 3753720 0.08349 0.11353 0.10092 0.10371
3707513753720 370751 3753720 0.08482 0.11575 0.1036 0.10843
3707713753720 370771 3753720 0.08607 0.11784 0.10621 0.11335
3707913753720 370791 3753720 0.0873 0.11987 0.10878 0.11853
3708113753720 370811 3753720 0.0884 0.12167 0.11123 0.12389
3708313753720 370831 3753720 0.08938 0.12323 0.11355 0.12944
3708513753720 370851 3753720 0.09022 0.12448 0.11572 0.13516
3708713753720 370871 3753720 0.09109 0.12575 0.11771 0.14112
3708913753720 370891 3753720 0.0919 0.12684 0.1192 0.1472
3709113753720 370911 3753720 0.09236 0.12721 0.12083 0.15335
3709313753720 370931 3753720 0.09263 0.12712 0.12243 0.15962
3709513753720 370951 3753720 0.0928 0.12676 0.12366 0.1659
3709713753720 370971 3753720 0.0928 0.12597 0.12468 0.17218
3709913753720 370991 3753720 0.09236 0.12462 0.12058 0.17752
3710113753720 371011 3753720 0.09171 0.12242 0.12058 0.18761
3710313753720 371031 3753720 0.09141 0.12069 0.12041 0.18826
3710513753720 371051 3753720 0.09081 0.11833 0.11985 0.19002
3710713753720 371071 3753720 0.08997 0.11548 0.11985 0.19463
3710913753720 371091 3753720 0.08886 0.11209 0.11965 0.19925
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3711113753720 371111 3753720 0.08753 0.10833 0.11965 0.20342
3711313753720 371131 3753720 0.086 0.10428 0.11924 0.20715
3711513753720 371151 3753720 0.08424 0.09996 0.1183 0.21023
3711713753720 371171 3753720 0.08223 0.09539 0.1171 0.21246
3711913753720 371191 3753720 0.07999 0.09066 0.11537 0.21383
3712113753720 371211 3753720 0.07761 0.08588 0.11369 0.21466
3712313753720 371231 3753720 0.07503 0.08116 0.11151 0.21455
3712513753720 371251 3753720 0.07231 0.07655 0.10921 0.21366
3712713753720 371271 3753720 0.0695 0.07213 0.10665 0.21203
3712913753720 371291 3753720 0.0666 0.06795 0.1039 0.2096
3713113753720 371311 3753720 0.06363 0.06404 0.10086 0.20623
3713313753720 371331 3753720 0.06068 0.06044 0.09784 0.20238
3713513753720 371351 3753720 0.05782 0.05714 0.09494 0.1983
3713713753720 371371 3753720 0.055 0.05415 0.09182 0.19343
3713913753720 371391 3753720 0.05213 0.05141 0.0881 0.18715
3714113753720 371411 3753720 0.04966 0.04898 0.08574 0.18294
3714313753720 371431 3753720 0.04719 0.04673 0.08279 0.17757
3714513753720 371451 3753720 0.04488 0.04468 0.07957 0.17104
3714713753720 371471 3753720 0.04273 0.04275 0.0766 0.16496
3714913753720 371491 3753720 0.04075 0.04095 0.07366 0.15866
3715113753720 371511 3753720 0.03893 0.03925 0.07076 0.15224
3715313753720 371531 3753720 0.03727 0.03763 0.06793 0.14576
3715513753720 371551 3753720 0.03574 0.03608 0.06522 0.13947
3715713753720 371571 3753720 0.03434 0.03458 0.06265 0.13339
3715913753720 371591 3753720 0.03306 0.03316 0.06008 0.12705
3716113753720 371611 3753720 0.03187 0.03179 0.05759 0.12082
3716313753720 371631 3753720 0.03076 0.03049 0.05519 0.11472
3716513753720 371651 3753720 0.02969 0.02924 0.05293 0.10885
3716713753720 371671 3753720 0.02868 0.02805 0.05076 0.10323
3716913753720 371691 3753720 0.02771 0.02692 0.0487 0.0979
3717113753720 371711 3753720 0.02678 0.02585 0.04674 0.09287
3717313753720 371731 3753720 0.02581 0.02478 0.04486 0.08806
3717513753720 371751 3753720 0.02491 0.02383 0.04311 0.08361
3717713753720 371771 3753720 0.02416 0.02303 0.04153 0.07959
3717913753720 371791 3753720 0.02332 0.0222 0.04 0.07573
3718113753720 371811 3753720 0.02251 0.02142 0.03857 0.07214
3718313753720 371831 3753720 0.0217 0.02068 0.0372 0.06878
3705713753740 370571 3753740 0.0744 0.09838 0.08365 0.0757
3705913753740 370591 3753740 0.07616 0.10123 0.08651 0.079
3706113753740 370611 3753740 0.07845 0.10503 0.08936 0.0826
3706313753740 370631 3753740 0.07921 0.10623 0.0921 0.08597
3706513753740 370651 3753740 0.08062 0.10858 0.0949 0.08969
3706713753740 370671 3753740 0.08234 0.11146 0.098 0.09386
3706913753740 370691 3753740 0.08398 0.11422 0.10109 0.09822
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707113753740 370711 3753740 0.08564 0.11704 0.10424 0.10288
3707313753740 370731 3753740 0.08731 0.11987 0.10742 0.10782
3707513753740 370751 3753740 0.08888 0.12256 0.11054 0.113
3707713753740 370771 3753740 0.09037 0.12513 0.1136 0.11845
3707913753740 370791 3753740 0.09177 0.12752 0.11658 0.12415
3708113753740 370811 3753740 0.09305 0.12966 0.11944 0.1301
3708313753740 370831 3753740 0.09425 0.13167 0.1222 0.13633
3708513753740 370851 3753740 0.09539 0.1335 0.12484 0.14284
3708713753740 370871 3753740 0.09648 0.13522 0.12727 0.14963
3708913753740 370891 3753740 0.09738 0.1365 0.12942 0.15659
3709113753740 370911 3753740 0.09809 0.13734 0.13132 0.16372
3709313753740 370931 3753740 0.0986 0.13771 0.13306 0.17098
3709513753740 370951 3753740 0.09894 0.13763 0.13455 0.17833
3709713753740 370971 3753740 0.09907 0.13701 0.13587 0.18573
3709913753740 370991 3753740 0.09932 0.13689 0.13307 0.189
3710113753740 371011 3753740 0.09877 0.13473 0.13188 0.19481
3710313753740 371031 3753740 0.09869 0.13311 0.13461 0.20309
3710513753740 371051 3753740 0.09801 0.13036 0.13488 0.20965
3710713753740 371071 3753740 0.09709 0.12707 0.1347 0.21578
3710913753740 371091 3753740 0.0959 0.12327 0.13435 0.22145
3711113753740 371111 3753740 0.09446 0.11901 0.13354 0.22652
3711313753740 371131 3753740 0.09277 0.11431 0.13261 0.23125
3711513753740 371151 3753740 0.09082 0.10932 0.13123 0.235
3711713753740 371171 3753740 0.08863 0.10415 0.12934 0.23748
3711913753740 371191 3753740 0.0862 0.09884 0.12719 0.23908
3712113753740 371211 3753740 0.08356 0.09349 0.1248 0.23984
3712313753740 371231 3753740 0.08074 0.0882 0.12208 0.23946
3712513753740 371251 3753740 0.07776 0.08303 0.11914 0.23833
3712713753740 371271 3753740 0.07465 0.07808 0.1161 0.2363
3712913753740 371291 3753740 0.07149 0.0734 0.11306 0.23361
3713113753740 371311 3753740 0.06827 0.06905 0.10978 0.23004
3713313753740 371331 3753740 0.06505 0.06505 0.10642 0.22582
3713513753740 371351 3753740 0.06188 0.0614 0.10297 0.22088
3713713753740 371371 3753740 0.05878 0.05808 0.09947 0.21537
3713913753740 371391 3753740 0.05579 0.05509 0.09597 0.20939
3714113753740 371411 3753740 0.05292 0.05237 0.09247 0.20298
3714313753740 371431 3753740 0.05022 0.04988 0.08903 0.19633
3714513753740 371451 3753740 0.04769 0.04758 0.0856 0.18931
3714713753740 371471 3753740 0.04534 0.04545 0.08227 0.18225
3714913753740 371491 3753740 0.04317 0.04343 0.07904 0.17515
3715113753740 371511 3753740 0.04119 0.04153 0.07584 0.16774
3715313753740 371531 3753740 0.03937 0.03971 0.07264 0.15991
3715513753740 371551 3753740 0.03771 0.03798 0.0695 0.15195
3715713753740 371571 3753740 0.03619 0.03633 0.06643 0.14412
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3715913753740 371591 3753740 0.03479 0.03476 0.06348 0.13652
3716113753740 371611 3753740 0.03349 0.03326 0.06066 0.1292
3716313753740 371631 3753740 0.03227 0.03183 0.05798 0.1222
3716513753740 371651 3753740 0.03111 0.03048 0.05544 0.11554
3716713753740 371671 3753740 0.03001 0.02921 0.05305 0.10925
3716913753740 371691 3753740 0.02895 0.02801 0.0508 0.10333
3717113753740 371711 3753740 0.02793 0.02689 0.04869 0.09778
3717313753740 371731 3753740 0.02695 0.02583 0.04672 0.09262
3717513753740 371751 3753740 0.02599 0.02485 0.04487 0.08781
3717713753740 371771 3753740 0.02506 0.02394 0.04314 0.08335
3717913753740 371791 3753740 0.02417 0.02309 0.04153 0.07922
3718113753740 371811 3753740 0.0233 0.02229 0.04003 0.07539
3718313753740 371831 3753740 0.02245 0.02156 0.03862 0.07185
3705713753760 370571 3753760 0.07612 0.10103 0.08711 0.07721
3705913753760 370591 3753760 0.07793 0.10398 0.09018 0.08063
3706113753760 370611 3753760 0.07993 0.10726 0.0935 0.08438
3706313753760 370631 3753760 0.08166 0.11014 0.09668 0.08819
3706513753760 370651 3753760 0.08353 0.11328 0.10007 0.09234
3706713753760 370671 3753760 0.08542 0.11647 0.10354 0.09676
3706913753760 370691 3753760 0.08729 0.11966 0.10707 0.10147
3707113753760 370711 3753760 0.08919 0.12293 0.11069 0.1065
3707313753760 370731 3753760 0.09105 0.12616 0.11432 0.11185
3707513753760 370751 3753760 0.09289 0.12937 0.11797 0.11752
3707713753760 370771 3753760 0.09469 0.13253 0.1216 0.12355
3707913753760 370791 3753760 0.09642 0.13557 0.12515 0.1299
3708113753760 370811 3753760 0.09806 0.13844 0.12861 0.13659
3708313753760 370831 3753760 0.09961 0.14113 0.13195 0.14363
3708513753760 370851 3753760 0.10102 0.14356 0.1351 0.15098
3708713753760 370871 3753760 0.10229 0.14565 0.13799 0.15864
3708913753760 370891 3753760 0.1034 0.14738 0.14064 0.16659
3709113753760 370911 3753760 0.10431 0.14865 0.14305 0.1748
3709313753760 370931 3753760 0.10505 0.14945 0.14518 0.18324
3709513753760 370951 3753760 0.10562 0.14979 0.14697 0.19186
3709713753760 370971 3753760 0.10599 0.14961 0.14837 0.2005
3709913753760 370991 3753760 0.10615 0.14882 0.14942 0.20901
3710113753760 371011 3753760 0.10606 0.14739 0.15013 0.21738
3710313753760 371031 3753760 0.10572 0.1453 0.1505 0.22552
3710513753760 371051 3753760 0.10512 0.14254 0.15048 0.23331
3710713753760 371071 3753760 0.10425 0.13912 0.15008 0.24061
3710913753760 371091 3753760 0.1031 0.13509 0.1493 0.24731
3711113753760 371111 3753760 0.10166 0.13051 0.14809 0.2532
3711313753760 371131 3753760 0.09994 0.12543 0.14649 0.25818
3711513753760 371151 3753760 0.0979 0.11993 0.14469 0.26252
3711713753760 371171 3753760 0.0956 0.11417 0.14235 0.26544
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3711913753760 371191 3753760 0.09299 0.10821 0.13983 0.26758
3712113753760 371211 3753760 0.09014 0.10221 0.13688 0.2683
3712313753760 371231 3753760 0.08707 0.09622 0.13379 0.26817
3712513753760 371251 3753760 0.08378 0.09039 0.13035 0.26691
3712713753760 371271 3753760 0.08036 0.08482 0.12671 0.26452
3712913753760 371291 3753760 0.07686 0.07957 0.12303 0.26119
3713113753760 371311 3753760 0.07333 0.0747 0.11922 0.25694
3713313753760 371331 3753760 0.06983 0.07023 0.11544 0.25195
3713513753760 371351 3753760 0.06637 0.06617 0.11159 0.24615
3713713753760 371371 3753760 0.06297 0.06251 0.10757 0.23953
3713913753760 371391 3753760 0.05968 0.05917 0.10361 0.23254
3714113753760 371411 3753760 0.05656 0.05616 0.09959 0.22481
3714313753760 371431 3753760 0.05359 0.0534 0.09564 0.21676
3714513753760 371451 3753760 0.05083 0.05085 0.09172 0.20833
3714713753760 371471 3753760 0.04827 0.04847 0.08792 0.19982
3714913753760 371491 3753760 0.04591 0.04622 0.08425 0.19132
3715113753760 371511 3753760 0.04375 0.0441 0.0807 0.18281
3715313753760 371531 3753760 0.04178 0.04208 0.07715 0.17379
3715513753760 371551 3753760 0.03998 0.04017 0.07364 0.16455
3715713753760 371571 3753760 0.03833 0.03834 0.07025 0.15547
3715913753760 371591 3753760 0.0368 0.03661 0.06698 0.14673
3716113753760 371611 3753760 0.03538 0.03498 0.06388 0.13837
3716313753760 371631 3753760 0.03405 0.03344 0.06095 0.13044
3716513753760 371651 3753760 0.03278 0.03199 0.05818 0.12295
3716713753760 371671 3753760 0.03157 0.03062 0.05559 0.11593
3716913753760 371691 3753760 0.03041 0.02935 0.05317 0.10938
3717113753760 371711 3753760 0.0293 0.02817 0.05091 0.1033
3717313753760 371731 3753760 0.02821 0.02706 0.0488 0.09766
3717513753760 371751 3753760 0.02716 0.02604 0.04684 0.09244
3717713753760 371771 3753760 0.02615 0.02509 0.04502 0.08765
3717913753760 371791 3753760 0.02518 0.02422 0.04333 0.08323
3718113753760 371811 3753760 0.02424 0.02341 0.04175 0.07917
3718313753760 371831 3753760 0.02334 0.02267 0.04028 0.07543
3705713753780 370571 3753780 0.07873 0.10514 0.09146 0.07924
3705913753780 370591 3753780 0.08072 0.1084 0.09488 0.08285
3706113753780 370611 3753780 0.08274 0.11175 0.09843 0.08671
3706313753780 370631 3753780 0.08479 0.1152 0.10212 0.09083
3706513753780 370651 3753780 0.08696 0.11888 0.106 0.0953
3706713753780 370671 3753780 0.08909 0.12252 0.10995 0.10004
3706913753780 370691 3753780 0.09097 0.12578 0.11378 0.10493
3707113753780 370711 3753780 0.09309 0.1295 0.1179 0.11034
3707313753780 370731 3753780 0.09516 0.13314 0.12205 0.11609
3707513753780 370751 3753780 0.09729 0.13694 0.1263 0.12228
3707713753780 370771 3753780 0.09942 0.14077 0.13057 0.12891
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707913753780 370791 3753780 0.1014 0.14434 0.13473 0.13588
3708113753780 370811 3753780 0.10329 0.14775 0.1388 0.14327
3708313753780 370831 3753780 0.10521 0.15122 0.14282 0.15116
3708513753780 370851 3753780 0.107 0.15443 0.14659 0.15946
3708713753780 370871 3753780 0.10854 0.15713 0.15007 0.16813
3708913753780 370891 3753780 0.10994 0.15948 0.15326 0.17721
3709113753780 370911 3753780 0.11117 0.16142 0.15608 0.18667
3709313753780 370931 3753780 0.1121 0.16265 0.15887 0.19646
3709513753780 370951 3753780 0.11289 0.16345 0.16116 0.20655
3709713753780 370971 3753780 0.1134 0.16349 0.1633 0.21688
3709913753780 370991 3753780 0.11379 0.1631 0.16459 0.22714
3710113753780 371011 3753780 0.11388 0.16189 0.16557 0.2373
3710313753780 371031 3753780 0.11365 0.15984 0.16627 0.24744
3710513753780 371051 3753780 0.11313 0.15698 0.16654 0.2573
3710713753780 371071 3753780 0.11231 0.15336 0.16631 0.26663
3710913753780 371091 3753780 0.11115 0.14893 0.16575 0.27553
3711113753780 371111 3753780 0.10974 0.14399 0.16419 0.28266
3711313753780 371131 3753780 0.10807 0.13858 0.16158 0.28757
3711513753780 371151 3753780 0.10593 0.13241 0.15943 0.29296
3711713753780 371171 3753780 0.10343 0.12587 0.15694 0.29725
3711913753780 371191 3753780 0.10062 0.1191 0.15409 0.30031
3712113753780 371211 3753780 0.09752 0.11225 0.15083 0.30187
3712313753780 371231 3753780 0.09414 0.10544 0.14715 0.30204
3712513753780 371251 3753780 0.09061 0.09883 0.14364 0.30141
3712713753780 371271 3753780 0.08686 0.09251 0.13948 0.29892
3712913753780 371291 3753780 0.08296 0.08658 0.13497 0.29469
3713113753780 371311 3753780 0.07902 0.08109 0.13033 0.2893
3713313753780 371331 3753780 0.07523 0.07608 0.12624 0.28387
3713513753780 371351 3753780 0.07138 0.07148 0.12246 0.27896
3713713753780 371371 3753780 0.06763 0.06745 0.11706 0.26871
3713913753780 371391 3753780 0.06402 0.06373 0.11245 0.26009
3714113753780 371411 3753780 0.06058 0.06037 0.10776 0.25055
3714313753780 371431 3753780 0.05732 0.05728 0.10327 0.24095
3714513753780 371451 3753780 0.05432 0.05447 0.0984 0.22956
3714713753780 371471 3753780 0.05154 0.05183 0.0938 0.21846
3714913753780 371491 3753780 0.04899 0.04934 0.08943 0.20762
3715113753780 371511 3753780 0.04663 0.04696 0.0855 0.19776
3715313753780 371531 3753780 0.04446 0.04469 0.08191 0.18871
3715513753780 371551 3753780 0.04247 0.04254 0.07819 0.17859
3715713753780 371571 3753780 0.04065 0.04051 0.07447 0.16807
3715913753780 371591 3753780 0.03902 0.03867 0.07082 0.15801
3716113753780 371611 3753780 0.03744 0.03687 0.06743 0.14845
3716313753780 371631 3753780 0.03599 0.03521 0.06422 0.13948
3716513753780 371651 3753780 0.03459 0.03365 0.06122 0.13106
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3716713753780 371671 3753780 0.03323 0.03217 0.0584 0.1232
3716913753780 371691 3753780 0.03195 0.03083 0.05579 0.11597
3717113753780 371711 3753780 0.03075 0.02962 0.05339 0.10935
3717313753780 371731 3753780 0.02957 0.02848 0.05115 0.10323
3717513753780 371751 3753780 0.02842 0.02742 0.04908 0.0976
3717713753780 371771 3753780 0.02734 0.02646 0.04717 0.09249
3717913753780 371791 3753780 0.02628 0.02557 0.04539 0.08778
3718113753780 371811 3753780 0.02525 0.02475 0.04373 0.08346
3718313753780 371831 3753780 0.02428 0.02399 0.04219 0.07951
3705713753800 370571 3753800 0.08119 0.10904 0.0959 0.08118
3705913753800 370591 3753800 0.08337 0.11263 0.09969 0.08498
3706113753800 370611 3753800 0.08558 0.11633 0.10365 0.08904
3706313753800 370631 3753800 0.08785 0.12018 0.10779 0.09341
3706513753800 370651 3753800 0.09024 0.12428 0.11216 0.09814
3706713753800 370671 3753800 0.09259 0.12835 0.11662 0.10318
3706913753800 370691 3753800 0.09478 0.1322 0.12107 0.10846
3707113753800 370711 3753800 0.09712 0.13634 0.12575 0.11423
3707313753800 370731 3753800 0.0995 0.14062 0.13057 0.12045
3707513753800 370751 3753800 0.10194 0.14505 0.13552 0.12717
3707713753800 370771 3753800 0.10502 0.15073 0.14083 0.13472
3707913753800 370791 3753800 0.10742 0.15519 0.14548 0.14238
3708113753800 370811 3753800 0.10965 0.15936 0.14999 0.15051
3708313753800 370831 3753800 0.11168 0.16316 0.15461 0.15916
3708513753800 370851 3753800 0.11362 0.16677 0.15902 0.16836
3708713753800 370871 3753800 0.11538 0.17 0.16337 0.17812
3708913753800 370891 3753800 0.11694 0.17277 0.1676 0.18842
3709113753800 370911 3753800 0.11852 0.17549 0.17101 0.19927
3709313753800 370931 3753800 0.11977 0.17742 0.17448 0.21064
3709513753800 370951 3753800 0.1208 0.17873 0.17758 0.22246
3709713753800 370971 3753800 0.12151 0.17917 0.18053 0.23468
3709913753800 370991 3753800 0.12203 0.17901 0.18272 0.24719
3710113753800 371011 3753800 0.12247 0.17842 0.18363 0.25957
3710313753800 371031 3753800 0.12239 0.17648 0.18483 0.27221
3710513753800 371051 3753800 0.12177 0.17314 0.18635 0.28511
3710713753800 371071 3753800 0.12054 0.16833 0.18711 0.29703
3710913753800 371091 3753800 0.11945 0.16366 0.18667 0.30864
3711113753800 371111 3753800 0.11792 0.15803 0.18569 0.31939
3711313753800 371131 3753800 0.1171 0.15373 0.18004 0.32357
3711513753800 371151 3753800 0.11487 0.14681 0.17749 0.33052
3711713753800 371171 3753800 0.11223 0.13937 0.17469 0.33647
3711913753800 371191 3753800 0.10921 0.13165 0.17143 0.34081
3712113753800 371211 3753800 0.10585 0.12384 0.16764 0.34321
3712313753800 371231 3753800 0.10218 0.1161 0.16345 0.34378
3712513753800 371251 3753800 0.09827 0.10854 0.15913 0.34311
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3712713753800 371271 3753800 0.09416 0.10132 0.15458 0.34084
3712913753800 371291 3753800 0.08992 0.09459 0.14939 0.33581
3713113753800 371311 3753800 0.08554 0.08838 0.14392 0.32917
3713313753800 371331 3753800 0.08012 0.08137 0.14328 0.33368
3713513753800 371351 3753800 0.07663 0.07714 0.13723 0.32483
3713713753800 371371 3753800 0.07275 0.07286 0.12953 0.30819
3713913753800 371391 3753800 0.06884 0.06882 0.12295 0.29379
3714113753800 371411 3753800 0.06503 0.06505 0.11748 0.28198
3714313753800 371431 3753800 0.06146 0.0616 0.11199 0.2693
3714513753800 371451 3753800 0.05817 0.05844 0.10621 0.25494
3714713753800 371471 3753800 0.05511 0.05546 0.10107 0.24198
3714913753800 371491 3753800 0.05231 0.05267 0.09604 0.22883
3715113753800 371511 3753800 0.04973 0.05001 0.09163 0.21721
3715313753800 371531 3753800 0.04735 0.04748 0.08757 0.20639
3715513753800 371551 3753800 0.04517 0.04511 0.08336 0.19437
3715713753800 371571 3753800 0.04321 0.04292 0.07913 0.18212
3715913753800 371591 3753800 0.04141 0.04089 0.0751 0.1705
3716113753800 371611 3753800 0.03971 0.03898 0.07136 0.15959
3716313753800 371631 3753800 0.03813 0.03722 0.06785 0.14945
3716513753800 371651 3753800 0.03655 0.03553 0.06462 0.14001
3716713753800 371671 3753800 0.03503 0.03396 0.06158 0.13127
3716913753800 371691 3753800 0.03362 0.03256 0.05878 0.12331
3717113753800 371711 3753800 0.03228 0.03129 0.05621 0.11607
3717313753800 371731 3753800 0.03099 0.03012 0.05383 0.10945
3717513753800 371751 3753800 0.02974 0.02904 0.05164 0.10342
3717713753800 371771 3753800 0.02856 0.02807 0.04963 0.09796
3717913753800 371791 3753800 0.02747 0.02722 0.04779 0.09304
3718113753800 371811 3753800 0.02638 0.0264 0.04607 0.0885
3718313753800 371831 3753800 0.02535 0.02565 0.04447 0.08437
3705713753820 370571 3753820 0.0839 0.11339 0.10074 0.08326
3705913753820 370591 3753820 0.0863 0.11738 0.10498 0.08726
3706113753820 370611 3753820 0.08859 0.12126 0.1093 0.09148
3706313753820 370631 3753820 0.09092 0.12524 0.11381 0.09599
3706513753820 370651 3753820 0.09348 0.12965 0.11866 0.10095
3706713753820 370671 3753820 0.09608 0.13422 0.12372 0.10629
3706913753820 370691 3753820 0.09881 0.13906 0.12905 0.1121
3707113753820 370711 3753820 0.1014 0.14372 0.13441 0.11825
3707313753820 370731 3753820 0.10402 0.1485 0.13993 0.12489
3707513753820 370751 3753820 0.10669 0.15343 0.14561 0.13209
3707713753820 370771 3753820 0.11016 0.15994 0.1518 0.14027
3707913753820 370791 3753820 0.11292 0.1652 0.15732 0.14864
3708113753820 370811 3753820 0.11543 0.17 0.16297 0.15758
3708313753820 370831 3753820 0.1179 0.17479 0.16841 0.16719
3708513753820 370851 3753820 0.12026 0.17934 0.17373 0.17748

Unmitigated Construction HRA-Resident (02-20-19).xlsx 13 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708713753820 370871 3753820 0.12245 0.18356 0.17893 0.18848
3708913753820 370891 3753820 0.12436 0.18716 0.18424 0.20019
3709113753820 370911 3753820 0.1266 0.19141 0.18736 0.21207
3709313753820 370931 3753820 0.12796 0.19364 0.19288 0.22582
3709513753820 370951 3753820 0.12935 0.19578 0.19679 0.23966
3709713753820 370971 3753820 0.13037 0.19692 0.20056 0.25408
3709913753820 370991 3753820 0.13151 0.19807 0.20221 0.26878
3710113753820 371011 3753820 0.13202 0.19756 0.20444 0.28405
3710313753820 371031 3753820 0.13219 0.19594 0.20605 0.2995
3710513753820 371051 3753820 0.13178 0.19275 0.2079 0.31541
3710713753820 371071 3753820 0.12917 0.18478 0.20837 0.32856
3710913753820 371091 3753820 0.12841 0.1803 0.20828 0.34358
3711113753820 371111 3753820 0.12722 0.17477 0.20749 0.35778
3711313753820 371131 3753820 0.1272 0.17141 0.2023 0.36696
3711513753820 371151 3753820 0.12497 0.1638 0.19865 0.37488
3711713753820 371171 3753820 0.12217 0.15529 0.19547 0.38301
3711913753820 371191 3753820 0.11893 0.14642 0.19168 0.38904
3712113753820 371211 3753820 0.11528 0.13742 0.18734 0.39282
3712313753820 371231 3753820 0.11126 0.12848 0.18252 0.39428
3712513753820 371251 3753820 0.10695 0.11977 0.17752 0.39405
3712713753820 371271 3753820 0.10241 0.11149 0.17213 0.39145
3712913753820 371291 3753820 0.0977 0.10381 0.16608 0.38561
3713113753820 371311 3753820 0.0929 0.09672 0.15979 0.37765
3713313753820 371331 3753820 0.08751 0.08955 0.15859 0.38313
3713513753820 371351 3753820 0.08291 0.08397 0.15158 0.37122
3713713753820 371371 3753820 0.07855 0.07907 0.14312 0.35267
3713913753820 371391 3753820 0.07424 0.07455 0.13503 0.33367
3714113753820 371411 3753820 0.07003 0.0703 0.12849 0.31857
3714313753820 371431 3753820 0.06607 0.0664 0.12209 0.30289
3714513753820 371451 3753820 0.06244 0.06283 0.11542 0.28545
3714713753820 371471 3753820 0.05907 0.05947 0.10942 0.26943
3714913753820 371491 3753820 0.05598 0.05633 0.10373 0.25379
3715113753820 371511 3753820 0.05315 0.05336 0.09857 0.2394
3715313753820 371531 3753820 0.05054 0.05056 0.0939 0.22624
3715513753820 371551 3753820 0.04819 0.04798 0.08903 0.21184
3715713753820 371571 3753820 0.04604 0.04559 0.08428 0.19767
3715913753820 371591 3753820 0.04404 0.04339 0.07987 0.18437
3716113753820 371611 3753820 0.04212 0.0413 0.07585 0.17195
3716313753820 371631 3753820 0.04038 0.03945 0.07199 0.16049
3716513753820 371651 3753820 0.03868 0.0377 0.06848 0.14998
3716713753820 371671 3753820 0.03704 0.0361 0.06524 0.14038
3716913753820 371691 3753820 0.03542 0.03459 0.06223 0.1316
3717113753820 371711 3753820 0.03394 0.03328 0.05948 0.12372
3717313753820 371731 3753820 0.03252 0.0321 0.05697 0.11661
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3717513753820 371751 3753820 0.03115 0.031 0.05465 0.11015
3717713753820 371771 3753820 0.02987 0.03003 0.05254 0.10436
3717913753820 371791 3753820 0.02868 0.02918 0.05061 0.09916
3718113753820 371811 3753820 0.02751 0.02837 0.04881 0.09441
3718313753820 371831 3753820 0.0264 0.02762 0.04714 0.09009
3705713753840 370571 3753840 0.08655 0.11769 0.10576 0.08531
3705913753840 370591 3753840 0.08919 0.12213 0.11049 0.08952
3706113753840 370611 3753840 0.09176 0.12651 0.11537 0.09399
3706313753840 370631 3753840 0.09431 0.1309 0.12045 0.09875
3706513753840 370651 3753840 0.09679 0.13523 0.12565 0.1038
3706713753840 370671 3753840 0.09965 0.14028 0.13138 0.10945
3706913753840 370691 3753840 0.10272 0.14578 0.13749 0.11564
3707113753840 370711 3753840 0.10579 0.15137 0.14381 0.12231
3707313753840 370731 3753840 0.10865 0.15666 0.15014 0.12938
3707513753840 370751 3753840 0.11167 0.16234 0.15679 0.13712
3707713753840 370771 3753840 0.115 0.16867 0.1638 0.14568
3707913753840 370791 3753840 0.11814 0.17475 0.17076 0.15483
3708113753840 370811 3753840 0.12112 0.18059 0.17765 0.16467
3708313753840 370831 3753840 0.124 0.18631 0.18448 0.17528
3708513753840 370851 3753840 0.12684 0.19196 0.19117 0.18676
3708713753840 370871 3753840 0.1295 0.1973 0.19765 0.19912
3708913753840 370891 3753840 0.13203 0.20235 0.20385 0.21241
3709113753840 370911 3753840 0.13449 0.20719 0.20953 0.22671
3709313753840 370931 3753840 0.13672 0.21147 0.21464 0.24197
3709513753840 370951 3753840 0.13861 0.21484 0.21941 0.25815
3709713753840 370971 3753840 0.14002 0.21692 0.22417 0.27517
3709913753840 370991 3753840 0.14165 0.21923 0.22633 0.29291
3710113753840 371011 3753840 0.14257 0.21958 0.22903 0.31128
3710313753840 371031 3753840 0.14306 0.21856 0.23113 0.33018
3710513753840 371051 3753840 0.14308 0.21604 0.23266 0.34946
3710713753840 371071 3753840 0.13932 0.20515 0.23354 0.36501
3710913753840 371091 3753840 0.13913 0.20127 0.23407 0.38482
3711113753840 371111 3753840 0.13839 0.19593 0.23363 0.4037
3711313753840 371131 3753840 0.13869 0.19257 0.22827 0.41752
3711513753840 371151 3753840 0.13642 0.18397 0.22396 0.42826
3711713753840 371171 3753840 0.13345 0.17419 0.22025 0.43925
3711913753840 371191 3753840 0.12997 0.16392 0.21589 0.4478
3712113753840 371211 3753840 0.12602 0.15346 0.21079 0.45331
3712313753840 371231 3753840 0.12161 0.14305 0.20525 0.4562
3712513753840 371251 3753840 0.11684 0.13294 0.19933 0.45636
3712713753840 371271 3753840 0.11179 0.12333 0.19311 0.45394
3712913753840 371291 3753840 0.10655 0.11445 0.18602 0.44711
3713113753840 371311 3753840 0.10119 0.10632 0.17862 0.43746
3713313753840 371331 3753840 0.09544 0.09846 0.17558 0.43999
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3713513753840 371351 3753840 0.09015 0.09191 0.16782 0.42579
3713713753840 371371 3753840 0.08519 0.08623 0.15816 0.40337
3713913753840 371391 3753840 0.08032 0.08101 0.14934 0.38214
3714113753840 371411 3753840 0.07564 0.0762 0.14142 0.36251
3714313753840 371431 3753840 0.07124 0.07176 0.13394 0.34308
3714513753840 371451 3753840 0.06721 0.0677 0.12616 0.32159
3714713753840 371471 3753840 0.06349 0.06392 0.11895 0.3011
3714913753840 371491 3753840 0.06008 0.06039 0.11234 0.28191
3715113753840 371511 3753840 0.05695 0.05708 0.10645 0.26458
3715313753840 371531 3753840 0.05411 0.05401 0.10075 0.24745
3715513753840 371551 3753840 0.05152 0.0512 0.0952 0.23049
3715713753840 371571 3753840 0.04914 0.04862 0.09001 0.21449
3715913753840 371591 3753840 0.04692 0.04624 0.08525 0.19968
3716113753840 371611 3753840 0.04475 0.04399 0.08103 0.18586
3716313753840 371631 3753840 0.04279 0.04202 0.07683 0.17295
3716513753840 371651 3753840 0.04091 0.04021 0.07301 0.16125
3716713753840 371671 3753840 0.0391 0.03857 0.06951 0.1507
3716913753840 371691 3753840 0.03742 0.03712 0.06632 0.14125
3717113753840 371711 3753840 0.03578 0.0358 0.06341 0.13276
3717313753840 371731 3753840 0.03419 0.03457 0.06073 0.1251
3717513753840 371751 3753840 0.03266 0.03345 0.05828 0.11822
3717713753840 371771 3753840 0.03128 0.03249 0.05606 0.11212
3717913753840 371791 3753840 0.02998 0.03164 0.05402 0.10664
3718113753840 371811 3753840 0.02873 0.03084 0.05214 0.10167
3718313753840 371831 3753840 0.02754 0.0301 0.05038 0.09715
3705713753860 370571 3753860 0.08912 0.12192 0.11095 0.08733
3705913753860 370591 3753860 0.09197 0.12674 0.11617 0.09173
3706113753860 370611 3753860 0.09489 0.13174 0.1217 0.09646
3706313753860 370631 3753860 0.09768 0.13659 0.12742 0.10149
3706513753860 370651 3753860 0.10072 0.14194 0.13357 0.10699
3706713753860 370671 3753860 0.10398 0.14778 0.14015 0.113
3706913753860 370691 3753860 0.1071 0.15345 0.14693 0.11943
3707113753860 370711 3753860 0.11032 0.15938 0.15405 0.12642
3707313753860 370731 3753860 0.11357 0.16549 0.16148 0.13401
3707513753860 370751 3753860 0.11705 0.17212 0.16931 0.14236
3707713753860 370771 3753860 0.12057 0.17894 0.17739 0.15144
3707913753860 370791 3753860 0.12423 0.18616 0.18566 0.16139
3708113753860 370811 3753860 0.12766 0.19304 0.19392 0.17212
3708313753860 370831 3753860 0.13099 0.19983 0.20222 0.18378
3708513753860 370851 3753860 0.13425 0.20654 0.21045 0.19646
3708713753860 370871 3753860 0.13741 0.21311 0.2185 0.21026
3708913753860 370891 3753860 0.14047 0.2195 0.22625 0.22526
3709113753860 370911 3753860 0.14346 0.22573 0.23343 0.24154
3709313753860 370931 3753860 0.14619 0.23133 0.24013 0.25909
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3709513753860 370951 3753860 0.14861 0.2361 0.24631 0.27794
3709713753860 370971 3753860 0.15052 0.23947 0.25223 0.29799
3709913753860 370991 3753860 0.15248 0.24269 0.25644 0.31945
3710113753860 371011 3753860 0.15414 0.24482 0.25879 0.34175
3710313753860 371031 3753860 0.15511 0.24483 0.26129 0.36481
3710513753860 371051 3753860 0.15557 0.24311 0.26289 0.38837
3710713753860 371071 3753860 0.1551 0.2386 0.2657 0.41346
3710913753860 371091 3753860 0.15387 0.23185 0.26678 0.4371
3711113753860 371111 3753860 0.15191 0.22311 0.2657 0.45948
3711313753860 371131 3753860 0.15178 0.2181 0.25912 0.47732
3711513753860 371151 3753860 0.14946 0.20823 0.25434 0.49264
3711713753860 371171 3753860 0.14632 0.19687 0.25019 0.50806
3711913753860 371191 3753860 0.14258 0.18487 0.24509 0.52009
3712113753860 371211 3753860 0.13828 0.17258 0.23921 0.52845
3712313753860 371231 3753860 0.13342 0.1603 0.23301 0.53392
3712513753860 371251 3753860 0.12814 0.14843 0.22614 0.5353
3712713753860 371271 3753860 0.12251 0.13721 0.21867 0.53251
3712913753860 371291 3753860 0.11666 0.12686 0.21044 0.52491
3713113753860 371311 3753860 0.11066 0.11746 0.20136 0.51207
3713313753860 371331 3753860 0.10459 0.10888 0.19336 0.50009
3713513753860 371351 3753860 0.09854 0.10121 0.18519 0.48535
3713713753860 371371 3753860 0.09277 0.09445 0.17559 0.46368
3713913753860 371391 3753860 0.08721 0.08836 0.16626 0.44087
3714113753860 371411 3753860 0.08194 0.08281 0.15719 0.41715
3714313753860 371431 3753860 0.07706 0.07778 0.14786 0.39102
3714513753860 371451 3753860 0.07258 0.07318 0.13842 0.36326
3714713753860 371471 3753860 0.06843 0.06888 0.13031 0.33906
3714913753860 371491 3753860 0.06464 0.06492 0.12254 0.3152
3715113753860 371511 3753860 0.06121 0.06129 0.11517 0.29215
3715313753860 371531 3753860 0.05807 0.05794 0.10851 0.2711
3715513753860 371551 3753860 0.05519 0.05488 0.10237 0.2515
3715713753860 371571 3753860 0.05253 0.0521 0.09671 0.23343
3715913753860 371591 3753860 0.05005 0.04957 0.09157 0.21699
3716113753860 371611 3753860 0.04762 0.0472 0.08712 0.2018
3716313753860 371631 3753860 0.04543 0.04516 0.08255 0.18733
3716513753860 371651 3753860 0.04331 0.04329 0.07841 0.17438
3716713753860 371671 3753860 0.04134 0.04165 0.07465 0.16288
3716913753860 371691 3753860 0.03946 0.04019 0.07123 0.15266
3717113753860 371711 3753860 0.03768 0.03888 0.06814 0.14357
3717313753860 371731 3753860 0.03595 0.03767 0.06531 0.13546
3717513753860 371751 3753860 0.03428 0.03656 0.06272 0.12819
3717713753860 371771 3753860 0.03279 0.03562 0.06037 0.12177
3717913753860 371791 3753860 0.03138 0.03477 0.05822 0.11602
3718113753860 371811 3753860 0.03006 0.03399 0.05624 0.11084
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3718313753860 371831 3753860 0.02882 0.03328 0.05439 0.10614
3705713753880 370571 3753880 0.09168 0.12617 0.11631 0.08937
3705913753880 370591 3753880 0.09469 0.1313 0.12207 0.09394
3706113753880 370611 3753880 0.09781 0.13668 0.1282 0.09888
3706313753880 370631 3753880 0.10091 0.14211 0.13469 0.10418
3706513753880 370651 3753880 0.10436 0.14824 0.14168 0.11001
3706713753880 370671 3753880 0.10787 0.15459 0.14907 0.11632
3706913753880 370691 3753880 0.11141 0.16109 0.1569 0.12316
3707113753880 370711 3753880 0.11504 0.16786 0.16518 0.1306
3707313753880 370731 3753880 0.11872 0.17486 0.17388 0.13872
3707513753880 370751 3753880 0.12251 0.18219 0.18301 0.14759
3707713753880 370771 3753880 0.12644 0.18995 0.19251 0.15733
3707913753880 370791 3753880 0.1304 0.19789 0.2023 0.16798
3708113753880 370811 3753880 0.13425 0.20579 0.21236 0.17962
3708313753880 370831 3753880 0.13813 0.21386 0.22255 0.19238
3708513753880 370851 3753880 0.14198 0.22202 0.23274 0.20639
3708713753880 370871 3753880 0.14573 0.23008 0.24282 0.22174
3708913753880 370891 3753880 0.14953 0.23835 0.25241 0.23862
3709113753880 370911 3753880 0.15306 0.24607 0.26171 0.25705
3709313753880 370931 3753880 0.15633 0.2532 0.27054 0.27714
3709513753880 370951 3753880 0.15937 0.25971 0.27859 0.299
3709713753880 370971 3753880 0.16186 0.26475 0.2861 0.32256
3709913753880 370991 3753880 0.16444 0.26968 0.29195 0.34816
3710113753880 371011 3753880 0.16705 0.27433 0.29397 0.37504
3710313753880 371031 3753880 0.16851 0.27561 0.29765 0.40359
3710513753880 371051 3753880 0.16951 0.27507 0.29955 0.43275
3710713753880 371071 3753880 0.1684 0.26852 0.30526 0.4642
3710913753880 371091 3753880 0.16718 0.26119 0.30495 0.49387
3711113753880 371111 3753880 0.16575 0.25271 0.30367 0.52346
3711313753880 371131 3753880 0.16671 0.24914 0.29655 0.5493
3711513753880 371151 3753880 0.16437 0.23775 0.2914 0.57138
3711713753880 371171 3753880 0.16108 0.22445 0.28669 0.59297
3711913753880 371191 3753880 0.15724 0.21062 0.2792 0.60636
3712113753880 371211 3753880 0.15242 0.19573 0.27374 0.62205
3712313753880 371231 3753880 0.14692 0.18085 0.26798 0.63457
3712513753880 371251 3753880 0.14126 0.16713 0.25762 0.63118
3712713753880 371271 3753880 0.13494 0.15381 0.24896 0.6289
3712913753880 371291 3753880 0.12832 0.14156 0.23958 0.62094
3713113753880 371311 3753880 0.1215 0.13043 0.23002 0.60894
3713313753880 371331 3753880 0.11472 0.12058 0.21875 0.58801
3713513753880 371351 3753880 0.10791 0.11169 0.2087 0.56794
3713713753880 371371 3753880 0.10134 0.10381 0.19779 0.5421
3713913753880 371391 3753880 0.09506 0.09674 0.18673 0.51322
3714113753880 371411 3753880 0.08911 0.09033 0.17605 0.48346
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3714313753880 371431 3753880 0.08363 0.08456 0.16486 0.45007
3714513753880 371451 3753880 0.07859 0.0793 0.15401 0.41645
3714713753880 371471 3753880 0.07397 0.07449 0.14386 0.38417
3714913753880 371491 3753880 0.06977 0.0701 0.13443 0.35361
3715113753880 371511 3753880 0.06594 0.06611 0.12578 0.32522
3715313753880 371531 3753880 0.06246 0.06249 0.11791 0.29916
3715513753880 371551 3753880 0.05923 0.05921 0.11115 0.27669
3715713753880 371571 3753880 0.05626 0.05626 0.10491 0.25603
3715913753880 371591 3753880 0.05346 0.05362 0.09945 0.23793
3716113753880 371611 3753880 0.05069 0.05113 0.09456 0.22054
3716313753880 371631 3753880 0.04827 0.04908 0.08953 0.20446
3716513753880 371651 3753880 0.04599 0.04727 0.08501 0.19031
3716713753880 371671 3753880 0.04381 0.04564 0.08097 0.17785
3716913753880 371691 3753880 0.04168 0.04415 0.07733 0.16684
3717113753880 371711 3753880 0.03971 0.04285 0.07403 0.15717
3717313753880 371731 3753880 0.03785 0.04168 0.07103 0.1486
3717513753880 371751 3753880 0.03606 0.04061 0.06828 0.14097
3717713753880 371771 3753880 0.03445 0.03968 0.06578 0.13422
3717913753880 371791 3753880 0.03299 0.03886 0.06349 0.12819
3718113753880 371811 3753880 0.03157 0.03807 0.06136 0.12271
3718313753880 371831 3753880 0.03026 0.03735 0.05938 0.11774
3705713753900 370571 3753900 0.09416 0.13036 0.12185 0.09142
3705913753900 370591 3753900 0.09734 0.1358 0.12823 0.09617
3706113753900 370611 3753900 0.10064 0.14153 0.13504 0.10131
3706313753900 370631 3753900 0.10409 0.14762 0.14233 0.10689
3706513753900 370651 3753900 0.10801 0.15465 0.15003 0.11303
3706713753900 370671 3753900 0.1119 0.16175 0.15819 0.11965
3706913753900 370691 3753900 0.11576 0.16891 0.16721 0.12688
3707113753900 370711 3753900 0.11978 0.1765 0.17675 0.13476
3707313753900 370731 3753900 0.12389 0.18442 0.18693 0.14339
3707513753900 370751 3753900 0.12801 0.19249 0.19782 0.15283
3707713753900 370771 3753900 0.13232 0.20113 0.20914 0.16323
3707913753900 370791 3753900 0.13677 0.21021 0.22092 0.17468
3708113753900 370811 3753900 0.14119 0.21944 0.23322 0.18728
3708313753900 370831 3753900 0.14567 0.22899 0.24579 0.2012
3708513753900 370851 3753900 0.15014 0.23871 0.25854 0.21658
3708713753900 370871 3753900 0.15462 0.24865 0.27118 0.23359
3708913753900 370891 3753900 0.15894 0.25837 0.28375 0.25237
3709113753900 370911 3753900 0.16315 0.26801 0.29584 0.27313
3709313753900 370931 3753900 0.16717 0.27726 0.30729 0.29606
3709513753900 370951 3753900 0.17096 0.28598 0.3178 0.32132
3709713753900 370971 3753900 0.17413 0.29308 0.32739 0.34885
3709913753900 370991 3753900 0.17843 0.30282 0.33167 0.37945
3710113753900 371011 3753900 0.1812 0.30828 0.33765 0.41205
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3710313753900 371031 3753900 0.18336 0.31155 0.34268 0.4473
3710513753900 371051 3753900 0.18469 0.31184 0.34763 0.48535
3710713753900 371071 3753900 0.18096 0.29885 0.3491 0.51777
3710913753900 371091 3753900 0.18197 0.2961 0.35088 0.55944
3711113753900 371111 3753900 0.18215 0.29031 0.35097 0.60122
3711313753900 371131 3753900 0.18366 0.28697 0.34379 0.63883
3711513753900 371151 3753900 0.18144 0.27404 0.33756 0.66939
3711713753900 371171 3753900 0.17807 0.25841 0.33214 0.69971
3711913753900 371191 3753900 0.17382 0.24147 0.32539 0.72468
3712113753900 371211 3753900 0.16871 0.22388 0.31765 0.74385
3712313753900 371231 3753900 0.16274 0.20616 0.30985 0.75888
3712513753900 371251 3753900 0.15643 0.18977 0.29666 0.75381
3712713753900 371271 3753900 0.14932 0.17378 0.28638 0.75182
3712913753900 371291 3753900 0.14184 0.15914 0.27547 0.74294
3713113753900 371311 3753900 0.13402 0.14576 0.26571 0.73321
3713313753900 371331 3753900 0.12638 0.13423 0.25133 0.70355
3713513753900 371351 3753900 0.11869 0.12386 0.23827 0.67402
3713713753900 371371 3753900 0.11121 0.11463 0.2251 0.64035
3713913753900 371391 3753900 0.10406 0.10639 0.21189 0.60332
3714113753900 371411 3753900 0.09732 0.09897 0.19895 0.5646
3714313753900 371431 3753900 0.09111 0.09233 0.18561 0.52231
3714513753900 371451 3753900 0.0854 0.08634 0.17297 0.48091
3714713753900 371471 3753900 0.08022 0.08097 0.16056 0.43924
3714913753900 371491 3753900 0.07552 0.07616 0.14888 0.39949
3715113753900 371511 3753900 0.07125 0.07184 0.13858 0.36413
3715313753900 371531 3753900 0.06734 0.06799 0.12934 0.33235
3715513753900 371551 3753900 0.06372 0.06455 0.12174 0.3061
3715713753900 371571 3753900 0.06038 0.06151 0.11478 0.28229
3715913753900 371591 3753900 0.05724 0.05881 0.10886 0.26229
3716113753900 371611 3753900 0.05416 0.05632 0.10372 0.24353
3716313753900 371631 3753900 0.05146 0.05429 0.09822 0.2258
3716513753900 371651 3753900 0.04891 0.05249 0.09331 0.21039
3716713753900 371671 3753900 0.04647 0.05088 0.08895 0.19696
3716913753900 371691 3753900 0.04419 0.04945 0.08502 0.18525
3717113753900 371711 3753900 0.04195 0.04812 0.08153 0.17494
3717313753900 371731 3753900 0.03991 0.04695 0.0783 0.16587
3717513753900 371751 3753900 0.038 0.04589 0.07534 0.15779
3717713753900 371771 3753900 0.03628 0.04496 0.07263 0.15061
3717913753900 371791 3753900 0.03471 0.04411 0.07013 0.14414
3718113753900 371811 3753900 0.03322 0.04331 0.0678 0.13825
3718313753900 371831 3753900 0.03185 0.04255 0.06562 0.13286
3705713753920 370571 3753920 0.09658 0.13449 0.12765 0.0935
3705913753920 370591 3753920 0.10004 0.14045 0.13463 0.09845
3706113753920 370611 3753920 0.10363 0.14672 0.14219 0.10382
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3706313753920 370631 3753920 0.10737 0.15339 0.15033 0.10966
3706513753920 370651 3753920 0.11153 0.16091 0.15874 0.11601
3706713753920 370671 3753920 0.11566 0.1685 0.16811 0.12294
3706913753920 370691 3753920 0.11992 0.17648 0.1783 0.13055
3707113753920 370711 3753920 0.12436 0.18497 0.18918 0.13886
3707313753920 370731 3753920 0.1289 0.1938 0.20106 0.14804
3707513753920 370751 3753920 0.13359 0.20313 0.21375 0.15811
3707713753920 370771 3753920 0.13826 0.2126 0.22763 0.16919
3707913753920 370791 3753920 0.14317 0.22278 0.24203 0.18144
3708113753920 370811 3753920 0.14822 0.23349 0.2571 0.19504
3708313753920 370831 3753920 0.15338 0.2447 0.27273 0.21014
3708513753920 370851 3753920 0.1585 0.25612 0.28891 0.22692
3708713753920 370871 3753920 0.1636 0.26773 0.30532 0.24559
3708913753920 370891 3753920 0.16878 0.27982 0.32147 0.26649
3709113753920 370911 3753920 0.17391 0.29202 0.33716 0.28982
3709313753920 370931 3753920 0.17874 0.30374 0.35228 0.31581
3709513753920 370951 3753920 0.18335 0.31501 0.36623 0.34479
3709713753920 370971 3753920 0.18749 0.32511 0.37852 0.37692
3709913753920 370991 3753920 0.19316 0.33918 0.38367 0.41311
3710113753920 371011 3753920 0.19681 0.34759 0.39212 0.45267
3710313753920 371031 3753920 0.19986 0.35379 0.39882 0.49604
3710513753920 371051 3753920 0.20235 0.35761 0.40255 0.5422
3710713753920 371071 3753920 0.19841 0.34329 0.40746 0.58567
3710913753920 371091 3753920 0.20018 0.34213 0.40997 0.63988
3711113753920 371111 3753920 0.20097 0.33698 0.41039 0.69533
3711313753920 371131 3753920 0.20318 0.33428 0.40259 0.74809
3711513753920 371151 3753920 0.20123 0.31975 0.39468 0.79032
3711713753920 371171 3753920 0.19773 0.30096 0.38948 0.83546
3711913753920 371191 3753920 0.19321 0.28035 0.38227 0.87319
3712113753920 371211 3753920 0.1877 0.25892 0.3732 0.90167
3712313753920 371231 3753920 0.18122 0.23747 0.36293 0.92087
3712513753920 371251 3753920 0.17417 0.21757 0.34608 0.91364
3712713753920 371271 3753920 0.16614 0.19784 0.33615 0.91955
3712913753920 371291 3753920 0.15698 0.17917 0.33102 0.93543
3713113753920 371311 3753920 0.14856 0.16398 0.31222 0.89905
3713313753920 371331 3753920 0.13987 0.1503 0.29415 0.85835
3713513753920 371351 3753920 0.13106 0.13799 0.27818 0.81916
3713713753920 371371 3753920 0.12251 0.12712 0.26177 0.77353
3713913753920 371391 3753920 0.11434 0.11748 0.24533 0.72376
3714113753920 371411 3753920 0.10668 0.10893 0.22882 0.67048
3714313753920 371431 3753920 0.09963 0.10136 0.2122 0.61442
3714513753920 371451 3753920 0.09319 0.09467 0.196 0.55825
3714713753920 371471 3753920 0.08733 0.08877 0.18081 0.50469
3714913753920 371491 3753920 0.08202 0.08356 0.16708 0.4559
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3715113753920 371511 3753920 0.07719 0.07898 0.15493 0.41254
3715313753920 371531 3753920 0.07278 0.07497 0.14417 0.37427
3715513753920 371551 3753920 0.06872 0.07147 0.13503 0.34194
3715713753920 371571 3753920 0.06495 0.0684 0.1272 0.3146
3715913753920 371591 3753920 0.06146 0.06575 0.11993 0.28981
3716113753920 371611 3753920 0.05802 0.06331 0.11526 0.273
3716313753920 371631 3753920 0.05494 0.06127 0.10937 0.2536
3716513753920 371651 3753920 0.05205 0.05948 0.10408 0.23691
3716713753920 371671 3753920 0.04934 0.05787 0.09935 0.22249
3716913753920 371691 3753920 0.04679 0.05644 0.09509 0.20994
3717113753920 371711 3753920 0.04441 0.05514 0.09122 0.19892
3717313753920 371731 3753920 0.04221 0.05396 0.08767 0.18916
3717513753920 371751 3753920 0.04015 0.05285 0.0844 0.18041
3717713753920 371771 3753920 0.03832 0.05187 0.08138 0.17255
3717913753920 371791 3753920 0.03667 0.05096 0.07856 0.16538
3718113753920 371811 3753920 0.03512 0.05007 0.07592 0.15879
3718313753920 371831 3753920 0.03371 0.04923 0.07345 0.15271
3705713753940 370571 3753940 0.09895 0.13857 0.13376 0.0956
3705913753940 370591 3753940 0.10267 0.14502 0.14138 0.10076
3706113753940 370611 3753940 0.10656 0.15189 0.14963 0.10636
3706313753940 370631 3753940 0.11064 0.15921 0.15856 0.11244
3706513753940 370651 3753940 0.11493 0.16702 0.16824 0.11906
3706713753940 370671 3753940 0.11941 0.17533 0.17876 0.12628
3706913753940 370691 3753940 0.12409 0.18419 0.19015 0.13417
3707113753940 370711 3753940 0.12894 0.19354 0.20266 0.14291
3707313753940 370731 3753940 0.13395 0.20339 0.2164 0.15262
3707513753940 370751 3753940 0.1392 0.21397 0.2311 0.16324
3707713753940 370771 3753940 0.1444 0.22466 0.24789 0.17524
3707913753940 370791 3753940 0.14992 0.2363 0.26536 0.18835
3708113753940 370811 3753940 0.15582 0.24905 0.28328 0.20298
3708313753940 370831 3753940 0.16174 0.26219 0.3026 0.2193
3708513753940 370851 3753940 0.1671 0.27439 0.3248 0.23744
3708713753940 370871 3753940 0.17304 0.28828 0.34604 0.2579
3708913753940 370891 3753940 0.17896 0.30249 0.36738 0.28089
3709113753940 370911 3753940 0.18495 0.31727 0.38833 0.30686
3709313753940 370931 3753940 0.19098 0.33252 0.40847 0.33627
3709513753940 370951 3753940 0.19665 0.34718 0.42703 0.36938
3709713753940 370971 3753940 0.2019 0.36096 0.44344 0.40665
3709913753940 370991 3753940 0.20899 0.37991 0.45192 0.44994
3710113753940 371011 3753940 0.21395 0.393 0.46179 0.49711
3710313753940 371031 3753940 0.21818 0.40349 0.47035 0.55017
3710513753940 371051 3753940 0.21713 0.39805 0.48126 0.60468
3710713753940 371071 3753940 0.21803 0.39708 0.48202 0.66446
3710913753940 371091 3753940 0.22082 0.39876 0.4855 0.73547
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3711113753940 371111 3753940 0.22251 0.39529 0.48646 0.80991
3711313753940 371131 3753940 0.2247 0.39122 0.48456 0.8883
3711513753940 371151 3753940 0.22423 0.37823 0.46729 0.94272
3711713753940 371171 3753940 0.22078 0.35576 0.46179 1.00764
3711913753940 371191 3753940 0.21634 0.33121 0.45071 1.05559
3712113753940 371211 3753940 0.21064 0.30531 0.43577 1.08545
3712313753940 371231 3753940 0.20283 0.27824 0.41961 1.10363
3712513753940 371251 3753940 0.19484 0.25212 0.40935 1.125
3712713753940 371271 3753940 0.18557 0.22694 0.40579 1.15933
3712913753940 371291 3753940 0.17584 0.20529 0.39003 1.14662
3713113753940 371311 3753940 0.1659 0.18632 0.3703 1.11048
3713313753940 371331 3753940 0.15573 0.16956 0.3501 1.06367
3713513753940 371351 3753940 0.14559 0.15484 0.32972 1.00855
3713713753940 371371 3753940 0.13574 0.14195 0.3089 0.94558
3713913753940 371391 3753940 0.12631 0.13063 0.28866 0.87975
3714113753940 371411 3753940 0.11752 0.1208 0.26754 0.80694
3714313753940 371431 3753940 0.10942 0.11226 0.24703 0.73374
3714513753940 371451 3753940 0.1019 0.10475 0.22964 0.6702
3714713753940 371471 3753940 0.09531 0.09849 0.20935 0.59566
3714913753940 371491 3753940 0.08925 0.09302 0.19287 0.53472
3715113753940 371511 3753940 0.08377 0.08833 0.17812 0.48049
3715313753940 371531 3753940 0.07878 0.0843 0.16527 0.43372
3715513753940 371551 3753940 0.0742 0.08083 0.1542 0.3941
3715713753940 371571 3753940 0.07 0.07786 0.14387 0.35811
3715913753940 371591 3753940 0.06602 0.07523 0.13637 0.33256
3716113753940 371611 3753940 0.06221 0.07288 0.1306 0.31277
3716313753940 371631 3753940 0.05876 0.07086 0.1241 0.29168
3716513753940 371651 3753940 0.05552 0.06905 0.1183 0.27354
3716713753940 371671 3753940 0.05252 0.06742 0.11305 0.25785
3716913753940 371691 3753940 0.04972 0.06592 0.10827 0.24412
3717113753940 371711 3753940 0.04715 0.06454 0.10389 0.23195
3717313753940 371731 3753940 0.04477 0.06325 0.09985 0.22103
3717513753940 371751 3753940 0.04259 0.06203 0.09608 0.21112
3717713753940 371771 3753940 0.04071 0.06092 0.09256 0.20205
3717913753940 371791 3753940 0.03899 0.05984 0.08923 0.19365
3718113753940 371811 3753940 0.03736 0.05877 0.08615 0.1859
3718313753940 371831 3753940 0.03592 0.05774 0.08322 0.17863
3705713753960 370571 3753960 0.10143 0.14288 0.14003 0.09775
3705913753960 370591 3753960 0.10536 0.14975 0.14835 0.10309
3706113753960 370611 3753960 0.10952 0.15714 0.15736 0.10886
3706313753960 370631 3753960 0.11389 0.16506 0.16716 0.1151
3706513753960 370651 3753960 0.11839 0.17331 0.1782 0.12211
3706713753960 370671 3753960 0.12321 0.18234 0.18999 0.12961
3706913753960 370691 3753960 0.12832 0.19211 0.20267 0.13769
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707113753960 370711 3753960 0.13356 0.20231 0.21711 0.14693
3707313753960 370731 3753960 0.13901 0.21316 0.23314 0.15722
3707513753960 370751 3753960 0.1447 0.22474 0.2508 0.16862
3707713753960 370771 3753960 0.15066 0.23718 0.27002 0.18121
3707913753960 370791 3753960 0.15682 0.25036 0.29126 0.19529
3708113753960 370811 3753960 0.16324 0.26446 0.31422 0.21096
3708313753960 370831 3753960 0.16996 0.27964 0.33855 0.22852
3708513753960 370851 3753960 0.17609 0.29389 0.36726 0.24817
3708713753960 370871 3753960 0.18279 0.30995 0.39526 0.2704
3708913753960 370891 3753960 0.18969 0.32701 0.42374 0.29565
3709113753960 370911 3753960 0.19682 0.34518 0.45231 0.32448
3709313753960 370931 3753960 0.20389 0.3638 0.4799 0.35737
3709513753960 370951 3753960 0.21086 0.38273 0.50558 0.39499
3709713753960 370971 3753960 0.2174 0.40103 0.52815 0.43791
3709913753960 370991 3753960 0.22382 0.41935 0.54741 0.48732
3710113753960 371011 3753960 0.22875 0.43363 0.56105 0.54247
3710313753960 371031 3753960 0.23325 0.44641 0.57073 0.60531
3710513753960 371051 3753960 0.23688 0.45584 0.57627 0.67585
3710713753960 371071 3753960 0.24012 0.46248 0.57965 0.75575
3710913753960 371091 3753960 0.24425 0.46894 0.58444 0.84937
3711113753960 371111 3753960 0.2471 0.46876 0.58618 0.95029
3711313753960 371131 3753960 0.25051 0.46731 0.58517 1.05956
3711513753960 371151 3753960 0.25098 0.45431 0.56303 1.14022
3711713753960 371171 3753960 0.24781 0.42759 0.55694 1.23408
3711913753960 371191 3753960 0.24271 0.39512 0.55218 1.32627
3712113753960 371211 3753960 0.23614 0.36068 0.5437 1.40108
3712313753960 371231 3753960 0.22763 0.32699 0.50164 1.37138
3712513753960 371251 3753960 0.21841 0.29412 0.48915 1.40128
3712713753960 371271 3753960 0.20893 0.26392 0.49644 1.47834
3712913753960 371291 3753960 0.19775 0.23683 0.47763 1.46339
3713113753960 371311 3753960 0.18633 0.21346 0.45194 1.4104
3713313753960 371331 3753960 0.17455 0.19297 0.42597 1.34396
3713513753960 371351 3753960 0.16274 0.17515 0.40033 1.26859
3713713753960 371371 3753960 0.1513 0.15987 0.37302 1.17921
3713913753960 371391 3753960 0.14026 0.14665 0.34842 1.0937
3714113753960 371411 3753960 0.1301 0.13557 0.32065 0.99237
3714313753960 371431 3753960 0.12074 0.12621 0.29401 0.89264
3714513753960 371451 3753960 0.11204 0.11819 0.27232 0.80981
3714713753960 371471 3753960 0.10424 0.11152 0.25055 0.72578
3714913753960 371491 3753960 0.09741 0.1061 0.22842 0.64268
3715113753960 371511 3753960 0.09115 0.10146 0.21017 0.57424
3715313753960 371531 3753960 0.08548 0.09754 0.19422 0.51582
3715513753960 371551 3753960 0.0803 0.09417 0.18056 0.46718
3715713753960 371571 3753960 0.07562 0.0913 0.16679 0.41963
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3715913753960 371591 3753960 0.07109 0.08866 0.15853 0.39233
3716113753960 371611 3753960 0.06681 0.08628 0.15171 0.36959
3716313753960 371631 3753960 0.06292 0.08416 0.14431 0.34609
3716513753960 371651 3753960 0.05932 0.08221 0.13759 0.32579
3716713753960 371671 3753960 0.05601 0.08041 0.13142 0.30799
3716913753960 371691 3753960 0.053 0.07871 0.12575 0.29213
3717113753960 371711 3753960 0.05024 0.07711 0.12051 0.27781
3717313753960 371731 3753960 0.04774 0.07556 0.11564 0.26475
3717513753960 371751 3753960 0.04545 0.07406 0.11108 0.25272
3717713753960 371771 3753960 0.04347 0.07264 0.10678 0.24153
3717913753960 371791 3753960 0.0417 0.07125 0.10273 0.23107
3718113753960 371811 3753960 0.04009 0.06988 0.09891 0.22128
3718313753960 371831 3753960 0.03865 0.06853 0.0953 0.21208
3705713753980 370571 3753980 0.10394 0.14728 0.14649 0.09986
3705913753980 370591 3753980 0.10806 0.15454 0.15562 0.10538
3706113753980 370611 3753980 0.11243 0.16237 0.16558 0.11138
3706313753980 370631 3753980 0.11694 0.17057 0.1768 0.11806
3706513753980 370651 3753980 0.1216 0.17918 0.18934 0.1253
3706713753980 370671 3753980 0.12686 0.18911 0.20248 0.13323
3706913753980 370691 3753980 0.13241 0.19983 0.21675 0.14168
3707113753980 370711 3753980 0.13811 0.21104 0.23315 0.15127
3707313753980 370731 3753980 0.14404 0.22298 0.25167 0.16204
3707513753980 370751 3753980 0.15026 0.23579 0.2724 0.17405
3707713753980 370771 3753980 0.15681 0.24962 0.29541 0.18738
3707913753980 370791 3753980 0.16371 0.26461 0.3208 0.20222
3708113753980 370811 3753980 0.17086 0.28057 0.34936 0.21899
3708313753980 370831 3753980 0.17833 0.29775 0.3808 0.23786
3708513753980 370851 3753980 0.18522 0.31411 0.41808 0.25899
3708713753980 370871 3753980 0.19284 0.33277 0.45529 0.28306
3708913753980 370891 3753980 0.2008 0.35299 0.49435 0.31062
3709113753980 370911 3753980 0.20919 0.37503 0.53446 0.34243
3709313753980 370931 3753980 0.21759 0.39799 0.57372 0.37906
3709513753980 370951 3753980 0.22584 0.42148 0.61022 0.42135
3709713753980 370971 3753980 0.23398 0.44553 0.64241 0.47049
3709913753980 370991 3753980 0.24182 0.46957 0.66896 0.5277
3710113753980 371011 3753980 0.24927 0.49311 0.68939 0.59451
3710313753980 371031 3753980 0.2584 0.5221 0.70774 0.67585
3710513753980 371051 3753980 0.26471 0.54221 0.71756 0.76766
3710713753980 371071 3753980 0.26474 0.5417 0.71085 0.86052
3710913753980 371091 3753980 0.2707 0.55616 0.71788 0.98483
3711113753980 371111 3753980 0.27531 0.56273 0.72149 1.12395
3711313753980 371131 3753980 0.2803 0.5664 0.72246 1.27907
3711513753980 371151 3753980 0.2824 0.55629 0.69135 1.39752
3711713753980 371171 3753980 0.27988 0.5251 0.68397 1.53418

Unmitigated Construction HRA-Resident (02-20-19).xlsx 25 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3711913753980 371191 3753980 0.27389 0.4807 0.69342 1.70299
3712113753980 371211 3753980 0.26753 0.43783 0.678 1.80193
3712313753980 371231 3753980 0.25895 0.39602 0.62724 1.77575
3712513753980 371251 3753980 0.24969 0.35336 0.62452 1.85642
3712713753980 371271 3753980 0.23701 0.31137 0.62413 1.93227
3712913753980 371291 3753980 0.22396 0.27645 0.60383 1.92244
3713113753980 371311 3753980 0.21071 0.2471 0.57071 1.84765
3713313753980 371331 3753980 0.19681 0.22159 0.54008 1.76495
3713513753980 371351 3753980 0.18292 0.20006 0.50729 1.66131
3713713753980 371371 3753980 0.1695 0.18219 0.47094 1.53452
3713913753980 371391 3753980 0.15664 0.16734 0.43578 1.40502
3714113753980 371411 3753980 0.14481 0.15537 0.39677 1.25657
3714313753980 371431 3753980 0.13384 0.14553 0.36172 1.12059
3714513753980 371451 3753980 0.12403 0.13765 0.326 0.98175
3714713753980 371471 3753980 0.11525 0.13123 0.29255 0.85278
3714913753980 371491 3753980 0.10721 0.1258 0.26703 0.75495
3715113753980 371511 3753980 0.09997 0.12123 0.2453 0.67349
3715313753980 371531 3753980 0.09339 0.11728 0.22743 0.6085
3715513753980 371551 3753980 0.0874 0.11382 0.21212 0.55491
3715713753980 371571 3753980 0.08192 0.11072 0.19869 0.50975
3715913753980 371591 3753980 0.07677 0.10787 0.18923 0.48009
3716113753980 371611 3753980 0.07188 0.10515 0.18119 0.4535
3716313753980 371631 3753980 0.06755 0.10268 0.17203 0.42579
3716513753980 371651 3753980 0.06363 0.10034 0.16362 0.40131
3716713753980 371671 3753980 0.06008 0.0981 0.15585 0.37929
3716913753980 371691 3753980 0.05685 0.09592 0.14871 0.3593
3717113753980 371711 3753980 0.0539 0.09379 0.14211 0.341
3717313753980 371731 3753980 0.05126 0.09171 0.13593 0.32405
3717513753980 371751 3753980 0.04891 0.08968 0.13012 0.30829
3717713753980 371771 3753980 0.0469 0.08773 0.12463 0.29348
3717913753980 371791 3753980 0.04511 0.0858 0.11946 0.27961
3718113753980 371811 3753980 0.04352 0.0839 0.1146 0.26663
3718313753980 371831 3753980 0.04213 0.08204 0.11001 0.25443
3705713754000 370571 3754000 0.10648 0.15171 0.15319 0.10191
3705913754000 370591 3754000 0.11081 0.1594 0.16315 0.10763
3706113754000 370611 3754000 0.11539 0.16766 0.17414 0.11387
3706313754000 370631 3754000 0.12023 0.17656 0.18631 0.12071
3706513754000 370651 3754000 0.1253 0.18602 0.20004 0.12834
3706713754000 370671 3754000 0.13067 0.19626 0.21529 0.13666
3706913754000 370691 3754000 0.13657 0.20774 0.23164 0.14558
3707113754000 370711 3754000 0.14264 0.21979 0.25064 0.15573
3707313754000 370731 3754000 0.14907 0.23288 0.27196 0.16698
3707513754000 370751 3754000 0.15591 0.24713 0.2959 0.17945
3707713754000 370771 3754000 0.16319 0.26274 0.3226 0.19325
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707913754000 370791 3754000 0.17084 0.27958 0.35309 0.20884
3708113754000 370811 3754000 0.17868 0.29734 0.38916 0.22693
3708313754000 370831 3754000 0.18689 0.31656 0.43015 0.24722
3708513754000 370851 3754000 0.19455 0.33513 0.47886 0.26983
3708713754000 370871 3754000 0.20337 0.35723 0.52956 0.29587
3708913754000 370891 3754000 0.21255 0.38112 0.58471 0.32584
3709113754000 370911 3754000 0.22204 0.40684 0.64266 0.36053
3709313754000 370931 3754000 0.23176 0.43437 0.70068 0.40091
3709513754000 370951 3754000 0.24177 0.46404 0.75567 0.44834
3709713754000 370971 3754000 0.25172 0.49495 0.80359 0.50412
3709913754000 370991 3754000 0.26192 0.52817 0.8432 0.57069
3710113754000 371011 3754000 0.27341 0.56705 0.87568 0.65193
3710313754000 371031 3754000 0.28423 0.60576 0.89136 0.74856
3710513754000 371051 3754000 0.29254 0.63668 0.90772 0.86293
3710713754000 371071 3754000 0.29145 0.63577 0.89105 0.97731
3710913754000 371091 3754000 0.30024 0.66414 0.90428 1.1442
3711113754000 371111 3754000 0.30755 0.68379 0.91331 1.33955
3711313754000 371131 3754000 0.315 0.69881 0.91905 1.56584
3711513754000 371151 3754000 0.3192 0.69542 0.87654 1.75007
3711713754000 371171 3754000 0.31756 0.65926 0.87166 1.96575
3711913754000 371191 3754000 0.31299 0.60729 0.86984 2.1785
3712113754000 371211 3754000 0.30607 0.54784 0.86046 2.3509
3712313754000 371231 3754000 0.29663 0.48603 0.84772 2.48096
3712513754000 371251 3754000 0.28495 0.42716 0.83074 2.56133
3712713754000 371271 3754000 0.27044 0.37216 0.82705 2.65273
3712913754000 371291 3754000 0.25514 0.32634 0.80662 2.65793
3713113754000 371311 3754000 0.23923 0.28843 0.77351 2.59161
3713313754000 371331 3754000 0.2229 0.25726 0.73309 2.47634
3713513754000 371351 3754000 0.20661 0.23212 0.686 2.31883
3713713754000 371371 3754000 0.1909 0.21232 0.63051 2.11625
3713913754000 371391 3754000 0.17599 0.19682 0.57167 1.89188
3714113754000 371411 3754000 0.16218 0.18479 0.51052 1.65341
3714313754000 371431 3754000 0.14934 0.17515 0.45831 1.44726
3714513754000 371451 3754000 0.13794 0.16759 0.40502 1.23787
3714713754000 371471 3754000 0.12764 0.16129 0.36067 1.06549
3714913754000 371491 3754000 0.11829 0.15584 0.32723 0.93779
3715113754000 371511 3754000 0.10989 0.15105 0.29958 0.83564
3715313754000 371531 3754000 0.10223 0.14668 0.27933 0.76425
3715513754000 371551 3754000 0.09534 0.14266 0.26027 0.69974
3715713754000 371571 3754000 0.08904 0.13886 0.24394 0.64684
3715913754000 371591 3754000 0.08323 0.13523 0.23123 0.60817
3716113754000 371611 3754000 0.07771 0.13166 0.22179 0.5789
3716313754000 371631 3754000 0.07295 0.12829 0.20964 0.54248
3716513754000 371651 3754000 0.06867 0.12501 0.19845 0.50951
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3716713754000 371671 3754000 0.06489 0.12182 0.18788 0.47923
3716913754000 371691 3754000 0.06148 0.11868 0.17825 0.45146
3717113754000 371711 3754000 0.05841 0.11562 0.16956 0.42598
3717313754000 371731 3754000 0.05569 0.11263 0.16143 0.40244
3717513754000 371751 3754000 0.05324 0.10969 0.15385 0.38071
3717713754000 371771 3754000 0.05125 0.10685 0.1466 0.36017
3717913754000 371791 3754000 0.04951 0.10408 0.13983 0.34106
3718113754000 371811 3754000 0.04798 0.10137 0.13351 0.32329
3718313754000 371831 3754000 0.04666 0.09873 0.12758 0.30669
3705713754020 370571 3754020 0.109 0.15611 0.16022 0.104
3705913754020 370591 3754020 0.11354 0.16422 0.17108 0.10991
3706113754020 370611 3754020 0.11836 0.17297 0.18311 0.11637
3706313754020 370631 3754020 0.12347 0.18243 0.19652 0.12346
3706513754020 370651 3754020 0.12889 0.19264 0.21154 0.13127
3706713754020 370671 3754020 0.13461 0.20364 0.22854 0.13995
3706913754020 370691 3754020 0.14082 0.21584 0.24723 0.14932
3707113754020 370711 3754020 0.1474 0.22905 0.26848 0.15974
3707313754020 370731 3754020 0.15433 0.24331 0.29298 0.17149
3707513754020 370751 3754020 0.16176 0.25898 0.32067 0.18446
3707713754020 370771 3754020 0.16969 0.27619 0.35222 0.19888
3707913754020 370791 3754020 0.17806 0.2949 0.38894 0.21526
3708113754020 370811 3754020 0.18688 0.3152 0.43219 0.23402
3708313754020 370831 3754020 0.19523 0.33507 0.48978 0.25641
3708513754020 370851 3754020 0.20433 0.35751 0.55171 0.28063
3708713754020 370871 3754020 0.21429 0.38301 0.622 0.3086
3708913754020 370891 3754020 0.22491 0.41133 0.70236 0.34108
3709113754020 370911 3754020 0.23589 0.44198 0.7907 0.37889
3709313754020 370931 3754020 0.24704 0.4747 0.88183 0.42312
3709513754020 370951 3754020 0.25871 0.51069 0.96931 0.4756
3709713754020 370971 3754020 0.27067 0.54972 1.04501 0.53833
3709913754020 370991 3754020 0.28509 0.59892 1.1108 0.61646
3710113754020 371011 3754020 0.29837 0.64788 1.14885 0.71005
3710313754020 371031 3754020 0.31076 0.69694 1.17549 0.82442
3710513754020 371051 3754020 0.32232 0.74567 1.1937 0.96577
3710713754020 371071 3754020 0.32179 0.75204 1.158 1.10976
3710913754020 371091 3754020 0.33397 0.80119 1.18362 1.3326
3711113754020 371111 3754020 0.34465 0.84237 1.20452 1.60859
3711313754020 371131 3754020 0.35534 0.8785 1.22176 1.94722
3711513754020 371151 3754020 0.36221 0.88946 1.16883 2.25886
3711713754020 371171 3754020 0.36212 0.8508 1.16927 2.61752
3711913754020 371191 3754020 0.35886 0.78696 1.1642 2.95032
3712113754020 371211 3754020 0.3521 0.70505 1.15782 3.23652
3712313754020 371231 3754020 0.34204 0.61701 1.14694 3.45068
3712513754020 371251 3754020 0.32876 0.53236 1.13519 3.60106
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3712713754020 371271 3754020 0.31191 0.45545 1.14189 3.76385
3712913754020 371291 3754020 0.29505 0.39643 1.09146 3.68449
3713113754020 371311 3754020 0.27586 0.34702 1.0573 3.62792
3713313754020 371331 3754020 0.25634 0.30937 1.00289 3.46895
3713513754020 371351 3754020 0.23669 0.28104 0.93972 3.25461
3713713754020 371371 3754020 0.21757 0.26018 0.86651 2.98436
3713913754020 371391 3754020 0.19949 0.24479 0.7841 2.66608
3714113754020 371411 3754020 0.18292 0.23327 0.6909 2.29781
3714313754020 371431 3754020 0.16761 0.22388 0.61089 1.97942
3714513754020 371451 3754020 0.15414 0.21618 0.53009 1.65947
3714713754020 371471 3754020 0.14202 0.20923 0.46594 1.40987
3714913754020 371491 3754020 0.13107 0.2027 0.41987 1.23637
3715113754020 371511 3754020 0.12128 0.19651 0.38289 1.10303
3715313754020 371531 3754020 0.1124 0.19052 0.35553 1.01016
3715513754020 371551 3754020 0.10439 0.18472 0.33188 0.93324
3715713754020 371571 3754020 0.09721 0.17907 0.30892 0.85938
3715913754020 371591 3754020 0.09063 0.17358 0.2912 0.80545
3716113754020 371611 3754020 0.08446 0.1682 0.27765 0.76385
3716313754020 371631 3754020 0.07937 0.16302 0.25965 0.70906
3716513754020 371651 3754020 0.07478 0.15795 0.24353 0.6593
3716713754020 371671 3754020 0.07071 0.15303 0.22908 0.6147
3716913754020 371691 3754020 0.06714 0.14826 0.21588 0.57407
3717113754020 371711 3754020 0.06403 0.14365 0.20386 0.53688
3717313754020 371731 3754020 0.06134 0.13918 0.19274 0.50274
3717513754020 371751 3754020 0.0589 0.13487 0.18261 0.47192
3717713754020 371771 3754020 0.05698 0.1307 0.17293 0.44294
3717913754020 371791 3754020 0.05534 0.12668 0.16397 0.41628
3718113754020 371811 3754020 0.05392 0.12279 0.1557 0.39182
3718313754020 371831 3754020 0.05267 0.11904 0.14808 0.36941
3705713754040 370571 3754040 0.11178 0.16091 0.16666 0.10548
3705913754040 370591 3754040 0.11652 0.16944 0.17848 0.11162
3706113754040 370611 3754040 0.12157 0.17868 0.19161 0.1183
3706313754040 370631 3754040 0.12696 0.18874 0.20619 0.12558
3706513754040 370651 3754040 0.13272 0.19969 0.22257 0.13357
3706713754040 370671 3754040 0.13887 0.21161 0.24102 0.14237
3706913754040 370691 3754040 0.14521 0.22415 0.26328 0.15276
3707113754040 370711 3754040 0.1522 0.23833 0.28747 0.16365
3707313754040 370731 3754040 0.1597 0.25392 0.3151 0.1757
3707513754040 370751 3754040 0.16767 0.27093 0.34739 0.1893
3707713754040 370771 3754040 0.17622 0.2897 0.38486 0.20449
3707913754040 370791 3754040 0.18531 0.31027 0.42937 0.22177
3708113754040 370811 3754040 0.19467 0.33214 0.48564 0.24237
3708313754040 370831 3754040 0.20384 0.35429 0.55731 0.26522
3708513754040 370851 3754040 0.21426 0.38042 0.63847 0.29101
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708713754040 370871 3754040 0.22545 0.40965 0.7369 0.32086
3708913754040 370891 3754040 0.23748 0.44248 0.85668 0.35573
3709113754040 370911 3754040 0.25012 0.47867 0.99814 0.39662
3709313754040 370931 3754040 0.263 0.51769 1.15352 0.44476
3709513754040 370951 3754040 0.27673 0.56164 1.30817 0.50251
3709713754040 370971 3754040 0.29099 0.61028 1.4391 0.57232
3709913754040 370991 3754040 0.30868 0.67383 1.54449 0.66086
3710113754040 371011 3754040 0.32457 0.73679 1.59991 0.76825
3710313754040 371031 3754040 0.34006 0.80369 1.63778 0.90298
3710513754040 371051 3754040 0.35509 0.8746 1.66499 1.07483
3710713754040 371071 3754040 0.35941 0.90702 1.6213 1.26891
3710913754040 371091 3754040 0.37473 0.98497 1.66293 1.56167
3711113754040 371111 3754040 0.38849 1.05763 1.69948 1.94811
3711313754040 371131 3754040 0.40195 1.12551 1.7363 2.46063
3711513754040 371151 3754040 0.41273 1.16951 1.67795 3.02479
3711713754040 371171 3754040 0.41534 1.13825 1.68294 3.66172
3711913754040 371191 3754040 0.41409 1.06112 1.67626 4.25182
3712113754040 371211 3754040 0.4083 0.94663 1.66899 4.74005
3712313754040 371231 3754040 0.39792 0.81446 1.66193 5.10246
3712513754040 371251 3754040 0.38311 0.68633 1.65752 5.36422
3712713754040 371271 3754040 0.3633 0.57368 1.69336 5.69266
3712913754040 371291 3754040 0.34399 0.49594 1.60726 5.53446
3713113754040 371311 3754040 0.32115 0.43518 1.56076 5.47438
3713313754040 371331 3754040 0.29724 0.39313 1.49942 5.32416
3713513754040 371351 3754040 0.27327 0.36498 1.41409 5.04941
3713713754040 371371 3754040 0.25002 0.34553 1.30084 4.63538
3713913754040 371391 3754040 0.22798 0.3307 1.16656 4.11555
3714113754040 371411 3754040 0.20782 0.31837 1.00968 3.4902
3714313754040 371431 3754040 0.18949 0.307 0.86473 2.90854
3714513754040 371451 3754040 0.17341 0.29629 0.7313 2.37485
3714713754040 371471 3754040 0.15903 0.28562 0.63273 1.99067
3714913754040 371491 3754040 0.14602 0.27502 0.56915 1.75605
3715113754040 371511 3754040 0.13445 0.26463 0.51847 1.57829
3715313754040 371531 3754040 0.12404 0.25452 0.47869 1.44574
3715513754040 371551 3754040 0.11486 0.24468 0.43899 1.31204
3715713754040 371571 3754040 0.10664 0.23518 0.40468 1.19815
3715913754040 371591 3754040 0.09932 0.22605 0.37432 1.09807
3716113754040 371611 3754040 0.09249 0.21734 0.35207 1.02511
3716313754040 371631 3754040 0.08702 0.20895 0.32538 0.9377
3716513754040 371651 3754040 0.08221 0.20091 0.30169 0.85985
3716713754040 371671 3754040 0.07804 0.19322 0.28073 0.79106
3716913754040 371691 3754040 0.07445 0.18591 0.26215 0.73008
3717113754040 371711 3754040 0.07137 0.17894 0.24543 0.67531
3717313754040 371731 3754040 0.0688 0.17229 0.23006 0.62593
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3717513754040 371751 3754040 0.06655 0.16595 0.21625 0.5819
3717713754040 371771 3754040 0.0648 0.15989 0.20339 0.54137
3717913754040 371791 3754040 0.06328 0.15411 0.1917 0.50484
3718113754040 371811 3754040 0.06199 0.14859 0.18099 0.47168
3718313754040 371831 3754040 0.06085 0.14333 0.17122 0.44165
3705713754060 370571 3754060 0.11447 0.16547 0.17359 0.10715
3705913754060 370591 3754060 0.11941 0.17436 0.18658 0.11357
3706113754060 370611 3754060 0.1247 0.18412 0.2008 0.12042
3706313754060 370631 3754060 0.13036 0.19473 0.21681 0.12796
3706513754060 370651 3754060 0.13637 0.20624 0.23508 0.13634
3706713754060 370671 3754060 0.14276 0.2187 0.25616 0.14574
3706913754060 370691 3754060 0.14965 0.23246 0.27999 0.15599
3707113754060 370711 3754060 0.15707 0.24763 0.30731 0.1673
3707313754060 370731 3754060 0.16508 0.26443 0.33876 0.1798
3707513754060 370751 3754060 0.17362 0.28281 0.37617 0.19399
3707713754060 370771 3754060 0.18278 0.30312 0.42065 0.20999
3707913754060 370791 3754060 0.19248 0.32531 0.47538 0.22846
3708113754060 370811 3754060 0.20215 0.34816 0.54752 0.24985
3708313754060 370831 3754060 0.21285 0.37437 0.63297 0.27345
3708513754060 370851 3754060 0.22445 0.40395 0.74012 0.30067
3708713754060 370871 3754060 0.23697 0.43722 0.8783 0.3323
3708913754060 370891 3754060 0.25051 0.47493 1.06 0.3694
3709113754060 370911 3754060 0.26484 0.51698 1.2975 0.41314
3709313754060 370931 3754060 0.27985 0.56367 1.59217 0.46515
3709513754060 370951 3754060 0.29593 0.61688 1.91067 0.52802
3709713754060 370971 3754060 0.31276 0.67667 2.17154 0.6047
3709913754060 370991 3754060 0.33372 0.75584 2.34926 0.70298
3710113754060 371011 3754060 0.35285 0.83651 2.4373 0.82429
3710313754060 371031 3754060 0.37213 0.92662 2.5047 0.98009
3710513754060 371051 3754060 0.39135 1.0271 2.56591 1.18481
3710713754060 371071 3754060 0.40402 1.10854 2.55347 1.44542
3710913754060 371091 3754060 0.42367 1.23343 2.62938 1.82869
3711113754060 371111 3754060 0.4418 1.36305 2.69375 2.37425
3711313754060 371131 3754060 0.45642 1.47526 2.73578 3.15292
3711513754060 371151 3754060 0.47201 1.58714 2.71081 4.24672
3711713754060 371171 3754060 0.47863 1.58785 2.72531 5.56101
3711913754060 371191 3754060 0.48058 1.50218 2.71435 6.80209
3712113754060 371211 3754060 0.47641 1.33554 2.71793 7.78575
3712313754060 371231 3754060 0.46694 1.13165 2.68947 8.35851
3712513754060 371251 3754060 0.4507 0.926 2.70466 8.87384
3712713754060 371271 3754060 0.42792 0.76063 2.78555 9.53357
3712913754060 371291 3754060 0.40365 0.65871 2.73584 9.672
3713113754060 371311 3754060 0.37615 0.59492 2.68392 9.7304
3713313754060 371331 3754060 0.34749 0.55849 2.57574 9.50533
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3713513754060 371351 3754060 0.31794 0.53295 2.4667 9.21883
3713713754060 371371 3754060 0.28969 0.51191 2.25492 8.44524
3713913754060 371391 3754060 0.26272 0.49041 1.99074 7.40565
3714113754060 371411 3754060 0.23844 0.46899 1.62268 5.9025
3714313754060 371431 3754060 0.2158 0.4465 1.34948 4.79017
3714513754060 371451 3754060 0.19641 0.42486 1.10271 3.78416
3714713754060 371471 3754060 0.1791 0.40347 0.9413 3.15548
3714913754060 371491 3754060 0.16354 0.38284 0.8327 2.7586
3715113754060 371511 3754060 0.14991 0.36322 0.73848 2.41807
3715313754060 371531 3754060 0.13778 0.34474 0.66267 2.14824
3715513754060 371551 3754060 0.12725 0.32728 0.59188 1.892
3715713754060 371571 3754060 0.11798 0.31093 0.53333 1.68204
3715913754060 371591 3754060 0.10985 0.29569 0.48524 1.51171
3716113754060 371611 3754060 0.10252 0.28147 0.44521 1.36802
3716313754060 371631 3754060 0.09682 0.26806 0.40567 1.22882
3716513754060 371651 3754060 0.09195 0.25547 0.37146 1.10922
3716713754060 371671 3754060 0.08787 0.24368 0.3416 1.00569
3716913754060 371691 3754060 0.08443 0.23265 0.31562 0.916
3717113754060 371711 3754060 0.08155 0.22233 0.29278 0.83779
3717313754060 371731 3754060 0.07921 0.2126 0.2722 0.76856
3717513754060 371751 3754060 0.07719 0.20349 0.25396 0.70781
3717713754060 371771 3754060 0.07563 0.19486 0.23728 0.65298
3717913754060 371791 3754060 0.07428 0.18673 0.22228 0.60421
3718113754060 371811 3754060 0.07308 0.17908 0.20879 0.56076
3718313754060 371831 3754060 0.07202 0.17186 0.19651 0.52165
3705713754080 370571 3754080 0.11719 0.16983 0.18102 0.10892
3705913754080 370591 3754080 0.12238 0.17927 0.19464 0.1153
3706113754080 370611 3754080 0.12792 0.18953 0.21 0.12231
3706313754080 370631 3754080 0.13379 0.20058 0.22779 0.13023
3706513754080 370651 3754080 0.14015 0.21281 0.24754 0.13872
3706713754080 370671 3754080 0.14691 0.22608 0.27059 0.14832
3706913754080 370691 3754080 0.15418 0.24069 0.29705 0.15889
3707113754080 370711 3754080 0.16205 0.25687 0.32764 0.17056
3707313754080 370731 3754080 0.17053 0.27476 0.36356 0.18359
3707513754080 370751 3754080 0.17952 0.29428 0.40727 0.19857
3707713754080 370771 3754080 0.18921 0.31592 0.46016 0.21545
3707913754080 370791 3754080 0.19969 0.3401 0.5249 0.23446
3708113754080 370811 3754080 0.21034 0.36552 0.60987 0.25611
3708313754080 370831 3754080 0.22211 0.39471 0.71583 0.28072
3708513754080 370851 3754080 0.2349 0.4277 0.85507 0.30916
3708713754080 370871 3754080 0.24877 0.46514 1.04597 0.34232
3708913754080 370891 3754080 0.264 0.50824 1.32049 0.3814
3709113754080 370911 3754080 0.28025 0.55685 1.73151 0.4277
3709313754080 370931 3754080 0.29762 0.61212 2.35769 0.48316
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3709513754080 370951 3754080 0.31631 0.67572 3.19272 0.55054
3709713754080 370971 3754080 0.33603 0.74829 3.85202 0.63336
3709913754080 370991 3754080 0.35951 0.8412 4.23727 0.73939
3710113754080 371011 3754080 0.38277 0.94432 4.43739 0.87349
3710313754080 371031 3754080 0.40663 1.06335 4.6292 1.04875
3710513754080 371051 3754080 0.43112 1.20295 4.79152 1.28502
3710713754080 371071 3754080 0.45452 1.35971 4.90073 1.61312
3710913754080 371091 3754080 0.47936 1.55407 5.02137 2.09636
3711113754080 371111 3754080 0.50148 1.76535 5.08312 2.83729
3711313754080 371131 3754080 0.52275 2.00318 5.17102 4.06477
3711513754080 371151 3754080 0.54255 2.24422 5.23226 6.20158
3711713754080 371171 3754080 0.5542 2.33273 5.30176 9.53793
3711913754080 371191 3754080 0.56029 2.24637 5.34512 13.04833
3712113754080 371211 3754080 0.55926 2.00108 5.37855 15.41418
3712313754080 371231 3754080 0.55032 1.65995 5.40467 17.01851
3712513754080 371251 3754080 0.53395 1.34306 5.41771 18.24637
3712713754080 371271 3754080 0.50977 1.13356 5.42469 19.19474
3712913754080 371291 3754080 0.48137 1.03477 5.39732 19.85266
3713113754080 371311 3754080 0.44782 0.98408 5.35163 20.26467
3713313754080 371331 3754080 0.41191 0.94217 5.26329 20.37978
3713513754080 371351 3754080 0.37519 0.89125 5.10576 20.08611
3713713754080 371371 3754080 0.33958 0.83471 4.79623 19.01348
3713913754080 371391 3754080 0.30603 0.77659 4.19774 16.56786
3714113754080 371411 3754080 0.27527 0.72029 3.24842 12.5929
3714313754080 371431 3754080 0.24768 0.66763 2.43817 9.18788
3714513754080 371451 3754080 0.22378 0.61966 1.92372 7.13865
3714713754080 371471 3754080 0.20285 0.57569 1.54009 5.63083
3714913754080 371491 3754080 0.18436 0.53559 1.27035 4.57312
3715113754080 371511 3754080 0.16839 0.49921 1.06457 3.76041
3715313754080 371531 3754080 0.15431 0.46635 0.91345 3.16997
3715513754080 371551 3754080 0.14242 0.43642 0.7892 2.68366
3715713754080 371571 3754080 0.13222 0.40924 0.69132 2.30542
3715913754080 371591 3754080 0.12355 0.38461 0.61342 2.00842
3716113754080 371611 3754080 0.1159 0.36234 0.5517 1.77381
3716313754080 371631 3754080 0.11008 0.34171 0.49624 1.56678
3716513754080 371651 3754080 0.10539 0.32275 0.44916 1.39353
3716713754080 371671 3754080 0.10168 0.30526 0.40863 1.24658
3716913754080 371691 3754080 0.09866 0.28911 0.37365 1.12159
3717113754080 371711 3754080 0.09612 0.27428 0.3437 1.01541
3717313754080 371731 3754080 0.09405 0.26052 0.3173 0.92329
3717513754080 371751 3754080 0.09229 0.24777 0.29409 0.84337
3717713754080 371771 3754080 0.09088 0.23583 0.2732 0.77238
3717913754080 371791 3754080 0.0896 0.22472 0.25462 0.71005
3718113754080 371811 3754080 0.08839 0.21438 0.23805 0.65512
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3718313754080 371831 3754080 0.08726 0.20471 0.22309 0.60612
3705713754100 370571 3754100 0.11993 0.17407 0.18853 0.11054
3705913754100 370591 3754100 0.12532 0.18387 0.20329 0.11712
3706113754100 370611 3754100 0.13106 0.19453 0.22005 0.12438
3706313754100 370631 3754100 0.13721 0.20612 0.23919 0.13243
3706513754100 370651 3754100 0.14382 0.21888 0.26098 0.14124
3706713754100 370671 3754100 0.15095 0.23291 0.28601 0.15096
3706913754100 370691 3754100 0.15863 0.24838 0.31512 0.16175
3707113754100 370711 3754100 0.16692 0.26548 0.34929 0.17378
3707313754100 370731 3754100 0.17581 0.28431 0.39016 0.18732
3707513754100 370751 3754100 0.18533 0.30505 0.43984 0.2026
3707713754100 370771 3754100 0.19554 0.32796 0.50097 0.21969
3707913754100 370791 3754100 0.20652 0.35343 0.5772 0.23905
3708113754100 370811 3754100 0.21839 0.38193 0.67435 0.26113
3708313754100 370831 3754100 0.23125 0.41404 0.80193 0.28649
3708513754100 370851 3754100 0.24548 0.45101 0.97733 0.31596
3708713754100 370871 3754100 0.26094 0.49309 1.23102 0.35035
3708913754100 370891 3754100 0.27775 0.54126 1.62519 0.39087
3709113754100 370911 3754100 0.29597 0.59652 2.30371 0.43906
3709313754100 370931 3754100 0.31578 0.66054 3.66129 0.49708
3709513754100 370951 3754100 0.33773 0.73655 4.72047 0.56814
3709713754100 370971 3754100 0.36056 0.8228 7.18409 0.6555
3709913754100 370991 3754100 0.38667 0.93012 6.64209 0.76692
3710113754100 371011 3754100 0.41483 1.05929 9.47446 0.91067
3710313754100 371031 3754100 0.44408 1.21258 7.83377 1.10052
3710513754100 371051 3754100 0.47462 1.39892 10.28508 1.36052
3710713754100 371071 3754100 0.50612 1.62919 8.347 1.73272
3710913754100 371091 3754100 0.5382 1.9197 10.72757 2.29848
3711113754100 371111 3754100 0.56989 2.29065 8.65353 3.23393
3711313754100 371131 3754100 0.59972 2.75857 11.03596 4.98943
3711513754100 371151 3754100 0.62617 3.29866 8.8725 9.00575
3711713754100 371171 3754100 0.64718 3.6851 11.28626 19.47587
3711913754100 371191 3754100 0.66118 3.66029 9.04612 32.39151
3712113754100 371211 3754100 0.66564 3.33711 11.50183 40.66123
3712313754100 371231 3754100 0.66002 2.88624 9.17658 45.90205
3712513754100 371251 3754100 0.64376 2.43094 8.96318 49.43609
3712713754100 371271 3754100 0.61755 2.23948 9.26455 51.88243
3712913754100 371291 3754100 0.58258 2.16797 8.97258 53.6588
3713113754100 371311 3754100 0.54127 2.01097 9.26745 55.14083
3713313754100 371331 3754100 0.49584 1.79591 8.84842 56.01266
3713513754100 371351 3754100 0.44928 1.58554 9.03047 56.37337
3713713754100 371371 3754100 0.40372 1.39891 8.21509 55.22792
3713913754100 371391 3754100 0.36109 1.23968 7.41076 50.1402
3714113754100 371411 3754100 0.32232 1.10486 6.15025 35.32378
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3714313754100 371431 3754100 0.28789 0.99072 5.17596 21.57875
3714513754100 371451 3754100 0.25785 0.89362 3.31097 13.55642
3714713754100 371471 3754100 0.23187 0.81044 2.35876 9.37945
3714913754100 371491 3754100 0.20972 0.73875 1.80023 6.95074
3715113754100 371511 3754100 0.19092 0.67647 1.43758 5.39576
3715313754100 371531 3754100 0.17517 0.62198 1.18511 4.33017
3715513754100 371551 3754100 0.1619 0.57409 0.99949 3.56036
3715713754100 371571 3754100 0.15106 0.53169 0.85822 2.98437
3715913754100 371591 3754100 0.14228 0.494 0.74748 2.54041
3716113754100 371611 3754100 0.13533 0.46028 0.65868 2.19039
3716313754100 371631 3754100 0.12975 0.43011 0.58645 1.90966
3716513754100 371651 3754100 0.12542 0.40281 0.52647 1.68068
3716713754100 371671 3754100 0.12207 0.37804 0.47574 1.49049
3716913754100 371691 3754100 0.11949 0.35543 0.43223 1.32998
3717113754100 371711 3754100 0.11731 0.33486 0.39504 1.19487
3717313754100 371731 3754100 0.11554 0.31595 0.36248 1.07838
3717513754100 371751 3754100 0.11387 0.29868 0.33434 0.97909
3717713754100 371771 3754100 0.11239 0.2827 0.30927 0.89194
3717913754100 371791 3754100 0.11094 0.26796 0.28711 0.81593
3718113754100 371811 3754100 0.10947 0.25435 0.26743 0.74933
3718313754100 371831 3754100 0.10797 0.24172 0.24978 0.69035
3705713754120 370571 3754120 0.12281 0.17829 0.19544 0.11166
3705913754120 370591 3754120 0.12842 0.1885 0.21116 0.11832
3706113754120 370611 3754120 0.13448 0.19973 0.22875 0.12552
3706313754120 370631 3754120 0.14094 0.21193 0.24913 0.13361
3706513754120 370651 3754120 0.14794 0.22544 0.27218 0.14238
3706713754120 370671 3754120 0.15539 0.2401 0.29954 0.15237
3706913754120 370691 3754120 0.16345 0.25635 0.33137 0.16341
3707113754120 370711 3754120 0.1722 0.27441 0.36879 0.17565
3707313754120 370731 3754120 0.1817 0.29456 0.41338 0.18929
3707513754120 370751 3754120 0.1917 0.31636 0.46941 0.20514
3707713754120 370771 3754120 0.20235 0.34031 0.53878 0.22259
3707913754120 370791 3754120 0.21347 0.36621 0.62452 0.24209
3708113754120 370811 3754120 0.22599 0.39634 0.73489 0.26443
3708313754120 370831 3754120 0.23972 0.43069 0.88302 0.29012
3708513754120 370851 3754120 0.25616 0.47325 1.09698 0.32057
3708713754120 370871 3754120 0.27402 0.52182 1.41646 0.35602
3708913754120 370891 3754120 0.2925 0.57512 1.93458 0.3974
3709113754120 370911 3754120 0.31312 0.63804 2.9084 0.44683
3709313754120 370931 3754120 0.33526 0.71032 5.16903 0.50619
3709513754120 370951 3754120 0.36014 0.79748 5.79231 0.57897
3709713754120 370971 3754120 0.3869 0.89974 6.20787 0.669
3709913754120 370991 3754120 0.41766 1.02846 10.74663 0.78364
3710113754120 371011 3754120 0.45074 1.18429 14.18611 0.93144
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3710313754120 371031 3754120 0.48632 1.37674 11.3076 1.12764
3710513754120 371051 3754120 0.52415 1.61816 14.52989 1.3974
3710713754120 371071 3754120 0.56447 1.93184 11.58159 1.78591
3710913754120 371091 3754120 0.6061 2.34734 14.64413 2.38139
3711113754120 371111 3754120 0.64785 2.91608 11.68527 3.38025
3711313754120 371131 3754120 0.68999 3.75512 14.64663 5.31767
3711513754120 371151 3754120 0.72997 4.99003 11.75399 10.14713
3711713754120 371171 3754120 0.76517 6.03713 14.63322 15.98058
3712713754120 371271 3754120 0.76413 6.45953 13.73496 63.22871
3712913754120 371291 3754120 0.72544 5.53385 14.22934 63.93131
3713113754120 371311 3754120 0.67369 4.29033 13.50671 63.83774
3713313754120 371331 3754120 0.61512 3.37256 13.88602 63.16748
3713513754120 371351 3754120 0.55267 2.71664 13.03827 74.42593
3713713754120 371371 3754120 0.49303 2.25163 13.04363 71.73119
3713913754120 371391 3754120 0.43593 1.89938 11.24437 64.27768
3714113754120 371411 3754120 0.38376 1.62788 10.92801 55.55462
3714313754120 371431 3754120 0.33902 1.41604 6.52834 31.34751
3714513754120 371451 3754120 0.30165 1.24653 4.12956 18.24264
3714713754120 371471 3754120 0.27035 1.10702 2.92117 12.26367
3714913754120 371491 3754120 0.24353 0.99083 2.1888 8.81595
3715113754120 371511 3754120 0.22158 0.89303 1.72213 6.69621
3715313754120 371531 3754120 0.20377 0.80992 1.40105 5.27759
3715513754120 371551 3754120 0.18955 0.73863 1.16752 4.26954
3715713754120 371571 3754120 0.17865 0.67665 0.99379 3.53737
3715913754120 371591 3754120 0.17042 0.6224 0.85979 2.98504
3716113754120 371611 3754120 0.16418 0.57471 0.75293 2.55302
3716313754120 371631 3754120 0.15949 0.53247 0.66649 2.21015
3716513754120 371651 3754120 0.15588 0.49486 0.59542 1.93352
3716713754120 371671 3754120 0.15304 0.46115 0.53594 1.70631
3716913754120 371691 3754120 0.15068 0.43079 0.48548 1.51685
3717113754120 371711 3754120 0.14856 0.40336 0.44223 1.3571
3717313754120 371731 3754120 0.1466 0.37842 0.40468 1.22063
3717513754120 371751 3754120 0.14464 0.3557 0.3719 1.10332
3717713754120 371771 3754120 0.14259 0.33496 0.34316 1.002
3717913754120 371791 3754120 0.14044 0.31598 0.31781 0.91393
3718113754120 371811 3754120 0.13815 0.29857 0.29535 0.837
3718313754120 371831 3754120 0.13575 0.28253 0.27528 0.76914
3705713754140 370571 3754140 0.12568 0.18217 0.20239 0.11262
3705913754140 370591 3754140 0.13158 0.19286 0.21875 0.11919
3706113754140 370611 3754140 0.1379 0.20463 0.23702 0.12627
3706313754140 370631 3754140 0.14464 0.21745 0.25848 0.13411
3706513754140 370651 3754140 0.15201 0.23149 0.28298 0.14312
3706713754140 370671 3754140 0.15993 0.24702 0.31161 0.15294
3706913754140 370691 3754140 0.16849 0.26425 0.34507 0.1638
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707113754140 370711 3754140 0.17771 0.28312 0.38609 0.17634
3707313754140 370731 3754140 0.18744 0.30367 0.43686 0.19085
3707513754140 370751 3754140 0.19766 0.32589 0.4991 0.20678
3707713754140 370771 3754140 0.20833 0.34988 0.57329 0.22401
3707913754140 370791 3754140 0.22066 0.37841 0.66746 0.24367
3708113754140 370811 3754140 0.23432 0.41113 0.79116 0.26619
3708313754140 370831 3754140 0.24931 0.44843 0.95905 0.29209
3708513754140 370851 3754140 0.26694 0.49389 1.20382 0.32263
3708713754140 370871 3754140 0.28689 0.54779 1.5789 0.35841
3708913754140 370891 3754140 0.30727 0.60635 2.19414 0.39994
3709113754140 370911 3754140 0.32992 0.67531 3.3663 0.4494
3709313754140 370931 3754140 0.35529 0.75762 6.10744 0.50902
3709513754140 370951 3754140 0.38353 0.85633 6.37626 0.58173
3709713754140 370971 3754140 0.4153 0.97708 13.3096 0.67182
3709913754140 370991 3754140 0.45171 1.12968 9.54596 0.78522
3710113754140 371011 3754140 0.49069 1.31457 8.32291 0.9299
3710313754140 371031 3754140 0.53353 1.54845 7.93134 1.11975
3710513754140 371051 3754140 0.58008 1.84952 7.83452 1.37907
3710713754140 371071 3754140 0.63072 2.25221 7.81167 1.74637
3710913754140 371091 3754140 0.68599 2.82192 7.75829 2.28849
3711113754140 371111 3754140 0.7441 3.66287 7.74126 3.1544
3711313754140 371131 3754140 0.80324 4.99074 7.76372 4.6664
3711513754140 371151 3754140 0.85991 7.08374 7.85033 7.57053
3711713754140 371171 3754140 0.91078 8.95517 7.94667 12.79241
3712713754140 371271 3754140 0.96425 12.51162 7.77793 34.57462
3712913754140 371291 3754140 0.91928 10.07766 7.6179 35.0922
3713113754140 371311 3754140 0.85499 7.25153 7.48469 35.34255
3713313754140 371331 3754140 0.77766 5.34931 7.33999 35.26292
3713513754140 371351 3754140 0.69471 4.11781 7.12051 34.58303
3713713754140 371371 3754140 0.61179 3.28157 6.77347 33.06874
3714113754140 371411 3754140 0.4665 2.25283 5.33799 25.34795
3714313754140 371431 3754140 0.40647 1.91835 4.4682 20.5562
3714513754140 371451 3754140 0.35895 1.6593 3.5442 15.60409
3714713754140 371471 3754140 0.32041 1.45116 2.78586 11.75286
3714913754140 371491 3754140 0.28902 1.28153 2.21565 8.9876
3715113754140 371511 3754140 0.26449 1.14143 1.79898 7.04618
3715313754140 371531 3754140 0.24587 1.02414 1.49079 5.65667
3715513754140 371551 3754140 0.23178 0.92543 1.25117 4.60094
3715713754140 371571 3754140 0.22212 0.84007 1.07513 3.8523
3715913754140 371591 3754140 0.21511 0.76656 0.93284 3.25832
3716113754140 371611 3754140 0.20989 0.70285 0.8174 2.78569
3716313754140 371631 3754140 0.20611 0.64663 0.72474 2.41586
3716513754140 371651 3754140 0.20303 0.59695 0.6477 2.11424
3716713754140 371671 3754140 0.20014 0.55299 0.58321 1.86654
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3716913754140 371691 3754140 0.19735 0.51364 0.52815 1.65863
3717113754140 371711 3754140 0.19443 0.47835 0.48086 1.48304
3717313754140 371731 3754140 0.19134 0.4465 0.43972 1.33275
3717513754140 371751 3754140 0.18796 0.41778 0.40403 1.2044
3717713754140 371771 3754140 0.18437 0.39165 0.37252 1.0928
3717913754140 371791 3754140 0.18054 0.36789 0.34471 0.99579
3718113754140 371811 3754140 0.17652 0.34626 0.32014 0.91127
3718313754140 371831 3754140 0.17237 0.32642 0.29814 0.83663
3705713754160 370571 3754160 0.12853 0.18568 0.20907 0.11331
3705913754160 370591 3754160 0.1347 0.19677 0.22617 0.11981
3706113754160 370611 3754160 0.14133 0.20896 0.24541 0.12687
3706313754160 370631 3754160 0.14812 0.22212 0.26992 0.13438
3706513754160 370651 3754160 0.15564 0.2365 0.29648 0.14306
3706713754160 370671 3754160 0.16395 0.25273 0.32633 0.15286
3706913754160 370691 3754160 0.17302 0.27085 0.36103 0.16379
3707113754160 370711 3754160 0.18302 0.29057 0.40379 0.17685
3707313754160 370731 3754160 0.19323 0.31195 0.45842 0.19141
3707513754160 370751 3754160 0.20383 0.33482 0.52496 0.20714
3707713754160 370771 3754160 0.21508 0.35989 0.60397 0.22421
3707913754160 370791 3754160 0.22836 0.3903 0.7062 0.2438
3708113754160 370811 3754160 0.24324 0.42549 0.84165 0.26626
3708313754160 370831 3754160 0.25957 0.46566 1.0264 0.29204
3708513754160 370851 3754160 0.27824 0.51335 1.29408 0.3221
3708713754160 370871 3754160 0.29995 0.57126 1.70958 0.35743
3708913754160 370891 3754160 0.32234 0.63473 2.39006 0.39834
3709113754160 370911 3754160 0.34847 0.71283 3.69607 0.44715
3709313754160 370931 3754160 0.37616 0.80166 6.7302 0.50526
3709513754160 370951 3754160 0.40727 0.90893 5.94963 0.57573
3709713754160 370971 3754160 0.44477 1.04838 11.47602 0.66275
3709913754160 370991 3754160 0.48554 1.2167 7.64999 0.77028
3710113754160 371011 3754160 0.53103 1.42763 5.95858 0.90563
3710313754160 371031 3754160 0.58196 1.69848 5.17012 1.08043
3710513754160 371051 3754160 0.63837 2.05224 4.81414 1.31463
3710713754160 371071 3754160 0.70129 2.53419 4.63872 1.63471
3710913754160 371091 3754160 0.77254 3.2358 4.49164 2.07458
3711113754160 371111 3754160 0.84566 4.29254 4.30305 2.67647
3711313754160 371131 3754160 0.92834 6.02877 4.31263 3.62257
3711513754160 371151 3754160 1.01447 8.75086 4.44904 5.09518
3711713754160 371171 3754160 1.08906 10.86607 4.58004 7.05999
3712713754160 371271 3754160 1.24439 15.80856 4.46917 15.51034
3712913754160 371291 3754160 1.18956 12.91571 4.40892 16.41957
3713113754160 371311 3754160 1.10804 9.52163 4.32853 16.96008
3714113754160 371411 3754160 0.5782 2.90387 3.23588 13.63088
3714313754160 371431 3754160 0.49897 2.44928 2.94135 12.29228
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3714513754160 371451 3754160 0.43818 2.09845 2.61205 10.75358
3714713754160 371471 3754160 0.39198 1.81962 2.26989 9.14281
3714913754160 371491 3754160 0.35718 1.59364 1.95132 7.66248
3715113754160 371511 3754160 0.33182 1.40847 1.67296 6.39603
3715313754160 371531 3754160 0.31423 1.25473 1.43892 5.35698
3715513754160 371551 3754160 0.30219 1.12597 1.24219 4.50069
3715713754160 371571 3754160 0.29456 1.01548 1.08646 3.84574
3715913754160 371591 3754160 0.289 0.92102 0.95548 3.30387
3716113754160 371611 3754160 0.28428 0.83999 0.84412 2.85029
3716313754160 371631 3754160 0.28037 0.76825 0.75413 2.49415
3716513754160 371651 3754160 0.27608 0.70572 0.67744 2.19591
3716713754160 371671 3754160 0.27138 0.6504 0.61218 1.94684
3716913754160 371691 3754160 0.26616 0.6014 0.55613 1.73675
3717113754160 371711 3754160 0.26042 0.55766 0.5076 1.55779
3717313754160 371731 3754160 0.25424 0.5184 0.46517 1.40376
3717513754160 371751 3754160 0.24766 0.48338 0.42843 1.27256
3717713754160 371771 3754160 0.24085 0.45137 0.39534 1.15595
3717913754160 371791 3754160 0.23382 0.42244 0.36612 1.05448
3718113754160 371811 3754160 0.2267 0.39633 0.34034 0.96623
3718313754160 371831 3754160 0.21954 0.37248 0.3172 0.88806
3705713754180 370571 3754180 0.1313 0.18863 0.21534 0.11371
3705913754180 370591 3754180 0.13779 0.2002 0.23309 0.12005
3706113754180 370611 3754180 0.14475 0.21287 0.25285 0.12686
3706313754180 370631 3754180 0.15182 0.22637 0.27826 0.13436
3706513754180 370651 3754180 0.15963 0.24114 0.30639 0.14294
3706713754180 370671 3754180 0.1683 0.25785 0.33797 0.15263
3706913754180 370691 3754180 0.1778 0.27658 0.37463 0.16347
3707113754180 370711 3754180 0.1883 0.29702 0.41997 0.17652
3707313754180 370731 3754180 0.19895 0.31901 0.47793 0.191
3707513754180 370751 3754180 0.21028 0.34308 0.54744 0.20631
3707713754180 370771 3754180 0.2222 0.36927 0.6311 0.22312
3707913754180 370791 3754180 0.23633 0.40106 0.73975 0.24236
3708113754180 370811 3754180 0.25262 0.43883 0.88539 0.26452
3708313754180 370831 3754180 0.2696 0.47999 1.08046 0.28953
3708513754180 370851 3754180 0.28973 0.53039 1.36637 0.31883
3708713754180 370871 3754180 0.31293 0.591 1.80938 0.35303
3708913754180 370891 3754180 0.33789 0.65993 2.54171 0.39267
3709113754180 370911 3754180 0.36656 0.74349 3.9538 0.4395
3709313754180 370931 3754180 0.39739 0.83961 7.32321 0.49498
3709513754180 370951 3754180 0.43184 0.95491 6.19143 0.56164
3709713754180 370971 3754180 0.47456 1.10827 10.3332 0.64245
3709913754180 370991 3754180 0.52135 1.29399 6.69742 0.73928
3710113754180 371011 3754180 0.57407 1.52782 5.02264 0.85997
3710313754180 371031 3754180 0.63388 1.82948 4.14709 1.01313
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3710513754180 371051 3754180 0.70176 2.22848 3.66017 1.21133
3710713754180 371071 3754180 0.77889 2.77394 3.3814 1.4716
3710913754180 371091 3754180 0.86403 3.55971 3.16712 1.80061
3711113754180 371111 3754180 0.96252 4.7344 3.07383 2.25172
3711313754180 371131 3754180 1.07527 6.62355 3.04481 2.85407
3711513754180 371151 3754180 1.19233 9.49887 3.06069 3.62753
3711713754180 371171 3754180 1.31002 11.9609 3.0868 4.51724
3712713754180 371271 3754180 1.65515 17.60038 2.94296 8.13631
3712913754180 371291 3754180 1.59701 14.63784 2.89548 8.70502
3713113754180 371311 3754180 1.49448 11.0351 2.83638 9.12037
3714113754180 371411 3754180 0.74256 3.50889 2.22851 8.23716
3714313754180 371431 3754180 0.63771 2.95633 2.08637 7.76513
3714513754180 371451 3754180 0.56292 2.52631 1.92675 7.17167
3714713754180 371471 3754180 0.50849 2.18325 1.77434 6.58203
3714913754180 371491 3754180 0.47287 1.90513 1.60993 5.913
3715113754180 371511 3754180 0.44981 1.67711 1.4495 5.24918
3715313754180 371531 3754180 0.43558 1.4878 1.29792 4.62154
3715513754180 371551 3754180 0.42638 1.32885 1.15999 4.05518
3715713754180 371571 3754180 0.41931 1.19423 1.03716 3.55657
3715913754180 371591 3754180 0.41259 1.07881 0.92969 3.12744
3716113754180 371611 3754180 0.405 0.98001 0.83375 2.74741
3716313754180 371631 3754180 0.39659 0.89312 0.75337 2.43795
3716513754180 371651 3754180 0.38693 0.81717 0.68333 2.17253
3716713754180 371671 3754180 0.3762 0.75036 0.62218 1.94435
3716913754180 371691 3754180 0.36465 0.69124 0.56862 1.74765
3717113754180 371711 3754180 0.35254 0.63879 0.52148 1.57698
3717313754180 371731 3754180 0.34012 0.59203 0.47993 1.42888
3717513754180 371751 3754180 0.32759 0.55052 0.44366 1.30187
3717713754180 371771 3754180 0.31504 0.51254 0.41062 1.18719
3717913754180 371791 3754180 0.30262 0.47833 0.38121 1.08653
3718113754180 371811 3754180 0.29049 0.44749 0.35503 0.99816
3718313754180 371831 3754180 0.2787 0.41956 0.33158 0.91997
3705713754200 370571 3754200 0.13378 0.19072 0.22082 0.1135
3705913754200 370591 3754200 0.14046 0.20245 0.23983 0.12013
3706113754200 370611 3754200 0.14781 0.21556 0.26106 0.12714
3706313754200 370631 3754200 0.15559 0.23013 0.285 0.13391
3706513754200 370651 3754200 0.16364 0.24517 0.31436 0.14227
3706713754200 370671 3754200 0.17254 0.26206 0.3477 0.15166
3706913754200 370691 3754200 0.18249 0.28129 0.3861 0.16232
3707113754200 370711 3754200 0.19361 0.30256 0.43312 0.17497
3707313754200 370731 3754200 0.20477 0.32514 0.49398 0.18928
3707513754200 370751 3754200 0.21683 0.35021 0.56658 0.20429
3707713754200 370771 3754200 0.22975 0.3779 0.65489 0.22076
3707913754200 370791 3754200 0.24465 0.4107 0.76863 0.23943
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708113754200 370811 3754200 0.26113 0.44817 0.91842 0.26061
3708313754200 370831 3754200 0.27976 0.49198 1.12424 0.28487
3708513754200 370851 3754200 0.30139 0.5446 1.42429 0.31298
3708713754200 370871 3754200 0.32637 0.60788 1.89097 0.34559
3708913754200 370891 3754200 0.35421 0.68204 2.67361 0.38327
3709113754200 370911 3754200 0.38434 0.76703 4.2028 0.42719
3709313754200 370931 3754200 0.41865 0.86958 7.99543 0.479
3709513754200 370951 3754200 0.45668 0.99125 5.574 0.5406
3709713754200 370971 3754200 0.5041 1.15314 9.55271 0.61361
3709913754200 370991 3754200 0.55854 1.35771 5.92144 0.69359
3710113754200 371011 3754200 0.61531 1.60314 4.36899 0.795
3710313754200 371031 3754200 0.68352 1.92312 3.58435 0.92582
3710513754200 371051 3754200 0.76269 2.34856 3.09541 1.08828
3710713754200 371071 3754200 0.85433 2.92821 2.7755 1.28985
3710913754200 371091 3754200 0.96187 3.75603 2.56807 1.54145
3711113754200 371111 3754200 1.09116 5.0146 2.44624 1.85753
3711313754200 371131 3754200 1.24088 6.95736 2.37838 2.24396
3711513754200 371151 3754200 1.40451 9.92811 2.33516 2.68285
3711713754200 371171 3754200 1.58726 12.7709 2.29734 3.13055
3714113754200 371411 3754200 1.00969 4.01437 1.6603 5.31889
3714313754200 371431 3754200 0.87535 3.3975 1.56552 5.08769
3714513754200 371451 3754200 0.7826 2.90832 1.48233 4.88613
3714713754200 371471 3754200 0.72553 2.51517 1.39782 4.65244
3714913754200 371491 3754200 0.69339 2.19426 1.30848 4.37252
3715113754200 371511 3754200 0.67462 1.9298 1.21823 4.06851
3715313754200 371531 3754200 0.6614 1.70954 1.12674 3.74351
3715513754200 371551 3754200 0.64855 1.52399 1.03629 3.41304
3715713754200 371571 3754200 0.63351 1.3665 0.95006 3.09434
3715913754200 371591 3754200 0.61562 1.23159 0.86965 2.79658
3716113754200 371611 3754200 0.59518 1.1161 0.79475 2.51749
3716313754200 371631 3754200 0.57282 1.01503 0.7277 2.27224
3716513754200 371651 3754200 0.54921 0.92647 0.66774 2.05551
3716713754200 371671 3754200 0.52497 0.84868 0.61394 1.86311
3716913754200 371691 3754200 0.50062 0.77992 0.56576 1.69282
3717113754200 371711 3754200 0.47668 0.71925 0.52253 1.54191
3717313754200 371731 3754200 0.45336 0.66522 0.48398 1.40925
3717513754200 371751 3754200 0.43084 0.61685 0.44938 1.2913
3717713754200 371771 3754200 0.4092 0.57306 0.41778 1.1846
3717913754200 371791 3754200 0.38858 0.53369 0.38936 1.08979
3718113754200 371811 3754200 0.36904 0.49819 0.36371 1.00528
3718313754200 371831 3754200 0.35062 0.46623 0.34073 0.93041
3705713754220 370571 3754220 0.13619 0.1923 0.22507 0.11272
3705913754220 370591 3754220 0.14312 0.20423 0.24487 0.11925
3706113754220 370611 3754220 0.15089 0.21781 0.26722 0.12636
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3706313754220 370631 3754220 0.15928 0.23277 0.29131 0.13326
3706513754220 370651 3754220 0.16759 0.24838 0.32114 0.14103
3706713754220 370671 3754220 0.17696 0.26575 0.35505 0.15029
3706913754220 370691 3754220 0.18738 0.28525 0.39489 0.16074
3707113754220 370711 3754220 0.19871 0.30666 0.44457 0.17264
3707313754220 370731 3754220 0.21053 0.32996 0.50689 0.18636
3707513754220 370751 3754220 0.22308 0.35537 0.58234 0.2011
3707713754220 370771 3754220 0.23707 0.38445 0.67435 0.21704
3707913754220 370791 3754220 0.25304 0.41851 0.7927 0.23502
3708113754220 370811 3754220 0.27017 0.4563 0.94682 0.2552
3708313754220 370831 3754220 0.29019 0.50173 1.16103 0.27833
3708513754220 370851 3754220 0.3131 0.5555 1.47197 0.30486
3708713754220 370871 3754220 0.33934 0.61954 1.95625 0.33537
3708913754220 370891 3754220 0.36907 0.69539 2.78695 0.37048
3709113754220 370911 3754220 0.40211 0.78412 4.46355 0.41111
3709313754220 370931 3754220 0.43951 0.89017 8.77809 0.45855
3709513754220 370951 3754220 0.48127 1.01617 6.05228 0.51432
3709713754220 370971 3754220 0.53348 1.18338 8.89146 0.57842
3709913754220 370991 3754220 0.59357 1.3942 5.54607 0.64697
3710113754220 371011 3754220 0.65791 1.64782 4.10888 0.73469
3710313754220 371031 3754220 0.73616 1.98003 3.32733 0.8435
3710513754220 371051 3754220 0.82849 2.42126 2.82584 0.97394
3710713754220 371071 3754220 0.93731 3.01981 2.48272 1.12842
3710913754220 371091 3754220 1.06918 3.87656 2.2519 1.31277
3711113754220 371111 3754220 1.22821 5.15009 2.08923 1.52518
3711313754220 371131 3754220 1.42759 7.14548 1.99424 1.77929
3711513754220 371151 3754220 1.64975 10.02787 1.93058 2.0614
3711713754220 371171 3754220 1.91807 12.89949 1.8661 2.32356
3714113754220 371411 3754220 1.52921 4.4024 1.29335 3.53901
3714313754220 371431 3754220 1.34704 3.74765 1.23337 3.45748
3714513754220 371451 3754220 1.23406 3.22228 1.18577 3.41561
3714713754220 371471 3754220 1.18014 2.79528 1.12977 3.315
3714913754220 371491 3754220 1.14947 2.44286 1.07241 3.19103
3715113754220 371511 3754220 1.119 2.15061 1.01831 3.0656
3715313754220 371531 3754220 1.08187 1.9061 0.96339 2.92105
3715513754220 371551 3754220 1.03727 1.69915 0.90611 2.75334
3715713754220 371571 3754220 0.98699 1.52246 0.84797 2.57199
3715913754220 371591 3754220 0.93362 1.37092 0.79116 2.38864
3716113754220 371611 3754220 0.87919 1.23964 0.7363 2.20804
3716313754220 371631 3754220 0.82641 1.12744 0.68514 2.03611
3716513754220 371651 3754220 0.77492 1.02826 0.63619 1.87148
3716713754220 371671 3754220 0.72588 0.94114 0.59123 1.72165
3716913754220 371691 3754220 0.67958 0.86366 0.54994 1.58424
3717113754220 371711 3754220 0.63634 0.79533 0.51228 1.46022
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3717313754220 371731 3754220 0.59603 0.7343 0.47774 1.34689
3717513754220 371751 3754220 0.55867 0.67988 0.4463 1.24454
3717713754220 371771 3754220 0.52396 0.63068 0.41716 1.15017
3717913754220 371791 3754220 0.4919 0.58655 0.39067 1.06526
3718113754220 371811 3754220 0.46225 0.54667 0.36638 0.98806
3718313754220 371831 3754220 0.43507 0.511 0.3446 0.91956
3705713754240 370571 3754240 0.13826 0.19295 0.22825 0.11147
3705913754240 370591 3754240 0.14547 0.20507 0.24867 0.11788
3706113754240 370611 3754240 0.15371 0.21913 0.27227 0.12492
3706313754240 370631 3754240 0.1621 0.23371 0.29854 0.13245
3706513754240 370651 3754240 0.17156 0.25053 0.32671 0.13957
3706713754240 370671 3754240 0.18127 0.26808 0.36172 0.14844
3706913754240 370691 3754240 0.19188 0.28757 0.40341 0.15835
3707113754240 370711 3754240 0.20346 0.3091 0.45465 0.1697
3707313754240 370731 3754240 0.21584 0.33277 0.51781 0.18271
3707513754240 370751 3754240 0.22896 0.35847 0.59494 0.19688
3707713754240 370771 3754240 0.24377 0.38819 0.68932 0.21209
3707913754240 370791 3754240 0.2603 0.42221 0.80994 0.22912
3708113754240 370811 3754240 0.27855 0.46087 0.96816 0.24823
3708313754240 370831 3754240 0.30002 0.50755 1.18944 0.27003
3708513754240 370851 3754240 0.32452 0.56251 1.51176 0.29482
3708713754240 370871 3754240 0.35288 0.62842 2.01773 0.32305
3708913754240 370891 3754240 0.38356 0.703 2.88963 0.35523
3709113754240 370911 3754240 0.41932 0.79362 4.72717 0.39219
3709313754240 370931 3754240 0.45949 0.90069 7.02632 0.43491
3709513754240 370951 3754240 0.50492 1.02854 5.25638 0.48462
3709713754240 370971 3754240 0.56155 1.19672 8.34673 0.5398
3709913754240 370991 3754240 0.62689 1.40518 5.42041 0.60199
3710113754240 371011 3754240 0.70231 1.66559 4.01912 0.6779
3710313754240 371031 3754240 0.79147 2.00176 3.21478 0.76814
3710513754240 371051 3754240 0.89557 2.45206 2.65985 0.86595
3710713754240 371071 3754240 1.02173 3.05176 2.30232 0.98203
3710913754240 371091 3754240 1.17901 3.9102 2.05652 1.11551
3711113754240 371111 3754240 1.37346 5.17629 1.87508 1.26123
3711313754240 371131 3754240 1.61837 7.01186 1.79049 1.46202
3711513754240 371151 3754240 1.92861 10.02423 1.67932 1.62057
3711713754240 371171 3754240 2.32052 13.08433 1.5934 1.77437
3714113754240 371411 3754240 2.70467 4.66881 1.05465 2.46496
3714313754240 371431 3754240 2.43218 3.99901 1.01645 2.45877
3714513754240 371451 3754240 2.30367 3.45643 0.97648 2.43195
3714713754240 371471 3754240 2.22296 3.00931 0.93285 2.37625
3714913754240 371491 3754240 2.11033 2.63798 0.89496 2.33503
3715113754240 371511 3754240 1.97113 2.32774 0.85937 2.29196
3715313754240 371531 3754240 1.82096 2.06656 0.82411 2.2382
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3715513754240 371551 3754240 1.67094 1.84335 0.78543 2.15881
3715713754240 371571 3754240 1.52854 1.65368 0.74791 2.07406
3715913754240 371591 3754240 1.39645 1.49017 0.70928 1.97611
3716113754240 371611 3754240 1.27647 1.3501 0.67201 1.87581
3716313754240 371631 3754240 1.16732 1.22675 0.63261 1.7617
3716513754240 371651 3754240 1.0691 1.11828 0.59483 1.65029
3716713754240 371671 3754240 0.98088 1.02295 0.559 1.54326
3716913754240 371691 3754240 0.90173 0.93833 0.52497 1.43995
3717113754240 371711 3754240 0.83069 0.86346 0.4932 1.34337
3717313754240 371731 3754240 0.76689 0.79679 0.46355 1.25304
3717513754240 371751 3754240 0.70947 0.73704 0.43582 1.16847
3717713754240 371771 3754240 0.65765 0.68326 0.40989 1.08949
3717913754240 371791 3754240 0.61103 0.63524 0.38619 1.01774
3718113754240 371811 3754240 0.56857 0.59135 0.36371 0.94978
3718313754240 371831 3754240 0.53047 0.55231 0.34355 0.88936
3705713754260 370571 3754260 0.14033 0.1933 0.23098 0.10991
3705913754260 370591 3754260 0.14781 0.20555 0.25189 0.11616
3706113754260 370611 3754260 0.15612 0.21934 0.27601 0.12297
3706313754260 370631 3754260 0.16504 0.23439 0.30316 0.1303
3706513754260 370651 3754260 0.17464 0.25089 0.33352 0.1378
3706713754260 370671 3754260 0.18478 0.26861 0.36917 0.14616
3706913754260 370691 3754260 0.19577 0.28813 0.41168 0.15557
3707113754260 370711 3754260 0.20757 0.30948 0.46391 0.1665
3707313754260 370731 3754260 0.22029 0.33295 0.52747 0.17877
3707513754260 370751 3754260 0.23428 0.35932 0.60464 0.19178
3707713754260 370771 3754260 0.24982 0.38924 0.70061 0.20615
3707913754260 370791 3754260 0.26684 0.42284 0.82244 0.22213
3708113754260 370811 3754260 0.28592 0.46146 0.98272 0.23999
3708313754260 370831 3754260 0.30824 0.5077 1.2066 0.26024
3708513754260 370851 3754260 0.33407 0.56271 1.53608 0.28315
3708713754260 370871 3754260 0.36394 0.62837 2.05838 0.30902
3708913754260 370891 3754260 0.39734 0.70461 2.97471 0.33814
3709113754260 370911 3754260 0.43483 0.79376 4.93481 0.37116
3709313754260 370931 3754260 0.47756 0.8998 7.20105 0.40924
3709513754260 370951 3754260 0.52649 1.02709 8.02902 0.45318
3709713754260 370971 3754260 0.58496 1.18695 8.04863 0.50294
3709913754260 370991 3754260 0.65384 1.38655 5.3356 0.5598
3710113754260 371011 3754260 0.73585 1.64026 3.93602 0.6247
3710313754260 371031 3754260 0.83493 1.97052 3.12033 0.69771
3710513754260 371051 3754260 0.95972 2.42578 2.56387 0.77037
3710713754260 371071 3754260 1.10165 3.0205 2.17855 0.85294
3710913754260 371091 3754260 1.28495 3.86383 1.92672 0.95009
3711113754260 371111 3754260 1.51912 5.11794 1.73942 1.05322
3711313754260 371131 3754260 1.83561 7.12005 1.60811 1.16666
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3711513754260 371151 3754260 2.23493 10.11278 1.50713 1.28691
3711713754260 371171 3754260 2.77489 13.16357 1.4172 1.39121
3714113754260 371411 3754260 5.89277 4.82359 0.88698 1.77146
3714313754260 371431 3754260 5.50796 4.15282 0.85418 1.76453
3714513754260 371451 3754260 5.13233 3.60468 0.82289 1.75675
3714713754260 371471 3754260 4.57325 3.14942 0.78957 1.73296
3714913754260 371491 3754260 3.96648 2.77104 0.76294 1.7298
3715113754260 371511 3754260 3.43046 2.45267 0.73745 1.72328
3715313754260 371531 3754260 2.97564 2.18313 0.71296 1.71244
3715513754260 371551 3754260 2.59359 1.95107 0.68521 1.67966
3715713754260 371571 3754260 2.2744 1.75335 0.65949 1.64693
3715913754260 371591 3754260 2.00616 1.58223 0.63263 1.60193
3716113754260 371611 3754260 1.77922 1.43664 0.60779 1.55852
3716313754260 371631 3754260 1.58731 1.30602 0.57865 1.49143
3716513754260 371651 3754260 1.42307 1.19129 0.54987 1.42086
3716713754260 371671 3754260 1.28172 1.09007 0.52172 1.34868
3716913754260 371691 3754260 1.15933 1.00048 0.49455 1.27686
3717113754260 371711 3754260 1.05285 0.92075 0.4684 1.20611
3717313754260 371731 3754260 0.9597 0.84953 0.4434 1.13736
3717513754260 371751 3754260 0.87784 0.78591 0.41979 1.07187
3717713754260 371771 3754260 0.80551 0.72858 0.39734 1.00905
3717913754260 371791 3754260 0.74138 0.67699 0.37624 0.94982
3718113754260 371811 3754260 0.68433 0.63044 0.35645 0.89421
3718313754260 371831 3754260 0.63365 0.58869 0.33825 0.84319
3705713754280 370571 3754280 0.14246 0.1934 0.23347 0.10813
3705913754280 370591 3754280 0.15006 0.2055 0.25462 0.11413
3706113754280 370611 3754280 0.15859 0.21925 0.27913 0.12068
3706313754280 370631 3754280 0.16759 0.23398 0.30672 0.1277
3706513754280 370651 3754280 0.17721 0.24998 0.33822 0.13529
3706713754280 370671 3754280 0.1877 0.26767 0.3747 0.14332
3706913754280 370691 3754280 0.19904 0.28712 0.41779 0.15216
3707113754280 370711 3754280 0.2114 0.30865 0.46959 0.16205
3707313754280 370731 3754280 0.22448 0.33185 0.53384 0.17372
3707513754280 370751 3754280 0.23898 0.35805 0.61177 0.18598
3707713754280 370771 3754280 0.25548 0.3884 0.7092 0.19947
3707913754280 370791 3754280 0.27249 0.4205 0.83108 0.21432
3708113754280 370811 3754280 0.29277 0.45944 0.99464 0.23097
3708313754280 370831 3754280 0.31583 0.50476 1.22065 0.24961
3708513754280 370851 3754280 0.34166 0.55687 1.54613 0.27044
3708713754280 370871 3754280 0.37339 0.6223 2.08482 0.294
3708913754280 370891 3754280 0.40875 0.69777 3.03086 0.31973
3709113754280 370911 3754280 0.44827 0.78521 5.05992 0.34859
3709313754280 370931 3754280 0.49314 0.88825 5.1489 0.3824
3709513754280 370951 3754280 0.54523 1.01272 5.10316 0.42074
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3709713754280 370971 3754280 0.60892 1.17144 7.78414 0.46033
3709913754280 370991 3754280 0.68246 1.36443 5.17871 0.50788
3710113754280 371011 3754280 0.76965 1.60642 3.81285 0.5628
3710313754280 371031 3754280 0.87587 1.92045 3.00945 0.62303
3710513754280 371051 3754280 1.01188 2.35498 2.47314 0.67928
3710713754280 371071 3754280 1.17022 2.92588 2.09113 0.74123
3710913754280 371091 3754280 1.37779 3.73879 1.8371 0.81293
3711113754280 371111 3754280 1.64797 4.95168 1.64594 0.88656
3711313754280 371131 3754280 2.01761 6.89786 1.50367 0.96393
3711513754280 371151 3754280 2.51869 9.93251 1.39445 1.04523
3711713754280 371171 3754280 3.22356 13.05023 1.29913 1.11536
3714113754280 371411 3754280 15.88793 4.86669 0.76655 1.31442
3714313754280 371431 3754280 14.64986 4.2043 0.73935 1.31245
3714513754280 371451 3754280 11.45809 3.66241 0.71273 1.30812
3714713754280 371471 3754280 8.76046 3.2116 0.68599 1.29869
3714913754280 371491 3754280 6.83098 2.836 0.66454 1.3052
3715113754280 371511 3754280 5.47628 2.51855 0.64413 1.31067
3715313754280 371531 3754280 4.48772 2.24854 0.62498 1.31547
3715513754280 371551 3754280 3.74285 2.01541 0.60403 1.30708
3715713754280 371571 3754280 3.16936 1.81666 0.5864 1.3058
3715913754280 371591 3754280 2.71658 1.64328 0.5671 1.29182
3716113754280 371611 3754280 2.35145 1.49402 0.54858 1.27502
3716313754280 371631 3754280 2.05612 1.36057 0.52672 1.23957
3716513754280 371651 3754280 1.81201 1.24296 0.50477 1.19906
3716713754280 371671 3754280 1.60797 1.13887 0.48291 1.15474
3716913754280 371691 3754280 1.43568 1.04656 0.46145 1.10834
3717113754280 371711 3754280 1.28903 0.96424 0.44043 1.06048
3717313754280 371731 3754280 1.16319 0.89048 0.41991 1.01187
3717513754280 371751 3754280 1.05442 0.82436 0.40015 0.96377
3717713754280 371771 3754280 0.95977 0.76481 0.38113 0.91648
3717913754280 371791 3754280 0.87701 0.71116 0.36303 0.87081
3718113754280 371811 3754280 0.80424 0.66264 0.34581 0.82684
3718313754280 371831 3754280 0.73992 0.61863 0.32945 0.78472
3705713754300 370571 3754300 0.14431 0.1928 0.23543 0.10607
3705913754300 370591 3754300 0.15214 0.20489 0.25693 0.11184
3706113754300 370611 3754300 0.16073 0.21832 0.28158 0.11807
3706313754300 370631 3754300 0.16961 0.2324 0.30924 0.12474
3706513754300 370651 3754300 0.17931 0.24796 0.34123 0.13199
3706713754300 370671 3754300 0.18999 0.26532 0.37843 0.13986
3706913754300 370691 3754300 0.20166 0.28455 0.42204 0.14823
3707113754300 370711 3754300 0.21441 0.30586 0.47398 0.15732
3707313754300 370731 3754300 0.22789 0.32874 0.53826 0.16816
3707513754300 370751 3754300 0.24266 0.35423 0.61657 0.17965
3707713754300 370771 3754300 0.25978 0.3842 0.71458 0.1922
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707913754300 370791 3754300 0.27696 0.41503 0.83612 0.20595
3708113754300 370811 3754300 0.29763 0.45262 0.99929 0.22126
3708313754300 370831 3754300 0.32106 0.4961 1.22381 0.23828
3708513754300 370851 3754300 0.34722 0.54578 1.54414 0.25716
3708713754300 370871 3754300 0.38062 0.61008 2.09714 0.27849
3708913754300 370891 3754300 0.4173 0.68298 3.06746 0.30122
3709113754300 370911 3754300 0.45816 0.76669 5.16243 0.32658
3709313754300 370931 3754300 0.50499 0.86564 5.35735 0.3557
3709513754300 370951 3754300 0.55926 0.98422 7.82944 0.38885
3709713754300 370971 3754300 0.62502 1.13307 7.64716 0.42281
3709913754300 370991 3754300 0.702 1.31492 5.07632 0.46242
3710113754300 371011 3754300 0.7942 1.54323 3.72761 0.50675
3710313754300 371031 3754300 0.9068 1.83756 2.93209 0.55467
3710513754300 371051 3754300 1.05006 2.23883 2.40777 0.59889
3710713754300 371071 3754300 1.22052 2.76951 2.0298 0.64574
3710913754300 371091 3754300 1.4459 3.52791 1.77351 0.69906
3711113754300 371111 3754300 1.74281 4.66527 1.57918 0.75232
3711313754300 371131 3754300 2.15385 6.5088 1.43159 0.80692
3711513754300 371151 3754300 2.7312 9.50882 1.31541 0.86216
3711713754300 371171 3754300 3.57472 12.74606 1.21581 0.90888
3714113754300 371411 3754300 29.70749 4.78457 0.67829 1.00505
3714313754300 371431 3754300 26.33616 4.14478 0.65492 1.00515
3714513754300 371451 3754300 19.11612 3.62217 0.6301 0.99642
3714713754300 371471 3754300 13.50051 3.18938 0.60863 0.99674
3714913754300 371491 3754300 9.94223 2.82859 0.59118 1.00868
3715113754300 371511 3754300 7.63905 2.52153 0.57314 1.01492
3715313754300 371531 3754300 6.05266 2.25909 0.55622 1.02153
3715513754300 371551 3754300 4.91404 2.03362 0.5407 1.02936
3715713754300 371571 3754300 4.0686 1.83972 0.52811 1.04483
3715913754300 371591 3754300 3.42305 1.66968 0.51294 1.04435
3716113754300 371611 3754300 2.91912 1.52018 0.49646 1.0344
3716313754300 371631 3754300 2.51869 1.38797 0.47957 1.0188
3716513754300 371651 3754300 2.19415 1.27096 0.46252 0.99852
3716713754300 371671 3754300 1.92748 1.16707 0.44542 0.97424
3716913754300 371691 3754300 1.70579 1.07458 0.42842 0.94688
3717113754300 371711 3754300 1.51955 0.99187 0.41157 0.91701
3717313754300 371731 3754300 1.36149 0.9174 0.39482 0.88478
3717513754300 371751 3754300 1.22652 0.85077 0.37866 0.85223
3717713754300 371771 3754300 1.11002 0.79031 0.36271 0.81842
3717913754300 371791 3754300 1.00895 0.73565 0.34729 0.78464
3718113754300 371811 3754300 0.92077 0.68613 0.33245 0.75131
3718313754300 371831 3754300 0.84343 0.64117 0.31823 0.71872
3705713754320 370571 3754320 0.14598 0.19168 0.23708 0.10383
3705913754320 370591 3754320 0.1538 0.2034 0.2586 0.10929
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3706113754320 370611 3754320 0.16236 0.21633 0.28323 0.11519
3706313754320 370631 3754320 0.1713 0.23 0.31101 0.12151
3706513754320 370651 3754320 0.1811 0.24514 0.34318 0.12836
3706713754320 370671 3754320 0.19187 0.26197 0.38063 0.1358
3706913754320 370691 3754320 0.20365 0.2806 0.42459 0.14374
3707113754320 370711 3754320 0.2164 0.30101 0.47719 0.15251
3707313754320 370731 3754320 0.23032 0.32356 0.54101 0.16227
3707513754320 370751 3754320 0.24503 0.34775 0.61899 0.17297
3707713754320 370771 3754320 0.2613 0.3749 0.71455 0.18451
3707913754320 370791 3754320 0.27944 0.40566 0.83576 0.19716
3708113754320 370811 3754320 0.30003 0.44108 0.99551 0.21111
3708313754320 370831 3754320 0.32382 0.48259 1.21694 0.2266
3708513754320 370851 3754320 0.35075 0.53043 1.53535 0.24371
3708713754320 370871 3754320 0.38498 0.59186 2.0935 0.26292
3708913754320 370891 3754320 0.42354 0.66287 3.08707 0.28138
3709113754320 370911 3754320 0.46482 0.74096 5.23351 0.30407
3709313754320 370931 3754320 0.51231 0.83304 5.17336 0.32985
3709513754320 370951 3754320 0.56781 0.94355 8.88871 0.35822
3709713754320 370971 3754320 0.63439 1.07996 7.53054 0.38748
3709913754320 370991 3754320 0.71293 1.24641 4.99608 0.42068
3710113754320 371011 3754320 0.80803 1.45587 3.66541 0.45581
3710313754320 371031 3754320 0.92372 1.72256 2.87653 0.49397
3710513754320 371051 3754320 1.06833 2.07497 2.36329 0.53241
3710713754320 371071 3754320 1.25103 2.55289 2.00507 0.57162
3710913754320 371091 3754320 1.48671 3.23004 1.74131 0.61058
3711113754320 371111 3754320 1.79731 4.24869 1.53962 0.64821
3711313754320 371131 3754320 2.22124 5.89486 1.38197 0.68433
3711513754320 371151 3754320 2.82342 8.71474 1.258 0.72028
3711713754320 371171 3754320 3.72191 11.90768 1.15607 0.7524
3714113754320 371411 3754320 35.8279 4.55403 0.61459 0.79612
3714313754320 371431 3754320 30.93041 3.96219 0.5925 0.79308
3714513754320 371451 3754320 22.63985 3.48002 0.57095 0.78852
3714713754320 371471 3754320 16.23461 3.08024 0.55148 0.78831
3714913754320 371491 3754320 12.00372 2.74387 0.53335 0.79004
3715113754320 371511 3754320 9.1725 2.45814 0.51701 0.79546
3715313754320 371531 3754320 7.21583 2.21254 0.50156 0.80128
3715513754320 371551 3754320 5.81527 2.00094 0.48803 0.81113
3715713754320 371571 3754320 4.78162 1.81824 0.47755 0.82962
3715913754320 371591 3754320 3.9959 1.65725 0.46567 0.83837
3716113754320 371611 3754320 3.38774 1.51426 0.45214 0.83778
3716313754320 371631 3754320 2.90658 1.3872 0.43843 0.83344
3716513754320 371651 3754320 2.5188 1.27425 0.42472 0.82558
3716713754320 371671 3754320 2.20204 1.1735 0.411 0.81435
3716913754320 371691 3754320 1.94033 1.08354 0.39735 0.80029
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XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3717113754320 371711 3754320 1.72155 1.00266 0.3837 0.78345
3717313754320 371731 3754320 1.53667 0.92952 0.37002 0.76392
3717513754320 371751 3754320 1.37986 0.86413 0.35684 0.7437
3717713754320 371771 3754320 1.24462 0.80409 0.34342 0.72072
3717913754320 371791 3754320 1.12781 0.74973 0.33037 0.69712
3718113754320 371811 3754320 1.02657 0.70058 0.31782 0.6735
3718313754320 371831 3754320 0.93789 0.65566 0.30558 0.64944
3705713754340 370571 3754340 0.14712 0.18967 0.23811 0.10136
3705913754340 370591 3754340 0.15509 0.20119 0.25983 0.10656
3706113754340 370611 3754340 0.16356 0.21355 0.28431 0.11211
3706313754340 370631 3754340 0.17261 0.22689 0.31217 0.11807
3706513754340 370651 3754340 0.18243 0.24148 0.34429 0.12452
3706713754340 370671 3754340 0.19319 0.25762 0.3817 0.13141
3706913754340 370691 3754340 0.20495 0.27542 0.42571 0.1388
3707113754340 370711 3754340 0.2179 0.29522 0.47801 0.14671
3707313754340 370731 3754340 0.23174 0.31659 0.54213 0.15607
3707513754340 370751 3754340 0.2465 0.33966 0.61997 0.16609
3707713754340 370771 3754340 0.26308 0.36588 0.71586 0.17675
3707913754340 370791 3754340 0.2809 0.39448 0.83485 0.18831
3708113754340 370811 3754340 0.30103 0.42718 0.99003 0.20093
3708313754340 370831 3754340 0.32512 0.46661 1.20995 0.215
3708513754340 370851 3754340 0.35227 0.51168 1.52505 0.23042
3708713754340 370871 3754340 0.38573 0.56767 2.06339 0.24756
3708913754340 370891 3754340 0.42585 0.6359 3.07514 0.26247
3709113754340 370911 3754340 0.46713 0.70782 5.22084 0.28239
3709313754340 370931 3754340 0.51442 0.79177 5.42872 0.30535
3709513754340 370951 3754340 0.57 0.89235 7.80075 0.32952
3709713754340 370971 3754340 0.63603 1.01445 7.47846 0.35473
3709913754340 370991 3754340 0.71468 1.16357 4.95433 0.38165
3710113754340 371011 3754340 0.80954 1.34877 3.62533 0.40986
3710313754340 371031 3754340 0.92481 1.58195 2.83851 0.43997
3710513754340 371051 3754340 1.06789 1.88455 2.32533 0.47025
3710713754340 371071 3754340 1.24834 2.28949 1.96678 0.49999
3710913754340 371091 3754340 1.47927 2.85277 1.70238 0.5293
3711113754340 371111 3754340 1.7822 3.68205 1.49949 0.55681
3711313754340 371131 3754340 2.19124 5.00121 1.34099 0.58327
3711513754340 371151 3754340 2.77179 7.27584 1.21527 0.60856
3711713754340 371171 3754340 3.62203 10.03634 1.11132 0.63019
3714113754340 371411 3754340 34.06037 4.16328 0.5666 0.64565
3714313754340 371431 3754340 28.03216 3.6524 0.54546 0.64145
3714513754340 371451 3754340 21.09322 3.23355 0.5254 0.63721
3714713754340 371471 3754340 15.85721 2.884 0.50732 0.63651
3714913754340 371491 3754340 12.15065 2.58838 0.49123 0.63997
3715113754340 371511 3754340 9.52542 2.33485 0.47611 0.64439

Unmitigated Construction HRA-Resident (02-20-19).xlsx 49 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3715313754340 371531 3754340 7.62378 2.11518 0.46178 0.6492
3715513754340 371551 3754340 6.21275 1.92414 0.44928 0.65819
3715713754340 371571 3754340 5.1447 1.75688 0.43832 0.6702
3715913754340 371591 3754340 4.321 1.60886 0.42686 0.67688
3716113754340 371611 3754340 3.67352 1.47743 0.41536 0.68094
3716313754340 371631 3754340 3.15845 1.35944 0.40366 0.68233
3716513754340 371651 3754340 2.7404 1.25392 0.39216 0.68155
3716713754340 371671 3754340 2.39722 1.1591 0.38071 0.67822
3716913754340 371691 3754340 2.11252 1.07382 0.36935 0.67254
3717113754340 371711 3754340 1.87421 0.99712 0.35818 0.66489
3717313754340 371731 3754340 1.6725 0.92727 0.34686 0.65454
3717513754340 371751 3754340 1.50069 0.86406 0.33573 0.64254
3717713754340 371771 3754340 1.3527 0.80604 0.32444 0.62822
3717913754340 371791 3754340 1.22486 0.75332 0.31342 0.61287
3718113754340 371811 3754340 1.114 0.70545 0.30272 0.59691
3718313754340 371831 3754340 1.01694 0.66155 0.29221 0.5801
3705713754360 370571 3754360 0.14797 0.18714 0.23888 0.09878
3705913754360 370591 3754360 0.15582 0.1981 0.26043 0.10365
3706113754360 370611 3754360 0.16431 0.21005 0.28472 0.10886
3706313754360 370631 3754360 0.17328 0.22275 0.31242 0.1144
3706513754360 370651 3754360 0.18308 0.23674 0.34438 0.12028
3706713754360 370671 3754360 0.19376 0.25209 0.38163 0.1266
3706913754360 370691 3754360 0.20545 0.26903 0.42542 0.13339
3707113754360 370711 3754360 0.21816 0.28757 0.478 0.14105
3707313754360 370731 3754360 0.23181 0.30765 0.54204 0.14992
3707513754360 370751 3754360 0.24641 0.32932 0.61898 0.15913
3707713754360 370771 3754360 0.26264 0.35364 0.71309 0.1689
3707913754360 370791 3754360 0.2806 0.38081 0.83159 0.17947
3708113754360 370811 3754360 0.30013 0.41074 0.98204 0.19086
3708313754360 370831 3754360 0.32434 0.44785 1.20106 0.20362
3708513754360 370851 3754360 0.35138 0.48974 1.51316 0.21746
3708713754360 370871 3754360 0.38373 0.54016 2.02963 0.23266
3708913754360 370891 3754360 0.4238 0.60317 3.06362 0.2454
3709113754360 370911 3754360 0.46441 0.66848 5.12977 0.26203
3709313754360 370931 3754360 0.51105 0.74372 5.13759 0.28229
3709513754360 370951 3754360 0.56554 0.8332 8.94582 0.30273
3709713754360 370971 3754360 0.62737 0.93807 7.27737 0.31939
3709913754360 370991 3754360 0.70358 1.06747 4.88175 0.3417
3710113754360 371011 3754360 0.79401 1.22346 3.57825 0.36447
3710313754360 371031 3754360 0.90757 1.42423 2.81681 0.38979
3710513754360 371051 3754360 1.03658 1.65709 2.27709 0.41062
3710713754360 371071 3754360 1.20553 1.97636 1.92365 0.43436
3710913754360 371091 3754360 1.41795 2.39808 1.65966 0.45662
3711113754360 371111 3754360 1.71012 3.02512 1.47115 0.48261
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3711313754360 371131 3754360 2.08407 3.89795 1.31386 0.50604
3711513754360 371151 3754360 2.58892 5.17837 1.18699 0.52649
3711713754360 371171 3754360 3.30319 6.59972 1.08239 0.54289
3711913754360 371191 3754360 4.35038 7.41296 0.99475 0.556
3712113754360 371211 3754360 5.95108 8.85154 0.92007 0.56538
3712313754360 371231 3754360 8.43613 9.92651 0.856 0.57185
3712513754360 371251 3754360 11.56145 10.04424 0.80091 0.57656
3712713754360 371271 3754360 13.84584 10.18648 0.75237 0.57749
3712913754360 371291 3754360 17.3513 9.21238 0.70949 0.57561
3713113754360 371311 3754360 21.21839 7.70717 0.67127 0.57114
3713313754360 371331 3754360 23.75281 6.43984 0.63747 0.56592
3713513754360 371351 3754360 24.95075 5.4659 0.60693 0.55909
3713713754360 371371 3754360 24.72787 4.71141 0.57909 0.5511
3713913754360 371391 3754360 23.5199 4.11502 0.55278 0.54033
3714113754360 371411 3754360 22.02002 3.63033 0.53012 0.53423
3714313754360 371431 3754360 19.43086 3.23127 0.50969 0.53009
3714513754360 371451 3754360 15.91971 2.89714 0.49262 0.53246
3714713754360 371471 3754360 12.97585 2.6133 0.47563 0.53188
3714913754360 371491 3754360 10.59691 2.36896 0.45966 0.53204
3715113754360 371511 3754360 8.70261 2.15647 0.44503 0.53406
3715313754360 371531 3754360 7.20881 1.97011 0.43147 0.53732
3715513754360 371551 3754360 6.02814 1.80559 0.41889 0.54164
3715713754360 371571 3754360 5.09204 1.65933 0.40697 0.54667
3715913754360 371591 3754360 4.34155 1.52875 0.39572 0.55196
3716113754360 371611 3754360 3.73382 1.41174 0.38504 0.557
3716313754360 371631 3754360 3.23865 1.30613 0.3746 0.56088
3716513754360 371651 3754360 2.82975 1.21068 0.36442 0.5634
3716713754360 371671 3754360 2.489 1.1242 0.35443 0.56429
3716913754360 371691 3754360 2.20301 1.04599 0.34469 0.56373
3717113754360 371711 3754360 1.9612 0.97496 0.3351 0.56146
3717313754360 371731 3754360 1.7551 0.91009 0.32554 0.55724
3717513754360 371751 3754360 1.57827 0.85083 0.31604 0.55131
3717713754360 371771 3754360 1.42519 0.79619 0.30642 0.54336
3717913754360 371791 3754360 1.29241 0.74632 0.29702 0.5343
3718113754360 371811 3754360 1.17673 0.70073 0.28784 0.5243
3718313754360 371831 3754360 1.07519 0.65878 0.27878 0.5133
3705713754380 370571 3754380 0.14806 0.18355 0.23887 0.09603
3705913754380 370591 3754380 0.15579 0.19397 0.26026 0.10062
3706113754380 370611 3754380 0.16415 0.20529 0.28437 0.10545
3706313754380 370631 3754380 0.17308 0.21747 0.3119 0.1105
3706513754380 370651 3754380 0.18274 0.23069 0.34374 0.11597
3706713754380 370671 3754380 0.19334 0.24528 0.38062 0.12169
3706913754380 370691 3754380 0.20483 0.26118 0.42432 0.12808
3707113754380 370711 3754380 0.21724 0.27845 0.47705 0.13543
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707313754380 370731 3754380 0.23071 0.29728 0.54066 0.14367
3707513754380 370751 3754380 0.24518 0.31766 0.61718 0.15221
3707713754380 370771 3754380 0.26105 0.34017 0.71022 0.16116
3707913754380 370791 3754380 0.27857 0.36519 0.82685 0.17078
3708113754380 370811 3754380 0.29853 0.39384 0.9804 0.18122
3708313754380 370831 3754380 0.32197 0.42755 1.19641 0.19266
3708513754380 370851 3754380 0.34795 0.46519 1.50066 0.20497
3708713754380 370871 3754380 0.3783 0.5093 1.98415 0.21835
3708913754380 370891 3754380 0.41439 0.56185 2.88957 0.23275
3709113754380 370911 3754380 0.45705 0.62422 5.12795 0.24459
3709313754380 370931 3754380 0.50214 0.6909 7.32141 0.26078
3709513754380 370951 3754380 0.55434 0.76852 7.86735 0.27814
3709713754380 370971 3754380 0.61262 0.85697 7.40546 0.29221
3709913754380 370991 3754380 0.68403 0.96429 4.9164 0.3103
3710113754380 371011 3754380 0.76875 1.0922 3.58709 0.32875
3710313754380 371031 3754380 0.87293 1.25216 2.8052 0.34845
3710513754380 371051 3754380 0.99544 1.43915 2.27691 0.36638
3710713754380 371071 3754380 1.14555 1.67003 1.90749 0.38361
3710913754380 371091 3754380 1.33841 1.97465 1.64677 0.40175
3711113754380 371111 3754380 1.59322 2.37916 1.44998 0.42149
3711313754380 371131 3754380 1.90816 2.86725 1.29076 0.43961
3711513754380 371151 3754380 2.31511 3.42114 1.1649 0.45677
3711713754380 371171 3754380 2.86865 3.95202 1.05684 0.46516
3711913754380 371191 3754380 3.61001 4.20784 0.96817 0.47376
3712113754380 371211 3754380 4.60377 4.3705 0.89311 0.48037
3712313754380 371231 3754380 5.86434 4.60216 0.82862 0.48458
3712513754380 371251 3754380 7.17599 4.82627 0.77281 0.48686
3712713754380 371271 3754380 8.21038 5.07121 0.72369 0.48628
3712913754380 371291 3754380 9.17735 5.14973 0.68064 0.48446
3713113754380 371311 3754380 10.44634 4.92742 0.64181 0.47932
3713313754380 371331 3754380 11.56117 4.5178 0.6079 0.47484
3713513754380 371351 3754380 12.15469 4.07977 0.57853 0.47195
3713713754380 371371 3754380 12.25272 3.67748 0.55178 0.46761
3713913754380 371391 3754380 12.11046 3.32325 0.52628 0.45971
3714113754380 371411 3754380 11.90504 3.01151 0.5032 0.45246
3714313754380 371431 3754380 11.44538 2.73827 0.48378 0.45037
3714513754380 371451 3754380 10.61626 2.49914 0.46477 0.44567
3714713754380 371471 3754380 9.49727 2.28821 0.44745 0.44253
3714913754380 371491 3754380 8.32939 2.10107 0.43135 0.44025
3715113754380 371511 3754380 7.23037 1.93431 0.41674 0.44005
3715313754380 371531 3754380 6.25356 1.78508 0.40351 0.44195
3715513754380 371551 3754380 5.40963 1.65124 0.39174 0.44619
3715713754380 371571 3754380 4.69221 1.53053 0.38077 0.45045
3715913754380 371591 3754380 4.08646 1.42114 0.37024 0.45494
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3716113754380 371611 3754380 3.57598 1.32164 0.36021 0.45972
3716313754380 371631 3754380 3.14662 1.23062 0.35046 0.46403
3716513754380 371651 3754380 2.78187 1.14742 0.34109 0.46777
3716713754380 371671 3754380 2.47073 1.07128 0.33204 0.47067
3716913754380 371691 3754380 2.20454 1.0018 0.32335 0.47275
3717113754380 371711 3754380 1.9758 0.93807 0.31486 0.47361
3717313754380 371731 3754380 1.77818 0.87937 0.30644 0.47305
3717513754380 371751 3754380 1.60672 0.82539 0.29816 0.47117
3717713754380 371771 3754380 1.45688 0.77534 0.28983 0.46768
3717913754380 371791 3754380 1.32633 0.72976 0.28189 0.46356
3718113754380 371811 3754380 1.21072 0.68694 0.27369 0.45757
3718313754380 371831 3754380 1.10899 0.64768 0.26578 0.45093
3705713754400 370571 3754400 0.14746 0.17912 0.23824 0.09321
3705913754400 370591 3754400 0.15498 0.1889 0.25946 0.09752
3706113754400 370611 3754400 0.16318 0.1996 0.2835 0.10206
3706313754400 370631 3754400 0.17203 0.21117 0.31084 0.10667
3706513754400 370651 3754400 0.1815 0.2236 0.34252 0.11175
3706713754400 370671 3754400 0.19187 0.23727 0.37914 0.11702
3706913754400 370691 3754400 0.20309 0.2521 0.42262 0.12297
3707113754400 370711 3754400 0.21521 0.26816 0.4751 0.12983
3707313754400 370731 3754400 0.22835 0.28564 0.5382 0.13745
3707513754400 370751 3754400 0.24261 0.30469 0.61437 0.14539
3707713754400 370771 3754400 0.25833 0.32576 0.70786 0.1536
3707913754400 370791 3754400 0.2754 0.34876 0.82409 0.16238
3708113754400 370811 3754400 0.29463 0.37472 0.97594 0.17181
3708313754400 370831 3754400 0.31694 0.40484 1.18744 0.18204
3708513754400 370851 3754400 0.34195 0.43866 1.48796 0.19301
3708713754400 370871 3754400 0.37051 0.47727 1.95182 0.20479
3708913754400 370891 3754400 0.40254 0.52066 2.72083 0.21733
3709113754400 370911 3754400 0.44346 0.57552 4.68756 0.23058
3709313754400 370931 3754400 0.48797 0.6354 5.05689 0.24082
3709513754400 370951 3754400 0.53699 0.70119 5.06616 0.25562
3709713754400 370971 3754400 0.59104 0.77466 7.55961 0.2677
3709913754400 370991 3754400 0.65637 0.86119 4.96904 0.28236
3710113754400 371011 3754400 0.73352 0.96255 3.60786 0.29729
3710313754400 371031 3754400 0.82605 1.08328 2.80282 0.31254
3710513754400 371051 3754400 0.9379 1.22763 2.27765 0.32785
3710713754400 371071 3754400 1.06727 1.38611 1.90097 0.34068
3710913754400 371091 3754400 1.23349 1.5889 1.6367 0.35511
3711113754400 371111 3754400 1.44518 1.82753 1.43354 0.37018
3711313754400 371131 3754400 1.6967 2.07196 1.27352 0.38402
3711513754400 371151 3754400 2.00668 2.29241 1.14707 0.39724
3711713754400 371171 3754400 2.40068 2.44885 1.03777 0.40287
3711913754400 371191 3754400 2.88174 2.47935 0.94845 0.40898
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3712113754400 371211 3754400 3.44903 2.43163 0.87277 0.41331
3712313754400 371231 3754400 4.05645 2.40664 0.80806 0.41627
3712513754400 371251 3754400 4.6036 2.47688 0.75194 0.41747
3712713754400 371271 3754400 5.01044 2.63785 0.70254 0.4164
3712913754400 371291 3754400 5.30156 2.8176 0.6594 0.41476
3713113754400 371311 3754400 5.60277 2.9341 0.62063 0.41064
3713313754400 371331 3754400 5.89865 2.92762 0.58792 0.40974
3713513754400 371351 3754400 6.14531 2.83569 0.55872 0.40806
3713713754400 371371 3754400 6.34167 2.7007 0.5312 0.40278
3713913754400 371391 3754400 6.50767 2.54586 0.50548 0.39528
3714113754400 371411 3754400 6.6332 2.38461 0.48335 0.39084
3714313754400 371431 3754400 6.74018 2.22792 0.4623 0.38457
3714513754400 371451 3754400 6.69108 2.07882 0.44364 0.38032
3714713754400 371471 3754400 6.44594 1.93922 0.42646 0.37671
3714913754400 371491 3754400 6.04664 1.80924 0.41031 0.37328
3715113754400 371511 3754400 5.55642 1.68892 0.39573 0.37168
3715313754400 371531 3754400 5.03905 1.57773 0.38243 0.37161
3715513754400 371551 3754400 4.53331 1.47531 0.37057 0.37365
3715713754400 371571 3754400 4.06049 1.38112 0.35996 0.37663
3715913754400 371591 3754400 3.63168 1.29387 0.34966 0.37979
3716113754400 371611 3754400 3.24947 1.21297 0.33987 0.38349
3716313754400 371631 3754400 2.91214 1.13783 0.33052 0.38731
3716513754400 371651 3754400 2.61455 1.06821 0.32166 0.39113
3716713754400 371671 3754400 2.35276 1.00361 0.31318 0.39462
3716913754400 371691 3754400 2.12278 0.94395 0.30515 0.39776
3717113754400 371711 3754400 1.92065 0.88855 0.29734 0.40014
3717313754400 371731 3754400 1.74274 0.83711 0.28974 0.40166
3717513754400 371751 3754400 1.58575 0.78926 0.28226 0.40216
3717713754400 371771 3754400 1.44689 0.74474 0.27491 0.40162
3717913754400 371791 3754400 1.32388 0.70342 0.26772 0.40015
3718113754400 371811 3754400 1.21446 0.6649 0.2606 0.39766
3718313754400 371831 3754400 1.11691 0.62902 0.25359 0.39424
3705713754420 370571 3754420 0.14589 0.17359 0.23658 0.09031
3705913754420 370591 3754420 0.15331 0.18288 0.25785 0.09438
3706113754420 370611 3754420 0.16133 0.19295 0.28201 0.09871
3706313754420 370631 3754420 0.16998 0.20382 0.30944 0.10324
3706513754420 370651 3754420 0.17931 0.21556 0.34089 0.10782
3706713754420 370671 3754420 0.18937 0.22825 0.37745 0.11276
3706913754420 370691 3754420 0.20024 0.24198 0.42064 0.11824
3707113754420 370711 3754420 0.21204 0.25691 0.47228 0.12433
3707313754420 370731 3754420 0.22485 0.27312 0.53471 0.13114
3707513754420 370751 3754420 0.23871 0.29069 0.61058 0.13866
3707713754420 370771 3754420 0.2539 0.30996 0.70387 0.14622
3707913754420 370791 3754420 0.27058 0.33115 0.82105 0.15422
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708113754420 370811 3754420 0.2892 0.35478 0.97399 0.16277
3708313754420 370831 3754420 0.3099 0.38102 1.17954 0.17188
3708513754420 370851 3754420 0.33371 0.41109 1.47906 0.18164
3708713754420 370871 3754420 0.36334 0.44805 2.01716 0.19193
3708913754420 370891 3754420 0.39378 0.48609 2.87278 0.20282
3709113754420 370911 3754420 0.42985 0.53069 4.94514 0.21122
3709313754420 370931 3754420 0.46922 0.57919 7.14211 0.22241
3709513754420 370951 3754420 0.51429 0.63383 7.91208 0.23495
3709713754420 370971 3754420 0.56401 0.69455 7.71921 0.24572
3709913754420 370991 3754420 0.6219 0.76151 5.0253 0.25737
3710113754420 371011 3754420 0.6908 0.84021 3.63418 0.26964
3710313754420 371031 3754420 0.77295 0.93202 2.81191 0.28228
3710513754420 371051 3754420 0.86844 1.03323 2.27468 0.29408
3710713754420 371071 3754420 0.97711 1.1378 1.89744 0.30397
3710913754420 371091 3754420 1.11426 1.2645 1.62763 0.31526
3711113754420 371111 3754420 1.28376 1.39747 1.4217 0.32765
3711313754420 371131 3754420 1.47527 1.51181 1.26154 0.33822
3711513754420 371151 3754420 1.70056 1.5934 1.1334 0.348
3711713754420 371171 3754420 1.96733 1.62759 1.02332 0.35187
3711913754420 371191 3754420 2.26559 1.60129 0.93364 0.35658
3712113754420 371211 3754420 2.58214 1.5391 0.85679 0.35868
3712313754420 371231 3754420 2.87973 1.48124 0.79265 0.3619
3712513754420 371251 3754420 3.12037 1.47771 0.73626 0.36252
3712713754420 371271 3754420 3.27984 1.54288 0.68631 0.36073
3712913754420 371291 3754420 3.35633 1.65239 0.6443 0.36142
3713113754420 371311 3754420 3.39288 1.77177 0.60673 0.36045
3713313754420 371331 3754420 3.41501 1.85741 0.57467 0.36076
3713513754420 371351 3754420 3.49496 1.90639 0.54294 0.35518
3713713754420 371371 3754420 3.60047 1.90806 0.51477 0.34958
3713913754420 371391 3754420 3.74586 1.87574 0.48882 0.34268
3714113754420 371411 3754420 3.89907 1.81929 0.46735 0.33965
3714313754420 371431 3754420 4.07674 1.75077 0.44628 0.33405
3714513754420 371451 3754420 4.21161 1.67475 0.42728 0.3292
3714713754420 371471 3754420 4.25864 1.59569 0.41029 0.32554
3714913754420 371491 3754420 4.20641 1.5163 0.39448 0.32232
3715113754420 371511 3754420 4.06351 1.43819 0.3799 0.31999
3715313754420 371531 3754420 3.8545 1.36247 0.36657 0.31876
3715513754420 371551 3754420 3.60667 1.28982 0.35443 0.31861
3715713754420 371571 3754420 3.34212 1.22065 0.34335 0.31947
3715913754420 371591 3754420 3.07692 1.15498 0.33304 0.32131
3716113754420 371611 3754420 2.82209 1.09258 0.32332 0.32379
3716313754420 371631 3754420 2.58295 1.03339 0.31413 0.32669
3716513754420 371651 3754420 2.36118 0.97759 0.30553 0.32993
3716713754420 371671 3754420 2.15809 0.92501 0.29742 0.33325
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3716913754420 371691 3754420 1.97354 0.8756 0.28973 0.33649
3717113754420 371711 3754420 1.80655 0.82905 0.28233 0.33936
3717313754420 371731 3754420 1.65602 0.78543 0.27525 0.34183
3717513754420 371751 3754420 1.52031 0.74433 0.26834 0.34361
3717713754420 371771 3754420 1.39793 0.7056 0.26157 0.34462
3717913754420 371791 3754420 1.28773 0.66928 0.25497 0.34492
3718113754420 371811 3754420 1.18876 0.63543 0.24861 0.34465
3718313754420 371831 3754420 1.09918 0.60347 0.24229 0.34346
3705713754440 370571 3754440 0.14408 0.16798 0.23493 0.08745
3705913754440 370591 3754440 0.15116 0.17652 0.25585 0.09126
3706113754440 370611 3754440 0.15903 0.18603 0.28001 0.09532
3706313754440 370631 3754440 0.16737 0.1961 0.30727 0.09959
3706513754440 370651 3754440 0.17627 0.20686 0.33858 0.10403
3706713754440 370671 3754440 0.18592 0.21852 0.37501 0.1087
3706913754440 370691 3754440 0.19639 0.23116 0.41783 0.11371
3707113754440 370711 3754440 0.20782 0.24495 0.46867 0.11898
3707313754440 370731 3754440 0.22014 0.2598 0.53034 0.12503
3707513754440 370751 3754440 0.23339 0.27576 0.60565 0.13199
3707713754440 370771 3754440 0.24752 0.29278 0.69698 0.1391
3707913754440 370791 3754440 0.26397 0.31246 0.81624 0.14634
3708113754440 370811 3754440 0.28201 0.33399 0.97225 0.15404
3708313754440 370831 3754440 0.30153 0.35721 1.1795 0.16222
3708513754440 370851 3754440 0.32353 0.38319 1.47651 0.17086
3708713754440 370871 3754440 0.35021 0.4142 1.99329 0.17973
3708913754440 370891 3754440 0.37944 0.44787 2.92819 0.18661
3709113754440 370911 3754440 0.41005 0.48369 4.8791 0.19532
3709313754440 370931 3754440 0.44616 0.52406 4.96844 0.20548
3709513754440 370951 3754440 0.48745 0.56857 5.07322 0.21608
3709713754440 370971 3754440 0.53104 0.61566 7.80125 0.22516
3709913754440 370991 3754440 0.58363 0.67017 5.06721 0.23545
3710113754440 371011 3754440 0.64405 0.73019 3.64588 0.24563
3710313754440 371031 3754440 0.71389 0.79597 2.81097 0.25561
3710513754440 371051 3754440 0.79357 0.86484 2.26981 0.26483
3710713754440 371071 3754440 0.88264 0.93147 1.89417 0.27259
3710913754440 371091 3754440 0.99161 1.00643 1.61904 0.28123
3711113754440 371111 3754440 1.12238 1.07696 1.41619 0.29268
3711313754440 371131 3754440 1.26357 1.12697 1.25369 0.30048
3711513754440 371151 3754440 1.42331 1.15267 1.12089 0.30552
3711713754440 371171 3754440 1.59815 1.1475 1.01123 0.30887
3711913754440 371191 3754440 1.78002 1.11347 0.92027 0.3115
3712113754440 371211 3754440 1.95473 1.06294 0.84514 0.315
3712313754440 371231 3754440 2.1037 1.01625 0.78086 0.3176
3712513754440 371251 3754440 2.20843 0.99404 0.72573 0.32003
3712713754440 371271 3754440 2.26078 1.00856 0.67759 0.32155
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3712913754440 371291 3754440 2.27236 1.06177 0.63304 0.31865
3713113754440 371311 3754440 2.24327 1.13372 0.59613 0.31843
3713313754440 371331 3754440 2.21625 1.21408 0.56132 0.31502
3713513754440 371351 3754440 2.2048 1.28109 0.53067 0.31126
3713713754440 371371 3754440 2.22292 1.32491 0.50356 0.30698
3713913754440 371391 3754440 2.29744 1.34892 0.4783 0.30229
3714113754440 371411 3754440 2.41352 1.35261 0.45536 0.29747
3714313754440 371431 3754440 2.55163 1.33961 0.43454 0.29274
3714513754440 371451 3754440 2.69324 1.31469 0.41546 0.28826
3714713754440 371471 3754440 2.81453 1.2812 0.3978 0.28415
3714913754440 371491 3754440 2.88241 1.24128 0.38188 0.28069
3715113754440 371511 3754440 2.89546 1.19764 0.36719 0.27793
3715313754440 371531 3754440 2.85291 1.15192 0.3538 0.27602
3715513754440 371551 3754440 2.76628 1.10531 0.3415 0.27498
3715713754440 371571 3754440 2.64851 1.05859 0.33011 0.27478
3715913754440 371591 3754440 2.51056 1.01239 0.31958 0.27541
3716113754440 371611 3754440 2.3615 0.96728 0.3099 0.27683
3716313754440 371631 3754440 2.20995 0.92326 0.3008 0.27879
3716513754440 371651 3754440 2.06017 0.8807 0.2923 0.28121
3716713754440 371671 3754440 1.91559 0.83982 0.28437 0.28397
3716913754440 371691 3754440 1.77845 0.80052 0.27684 0.28682
3717113754440 371711 3754440 1.64976 0.76287 0.26967 0.2896
3717313754440 371731 3754440 1.52993 0.72689 0.26281 0.29216
3717513754440 371751 3754440 1.41923 0.69278 0.25628 0.2945
3717713754440 371771 3754440 1.31704 0.66017 0.24992 0.29632
3717913754440 371791 3754440 1.22288 0.62905 0.24369 0.29755
3718113754440 371811 3754440 1.13698 0.59983 0.23776 0.29842
3718313754440 371831 3754440 1.05871 0.57242 0.23208 0.29891
3705713754460 370571 3754460 0.14155 0.16176 0.23257 0.08459
3705913754460 370591 3754460 0.14841 0.16974 0.25331 0.08817
3706113754460 370611 3754460 0.15598 0.17854 0.27732 0.09198
3706313754460 370631 3754460 0.16401 0.18788 0.30447 0.096
3706513754460 370651 3754460 0.17243 0.19765 0.33547 0.10027
3706713754460 370671 3754460 0.18177 0.20847 0.37163 0.10452
3706913754460 370691 3754460 0.19173 0.21999 0.41404 0.1091
3707113754460 370711 3754460 0.2026 0.23251 0.46436 0.11388
3707313754460 370731 3754460 0.21431 0.24597 0.52523 0.11925
3707513754460 370751 3754460 0.22706 0.26056 0.59984 0.12506
3707713754460 370771 3754460 0.24094 0.27638 0.69292 0.13144
3707913754460 370791 3754460 0.2559 0.29334 0.81039 0.13865
3708113754460 370811 3754460 0.27261 0.31215 0.96511 0.14567
3708313754460 370831 3754460 0.29109 0.33276 1.17623 0.15297
3708513754460 370851 3754460 0.31143 0.35524 1.476 0.16062
3708713754460 370871 3754460 0.33501 0.38082 1.96915 0.16827
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708913754460 370891 3754460 0.36071 0.40897 2.89409 0.17354
3709113754460 370911 3754460 0.38824 0.43749 4.80151 0.18135
3709313754460 370931 3754460 0.4204 0.47065 6.95816 0.18997
3709513754460 370951 3754460 0.45682 0.50708 7.98299 0.19883
3709713754460 370971 3754460 0.49491 0.54228 7.88031 0.20646
3709913754460 370991 3754460 0.54047 0.58388 5.09669 0.21503
3710113754460 371011 3754460 0.59203 0.62818 3.65714 0.2234
3710313754460 371031 3754460 0.65057 0.67471 2.81318 0.23149
3710513754460 371051 3754460 0.71704 0.72239 2.26831 0.23921
3710713754460 371071 3754460 0.78749 0.76212 1.8884 0.2451
3710913754460 371091 3754460 0.87287 0.80596 1.61196 0.25197
3711113754460 371111 3754460 0.97138 0.84171 1.41076 0.26236
3711313754460 371131 3754460 1.07323 0.86065 1.24653 0.26853
3711513754460 371151 3754460 1.18284 0.86273 1.11371 0.27266
3711713754460 371171 3754460 1.29573 0.84686 1.0047 0.27592
3711913754460 371191 3754460 1.4056 0.81663 0.9132 0.27769
3712113754460 371211 3754460 1.50285 0.77949 0.83613 0.279
3712313754460 371231 3754460 1.57756 0.74543 0.77063 0.28002
3712513754460 371251 3754460 1.62242 0.72404 0.71428 0.28062
3712713754460 371271 3754460 1.6355 0.72231 0.66474 0.27997
3712913754460 371291 3754460 1.61353 0.73967 0.62459 0.2823
3713113754460 371311 3754460 1.58018 0.7791 0.58555 0.28013
3713313754460 371331 3754460 1.54046 0.83026 0.55078 0.27736
3713513754460 371351 3754460 1.50634 0.88251 0.5205 0.27418
3713713754460 371371 3754460 1.50321 0.93177 0.49255 0.2705
3713913754460 371391 3754460 1.53416 0.97078 0.46732 0.26652
3714113754460 371411 3754460 1.60052 0.99786 0.44431 0.26236
3714313754460 371431 3754460 1.69019 1.01221 0.42357 0.25821
3714513754460 371451 3754460 1.79064 1.0154 0.40475 0.25418
3714713754460 371471 3754460 1.89871 1.0105 0.38713 0.25035
3714913754460 371491 3754460 1.98902 0.99774 0.37102 0.2469
3715113754460 371511 3754460 2.05115 0.97919 0.35637 0.24399
3715313754460 371531 3754460 2.08136 0.95635 0.34287 0.24169
3715513754460 371551 3754460 2.07874 0.93046 0.3305 0.24007
3715713754460 371571 3754460 2.0471 0.90248 0.31914 0.23919
3715913754460 371591 3754460 1.99218 0.87315 0.30865 0.23903
3716113754460 371611 3754460 1.92051 0.84294 0.29888 0.23951
3716313754460 371631 3754460 1.83741 0.81227 0.28973 0.24056
3716513754460 371651 3754460 1.74705 0.78179 0.28131 0.2422
3716713754460 371671 3754460 1.65365 0.75152 0.27339 0.24419
3716913754460 371691 3754460 1.55984 0.72169 0.26592 0.24644
3717113754460 371711 3754460 1.4676 0.6925 0.25886 0.24881
3717313754460 371731 3754460 1.37852 0.66425 0.25223 0.25126
3717513754460 371751 3754460 1.29344 0.6369 0.24591 0.25362
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3717713754460 371771 3754460 1.21273 0.6104 0.23983 0.25574
3717913754460 371791 3754460 1.13662 0.5848 0.23395 0.25753
3718113754460 371811 3754460 1.06577 0.56051 0.22838 0.25913
3718313754460 371831 3754460 0.99945 0.53709 0.22294 0.26026
3705713754480 370571 3754480 0.13871 0.15544 0.23007 0.08179
3705913754480 370591 3754480 0.1452 0.16274 0.25044 0.08514
3706113754480 370611 3754480 0.15219 0.17058 0.2737 0.08869
3706313754480 370631 3754480 0.15975 0.17906 0.30051 0.09245
3706513754480 370651 3754480 0.16799 0.18824 0.33158 0.09643
3706713754480 370671 3754480 0.17684 0.19809 0.36752 0.10054
3706913754480 370691 3754480 0.18628 0.20855 0.4095 0.10472
3707113754480 370711 3754480 0.19654 0.21986 0.4593 0.10896
3707313754480 370731 3754480 0.20753 0.23192 0.51941 0.11378
3707513754480 370751 3754480 0.21949 0.24499 0.59293 0.11873
3707713754480 370771 3754480 0.23249 0.25905 0.68517 0.12424
3707913754480 370791 3754480 0.24667 0.27424 0.80335 0.13019
3708113754480 370811 3754480 0.2621 0.29063 0.95871 0.13667
3708313754480 370831 3754480 0.27907 0.30843 1.17109 0.14334
3708513754480 370851 3754480 0.29764 0.32764 1.47426 0.15048
3708713754480 370871 3754480 0.31864 0.34888 1.96253 0.15673
3708913754480 370891 3754480 0.34046 0.37088 2.85688 0.16175
3709113754480 370911 3754480 0.36494 0.39411 4.72679 0.1685
3709313754480 370931 3754480 0.39308 0.42052 4.88457 0.17577
3709513754480 370951 3754480 0.42445 0.44883 5.09874 0.18309
3709713754480 370971 3754480 0.45715 0.47553 7.95969 0.18947
3709913754480 370991 3754480 0.49569 0.50636 5.12956 0.1965
3710113754480 371011 3754480 0.53886 0.53833 3.6694 0.20337
3710313754480 371031 3754480 0.58749 0.57116 2.81737 0.2101
3710513754480 371051 3754480 0.64246 0.60432 2.26983 0.21671
3710713754480 371071 3754480 0.69719 0.62679 1.88368 0.2212
3710913754480 371091 3754480 0.7627 0.65131 1.60661 0.22663
3711113754480 371111 3754480 0.83637 0.66844 1.40398 0.2353
3711313754480 371131 3754480 0.90874 0.67274 1.23883 0.2404
3711513754480 371151 3754480 0.98343 0.66596 1.10486 0.24238
3711713754480 371171 3754480 1.05569 0.64869 0.99572 0.24502
3711913754480 371191 3754480 1.12125 0.624 0.90448 0.24663
3712113754480 371211 3754480 1.17448 0.59657 0.82739 0.24762
3712313754480 371231 3754480 1.21033 0.57163 0.76158 0.24809
3712513754480 371251 3754480 1.22571 0.5539 0.70588 0.24943
3712713754480 371271 3754480 1.21941 0.54639 0.65843 0.25121
3712913754480 371291 3754480 1.19624 0.55143 0.61522 0.24998
3713113754480 371311 3754480 1.1627 0.56946 0.57654 0.24817
3713313754480 371331 3754480 1.12532 0.59792 0.54216 0.24589
3713513754480 371351 3754480 1.09461 0.63336 0.51127 0.24317
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3713713754480 371371 3754480 1.07957 0.67103 0.48349 0.2401
3713913754480 371391 3754480 1.08746 0.70698 0.45827 0.23673
3714113754480 371411 3754480 1.11922 0.73783 0.43542 0.23318
3714313754480 371431 3754480 1.17251 0.762 0.4146 0.22955
3714513754480 371451 3754480 1.23889 0.77857 0.39585 0.22596
3714713754480 371471 3754480 1.31754 0.78874 0.37826 0.22246
3714913754480 371491 3754480 1.39431 0.79218 0.36216 0.2192
3715113754480 371511 3754480 1.46078 0.79004 0.34762 0.21634
3715313754480 371531 3754480 1.51319 0.78313 0.33401 0.21386
3715513754480 371551 3754480 1.54624 0.77232 0.32147 0.21189
3715713754480 371571 3754480 1.5586 0.75871 0.31017 0.21057
3715913754480 371591 3754480 1.55231 0.74263 0.29963 0.20981
3716113754480 371611 3754480 1.5299 0.72465 0.2898 0.20961
3716313754480 371631 3754480 1.49435 0.70517 0.28061 0.20992
3716513754480 371651 3754480 1.44842 0.68479 0.27209 0.21076
3716713754480 371671 3754480 1.3952 0.6638 0.26414 0.21203
3716913754480 371691 3754480 1.33728 0.64251 0.25672 0.21366
3717113754480 371711 3754480 1.27672 0.62113 0.24976 0.21555
3717313754480 371731 3754480 1.21528 0.59991 0.24322 0.21762
3717513754480 371751 3754480 1.15405 0.57886 0.23702 0.21974
3717713754480 371771 3754480 1.09388 0.55807 0.23108 0.22178
3717913754480 371791 3754480 1.0356 0.53776 0.22543 0.22373
3718113754480 371811 3754480 0.9797 0.51803 0.22004 0.22552
3718313754480 371831 3754480 0.92624 0.49879 0.21482 0.22704
3705713754500 370571 3754500 0.13553 0.14905 0.22739 0.07906
3705913754500 370591 3754500 0.14164 0.15569 0.24736 0.08219
3706113754500 370611 3754500 0.14822 0.16282 0.27019 0.0855
3706313754500 370631 3754500 0.15536 0.17052 0.2966 0.089
3706513754500 370651 3754500 0.16307 0.17882 0.32719 0.09269
3706713754500 370671 3754500 0.17138 0.18771 0.36273 0.09655
3706913754500 370691 3754500 0.18029 0.19719 0.40425 0.10024
3707113754500 370711 3754500 0.18977 0.20721 0.45348 0.10427
3707313754500 370731 3754500 0.19998 0.21792 0.51285 0.10861
3707513754500 370751 3754500 0.21103 0.22943 0.5856 0.11312
3707713754500 370771 3754500 0.22298 0.24177 0.67668 0.11796
3707913754500 370791 3754500 0.23598 0.25498 0.79358 0.12329
3708113754500 370811 3754500 0.25012 0.26917 0.94776 0.12887
3708313754500 370831 3754500 0.26557 0.28443 1.15971 0.13455
3708513754500 370851 3754500 0.28241 0.30076 1.46519 0.14058
3708713754500 370871 3754500 0.30102 0.31836 1.95284 0.14596
3708913754500 370891 3754500 0.31917 0.33493 2.81968 0.15076
3709113754500 370911 3754500 0.34093 0.35411 4.65518 0.1567
3709313754500 370931 3754500 0.36518 0.37479 6.79857 0.1628
3709513754500 370951 3754500 0.39193 0.39649 8.12423 0.16888
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3709713754500 370971 3754500 0.41968 0.41661 8.0437 0.17382
3709913754500 370991 3754500 0.45148 0.43863 5.16367 0.17943
3710113754500 371011 3754500 0.48672 0.46081 3.68226 0.18538
3710313754500 371031 3754500 0.52944 0.48732 2.82785 0.19189
3710513754500 371051 3754500 0.57183 0.50696 2.27129 0.19678
3710713754500 371071 3754500 0.61621 0.52166 1.88413 0.20089
3710913754500 371091 3754500 0.66497 0.53353 1.60417 0.20493
3711113754500 371111 3754500 0.71847 0.53922 1.39745 0.21187
3711313754500 371131 3754500 0.76937 0.53685 1.23147 0.21614
3711513754500 371151 3754500 0.81948 0.52716 1.09752 0.21721
3711713754500 371171 3754500 0.86531 0.51144 0.98807 0.21914
3711913754500 371191 3754500 0.90393 0.49184 0.89677 0.22034
3712113754500 371211 3754500 0.93214 0.47131 0.81974 0.22112
3712313754500 371231 3754500 0.94749 0.4528 0.75425 0.22177
3712513754500 371251 3754500 0.94896 0.43876 0.69854 0.2231
3712713754500 371271 3754500 0.93568 0.43043 0.65083 0.22396
3712913754500 371291 3754500 0.91377 0.4299 0.60732 0.22284
3713113754500 371311 3754500 0.88506 0.43725 0.56877 0.2213
3713313754500 371331 3754500 0.85423 0.45202 0.5345 0.21938
3713513754500 371351 3754500 0.82848 0.47354 0.50356 0.21709
3713713754500 371371 3754500 0.81168 0.49907 0.47584 0.2145
3713913754500 371391 3754500 0.80897 0.52641 0.45069 0.21165
3714113754500 371411 3754500 0.82196 0.55303 0.42795 0.20862
3714313754500 371431 3754500 0.85082 0.57722 0.40715 0.20547
3714513754500 371451 3754500 0.8915 0.59744 0.38845 0.20231
3714713754500 371471 3754500 0.94405 0.61368 0.37091 0.19917
3714913754500 371491 3754500 1.00071 0.62518 0.35486 0.19617
3715113754500 371511 3754500 1.0566 0.6323 0.34026 0.19341
3715313754500 371531 3754500 1.10791 0.63522 0.32658 0.19092
3715513754500 371551 3754500 1.14981 0.63457 0.31408 0.18883
3715713754500 371571 3754500 1.17994 0.63097 0.30273 0.18722
3715913754500 371591 3754500 1.19753 0.62462 0.29213 0.18606
3716113754500 371611 3754500 1.20282 0.61596 0.28226 0.18537
3716313754500 371631 3754500 1.19678 0.60527 0.27299 0.18512
3716513754500 371651 3754500 1.18065 0.59319 0.26443 0.18535
3716713754500 371671 3754500 1.15638 0.57998 0.25646 0.18601
3716913754500 371691 3754500 1.1257 0.56587 0.24902 0.18704
3717113754500 371711 3754500 1.0904 0.55121 0.24208 0.1884
3717313754500 371731 3754500 1.05183 0.53613 0.23557 0.19
3717513754500 371751 3754500 1.01105 0.52068 0.2294 0.19172
3717713754500 371771 3754500 0.96908 0.50503 0.22352 0.19349
3717913754500 371791 3754500 0.9269 0.48945 0.21796 0.19529
3718113754500 371811 3754500 0.88512 0.47401 0.21268 0.19705
3718313754500 371831 3754500 0.84425 0.45885 0.20766 0.19872
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3705713754520 370571 3754520 0.1321 0.14267 0.22459 0.07641
3705913754520 370591 3754520 0.13781 0.14869 0.24416 0.07933
3706113754520 370611 3754520 0.14404 0.15521 0.26673 0.08242
3706313754520 370631 3754520 0.15064 0.16211 0.29252 0.08566
3706513754520 370651 3754520 0.15772 0.16945 0.32232 0.08908
3706713754520 370671 3754520 0.16542 0.17738 0.35727 0.09267
3706913754520 370691 3754520 0.17356 0.18572 0.39808 0.09637
3707113754520 370711 3754520 0.18247 0.19475 0.44686 0.09978
3707313754520 370731 3754520 0.19188 0.20422 0.50547 0.10366
3707513754520 370751 3754520 0.20198 0.21427 0.57739 0.10788
3707713754520 370771 3754520 0.21288 0.22498 0.6674 0.11233
3707913754520 370791 3754520 0.22467 0.2364 0.78286 0.11693
3708113754520 370811 3754520 0.23744 0.24858 0.93568 0.12161
3708313754520 370831 3754520 0.25129 0.26151 1.14608 0.12651
3708513754520 370851 3754520 0.26634 0.27521 1.4515 0.13157
3708713754520 370871 3754520 0.28057 0.28754 1.93225 0.13565
3708913754520 370891 3754520 0.29786 0.30217 2.78267 0.1407
3709113754520 370911 3754520 0.31708 0.31797 4.58432 0.14594
3709313754520 370931 3754520 0.33769 0.33388 4.81692 0.15103
3709513754520 370951 3754520 0.36061 0.35078 5.13375 0.15622
3709713754520 370971 3754520 0.38397 0.36579 8.14897 0.16032
3709913754520 370991 3754520 0.4096 0.38081 5.20036 0.16248
3710113754520 371011 3754520 0.43821 0.39607 3.69578 0.16752
3710313754520 371031 3754520 0.47335 0.41502 2.83298 0.17514
3710513754520 371051 3754520 0.50601 0.42629 2.2704 0.17889
3710713754520 371071 3754520 0.54074 0.43486 1.88184 0.18237
3710913754520 371091 3754520 0.57774 0.44063 1.60065 0.18571
3711113754520 371111 3754520 0.61723 0.44146 1.39103 0.1916
3711313754520 371131 3754520 0.65272 0.4363 1.22437 0.19503
3711513754520 371151 3754520 0.68592 0.42639 1.09096 0.19633
3711713754520 371171 3754520 0.71458 0.41288 0.98136 0.1975
3711913754520 371191 3754520 0.73675 0.39741 0.89027 0.19859
3712113754520 371211 3754520 0.75068 0.38182 0.81364 0.19961
3712313754520 371231 3754520 0.75524 0.36776 0.74819 0.20019
3712513754520 371251 3754520 0.75024 0.35667 0.69246 0.20124
3712713754520 371271 3754520 0.73622 0.34925 0.64356 0.20077
3712913754520 371291 3754520 0.71632 0.34643 0.60022 0.1998
3713113754520 371311 3754520 0.69261 0.34856 0.56184 0.19849
3713313754520 371331 3754520 0.66817 0.35571 0.52768 0.19687
3713513754520 371351 3754520 0.64702 0.36787 0.49694 0.19494
3713713754520 371371 3754520 0.63168 0.38399 0.46928 0.19275
3713913754520 371391 3754520 0.62489 0.40289 0.44431 0.19035
3714113754520 371411 3754520 0.62851 0.42317 0.42155 0.18775
3714313754520 371431 3754520 0.64272 0.44337 0.4009 0.18504
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3714513754520 371451 3754520 0.66651 0.46226 0.38214 0.18226
3714713754520 371471 3754520 0.69967 0.4792 0.36469 0.17947
3714913754520 371491 3754520 0.73863 0.49338 0.34866 0.17674
3715113754520 371511 3754520 0.78061 0.50461 0.33398 0.17416
3715313754520 371531 3754520 0.82264 0.51282 0.32041 0.17178
3715513754520 371551 3754520 0.86165 0.51814 0.30792 0.16967
3715713754520 371571 3754520 0.89514 0.52084 0.29646 0.16791
3715913754520 371591 3754520 0.92141 0.52107 0.28582 0.1665
3716113754520 371611 3754520 0.93973 0.51897 0.27586 0.16547
3716313754520 371631 3754520 0.94963 0.51482 0.26656 0.16482
3716513754520 371651 3754520 0.95159 0.50922 0.25802 0.16462
3716713754520 371671 3754520 0.94627 0.50213 0.25002 0.16478
3716913754520 371691 3754520 0.93459 0.4938 0.24253 0.16529
3717113754520 371711 3754520 0.91774 0.4846 0.23555 0.16614
3717313754520 371731 3754520 0.89674 0.47467 0.22903 0.16726
3717513754520 371751 3754520 0.87235 0.46402 0.22284 0.16855
3717713754520 371771 3754520 0.84557 0.45293 0.217 0.16999
3717913754520 371791 3754520 0.81704 0.44145 0.21145 0.17149
3718113754520 371811 3754520 0.78762 0.42983 0.20621 0.17304
3718313754520 371831 3754520 0.75805 0.41831 0.20129 0.17464
3705713754540 370571 3754540 0.12848 0.1364 0.22175 0.07384
3705913754540 370591 3754540 0.13384 0.14187 0.241 0.07656
3706113754540 370611 3754540 0.13954 0.14765 0.26292 0.07942
3706313754540 370631 3754540 0.14567 0.15384 0.28818 0.08243
3706513754540 370651 3754540 0.15218 0.16037 0.3173 0.08559
3706713754540 370671 3754540 0.15918 0.16734 0.35137 0.08889
3706913754540 370691 3754540 0.16668 0.17474 0.3915 0.09224
3707113754540 370711 3754540 0.17481 0.18267 0.43949 0.09537
3707313754540 370731 3754540 0.18341 0.19097 0.49726 0.09885
3707513754540 370751 3754540 0.19252 0.19967 0.56808 0.10292
3707713754540 370771 3754540 0.20223 0.20883 0.65594 0.10738
3707913754540 370791 3754540 0.21283 0.21862 0.76918 0.11158
3708113754540 370811 3754540 0.22398 0.22908 0.92204 0.11464
3708313754540 370831 3754540 0.23596 0.23953 1.13029 0.11886
3708513754540 370851 3754540 0.24936 0.25116 1.43355 0.12339
3708713754540 370871 3754540 0.26274 0.2618 1.90966 0.12747
3708913754540 370891 3754540 0.2771 0.27271 2.7466 0.13127
3709113754540 370911 3754540 0.29358 0.28517 4.5145 0.136
3709313754540 370931 3754540 0.31104 0.29742 6.64242 0.13996
3709513754540 370951 3754540 0.33041 0.31032 8.1965 0.14466
3709713754540 370971 3754540 0.34914 0.32045 8.22111 0.14464
3709913754540 370991 3754540 0.37087 0.33185 5.23853 0.14857
3710113754540 371011 3754540 0.39437 0.34259 3.71163 0.15386
3710313754540 371031 3754540 0.42237 0.35529 2.83839 0.16034
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3710513754540 371051 3754540 0.4487 0.3627 2.27211 0.16362
3710713754540 371071 3754540 0.47605 0.36772 1.88197 0.16663
3710913754540 371091 3754540 0.50454 0.36869 1.59899 0.16952
3711113754540 371111 3754540 0.53118 0.36632 1.38493 0.17355
3711313754540 371131 3754540 0.5557 0.36028 1.21763 0.17635
3711513754540 371151 3754540 0.57737 0.35119 1.08408 0.17837
3711713754540 371171 3754540 0.59488 0.33995 0.97497 0.17988
3711913754540 371191 3754540 0.60696 0.32769 0.88427 0.18098
3712113754540 371211 3754540 0.61268 0.31559 0.80779 0.18159
3712313754540 371231 3754540 0.61164 0.30469 0.74248 0.1817
3712513754540 371251 3754540 0.60397 0.2958 0.68608 0.18149
3712713754540 371271 3754540 0.59065 0.28941 0.63687 0.18095
3712913754540 371291 3754540 0.57367 0.28598 0.59379 0.1801
3713113754540 371311 3754540 0.55437 0.28568 0.55558 0.17899
3713313754540 371331 3754540 0.53507 0.28874 0.52154 0.1776
3713513754540 371351 3754540 0.51794 0.29522 0.49103 0.17597
3713713754540 371371 3754540 0.50476 0.30491 0.46355 0.17412
3713913754540 371391 3754540 0.4971 0.31729 0.43868 0.17207
3714113754540 371411 3754540 0.49609 0.33163 0.41607 0.16985
3714313754540 371431 3754540 0.50232 0.34705 0.39545 0.16751
3714513754540 371451 3754540 0.51569 0.36264 0.3766 0.16508
3714713754540 371471 3754540 0.53562 0.37766 0.35931 0.16262
3714913754540 371491 3754540 0.56118 0.39148 0.34339 0.16018
3715113754540 371511 3754540 0.59071 0.40367 0.32874 0.15782
3715313754540 371531 3754540 0.62247 0.41393 0.3152 0.15559
3715513754540 371551 3754540 0.65445 0.42213 0.30267 0.15354
3715713754540 371571 3754540 0.68459 0.42834 0.29115 0.15173
3715913754540 371591 3754540 0.71155 0.43242 0.28037 0.15018
3716113754540 371611 3754540 0.73387 0.43464 0.27039 0.14895
3716313754540 371631 3754540 0.7508 0.435 0.26107 0.14803
3716513754540 371651 3754540 0.76216 0.43392 0.25247 0.14748
3716713754540 371671 3754540 0.76789 0.43137 0.24444 0.14726
3716913754540 371691 3754540 0.76845 0.4277 0.237 0.14738
3717113754540 371711 3754540 0.76412 0.42276 0.22996 0.14778
3717313754540 371731 3754540 0.7556 0.4169 0.22336 0.14845
3717513754540 371751 3754540 0.74356 0.41027 0.21717 0.14935
3717713754540 371771 3754540 0.72864 0.403 0.21135 0.15044
3717913754540 371791 3754540 0.71129 0.39514 0.20582 0.15164
3718113754540 371811 3754540 0.69229 0.38692 0.20061 0.15295
3718313754540 371831 3754540 0.6723 0.37858 0.19575 0.15436
3705713754560 370571 3754560 0.12461 0.13015 0.21843 0.07129
3705913754560 370591 3754560 0.12956 0.13506 0.23722 0.07381
3706113754560 370611 3754560 0.13483 0.14024 0.25865 0.07646
3706313754560 370631 3754560 0.14043 0.14573 0.28327 0.07922
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3706513754560 370651 3754560 0.14639 0.15151 0.31174 0.08212
3706713754560 370671 3754560 0.1528 0.15768 0.34508 0.08502
3706913754560 370691 3754560 0.15961 0.16417 0.38437 0.08808
3707113754560 370711 3754560 0.16688 0.17102 0.43128 0.09125
3707313754560 370731 3754560 0.17465 0.17824 0.48807 0.09452
3707513754560 370751 3754560 0.18291 0.18581 0.55779 0.09805
3707713754560 370771 3754560 0.19182 0.19381 0.6456 0.10142
3707913754560 370791 3754560 0.20129 0.20216 0.75839 0.10496
3708113754560 370811 3754560 0.21111 0.21088 0.90765 0.10852
3708313754560 370831 3754560 0.22147 0.21948 1.11357 0.11215
3708513754560 370851 3754560 0.23282 0.22857 1.41334 0.11593
3708713754560 370871 3754560 0.24454 0.23733 1.88349 0.11953
3708913754560 370891 3754560 0.2572 0.2464 2.70969 0.1229
3709113754560 370911 3754560 0.27068 0.25545 4.44098 0.12515
3709313754560 370931 3754560 0.2858 0.26526 6.87 0.12933
3709513754560 370951 3754560 0.30215 0.2751 5.14955 0.13423
3709713754560 370971 3754560 0.31811 0.28286 8.34529 0.13506
3709913754560 370991 3754560 0.33564 0.29056 5.28342 0.13747
3710113754560 371011 3754560 0.35462 0.29776 3.73342 0.14209
3710313754560 371031 3754560 0.37495 0.30411 2.84043 0.14669
3710513754560 371051 3754560 0.39648 0.30932 2.27102 0.14971
3710713754560 371071 3754560 0.41893 0.31256 1.87895 0.15262
3710913754560 371091 3754560 0.43973 0.31137 1.59416 0.15534
3711113754560 371111 3754560 0.45838 0.30773 1.37871 0.15787
3711313754560 371131 3754560 0.47511 0.3017 1.21089 0.1602
3711513754560 371151 3754560 0.48902 0.29372 1.0769 0.16235
3711713754560 371171 3754560 0.49927 0.28443 0.96757 0.16371
3711913754560 371191 3754560 0.50511 0.27462 0.87678 0.16432
3712113754560 371211 3754560 0.50617 0.26506 0.80054 0.16462
3712313754560 371231 3754560 0.50239 0.25644 0.73556 0.16464
3712513754560 371251 3754560 0.49411 0.24928 0.67947 0.16439
3712713754560 371271 3754560 0.48219 0.24389 0.63068 0.16389
3712913754560 371291 3754560 0.46776 0.24045 0.58776 0.16315
3713113754560 371311 3754560 0.4522 0.23913 0.54974 0.16219
3713313754560 371331 3754560 0.43691 0.24004 0.51587 0.161
3713513754560 371351 3754560 0.42321 0.24329 0.48551 0.15961
3713713754560 371371 3754560 0.41223 0.2489 0.45816 0.15804
3713913754560 371391 3754560 0.40491 0.25671 0.4334 0.15628
3714113754560 371411 3754560 0.40196 0.2664 0.41091 0.15438
3714313754560 371431 3754560 0.40384 0.27749 0.39039 0.15236
3714513754560 371451 3754560 0.4107 0.28942 0.37162 0.15025
3714713754560 371471 3754560 0.42243 0.30165 0.3544 0.14808
3714913754560 371491 3754560 0.43863 0.31363 0.33855 0.1459
3715113754560 371511 3754560 0.45862 0.32495 0.32394 0.14376
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3715313754560 371531 3754560 0.48139 0.33526 0.31044 0.1417
3715513754560 371551 3754560 0.50576 0.34432 0.29794 0.13975
3715713754560 371571 3754560 0.53043 0.35198 0.28636 0.13798
3715913754560 371591 3754560 0.55413 0.35816 0.27561 0.1364
3716113754560 371611 3754560 0.57574 0.36287 0.26562 0.13507
3716313754560 371631 3754560 0.5944 0.36613 0.25632 0.13399
3716513754560 371651 3754560 0.60951 0.36801 0.24766 0.13319
3716713754560 371671 3754560 0.62075 0.3686 0.23959 0.13268
3716913754560 371691 3754560 0.62803 0.36801 0.23204 0.13246
3717113754560 371711 3754560 0.63147 0.36636 0.22499 0.13251
3717313754560 371731 3754560 0.6313 0.36373 0.21838 0.13282
3717513754560 371751 3754560 0.6279 0.36029 0.21218 0.13337
3717713754560 371771 3754560 0.62164 0.35612 0.20636 0.13411
3717913754560 371791 3754560 0.6129 0.35129 0.20087 0.13502
3718113754560 371811 3754560 0.60211 0.34593 0.19567 0.13606
3718313754560 371831 3754560 0.58963 0.34012 0.19075 0.13718
3705713754580 370571 3754580 0.12031 0.12378 0.21433 0.06863
3705913754580 370591 3754580 0.12498 0.12828 0.23255 0.07068
3706113754580 370611 3754580 0.12977 0.13286 0.25357 0.07336
3706313754580 370631 3754580 0.13495 0.13778 0.27759 0.07579
3706513754580 370651 3754580 0.14044 0.14294 0.30542 0.07833
3706713754580 370671 3754580 0.14625 0.14836 0.33793 0.08098
3706913754580 370691 3754580 0.15237 0.154 0.37645 0.08407
3707113754580 370711 3754580 0.15895 0.16 0.4224 0.08683
3707313754580 370731 3754580 0.16592 0.16625 0.4781 0.08979
3707513754580 370751 3754580 0.1731 0.17277 0.54646 0.0928
3707713754580 370771 3754580 0.18051 0.17909 0.63216 0.0958
3707913754580 370791 3754580 0.18894 0.18623 0.74352 0.09913
3708113754580 370811 3754580 0.19722 0.19273 0.88981 0.10218
3708313754580 370831 3754580 0.20635 0.19982 1.09309 0.10541
3708513754580 370851 3754580 0.21651 0.2076 1.3906 0.10885
3708713754580 370871 3754580 0.2268 0.21489 1.85542 0.11182
3708913754580 370891 3754580 0.23762 0.22204 2.66888 0.11334
3709113754580 370911 3754580 0.24926 0.22929 4.36567 0.11567
3709313754580 370931 3754580 0.26217 0.23697 6.45694 0.12017
3709513754580 370951 3754580 0.27584 0.24433 6.10892 0.12443
3709713754580 370971 3754580 0.28895 0.24973 8.43894 0.12434
3709913754580 370991 3754580 0.30326 0.25501 5.32622 0.12678
3710113754580 371011 3754580 0.31816 0.25932 3.74763 0.12969
3710313754580 371031 3754580 0.334 0.26293 2.84325 0.13454
3710513754580 371051 3754580 0.35081 0.26584 2.2688 0.13745
3710713754580 371071 3754580 0.36915 0.26772 1.87401 0.1402
3710913754580 371091 3754580 0.38387 0.26541 1.58817 0.1421
3711113754580 371111 3754580 0.39698 0.26148 1.37152 0.14451
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3711313754580 371131 3754580 0.40817 0.25584 1.20333 0.14659
3711513754580 371151 3754580 0.41683 0.2489 1.06943 0.14825
3711713754580 371171 3754580 0.42242 0.24118 0.96055 0.14917
3711913754580 371191 3754580 0.42456 0.23323 0.87007 0.14963
3712113754580 371211 3754580 0.42308 0.22558 0.794 0.14983
3712313754580 371231 3754580 0.41811 0.21868 0.72928 0.14981
3712513754580 371251 3754580 0.41002 0.21286 0.6734 0.14956
3712713754580 371271 3754580 0.3995 0.20832 0.62469 0.14911
3712913754580 371291 3754580 0.38745 0.20514 0.58204 0.14846
3713113754580 371311 3754580 0.37482 0.20343 0.54419 0.14763
3713313754580 371331 3754580 0.36256 0.20325 0.51046 0.14661
3713513754580 371351 3754580 0.35155 0.20468 0.48024 0.14542
3713713754580 371371 3754580 0.34248 0.20779 0.45302 0.14407
3713913754580 371391 3754580 0.33594 0.21257 0.42839 0.14257
3714113754580 371411 3754580 0.33235 0.21891 0.40596 0.14093
3714313754580 371431 3754580 0.33203 0.2266 0.38555 0.13919
3714513754580 371451 3754580 0.33517 0.23533 0.36687 0.13735
3714713754580 371471 3754580 0.34178 0.24475 0.34976 0.13544
3714913754580 371491 3754580 0.35181 0.25446 0.33398 0.13351
3715113754580 371511 3754580 0.36496 0.26411 0.31941 0.13158
3715313754580 371531 3754580 0.38077 0.27338 0.30592 0.12969
3715513754580 371551 3754580 0.39856 0.28205 0.29347 0.12788
3715713754580 371571 3754580 0.41753 0.28989 0.28191 0.12618
3715913754580 371591 3754580 0.43682 0.29677 0.27116 0.12463
3716113754580 371611 3754580 0.45556 0.30262 0.26117 0.12325
3716313754580 371631 3754580 0.47298 0.30735 0.25185 0.12208
3716513754580 371651 3754580 0.4885 0.31104 0.24319 0.12113
3716713754580 371671 3754580 0.50161 0.31365 0.2351 0.12042
3716913754580 371691 3754580 0.51206 0.31526 0.22755 0.11995
3717113754580 371711 3754580 0.51954 0.31578 0.22042 0.11971
3717313754580 371731 3754580 0.5244 0.31555 0.21381 0.11973
3717513754580 371751 3754580 0.52677 0.31465 0.20769 0.11999
3717713754580 371771 3754580 0.52635 0.31281 0.20184 0.12042
3717913754580 371791 3754580 0.52369 0.31034 0.19634 0.12103
3718113754580 371811 3754580 0.51898 0.30728 0.19115 0.12179
3718313754580 371831 3754580 0.51251 0.3037 0.18624 0.12266
3705713754600 370571 3754600 0.11571 0.11756 0.20932 0.06575
3705913754600 370591 3754600 0.1199 0.1215 0.22711 0.0679
3706113754600 370611 3754600 0.12452 0.12566 0.24776 0.07026
3706313754600 370631 3754600 0.12923 0.13 0.2713 0.07271
3706513754600 370651 3754600 0.13371 0.13417 0.29729 0.07476
3706713754600 370671 3754600 0.13897 0.13894 0.32909 0.07729
3706913754600 370691 3754600 0.14462 0.14406 0.36687 0.07996
3707113754600 370711 3754600 0.15015 0.14879 0.41077 0.08247
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707313754600 370731 3754600 0.15622 0.15399 0.4648 0.08516
3707513754600 370751 3754600 0.1626 0.15933 0.53161 0.08789
3707713754600 370771 3754600 0.16942 0.16492 0.61597 0.09056
3707913754600 370791 3754600 0.17656 0.17059 0.72471 0.09275
3708113754600 370811 3754600 0.18367 0.17585 0.8668 0.09353
3708313754600 370831 3754600 0.19179 0.1819 1.06756 0.09617
3708513754600 370851 3754600 0.20109 0.18883 1.3654 0.10132
3708713754600 370871 3754600 0.21003 0.19476 1.82438 0.10313
3708913754600 370891 3754600 0.21939 0.20052 2.62585 0.10531
3709113754600 370911 3754600 0.22951 0.20639 4.29387 0.10809
3709313754600 370931 3754600 0.24029 0.21213 8.67422 0.11136
3709513754600 370951 3754600 0.25146 0.21733 5.15242 0.11461
3709713754600 370971 3754600 0.26269 0.22151 8.51775 0.11657
3709913754600 370991 3754600 0.27387 0.22453 5.36206 0.11709
3710113754600 371011 3754600 0.28553 0.22687 3.75831 0.11888
3710313754600 371031 3754600 0.29743 0.22828 2.84153 0.12094
3710513754600 371051 3754600 0.31066 0.22985 2.26426 0.12648
3710713754600 371071 3754600 0.32069 0.22755 1.86269 0.12724
3710913754600 371091 3754600 0.3362 0.22852 1.57744 0.13147
3711113754600 371111 3754600 0.34525 0.22464 1.35577 0.13429
3711313754600 371131 3754600 0.3525 0.21941 1.19267 0.13519
3711513754600 371151 3754600 0.35756 0.21335 1.06145 0.13585
3711713754600 371171 3754600 0.36014 0.20692 0.95279 0.13649
3711913754600 371191 3754600 0.36004 0.20041 0.8627 0.13681
3712113754600 371211 3754600 0.35723 0.19419 0.7872 0.13694
3712313754600 371231 3754600 0.35189 0.18857 0.72288 0.13688
3712513754600 371251 3754600 0.3444 0.18379 0.66724 0.13664
3712713754600 371271 3754600 0.3353 0.17996 0.61873 0.13624
3712913754600 371291 3754600 0.32523 0.17712 0.5763 0.13567
3713113754600 371311 3754600 0.31491 0.17533 0.53864 0.13494
3713313754600 371331 3754600 0.305 0.17461 0.50508 0.13406
3713513754600 371351 3754600 0.29608 0.17503 0.47502 0.13303
3713713754600 371371 3754600 0.28858 0.17663 0.44793 0.13187
3713913754600 371391 3754600 0.28288 0.17947 0.42341 0.13058
3714113754600 371411 3754600 0.27925 0.18352 0.40114 0.12916
3714313754600 371431 3754600 0.27788 0.18871 0.38081 0.12764
3714513754600 371451 3754600 0.27893 0.19491 0.36227 0.12604
3714713754600 371471 3754600 0.28247 0.2019 0.34524 0.12437
3714913754600 371491 3754600 0.28851 0.20942 0.32954 0.12266
3715113754600 371511 3754600 0.29697 0.21723 0.31504 0.12093
3715313754600 371531 3754600 0.30768 0.22507 0.30163 0.11922
3715513754600 371551 3754600 0.3203 0.23275 0.28923 0.11755
3715713754600 371571 3754600 0.33437 0.24003 0.27771 0.11595
3715913754600 371591 3754600 0.34934 0.24678 0.267 0.11446
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3716113754600 371611 3754600 0.36462 0.25287 0.25703 0.1131
3716313754600 371631 3754600 0.3796 0.25821 0.24774 0.11189
3716513754600 371651 3754600 0.39381 0.26279 0.23909 0.11085
3716713754600 371671 3754600 0.40671 0.26654 0.231 0.11001
3716913754600 371691 3754600 0.418 0.26948 0.22345 0.10938
3717113754600 371711 3754600 0.42713 0.27141 0.21625 0.10892
3717313754600 371731 3754600 0.43463 0.27284 0.20967 0.10871
3717513754600 371751 3754600 0.44026 0.27367 0.20356 0.10872
3717713754600 371771 3754600 0.44355 0.27359 0.19771 0.1089
3717913754600 371791 3754600 0.44492 0.2729 0.1922 0.10924
3718113754600 371811 3754600 0.44449 0.27163 0.18702 0.10974
3718313754600 371831 3754600 0.4424 0.26984 0.18212 0.11038
3705713754620 370571 3754620 0.11106 0.11139 0.20456 0.06348
3705913754620 370591 3754620 0.11463 0.11455 0.22105 0.06531
3706113754620 370611 3754620 0.11866 0.11823 0.24069 0.06739
3706313754620 370631 3754620 0.12264 0.12171 0.26238 0.06932
3706513754620 370651 3754620 0.12689 0.12541 0.2878 0.07082
3706713754620 370671 3754620 0.13149 0.12941 0.318 0.0728
3706913754620 370691 3754620 0.13665 0.13397 0.35512 0.07574
3707113754620 370711 3754620 0.14137 0.13779 0.39659 0.07674
3707313754620 370731 3754620 0.14665 0.14212 0.44839 0.07876
3707513754620 370751 3754620 0.15193 0.14625 0.50979 0.08049
3707713754620 370771 3754620 0.15797 0.15102 0.59157 0.08272
3707913754620 370791 3754620 0.16443 0.15601 0.69868 0.08508
3708113754620 370811 3754620 0.17072 0.16047 0.83454 0.08689
3708313754620 370831 3754620 0.17763 0.16528 1.02692 0.08898
3708513754620 370851 3754620 0.1866 0.17197 1.337 0.09382
3708713754620 370871 3754620 0.19436 0.17679 1.79037 0.09596
3708913754620 370891 3754620 0.20247 0.18143 2.58066 0.098
3709113754620 370911 3754620 0.21109 0.18599 4.21677 0.10055
3709313754620 370931 3754620 0.22015 0.19029 6.24405 0.10354
3709513754620 370951 3754620 0.22924 0.19384 6.15599 0.10553
3709713754620 370971 3754620 0.23827 0.1965 8.60988 0.107
3709913754620 370991 3754620 0.24778 0.19878 5.39157 0.10903
3710113754620 371011 3754620 0.2574 0.20028 3.76881 0.11212
3710313754620 371031 3754620 0.26689 0.20085 2.84373 0.11501
3710513754620 371051 3754620 0.27595 0.20033 2.25835 0.1168
3710713754620 371071 3754620 0.28319 0.19769 1.85546 0.11663
3710913754620 371091 3754620 0.29537 0.19825 1.56733 0.12128
3711113754620 371111 3754620 0.3015 0.19455 1.34672 0.12355
3711313754620 371131 3754620 0.30598 0.18987 1.18458 0.1242
3711513754620 371151 3754620 0.30864 0.18472 1.05253 0.1249
3711713754620 371171 3754620 0.30931 0.17931 0.94486 0.12531
3711913754620 371191 3754620 0.3079 0.17394 0.8551 0.12555
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3712113754620 371211 3754620 0.30447 0.16882 0.78006 0.12563
3712313754620 371231 3754620 0.29921 0.16419 0.71608 0.12555
3712513754620 371251 3754620 0.29245 0.16021 0.66078 0.12532
3712713754620 371271 3754620 0.28464 0.15697 0.61248 0.12495
3712913754620 371291 3754620 0.27622 0.15446 0.57027 0.12445
3713113754620 371311 3754620 0.26774 0.15274 0.53282 0.12381
3713313754620 371331 3754620 0.25965 0.15179 0.49947 0.12305
3713513754620 371351 3754620 0.25234 0.15166 0.46958 0.12216
3713713754620 371371 3754620 0.24612 0.15237 0.44265 0.12115
3713913754620 371391 3754620 0.24123 0.15398 0.4183 0.12003
3714113754620 371411 3754620 0.23782 0.15651 0.39616 0.1188
3714313754620 371431 3754620 0.23601 0.15995 0.37598 0.11748
3714513754620 371451 3754620 0.23591 0.16423 0.35751 0.11608
3714713754620 371471 3754620 0.23761 0.16929 0.34062 0.11462
3714913754620 371491 3754620 0.24113 0.17496 0.32505 0.1131
3715113754620 371511 3754620 0.24647 0.18104 0.31065 0.11156
3715313754620 371531 3754620 0.25358 0.18739 0.29733 0.11002
3715513754620 371551 3754620 0.26236 0.19384 0.28501 0.10849
3715713754620 371571 3754620 0.27252 0.2002 0.27355 0.10701
3715913754620 371591 3754620 0.28377 0.20633 0.26289 0.1056
3716113754620 371611 3754620 0.29574 0.21214 0.25299 0.10428
3716313754620 371631 3754620 0.30801 0.2175 0.24376 0.10307
3716513754620 371651 3754620 0.32014 0.22232 0.23513 0.10201
3716713754620 371671 3754620 0.33175 0.22656 0.22706 0.10109
3716913754620 371691 3754620 0.34252 0.23019 0.21952 0.10034
3717113754620 371711 3754620 0.35208 0.23312 0.21242 0.09977
3717313754620 371731 3754620 0.36048 0.23554 0.20583 0.09938
3717513754620 371751 3754620 0.36749 0.23739 0.19967 0.09917
3717713754620 371771 3754620 0.37283 0.23854 0.19382 0.09913
3717913754620 371791 3754620 0.37667 0.23913 0.18832 0.09926
3718113754620 371811 3754620 0.37903 0.2392 0.18315 0.09954
3718313754620 371831 3754620 0.37996 0.23877 0.17826 0.09995
3705713754640 370571 3754640 0.10662 0.10556 0.19988 0.06145
3705913754640 370591 3754640 0.10994 0.10866 0.21615 0.06317
3706113754640 370611 3754640 0.11348 0.11175 0.23479 0.06501
3706313754640 370631 3754640 0.11705 0.11478 0.25569 0.06684
3706513754640 370651 3754640 0.12081 0.11794 0.27995 0.06803
3706713754640 370671 3754640 0.12485 0.12132 0.30885 0.06954
3706913754640 370691 3754640 0.12916 0.1249 0.34336 0.0713
3707113754640 370711 3754640 0.1331 0.12789 0.38099 0.07246
3707313754640 370731 3754640 0.13768 0.13148 0.42954 0.07411
3707513754640 370751 3754640 0.13845 0.13087 0.48412 0.0751
3707713754640 370771 3754640 0.14343 0.13476 0.56141 0.07698
3707913754640 370791 3754640 0.14922 0.14281 0.66591 0.07924
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708113754640 370811 3754640 0.15366 0.1422 0.79079 0.08039
3708313754640 370831 3754640 0.15923 0.146 0.97259 0.0821
3708513754640 370851 3754640 0.17309 0.15685 1.30479 0.08709
3708713754640 370871 3754640 0.17976 0.16068 1.75177 0.08904
3708913754640 370891 3754640 0.18679 0.16442 2.5324 0.0913
3709113754640 370911 3754640 0.19403 0.16782 4.13736 0.09355
3709313754640 370931 3754640 0.20171 0.17109 8.25871 0.09676
3709513754640 370951 3754640 0.20903 0.17337 5.13129 0.09792
3709713754640 370971 3754640 0.2162 0.17485 8.68017 0.098
3709913754640 370991 3754640 0.22437 0.17665 5.40062 0.10223
3710113754640 371011 3754640 0.23186 0.17718 3.76761 0.10446
3710313754640 371031 3754640 0.23905 0.17689 2.83705 0.10668
3710513754640 371051 3754640 0.24577 0.17577 2.24896 0.10818
3710713754640 371071 3754640 0.25079 0.17297 1.84557 0.10717
3710913754640 371091 3754640 0.26036 0.17324 1.55831 0.11178
3711113754640 371111 3754640 0.26442 0.16988 1.33567 0.11404
3711313754640 371131 3754640 0.26697 0.16575 1.17408 0.1146
3711513754640 371151 3754640 0.26804 0.16133 1.04269 0.11513
3711713754640 371171 3754640 0.26751 0.15678 0.93557 0.11544
3711913754640 371191 3754640 0.26539 0.15228 0.84657 0.11562
3712113754640 371211 3754640 0.26175 0.14802 0.77214 0.11565
3712313754640 371231 3754640 0.25678 0.14417 0.70855 0.11556
3712513754640 371251 3754640 0.25078 0.14082 0.65358 0.11535
3712713754640 371271 3754640 0.24408 0.13806 0.60558 0.11502
3712913754640 371291 3754640 0.237 0.13586 0.56365 0.11457
3713113754640 371311 3754640 0.22999 0.13426 0.52643 0.11401
3713313754640 371331 3754640 0.22333 0.13325 0.4933 0.11334
3713513754640 371351 3754640 0.2173 0.13283 0.46362 0.11257
3713713754640 371371 3754640 0.21211 0.13302 0.43691 0.11169
3713913754640 371391 3754640 0.20793 0.13387 0.41274 0.11071
3714113754640 371411 3754640 0.20484 0.13541 0.39079 0.10964
3714313754640 371431 3754640 0.20292 0.13764 0.37078 0.10849
3714513754640 371451 3754640 0.20223 0.14056 0.35248 0.10726
3714713754640 371471 3754640 0.20284 0.14415 0.33571 0.10597
3714913754640 371491 3754640 0.20478 0.14831 0.32029 0.10463
3715113754640 371511 3754640 0.20806 0.15293 0.30602 0.10326
3715313754640 371531 3754640 0.21272 0.15792 0.29284 0.10187
3715513754640 371551 3754640 0.21874 0.16317 0.28065 0.10048
3715713754640 371571 3754640 0.22592 0.16847 0.26926 0.09912
3715913754640 371591 3754640 0.23418 0.17378 0.25869 0.09781
3716113754640 371611 3754640 0.2433 0.17899 0.24887 0.09655
3716313754640 371631 3754640 0.253 0.184 0.23973 0.09538
3716513754640 371651 3754640 0.26294 0.18867 0.23117 0.09432
3716713754640 371671 3754640 0.27285 0.19297 0.22316 0.09337
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3716913754640 371691 3754640 0.28245 0.19686 0.21568 0.09256
3717113754640 371711 3754640 0.29149 0.20028 0.20866 0.09189
3717313754640 371731 3754640 0.29976 0.20322 0.20208 0.09138
3717513754640 371751 3754640 0.30708 0.20567 0.1959 0.09102
3717713754640 371771 3754640 0.31331 0.20759 0.19006 0.09081
3717913754640 371791 3754640 0.31845 0.20907 0.18459 0.09075
3718113754640 371811 3754640 0.32244 0.21008 0.17944 0.09084
3718313754640 371831 3754640 0.32528 0.21065 0.17458 0.09106
3705713754660 370571 3754660 0.10203 0.09994 0.1946 0.05949
3705913754660 370591 3754660 0.10525 0.10277 0.2105 0.06107
3706113754660 370611 3754660 0.10831 0.10552 0.22823 0.06268
3706313754660 370631 3754660 0.11154 0.1082 0.24842 0.06437
3706513754660 370651 3754660 0.11488 0.11091 0.27166 0.06558
3706713754660 370671 3754660 0.11846 0.11381 0.29924 0.06663
3706913754660 370691 3754660 0.12215 0.11672 0.33174 0.06791
3707113754660 370711 3754660 0.12555 0.11917 0.36697 0.0688
3707313754660 370731 3754660 0.12646 0.12209 0.41252 0.0701
3707513754660 370751 3754660 0.1293 0.12091 0.46421 0.07083
3707713754660 370771 3754660 0.13352 0.12405 0.5372 0.07237
3707913754660 370791 3754660 0.1383 0.12755 0.63513 0.07413
3708113754660 370811 3754660 0.14278 0.13056 0.76122 0.07554
3708313754660 370831 3754660 0.14759 0.13364 0.93705 0.07699
3708513754660 370851 3754660 0.16047 0.14319 1.26663 0.08163
3708713754660 370871 3754660 0.16644 0.14646 1.71099 0.08356
3708913754660 370891 3754660 0.17251 0.14942 2.48339 0.08575
3709113754660 370911 3754660 0.17862 0.15197 4.06315 0.0879
3709313754660 370931 3754660 0.18489 0.15419 8.07853 0.09036
3709513754660 370951 3754660 0.19075 0.15552 6.1415 0.09044
3709713754660 370971 3754660 0.19689 0.15662 8.7151 0.09226
3709913754660 370991 3754660 0.20326 0.15747 5.39711 0.09528
3710113754660 371011 3754660 0.20891 0.15721 3.75837 0.09608
3710313754660 371031 3754660 0.21432 0.15642 2.82293 0.0979
3710513754660 371051 3754660 0.21906 0.15482 2.23345 0.09874
3710713754660 371071 3754660 0.22292 0.15245 1.83198 0.09878
3710913754660 371091 3754660 0.23035 0.15248 1.54509 0.10347
3711113754660 371111 3754660 0.23292 0.1495 1.31403 0.10564
3711313754660 371131 3754660 0.23416 0.14588 1.15634 0.10611
3711513754660 371151 3754660 0.23416 0.14205 1.02876 0.10646
3711713754660 371171 3754660 0.2329 0.13816 0.92413 0.10669
3711913754660 371191 3754660 0.23041 0.13435 0.83669 0.1068
3712113754660 371211 3754660 0.2268 0.13077 0.76293 0.10681
3712313754660 371231 3754660 0.22223 0.12752 0.69971 0.10672
3712513754660 371251 3754660 0.21694 0.1247 0.64511 0.10652
3712713754660 371271 3754660 0.2112 0.12233 0.59753 0.10622

Unmitigated Construction HRA-Resident (02-20-19).xlsx 72 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3712913754660 371291 3754660 0.20521 0.12038 0.55596 0.10582
3713113754660 371311 3754660 0.19934 0.11892 0.51905 0.10532
3713313754660 371331 3754660 0.19384 0.11794 0.48617 0.10474
3713513754660 371351 3754660 0.18882 0.11738 0.45679 0.10406
3713713754660 371371 3754660 0.18447 0.11728 0.43035 0.10329
3713913754660 371391 3754660 0.18089 0.11767 0.40644 0.10244
3714113754660 371411 3754660 0.17814 0.11856 0.38474 0.1015
3714313754660 371431 3754660 0.17627 0.11998 0.36496 0.10049
3714513754660 371451 3754660 0.1753 0.12194 0.34687 0.09941
3714713754660 371471 3754660 0.17528 0.12444 0.33031 0.09827
3714913754660 371491 3754660 0.17624 0.12744 0.31507 0.09709
3715113754660 371511 3754660 0.1782 0.13089 0.30099 0.09587
3715313754660 371531 3754660 0.1812 0.13472 0.28798 0.09462
3715513754660 371551 3754660 0.18524 0.13886 0.27591 0.09337
3715713754660 371571 3754660 0.19028 0.14318 0.26469 0.09213
3715913754660 371591 3754660 0.19624 0.14762 0.25425 0.09091
3716113754660 371611 3754660 0.20304 0.15211 0.24455 0.08973
3716313754660 371631 3754660 0.21051 0.15656 0.23551 0.08861
3716513754660 371651 3754660 0.21841 0.16084 0.22705 0.08757
3716713754660 371671 3754660 0.22655 0.16491 0.21913 0.08662
3716913754660 371691 3754660 0.23471 0.16872 0.21172 0.08578
3717113754660 371711 3754660 0.2427 0.17223 0.20478 0.08505
3717313754660 371731 3754660 0.2503 0.17539 0.19825 0.08446
3717513754660 371751 3754660 0.25738 0.17818 0.19213 0.08399
3717713754660 371771 3754660 0.26373 0.18056 0.18634 0.08366
3717913754660 371791 3754660 0.26935 0.18258 0.18092 0.08346
3718113754660 371811 3754660 0.27414 0.18421 0.1758 0.08339
3718313754660 371831 3754660 0.27806 0.18546 0.17098 0.08345
3705713754680 370571 3754680 0.09744 0.09455 0.18893 0.05774
3705913754680 370591 3754680 0.10044 0.09711 0.2042 0.05904
3706113754680 370611 3754680 0.10329 0.09967 0.22124 0.06045
3706313754680 370631 3754680 0.10615 0.10196 0.24053 0.06198
3706513754680 370651 3754680 0.10914 0.10431 0.26266 0.06318
3706713754680 370671 3754680 0.11224 0.10672 0.28865 0.06367
3706913754680 370691 3754680 0.11564 0.10935 0.32019 0.06498
3707113754680 370711 3754680 0.1187 0.11149 0.35488 0.0658
3707313754680 370731 3754680 0.11902 0.1138 0.39737 0.06675
3707513754680 370751 3754680 0.12173 0.11277 0.44852 0.06749
3707713754680 370771 3754680 0.12539 0.11535 0.51885 0.0688
3707913754680 370791 3754680 0.12914 0.11786 0.60961 0.07004
3708113754680 370811 3754680 0.13266 0.11997 0.72674 0.07098
3708313754680 370831 3754680 0.13683 0.12246 0.89621 0.07222
3708513754680 370851 3754680 0.14869 0.13081 1.21664 0.07646
3708713754680 370871 3754680 0.15375 0.13333 1.65366 0.07809
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708913754680 370891 3754680 0.15896 0.13564 2.4215 0.07972
3709113754680 370911 3754680 0.16415 0.13756 3.99613 0.08116
3709313754680 370931 3754680 0.16961 0.13934 7.97812 0.08416
3709513754680 370951 3754680 0.17424 0.13993 5.04477 0.08382
3709713754680 370971 3754680 0.17934 0.14061 8.65319 0.08602
3709913754680 370991 3754680 0.18427 0.14079 5.3665 0.08818
3710113754680 371011 3754680 0.18868 0.14021 3.72774 0.08907
3710313754680 371031 3754680 0.19285 0.13925 2.79589 0.09123
3710513754680 371051 3754680 0.19627 0.13757 2.21063 0.09193
3710713754680 371071 3754680 0.19917 0.13551 1.81336 0.09346
3710913754680 371091 3754680 0.20457 0.13509 1.52661 0.09613
3711113754680 371111 3754680 0.20602 0.13235 1.30494 0.098
3711313754680 371131 3754680 0.20632 0.12915 1.14674 0.09833
3711513754680 371151 3754680 0.20566 0.12586 1.01747 0.09869
3711713754680 371171 3754680 0.204 0.12255 0.91205 0.09887
3711913754680 371191 3754680 0.2014 0.11934 0.82448 0.09896
3712113754680 371211 3754680 0.19794 0.1163 0.75144 0.09895
3712313754680 371231 3754680 0.1938 0.11355 0.68876 0.09885
3712513754680 371251 3754680 0.18915 0.11113 0.63479 0.09866
3712713754680 371271 3754680 0.18423 0.10909 0.58761 0.09839
3712913754680 371291 3754680 0.17912 0.10737 0.54659 0.09803
3713113754680 371311 3754680 0.17418 0.10605 0.51011 0.0976
3713313754680 371331 3754680 0.1696 0.10513 0.47764 0.09708
3713513754680 371351 3754680 0.1654 0.10452 0.44865 0.09648
3713713754680 371371 3754680 0.1617 0.10425 0.4226 0.09581
3713913754680 371391 3754680 0.15863 0.10435 0.39905 0.09506
3714113754680 371411 3754680 0.15621 0.10483 0.37769 0.09424
3714313754680 371431 3754680 0.15446 0.10571 0.35823 0.09335
3714513754680 371451 3754680 0.15339 0.107 0.34045 0.0924
3714713754680 371471 3754680 0.15303 0.10873 0.32417 0.09139
3714913754680 371491 3754680 0.1534 0.11088 0.30919 0.09034
3715113754680 371511 3754680 0.15449 0.1134 0.29535 0.08925
3715313754680 371531 3754680 0.15638 0.1163 0.28257 0.08814
3715513754680 371551 3754680 0.15907 0.11951 0.27072 0.08701
3715713754680 371571 3754680 0.16255 0.12295 0.2597 0.08588
3715913754680 371591 3754680 0.1668 0.12657 0.24943 0.08476
3716113754680 371611 3754680 0.17182 0.13034 0.23992 0.08366
3716313754680 371631 3754680 0.17745 0.13414 0.231 0.08261
3716513754680 371651 3754680 0.18359 0.13791 0.22268 0.08161
3716713754680 371671 3754680 0.1901 0.1416 0.21488 0.08068
3716913754680 371691 3754680 0.19681 0.14514 0.20757 0.07983
3717113754680 371711 3754680 0.20357 0.14849 0.20071 0.07908
3717313754680 371731 3754680 0.21027 0.15165 0.1943 0.07843
3717513754680 371751 3754680 0.21673 0.15455 0.18827 0.07789
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3717713754680 371771 3754680 0.22278 0.15715 0.18258 0.07747
3717913754680 371791 3754680 0.22832 0.15943 0.1772 0.07716
3718113754680 371811 3754680 0.23331 0.16142 0.17214 0.07697
3718313754680 371831 3754680 0.23771 0.16312 0.16738 0.07689
3705713754700 370571 3754700 0.09295 0.08943 0.18277 0.05589
3705913754700 370591 3754700 0.09564 0.0917 0.19737 0.05739
3706113754700 370611 3754700 0.0985 0.09406 0.21406 0.05857
3706313754700 370631 3754700 0.10138 0.09642 0.23306 0.05998
3706513754700 370651 3754700 0.10433 0.09881 0.25503 0.06149
3706713754700 370671 3754700 0.10667 0.10055 0.27898 0.0626
3706913754700 370691 3754700 0.10964 0.10275 0.30875 0.06321
3707113754700 370711 3754700 0.11245 0.10467 0.34328 0.06332
3707313754700 370731 3754700 0.11531 0.10652 0.38386 0.06404
3707513754700 370751 3754700 0.11471 0.10534 0.43139 0.06442
3707713754700 370771 3754700 0.11762 0.1072 0.49633 0.06533
3707913754700 370791 3754700 0.12068 0.10906 0.58108 0.06624
3708113754700 370811 3754700 0.12354 0.11058 0.69038 0.06689
3708313754700 370831 3754700 0.12723 0.11265 0.85309 0.06801
3708513754700 370851 3754700 0.13768 0.11955 1.15345 0.07149
3708713754700 370871 3754700 0.1423 0.12178 1.58657 0.0733
3708913754700 370891 3754700 0.14646 0.12327 2.32824 0.0744
3709113754700 370911 3754700 0.15076 0.12459 3.88506 0.0756
3709313754700 370931 3754700 0.15574 0.12624 7.95533 0.07897
3709513754700 370951 3754700 0.15951 0.12644 3.41962 0.07853
3709713754700 370971 3754700 0.16282 0.12598 8.54643 0.07822
3709913754700 370991 3754700 0.16659 0.12572 5.30327 0.07907
3710113754700 371011 3754700 0.17122 0.12604 3.66214 0.0854
3710313754700 371031 3754700 0.17675 0.12658 2.64819 0.08833
3710513754700 371051 3754700 0.17929 0.12492 2.12603 0.08906
3710713754700 371071 3754700 0.18122 0.12287 1.7592 0.08974
3710913754700 371091 3754700 0.18246 0.12049 1.49142 0.0903
3711113754700 371111 3754700 0.18297 0.11789 1.2859 0.09096
3711313754700 371131 3754700 0.18269 0.11511 1.12618 0.09144
3711513754700 371151 3754700 0.1816 0.11225 0.99848 0.09175
3711713754700 371171 3754700 0.17973 0.10941 0.89446 0.09189
3711913754700 371191 3754700 0.17712 0.10663 0.80891 0.09194
3712113754700 371211 3754700 0.17389 0.10403 0.73659 0.09192
3712313754700 371231 3754700 0.17018 0.10169 0.67465 0.09182
3712513754700 371251 3754700 0.16612 0.09962 0.62132 0.09165
3712713754700 371271 3754700 0.16188 0.09786 0.57496 0.09141
3712913754700 371291 3754700 0.15757 0.09638 0.53457 0.09109
3713113754700 371311 3754700 0.15341 0.0952 0.49882 0.0907
3713313754700 371331 3754700 0.14947 0.0943 0.46713 0.09024
3713513754700 371351 3754700 0.14592 0.09369 0.43875 0.08971
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3713713754700 371371 3754700 0.14276 0.09332 0.41327 0.08912
3713913754700 371391 3754700 0.14012 0.09325 0.39024 0.08845
3714113754700 371411 3754700 0.13799 0.09347 0.36936 0.08773
3714313754700 371431 3754700 0.13639 0.094 0.35036 0.08694
3714513754700 371451 3754700 0.13531 0.09483 0.33299 0.0861
3714713754700 371471 3754700 0.13477 0.09601 0.31709 0.08521
3714913754700 371491 3754700 0.13477 0.09752 0.30245 0.08428
3715113754700 371511 3754700 0.13532 0.09936 0.28894 0.08331
3715313754700 371531 3754700 0.13648 0.10152 0.27646 0.08231
3715513754700 371551 3754700 0.13823 0.10396 0.26488 0.08129
3715713754700 371571 3754700 0.14061 0.10665 0.25412 0.08027
3715913754700 371591 3754700 0.14356 0.10951 0.24401 0.07924
3716113754700 371611 3754700 0.14728 0.11265 0.23481 0.07823
3716313754700 371631 3754700 0.15147 0.11582 0.2261 0.07725
3716513754700 371651 3754700 0.15617 0.11906 0.21795 0.0763
3716713754700 371671 3754700 0.16128 0.12229 0.21032 0.07541
3716913754700 371691 3754700 0.16667 0.12547 0.20316 0.07457
3717113754700 371711 3754700 0.17233 0.12861 0.19649 0.07381
3717313754700 371731 3754700 0.17797 0.13156 0.19016 0.07314
3717513754700 371751 3754700 0.18361 0.13438 0.18424 0.07255
3717713754700 371771 3754700 0.18897 0.13692 0.17859 0.07207
3717913754700 371791 3754700 0.19419 0.13933 0.17334 0.07168
3718113754700 371811 3754700 0.19906 0.14151 0.16838 0.0714
3718313754700 371831 3754700 0.2035 0.14344 0.16369 0.07121
3705713754720 370571 3754720 0.08862 0.08462 0.17625 0.05399
3705913754720 370591 3754720 0.09107 0.08665 0.19014 0.05539
3706113754720 370611 3754720 0.09366 0.08874 0.206 0.0567
3706313754720 370631 3754720 0.09629 0.09083 0.224 0.0579
3706513754720 370651 3754720 0.09898 0.09293 0.24475 0.05926
3706713754720 370671 3754720 0.10152 0.09499 0.26867 0.06046
3706913754720 370691 3754720 0.10415 0.09685 0.29693 0.06182
3707113754720 370711 3754720 0.10661 0.09841 0.32967 0.06223
3707313754720 370731 3754720 0.10908 0.0999 0.36906 0.06167
3707513754720 370751 3754720 0.11143 0.10114 0.41447 0.06188
3707713754720 370771 3754720 0.11091 0.10019 0.47476 0.06248
3707913754720 370791 3754720 0.1135 0.10161 0.55441 0.06317
3708113754720 370811 3754720 0.11604 0.10285 0.66039 0.06374
3708313754720 370831 3754720 0.11935 0.10457 0.81782 0.06478
3708513754720 370851 3754720 0.12396 0.10935 1.07562 0.06675
3708713754720 370871 3754720 0.13161 0.11126 1.49272 0.06863
3708913754720 370891 3754720 0.13556 0.11275 2.23951 0.07018
3709113754720 370911 3754720 0.13939 0.11386 3.81649 0.07154
3709313754720 370931 3754720 0.14316 0.11468 7.87926 0.07389
3709513754720 370951 3754720 0.14621 0.11461 4.83086 0.07384
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3709713754720 370971 3754720 0.14993 0.11496 8.16737 0.0781
3709913754720 370991 3754720 0.15495 0.11594 4.63718 0.08113
3710113754720 371011 3754720 0.15756 0.11502 3.34179 0.08203
3710313754720 371031 3754720 0.15977 0.11373 2.56962 0.08281
3710513754720 371051 3754720 0.1615 0.1121 2.06163 0.08353
3710713754720 371071 3754720 0.16266 0.11015 1.71475 0.08388
3710913754720 371091 3754720 0.16323 0.10797 1.4542 0.08427
3711113754720 371111 3754720 0.16321 0.10565 1.25119 0.08494
3711313754720 371131 3754720 0.16253 0.1032 1.09441 0.08534
3711513754720 371151 3754720 0.1612 0.10071 0.97006 0.08552
3711713754720 371171 3754720 0.15925 0.09825 0.86885 0.08563
3711913754720 371191 3754720 0.15674 0.09585 0.78565 0.08566
3712113754720 371211 3754720 0.15374 0.09361 0.71554 0.08563
3712313754720 371231 3754720 0.15042 0.09159 0.65536 0.08553
3712513754720 371251 3754720 0.14686 0.08979 0.60359 0.08537
3712713754720 371271 3754720 0.14319 0.08825 0.55863 0.08515
3712913754720 371291 3754720 0.13948 0.08693 0.51949 0.08487
3713113754720 371311 3754720 0.13591 0.08587 0.48487 0.08452
3713313754720 371331 3754720 0.13257 0.08504 0.45411 0.08411
3713513754720 371351 3754720 0.12955 0.08445 0.42661 0.08364
3713713754720 371371 3754720 0.12685 0.08405 0.40194 0.08311
3713913754720 371391 3754720 0.12457 0.08389 0.37965 0.08252
3714113754720 371411 3754720 0.1227 0.08394 0.35945 0.08188
3714313754720 371431 3754720 0.12124 0.08422 0.34105 0.08118
3714513754720 371451 3754720 0.1202 0.08476 0.32425 0.08043
3714713754720 371471 3754720 0.11959 0.08555 0.30886 0.07964
3714913754720 371491 3754720 0.11938 0.0866 0.29469 0.07881
3715113754720 371511 3754720 0.11958 0.08792 0.2816 0.07795
3715313754720 371531 3754720 0.12024 0.08951 0.2695 0.07705
3715513754720 371551 3754720 0.12137 0.09135 0.25829 0.07614
3715713754720 371571 3754720 0.12298 0.09343 0.24787 0.07521
3715913754720 371591 3754720 0.12508 0.09572 0.23816 0.07428
3716113754720 371611 3754720 0.12772 0.09821 0.22914 0.07335
3716313754720 371631 3754720 0.13082 0.10082 0.22069 0.07243
3716513754720 371651 3754720 0.13438 0.10354 0.21278 0.07154
3716713754720 371671 3754720 0.13833 0.10631 0.20537 0.07069
3716913754720 371691 3754720 0.1426 0.10909 0.1984 0.06989
3717113754720 371711 3754720 0.14714 0.11187 0.19187 0.06914
3717313754720 371731 3754720 0.15186 0.11459 0.18574 0.06846
3717513754720 371751 3754720 0.15665 0.11722 0.17996 0.06785
3717713754720 371771 3754720 0.16127 0.11962 0.17441 0.06732
3717913754720 371791 3754720 0.16591 0.12197 0.16926 0.06687
3718113754720 371811 3754720 0.17043 0.12419 0.16444 0.06652
3718313754720 371831 3754720 0.17469 0.12622 0.15987 0.06626
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3705713754740 370571 3754740 0.08445 0.08009 0.16947 0.05215
3705913754740 370591 3754740 0.08668 0.08189 0.18254 0.05344
3706113754740 370611 3754740 0.089 0.08372 0.19739 0.05475
3706313754740 370631 3754740 0.09138 0.08557 0.21431 0.05604
3706513754740 370651 3754740 0.09383 0.08743 0.23378 0.05715
3706713754740 370671 3754740 0.09634 0.08927 0.2564 0.0583
3706913754740 370691 3754740 0.09886 0.0911 0.28297 0.05947
3707113754740 370711 3754740 0.1009 0.09241 0.31361 0.0605
3707313754740 370731 3754740 0.10315 0.09371 0.35073 0.06011
3707513754740 370751 3754740 0.10545 0.09495 0.39656 0.05986
3707713754740 370771 3754740 0.1075 0.09581 0.44995 0.05988
3707913754740 370791 3754740 0.10668 0.09467 0.52201 0.06023
3708113754740 370811 3754740 0.10926 0.09593 0.62416 0.06098
3708313754740 370831 3754740 0.11197 0.09714 0.76883 0.06176
3708513754740 370851 3754740 0.1155 0.10073 0.99957 0.06316
3708713754740 370871 3754740 0.1221 0.10211 1.38315 0.06469
3708913754740 370891 3754740 0.12564 0.10339 2.10145 0.06637
3709113754740 370911 3754740 0.12879 0.1041 3.62461 0.06752
3709313754740 370931 3754740 0.13173 0.10444 7.69743 0.06936
3709513754740 370951 3754740 0.13421 0.10419 5.04279 0.06943
3709713754740 370971 3754740 0.13727 0.10435 7.86601 0.07392
3709913754740 370991 3754740 0.1413 0.10493 4.47167 0.07622
3710113754740 371011 3754740 0.14322 0.10392 3.21736 0.07701
3710313754740 371031 3754740 0.14475 0.10261 2.4764 0.07763
3710513754740 371051 3754740 0.14585 0.10103 1.98906 0.07813
3710713754740 371071 3754740 0.14645 0.09921 1.64855 0.07846
3710913754740 371091 3754740 0.14656 0.09724 1.39437 0.07888
3711113754740 371111 3754740 0.14617 0.09516 1.19897 0.07946
3711313754740 371131 3754740 0.14523 0.093 1.04896 0.07976
3711513754740 371151 3754740 0.14376 0.09081 0.93008 0.07991
3711713754740 371171 3754740 0.14182 0.08867 0.8334 0.07999
3711913754740 371191 3754740 0.13945 0.0866 0.75384 0.08
3712113754740 371211 3754740 0.13672 0.08466 0.68699 0.07996
3712313754740 371231 3754740 0.13374 0.08289 0.62973 0.07987
3712513754740 371251 3754740 0.1306 0.08132 0.58052 0.07972
3712713754740 371271 3754740 0.12742 0.07997 0.53766 0.07952
3712913754740 371291 3754740 0.12422 0.0788 0.50038 0.07926
3713113754740 371311 3754740 0.12113 0.07783 0.4674 0.07895
3713313754740 371331 3754740 0.11827 0.07707 0.43805 0.07858
3713513754740 371351 3754740 0.1157 0.07652 0.41181 0.07817
3713713754740 371371 3754740 0.11337 0.07611 0.38827 0.07769
3713913754740 371391 3754740 0.11138 0.07588 0.36699 0.07717
3714113754740 371411 3754740 0.10974 0.07584 0.34769 0.0766
3714313754740 371431 3754740 0.10842 0.07597 0.33011 0.07598
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3714513754740 371451 3754740 0.10745 0.07629 0.31404 0.07531
3714713754740 371471 3754740 0.10681 0.07682 0.29931 0.07461
3714913754740 371491 3754740 0.10648 0.07755 0.28575 0.07387
3715113754740 371511 3754740 0.10647 0.07848 0.2732 0.0731
3715313754740 371531 3754740 0.10681 0.07964 0.2616 0.0723
3715513754740 371551 3754740 0.10751 0.08102 0.25085 0.07147
3715713754740 371571 3754740 0.10859 0.08261 0.24084 0.07063
3715913754740 371591 3754740 0.11005 0.08439 0.23151 0.06978
3716113754740 371611 3754740 0.11194 0.08638 0.22285 0.06893
3716313754740 371631 3754740 0.1141 0.08841 0.21452 0.06808
3716513754740 371651 3754740 0.11673 0.09063 0.20687 0.06725
3716713754740 371671 3754740 0.11982 0.09301 0.19985 0.06646
3716913754740 371691 3754740 0.12317 0.0954 0.19315 0.06569
3717113754740 371711 3754740 0.1268 0.09782 0.18686 0.06496
3717313754740 371731 3754740 0.1306 0.10022 0.18089 0.06429
3717513754740 371751 3754740 0.13467 0.10267 0.17539 0.06367
3717713754740 371771 3754740 0.13861 0.1049 0.17 0.06312
3717913754740 371791 3754740 0.14266 0.10713 0.16501 0.06264
3718113754740 371811 3754740 0.14667 0.10926 0.16031 0.06224
3718313754740 371831 3754740 0.15056 0.11127 0.15588 0.06191
3705713754760 370571 3754760 0.08051 0.07587 0.16266 0.05038
3705913754760 370591 3754760 0.08254 0.07747 0.17488 0.05157
3706113754760 370611 3754760 0.08462 0.07908 0.18867 0.05277
3706313754760 370631 3754760 0.08675 0.08068 0.20432 0.05398
3706513754760 370651 3754760 0.08897 0.0823 0.22237 0.05501
3706713754760 370671 3754760 0.09121 0.08389 0.24319 0.05607
3706913754760 370691 3754760 0.09351 0.08546 0.26762 0.05714
3707113754760 370711 3754760 0.09513 0.08642 0.29512 0.05789
3707313754760 370731 3754760 0.09733 0.08772 0.32966 0.05835
3707513754760 370751 3754760 0.09955 0.08893 0.37228 0.05824
3707713754760 370771 3754760 0.10101 0.08925 0.41896 0.05706
3707913754760 370791 3754760 0.10039 0.09018 0.48523 0.05753
3708113754760 370811 3754760 0.10271 0.09119 0.57731 0.05825
3708313754760 370831 3754760 0.10498 0.09023 0.70547 0.05886
3708513754760 370851 3754760 0.11077 0.09314 0.90948 0.06013
3708713754760 370871 3754760 0.11355 0.09404 1.24225 0.06131
3708913754760 370891 3754760 0.11645 0.0949 1.87065 0.0627
3709113754760 370911 3754760 0.11895 0.09524 3.24935 0.06357
3709313754760 370931 3754760 0.12135 0.09535 7.1587 0.06491
3709513754760 370951 3754760 0.12335 0.09499 3.94745 0.06538
3709713754760 370971 3754760 0.12558 0.09475 7.51265 0.06827
3709913754760 370991 3754760 0.12907 0.09528 4.22675 0.07162
3710113754760 371011 3754760 0.13044 0.09423 3.02959 0.07225
3710313754760 371031 3754760 0.13144 0.09293 2.32776 0.07268

Unmitigated Construction HRA-Resident (02-20-19).xlsx 79 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3710513754760 371051 3754760 0.13206 0.09144 1.85865 0.07316
3710713754760 371071 3754760 0.13228 0.08978 1.53377 0.07361
3710913754760 371091 3754760 0.13209 0.08802 1.29261 0.07428
3711113754760 371111 3754760 0.1314 0.08611 1.12135 0.07439
3711313754760 371131 3754760 0.13031 0.08419 0.98325 0.07469
3711513754760 371151 3754760 0.12879 0.08227 0.8742 0.07483
3711713754760 371171 3754760 0.12691 0.08039 0.78511 0.07489
3711913754760 371191 3754760 0.1247 0.07859 0.71124 0.0749
3712113754760 371211 3754760 0.12224 0.07691 0.64923 0.07486
3712313754760 371231 3754760 0.11957 0.07537 0.59654 0.07477
3712513754760 371251 3754760 0.1168 0.07399 0.55106 0.07463
3712713754760 371271 3754760 0.11401 0.07279 0.51135 0.07444
3712913754760 371291 3754760 0.11123 0.07174 0.47669 0.07421
3713113754760 371311 3754760 0.10858 0.07088 0.44596 0.07393
3713313754760 371331 3754760 0.10611 0.07018 0.41858 0.0736
3713513754760 371351 3754760 0.10387 0.06965 0.39407 0.07322
3713713754760 371371 3754760 0.10187 0.06926 0.37202 0.0728
3713913754760 371391 3754760 0.10013 0.069 0.35206 0.07233
3714113754760 371411 3754760 0.09867 0.06889 0.33394 0.07182
3714313754760 371431 3754760 0.09749 0.06892 0.3174 0.07127
3714513754760 371451 3754760 0.09659 0.0691 0.30226 0.07068
3714713754760 371471 3754760 0.09595 0.06944 0.28835 0.07005
3714913754760 371491 3754760 0.09556 0.06993 0.27554 0.06938
3715113754760 371511 3754760 0.09542 0.07059 0.26366 0.06869
3715313754760 371531 3754760 0.09556 0.07144 0.25268 0.06797
3715513754760 371551 3754760 0.09597 0.07246 0.24248 0.06723
3715713754760 371571 3754760 0.09668 0.07367 0.23298 0.06647
3715913754760 371591 3754760 0.09769 0.07505 0.22413 0.0657
3716113754760 371611 3754760 0.09903 0.07661 0.21587 0.06492
3716313754760 371631 3754760 0.10061 0.07825 0.20798 0.06415
3716513754760 371651 3754760 0.10259 0.08008 0.20074 0.06338
3716713754760 371671 3754760 0.10491 0.08202 0.19396 0.06263
3716913754760 371691 3754760 0.10749 0.08403 0.18753 0.0619
3717113754760 371711 3754760 0.11034 0.0861 0.18149 0.06121
3717313754760 371731 3754760 0.11341 0.0882 0.17579 0.06055
3717513754760 371751 3754760 0.11671 0.09035 0.17046 0.05994
3717713754760 371771 3754760 0.12001 0.09238 0.1653 0.05938
3717913754760 371791 3754760 0.12346 0.09443 0.1605 0.05888
3718113754760 371811 3754760 0.12696 0.09643 0.15597 0.05845
3718313754760 371831 3754760 0.1304 0.09833 0.15167 0.05808
3705713754780 370571 3754780 0.07677 0.07191 0.15574 0.04867
3705913754780 370591 3754780 0.07858 0.07331 0.16697 0.04976
3706113754780 370611 3754780 0.08046 0.07472 0.17969 0.05087
3706313754780 370631 3754780 0.08238 0.07613 0.1941 0.05198

Unmitigated Construction HRA-Resident (02-20-19).xlsx 80 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3706513754780 370651 3754780 0.08436 0.07753 0.21058 0.05298
3706713754780 370671 3754780 0.08638 0.0789 0.22957 0.05382
3706913754780 370691 3754780 0.08842 0.08023 0.25163 0.05484
3707113754780 370711 3754780 0.08981 0.08098 0.27618 0.05546
3707313754780 370731 3754780 0.09172 0.08203 0.30684 0.05558
3707513754780 370751 3754780 0.09367 0.083 0.34441 0.05548
3707713754780 370771 3754780 0.09499 0.08325 0.38584 0.05446
3707913754780 370791 3754780 0.09688 0.08397 0.44354 0.05487
3708113754780 370811 3754780 0.09626 0.08466 0.52093 0.05538
3708313754780 370831 3754780 0.09847 0.0854 0.63107 0.05614
3708513754780 370851 3754780 0.10342 0.08621 0.79789 0.05723
3708713754780 370871 3754780 0.10588 0.08695 1.0666 0.05847
3708913754780 370891 3754780 0.1079 0.08717 1.53239 0.05909
3709113754780 370911 3754780 0.10998 0.08733 2.5517 0.05991
3709313754780 370931 3754780 0.11194 0.08728 3.3068 0.06106
3709513754780 370951 3754780 0.11353 0.08684 1.99837 0.06163
3709713754780 370971 3754780 0.11501 0.08626 6.26567 0.06275
3709913754780 370991 3754780 0.11812 0.08681 3.53811 0.0674
3710113754780 371011 3754780 0.11906 0.08576 2.56049 0.06801
3710313754780 371031 3754780 0.11966 0.08451 1.99675 0.0684
3710513754780 371051 3754780 0.11995 0.08312 1.61263 0.06892
3710713754780 371071 3754780 0.11987 0.0816 1.3472 0.06939
3710913754780 371091 3754780 0.11943 0.08 1.14981 0.06984
3711113754780 371111 3754780 0.11857 0.07828 1.00869 0.06989
3711313754780 371131 3754780 0.11738 0.07654 0.89359 0.06997
3711513754780 371151 3754780 0.11586 0.07483 0.79983 0.07006
3711713754780 371171 3754780 0.11406 0.07318 0.72239 0.07017
3711913754780 371191 3754780 0.11205 0.07163 0.65681 0.07027
3712113754780 371211 3754780 0.10982 0.07017 0.60211 0.07023
3712313754780 371231 3754780 0.10744 0.06881 0.55543 0.07014
3712513754780 371251 3754780 0.10499 0.06759 0.51496 0.07001
3712713754780 371271 3754780 0.10254 0.06652 0.47945 0.06985
3712913754780 371291 3754780 0.10012 0.06559 0.44826 0.06963
3713113754780 371311 3754780 0.09783 0.06481 0.42045 0.06938
3713313754780 371331 3754780 0.09567 0.06417 0.39563 0.06908
3713513754780 371351 3754780 0.0937 0.06366 0.37329 0.06875
3713713754780 371371 3754780 0.09195 0.06327 0.35311 0.06837
3713913754780 371391 3754780 0.09042 0.06301 0.33479 0.06795
3714113754780 371411 3754780 0.08913 0.06286 0.3181 0.06749
3714313754780 371431 3754780 0.08808 0.06283 0.30283 0.06699
3714513754780 371451 3754780 0.08725 0.06292 0.28883 0.06646
3714713754780 371471 3754780 0.08664 0.06313 0.27594 0.0659
3714913754780 371491 3754780 0.08624 0.06346 0.26403 0.0653
3715113754780 371511 3754780 0.08601 0.06391 0.25293 0.06468
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3715313754780 371531 3754780 0.08598 0.0645 0.24258 0.06403
3715513754780 371551 3754780 0.08624 0.06529 0.23316 0.06337
3715713754780 371571 3754780 0.0867 0.06621 0.22427 0.06268
3715913754780 371591 3754780 0.08739 0.06727 0.21596 0.06198
3716113754780 371611 3754780 0.08833 0.06848 0.20818 0.06127
3716313754780 371631 3754780 0.08949 0.0698 0.20083 0.06056
3716513754780 371651 3754780 0.09095 0.07127 0.19397 0.05985
3716713754780 371671 3754780 0.09268 0.07285 0.18751 0.05915
3716913754780 371691 3754780 0.09466 0.07453 0.18143 0.05847
3717113754780 371711 3754780 0.09689 0.07628 0.1757 0.05781
3717313754780 371731 3754780 0.09933 0.07808 0.17029 0.05717
3717513754780 371751 3754780 0.10197 0.07992 0.16518 0.05658
3717713754780 371771 3754780 0.10474 0.08176 0.16032 0.05602
3717913754780 371791 3754780 0.10762 0.08359 0.15572 0.05552
3718113754780 371811 3754780 0.11058 0.08541 0.15137 0.05506
3718313754780 371831 3754780 0.11354 0.08715 0.14721 0.05466
3705713754800 370571 3754800 0.07319 0.06819 0.14865 0.04703
3705913754800 370591 3754800 0.07484 0.06942 0.159 0.04803
3706113754800 370611 3754800 0.07653 0.07066 0.17064 0.04904
3706313754800 370631 3754800 0.07825 0.07188 0.18371 0.05005
3706513754800 370651 3754800 0.08003 0.07308 0.19863 0.05095
3706713754800 370671 3754800 0.08182 0.07425 0.21562 0.05179
3706913754800 370691 3754800 0.08363 0.07537 0.23528 0.05264
3707113754800 370711 3754800 0.08483 0.07595 0.2568 0.05316
3707313754800 370731 3754800 0.08645 0.07674 0.28324 0.05282
3707513754800 370751 3754800 0.08811 0.07748 0.31537 0.05254
3707713754800 370771 3754800 0.08927 0.07763 0.35027 0.05185
3707913754800 370791 3754800 0.09091 0.07817 0.39817 0.0522
3708113754800 370811 3754800 0.09033 0.07872 0.46163 0.05273
3708313754800 370831 3754800 0.09445 0.07918 0.54723 0.05329
3708513754800 370851 3754800 0.09664 0.07993 0.67591 0.05455
3708713754800 370871 3754800 0.0988 0.08053 0.86558 0.05581
3708913754800 370891 3754800 0.10029 0.08041 1.15343 0.05607
3709113754800 370911 3754800 0.1019 0.08034 1.65561 0.05667
3709313754800 370931 3754800 0.1034 0.08011 2.46743 0.05739
3709513754800 370951 3754800 0.10462 0.07958 2.89182 0.05802
3709713754800 370971 3754800 0.10562 0.07887 2.89938 0.05847
3709913754800 370991 3754800 0.10831 0.07936 2.20347 0.0636
3710113754800 371011 3754800 0.10891 0.07833 1.80476 0.06414
3710313754800 371031 3754800 0.10921 0.07714 1.51234 0.06449
3710513754800 371051 3754800 0.10924 0.07586 1.27731 0.06507
3710713754800 371071 3754800 0.10892 0.07444 1.1088 0.06531
3710913754800 371091 3754800 0.10834 0.07299 0.96931 0.06574
3711113754800 371111 3754800 0.10738 0.07144 0.86712 0.06574
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3711313754800 371131 3754800 0.10616 0.0699 0.77983 0.06579
3711513754800 371151 3754800 0.10468 0.06838 0.70673 0.06586
3711713754800 371171 3754800 0.10298 0.06692 0.64493 0.06595
3711913754800 371191 3754800 0.10114 0.06555 0.59159 0.06607
3712113754800 371211 3754800 0.09911 0.06425 0.54641 0.06603
3712313754800 371231 3754800 0.09698 0.06306 0.50723 0.06594
3712513754800 371251 3754800 0.0948 0.06196 0.47301 0.06583
3712713754800 371271 3754800 0.09266 0.06103 0.44244 0.06567
3712913754800 371291 3754800 0.09054 0.06019 0.41547 0.06548
3713113754800 371311 3754800 0.08854 0.05949 0.39122 0.06525
3713313754800 371331 3754800 0.08664 0.05889 0.36943 0.06498
3713513754800 371351 3754800 0.08493 0.05842 0.34968 0.06468
3713713754800 371371 3754800 0.08339 0.05805 0.33173 0.06433
3713913754800 371391 3754800 0.08204 0.05778 0.31534 0.06396
3714113754800 371411 3754800 0.08089 0.05761 0.30033 0.06354
3714313754800 371431 3754800 0.07994 0.05754 0.28657 0.0631
3714513754800 371451 3754800 0.07918 0.05756 0.27387 0.06262
3714713754800 371471 3754800 0.0786 0.05768 0.26215 0.06212
3714913754800 371491 3754800 0.0782 0.05791 0.25129 0.06158
3715113754800 371511 3754800 0.07793 0.05822 0.24112 0.06102
3715313754800 371531 3754800 0.07782 0.05863 0.23159 0.06044
3715513754800 371551 3754800 0.07794 0.05921 0.22288 0.05984
3715713754800 371571 3754800 0.07823 0.0599 0.21471 0.05922
3715913754800 371591 3754800 0.07868 0.06071 0.207 0.05858
3716113754800 371611 3754800 0.07935 0.06166 0.1998 0.05793
3716313754800 371631 3754800 0.08018 0.06269 0.19294 0.05728
3716513754800 371651 3754800 0.08125 0.06386 0.18654 0.05663
3716713754800 371671 3754800 0.08253 0.06514 0.18049 0.05598
3716913754800 371691 3754800 0.08403 0.06651 0.17479 0.05534
3717113754800 371711 3754800 0.08575 0.06797 0.16939 0.05472
3717313754800 371731 3754800 0.08769 0.0695 0.16433 0.05411
3717513754800 371751 3754800 0.08981 0.07109 0.15952 0.05354
3717713754800 371771 3754800 0.09206 0.07269 0.15493 0.053
3717913754800 371791 3754800 0.09442 0.0743 0.15055 0.05249
3718113754800 371811 3754800 0.0969 0.07592 0.14642 0.05203
3718313754800 371831 3754800 0.09946 0.07753 0.1425 0.05161
3705713754820 370571 3754820 0.06984 0.06473 0.1417 0.04545
3705913754820 370591 3754820 0.07129 0.06579 0.151 0.04637
3706113754820 370611 3754820 0.07281 0.06685 0.16149 0.04729
3706313754820 370631 3754820 0.07436 0.06791 0.17329 0.0482
3706513754820 370651 3754820 0.07595 0.06894 0.18661 0.04895
3706713754820 370671 3754820 0.07753 0.06993 0.20162 0.04977
3706913754820 370691 3754820 0.07914 0.07087 0.21886 0.05055
3707113754820 370711 3754820 0.08016 0.07129 0.23734 0.05096
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707313754820 370731 3754820 0.08146 0.0718 0.25936 0.0498
3707513754820 370751 3754820 0.08287 0.07234 0.28607 0.04965
3707713754820 370771 3754820 0.08377 0.07231 0.31299 0.04909
3707913754820 370791 3754820 0.08535 0.07285 0.35292 0.04968
3708113754820 370811 3754820 0.08696 0.07333 0.40337 0.05032
3708313754820 370831 3754820 0.08853 0.07369 0.46766 0.05093
3708513754820 370851 3754820 0.09066 0.07448 0.5611 0.05252
3708713754820 370871 3754820 0.09196 0.07442 0.67308 0.0528
3708913754820 370891 3754820 0.09321 0.07425 0.82211 0.05312
3709113754820 370911 3754820 0.09448 0.07405 1.00899 0.05362
3709313754820 370931 3754820 0.09565 0.07372 1.17212 0.05413
3709513754820 370951 3754820 0.09655 0.07314 1.19186 0.05456
3709713754820 370971 3754820 0.09724 0.07239 1.17864 0.05492
3709913754820 370991 3754820 0.09952 0.07276 1.1526 0.06
3710113754820 371011 3754820 0.09984 0.07178 1.09937 0.06058
3710313754820 371031 3754820 0.09992 0.07067 1.02018 0.06098
3710513754820 371051 3754820 0.09974 0.06947 0.92976 0.06144
3710713754820 371071 3754820 0.09928 0.06817 0.84883 0.06169
3710913754820 371091 3754820 0.09859 0.06685 0.77155 0.062
3711113754820 371111 3754820 0.09758 0.06544 0.71132 0.06189
3711313754820 371131 3754820 0.09637 0.06407 0.65374 0.06199
3711513754820 371151 3754820 0.09495 0.06272 0.60328 0.06204
3711713754820 371171 3754820 0.09336 0.06141 0.5588 0.06211
3711913754820 371191 3754820 0.09168 0.06021 0.51884 0.06225
3712113754820 371211 3754820 0.08984 0.05906 0.48427 0.0622
3712313754820 371231 3754820 0.08793 0.058 0.45364 0.06212
3712513754820 371251 3754820 0.08601 0.05703 0.42619 0.06201
3712713754820 371271 3754820 0.0841 0.05618 0.40147 0.06187
3712913754820 371291 3754820 0.08223 0.05542 0.37925 0.0617
3713113754820 371311 3754820 0.08048 0.05479 0.35898 0.06149
3713313754820 371331 3754820 0.07882 0.05424 0.34056 0.06125
3713513754820 371351 3754820 0.07731 0.0538 0.32372 0.06097
3713713754820 371371 3754820 0.07595 0.05345 0.30827 0.06066
3713913754820 371391 3754820 0.07476 0.05319 0.29406 0.06032
3714113754820 371411 3754820 0.07373 0.05301 0.28094 0.05995
3714313754820 371431 3754820 0.07286 0.05291 0.26881 0.05954
3714513754820 371451 3754820 0.07217 0.05289 0.25759 0.05911
3714713754820 371471 3754820 0.07163 0.05295 0.24716 0.05866
3714913754820 371491 3754820 0.07124 0.05309 0.23745 0.05818
3715113754820 371511 3754820 0.07095 0.0533 0.22831 0.05767
3715313754820 371531 3754820 0.0708 0.0536 0.21974 0.05714
3715513754820 371551 3754820 0.07081 0.05401 0.21178 0.0566
3715713754820 371571 3754820 0.07098 0.05453 0.20438 0.05604
3715913754820 371591 3754820 0.07124 0.05513 0.19728 0.05546
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3716113754820 371611 3754820 0.07174 0.05588 0.19077 0.05487
3716313754820 371631 3754820 0.07232 0.05669 0.18448 0.05428
3716513754820 371651 3754820 0.07311 0.05762 0.17859 0.05368
3716713754820 371671 3754820 0.07406 0.05865 0.173 0.05308
3716913754820 371691 3754820 0.07518 0.05975 0.16767 0.05248
3717113754820 371711 3754820 0.07649 0.06095 0.16264 0.05189
3717313754820 371731 3754820 0.07802 0.06225 0.15797 0.05132
3717513754820 371751 3754820 0.07972 0.0636 0.15352 0.05077
3717713754820 371771 3754820 0.08152 0.06498 0.14922 0.05025
3717913754820 371791 3754820 0.08346 0.06638 0.14512 0.04975
3718113754820 371811 3754820 0.08553 0.06781 0.14125 0.04929
3718313754820 371831 3754820 0.08769 0.06926 0.13757 0.04887
3705713754840 370571 3754840 0.06662 0.06145 0.13456 0.04392
3705913754840 370591 3754840 0.06793 0.06237 0.14297 0.04476
3706113754840 370611 3754840 0.06928 0.06329 0.15234 0.0456
3706313754840 370631 3754840 0.07067 0.06419 0.16283 0.04644
3706513754840 370651 3754840 0.07208 0.06507 0.17457 0.04724
3706713754840 370671 3754840 0.0735 0.06591 0.18776 0.04792
3706913754840 370691 3754840 0.07493 0.06669 0.20267 0.04856
3707113754840 370711 3754840 0.07585 0.06705 0.21843 0.04892
3707313754840 370731 3754840 0.07696 0.0674 0.23671 0.04797
3707513754840 370751 3754840 0.07827 0.06788 0.25903 0.04798
3707713754840 370771 3754840 0.07901 0.06775 0.28064 0.0471
3707913754840 370791 3754840 0.08029 0.06806 0.31089 0.04748
3708113754840 370811 3754840 0.08161 0.06835 0.34791 0.04797
3708313754840 370831 3754840 0.0829 0.06854 0.39261 0.04845
3708513754840 370851 3754840 0.08408 0.06856 0.44503 0.0488
3708713754840 370871 3754840 0.0853 0.06856 0.50898 0.04933
3708913754840 370891 3754840 0.08669 0.06866 0.58771 0.05029
3709113754840 370911 3754840 0.08768 0.06837 0.65619 0.05072
3709313754840 370931 3754840 0.0886 0.068 0.69711 0.05122
3709513754840 370951 3754840 0.08923 0.06738 0.69468 0.05145
3709713754840 370971 3754840 0.08956 0.06652 0.67086 0.05142
3709913754840 370991 3754840 0.09067 0.06636 0.66912 0.05638
3710113754840 371011 3754840 0.09173 0.06599 0.66606 0.05732
3710313754840 371031 3754840 0.09163 0.06494 0.66316 0.05768
3710513754840 371051 3754840 0.0913 0.06382 0.64611 0.05803
3710713754840 371071 3754840 0.09075 0.06264 0.62074 0.05829
3710913754840 371091 3754840 0.08999 0.06144 0.58899 0.05857
3711113754840 371111 3754840 0.08899 0.06019 0.5594 0.05861
3711313754840 371131 3754840 0.08779 0.05893 0.5292 0.05853
3711513754840 371151 3754840 0.08646 0.05774 0.49892 0.05867
3711713754840 371171 3754840 0.08499 0.05658 0.47059 0.05874
3711913754840 371191 3754840 0.08343 0.0555 0.44394 0.05876
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3712113754840 371211 3754840 0.08176 0.05447 0.41997 0.05871
3712313754840 371231 3754840 0.08004 0.05351 0.39776 0.05864
3712513754840 371251 3754840 0.07833 0.05265 0.37725 0.05854
3712713754840 371271 3754840 0.07665 0.05189 0.3583 0.05841
3712913754840 371291 3754840 0.07499 0.05121 0.34092 0.05825
3713113754840 371311 3754840 0.07344 0.05062 0.32483 0.05805
3713313754840 371331 3754840 0.07198 0.05013 0.30994 0.05783
3713513754840 371351 3754840 0.07065 0.04972 0.29613 0.05758
3713713754840 371371 3754840 0.06944 0.04939 0.28332 0.0573
3713913754840 371391 3754840 0.06838 0.04913 0.27139 0.05699
3714113754840 371411 3754840 0.06745 0.04895 0.26028 0.05666
3714313754840 371431 3754840 0.06667 0.04883 0.2499 0.05629
3714513754840 371451 3754840 0.06604 0.04879 0.24025 0.0559
3714713754840 371471 3754840 0.06554 0.04881 0.2312 0.05549
3714913754840 371491 3754840 0.06516 0.04889 0.22271 0.05506
3715113754840 371511 3754840 0.06487 0.04903 0.21468 0.0546
3715313754840 371531 3754840 0.06469 0.04924 0.20713 0.05412
3715513754840 371551 3754840 0.06464 0.04953 0.20005 0.05363
3715713754840 371571 3754840 0.0647 0.04991 0.19336 0.05312
3715913754840 371591 3754840 0.06487 0.05037 0.18704 0.05259
3716113754840 371611 3754840 0.06521 0.05095 0.18118 0.05206
3716313754840 371631 3754840 0.06563 0.05158 0.1755 0.05151
3716513754840 371651 3754840 0.0662 0.05232 0.17016 0.05096
3716713754840 371671 3754840 0.06689 0.05313 0.16505 0.05041
3716913754840 371691 3754840 0.06774 0.05403 0.16018 0.04985
3717113754840 371711 3754840 0.06873 0.055 0.15553 0.0493
3717313754840 371731 3754840 0.06993 0.05608 0.15128 0.04877
3717513754840 371751 3754840 0.07128 0.05723 0.1472 0.04824
3717713754840 371771 3754840 0.07273 0.0584 0.14322 0.04774
3717913754840 371791 3754840 0.0743 0.05961 0.13942 0.04726
3718113754840 371811 3754840 0.07601 0.06086 0.13584 0.04681
3718313754840 371831 3754840 0.07781 0.06214 0.13241 0.04638
3705713754860 370571 3754860 0.06363 0.0584 0.12772 0.04246
3705913754860 370591 3754860 0.06479 0.05919 0.13521 0.04323
3706113754860 370611 3754860 0.06601 0.05998 0.14357 0.04399
3706313754860 370631 3754860 0.06723 0.06074 0.15274 0.04474
3706513754860 370651 3754860 0.06847 0.06148 0.16294 0.04543
3706713754860 370671 3754860 0.06973 0.06217 0.17431 0.04597
3706913754860 370691 3754860 0.07099 0.06281 0.187 0.04661
3707113754860 370711 3754860 0.07184 0.06313 0.20041 0.04699
3707313754860 370731 3754860 0.07277 0.06335 0.21522 0.04639
3707513754860 370751 3754860 0.0739 0.0637 0.23318 0.04649
3707713754860 370771 3754860 0.07452 0.06351 0.24995 0.04515
3707913754860 370791 3754860 0.07559 0.06369 0.27254 0.04544
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708113754860 370811 3754860 0.07669 0.06384 0.29909 0.04584
3708313754860 370831 3754860 0.07776 0.06392 0.32941 0.04626
3708513754860 370851 3754860 0.07869 0.06381 0.36135 0.0465
3708713754860 370871 3754860 0.07964 0.06368 0.39631 0.04689
3708913754860 370891 3754860 0.08071 0.06363 0.43463 0.04767
3709113754860 370911 3754860 0.08148 0.06328 0.46215 0.04805
3709313754860 370931 3754860 0.08218 0.06287 0.47538 0.04851
3709513754860 370951 3754860 0.08261 0.06224 0.4716 0.04871
3709713754860 370971 3754860 0.08297 0.06158 0.45856 0.04942
3709913754860 370991 3754860 0.08377 0.06133 0.44945 0.05353
3710113754860 371011 3754860 0.08447 0.06085 0.44504 0.05435
3710313754860 371031 3754860 0.08423 0.05987 0.44896 0.05464
3710513754860 371051 3754860 0.0838 0.05883 0.45117 0.05493
3710713754860 371071 3754860 0.08318 0.05775 0.44858 0.05519
3710913754860 371091 3754860 0.08239 0.05665 0.44062 0.05542
3711113754860 371111 3754860 0.08139 0.05551 0.43137 0.0554
3711313754860 371131 3754860 0.08026 0.0544 0.4182 0.05546
3711513754860 371151 3754860 0.079 0.05333 0.40335 0.05555
3711713754860 371171 3754860 0.07764 0.0523 0.38791 0.05558
3711913754860 371191 3754860 0.07619 0.05131 0.37239 0.05556
3712113754860 371211 3754860 0.07468 0.05039 0.35729 0.05552
3712313754860 371231 3754860 0.07314 0.04954 0.34261 0.05545
3712513754860 371251 3754860 0.07161 0.04876 0.32845 0.05535
3712713754860 371271 3754860 0.07011 0.04807 0.31494 0.05523
3712913754860 371291 3754860 0.06864 0.04745 0.3022 0.05509
3713113754860 371311 3754860 0.06726 0.04691 0.29008 0.05491
3713313754860 371331 3754860 0.06596 0.04646 0.27862 0.05471
3713513754860 371351 3754860 0.06478 0.04608 0.26781 0.05448
3713713754860 371371 3754860 0.06371 0.04577 0.2576 0.05423
3713913754860 371391 3754860 0.06276 0.04552 0.24797 0.05395
3714113754860 371411 3754860 0.06193 0.04534 0.23888 0.05364
3714313754860 371431 3754860 0.06123 0.04522 0.2303 0.05331
3714513754860 371451 3754860 0.06065 0.04515 0.22222 0.05296
3714713754860 371471 3754860 0.06017 0.04514 0.21457 0.05258
3714913754860 371491 3754860 0.05981 0.04519 0.20735 0.05219
3715113754860 371511 3754860 0.05953 0.04527 0.20045 0.05177
3715313754860 371531 3754860 0.05935 0.04543 0.19396 0.05134
3715513754860 371551 3754860 0.05926 0.04564 0.18779 0.05089
3715713754860 371571 3754860 0.05925 0.04591 0.1819 0.05043
3715913754860 371591 3754860 0.05935 0.04626 0.17634 0.04995
3716113754860 371611 3754860 0.05958 0.04671 0.17116 0.04946
3716313754860 371631 3754860 0.05986 0.04719 0.16609 0.04897
3716513754860 371651 3754860 0.06028 0.04778 0.16133 0.04846
3716713754860 371671 3754860 0.06079 0.04842 0.15675 0.04795
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3716913754860 371691 3754860 0.06142 0.04915 0.15237 0.04743
3717113754860 371711 3754860 0.06218 0.04994 0.14818 0.04692
3717313754860 371731 3754860 0.06311 0.05083 0.1443 0.04642
3717513754860 371751 3754860 0.06417 0.05179 0.14058 0.04593
3717713754860 371771 3754860 0.06533 0.05278 0.13697 0.04545
3717913754860 371791 3754860 0.06659 0.05381 0.13349 0.04498
3718113754860 371811 3754860 0.06799 0.0549 0.13021 0.04454
3718313754860 371831 3754860 0.06949 0.05602 0.12706 0.04413
3705713754880 370571 3754880 0.06075 0.05551 0.12082 0.04105
3705913754880 370591 3754880 0.0618 0.0562 0.12752 0.04175
3706113754880 370611 3754880 0.06288 0.05686 0.13485 0.04244
3706313754880 370631 3754880 0.06396 0.05751 0.14287 0.04311
3706513754880 370651 3754880 0.06507 0.05812 0.15169 0.04372
3706713754880 370671 3754880 0.06618 0.05869 0.1614 0.04424
3706913754880 370691 3754880 0.06729 0.0592 0.17208 0.04474
3707113754880 370711 3754880 0.06807 0.05949 0.18327 0.04514
3707313754880 370731 3754880 0.06884 0.05958 0.19515 0.04501
3707513754880 370751 3754880 0.06976 0.05977 0.20902 0.04451
3707713754880 370771 3754880 0.07033 0.0596 0.22213 0.04331
3707913754880 370791 3754880 0.07122 0.05967 0.23868 0.04353
3708113754880 370811 3754880 0.0721 0.0597 0.25704 0.04382
3708313754880 370831 3754880 0.07302 0.0597 0.27752 0.04425
3708513754880 370851 3754880 0.07374 0.0595 0.29663 0.04439
3708713754880 370871 3754880 0.07446 0.05927 0.31555 0.04467
3708913754880 370891 3754880 0.07513 0.05898 0.33222 0.04502
3709113754880 370911 3754880 0.0757 0.0586 0.3437 0.04534
3709313754880 370931 3754880 0.07634 0.05827 0.35223 0.04601
3709513754880 370951 3754880 0.0766 0.05764 0.34915 0.04617
3709713754880 370971 3754880 0.07674 0.05694 0.34132 0.04635
3709913754880 370991 3754880 0.0771 0.05646 0.33419 0.0498
3710113754880 371011 3754880 0.07794 0.05627 0.32881 0.0516
3710313754880 371031 3754880 0.07761 0.05535 0.32789 0.05184
3710513754880 371051 3754880 0.07711 0.05439 0.32989 0.05206
3710713754880 371071 3754880 0.07645 0.0534 0.33199 0.0523
3710913754880 371091 3754880 0.07565 0.0524 0.33202 0.05253
3711113754880 371111 3754880 0.0747 0.05138 0.33098 0.05259
3711313754880 371131 3754880 0.07361 0.05038 0.32773 0.05263
3711513754880 371151 3754880 0.07243 0.04941 0.32243 0.05265
3711713754880 371171 3754880 0.07116 0.04848 0.31573 0.05265
3711913754880 371191 3754880 0.06983 0.04759 0.30803 0.05263
3712113754880 371211 3754880 0.06846 0.04676 0.29976 0.05259
3712313754880 371231 3754880 0.06707 0.04599 0.29108 0.05252
3712513754880 371251 3754880 0.0657 0.04529 0.28221 0.05243
3712713754880 371271 3754880 0.06436 0.04467 0.27334 0.05232
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3712913754880 371291 3754880 0.06306 0.0441 0.26462 0.05219
3713113754880 371311 3754880 0.06182 0.04361 0.25607 0.05203
3713313754880 371331 3754880 0.06067 0.04318 0.24775 0.05184
3713513754880 371351 3754880 0.05962 0.04284 0.23971 0.05164
3713713754880 371371 3754880 0.05866 0.04254 0.23194 0.0514
3713913754880 371391 3754880 0.0578 0.0423 0.22447 0.05115
3714113754880 371411 3754880 0.05705 0.04212 0.21731 0.05087
3714313754880 371431 3754880 0.05641 0.042 0.21046 0.05057
3714513754880 371451 3754880 0.05588 0.04192 0.20391 0.05025
3714713754880 371471 3754880 0.05544 0.04189 0.19765 0.0499
3714913754880 371491 3754880 0.0551 0.04191 0.19167 0.04955
3715113754880 371511 3754880 0.05482 0.04196 0.18591 0.04917
3715313754880 371531 3754880 0.05463 0.04207 0.18042 0.04878
3715513754880 371551 3754880 0.05452 0.04222 0.17517 0.04837
3715713754880 371571 3754880 0.05448 0.04242 0.17014 0.04795
3715913754880 371591 3754880 0.05453 0.04269 0.16537 0.04751
3716113754880 371611 3754880 0.05468 0.04303 0.16084 0.04707
3716313754880 371631 3754880 0.05486 0.0434 0.1564 0.04661
3716513754880 371651 3754880 0.05516 0.04386 0.15222 0.04615
3716713754880 371671 3754880 0.05553 0.04437 0.14815 0.04567
3716913754880 371691 3754880 0.056 0.04494 0.14425 0.0452
3717113754880 371711 3754880 0.05658 0.04559 0.14052 0.04472
3717313754880 371731 3754880 0.0573 0.04632 0.13707 0.04425
3717513754880 371751 3754880 0.05814 0.04712 0.13376 0.04379
3717713754880 371771 3754880 0.05906 0.04795 0.1305 0.04333
3717913754880 371791 3754880 0.06007 0.04883 0.12735 0.04289
3718113754880 371811 3754880 0.06121 0.04976 0.12437 0.04247
3718313754880 371831 3754880 0.06244 0.05072 0.1215 0.04206
3705713754900 370571 3754900 0.05805 0.05281 0.11408 0.03951
3705913754900 370591 3754900 0.05899 0.05339 0.12001 0.04015
3706113754900 370611 3754900 0.05995 0.05395 0.12644 0.04076
3706313754900 370631 3754900 0.06091 0.05449 0.13341 0.04141
3706513754900 370651 3754900 0.06188 0.05499 0.14097 0.04202
3706713754900 370671 3754900 0.06285 0.05545 0.14917 0.04251
3706913754900 370691 3754900 0.06382 0.05585 0.15806 0.04297
3707113754900 370711 3754900 0.06452 0.05608 0.16729 0.04339
3707313754900 370731 3754900 0.0652 0.05613 0.17683 0.04367
3707513754900 370751 3754900 0.0659 0.05617 0.18725 0.04265
3707713754900 370771 3754900 0.06655 0.05611 0.19838 0.04183
3707913754900 370791 3754900 0.06725 0.05607 0.21022 0.04194
3708113754900 370811 3754900 0.06796 0.056 0.22293 0.04215
3708313754900 370831 3754900 0.06864 0.05587 0.23581 0.04239
3708513754900 370851 3754900 0.0692 0.05561 0.24726 0.04249
3708713754900 370871 3754900 0.06969 0.05528 0.25723 0.04261
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708913754900 370891 3754900 0.07023 0.05498 0.26646 0.04297
3709113754900 370911 3754900 0.07069 0.0546 0.27291 0.04335
3709313754900 370931 3754900 0.07103 0.05414 0.27553 0.04371
3709513754900 370951 3754900 0.07115 0.05351 0.27319 0.04383
3709713754900 370971 3754900 0.07097 0.05267 0.26589 0.04357
3709913754900 370991 3754900 0.07119 0.05221 0.26293 0.04529
3710113754900 371011 3754900 0.07208 0.05218 0.25959 0.04904
3710313754900 371031 3754900 0.07167 0.05132 0.25606 0.04929
3710513754900 371051 3754900 0.07114 0.05044 0.25492 0.0496
3710713754900 371071 3754900 0.07046 0.04953 0.25587 0.04975
3710913754900 371091 3754900 0.06966 0.04861 0.2572 0.04987
3711113754900 371111 3754900 0.06873 0.04769 0.25866 0.04992
3711313754900 371131 3754900 0.06771 0.04678 0.25909 0.04995
3711513754900 371151 3754900 0.0666 0.0459 0.25831 0.04996
3711713754900 371171 3754900 0.06543 0.04506 0.25636 0.04996
3711913754900 371191 3754900 0.06421 0.04426 0.2534 0.04993
3712113754900 371211 3754900 0.06296 0.04351 0.24968 0.04989
3712313754900 371231 3754900 0.06171 0.04282 0.24526 0.04983
3712513754900 371251 3754900 0.06048 0.04218 0.24034 0.04975
3712713754900 371271 3754900 0.05927 0.04161 0.23507 0.04965
3712913754900 371291 3754900 0.05811 0.0411 0.2296 0.04952
3713113754900 371311 3754900 0.05701 0.04064 0.224 0.04938
3713313754900 371331 3754900 0.05598 0.04025 0.21834 0.04921
3713513754900 371351 3754900 0.05505 0.03993 0.21269 0.04902
3713713754900 371371 3754900 0.05417 0.03965 0.20708 0.0488
3713913754900 371391 3754900 0.05341 0.03942 0.20156 0.04857
3714113754900 371411 3754900 0.05273 0.03925 0.19616 0.04831
3714313754900 371431 3754900 0.05214 0.03912 0.1909 0.04804
3714513754900 371451 3754900 0.05165 0.03904 0.18578 0.04775
3714713754900 371471 3754900 0.05124 0.039 0.18081 0.04743
3714913754900 371491 3754900 0.05091 0.03899 0.176 0.04711
3715113754900 371511 3754900 0.05065 0.03902 0.17132 0.04676
3715313754900 371531 3754900 0.05045 0.03909 0.16681 0.04641
3715513754900 371551 3754900 0.05033 0.0392 0.16245 0.04604
3715713754900 371571 3754900 0.05028 0.03935 0.15826 0.04565
3715913754900 371591 3754900 0.05029 0.03955 0.15423 0.04525
3716113754900 371611 3754900 0.05037 0.0398 0.15035 0.04485
3716313754900 371631 3754900 0.05049 0.0401 0.14655 0.04443
3716513754900 371651 3754900 0.05068 0.04044 0.14286 0.044
3716713754900 371671 3754900 0.05096 0.04085 0.13937 0.04357
3716913754900 371691 3754900 0.05132 0.04131 0.136 0.04313
3717113754900 371711 3754900 0.05177 0.04184 0.13277 0.04269
3717313754900 371731 3754900 0.05233 0.04244 0.12972 0.04225
3717513754900 371751 3754900 0.05298 0.0431 0.12677 0.04182

Unmitigated Construction HRA-Resident (02-20-19).xlsx 90 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3717713754900 371771 3754900 0.0537 0.04379 0.12387 0.04139
3717913754900 371791 3754900 0.05452 0.04453 0.12108 0.04097
3718113754900 371811 3754900 0.05545 0.04532 0.11841 0.04056
3718313754900 371831 3754900 0.05644 0.04615 0.11581 0.04017
3705713754920 370571 3754920 0.05543 0.05025 0.10739 0.03805
3705913754920 370591 3754920 0.05631 0.05074 0.1127 0.03864
3706113754920 370611 3754920 0.05714 0.05121 0.11825 0.03918
3706313754920 370631 3754920 0.05801 0.05165 0.12426 0.03974
3706513754920 370651 3754920 0.05881 0.05206 0.13065 0.04025
3706713754920 370671 3754920 0.05968 0.05242 0.13758 0.04079
3706913754920 370691 3754920 0.06047 0.05274 0.14492 0.04128
3707113754920 370711 3754920 0.06118 0.05292 0.15261 0.04171
3707313754920 370731 3754920 0.06175 0.0529 0.16014 0.04207
3707513754920 370751 3754920 0.06233 0.05286 0.16805 0.04121
3707713754920 370771 3754920 0.06295 0.05283 0.17662 0.04062
3707913754920 370791 3754920 0.06352 0.05272 0.18538 0.04038
3708113754920 370811 3754920 0.06401 0.05252 0.19356 0.04039
3708313754920 370831 3754920 0.06456 0.05234 0.20207 0.04059
3708513754920 370851 3754920 0.06492 0.05199 0.20833 0.04055
3708713754920 370871 3754920 0.06527 0.05161 0.21369 0.0406
3708913754920 370891 3754920 0.06562 0.05125 0.21829 0.04084
3709113754920 370911 3754920 0.06594 0.05085 0.22177 0.04117
3709313754920 370931 3754920 0.06619 0.05041 0.2237 0.04156
3709513754920 370951 3754920 0.0662 0.0498 0.22205 0.04167
3709713754920 370971 3754920 0.06596 0.04902 0.21715 0.04147
3709913754920 370991 3754920 0.06613 0.04861 0.21561 0.04359
3710113754920 371011 3754920 0.06624 0.04821 0.21295 0.04619
3710313754920 371031 3754920 0.06631 0.04768 0.20996 0.04658
3710513754920 371051 3754920 0.06577 0.04688 0.2074 0.04701
3710713754920 371071 3754920 0.0651 0.04606 0.20633 0.04733
3710913754920 371091 3754920 0.06431 0.04522 0.20656 0.04741
3711113754920 371111 3754920 0.06343 0.04438 0.20755 0.04745
3711313754920 371131 3754920 0.06246 0.04356 0.20863 0.04748
3711513754920 371151 3754920 0.06143 0.04276 0.20937 0.04748
3711713754920 371171 3754920 0.06035 0.042 0.20952 0.04747
3711913754920 371191 3754920 0.05923 0.04128 0.20902 0.04745
3712113754920 371211 3754920 0.0581 0.0406 0.20789 0.04741
3712313754920 371231 3754920 0.05696 0.03997 0.20615 0.04735
3712513754920 371251 3754920 0.05585 0.03939 0.20387 0.04728
3712713754920 371271 3754920 0.05476 0.03887 0.20115 0.04718
3712913754920 371291 3754920 0.05372 0.0384 0.19809 0.04707
3713113754920 371311 3754920 0.05273 0.03798 0.19474 0.04693
3713313754920 371331 3754920 0.05181 0.03762 0.19118 0.04678
3713513754920 371351 3754920 0.05096 0.03731 0.18748 0.0466

Unmitigated Construction HRA-Resident (02-20-19).xlsx 91 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3713713754920 371371 3754920 0.05019 0.03705 0.18367 0.04641
3713913754920 371391 3754920 0.04949 0.03684 0.17981 0.04619
3714113754920 371411 3754920 0.04888 0.03667 0.17593 0.04596
3714313754920 371431 3754920 0.04834 0.03655 0.17206 0.04571
3714513754920 371451 3754920 0.04788 0.03646 0.16821 0.04544
3714713754920 371471 3754920 0.0475 0.0364 0.16441 0.04515
3714913754920 371491 3754920 0.04719 0.03638 0.16066 0.04485
3715113754920 371511 3754920 0.04694 0.03639 0.15699 0.04454
3715313754920 371531 3754920 0.04675 0.03644 0.15339 0.04421
3715513754920 371551 3754920 0.04663 0.03652 0.14988 0.04387
3715713754920 371571 3754920 0.04655 0.03663 0.14645 0.04352
3715913754920 371591 3754920 0.04653 0.03678 0.14311 0.04316
3716113754920 371611 3754920 0.04657 0.03697 0.13987 0.04279
3716313754920 371631 3754920 0.04666 0.0372 0.13671 0.0424
3716513754920 371651 3754920 0.04681 0.03748 0.13365 0.04201
3716713754920 371671 3754920 0.04701 0.03781 0.13068 0.04161
3716913754920 371691 3754920 0.04729 0.03818 0.12781 0.04121
3717113754920 371711 3754920 0.04763 0.03861 0.12502 0.0408
3717313754920 371731 3754920 0.04804 0.03909 0.12232 0.04039
3717513754920 371751 3754920 0.04854 0.03961 0.1197 0.03999
3717713754920 371771 3754920 0.04911 0.04019 0.11716 0.03958
3717913754920 371791 3754920 0.04976 0.04081 0.11471 0.03918
3718113754920 371811 3754920 0.0505 0.04148 0.11235 0.0388
3718313754920 371831 3754920 0.05133 0.04219 0.11006 0.03842
3705713754940 370571 3754940 0.0527 0.04761 0.10037 0.03666
3705913754940 370591 3754940 0.05346 0.04804 0.10496 0.03718
3706113754940 370611 3754940 0.05424 0.04845 0.10995 0.0377
3706313754940 370631 3754940 0.05504 0.04886 0.11532 0.03822
3706513754940 370651 3754940 0.05582 0.04922 0.12086 0.03872
3706713754940 370671 3754940 0.05659 0.04952 0.1267 0.03921
3706913754940 370691 3754940 0.05731 0.04976 0.13279 0.03967
3707113754940 370711 3754940 0.05794 0.04987 0.13896 0.04007
3707313754940 370731 3754940 0.05852 0.0499 0.14514 0.04044
3707513754940 370751 3754940 0.05908 0.04989 0.15152 0.04069
3707713754940 370771 3754940 0.0596 0.04981 0.15788 0.04002
3707913754940 370791 3754940 0.06007 0.04966 0.16421 0.03964
3708113754940 370811 3754940 0.06048 0.04945 0.1701 0.03903
3708313754940 370831 3754940 0.06082 0.04915 0.17532 0.03901
3708513754940 370851 3754940 0.06108 0.04878 0.17923 0.03897
3708713754940 370871 3754940 0.06129 0.04837 0.18196 0.03894
3708913754940 370891 3754940 0.06146 0.04792 0.18385 0.03899
3709113754940 370911 3754940 0.06164 0.04749 0.18561 0.03924
3709313754940 370931 3754940 0.06177 0.04704 0.18671 0.03956
3709513754940 370951 3754940 0.0617 0.04645 0.18546 0.03966

Unmitigated Construction HRA-Resident (02-20-19).xlsx 92 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3709713754940 370971 3754940 0.06148 0.04577 0.18284 0.03963
3709913754940 370991 3754940 0.06133 0.0452 0.18061 0.03999
3710113754940 371011 3754940 0.06157 0.04498 0.17991 0.04406
3710313754940 371031 3754940 0.06152 0.04445 0.17719 0.0445
3710513754940 371051 3754940 0.06096 0.04371 0.1744 0.04484
3710713754940 371071 3754940 0.0603 0.04295 0.17252 0.04508
3710913754940 371091 3754940 0.05953 0.04218 0.17171 0.04514
3711113754940 371111 3754940 0.05869 0.04141 0.17179 0.04517
3711313754940 371131 3754940 0.05778 0.04066 0.17235 0.04519
3711513754940 371151 3754940 0.05682 0.03994 0.17308 0.04519
3711713754940 371171 3754940 0.05581 0.03925 0.17373 0.04518
3711913754940 371191 3754940 0.05479 0.03859 0.17415 0.04516
3712113754940 371211 3754940 0.05376 0.03798 0.17418 0.04512
3712313754940 371231 3754940 0.05273 0.0374 0.17388 0.04506
3712513754940 371251 3754940 0.05172 0.03687 0.17314 0.04499
3712713754940 371271 3754940 0.05074 0.03639 0.17204 0.0449
3712913754940 371291 3754940 0.0498 0.03595 0.17058 0.0448
3713113754940 371311 3754940 0.04891 0.03557 0.16882 0.04467
3713313754940 371331 3754940 0.04808 0.03524 0.1668 0.04453
3713513754940 371351 3754940 0.04732 0.03495 0.16458 0.04437
3713713754940 371371 3754940 0.04662 0.03471 0.16218 0.04419
3713913754940 371391 3754940 0.04599 0.03451 0.15964 0.04399
3714113754940 371411 3754940 0.04543 0.03434 0.15701 0.04378
3714313754940 371431 3754940 0.04493 0.03422 0.15429 0.04355
3714513754940 371451 3754940 0.0445 0.03412 0.15152 0.0433
3714713754940 371471 3754940 0.04415 0.03406 0.14873 0.04304
3714913754940 371491 3754940 0.04385 0.03403 0.14593 0.04277
3715113754940 371511 3754940 0.04361 0.03403 0.14312 0.04248
3715313754940 371531 3754940 0.04343 0.03406 0.14034 0.04218
3715513754940 371551 3754940 0.04331 0.03411 0.13759 0.04187
3715713754940 371571 3754940 0.04322 0.03419 0.13486 0.04155
3715913754940 371591 3754940 0.04318 0.03431 0.13217 0.04122
3716113754940 371611 3754940 0.0432 0.03446 0.12955 0.04087
3716313754940 371631 3754940 0.04325 0.03464 0.12697 0.04052
3716513754940 371651 3754940 0.04335 0.03485 0.12443 0.04016
3716713754940 371671 3754940 0.0435 0.03511 0.12194 0.0398
3716913754940 371691 3754940 0.04371 0.03541 0.11953 0.03942
3717113754940 371711 3754940 0.04396 0.03575 0.11715 0.03905
3717313754940 371731 3754940 0.04428 0.03614 0.11485 0.03867
3717513754940 371751 3754940 0.04467 0.03658 0.11262 0.03829
3717713754940 371771 3754940 0.04512 0.03705 0.11042 0.03791
3717913754940 371791 3754940 0.04564 0.03756 0.10828 0.03753
3718113754940 371811 3754940 0.04623 0.03813 0.10622 0.03716
3718313754940 371831 3754940 0.04689 0.03873 0.10421 0.0368

Unmitigated Construction HRA-Resident (02-20-19).xlsx 93 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3705713754960 370571 3754960 0.05021 0.04516 0.09354 0.03393
3705913754960 370591 3754960 0.05085 0.04548 0.09736 0.03414
3706113754960 370611 3754960 0.05153 0.04582 0.1016 0.03478
3706313754960 370631 3754960 0.05225 0.04617 0.10634 0.03593
3706513754960 370651 3754960 0.05294 0.04645 0.11111 0.03678
3706713754960 370671 3754960 0.05362 0.0467 0.11611 0.03758
3706913754960 370691 3754960 0.05427 0.04689 0.12123 0.0381
3707113754960 370711 3754960 0.05484 0.04698 0.12617 0.03837
3707313754960 370731 3754960 0.05535 0.04698 0.13108 0.03829
3707513754960 370751 3754960 0.05568 0.0468 0.13516 0.03665
3707713754960 370771 3754960 0.05623 0.0468 0.14053 0.03733
3707913754960 370791 3754960 0.0566 0.04662 0.14499 0.0371
3708113754960 370811 3754960 0.0569 0.04636 0.14891 0.03709
3708313754960 370831 3754960 0.05716 0.04606 0.1521 0.03711
3708513754960 370851 3754960 0.05727 0.04562 0.15357 0.0369
3708713754960 370871 3754960 0.05738 0.04519 0.15489 0.03683
3708913754960 370891 3754960 0.05744 0.04473 0.15552 0.03681
3709113754960 370911 3754960 0.0575 0.04428 0.15627 0.03697
3709313754960 370931 3754960 0.05775 0.044 0.15933 0.03775
3709513754960 370951 3754960 0.05761 0.04343 0.15833 0.03782
3709713754960 370971 3754960 0.0575 0.04291 0.15726 0.03815
3709913754960 370991 3754960 0.05776 0.04275 0.15764 0.04199
3710113754960 371011 3754960 0.05774 0.04227 0.15531 0.04276
3710313754960 371031 3754960 0.05725 0.04157 0.15249 0.04287
3710513754960 371051 3754960 0.05666 0.04086 0.15004 0.04294
3710713754960 371071 3754960 0.05598 0.04015 0.14812 0.04299
3710913754960 371091 3754960 0.05524 0.03943 0.1468 0.04303
3711113754960 371111 3754960 0.05444 0.03873 0.14615 0.04306
3711313754960 371131 3754960 0.05358 0.03804 0.14602 0.04307
3711513754960 371151 3754960 0.05269 0.03739 0.14627 0.04307
3711713754960 371171 3754960 0.05176 0.03676 0.14672 0.04306
3711913754960 371191 3754960 0.05082 0.03616 0.14721 0.04303
3712113754960 371211 3754960 0.04989 0.03561 0.14756 0.043
3712313754960 371231 3754960 0.04895 0.03508 0.14786 0.04294
3712513754960 371251 3754960 0.04804 0.03459 0.14787 0.04288
3712713754960 371271 3754960 0.04714 0.03414 0.14765 0.04279
3712913754960 371291 3754960 0.04629 0.03374 0.14715 0.0427
3713113754960 371311 3754960 0.04549 0.03339 0.14641 0.04258
3713313754960 371331 3754960 0.04474 0.03308 0.14543 0.04245
3713513754960 371351 3754960 0.04406 0.03282 0.14426 0.0423
3713713754960 371371 3754960 0.04342 0.03258 0.14289 0.04214
3713913754960 371391 3754960 0.04284 0.03239 0.14136 0.04195
3714113754960 371411 3754960 0.04233 0.03224 0.13969 0.04176
3714313754960 371431 3754960 0.04188 0.03211 0.1379 0.04155

Unmitigated Construction HRA-Resident (02-20-19).xlsx 94 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3714513754960 371451 3754960 0.04148 0.03202 0.13601 0.04132
3714713754960 371471 3754960 0.04114 0.03195 0.13405 0.04108
3714913754960 371491 3754960 0.04086 0.03192 0.13204 0.04083
3715113754960 371511 3754960 0.04064 0.03191 0.12999 0.04056
3715313754960 371531 3754960 0.04047 0.03192 0.12792 0.04029
3715513754960 371551 3754960 0.04034 0.03196 0.12584 0.04
3715713754960 371571 3754960 0.04026 0.03202 0.12374 0.03971
3715913754960 371591 3754960 0.04021 0.03211 0.12165 0.0394
3716113754960 371611 3754960 0.04021 0.03222 0.11957 0.03909
3716313754960 371631 3754960 0.04023 0.03236 0.11748 0.03877
3716513754960 371651 3754960 0.0403 0.03253 0.11543 0.03844
3716713754960 371671 3754960 0.0404 0.03273 0.11339 0.0381
3716913754960 371691 3754960 0.04055 0.03297 0.11139 0.03776
3717113754960 371711 3754960 0.04074 0.03325 0.10942 0.03741
3717313754960 371731 3754960 0.04099 0.03356 0.10749 0.03706
3717513754960 371751 3754960 0.04129 0.03392 0.10561 0.0367
3717713754960 371771 3754960 0.04164 0.03431 0.10374 0.03635
3717913754960 371791 3754960 0.04205 0.03473 0.10192 0.03599
3718113754960 371811 3754960 0.04253 0.0352 0.10014 0.03564
3718313754960 371831 3754960 0.04306 0.03571 0.0984 0.0353
3705713754980 370571 3754980 0.04796 0.04298 0.08768 0.03247
3705913754980 370591 3754980 0.04853 0.04324 0.091 0.03278
3706113754980 370611 3754980 0.04911 0.04348 0.09451 0.03311
3706313754980 370631 3754980 0.04972 0.04375 0.0984 0.03355
3706513754980 370651 3754980 0.05031 0.04395 0.10235 0.03393
3706713754980 370671 3754980 0.05091 0.04415 0.10659 0.03486
3706913754980 370691 3754980 0.05148 0.04429 0.11084 0.0357
3707113754980 370711 3754980 0.05198 0.04434 0.1149 0.03593
3707313754980 370731 3754980 0.05241 0.04431 0.11868 0.03574
3707513754980 370751 3754980 0.05264 0.04407 0.12143 0.03491
3707713754980 370771 3754980 0.0531 0.04403 0.12567 0.03528
3707913754980 370791 3754980 0.0534 0.04384 0.1288 0.03535
3708113754980 370811 3754980 0.0536 0.04355 0.1311 0.03532
3708313754980 370831 3754980 0.05376 0.04321 0.13292 0.03526
3708513754980 370851 3754980 0.05377 0.04275 0.13323 0.03498
3708713754980 370871 3754980 0.05287 0.0423 0.13352 0.03484
3708913754980 370891 3754980 0.05291 0.04185 0.13385 0.03482
3709113754980 370911 3754980 0.05399 0.04159 0.1366 0.03552
3709313754980 370931 3754980 0.05409 0.04126 0.13839 0.0361
3709513754980 370951 3754980 0.05391 0.04072 0.1376 0.03617
3709713754980 370971 3754980 0.05402 0.04044 0.13827 0.03978
3709913754980 370991 3754980 0.05423 0.04018 0.1381 0.04033
3710113754980 371011 3754980 0.05384 0.03958 0.13595 0.04087
3710313754980 371031 3754980 0.05333 0.03893 0.1337 0.04095

Unmitigated Construction HRA-Resident (02-20-19).xlsx 95 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3710513754980 371051 3754980 0.05275 0.03828 0.13155 0.041
3710713754980 371071 3754980 0.0521 0.03762 0.12962 0.04105
3710913754980 371091 3754980 0.05139 0.03696 0.12814 0.04108
3711113754980 371111 3754980 0.05063 0.03631 0.12708 0.0411
3711313754980 371131 3754980 0.04982 0.03568 0.12647 0.04111
3711513754980 371151 3754980 0.04899 0.03508 0.12622 0.0411
3711713754980 371171 3754980 0.04814 0.03451 0.12626 0.04109
3711913754980 371191 3754980 0.04727 0.03396 0.1265 0.04107
3712113754980 371211 3754980 0.04642 0.03346 0.12679 0.04103
3712313754980 371231 3754980 0.04557 0.03298 0.12714 0.04098
3712513754980 371251 3754980 0.04473 0.03253 0.12743 0.04092
3712713754980 371271 3754980 0.04392 0.03212 0.1276 0.04084
3712913754980 371291 3754980 0.04315 0.03175 0.1276 0.04075
3713113754980 371311 3754980 0.04243 0.03142 0.12743 0.04065
3713313754980 371331 3754980 0.04174 0.03112 0.12708 0.04052
3713513754980 371351 3754980 0.04111 0.03087 0.12658 0.04039
3713713754980 371371 3754980 0.04054 0.03066 0.12591 0.04023
3713913754980 371391 3754980 0.04001 0.03048 0.12509 0.04007
3714113754980 371411 3754980 0.03954 0.03033 0.12413 0.03988
3714313754980 371431 3754980 0.03913 0.03021 0.12304 0.03969
3714513754980 371451 3754980 0.03875 0.03011 0.12183 0.03948
3714713754980 371471 3754980 0.03844 0.03005 0.12055 0.03926
3714913754980 371491 3754980 0.03818 0.03001 0.11918 0.03903
3715113754980 371511 3754980 0.03797 0.02999 0.11775 0.03878
3715313754980 371531 3754980 0.0378 0.02999 0.11626 0.03853
3715513754980 371551 3754980 0.03768 0.03002 0.11474 0.03827
3715713754980 371571 3754980 0.03759 0.03006 0.11318 0.038
3715913754980 371591 3754980 0.03754 0.03013 0.11159 0.03771
3716113754980 371611 3754980 0.03752 0.03022 0.10999 0.03743
3716313754980 371631 3754980 0.03753 0.03033 0.10837 0.03713
3716513754980 371651 3754980 0.03756 0.03046 0.10674 0.03683
3716713754980 371671 3754980 0.03764 0.03062 0.10512 0.03652
3716913754980 371691 3754980 0.03775 0.03081 0.10351 0.0362
3717113754980 371711 3754980 0.0379 0.03103 0.1019 0.03588
3717313754980 371731 3754980 0.03809 0.03129 0.10032 0.03555
3717513754980 371751 3754980 0.03832 0.03158 0.09876 0.03522
3717713754980 371771 3754980 0.0386 0.03189 0.09719 0.03489
3717913754980 371791 3754980 0.03892 0.03225 0.09565 0.03456
3718113754980 371811 3754980 0.0393 0.03264 0.09415 0.03423
3718313754980 371831 3754980 0.03973 0.03306 0.09265 0.0339
3705713755000 370571 3755000 0.04591 0.041 0.0825 0.03137
3705913755000 370591 3755000 0.0464 0.04119 0.08529 0.03161
3706113755000 370611 3755000 0.04692 0.0414 0.08837 0.03195
3706313755000 370631 3755000 0.04742 0.04156 0.09151 0.03226
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3706513755000 370651 3755000 0.04792 0.04171 0.09479 0.03257
3706713755000 370671 3755000 0.04841 0.04182 0.0981 0.0329
3706913755000 370691 3755000 0.04894 0.04194 0.10178 0.03387
3707113755000 370711 3755000 0.04933 0.04192 0.10482 0.03377
3707313755000 370731 3755000 0.04966 0.04184 0.10769 0.0336
3707513755000 370751 3755000 0.0499 0.04165 0.11003 0.03352
3707713755000 370771 3755000 0.05019 0.0415 0.11269 0.03366
3707913755000 370791 3755000 0.05028 0.04116 0.11375 0.03338
3708113755000 370811 3755000 0.04931 0.0403 0.11401 0.033
3708313755000 370831 3755000 0.04944 0.04001 0.11519 0.03299
3708513755000 370851 3755000 0.04949 0.03964 0.11571 0.0329
3708713755000 370871 3755000 0.04946 0.03921 0.11558 0.03276
3708913755000 370891 3755000 0.0495 0.03883 0.11604 0.03282
3709113755000 370911 3755000 0.05077 0.03915 0.12089 0.03417
3709313755000 370931 3755000 0.05075 0.03877 0.12182 0.03458
3709513755000 370951 3755000 0.05054 0.03825 0.12125 0.03466
3709713755000 370971 3755000 0.05067 0.03805 0.12241 0.03827
3709913755000 370991 3755000 0.05072 0.03772 0.12211 0.03881
3710113755000 371011 3755000 0.05029 0.03714 0.12045 0.0391
3710313755000 371031 3755000 0.04979 0.03654 0.11869 0.03916
3710513755000 371051 3755000 0.04922 0.03593 0.1169 0.0392
3710713755000 371071 3755000 0.04859 0.03532 0.11517 0.03924
3710913755000 371091 3755000 0.04792 0.03472 0.11362 0.03926
3711113755000 371111 3755000 0.0472 0.03413 0.11238 0.03928
3711313755000 371131 3755000 0.04644 0.03355 0.11148 0.03928
3711513755000 371151 3755000 0.04567 0.033 0.11088 0.03928
3711713755000 371171 3755000 0.04488 0.03247 0.11057 0.03926
3711913755000 371191 3755000 0.04409 0.03197 0.1105 0.03924
3712113755000 371211 3755000 0.0433 0.0315 0.1106 0.03921
3712313755000 371231 3755000 0.04252 0.03107 0.11078 0.03916
3712513755000 371251 3755000 0.04177 0.03066 0.11103 0.0391
3712713755000 371271 3755000 0.04103 0.03028 0.11128 0.03903
3712913755000 371291 3755000 0.04033 0.02994 0.11147 0.03894
3713113755000 371311 3755000 0.03967 0.02963 0.11158 0.03885
3713313755000 371331 3755000 0.03904 0.02935 0.11158 0.03873
3713513755000 371351 3755000 0.03847 0.02912 0.11146 0.03861
3713713755000 371371 3755000 0.03794 0.02891 0.11122 0.03846
3713913755000 371391 3755000 0.03746 0.02874 0.11086 0.03831
3714113755000 371411 3755000 0.03703 0.02859 0.11038 0.03814
3714313755000 371431 3755000 0.03664 0.02848 0.10979 0.03796
3714513755000 371451 3755000 0.0363 0.02838 0.1091 0.03777
3714713755000 371471 3755000 0.03601 0.02832 0.1083 0.03756
3714913755000 371491 3755000 0.03576 0.02828 0.10744 0.03735
3715113755000 371511 3755000 0.03556 0.02825 0.10649 0.03712
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3715313755000 371531 3755000 0.0354 0.02825 0.10547 0.03689
3715513755000 371551 3755000 0.03528 0.02826 0.1044 0.03665
3715713755000 371571 3755000 0.03519 0.02829 0.10328 0.0364
3715913755000 371591 3755000 0.03512 0.02834 0.10212 0.03614
3716113755000 371611 3755000 0.03509 0.02841 0.10092 0.03587
3716313755000 371631 3755000 0.0351 0.0285 0.09971 0.0356
3716513755000 371651 3755000 0.03512 0.0286 0.09846 0.03532
3716713755000 371671 3755000 0.03517 0.02873 0.0972 0.03503
3716913755000 371691 3755000 0.03525 0.02888 0.09592 0.03474
3717113755000 371711 3755000 0.03536 0.02906 0.09464 0.03444
3717313755000 371731 3755000 0.03551 0.02926 0.09337 0.03414
3717513755000 371751 3755000 0.03569 0.0295 0.0921 0.03383
3717713755000 371771 3755000 0.03591 0.02976 0.09082 0.03353
3717913755000 371791 3755000 0.03616 0.03005 0.08954 0.03322
3718113755000 371811 3755000 0.03646 0.03038 0.08829 0.03291
3718313755000 371831 3755000 0.03681 0.03073 0.08704 0.0326
3705713755020 370571 3755020 0.04401 0.03918 0.07784 0.03043
3705913755020 370591 3755020 0.04442 0.0393 0.08013 0.03058
3706113755020 370611 3755020 0.0449 0.03948 0.08289 0.03094
3706313755020 370631 3755020 0.0453 0.03957 0.08536 0.03113
3706513755020 370651 3755020 0.04572 0.03965 0.08808 0.0314
3706713755020 370671 3755020 0.04614 0.03972 0.0908 0.03169
3706913755020 370691 3755020 0.04657 0.03978 0.0937 0.0323
3707113755020 370711 3755020 0.04687 0.03971 0.09602 0.03216
3707313755020 370731 3755020 0.04714 0.03959 0.09831 0.03223
3707513755020 370751 3755020 0.04727 0.03934 0.09953 0.03203
3707713755020 370771 3755020 0.0474 0.03908 0.10069 0.03189
3707913755020 370791 3755020 0.04753 0.03882 0.10198 0.03186
3708113755020 370811 3755020 0.04647 0.03793 0.10129 0.03133
3708313755020 370831 3755020 0.0465 0.0376 0.10168 0.03125
3708513755020 370851 3755020 0.0465 0.03724 0.10187 0.03117
3708713755020 370871 3755020 0.04655 0.0369 0.10235 0.03123
3708913755020 370891 3755020 0.04655 0.03653 0.10268 0.03128
3709113755020 370911 3755020 0.04775 0.03686 0.10761 0.03275
3709313755020 370931 3755020 0.04772 0.03652 0.10858 0.03325
3709513755020 370951 3755020 0.04747 0.03603 0.10809 0.0333
3709713755020 370971 3755020 0.04758 0.03585 0.1095 0.03672
3709913755020 370991 3755020 0.04751 0.03548 0.10909 0.03725
3710113755020 371011 3755020 0.04707 0.03493 0.10778 0.03744
3710313755020 371031 3755020 0.04657 0.03436 0.10638 0.03748
3710513755020 371051 3755020 0.04602 0.0338 0.1049 0.03752
3710713755020 371071 3755020 0.04541 0.03323 0.10342 0.03755
3710913755020 371091 3755020 0.04477 0.03267 0.10205 0.03757
3711113755020 371111 3755020 0.04409 0.03213 0.10077 0.03758
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3711313755020 371131 3755020 0.04339 0.03161 0.09971 0.03758
3711513755020 371151 3755020 0.04267 0.0311 0.09889 0.03758
3711713755020 371171 3755020 0.04195 0.03062 0.09832 0.03756
3711913755020 371191 3755020 0.04121 0.03016 0.09799 0.03754
3712113755020 371211 3755020 0.04049 0.02973 0.09783 0.03751
3712313755020 371231 3755020 0.03978 0.02932 0.09783 0.03746
3712513755020 371251 3755020 0.03909 0.02895 0.09793 0.03741
3712713755020 371271 3755020 0.03842 0.0286 0.0981 0.03734
3712913755020 371291 3755020 0.03778 0.02828 0.09828 0.03726
3713113755020 371311 3755020 0.03718 0.02799 0.09845 0.03717
3713313755020 371331 3755020 0.03661 0.02774 0.09857 0.03706
3713513755020 371351 3755020 0.03608 0.02751 0.09865 0.03695
3713713755020 371371 3755020 0.03559 0.02731 0.09865 0.03682
3713913755020 371391 3755020 0.03515 0.02715 0.09856 0.03667
3714113755020 371411 3755020 0.03475 0.02701 0.09839 0.03651
3714313755020 371431 3755020 0.03439 0.0269 0.09813 0.03635
3714513755020 371451 3755020 0.03408 0.02681 0.09778 0.03617
3714713755020 371471 3755020 0.03381 0.02674 0.09735 0.03598
3714913755020 371491 3755020 0.03358 0.0267 0.09684 0.03578
3715113755020 371511 3755020 0.03338 0.02667 0.09626 0.03557
3715313755020 371531 3755020 0.03323 0.02666 0.09561 0.03536
3715513755020 371551 3755020 0.0331 0.02667 0.0949 0.03513
3715713755020 371571 3755020 0.03301 0.02669 0.09413 0.0349
3715913755020 371591 3755020 0.03295 0.02672 0.09332 0.03466
3716113755020 371611 3755020 0.03291 0.02678 0.09246 0.03442
3716313755020 371631 3755020 0.0329 0.02684 0.09157 0.03417
3716513755020 371651 3755020 0.03291 0.02693 0.09064 0.03391
3716713755020 371671 3755020 0.03294 0.02703 0.08969 0.03365
3716913755020 371691 3755020 0.033 0.02715 0.08871 0.03338
3717113755020 371711 3755020 0.03309 0.02729 0.08772 0.0331
3717313755020 371731 3755020 0.0332 0.02746 0.08672 0.03282
3717513755020 371751 3755020 0.03335 0.02766 0.08571 0.03253
3717713755020 371771 3755020 0.03351 0.02787 0.08467 0.03225
3717913755020 371791 3755020 0.03371 0.02811 0.08362 0.03196
3718113755020 371811 3755020 0.03395 0.02838 0.08261 0.03167
3718313755020 371831 3755020 0.03423 0.02867 0.08158 0.03138
3705713755040 370571 3755040 0.04222 0.03747 0.07353 0.02974
3705913755040 370591 3755040 0.04255 0.03753 0.07536 0.02962
3706113755040 370611 3755040 0.04297 0.03767 0.07771 0.02996
3706313755040 370631 3755040 0.04332 0.03771 0.07984 0.03013
3706513755040 370651 3755040 0.04368 0.03776 0.08206 0.03037
3706713755040 370671 3755040 0.044 0.03775 0.08416 0.03053
3706913755040 370691 3755040 0.04436 0.03777 0.0865 0.03092
3707113755040 370711 3755040 0.04459 0.03766 0.08831 0.03091
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707313755040 370731 3755040 0.0448 0.03752 0.09001 0.03098
3707513755040 370751 3755040 0.04488 0.03726 0.09083 0.03077
3707713755040 370771 3755040 0.04406 0.03694 0.09105 0.03046
3707913755040 370791 3755040 0.0441 0.03626 0.09168 0.03036
3708113755040 370811 3755040 0.04399 0.03586 0.09134 0.03003
3708313755040 370831 3755040 0.04396 0.03552 0.09136 0.02991
3708513755040 370851 3755040 0.04384 0.0351 0.0904 0.02971
3708713755040 370871 3755040 0.0439 0.0348 0.09144 0.02983
3708913755040 370891 3755040 0.04394 0.0345 0.09234 0.03002
3709113755040 370911 3755040 0.04498 0.03477 0.09677 0.03144
3709313755040 370931 3755040 0.04494 0.03447 0.09773 0.0323
3709513755040 370951 3755040 0.04467 0.034 0.0973 0.03245
3709713755040 370971 3755040 0.04472 0.03382 0.09865 0.03525
3709913755040 370991 3755040 0.04458 0.03343 0.09829 0.03582
3710113755040 371011 3755040 0.04414 0.03291 0.09726 0.03588
3710313755040 371031 3755040 0.04365 0.03239 0.09611 0.03592
3710513755040 371051 3755040 0.04311 0.03186 0.0949 0.03596
3710713755040 371071 3755040 0.04253 0.03133 0.09367 0.03598
3710913755040 371091 3755040 0.04192 0.03082 0.09243 0.03599
3711113755040 371111 3755040 0.04128 0.03032 0.09126 0.036
3711313755040 371131 3755040 0.04063 0.02983 0.09018 0.036
3711513755040 371151 3755040 0.03996 0.02937 0.08927 0.03599
3711713755040 371171 3755040 0.03929 0.02893 0.08856 0.03598
3711913755040 371191 3755040 0.03861 0.0285 0.08803 0.03596
3712113755040 371211 3755040 0.03794 0.0281 0.08771 0.03593
3712313755040 371231 3755040 0.03729 0.02773 0.0875 0.03588
3712513755040 371251 3755040 0.03666 0.02738 0.08743 0.03583
3712713755040 371271 3755040 0.03605 0.02706 0.08744 0.03577
3712913755040 371291 3755040 0.03547 0.02676 0.08752 0.03569
3713113755040 371311 3755040 0.03492 0.0265 0.08764 0.03561
3713313755040 371331 3755040 0.0344 0.02625 0.08778 0.03551
3713513755040 371351 3755040 0.03391 0.02604 0.08791 0.0354
3713713755040 371371 3755040 0.03346 0.02585 0.088 0.03528
3713913755040 371391 3755040 0.03305 0.02569 0.08804 0.03515
3714113755040 371411 3755040 0.03268 0.02556 0.08804 0.035
3714313755040 371431 3755040 0.03235 0.02545 0.08797 0.03485
3714513755040 371451 3755040 0.03206 0.02536 0.08784 0.03468
3714713755040 371471 3755040 0.0318 0.0253 0.08765 0.0345
3714913755040 371491 3755040 0.03159 0.02525 0.08739 0.03432
3715113755040 371511 3755040 0.0314 0.02522 0.08707 0.03413
3715313755040 371531 3755040 0.03125 0.02521 0.08669 0.03393
3715513755040 371551 3755040 0.03113 0.02521 0.08625 0.03372
3715713755040 371571 3755040 0.03104 0.02522 0.08576 0.03351
3715913755040 371591 3755040 0.03097 0.02525 0.08522 0.03329
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3716113755040 371611 3755040 0.03093 0.02529 0.08463 0.03306
3716313755040 371631 3755040 0.03091 0.02534 0.084 0.03283
3716513755040 371651 3755040 0.03091 0.02541 0.08334 0.03259
3716713755040 371671 3755040 0.03093 0.02549 0.08264 0.03235
3716913755040 371691 3755040 0.03098 0.02559 0.08192 0.0321
3717113755040 371711 3755040 0.03104 0.02571 0.08117 0.03184
3717313755040 371731 3755040 0.03113 0.02584 0.08041 0.03158
3717513755040 371751 3755040 0.03124 0.026 0.07962 0.03131
3717713755040 371771 3755040 0.03138 0.02618 0.07882 0.03105
3717913755040 371791 3755040 0.03154 0.02638 0.078 0.03078
3718113755040 371811 3755040 0.03173 0.0266 0.07718 0.0305
3718313755040 371831 3755040 0.03195 0.02685 0.07633 0.03023
3707453754274 370745 3754274 0.23306 0.35022 0.58485 0.18392
3707553754274 370755 3754274 0.24095 0.36474 0.62754 0.19043
3707653754274 370765 3754274 0.24906 0.37985 0.67546 0.19727
3707753754274 370775 3754274 0.25727 0.39535 0.72931 0.20447
3707853754274 370785 3754274 0.26546 0.41104 0.78874 0.212
3707953754274 370795 3754274 0.27469 0.42883 0.85765 0.21999
3708053754274 370805 3754274 0.28452 0.448 0.93717 0.22843
3708153754274 370815 3754274 0.29511 0.46888 1.03038 0.23739
3708253754274 370825 3754274 0.30656 0.49169 1.14108 0.24691
3708353754274 370835 3754274 0.31876 0.51631 1.2734 0.25699
3707453754284 370745 3754284 0.23509 0.34899 0.58776 0.18101
3707553754284 370755 3754284 0.24305 0.36334 0.63064 0.18731
3707653754284 370765 3754284 0.25139 0.37852 0.67875 0.19392
3707753754284 370775 3754284 0.25958 0.39361 0.73258 0.20087
3707853754284 370785 3754284 0.26778 0.40895 0.79158 0.2081
3707953754284 370795 3754284 0.27735 0.42692 0.86127 0.21582
3708053754284 370805 3754284 0.28758 0.44631 0.94196 0.22398
3708153754284 370815 3754284 0.29841 0.46708 1.03585 0.23259
3708253754284 370825 3754284 0.30987 0.48934 1.14622 0.24168
3708353754284 370835 3754284 0.32187 0.51294 1.27648 0.25127
3707453754294 370745 3754294 0.2369 0.34724 0.59013 0.17799
3707553754294 370755 3754294 0.24503 0.36153 0.63316 0.18406
3707653754294 370765 3754294 0.25353 0.37664 0.68138 0.19044
3707753754294 370775 3754294 0.26196 0.39178 0.73566 0.19715
3707853754294 370785 3754294 0.26998 0.40645 0.79416 0.2041
3707953754294 370795 3754294 0.27971 0.42423 0.86405 0.21152
3708053754294 370805 3754294 0.29003 0.44329 0.94471 0.21935
3708153754294 370815 3754294 0.30099 0.46373 1.03864 0.2276
3708253754294 370825 3754294 0.31261 0.48566 1.14911 0.2363
3708353754294 370835 3754294 0.3247 0.50874 1.27884 0.24545
3707453754304 370745 3754304 0.23842 0.34487 0.59196 0.17486
3707553754304 370755 3754304 0.24665 0.359 0.63513 0.18072
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707653754304 370765 3754304 0.25519 0.37379 0.68345 0.18687
3707753754304 370775 3754304 0.26372 0.38873 0.73764 0.19332
3707853754304 370785 3754304 0.27193 0.40333 0.7962 0.20001
3707953754304 370795 3754304 0.28151 0.42041 0.86516 0.2071
3708053754304 370805 3754304 0.29168 0.43871 0.94454 0.21456
3708153754304 370815 3754304 0.30278 0.45882 1.03827 0.22246
3708253754304 370825 3754304 0.31446 0.48021 1.14792 0.23077
3708353754304 370835 3754304 0.32661 0.50274 1.27632 0.23948
3707453754314 370745 3754314 0.23969 0.34197 0.5933 0.17165
3707553754314 370755 3754314 0.2474 0.35493 0.63578 0.17727
3707653754314 370765 3754314 0.25544 0.36854 0.68284 0.18315
3707753754314 370775 3754314 0.26401 0.38317 0.73588 0.18931
3707853754314 370785 3754314 0.27302 0.39867 0.79571 0.19577
3707953754314 370795 3754314 0.28238 0.41496 0.86311 0.20251
3708053754314 370805 3754314 0.29251 0.43268 0.94125 0.20963
3708153754314 370815 3754314 0.30358 0.45215 1.03348 0.21716
3708253754314 370825 3754314 0.3154 0.47313 1.14219 0.22509
3708353754314 370835 3754314 0.32801 0.49572 1.27183 0.23345
3707453754324 370745 3754324 0.24071 0.3386 0.59422 0.16838
3707553754324 370755 3754324 0.24876 0.35176 0.63718 0.17381
3707653754324 370765 3754324 0.25678 0.36501 0.68428 0.17946
3707753754324 370775 3754324 0.26521 0.37903 0.73674 0.18536
3707853754324 370785 3754324 0.27417 0.39404 0.79607 0.19154
3707953754324 370795 3754324 0.28366 0.41006 0.86354 0.19801
3708053754324 370805 3754324 0.29398 0.42759 0.94218 0.20483
3708153754324 370815 3754324 0.30508 0.44655 1.03418 0.21202
3708253754324 370825 3754324 0.3169 0.4669 1.14229 0.21957
3708353754324 370835 3754324 0.32932 0.48849 1.26946 0.22748
3707453754334 370745 3754334 0.2414 0.33468 0.59469 0.16506
3707553754334 370755 3754334 0.2496 0.34774 0.63779 0.17028
3707653754334 370765 3754334 0.25775 0.36084 0.68514 0.17573
3707753754334 370775 3754334 0.26621 0.37453 0.73761 0.18139
3707853754334 370785 3754334 0.27509 0.389 0.79644 0.1873
3707953754334 370795 3754334 0.28445 0.40438 0.86306 0.19347
3708053754334 370805 3754334 0.29475 0.42135 0.94112 0.19998
3708153754334 370815 3754334 0.3059 0.43982 1.03283 0.20684
3708253754334 370825 3754334 0.31765 0.45945 1.13981 0.21401
3708353754334 370835 3754334 0.33035 0.48078 1.26837 0.22157
3707453754344 370745 3754344 0.24177 0.33027 0.59475 0.16172
3707553754344 370755 3754344 0.24996 0.34298 0.63777 0.16673
3707653754344 370765 3754344 0.25814 0.35576 0.68497 0.17195
3707753754344 370775 3754344 0.26659 0.36907 0.73722 0.17738
3707853754344 370785 3754344 0.27546 0.38314 0.79579 0.18304
3707953754344 370795 3754344 0.28427 0.39726 0.85948 0.18884
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708053754344 370805 3754344 0.29409 0.41305 0.93423 0.19497
3708153754344 370815 3754344 0.30495 0.43052 1.02286 0.20145
3708253754344 370825 3754344 0.31712 0.45015 1.13104 0.20836
3708353754344 370835 3754344 0.33009 0.47118 1.26019 0.21558
3707453754354 370745 3754354 0.24185 0.32547 0.59451 0.15836
3707553754354 370755 3754354 0.24986 0.33758 0.6371 0.16317
3707653754354 370765 3754354 0.25796 0.34989 0.68382 0.16816
3707753754354 370775 3754354 0.26637 0.36277 0.7356 0.17335
3707853754354 370785 3754354 0.2753 0.37652 0.79411 0.17876
3707953754354 370795 3754354 0.28402 0.39011 0.85697 0.18429
3708053754354 370805 3754354 0.2934 0.40481 0.92885 0.19005
3708153754354 370815 3754354 0.30439 0.42193 1.01754 0.19625
3708253754354 370825 3754354 0.31623 0.44045 1.12249 0.20277
3708353754354 370835 3754354 0.32957 0.46131 1.25371 0.20971
3707453754364 370745 3754364 0.24163 0.32028 0.59398 0.155
3707553754364 370755 3754364 0.24937 0.33169 0.63591 0.1596
3707653754364 370765 3754364 0.25735 0.34351 0.68204 0.16438
3707753754364 370775 3754364 0.26579 0.35607 0.73368 0.16934
3707853754364 370785 3754364 0.27472 0.36941 0.79202 0.17451
3707953754364 370795 3754364 0.28384 0.38315 0.85662 0.17985
3708053754364 370805 3754364 0.29372 0.39806 0.93142 0.18545
3708153754364 370815 3754364 0.30473 0.41468 1.02101 0.19136
3708253754364 370825 3754364 0.31706 0.43328 1.1309 0.19763
3708353754364 370835 3754364 0.32942 0.45212 1.25565 0.20406
3707453754374 370745 3754374 0.2411 0.31472 0.5932 0.15165
3707553754374 370755 3754374 0.24882 0.3258 0.6351 0.15607
3707653754374 370765 3754374 0.25689 0.33742 0.6816 0.16065
3707753754374 370775 3754374 0.26489 0.34903 0.7317 0.16537
3707853754374 370785 3754374 0.27367 0.36179 0.78934 0.1703
3707953754374 370795 3754374 0.2831 0.37552 0.85541 0.17544
3708053754374 370805 3754374 0.29307 0.3901 0.93101 0.18079
3708153754374 370815 3754374 0.30404 0.40613 1.0209 0.18642
3708253754374 370825 3754374 0.31593 0.42355 1.12836 0.19232
3708353754374 370835 3754374 0.32807 0.44145 1.25166 0.1984
3707453754384 370745 3754384 0.24023 0.30881 0.59212 0.14832
3707553754384 370755 3754384 0.24794 0.31958 0.63408 0.15255
3707653754384 370765 3754384 0.25587 0.3307 0.6803 0.15694
3707753754384 370775 3754384 0.26383 0.34191 0.73033 0.16146
3707853754384 370785 3754384 0.27257 0.35424 0.78801 0.16617
3707953754384 370795 3754384 0.28183 0.36735 0.85357 0.17106
3708053754384 370805 3754384 0.29151 0.38108 0.92774 0.17614
3708153754384 370815 3754384 0.30218 0.39623 1.01607 0.18147
3708253754384 370825 3754384 0.31378 0.41269 1.12162 0.18704
3708353754384 370835 3754384 0.32599 0.43007 1.24604 0.19283
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707453754394 370745 3754394 0.23901 0.30258 0.59078 0.14501
3707553754394 370755 3754394 0.24671 0.31303 0.63278 0.14906
3707653754394 370765 3754394 0.25445 0.32359 0.67865 0.15326
3707753754394 370775 3754394 0.26264 0.33478 0.72989 0.1576
3707853754394 370785 3754394 0.27112 0.34641 0.78681 0.1621
3707953754394 370795 3754394 0.28016 0.35882 0.85168 0.16675
3708053754394 370805 3754394 0.28962 0.37186 0.92514 0.17157
3708153754394 370815 3754394 0.30012 0.38629 1.01299 0.17663
3708253754394 370825 3754394 0.31156 0.402 1.11834 0.18192
3708353754394 370835 3754394 0.32346 0.4184 1.24128 0.18738
3707453754404 370745 3754404 0.23745 0.29603 0.58916 0.14174
3707553754404 370755 3754404 0.24499 0.30601 0.63092 0.14561
3707653754404 370765 3754404 0.25274 0.31628 0.67702 0.14963
3707753754404 370775 3754404 0.26083 0.32703 0.72829 0.15378
3707853754404 370785 3754404 0.26927 0.33825 0.78551 0.15808
3707953754404 370795 3754404 0.27829 0.35027 0.85102 0.16253
3708053754404 370805 3754404 0.28786 0.36302 0.92622 0.16715
3708153754404 370815 3754404 0.29807 0.37663 1.01367 0.17194
3708253754404 370825 3754404 0.30892 0.3911 1.11613 0.17691
3708353754404 370835 3754404 0.32035 0.40637 1.23651 0.18205
3707453754414 370745 3754414 0.23565 0.28935 0.5874 0.13843
3707553754414 370755 3754414 0.24297 0.29877 0.6289 0.14221
3707653754414 370765 3754414 0.25058 0.3086 0.67487 0.14604
3707753754414 370775 3754414 0.25852 0.31885 0.72595 0.15001
3707853754414 370785 3754414 0.26684 0.32962 0.78325 0.15411
3707953754414 370795 3754414 0.2757 0.34106 0.84861 0.15835
3708053754414 370805 3754414 0.28508 0.35319 0.92365 0.16274
3708153754414 370815 3754414 0.29503 0.36606 1.01062 0.16728
3708253754414 370825 3754414 0.30547 0.37955 1.11119 0.17197
3708353754414 370835 3754414 0.31655 0.39388 1.22994 0.17683
3707453754424 370745 3754424 0.23349 0.28241 0.58534 0.13509
3707553754424 370755 3754424 0.24085 0.29163 0.62703 0.13861
3707653754424 370765 3754424 0.2485 0.30123 0.67359 0.14235
3707753754424 370775 3754424 0.25602 0.31069 0.72422 0.1463
3707853754424 370785 3754424 0.26436 0.32115 0.78247 0.15021
3707953754424 370795 3754424 0.27319 0.33221 0.84904 0.15426
3708053754424 370805 3754424 0.28238 0.34373 0.92463 0.15843
3708153754424 370815 3754424 0.29193 0.3557 1.01068 0.16274
3708253754424 370825 3754424 0.30203 0.36835 1.11091 0.16718
3708353754424 370835 3754424 0.31295 0.382 1.23168 0.17178
3707453754434 370745 3754434 0.23096 0.27523 0.58299 0.13179
3707553754434 370755 3754434 0.23803 0.28386 0.62436 0.13534
3707653754434 370765 3754434 0.24538 0.29283 0.67037 0.13901
3707753754434 370775 3754434 0.25269 0.30178 0.72026 0.14266
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707853754434 370785 3754434 0.26099 0.3119 0.77902 0.14638
3707953754434 370795 3754434 0.26982 0.32263 0.84662 0.15022
3708053754434 370805 3754434 0.27891 0.33367 0.92313 0.15418
3708153754434 370815 3754434 0.28821 0.34497 1.00953 0.15828
3708253754434 370825 3754434 0.29805 0.35691 1.11032 0.16249
3708353754434 370835 3754434 0.30868 0.36975 1.23191 0.16683
3707453754444 370745 3754444 0.22814 0.2679 0.58041 0.12853
3707553754444 370755 3754444 0.23484 0.27589 0.62133 0.13221
3707653754444 370765 3754444 0.2418 0.28418 0.66634 0.13566
3707753754444 370775 3754444 0.2491 0.29286 0.71636 0.1391
3707853754444 370785 3754444 0.2572 0.30246 0.77497 0.14263
3707953754444 370795 3754444 0.26586 0.31267 0.84273 0.14627
3708053754444 370805 3754444 0.27478 0.32319 0.91973 0.15003
3708153754444 370815 3754444 0.28385 0.33388 1.00653 0.1539
3708253754444 370825 3754444 0.29347 0.34518 1.10825 0.15789
3708353754444 370835 3754444 0.30372 0.35717 1.22966 0.16198
3707453754454 370745 3754454 0.22508 0.26052 0.5776 0.12525
3707553754454 370755 3754454 0.23176 0.26827 0.6187 0.12852
3707653754454 370765 3754454 0.23871 0.27632 0.66445 0.13197
3707753754454 370775 3754454 0.24587 0.28461 0.71527 0.13555
3707853754454 370785 3754454 0.2534 0.2933 0.7724 0.13896
3707953754454 370795 3754454 0.26167 0.3028 0.83942 0.14241
3708053754454 370805 3754454 0.27024 0.31261 0.91585 0.14597
3708153754454 370815 3754454 0.27911 0.32274 1.00336 0.14963
3708253754454 370825 3754454 0.28848 0.3334 1.10613 0.15339
3708353754454 370835 3754454 0.29831 0.34453 1.22727 0.15725
3707453754464 370745 3754464 0.22174 0.25305 0.57451 0.12202
3707553754464 370755 3754464 0.22832 0.26049 0.61541 0.12486
3707653754464 370765 3754464 0.23518 0.26821 0.66127 0.12787
3707753754464 370775 3754464 0.24225 0.27618 0.71288 0.13123
3707853754464 370785 3754464 0.24961 0.28444 0.77092 0.13478
3707953754464 370795 3754464 0.25746 0.29321 0.83741 0.13811
3708053754464 370805 3754464 0.26557 0.30224 0.91319 0.14174
3708153754464 370815 3754464 0.27418 0.31178 1.00155 0.14528
3708253754464 370825 3754464 0.28328 0.3218 1.10572 0.14884
3708353754464 370835 3754464 0.29277 0.33221 1.22861 0.15254
3707453754474 370745 3754474 0.21812 0.24551 0.57121 0.11894
3707553754474 370755 3754474 0.22446 0.25252 0.61184 0.12161
3707653754474 370765 3754474 0.23108 0.25979 0.65745 0.12443
3707753754474 370775 3754474 0.23799 0.26733 0.70895 0.12747
3707853754474 370785 3754474 0.24519 0.2752 0.76726 0.13057
3707953754474 370795 3754474 0.25273 0.28338 0.83375 0.13378
3708053754474 370805 3754474 0.26054 0.29185 0.90985 0.13726
3708153754474 370815 3754474 0.26882 0.30075 0.99852 0.1406
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Continental Grand Campus Specific Plan Construction HRA

455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708253754474 370825 3754474 0.27752 0.31004 1.10281 0.14398
3708353754474 370835 3754474 0.28659 0.31968 1.22592 0.14758
3707453754484 370745 3754484 0.21423 0.23795 0.56779 0.11603
3707553754484 370755 3754484 0.22032 0.24453 0.60815 0.11854
3707653754484 370765 3754484 0.22669 0.25135 0.65352 0.12123
3707753754484 370775 3754484 0.23334 0.25842 0.70477 0.1241
3707853754484 370785 3754484 0.24029 0.26578 0.7628 0.12701
3707953754484 370795 3754484 0.24754 0.27344 0.82906 0.12999
3708053754484 370805 3754484 0.25508 0.28137 0.9052 0.13316
3708153754484 370815 3754484 0.263 0.28964 0.99372 0.13631
3708253754484 370825 3754484 0.27129 0.29825 1.0977 0.13952
3708353754484 370835 3754484 0.27996 0.30717 1.22089 0.14288
3707453754494 370745 3754494 0.21015 0.2304 0.56428 0.11329
3707553754494 370755 3754494 0.21601 0.23658 0.60442 0.11567
3707653754494 370765 3754494 0.22211 0.24297 0.64946 0.11817
3707753754494 370775 3754494 0.22849 0.24959 0.70041 0.12088
3707853754494 370785 3754494 0.23514 0.25645 0.75812 0.12361
3707953754494 370795 3754494 0.24209 0.26358 0.82406 0.12642
3708053754494 370805 3754494 0.24931 0.27096 0.89993 0.12938
3708153754494 370815 3754494 0.25687 0.27864 0.98818 0.13231
3708253754494 370825 3754494 0.26479 0.28661 1.09192 0.1353
3708353754494 370835 3754494 0.27308 0.29488 1.21554 0.13832
3707453754504 370745 3754504 0.20592 0.22292 0.5606 0.11068
3707553754504 370755 3754504 0.21153 0.22869 0.60059 0.11302
3707653754504 370765 3754504 0.21738 0.23465 0.64542 0.11545
3707753754504 370775 3754504 0.22345 0.24082 0.69594 0.11801
3707853754504 370785 3754504 0.2298 0.24722 0.75325 0.12056
3707953754504 370795 3754504 0.23642 0.25385 0.81876 0.12316
3708053754504 370805 3754504 0.24335 0.26074 0.89436 0.12575
3708153754504 370815 3754504 0.25056 0.26785 0.9823 0.12846
3708253754504 370825 3754504 0.25809 0.27521 1.08581 0.13121
3708353754504 370835 3754504 0.26595 0.28282 1.20919 0.13402
3707453754514 370745 3754514 0.20155 0.21555 0.55666 0.10811
3707553754514 370755 3754514 0.2069 0.22092 0.5964 0.11039
3707653754514 370765 3754514 0.21246 0.22647 0.6409 0.11278
3707753754514 370775 3754514 0.21826 0.23222 0.69105 0.11517
3707853754514 370785 3754514 0.22432 0.23818 0.74803 0.11753
3707953754514 370795 3754514 0.23065 0.24435 0.81324 0.11989
3708053754514 370805 3754514 0.23722 0.25074 0.88857 0.12221
3708153754514 370815 3754514 0.24407 0.2573 0.97612 0.12474
3708253754514 370825 3754514 0.2512 0.26408 1.07922 0.12731
3708353754514 370835 3754514 0.25864 0.27107 1.20227 0.12989
3707453754524 370745 3754524 0.19705 0.20829 0.55246 0.10562
3707553754524 370755 3754524 0.20217 0.21332 0.59193 0.10776
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707653754524 370765 3754524 0.20749 0.2185 0.63617 0.10995
3707753754524 370775 3754524 0.21298 0.22383 0.6859 0.11232
3707853754524 370785 3754524 0.21877 0.22938 0.74266 0.11445
3707953754524 370795 3754524 0.22475 0.23507 0.80736 0.11678
3708053754524 370805 3754524 0.231 0.24098 0.88246 0.11886
3708153754524 370815 3754524 0.23747 0.24703 0.96961 0.1212
3708253754524 370825 3754524 0.24421 0.25326 1.07235 0.12354
3708353754524 370835 3754524 0.25116 0.25966 1.19492 0.12589
3707453754534 370745 3754534 0.19247 0.20118 0.54799 0.10319
3707553754534 370755 3754534 0.19731 0.20584 0.58705 0.10536
3707653754534 370765 3754534 0.20234 0.21063 0.63079 0.10753
3707753754534 370775 3754534 0.20753 0.21556 0.67982 0.10983
3707853754534 370785 3754534 0.21305 0.22072 0.73633 0.11181
3707953754534 370795 3754534 0.21872 0.22599 0.80053 0.11398
3708053754534 370805 3754534 0.22471 0.2315 0.87621 0.11547
3708153754534 370815 3754534 0.23068 0.23706 0.96273 0.11763
3708253754534 370825 3754534 0.23679 0.24276 1.06475 0.11978
3708353754534 370835 3754534 0.24327 0.2486 1.18684 0.12201
3707453754544 370745 3754544 0.18785 0.19424 0.54329 0.10076
3707553754544 370755 3754544 0.19247 0.19859 0.58214 0.10275
3707653754544 370765 3754544 0.19722 0.20304 0.62547 0.10488
3707753754544 370775 3754544 0.20218 0.20762 0.67438 0.10697
3707853754544 370785 3754544 0.20737 0.21237 0.73021 0.10896
3707953754544 370795 3754544 0.21277 0.21726 0.79447 0.11085
3708053754544 370805 3754544 0.21789 0.2222 0.86909 0.11208
3708153754544 370815 3754544 0.22353 0.22715 0.95526 0.11413
3708253754544 370825 3754544 0.22939 0.23224 1.05689 0.11621
3708353754544 370835 3754544 0.23558 0.2376 1.17837 0.11836
3707453754554 370745 3754554 0.18317 0.18747 0.53832 0.09841
3707553754554 370755 3754554 0.18761 0.19154 0.57706 0.10012
3707653754554 370765 3754554 0.19218 0.19571 0.62045 0.10193
3707753754554 370775 3754554 0.19688 0.19996 0.66928 0.10388
3707853754554 370785 3754554 0.20179 0.20435 0.72501 0.10568
3707953754554 370795 3754554 0.20685 0.20883 0.7887 0.10758
3708053754554 370805 3754554 0.21168 0.21341 0.86221 0.10911
3708153754554 370815 3754554 0.21693 0.21791 0.94803 0.11101
3708253754554 370825 3754554 0.22246 0.22259 1.04896 0.11297
3708353754554 370835 3754554 0.2281 0.22724 1.16976 0.1149
3707453754564 370745 3754564 0.17851 0.18089 0.53318 0.09603
3707553754564 370755 3754564 0.1827 0.18467 0.57161 0.09766
3707653754564 370765 3754564 0.18704 0.18853 0.61476 0.0993
3707753754564 370775 3754564 0.19149 0.19248 0.66343 0.10102
3707853754564 370785 3754564 0.1961 0.19652 0.71877 0.10274
3707953754564 370795 3754564 0.20079 0.20063 0.78205 0.10448
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708053754564 370805 3754564 0.20552 0.20484 0.85503 0.10623
3708153754564 370815 3754564 0.2104 0.20905 0.94025 0.10799
3708253754564 370825 3754564 0.21545 0.21313 1.04064 0.10977
3708353754564 370835 3754564 0.22062 0.21722 1.16067 0.11153
3707453754574 370745 3754574 0.17387 0.17453 0.52795 0.09347
3707553754574 370755 3754574 0.17782 0.17802 0.56603 0.09505
3707653754574 370765 3754574 0.18185 0.18158 0.6087 0.09661
3707753754574 370775 3754574 0.18592 0.18522 0.65691 0.09823
3707853754574 370785 3754574 0.19019 0.18893 0.71175 0.09991
3707953754574 370795 3754574 0.19447 0.19263 0.77457 0.10154
3708053754574 370805 3754574 0.19881 0.19612 0.84692 0.10314
3708153754574 370815 3754574 0.2034 0.1998 0.93163 0.1048
3708253754574 370825 3754574 0.20814 0.20355 1.03141 0.10648
3708353754574 370835 3754574 0.21305 0.20736 1.15064 0.10817
3708453754574 370845 3754574 0.21827 0.21143 1.29556 0.10993
3708553754574 370855 3754574 0.22348 0.21529 1.47406 0.11161
3708653754574 370865 3754574 0.22885 0.21918 1.69906 0.11329
3708753754574 370875 3754574 0.2344 0.22311 1.99049 0.11496
3708853754574 370885 3754574 0.24009 0.22699 2.37996 0.11636
3708953754574 370895 3754574 0.24593 0.23083 2.92272 0.11747
3709053754574 370905 3754574 0.25198 0.23469 3.71866 0.11856
3709153754574 370915 3754574 0.25837 0.2387 4.96153 0.11995
3707453754584 370745 3754584 0.16876 0.16816 0.52163 0.09086
3707553754584 370755 3754584 0.1724 0.17128 0.55926 0.09238
3707653754584 370765 3754584 0.17597 0.17423 0.60116 0.09383
3707753754584 370775 3754584 0.17986 0.17751 0.64908 0.0954
3707853754584 370785 3754584 0.18404 0.18106 0.70391 0.09707
3707953754584 370795 3754584 0.188 0.18422 0.76605 0.09857
3708053754584 370805 3754584 0.19193 0.18724 0.83702 0.10002
3708153754584 370815 3754584 0.19622 0.19059 0.92094 0.10158
3708253754584 370825 3754584 0.20066 0.19402 1.02001 0.10296
3708353754584 370835 3754584 0.20524 0.19749 1.13837 0.10416
3708453754584 370845 3754584 0.21047 0.20161 1.28407 0.10656
3708553754584 370855 3754584 0.21531 0.20508 1.46156 0.10813
3708653754584 370865 3754584 0.2203 0.20858 1.68535 0.10946
3708753754584 370875 3754584 0.22551 0.21217 1.97512 0.11081
3708853754584 370885 3754584 0.23071 0.21556 2.36155 0.11161
3708953754584 370895 3754584 0.2359 0.21872 2.89629 0.11172
3709053754584 370905 3754584 0.24163 0.22231 3.68465 0.11319
3709153754584 370915 3754584 0.24763 0.22595 4.91547 0.1149
3707453754594 370745 3754594 0.16351 0.16135 0.51396 0.08839
3707553754594 370755 3754594 0.16707 0.1644 0.5517 0.0899
3707653754594 370765 3754594 0.17057 0.1673 0.59335 0.09134
3707753754594 370775 3754594 0.1743 0.17041 0.64116 0.09286
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707853754594 370785 3754594 0.17798 0.17336 0.69484 0.09431
3707953754594 370795 3754594 0.1817 0.17627 0.75623 0.09556
3708053754594 370805 3754594 0.18542 0.17907 0.82678 0.09599
3708153754594 370815 3754594 0.18937 0.18207 0.90968 0.09695
3708253754594 370825 3754594 0.19359 0.18526 1.00838 0.09825
3708353754594 370835 3754594 0.19788 0.18843 1.12604 0.09952
3708453754594 370845 3754594 0.20291 0.19235 1.27206 0.10313
3708553754594 370855 3754594 0.20746 0.19553 1.44853 0.10419
3708653754594 370865 3754594 0.21207 0.19864 1.67088 0.10519
3708753754594 370875 3754594 0.21699 0.20195 1.95912 0.10668
3708853754594 370885 3754594 0.22186 0.20502 2.34288 0.10744
3708953754594 370895 3754594 0.22644 0.20758 2.86904 0.10697
3709053754594 370905 3754594 0.2319 0.21095 3.65351 0.10888
3709153754594 370915 3754594 0.23753 0.21427 4.87343 0.11106
3707453754604 370745 3754604 0.15853 0.15504 0.50632 0.08545
3707553754604 370755 3754604 0.16172 0.15768 0.54292 0.08645
3707653754604 370765 3754604 0.16502 0.16035 0.58423 0.08755
3707753754604 370775 3754604 0.16848 0.16316 0.63129 0.08891
3707853754604 370785 3754604 0.17201 0.16596 0.68481 0.09024
3707953754604 370795 3754604 0.17552 0.16866 0.74562 0.09119
3708053754604 370805 3754604 0.1789 0.17111 0.81456 0.09146
3708153754604 370815 3754604 0.18256 0.1738 0.89591 0.0925
3708253754604 370825 3754604 0.18648 0.17669 0.9934 0.09374
3708353754604 370835 3754604 0.1905 0.17957 1.10977 0.09497
3708453754604 370845 3754604 0.19554 0.18352 1.25905 0.09872
3708553754604 370855 3754604 0.19983 0.18647 1.43483 0.10008
3708653754604 370865 3754604 0.2041 0.18924 1.65557 0.101
3708753754604 370875 3754604 0.20868 0.19222 1.94201 0.10236
3708853754604 370885 3754604 0.21325 0.19503 2.32342 0.10362
3708953754604 370895 3754604 0.21761 0.19743 2.84802 0.10352
3709053754604 370905 3754604 0.22265 0.20039 3.62491 0.10533
3709153754604 370915 3754604 0.22782 0.2033 4.82992 0.1074
3707453754614 370745 3754614 0.15316 0.14843 0.49536 0.08139
3707553754614 370755 3754614 0.15607 0.15074 0.53038 0.08241
3707653754614 370765 3754614 0.1592 0.15325 0.5711 0.08357
3707753754614 370775 3754614 0.16236 0.15573 0.61672 0.08468
3707853754614 370785 3754614 0.16602 0.15873 0.67279 0.08625
3707953754614 370795 3754614 0.16935 0.16124 0.73292 0.08736
3708053754614 370805 3754614 0.17236 0.16331 0.7974 0.08803
3708153754614 370815 3754614 0.17592 0.16591 0.87859 0.08918
3708253754614 370825 3754614 0.17952 0.16848 0.97348 0.09029
3708353754614 370835 3754614 0.18313 0.17093 1.08542 0.09128
3708453754614 370845 3754614 0.18839 0.17516 1.24518 0.09482
3708553754614 370855 3754614 0.19244 0.17789 1.4204 0.09651
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708653754614 370865 3754614 0.19642 0.18038 1.63943 0.09722
3708753754614 370875 3754614 0.20068 0.18306 1.92442 0.09879
3708853754614 370885 3754614 0.20487 0.18551 2.30235 0.09961
3708953754614 370895 3754614 0.2091 0.18783 2.82578 0.10035
3709053754614 370905 3754614 0.21369 0.19038 3.59416 0.10188
3709153754614 370915 3754614 0.2184 0.19289 4.78457 0.10364
3707453754624 370745 3754624 0.14831 0.1426 0.48512 0.07889
3707553754624 370755 3754624 0.15116 0.14487 0.52056 0.07996
3707653754624 370765 3754624 0.1541 0.14718 0.56061 0.08105
3707753754624 370775 3754624 0.15709 0.14947 0.60571 0.08211
3707853754624 370785 3754624 0.16021 0.15186 0.65797 0.08325
3707953754624 370795 3754624 0.16328 0.15411 0.71611 0.08423
3708053754624 370805 3754624 0.16606 0.15596 0.7785 0.08481
3708153754624 370815 3754624 0.16956 0.15852 0.8609 0.08608
3708253754624 370825 3754624 0.1729 0.16084 0.95406 0.0871
3708353754624 370835 3754624 0.17632 0.16313 1.06534 0.08809
3708453754624 370845 3754624 0.18144 0.1672 1.22997 0.09108
3708553754624 370855 3754624 0.18529 0.16974 1.40478 0.09273
3708653754624 370865 3754624 0.18895 0.17193 1.62187 0.0934
3708753754624 370875 3754624 0.19294 0.17437 1.90541 0.09505
3708853754624 370885 3754624 0.1969 0.17662 2.28149 0.09615
3708953754624 370895 3754624 0.20086 0.17873 2.80178 0.09701
3709053754624 370905 3754624 0.20501 0.18089 3.56175 0.09838
3709153754624 370915 3754624 0.20933 0.18307 4.73907 0.10003
3707453754634 370745 3754634 0.1436 0.13704 0.47476 0.07647
3707553754634 370755 3754634 0.14633 0.13919 0.51009 0.07753
3707653754634 370765 3754634 0.14903 0.14125 0.54871 0.07849
3707753754634 370775 3754634 0.15166 0.14317 0.59122 0.0793
3707853754634 370785 3754634 0.15453 0.14529 0.64154 0.08029
3707953754634 370795 3754634 0.15751 0.14748 0.70023 0.08134
3708053754634 370805 3754634 0.15621 0.1492 0.76195 0.08192
3708153754634 370815 3754634 0.15902 0.15124 0.8386 0.08281
3708253754634 370825 3754634 0.16202 0.15335 0.93021 0.08378
3708353754634 370835 3754634 0.16505 0.15542 1.03908 0.0847
3708453754634 370845 3754634 0.17476 0.15968 1.21381 0.08791
3708553754634 370855 3754634 0.17838 0.16201 1.38796 0.08939
3708653754634 370865 3754634 0.18178 0.16398 1.60356 0.09002
3708753754634 370875 3754634 0.18548 0.16616 1.88532 0.09153
3708853754634 370885 3754634 0.18918 0.16819 2.25931 0.09279
3708953754634 370895 3754634 0.1929 0.17011 2.77655 0.09391
3709053754634 370905 3754634 0.19669 0.17197 3.52917 0.09488
3709153754634 370915 3754634 0.20061 0.17381 4.69321 0.09636
3707453754644 370745 3754644 0.1354 0.12793 0.46185 0.07384
3707553754644 370755 3754644 0.13685 0.12886 0.49031 0.07415
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3707653754644 370765 3754644 0.13927 0.13075 0.52776 0.07507
3707753754644 370775 3754644 0.1424 0.1333 0.57472 0.0764
3707853754644 370785 3754644 0.14532 0.13559 0.62634 0.07758
3707953754644 370795 3754644 0.14795 0.13752 0.68297 0.0785
3708053754644 370805 3754644 0.15008 0.13891 0.74366 0.07904
3708153754644 370815 3754644 0.15202 0.14007 0.81193 0.07943
3708253754644 370825 3754644 0.15473 0.14191 0.89972 0.08026
3708353754644 370835 3754644 0.1577 0.14393 1.00695 0.08122
3708453754644 370845 3754644 0.16826 0.15251 1.19539 0.08502
3708553754644 370855 3754644 0.17173 0.15471 1.37004 0.08629
3708653754644 370865 3754644 0.17492 0.1565 1.58457 0.08716
3708753754644 370875 3754644 0.17835 0.15844 1.86468 0.08841
3708853754644 370885 3754644 0.18175 0.16022 2.23591 0.08946
3708953754644 370895 3754644 0.18521 0.16193 2.74981 0.09051
3709053754644 370905 3754644 0.18873 0.16358 3.49676 0.09183
3709153754644 370915 3754644 0.19228 0.16511 4.64825 0.09287
3707453754654 370745 3754654 0.13098 0.1231 0.45285 0.07179
3707553754654 370755 3754654 0.13254 0.12416 0.48194 0.07221
3707653754654 370765 3754654 0.13481 0.12588 0.51885 0.07306
3707753754654 370775 3754654 0.13722 0.12771 0.56117 0.07397
3707853754654 370785 3754654 0.13988 0.12974 0.61109 0.07501
3707953754654 370795 3754654 0.14233 0.1315 0.66665 0.07587
3708053754654 370805 3754654 0.14433 0.13278 0.72611 0.07638
3708153754654 370815 3754654 0.14678 0.13444 0.79968 0.07716
3708253754654 370825 3754654 0.14928 0.13607 0.88599 0.07791
3708353754654 370835 3754654 0.152 0.13785 0.99189 0.07877
3708453754654 370845 3754654 0.16205 0.14575 1.17521 0.08229
3708553754654 370855 3754654 0.1653 0.14776 1.35064 0.08353
3708653754654 370865 3754654 0.16842 0.14953 1.56591 0.08453
3708753754654 370875 3754654 0.17162 0.15127 1.84451 0.08574
3708853754654 370885 3754654 0.17478 0.15285 2.21386 0.08686
3708953754654 370895 3754654 0.17797 0.15435 2.72456 0.08799
3709053754654 370905 3754654 0.18121 0.15578 3.46513 0.08913
3709153754654 370915 3754654 0.18445 0.15709 4.6036 0.09028
3707453754664 370745 3754664 0.12687 0.11865 0.44445 0.06991
3707553754664 370755 3754664 0.12842 0.1197 0.47351 0.07036
3707653754664 370765 3754664 0.13048 0.12123 0.50929 0.07111
3707753754664 370775 3754664 0.13263 0.12279 0.55009 0.07189
3707853754664 370785 3754664 0.13504 0.12458 0.5985 0.07281
3707953754664 370795 3754664 0.13712 0.12598 0.65113 0.07346
3708053754664 370805 3754664 0.13943 0.12755 0.71368 0.07424
3708153754664 370815 3754664 0.14172 0.12905 0.78631 0.07496
3708253754664 370825 3754664 0.14401 0.13049 0.8712 0.07563
3708353754664 370835 3754664 0.14656 0.13211 0.97608 0.07644
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455 Offroad 1955 Offroad Haul Idle
XY X Y AERMOD Concentration (μg/m3) @ 1g/s
3708453754664 370845 3754664 0.15605 0.13934 1.15344 0.07965
3708553754664 370855 3754664 0.15909 0.14116 1.32816 0.08084
3708653754664 370865 3754664 0.16205 0.14279 1.54386 0.08185
3708753754664 370875 3754664 0.16502 0.14434 1.82089 0.08283
3708853754664 370885 3754664 0.16798 0.14578 2.18883 0.08403
3708953754664 370895 3754664 0.17093 0.1471 2.69714 0.08498
3709053754664 370905 3754664 0.17388 0.14831 3.43377 0.08616
3709153754664 370915 3754664 0.17686 0.14943 4.56511 0.08708
371174.863754349.87 371174.9 3754350 3.68366 8.82428 1.07719 0.58524
371172.533754117.07 371172.5 3754117 0.74769 5.62137 11.38116 17.77313
371264.363754116.05 371264.4 3754116 0.74093 5.16537 11.48179 63.32968
371265.013754192.26 371265 3754192 2.00592 18.30991 2.40365 5.75378
371315.63754191.6 371315.6 3754192 1.77449 10.86689 2.3085 6.73139
371314.953754150.28 371315 3754150 0.95581 7.99975 5.51425 23.83757
371379.043754149.02 371379 3754149 0.64306 3.45045 4.95574 22.67822
371394.323754135.4 371394.3 3754135 0.4984 2.42805 7.08443 35.35903
371394.673754113.78 371394.7 3754114 0.4006 1.62907 9.09374 57.98309
371409.193754113.9 371409.2 3754114 0.36697 1.47275 8.75041 49.34721
371410.873754303.95 371410.9 3754304 31.55096 4.75605 0.66421 0.95736
371397.233754347.91 371397.2 3754348 31.83669 4.3537 0.56611 0.60061
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HHDT Trucks

Construction Phase Start End Workdays
Vendor Trip 

Number (In/Out)
Total Hauling Trip 
Number (In/Out)

Haul Trips 
per day 
(In/Out)

Total HHDT 
Trips per day 

(In/Out)
455 Continental 

Demolition 2/1/2021 2/15/2021 13 0 44 4 4
Site Preparation/Grading/Excavation 2/16/2021 7/15/2021 129 0 432 4 4
Building Construction 7/16/2021 9/15/2022 366 126 0 0 126
Paving 4/1/2022 7/31/2022 104 0 0 0 0
Architectural Coating 3/1/2022 9/15/2022 171 0 0 0 0

1955 Grand
Demolition 10/1/2022 1/31/2023 105 0 2578 26 26
Site Preparation/Grading/Excavation 2/1/2023 3/31/2023 51 0 445 10 10
Building Construction 4/1/2023 3/31/2024 313 60 0 0 60
Paving 10/1/2023 3/31/2024 156 0 0 0 0
Architectural Coating 11/1/2023 2/28/2024 103 0 0 0 0
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3rd Tri 0 <  2 2 < 5

DBR
Daily Breathing Rate (L/kg 
(body weight) per day) 361 1090 631

A
Inhalation absorption 
factor (default = 1). 1 1 1

EF
Exposure Frequency 
unitless (days/days) 0.96 0.96 0.96

ED Exposure Duration (years) 0.25 2 0.92

FAH Fraction of Time at Home 1.00 1.00 1.00

AT
Averaged Exposure Time 
Period (years) 70 70 70

ASF Age Sensitvity Factor 10 10 3
CF Conversion Factor 1.00E-06 1.00E-06 1.00E-06
DOSE

CPF
Cancer Potency Factor 
(mg/kg-day)-1 1.1 1.1 1.1

Diesel Particulate Matter
CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

370571.00 3753660.00 1.08E-03 0.00E+00 1.17E-07 0.00E+00 3.63E-08 0.00E+00 370571.00 3753660.00 3.73E-07 0.00E+00 4.04E-11 0.00E+00 1.26E-11 0.00E+00
370591.00 3753660.00 1.10E-03 0.00E+00 1.20E-07 0.00E+00 3.77E-08 0.00E+00 370591.00 3753660.00 3.79E-07 0.00E+00 4.14E-11 0.00E+00 1.30E-11 0.00E+00
370611.00 3753660.00 1.11E-03 0.00E+00 1.23E-07 0.00E+00 3.91E-08 0.00E+00 370611.00 3753660.00 3.85E-07 0.00E+00 4.25E-11 0.00E+00 1.35E-11 0.00E+00
370631.00 3753660.00 1.12E-03 0.00E+00 1.26E-07 0.00E+00 4.05E-08 0.00E+00 370631.00 3753660.00 3.89E-07 0.00E+00 4.35E-11 0.00E+00 1.40E-11 0.00E+00
370651.00 3753660.00 1.14E-03 0.00E+00 1.29E-07 0.00E+00 4.20E-08 0.00E+00 370651.00 3753660.00 3.95E-07 0.00E+00 4.46E-11 0.00E+00 1.46E-11 0.00E+00
370671.00 3753660.00 1.15E-03 0.00E+00 1.32E-07 0.00E+00 4.36E-08 0.00E+00 370671.00 3753660.00 4.00E-07 0.00E+00 4.57E-11 0.00E+00 1.51E-11 0.00E+00
370691.00 3753660.00 1.17E-03 0.00E+00 1.35E-07 0.00E+00 4.53E-08 0.00E+00 370691.00 3753660.00 4.05E-07 0.00E+00 4.67E-11 0.00E+00 1.57E-11 0.00E+00
370711.00 3753660.00 1.18E-03 0.00E+00 1.38E-07 0.00E+00 4.70E-08 0.00E+00 370711.00 3753660.00 4.10E-07 0.00E+00 4.77E-11 0.00E+00 1.63E-11 0.00E+00
370731.00 3753660.00 1.20E-03 0.00E+00 1.41E-07 0.00E+00 4.88E-08 0.00E+00 370731.00 3753660.00 4.14E-07 0.00E+00 4.88E-11 0.00E+00 1.69E-11 0.00E+00
370751.00 3753660.00 1.21E-03 0.00E+00 1.44E-07 0.00E+00 5.07E-08 0.00E+00 370751.00 3753660.00 4.19E-07 0.00E+00 4.98E-11 0.00E+00 1.75E-11 0.00E+00
370771.00 3753660.00 1.22E-03 0.00E+00 1.46E-07 0.00E+00 5.26E-08 0.00E+00 370771.00 3753660.00 4.23E-07 0.00E+00 5.07E-11 0.00E+00 1.82E-11 0.00E+00
370791.00 3753660.00 1.23E-03 0.00E+00 1.49E-07 0.00E+00 5.46E-08 0.00E+00 370791.00 3753660.00 4.27E-07 0.00E+00 5.16E-11 0.00E+00 1.89E-11 0.00E+00
370811.00 3753660.00 1.24E-03 0.00E+00 1.52E-07 0.00E+00 5.66E-08 0.00E+00 370811.00 3753660.00 4.30E-07 0.00E+00 5.25E-11 0.00E+00 1.96E-11 0.00E+00
370831.00 3753660.00 1.26E-03 0.00E+00 1.53E-07 0.00E+00 5.86E-08 0.00E+00 370831.00 3753660.00 4.35E-07 0.00E+00 5.30E-11 0.00E+00 2.03E-11 0.00E+00
370851.00 3753660.00 1.26E-03 0.00E+00 1.56E-07 0.00E+00 6.08E-08 0.00E+00 370851.00 3753660.00 4.35E-07 0.00E+00 5.40E-11 0.00E+00 2.10E-11 0.00E+00
370871.00 3753660.00 1.26E-03 0.00E+00 1.58E-07 0.00E+00 6.29E-08 0.00E+00 370871.00 3753660.00 4.37E-07 0.00E+00 5.47E-11 0.00E+00 2.18E-11 0.00E+00
370891.00 3753660.00 1.27E-03 0.00E+00 1.60E-07 0.00E+00 6.51E-08 0.00E+00 370891.00 3753660.00 4.38E-07 0.00E+00 5.53E-11 0.00E+00 2.25E-11 0.00E+00
370911.00 3753660.00 1.27E-03 0.00E+00 1.61E-07 0.00E+00 6.72E-08 0.00E+00 370911.00 3753660.00 4.39E-07 0.00E+00 5.58E-11 0.00E+00 2.33E-11 0.00E+00
370931.00 3753660.00 1.27E-03 0.00E+00 1.63E-07 0.00E+00 6.93E-08 0.00E+00 370931.00 3753660.00 4.39E-07 0.00E+00 5.63E-11 0.00E+00 2.40E-11 0.00E+00
370951.00 3753660.00 1.27E-03 0.00E+00 1.64E-07 0.00E+00 7.14E-08 0.00E+00 370951.00 3753660.00 4.38E-07 0.00E+00 5.67E-11 0.00E+00 2.47E-11 0.00E+00
370971.00 3753660.00 1.26E-03 0.00E+00 1.65E-07 0.00E+00 7.35E-08 0.00E+00 370971.00 3753660.00 4.36E-07 0.00E+00 5.70E-11 0.00E+00 2.54E-11 0.00E+00
370991.00 3753660.00 1.26E-03 0.00E+00 1.65E-07 0.00E+00 7.55E-08 0.00E+00 370991.00 3753660.00 4.35E-07 0.00E+00 5.71E-11 0.00E+00 2.61E-11 0.00E+00
371011.00 3753660.00 1.24E-03 0.00E+00 1.58E-07 0.00E+00 7.69E-08 0.00E+00 371011.00 3753660.00 4.31E-07 0.00E+00 5.49E-11 0.00E+00 2.66E-11 0.00E+00
371031.00 3753660.00 1.23E-03 0.00E+00 1.58E-07 0.00E+00 7.96E-08 0.00E+00 371031.00 3753660.00 4.27E-07 0.00E+00 5.47E-11 0.00E+00 2.75E-11 0.00E+00
371051.00 3753660.00 1.22E-03 0.00E+00 1.57E-07 0.00E+00 7.93E-08 0.00E+00 371051.00 3753660.00 4.23E-07 0.00E+00 5.43E-11 0.00E+00 2.75E-11 0.00E+00
371071.00 3753660.00 1.21E-03 0.00E+00 1.58E-07 0.00E+00 8.02E-08 0.00E+00 371071.00 3753660.00 4.19E-07 0.00E+00 5.46E-11 0.00E+00 2.77E-11 0.00E+00
371091.00 3753660.00 1.19E-03 0.00E+00 1.58E-07 0.00E+00 8.16E-08 0.00E+00 371091.00 3753660.00 4.13E-07 0.00E+00 5.46E-11 0.00E+00 2.82E-11 0.00E+00
371111.00 3753660.00 1.17E-03 0.00E+00 1.57E-07 0.00E+00 8.27E-08 0.00E+00 371111.00 3753660.00 4.06E-07 0.00E+00 5.43E-11 0.00E+00 2.86E-11 0.00E+00
371131.00 3753660.00 1.15E-03 0.00E+00 1.56E-07 0.00E+00 8.36E-08 0.00E+00 371131.00 3753660.00 3.99E-07 0.00E+00 5.39E-11 0.00E+00 2.89E-11 0.00E+00
371151.00 3753660.00 1.13E-03 0.00E+00 1.55E-07 0.00E+00 8.45E-08 0.00E+00 371151.00 3753660.00 3.90E-07 0.00E+00 5.37E-11 0.00E+00 2.92E-11 0.00E+00
371171.00 3753660.00 1.10E-03 0.00E+00 1.53E-07 0.00E+00 8.50E-08 0.00E+00 371171.00 3753660.00 3.81E-07 0.00E+00 5.30E-11 0.00E+00 2.94E-11 0.00E+00

3rd Trimester Dose (mg/kg-day)

Age Bins

[= CONC × DBR × A × EF × CF]  (mg/kg-day)

Parameter

Project Concentrations (ug/m3)
Receptor Receptor
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371191.00 3753660.00 1.07E-03 0.00E+00 1.51E-07 0.00E+00 8.52E-08 0.00E+00 371191.00 3753660.00 3.71E-07 0.00E+00 5.23E-11 0.00E+00 2.95E-11 0.00E+00
371211.00 3753660.00 1.04E-03 0.00E+00 1.49E-07 0.00E+00 8.52E-08 0.00E+00 371211.00 3753660.00 3.59E-07 0.00E+00 5.15E-11 0.00E+00 2.95E-11 0.00E+00
371231.00 3753660.00 1.00E-03 0.00E+00 1.46E-07 0.00E+00 8.49E-08 0.00E+00 371231.00 3753660.00 3.48E-07 0.00E+00 5.06E-11 0.00E+00 2.94E-11 0.00E+00
371251.00 3753660.00 9.69E-04 0.00E+00 1.43E-07 0.00E+00 8.44E-08 0.00E+00 371251.00 3753660.00 3.35E-07 0.00E+00 4.96E-11 0.00E+00 2.92E-11 0.00E+00
371271.00 3753660.00 9.34E-04 0.00E+00 1.41E-07 0.00E+00 8.39E-08 0.00E+00 371271.00 3753660.00 3.23E-07 0.00E+00 4.88E-11 0.00E+00 2.91E-11 0.00E+00
371291.00 3753660.00 8.97E-04 0.00E+00 1.38E-07 0.00E+00 8.33E-08 0.00E+00 371291.00 3753660.00 3.11E-07 0.00E+00 4.79E-11 0.00E+00 2.88E-11 0.00E+00
371311.00 3753660.00 8.60E-04 0.00E+00 1.35E-07 0.00E+00 8.24E-08 0.00E+00 371311.00 3753660.00 2.98E-07 0.00E+00 4.69E-11 0.00E+00 2.85E-11 0.00E+00
371331.00 3753660.00 8.22E-04 0.00E+00 1.32E-07 0.00E+00 8.12E-08 0.00E+00 371331.00 3753660.00 2.85E-07 0.00E+00 4.57E-11 0.00E+00 2.81E-11 0.00E+00
371351.00 3753660.00 7.85E-04 0.00E+00 1.29E-07 0.00E+00 7.97E-08 0.00E+00 371351.00 3753660.00 2.72E-07 0.00E+00 4.45E-11 0.00E+00 2.76E-11 0.00E+00
371371.00 3753660.00 7.49E-04 0.00E+00 1.25E-07 0.00E+00 7.81E-08 0.00E+00 371371.00 3753660.00 2.59E-07 0.00E+00 4.33E-11 0.00E+00 2.70E-11 0.00E+00
371391.00 3753660.00 7.14E-04 0.00E+00 1.22E-07 0.00E+00 7.65E-08 0.00E+00 371391.00 3753660.00 2.47E-07 0.00E+00 4.21E-11 0.00E+00 2.65E-11 0.00E+00
371411.00 3753660.00 6.80E-04 0.00E+00 1.18E-07 0.00E+00 7.49E-08 0.00E+00 371411.00 3753660.00 2.36E-07 0.00E+00 4.10E-11 0.00E+00 2.59E-11 0.00E+00
371431.00 3753660.00 6.49E-04 0.00E+00 1.15E-07 0.00E+00 7.30E-08 0.00E+00 371431.00 3753660.00 2.25E-07 0.00E+00 3.97E-11 0.00E+00 2.53E-11 0.00E+00
371451.00 3753660.00 6.19E-04 0.00E+00 1.11E-07 0.00E+00 7.06E-08 0.00E+00 371451.00 3753660.00 2.14E-07 0.00E+00 3.83E-11 0.00E+00 2.44E-11 0.00E+00
371471.00 3753660.00 5.91E-04 0.00E+00 1.08E-07 0.00E+00 6.89E-08 0.00E+00 371471.00 3753660.00 2.05E-07 0.00E+00 3.72E-11 0.00E+00 2.39E-11 0.00E+00
371491.00 3753660.00 5.65E-04 0.00E+00 1.04E-07 0.00E+00 6.69E-08 0.00E+00 371491.00 3753660.00 1.96E-07 0.00E+00 3.60E-11 0.00E+00 2.31E-11 0.00E+00
371511.00 3753660.00 5.41E-04 0.00E+00 1.01E-07 0.00E+00 6.46E-08 0.00E+00 371511.00 3753660.00 1.87E-07 0.00E+00 3.48E-11 0.00E+00 2.24E-11 0.00E+00
371531.00 3753660.00 5.19E-04 0.00E+00 9.71E-08 0.00E+00 6.24E-08 0.00E+00 371531.00 3753660.00 1.80E-07 0.00E+00 3.36E-11 0.00E+00 2.16E-11 0.00E+00
371551.00 3753660.00 4.99E-04 0.00E+00 9.36E-08 0.00E+00 6.00E-08 0.00E+00 371551.00 3753660.00 1.73E-07 0.00E+00 3.24E-11 0.00E+00 2.08E-11 0.00E+00
371571.00 3753660.00 4.81E-04 0.00E+00 9.03E-08 0.00E+00 5.76E-08 0.00E+00 371571.00 3753660.00 1.66E-07 0.00E+00 3.12E-11 0.00E+00 2.00E-11 0.00E+00
371591.00 3753660.00 4.64E-04 0.00E+00 8.70E-08 0.00E+00 5.53E-08 0.00E+00 371591.00 3753660.00 1.61E-07 0.00E+00 3.01E-11 0.00E+00 1.91E-11 0.00E+00
371611.00 3753660.00 4.48E-04 0.00E+00 8.38E-08 0.00E+00 5.30E-08 0.00E+00 371611.00 3753660.00 1.55E-07 0.00E+00 2.90E-11 0.00E+00 1.83E-11 0.00E+00
371631.00 3753660.00 4.34E-04 0.00E+00 8.07E-08 0.00E+00 5.07E-08 0.00E+00 371631.00 3753660.00 1.50E-07 0.00E+00 2.79E-11 0.00E+00 1.76E-11 0.00E+00
371651.00 3753660.00 4.21E-04 0.00E+00 7.77E-08 0.00E+00 4.85E-08 0.00E+00 371651.00 3753660.00 1.46E-07 0.00E+00 2.69E-11 0.00E+00 1.68E-11 0.00E+00
371671.00 3753660.00 4.08E-04 0.00E+00 7.48E-08 0.00E+00 4.64E-08 0.00E+00 371671.00 3753660.00 1.41E-07 0.00E+00 2.59E-11 0.00E+00 1.61E-11 0.00E+00
371691.00 3753660.00 3.95E-04 0.00E+00 7.21E-08 0.00E+00 4.43E-08 0.00E+00 371691.00 3753660.00 1.37E-07 0.00E+00 2.49E-11 0.00E+00 1.53E-11 0.00E+00
371711.00 3753660.00 3.84E-04 0.00E+00 6.94E-08 0.00E+00 4.23E-08 0.00E+00 371711.00 3753660.00 1.33E-07 0.00E+00 2.40E-11 0.00E+00 1.47E-11 0.00E+00
371731.00 3753660.00 3.72E-04 0.00E+00 6.69E-08 0.00E+00 4.04E-08 0.00E+00 371731.00 3753660.00 1.29E-07 0.00E+00 2.32E-11 0.00E+00 1.40E-11 0.00E+00
371751.00 3753660.00 3.61E-04 0.00E+00 6.45E-08 0.00E+00 3.86E-08 0.00E+00 371751.00 3753660.00 1.25E-07 0.00E+00 2.23E-11 0.00E+00 1.34E-11 0.00E+00
371771.00 3753660.00 3.52E-04 0.00E+00 6.22E-08 0.00E+00 3.69E-08 0.00E+00 371771.00 3753660.00 1.22E-07 0.00E+00 2.15E-11 0.00E+00 1.28E-11 0.00E+00
371791.00 3753660.00 3.41E-04 0.00E+00 6.01E-08 0.00E+00 3.53E-08 0.00E+00 371791.00 3753660.00 1.18E-07 0.00E+00 2.08E-11 0.00E+00 1.22E-11 0.00E+00
371811.00 3753660.00 3.29E-04 0.00E+00 5.80E-08 0.00E+00 3.37E-08 0.00E+00 371811.00 3753660.00 1.14E-07 0.00E+00 2.01E-11 0.00E+00 1.17E-11 0.00E+00
371831.00 3753660.00 3.19E-04 0.00E+00 5.61E-08 0.00E+00 3.23E-08 0.00E+00 371831.00 3753660.00 1.10E-07 0.00E+00 1.94E-11 0.00E+00 1.12E-11 0.00E+00
370571.00 3753680.00 1.12E-03 0.00E+00 1.22E-07 0.00E+00 3.73E-08 0.00E+00 370571.00 3753680.00 3.86E-07 0.00E+00 4.22E-11 0.00E+00 1.29E-11 0.00E+00
370591.00 3753680.00 1.14E-03 0.00E+00 1.25E-07 0.00E+00 3.87E-08 0.00E+00 370591.00 3753680.00 3.93E-07 0.00E+00 4.33E-11 0.00E+00 1.34E-11 0.00E+00
370611.00 3753680.00 1.15E-03 0.00E+00 1.29E-07 0.00E+00 4.03E-08 0.00E+00 370611.00 3753680.00 4.00E-07 0.00E+00 4.46E-11 0.00E+00 1.39E-11 0.00E+00
370631.00 3753680.00 1.17E-03 0.00E+00 1.32E-07 0.00E+00 4.18E-08 0.00E+00 370631.00 3753680.00 4.04E-07 0.00E+00 4.58E-11 0.00E+00 1.45E-11 0.00E+00
370651.00 3753680.00 1.19E-03 0.00E+00 1.36E-07 0.00E+00 4.35E-08 0.00E+00 370651.00 3753680.00 4.10E-07 0.00E+00 4.70E-11 0.00E+00 1.50E-11 0.00E+00
370671.00 3753680.00 1.20E-03 0.00E+00 1.39E-07 0.00E+00 4.52E-08 0.00E+00 370671.00 3753680.00 4.16E-07 0.00E+00 4.81E-11 0.00E+00 1.56E-11 0.00E+00
370691.00 3753680.00 1.22E-03 0.00E+00 1.43E-07 0.00E+00 4.70E-08 0.00E+00 370691.00 3753680.00 4.22E-07 0.00E+00 4.93E-11 0.00E+00 1.63E-11 0.00E+00
370711.00 3753680.00 1.24E-03 0.00E+00 1.46E-07 0.00E+00 4.89E-08 0.00E+00 370711.00 3753680.00 4.28E-07 0.00E+00 5.05E-11 0.00E+00 1.69E-11 0.00E+00
370731.00 3753680.00 1.25E-03 0.00E+00 1.49E-07 0.00E+00 5.09E-08 0.00E+00 370731.00 3753680.00 4.33E-07 0.00E+00 5.17E-11 0.00E+00 1.76E-11 0.00E+00
370751.00 3753680.00 1.27E-03 0.00E+00 1.53E-07 0.00E+00 5.29E-08 0.00E+00 370751.00 3753680.00 4.39E-07 0.00E+00 5.28E-11 0.00E+00 1.83E-11 0.00E+00
370771.00 3753680.00 1.28E-03 0.00E+00 1.56E-07 0.00E+00 5.51E-08 0.00E+00 370771.00 3753680.00 4.44E-07 0.00E+00 5.40E-11 0.00E+00 1.91E-11 0.00E+00
370791.00 3753680.00 1.30E-03 0.00E+00 1.59E-07 0.00E+00 5.73E-08 0.00E+00 370791.00 3753680.00 4.48E-07 0.00E+00 5.50E-11 0.00E+00 1.98E-11 0.00E+00
370811.00 3753680.00 1.31E-03 0.00E+00 1.62E-07 0.00E+00 5.95E-08 0.00E+00 370811.00 3753680.00 4.53E-07 0.00E+00 5.60E-11 0.00E+00 2.06E-11 0.00E+00
370831.00 3753680.00 1.32E-03 0.00E+00 1.65E-07 0.00E+00 6.19E-08 0.00E+00 370831.00 3753680.00 4.56E-07 0.00E+00 5.70E-11 0.00E+00 2.14E-11 0.00E+00
370851.00 3753680.00 1.33E-03 0.00E+00 1.67E-07 0.00E+00 6.43E-08 0.00E+00 370851.00 3753680.00 4.59E-07 0.00E+00 5.79E-11 0.00E+00 2.22E-11 0.00E+00
370871.00 3753680.00 1.33E-03 0.00E+00 1.69E-07 0.00E+00 6.67E-08 0.00E+00 370871.00 3753680.00 4.62E-07 0.00E+00 5.87E-11 0.00E+00 2.31E-11 0.00E+00
370891.00 3753680.00 1.34E-03 0.00E+00 1.71E-07 0.00E+00 6.91E-08 0.00E+00 370891.00 3753680.00 4.65E-07 0.00E+00 5.93E-11 0.00E+00 2.39E-11 0.00E+00
370911.00 3753680.00 1.35E-03 0.00E+00 1.73E-07 0.00E+00 7.16E-08 0.00E+00 370911.00 3753680.00 4.66E-07 0.00E+00 5.99E-11 0.00E+00 2.48E-11 0.00E+00
370931.00 3753680.00 1.34E-03 0.00E+00 1.75E-07 0.00E+00 7.41E-08 0.00E+00 370931.00 3753680.00 4.66E-07 0.00E+00 6.06E-11 0.00E+00 2.56E-11 0.00E+00
370951.00 3753680.00 1.34E-03 0.00E+00 1.76E-07 0.00E+00 7.65E-08 0.00E+00 370951.00 3753680.00 4.65E-07 0.00E+00 6.10E-11 0.00E+00 2.65E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370971.00 3753680.00 1.34E-03 0.00E+00 1.77E-07 0.00E+00 7.89E-08 0.00E+00 370971.00 3753680.00 4.64E-07 0.00E+00 6.14E-11 0.00E+00 2.73E-11 0.00E+00
370991.00 3753680.00 1.34E-03 0.00E+00 1.77E-07 0.00E+00 8.08E-08 0.00E+00 370991.00 3753680.00 4.64E-07 0.00E+00 6.11E-11 0.00E+00 2.80E-11 0.00E+00
371011.00 3753680.00 1.32E-03 0.00E+00 1.71E-07 0.00E+00 8.46E-08 0.00E+00 371011.00 3753680.00 4.58E-07 0.00E+00 5.93E-11 0.00E+00 2.93E-11 0.00E+00
371031.00 3753680.00 1.31E-03 0.00E+00 1.71E-07 0.00E+00 8.58E-08 0.00E+00 371031.00 3753680.00 4.55E-07 0.00E+00 5.91E-11 0.00E+00 2.97E-11 0.00E+00
371051.00 3753680.00 1.30E-03 0.00E+00 1.70E-07 0.00E+00 8.52E-08 0.00E+00 371051.00 3753680.00 4.51E-07 0.00E+00 5.87E-11 0.00E+00 2.95E-11 0.00E+00
371071.00 3753680.00 1.29E-03 0.00E+00 1.70E-07 0.00E+00 8.71E-08 0.00E+00 371071.00 3753680.00 4.47E-07 0.00E+00 5.90E-11 0.00E+00 3.01E-11 0.00E+00
371091.00 3753680.00 1.27E-03 0.00E+00 1.70E-07 0.00E+00 8.86E-08 0.00E+00 371091.00 3753680.00 4.41E-07 0.00E+00 5.87E-11 0.00E+00 3.07E-11 0.00E+00
371111.00 3753680.00 1.25E-03 0.00E+00 1.69E-07 0.00E+00 9.00E-08 0.00E+00 371111.00 3753680.00 4.34E-07 0.00E+00 5.85E-11 0.00E+00 3.12E-11 0.00E+00
371131.00 3753680.00 1.23E-03 0.00E+00 1.68E-07 0.00E+00 9.13E-08 0.00E+00 371131.00 3753680.00 4.26E-07 0.00E+00 5.83E-11 0.00E+00 3.16E-11 0.00E+00
371151.00 3753680.00 1.20E-03 0.00E+00 1.68E-07 0.00E+00 9.24E-08 0.00E+00 371151.00 3753680.00 4.17E-07 0.00E+00 5.80E-11 0.00E+00 3.20E-11 0.00E+00
371171.00 3753680.00 1.18E-03 0.00E+00 1.66E-07 0.00E+00 9.31E-08 0.00E+00 371171.00 3753680.00 4.07E-07 0.00E+00 5.74E-11 0.00E+00 3.22E-11 0.00E+00
371191.00 3753680.00 1.14E-03 0.00E+00 1.63E-07 0.00E+00 9.34E-08 0.00E+00 371191.00 3753680.00 3.96E-07 0.00E+00 5.66E-11 0.00E+00 3.23E-11 0.00E+00
371211.00 3753680.00 1.11E-03 0.00E+00 1.61E-07 0.00E+00 9.35E-08 0.00E+00 371211.00 3753680.00 3.84E-07 0.00E+00 5.57E-11 0.00E+00 3.24E-11 0.00E+00
371231.00 3753680.00 1.07E-03 0.00E+00 1.58E-07 0.00E+00 9.32E-08 0.00E+00 371231.00 3753680.00 3.71E-07 0.00E+00 5.46E-11 0.00E+00 3.23E-11 0.00E+00
371251.00 3753680.00 1.03E-03 0.00E+00 1.55E-07 0.00E+00 9.26E-08 0.00E+00 371251.00 3753680.00 3.58E-07 0.00E+00 5.35E-11 0.00E+00 3.21E-11 0.00E+00
371271.00 3753680.00 9.96E-04 0.00E+00 1.52E-07 0.00E+00 9.21E-08 0.00E+00 371271.00 3753680.00 3.45E-07 0.00E+00 5.26E-11 0.00E+00 3.19E-11 0.00E+00
371291.00 3753680.00 9.56E-04 0.00E+00 1.49E-07 0.00E+00 9.15E-08 0.00E+00 371291.00 3753680.00 3.31E-07 0.00E+00 5.16E-11 0.00E+00 3.17E-11 0.00E+00
371311.00 3753680.00 9.15E-04 0.00E+00 1.45E-07 0.00E+00 9.04E-08 0.00E+00 371311.00 3753680.00 3.17E-07 0.00E+00 5.04E-11 0.00E+00 3.13E-11 0.00E+00
371331.00 3753680.00 8.75E-04 0.00E+00 1.42E-07 0.00E+00 8.90E-08 0.00E+00 371331.00 3753680.00 3.03E-07 0.00E+00 4.91E-11 0.00E+00 3.08E-11 0.00E+00
371351.00 3753680.00 8.35E-04 0.00E+00 1.38E-07 0.00E+00 8.71E-08 0.00E+00 371351.00 3753680.00 2.89E-07 0.00E+00 4.76E-11 0.00E+00 3.02E-11 0.00E+00
371371.00 3753680.00 7.96E-04 0.00E+00 1.34E-07 0.00E+00 8.53E-08 0.00E+00 371371.00 3753680.00 2.75E-07 0.00E+00 4.62E-11 0.00E+00 2.95E-11 0.00E+00
371391.00 3753680.00 7.58E-04 0.00E+00 1.30E-07 0.00E+00 8.33E-08 0.00E+00 371391.00 3753680.00 2.62E-07 0.00E+00 4.49E-11 0.00E+00 2.89E-11 0.00E+00
371411.00 3753680.00 7.21E-04 0.00E+00 1.26E-07 0.00E+00 8.13E-08 0.00E+00 371411.00 3753680.00 2.50E-07 0.00E+00 4.35E-11 0.00E+00 2.81E-11 0.00E+00
371431.00 3753680.00 6.87E-04 0.00E+00 1.21E-07 0.00E+00 7.90E-08 0.00E+00 371431.00 3753680.00 2.38E-07 0.00E+00 4.21E-11 0.00E+00 2.73E-11 0.00E+00
371451.00 3753680.00 6.55E-04 0.00E+00 1.17E-07 0.00E+00 7.64E-08 0.00E+00 371451.00 3753680.00 2.27E-07 0.00E+00 4.06E-11 0.00E+00 2.64E-11 0.00E+00
371471.00 3753680.00 6.24E-04 0.00E+00 1.14E-07 0.00E+00 7.45E-08 0.00E+00 371471.00 3753680.00 2.16E-07 0.00E+00 3.94E-11 0.00E+00 2.58E-11 0.00E+00
371491.00 3753680.00 5.97E-04 0.00E+00 1.10E-07 0.00E+00 7.20E-08 0.00E+00 371491.00 3753680.00 2.07E-07 0.00E+00 3.80E-11 0.00E+00 2.49E-11 0.00E+00
371511.00 3753680.00 5.71E-04 0.00E+00 1.06E-07 0.00E+00 6.95E-08 0.00E+00 371511.00 3753680.00 1.98E-07 0.00E+00 3.67E-11 0.00E+00 2.41E-11 0.00E+00
371531.00 3753680.00 5.48E-04 0.00E+00 1.02E-07 0.00E+00 6.70E-08 0.00E+00 371531.00 3753680.00 1.90E-07 0.00E+00 3.54E-11 0.00E+00 2.32E-11 0.00E+00
371551.00 3753680.00 5.26E-04 0.00E+00 9.84E-08 0.00E+00 6.43E-08 0.00E+00 371551.00 3753680.00 1.82E-07 0.00E+00 3.41E-11 0.00E+00 2.23E-11 0.00E+00
371571.00 3753680.00 5.06E-04 0.00E+00 9.47E-08 0.00E+00 6.17E-08 0.00E+00 371571.00 3753680.00 1.75E-07 0.00E+00 3.28E-11 0.00E+00 2.14E-11 0.00E+00
371591.00 3753680.00 4.88E-04 0.00E+00 9.11E-08 0.00E+00 5.90E-08 0.00E+00 371591.00 3753680.00 1.69E-07 0.00E+00 3.15E-11 0.00E+00 2.04E-11 0.00E+00
371611.00 3753680.00 4.71E-04 0.00E+00 8.76E-08 0.00E+00 5.64E-08 0.00E+00 371611.00 3753680.00 1.63E-07 0.00E+00 3.03E-11 0.00E+00 1.95E-11 0.00E+00
371631.00 3753680.00 4.56E-04 0.00E+00 8.42E-08 0.00E+00 5.39E-08 0.00E+00 371631.00 3753680.00 1.58E-07 0.00E+00 2.92E-11 0.00E+00 1.87E-11 0.00E+00
371651.00 3753680.00 4.41E-04 0.00E+00 8.10E-08 0.00E+00 5.14E-08 0.00E+00 371651.00 3753680.00 1.53E-07 0.00E+00 2.80E-11 0.00E+00 1.78E-11 0.00E+00
371671.00 3753680.00 4.27E-04 0.00E+00 7.79E-08 0.00E+00 4.90E-08 0.00E+00 371671.00 3753680.00 1.48E-07 0.00E+00 2.70E-11 0.00E+00 1.70E-11 0.00E+00
371691.00 3753680.00 4.14E-04 0.00E+00 7.49E-08 0.00E+00 4.67E-08 0.00E+00 371691.00 3753680.00 1.43E-07 0.00E+00 2.59E-11 0.00E+00 1.62E-11 0.00E+00
371711.00 3753680.00 4.01E-04 0.00E+00 7.21E-08 0.00E+00 4.45E-08 0.00E+00 371711.00 3753680.00 1.39E-07 0.00E+00 2.50E-11 0.00E+00 1.54E-11 0.00E+00
371731.00 3753680.00 3.89E-04 0.00E+00 6.94E-08 0.00E+00 4.24E-08 0.00E+00 371731.00 3753680.00 1.34E-07 0.00E+00 2.40E-11 0.00E+00 1.47E-11 0.00E+00
371751.00 3753680.00 3.76E-04 0.00E+00 6.68E-08 0.00E+00 4.04E-08 0.00E+00 371751.00 3753680.00 1.30E-07 0.00E+00 2.31E-11 0.00E+00 1.40E-11 0.00E+00
371771.00 3753680.00 3.66E-04 0.00E+00 6.44E-08 0.00E+00 3.86E-08 0.00E+00 371771.00 3753680.00 1.27E-07 0.00E+00 2.23E-11 0.00E+00 1.34E-11 0.00E+00
371791.00 3753680.00 3.53E-04 0.00E+00 6.21E-08 0.00E+00 3.68E-08 0.00E+00 371791.00 3753680.00 1.22E-07 0.00E+00 2.15E-11 0.00E+00 1.27E-11 0.00E+00
371811.00 3753680.00 3.42E-04 0.00E+00 6.00E-08 0.00E+00 3.51E-08 0.00E+00 371811.00 3753680.00 1.18E-07 0.00E+00 2.08E-11 0.00E+00 1.22E-11 0.00E+00
371831.00 3753680.00 3.31E-04 0.00E+00 5.79E-08 0.00E+00 3.36E-08 0.00E+00 371831.00 3753680.00 1.15E-07 0.00E+00 2.01E-11 0.00E+00 1.16E-11 0.00E+00
370571.00 3753700.00 1.15E-03 0.00E+00 1.27E-07 0.00E+00 3.83E-08 0.00E+00 370571.00 3753700.00 3.99E-07 0.00E+00 4.41E-11 0.00E+00 1.33E-11 0.00E+00
370591.00 3753700.00 1.18E-03 0.00E+00 1.31E-07 0.00E+00 3.98E-08 0.00E+00 370591.00 3753700.00 4.07E-07 0.00E+00 4.54E-11 0.00E+00 1.38E-11 0.00E+00
370611.00 3753700.00 1.20E-03 0.00E+00 1.35E-07 0.00E+00 4.15E-08 0.00E+00 370611.00 3753700.00 4.15E-07 0.00E+00 4.68E-11 0.00E+00 1.44E-11 0.00E+00
370631.00 3753700.00 1.21E-03 0.00E+00 1.39E-07 0.00E+00 4.31E-08 0.00E+00 370631.00 3753700.00 4.19E-07 0.00E+00 4.81E-11 0.00E+00 1.49E-11 0.00E+00
370651.00 3753700.00 1.23E-03 0.00E+00 1.43E-07 0.00E+00 4.49E-08 0.00E+00 370651.00 3753700.00 4.26E-07 0.00E+00 4.95E-11 0.00E+00 1.55E-11 0.00E+00
370671.00 3753700.00 1.25E-03 0.00E+00 1.47E-07 0.00E+00 4.68E-08 0.00E+00 370671.00 3753700.00 4.33E-07 0.00E+00 5.08E-11 0.00E+00 1.62E-11 0.00E+00
370691.00 3753700.00 1.27E-03 0.00E+00 1.51E-07 0.00E+00 4.87E-08 0.00E+00 370691.00 3753700.00 4.40E-07 0.00E+00 5.22E-11 0.00E+00 1.69E-11 0.00E+00
370711.00 3753700.00 1.29E-03 0.00E+00 1.55E-07 0.00E+00 5.08E-08 0.00E+00 370711.00 3753700.00 4.47E-07 0.00E+00 5.35E-11 0.00E+00 1.76E-11 0.00E+00
370731.00 3753700.00 1.31E-03 0.00E+00 1.58E-07 0.00E+00 5.30E-08 0.00E+00 370731.00 3753700.00 4.53E-07 0.00E+00 5.49E-11 0.00E+00 1.83E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370751.00 3753700.00 1.33E-03 0.00E+00 1.62E-07 0.00E+00 5.52E-08 0.00E+00 370751.00 3753700.00 4.60E-07 0.00E+00 5.62E-11 0.00E+00 1.91E-11 0.00E+00
370771.00 3753700.00 1.35E-03 0.00E+00 1.66E-07 0.00E+00 5.76E-08 0.00E+00 370771.00 3753700.00 4.66E-07 0.00E+00 5.75E-11 0.00E+00 1.99E-11 0.00E+00
370791.00 3753700.00 1.36E-03 0.00E+00 1.70E-07 0.00E+00 6.01E-08 0.00E+00 370791.00 3753700.00 4.72E-07 0.00E+00 5.88E-11 0.00E+00 2.08E-11 0.00E+00
370811.00 3753700.00 1.38E-03 0.00E+00 1.73E-07 0.00E+00 6.26E-08 0.00E+00 370811.00 3753700.00 4.77E-07 0.00E+00 6.00E-11 0.00E+00 2.17E-11 0.00E+00
370831.00 3753700.00 1.39E-03 0.00E+00 1.76E-07 0.00E+00 6.52E-08 0.00E+00 370831.00 3753700.00 4.81E-07 0.00E+00 6.11E-11 0.00E+00 2.26E-11 0.00E+00
370851.00 3753700.00 1.40E-03 0.00E+00 1.79E-07 0.00E+00 6.79E-08 0.00E+00 370851.00 3753700.00 4.85E-07 0.00E+00 6.21E-11 0.00E+00 2.35E-11 0.00E+00
370871.00 3753700.00 1.41E-03 0.00E+00 1.82E-07 0.00E+00 7.07E-08 0.00E+00 370871.00 3753700.00 4.89E-07 0.00E+00 6.31E-11 0.00E+00 2.45E-11 0.00E+00
370891.00 3753700.00 1.42E-03 0.00E+00 1.84E-07 0.00E+00 7.34E-08 0.00E+00 370891.00 3753700.00 4.93E-07 0.00E+00 6.37E-11 0.00E+00 2.54E-11 0.00E+00
370911.00 3753700.00 1.43E-03 0.00E+00 1.86E-07 0.00E+00 7.63E-08 0.00E+00 370911.00 3753700.00 4.94E-07 0.00E+00 6.44E-11 0.00E+00 2.64E-11 0.00E+00
370931.00 3753700.00 1.43E-03 0.00E+00 1.89E-07 0.00E+00 7.92E-08 0.00E+00 370931.00 3753700.00 4.95E-07 0.00E+00 6.54E-11 0.00E+00 2.74E-11 0.00E+00
370951.00 3753700.00 1.43E-03 0.00E+00 1.90E-07 0.00E+00 8.21E-08 0.00E+00 370951.00 3753700.00 4.95E-07 0.00E+00 6.59E-11 0.00E+00 2.84E-11 0.00E+00
370971.00 3753700.00 1.43E-03 0.00E+00 1.92E-07 0.00E+00 8.49E-08 0.00E+00 370971.00 3753700.00 4.94E-07 0.00E+00 6.64E-11 0.00E+00 2.94E-11 0.00E+00
370991.00 3753700.00 1.42E-03 0.00E+00 1.85E-07 0.00E+00 8.54E-08 0.00E+00 370991.00 3753700.00 4.93E-07 0.00E+00 6.41E-11 0.00E+00 2.95E-11 0.00E+00
371011.00 3753700.00 1.41E-03 0.00E+00 1.86E-07 0.00E+00 9.17E-08 0.00E+00 371011.00 3753700.00 4.88E-07 0.00E+00 6.43E-11 0.00E+00 3.17E-11 0.00E+00
371031.00 3753700.00 1.40E-03 0.00E+00 1.85E-07 0.00E+00 9.29E-08 0.00E+00 371031.00 3753700.00 4.85E-07 0.00E+00 6.40E-11 0.00E+00 3.22E-11 0.00E+00
371051.00 3753700.00 1.39E-03 0.00E+00 1.84E-07 0.00E+00 9.25E-08 0.00E+00 371051.00 3753700.00 4.82E-07 0.00E+00 6.38E-11 0.00E+00 3.20E-11 0.00E+00
371071.00 3753700.00 1.38E-03 0.00E+00 1.85E-07 0.00E+00 9.48E-08 0.00E+00 371071.00 3753700.00 4.78E-07 0.00E+00 6.39E-11 0.00E+00 3.28E-11 0.00E+00
371091.00 3753700.00 1.36E-03 0.00E+00 1.84E-07 0.00E+00 9.67E-08 0.00E+00 371091.00 3753700.00 4.71E-07 0.00E+00 6.35E-11 0.00E+00 3.35E-11 0.00E+00
371111.00 3753700.00 1.34E-03 0.00E+00 1.83E-07 0.00E+00 9.84E-08 0.00E+00 371111.00 3753700.00 4.64E-07 0.00E+00 6.32E-11 0.00E+00 3.40E-11 0.00E+00
371131.00 3753700.00 1.32E-03 0.00E+00 1.83E-07 0.00E+00 1.00E-07 0.00E+00 371131.00 3753700.00 4.55E-07 0.00E+00 6.32E-11 0.00E+00 3.46E-11 0.00E+00
371151.00 3753700.00 1.29E-03 0.00E+00 1.82E-07 0.00E+00 1.02E-07 0.00E+00 371151.00 3753700.00 4.46E-07 0.00E+00 6.30E-11 0.00E+00 3.51E-11 0.00E+00
371171.00 3753700.00 1.26E-03 0.00E+00 1.80E-07 0.00E+00 1.02E-07 0.00E+00 371171.00 3753700.00 4.36E-07 0.00E+00 6.23E-11 0.00E+00 3.54E-11 0.00E+00
371191.00 3753700.00 1.22E-03 0.00E+00 1.78E-07 0.00E+00 1.03E-07 0.00E+00 371191.00 3753700.00 4.24E-07 0.00E+00 6.15E-11 0.00E+00 3.56E-11 0.00E+00
371211.00 3753700.00 1.19E-03 0.00E+00 1.75E-07 0.00E+00 1.03E-07 0.00E+00 371211.00 3753700.00 4.11E-07 0.00E+00 6.04E-11 0.00E+00 3.57E-11 0.00E+00
371231.00 3753700.00 1.15E-03 0.00E+00 1.71E-07 0.00E+00 1.03E-07 0.00E+00 371231.00 3753700.00 3.97E-07 0.00E+00 5.92E-11 0.00E+00 3.56E-11 0.00E+00
371251.00 3753700.00 1.11E-03 0.00E+00 1.67E-07 0.00E+00 1.02E-07 0.00E+00 371251.00 3753700.00 3.83E-07 0.00E+00 5.80E-11 0.00E+00 3.54E-11 0.00E+00
371271.00 3753700.00 1.06E-03 0.00E+00 1.64E-07 0.00E+00 1.02E-07 0.00E+00 371271.00 3753700.00 3.68E-07 0.00E+00 5.69E-11 0.00E+00 3.52E-11 0.00E+00
371291.00 3753700.00 1.02E-03 0.00E+00 1.61E-07 0.00E+00 1.01E-07 0.00E+00 371291.00 3753700.00 3.53E-07 0.00E+00 5.56E-11 0.00E+00 3.49E-11 0.00E+00
371311.00 3753700.00 9.77E-04 0.00E+00 1.57E-07 0.00E+00 9.96E-08 0.00E+00 371311.00 3753700.00 3.38E-07 0.00E+00 5.42E-11 0.00E+00 3.45E-11 0.00E+00
371331.00 3753700.00 9.32E-04 0.00E+00 1.52E-07 0.00E+00 9.79E-08 0.00E+00 371331.00 3753700.00 3.23E-07 0.00E+00 5.28E-11 0.00E+00 3.39E-11 0.00E+00
371351.00 3753700.00 8.89E-04 0.00E+00 1.48E-07 0.00E+00 9.60E-08 0.00E+00 371351.00 3753700.00 3.08E-07 0.00E+00 5.12E-11 0.00E+00 3.32E-11 0.00E+00
371371.00 3753700.00 8.46E-04 0.00E+00 1.43E-07 0.00E+00 9.38E-08 0.00E+00 371371.00 3753700.00 2.93E-07 0.00E+00 4.96E-11 0.00E+00 3.25E-11 0.00E+00
371391.00 3753700.00 8.05E-04 0.00E+00 1.39E-07 0.00E+00 9.15E-08 0.00E+00 371391.00 3753700.00 2.79E-07 0.00E+00 4.80E-11 0.00E+00 3.17E-11 0.00E+00
371411.00 3753700.00 7.66E-04 0.00E+00 1.33E-07 0.00E+00 8.83E-08 0.00E+00 371411.00 3753700.00 2.65E-07 0.00E+00 4.62E-11 0.00E+00 3.06E-11 0.00E+00
371431.00 3753700.00 7.29E-04 0.00E+00 1.29E-07 0.00E+00 8.58E-08 0.00E+00 371431.00 3753700.00 2.52E-07 0.00E+00 4.47E-11 0.00E+00 2.97E-11 0.00E+00
371451.00 3753700.00 6.94E-04 0.00E+00 1.24E-07 0.00E+00 8.30E-08 0.00E+00 371451.00 3753700.00 2.40E-07 0.00E+00 4.31E-11 0.00E+00 2.87E-11 0.00E+00
371471.00 3753700.00 6.61E-04 0.00E+00 1.20E-07 0.00E+00 8.07E-08 0.00E+00 371471.00 3753700.00 2.29E-07 0.00E+00 4.17E-11 0.00E+00 2.79E-11 0.00E+00
371491.00 3753700.00 6.31E-04 0.00E+00 1.16E-07 0.00E+00 7.78E-08 0.00E+00 371491.00 3753700.00 2.18E-07 0.00E+00 4.02E-11 0.00E+00 2.69E-11 0.00E+00
371511.00 3753700.00 6.03E-04 0.00E+00 1.12E-07 0.00E+00 7.49E-08 0.00E+00 371511.00 3753700.00 2.09E-07 0.00E+00 3.87E-11 0.00E+00 2.59E-11 0.00E+00
371531.00 3753700.00 5.79E-04 0.00E+00 1.07E-07 0.00E+00 7.15E-08 0.00E+00 371531.00 3753700.00 2.00E-07 0.00E+00 3.71E-11 0.00E+00 2.48E-11 0.00E+00
371551.00 3753700.00 5.55E-04 0.00E+00 1.03E-07 0.00E+00 6.90E-08 0.00E+00 371551.00 3753700.00 1.92E-07 0.00E+00 3.58E-11 0.00E+00 2.39E-11 0.00E+00
371571.00 3753700.00 5.34E-04 0.00E+00 9.94E-08 0.00E+00 6.61E-08 0.00E+00 371571.00 3753700.00 1.85E-07 0.00E+00 3.44E-11 0.00E+00 2.29E-11 0.00E+00
371591.00 3753700.00 5.14E-04 0.00E+00 9.55E-08 0.00E+00 6.31E-08 0.00E+00 371591.00 3753700.00 1.78E-07 0.00E+00 3.31E-11 0.00E+00 2.18E-11 0.00E+00
371611.00 3753700.00 4.96E-04 0.00E+00 9.17E-08 0.00E+00 6.02E-08 0.00E+00 371611.00 3753700.00 1.72E-07 0.00E+00 3.18E-11 0.00E+00 2.08E-11 0.00E+00
371631.00 3753700.00 4.79E-04 0.00E+00 8.80E-08 0.00E+00 5.73E-08 0.00E+00 371631.00 3753700.00 1.66E-07 0.00E+00 3.05E-11 0.00E+00 1.98E-11 0.00E+00
371651.00 3753700.00 4.64E-04 0.00E+00 8.45E-08 0.00E+00 5.45E-08 0.00E+00 371651.00 3753700.00 1.61E-07 0.00E+00 2.92E-11 0.00E+00 1.89E-11 0.00E+00
371671.00 3753700.00 4.49E-04 0.00E+00 8.11E-08 0.00E+00 5.18E-08 0.00E+00 371671.00 3753700.00 1.55E-07 0.00E+00 2.81E-11 0.00E+00 1.79E-11 0.00E+00
371691.00 3753700.00 4.34E-04 0.00E+00 7.80E-08 0.00E+00 4.93E-08 0.00E+00 371691.00 3753700.00 1.50E-07 0.00E+00 2.70E-11 0.00E+00 1.71E-11 0.00E+00
371711.00 3753700.00 4.20E-04 0.00E+00 7.49E-08 0.00E+00 4.69E-08 0.00E+00 371711.00 3753700.00 1.45E-07 0.00E+00 2.59E-11 0.00E+00 1.62E-11 0.00E+00
371731.00 3753700.00 4.06E-04 0.00E+00 7.20E-08 0.00E+00 4.45E-08 0.00E+00 371731.00 3753700.00 1.40E-07 0.00E+00 2.49E-11 0.00E+00 1.54E-11 0.00E+00
371751.00 3753700.00 3.92E-04 0.00E+00 6.93E-08 0.00E+00 4.24E-08 0.00E+00 371751.00 3753700.00 1.36E-07 0.00E+00 2.40E-11 0.00E+00 1.47E-11 0.00E+00
371771.00 3753700.00 3.80E-04 0.00E+00 6.68E-08 0.00E+00 4.04E-08 0.00E+00 371771.00 3753700.00 1.32E-07 0.00E+00 2.31E-11 0.00E+00 1.40E-11 0.00E+00
371791.00 3753700.00 3.68E-04 0.00E+00 6.44E-08 0.00E+00 3.85E-08 0.00E+00 371791.00 3753700.00 1.27E-07 0.00E+00 2.23E-11 0.00E+00 1.33E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371811.00 3753700.00 3.56E-04 0.00E+00 6.21E-08 0.00E+00 3.67E-08 0.00E+00 371811.00 3753700.00 1.23E-07 0.00E+00 2.15E-11 0.00E+00 1.27E-11 0.00E+00
371831.00 3753700.00 3.44E-04 0.00E+00 5.99E-08 0.00E+00 3.50E-08 0.00E+00 371831.00 3753700.00 1.19E-07 0.00E+00 2.07E-11 0.00E+00 1.21E-11 0.00E+00
370571.00 3753720.00 1.19E-03 0.00E+00 1.33E-07 0.00E+00 3.93E-08 0.00E+00 370571.00 3753720.00 4.13E-07 0.00E+00 4.62E-11 0.00E+00 1.36E-11 0.00E+00
370591.00 3753720.00 1.22E-03 0.00E+00 1.38E-07 0.00E+00 4.10E-08 0.00E+00 370591.00 3753720.00 4.21E-07 0.00E+00 4.77E-11 0.00E+00 1.42E-11 0.00E+00
370611.00 3753720.00 1.24E-03 0.00E+00 1.42E-07 0.00E+00 4.27E-08 0.00E+00 370611.00 3753720.00 4.30E-07 0.00E+00 4.91E-11 0.00E+00 1.48E-11 0.00E+00
370631.00 3753720.00 1.25E-03 0.00E+00 1.46E-07 0.00E+00 4.44E-08 0.00E+00 370631.00 3753720.00 4.34E-07 0.00E+00 5.06E-11 0.00E+00 1.54E-11 0.00E+00
370651.00 3753720.00 1.28E-03 0.00E+00 1.51E-07 0.00E+00 4.63E-08 0.00E+00 370651.00 3753720.00 4.43E-07 0.00E+00 5.21E-11 0.00E+00 1.60E-11 0.00E+00
370671.00 3753720.00 1.30E-03 0.00E+00 1.55E-07 0.00E+00 4.83E-08 0.00E+00 370671.00 3753720.00 4.51E-07 0.00E+00 5.37E-11 0.00E+00 1.67E-11 0.00E+00
370691.00 3753720.00 1.32E-03 0.00E+00 1.59E-07 0.00E+00 5.05E-08 0.00E+00 370691.00 3753720.00 4.59E-07 0.00E+00 5.52E-11 0.00E+00 1.75E-11 0.00E+00
370711.00 3753720.00 1.35E-03 0.00E+00 1.64E-07 0.00E+00 5.27E-08 0.00E+00 370711.00 3753720.00 4.66E-07 0.00E+00 5.67E-11 0.00E+00 1.82E-11 0.00E+00
370731.00 3753720.00 1.37E-03 0.00E+00 1.68E-07 0.00E+00 5.51E-08 0.00E+00 370731.00 3753720.00 4.74E-07 0.00E+00 5.83E-11 0.00E+00 1.91E-11 0.00E+00
370751.00 3753720.00 1.39E-03 0.00E+00 1.73E-07 0.00E+00 5.76E-08 0.00E+00 370751.00 3753720.00 4.82E-07 0.00E+00 5.99E-11 0.00E+00 1.99E-11 0.00E+00
370771.00 3753720.00 1.41E-03 0.00E+00 1.77E-07 0.00E+00 6.02E-08 0.00E+00 370771.00 3753720.00 4.89E-07 0.00E+00 6.14E-11 0.00E+00 2.08E-11 0.00E+00
370791.00 3753720.00 1.43E-03 0.00E+00 1.82E-07 0.00E+00 6.30E-08 0.00E+00 370791.00 3753720.00 4.96E-07 0.00E+00 6.29E-11 0.00E+00 2.18E-11 0.00E+00
370811.00 3753720.00 1.45E-03 0.00E+00 1.86E-07 0.00E+00 6.58E-08 0.00E+00 370811.00 3753720.00 5.02E-07 0.00E+00 6.43E-11 0.00E+00 2.28E-11 0.00E+00
370831.00 3753720.00 1.47E-03 0.00E+00 1.90E-07 0.00E+00 6.88E-08 0.00E+00 370831.00 3753720.00 5.08E-07 0.00E+00 6.56E-11 0.00E+00 2.38E-11 0.00E+00
370851.00 3753720.00 1.48E-03 0.00E+00 1.93E-07 0.00E+00 7.18E-08 0.00E+00 370851.00 3753720.00 5.12E-07 0.00E+00 6.69E-11 0.00E+00 2.49E-11 0.00E+00
370871.00 3753720.00 1.49E-03 0.00E+00 1.96E-07 0.00E+00 7.50E-08 0.00E+00 370871.00 3753720.00 5.17E-07 0.00E+00 6.80E-11 0.00E+00 2.60E-11 0.00E+00
370891.00 3753720.00 1.51E-03 0.00E+00 1.99E-07 0.00E+00 7.82E-08 0.00E+00 370891.00 3753720.00 5.22E-07 0.00E+00 6.89E-11 0.00E+00 2.71E-11 0.00E+00
370911.00 3753720.00 1.52E-03 0.00E+00 2.02E-07 0.00E+00 8.15E-08 0.00E+00 370911.00 3753720.00 5.25E-07 0.00E+00 6.98E-11 0.00E+00 2.82E-11 0.00E+00
370931.00 3753720.00 1.52E-03 0.00E+00 2.04E-07 0.00E+00 8.48E-08 0.00E+00 370931.00 3753720.00 5.26E-07 0.00E+00 7.07E-11 0.00E+00 2.94E-11 0.00E+00
370951.00 3753720.00 1.52E-03 0.00E+00 2.06E-07 0.00E+00 8.81E-08 0.00E+00 370951.00 3753720.00 5.27E-07 0.00E+00 7.15E-11 0.00E+00 3.05E-11 0.00E+00
370971.00 3753720.00 1.52E-03 0.00E+00 2.08E-07 0.00E+00 9.15E-08 0.00E+00 370971.00 3753720.00 5.27E-07 0.00E+00 7.20E-11 0.00E+00 3.17E-11 0.00E+00
370991.00 3753720.00 1.52E-03 0.00E+00 2.01E-07 0.00E+00 9.43E-08 0.00E+00 370991.00 3753720.00 5.25E-07 0.00E+00 6.97E-11 0.00E+00 3.26E-11 0.00E+00
371011.00 3753720.00 1.50E-03 0.00E+00 2.01E-07 0.00E+00 9.97E-08 0.00E+00 371011.00 3753720.00 5.21E-07 0.00E+00 6.97E-11 0.00E+00 3.45E-11 0.00E+00
371031.00 3753720.00 1.50E-03 0.00E+00 2.01E-07 0.00E+00 1.00E-07 0.00E+00 371031.00 3753720.00 5.19E-07 0.00E+00 6.96E-11 0.00E+00 3.46E-11 0.00E+00
371051.00 3753720.00 1.49E-03 0.00E+00 2.00E-07 0.00E+00 1.01E-07 0.00E+00 371051.00 3753720.00 5.16E-07 0.00E+00 6.93E-11 0.00E+00 3.49E-11 0.00E+00
371071.00 3753720.00 1.48E-03 0.00E+00 2.00E-07 0.00E+00 1.03E-07 0.00E+00 371071.00 3753720.00 5.11E-07 0.00E+00 6.93E-11 0.00E+00 3.58E-11 0.00E+00
371091.00 3753720.00 1.46E-03 0.00E+00 2.00E-07 0.00E+00 1.06E-07 0.00E+00 371091.00 3753720.00 5.05E-07 0.00E+00 6.91E-11 0.00E+00 3.66E-11 0.00E+00
371111.00 3753720.00 1.44E-03 0.00E+00 2.00E-07 0.00E+00 1.08E-07 0.00E+00 371111.00 3753720.00 4.97E-07 0.00E+00 6.91E-11 0.00E+00 3.74E-11 0.00E+00
371131.00 3753720.00 1.41E-03 0.00E+00 1.99E-07 0.00E+00 1.10E-07 0.00E+00 371131.00 3753720.00 4.88E-07 0.00E+00 6.89E-11 0.00E+00 3.81E-11 0.00E+00
371151.00 3753720.00 1.38E-03 0.00E+00 1.97E-07 0.00E+00 1.12E-07 0.00E+00 371151.00 3753720.00 4.78E-07 0.00E+00 6.84E-11 0.00E+00 3.87E-11 0.00E+00
371171.00 3753720.00 1.35E-03 0.00E+00 1.95E-07 0.00E+00 1.13E-07 0.00E+00 371171.00 3753720.00 4.67E-07 0.00E+00 6.77E-11 0.00E+00 3.91E-11 0.00E+00
371191.00 3753720.00 1.31E-03 0.00E+00 1.93E-07 0.00E+00 1.14E-07 0.00E+00 371191.00 3753720.00 4.54E-07 0.00E+00 6.67E-11 0.00E+00 3.93E-11 0.00E+00
371211.00 3753720.00 1.27E-03 0.00E+00 1.90E-07 0.00E+00 1.14E-07 0.00E+00 371211.00 3753720.00 4.41E-07 0.00E+00 6.57E-11 0.00E+00 3.95E-11 0.00E+00
371231.00 3753720.00 1.23E-03 0.00E+00 1.86E-07 0.00E+00 1.14E-07 0.00E+00 371231.00 3753720.00 4.26E-07 0.00E+00 6.44E-11 0.00E+00 3.95E-11 0.00E+00
371251.00 3753720.00 1.19E-03 0.00E+00 1.82E-07 0.00E+00 1.14E-07 0.00E+00 371251.00 3753720.00 4.11E-07 0.00E+00 6.31E-11 0.00E+00 3.93E-11 0.00E+00
371271.00 3753720.00 1.14E-03 0.00E+00 1.78E-07 0.00E+00 1.13E-07 0.00E+00 371271.00 3753720.00 3.95E-07 0.00E+00 6.16E-11 0.00E+00 3.90E-11 0.00E+00
371291.00 3753720.00 1.09E-03 0.00E+00 1.73E-07 0.00E+00 1.11E-07 0.00E+00 371291.00 3753720.00 3.78E-07 0.00E+00 6.00E-11 0.00E+00 3.85E-11 0.00E+00
371311.00 3753720.00 1.04E-03 0.00E+00 1.68E-07 0.00E+00 1.10E-07 0.00E+00 371311.00 3753720.00 3.61E-07 0.00E+00 5.83E-11 0.00E+00 3.79E-11 0.00E+00
371331.00 3753720.00 9.96E-04 0.00E+00 1.63E-07 0.00E+00 1.08E-07 0.00E+00 371331.00 3753720.00 3.45E-07 0.00E+00 5.65E-11 0.00E+00 3.72E-11 0.00E+00
371351.00 3753720.00 9.49E-04 0.00E+00 1.58E-07 0.00E+00 1.05E-07 0.00E+00 371351.00 3753720.00 3.28E-07 0.00E+00 5.49E-11 0.00E+00 3.65E-11 0.00E+00
371371.00 3753720.00 9.02E-04 0.00E+00 1.53E-07 0.00E+00 1.03E-07 0.00E+00 371371.00 3753720.00 3.12E-07 0.00E+00 5.31E-11 0.00E+00 3.56E-11 0.00E+00
371391.00 3753720.00 8.55E-04 0.00E+00 1.47E-07 0.00E+00 9.94E-08 0.00E+00 371391.00 3753720.00 2.96E-07 0.00E+00 5.09E-11 0.00E+00 3.44E-11 0.00E+00
371411.00 3753720.00 8.15E-04 0.00E+00 1.43E-07 0.00E+00 9.72E-08 0.00E+00 371411.00 3753720.00 2.82E-07 0.00E+00 4.95E-11 0.00E+00 3.36E-11 0.00E+00
371431.00 3753720.00 7.74E-04 0.00E+00 1.38E-07 0.00E+00 9.43E-08 0.00E+00 371431.00 3753720.00 2.68E-07 0.00E+00 4.78E-11 0.00E+00 3.27E-11 0.00E+00
371451.00 3753720.00 7.36E-04 0.00E+00 1.33E-07 0.00E+00 9.09E-08 0.00E+00 371451.00 3753720.00 2.55E-07 0.00E+00 4.60E-11 0.00E+00 3.15E-11 0.00E+00
371471.00 3753720.00 7.01E-04 0.00E+00 1.28E-07 0.00E+00 8.76E-08 0.00E+00 371471.00 3753720.00 2.43E-07 0.00E+00 4.43E-11 0.00E+00 3.03E-11 0.00E+00
371491.00 3753720.00 6.69E-04 0.00E+00 1.23E-07 0.00E+00 8.43E-08 0.00E+00 371491.00 3753720.00 2.31E-07 0.00E+00 4.26E-11 0.00E+00 2.92E-11 0.00E+00
371511.00 3753720.00 6.39E-04 0.00E+00 1.18E-07 0.00E+00 8.09E-08 0.00E+00 371511.00 3753720.00 2.21E-07 0.00E+00 4.09E-11 0.00E+00 2.80E-11 0.00E+00
371531.00 3753720.00 6.12E-04 0.00E+00 1.13E-07 0.00E+00 7.74E-08 0.00E+00 371531.00 3753720.00 2.12E-07 0.00E+00 3.93E-11 0.00E+00 2.68E-11 0.00E+00
371551.00 3753720.00 5.86E-04 0.00E+00 1.09E-07 0.00E+00 7.41E-08 0.00E+00 371551.00 3753720.00 2.03E-07 0.00E+00 3.77E-11 0.00E+00 2.57E-11 0.00E+00
371571.00 3753720.00 5.63E-04 0.00E+00 1.05E-07 0.00E+00 7.09E-08 0.00E+00 371571.00 3753720.00 1.95E-07 0.00E+00 3.62E-11 0.00E+00 2.45E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371591.00 3753720.00 5.42E-04 0.00E+00 1.00E-07 0.00E+00 6.75E-08 0.00E+00 371591.00 3753720.00 1.88E-07 0.00E+00 3.47E-11 0.00E+00 2.34E-11 0.00E+00
371611.00 3753720.00 5.23E-04 0.00E+00 9.61E-08 0.00E+00 6.42E-08 0.00E+00 371611.00 3753720.00 1.81E-07 0.00E+00 3.33E-11 0.00E+00 2.22E-11 0.00E+00
371631.00 3753720.00 5.05E-04 0.00E+00 9.21E-08 0.00E+00 6.10E-08 0.00E+00 371631.00 3753720.00 1.75E-07 0.00E+00 3.19E-11 0.00E+00 2.11E-11 0.00E+00
371651.00 3753720.00 4.87E-04 0.00E+00 8.84E-08 0.00E+00 5.78E-08 0.00E+00 371651.00 3753720.00 1.69E-07 0.00E+00 3.06E-11 0.00E+00 2.00E-11 0.00E+00
371671.00 3753720.00 4.71E-04 0.00E+00 8.47E-08 0.00E+00 5.48E-08 0.00E+00 371671.00 3753720.00 1.63E-07 0.00E+00 2.93E-11 0.00E+00 1.90E-11 0.00E+00
371691.00 3753720.00 4.55E-04 0.00E+00 8.13E-08 0.00E+00 5.20E-08 0.00E+00 371691.00 3753720.00 1.57E-07 0.00E+00 2.81E-11 0.00E+00 1.80E-11 0.00E+00
371711.00 3753720.00 4.39E-04 0.00E+00 7.80E-08 0.00E+00 4.93E-08 0.00E+00 371711.00 3753720.00 1.52E-07 0.00E+00 2.70E-11 0.00E+00 1.71E-11 0.00E+00
371731.00 3753720.00 4.23E-04 0.00E+00 7.49E-08 0.00E+00 4.68E-08 0.00E+00 371731.00 3753720.00 1.47E-07 0.00E+00 2.59E-11 0.00E+00 1.62E-11 0.00E+00
371751.00 3753720.00 4.09E-04 0.00E+00 7.20E-08 0.00E+00 4.44E-08 0.00E+00 371751.00 3753720.00 1.41E-07 0.00E+00 2.49E-11 0.00E+00 1.54E-11 0.00E+00
371771.00 3753720.00 3.96E-04 0.00E+00 6.93E-08 0.00E+00 4.23E-08 0.00E+00 371771.00 3753720.00 1.37E-07 0.00E+00 2.40E-11 0.00E+00 1.46E-11 0.00E+00
371791.00 3753720.00 3.83E-04 0.00E+00 6.68E-08 0.00E+00 4.02E-08 0.00E+00 371791.00 3753720.00 1.32E-07 0.00E+00 2.31E-11 0.00E+00 1.39E-11 0.00E+00
371811.00 3753720.00 3.69E-04 0.00E+00 6.44E-08 0.00E+00 3.83E-08 0.00E+00 371811.00 3753720.00 1.28E-07 0.00E+00 2.23E-11 0.00E+00 1.33E-11 0.00E+00
371831.00 3753720.00 3.56E-04 0.00E+00 6.21E-08 0.00E+00 3.65E-08 0.00E+00 371831.00 3753720.00 1.23E-07 0.00E+00 2.15E-11 0.00E+00 1.26E-11 0.00E+00
370571.00 3753740.00 1.22E-03 0.00E+00 1.40E-07 0.00E+00 4.02E-08 0.00E+00 370571.00 3753740.00 4.23E-07 0.00E+00 4.83E-11 0.00E+00 1.39E-11 0.00E+00
370591.00 3753740.00 1.25E-03 0.00E+00 1.44E-07 0.00E+00 4.20E-08 0.00E+00 370591.00 3753740.00 4.33E-07 0.00E+00 5.00E-11 0.00E+00 1.45E-11 0.00E+00
370611.00 3753740.00 1.29E-03 0.00E+00 1.49E-07 0.00E+00 4.39E-08 0.00E+00 370611.00 3753740.00 4.46E-07 0.00E+00 5.16E-11 0.00E+00 1.52E-11 0.00E+00
370631.00 3753740.00 1.30E-03 0.00E+00 1.54E-07 0.00E+00 4.57E-08 0.00E+00 370631.00 3753740.00 4.50E-07 0.00E+00 5.32E-11 0.00E+00 1.58E-11 0.00E+00
370651.00 3753740.00 1.32E-03 0.00E+00 1.58E-07 0.00E+00 4.77E-08 0.00E+00 370651.00 3753740.00 4.58E-07 0.00E+00 5.48E-11 0.00E+00 1.65E-11 0.00E+00
370671.00 3753740.00 1.35E-03 0.00E+00 1.64E-07 0.00E+00 4.99E-08 0.00E+00 370671.00 3753740.00 4.68E-07 0.00E+00 5.66E-11 0.00E+00 1.73E-11 0.00E+00
370691.00 3753740.00 1.38E-03 0.00E+00 1.69E-07 0.00E+00 5.22E-08 0.00E+00 370691.00 3753740.00 4.77E-07 0.00E+00 5.84E-11 0.00E+00 1.81E-11 0.00E+00
370711.00 3753740.00 1.41E-03 0.00E+00 1.74E-07 0.00E+00 5.47E-08 0.00E+00 370711.00 3753740.00 4.86E-07 0.00E+00 6.02E-11 0.00E+00 1.89E-11 0.00E+00
370731.00 3753740.00 1.43E-03 0.00E+00 1.79E-07 0.00E+00 5.73E-08 0.00E+00 370731.00 3753740.00 4.96E-07 0.00E+00 6.21E-11 0.00E+00 1.98E-11 0.00E+00
370751.00 3753740.00 1.46E-03 0.00E+00 1.85E-07 0.00E+00 6.00E-08 0.00E+00 370751.00 3753740.00 5.05E-07 0.00E+00 6.39E-11 0.00E+00 2.08E-11 0.00E+00
370771.00 3753740.00 1.48E-03 0.00E+00 1.90E-07 0.00E+00 6.29E-08 0.00E+00 370771.00 3753740.00 5.13E-07 0.00E+00 6.56E-11 0.00E+00 2.18E-11 0.00E+00
370791.00 3753740.00 1.51E-03 0.00E+00 1.95E-07 0.00E+00 6.60E-08 0.00E+00 370791.00 3753740.00 5.21E-07 0.00E+00 6.74E-11 0.00E+00 2.28E-11 0.00E+00
370811.00 3753740.00 1.53E-03 0.00E+00 1.99E-07 0.00E+00 6.91E-08 0.00E+00 370811.00 3753740.00 5.28E-07 0.00E+00 6.90E-11 0.00E+00 2.39E-11 0.00E+00
370831.00 3753740.00 1.55E-03 0.00E+00 2.04E-07 0.00E+00 7.24E-08 0.00E+00 370831.00 3753740.00 5.35E-07 0.00E+00 7.06E-11 0.00E+00 2.51E-11 0.00E+00
370851.00 3753740.00 1.57E-03 0.00E+00 2.08E-07 0.00E+00 7.59E-08 0.00E+00 370851.00 3753740.00 5.42E-07 0.00E+00 7.21E-11 0.00E+00 2.63E-11 0.00E+00
370871.00 3753740.00 1.58E-03 0.00E+00 2.12E-07 0.00E+00 7.95E-08 0.00E+00 370871.00 3753740.00 5.48E-07 0.00E+00 7.35E-11 0.00E+00 2.75E-11 0.00E+00
370891.00 3753740.00 1.60E-03 0.00E+00 2.16E-07 0.00E+00 8.32E-08 0.00E+00 370891.00 3753740.00 5.53E-07 0.00E+00 7.48E-11 0.00E+00 2.88E-11 0.00E+00
370911.00 3753740.00 1.61E-03 0.00E+00 2.19E-07 0.00E+00 8.70E-08 0.00E+00 370911.00 3753740.00 5.57E-07 0.00E+00 7.59E-11 0.00E+00 3.01E-11 0.00E+00
370931.00 3753740.00 1.62E-03 0.00E+00 2.22E-07 0.00E+00 9.08E-08 0.00E+00 370931.00 3753740.00 5.60E-07 0.00E+00 7.69E-11 0.00E+00 3.14E-11 0.00E+00
370951.00 3753740.00 1.62E-03 0.00E+00 2.25E-07 0.00E+00 9.47E-08 0.00E+00 370951.00 3753740.00 5.62E-07 0.00E+00 7.77E-11 0.00E+00 3.28E-11 0.00E+00
370971.00 3753740.00 1.63E-03 0.00E+00 2.27E-07 0.00E+00 9.87E-08 0.00E+00 370971.00 3753740.00 5.63E-07 0.00E+00 7.85E-11 0.00E+00 3.42E-11 0.00E+00
370991.00 3753740.00 1.63E-03 0.00E+00 2.22E-07 0.00E+00 1.00E-07 0.00E+00 370991.00 3753740.00 5.64E-07 0.00E+00 7.69E-11 0.00E+00 3.48E-11 0.00E+00
371011.00 3753740.00 1.62E-03 0.00E+00 2.20E-07 0.00E+00 1.04E-07 0.00E+00 371011.00 3753740.00 5.61E-07 0.00E+00 7.62E-11 0.00E+00 3.58E-11 0.00E+00
371031.00 3753740.00 1.62E-03 0.00E+00 2.25E-07 0.00E+00 1.08E-07 0.00E+00 371031.00 3753740.00 5.61E-07 0.00E+00 7.78E-11 0.00E+00 3.74E-11 0.00E+00
371051.00 3753740.00 1.61E-03 0.00E+00 2.25E-07 0.00E+00 1.11E-07 0.00E+00 371051.00 3753740.00 5.57E-07 0.00E+00 7.79E-11 0.00E+00 3.86E-11 0.00E+00
371071.00 3753740.00 1.59E-03 0.00E+00 2.25E-07 0.00E+00 1.15E-07 0.00E+00 371071.00 3753740.00 5.51E-07 0.00E+00 7.78E-11 0.00E+00 3.97E-11 0.00E+00
371091.00 3753740.00 1.57E-03 0.00E+00 2.24E-07 0.00E+00 1.18E-07 0.00E+00 371091.00 3753740.00 5.45E-07 0.00E+00 7.76E-11 0.00E+00 4.07E-11 0.00E+00
371111.00 3753740.00 1.55E-03 0.00E+00 2.23E-07 0.00E+00 1.20E-07 0.00E+00 371111.00 3753740.00 5.36E-07 0.00E+00 7.72E-11 0.00E+00 4.17E-11 0.00E+00
371131.00 3753740.00 1.52E-03 0.00E+00 2.21E-07 0.00E+00 1.23E-07 0.00E+00 371131.00 3753740.00 5.27E-07 0.00E+00 7.66E-11 0.00E+00 4.25E-11 0.00E+00
371151.00 3753740.00 1.49E-03 0.00E+00 2.19E-07 0.00E+00 1.25E-07 0.00E+00 371151.00 3753740.00 5.16E-07 0.00E+00 7.58E-11 0.00E+00 4.32E-11 0.00E+00
371171.00 3753740.00 1.45E-03 0.00E+00 2.16E-07 0.00E+00 1.26E-07 0.00E+00 371171.00 3753740.00 5.03E-07 0.00E+00 7.47E-11 0.00E+00 4.37E-11 0.00E+00
371191.00 3753740.00 1.41E-03 0.00E+00 2.12E-07 0.00E+00 1.27E-07 0.00E+00 371191.00 3753740.00 4.90E-07 0.00E+00 7.35E-11 0.00E+00 4.40E-11 0.00E+00
371211.00 3753740.00 1.37E-03 0.00E+00 2.08E-07 0.00E+00 1.27E-07 0.00E+00 371211.00 3753740.00 4.75E-07 0.00E+00 7.21E-11 0.00E+00 4.41E-11 0.00E+00
371231.00 3753740.00 1.32E-03 0.00E+00 2.04E-07 0.00E+00 1.27E-07 0.00E+00 371231.00 3753740.00 4.59E-07 0.00E+00 7.05E-11 0.00E+00 4.40E-11 0.00E+00
371251.00 3753740.00 1.28E-03 0.00E+00 1.99E-07 0.00E+00 1.27E-07 0.00E+00 371251.00 3753740.00 4.42E-07 0.00E+00 6.88E-11 0.00E+00 4.38E-11 0.00E+00
371271.00 3753740.00 1.22E-03 0.00E+00 1.94E-07 0.00E+00 1.26E-07 0.00E+00 371271.00 3753740.00 4.24E-07 0.00E+00 6.71E-11 0.00E+00 4.35E-11 0.00E+00
371291.00 3753740.00 1.17E-03 0.00E+00 1.89E-07 0.00E+00 1.24E-07 0.00E+00 371291.00 3753740.00 4.06E-07 0.00E+00 6.53E-11 0.00E+00 4.30E-11 0.00E+00
371311.00 3753740.00 1.12E-03 0.00E+00 1.83E-07 0.00E+00 1.22E-07 0.00E+00 371311.00 3753740.00 3.88E-07 0.00E+00 6.34E-11 0.00E+00 4.23E-11 0.00E+00
371331.00 3753740.00 1.07E-03 0.00E+00 1.78E-07 0.00E+00 1.20E-07 0.00E+00 371331.00 3753740.00 3.69E-07 0.00E+00 6.15E-11 0.00E+00 4.15E-11 0.00E+00
371351.00 3753740.00 1.02E-03 0.00E+00 1.72E-07 0.00E+00 1.17E-07 0.00E+00 371351.00 3753740.00 3.51E-07 0.00E+00 5.95E-11 0.00E+00 4.06E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371371.00 3753740.00 9.64E-04 0.00E+00 1.66E-07 0.00E+00 1.14E-07 0.00E+00 371371.00 3753740.00 3.34E-07 0.00E+00 5.75E-11 0.00E+00 3.96E-11 0.00E+00
371391.00 3753740.00 9.15E-04 0.00E+00 1.60E-07 0.00E+00 1.11E-07 0.00E+00 371391.00 3753740.00 3.17E-07 0.00E+00 5.55E-11 0.00E+00 3.85E-11 0.00E+00
371411.00 3753740.00 8.68E-04 0.00E+00 1.54E-07 0.00E+00 1.08E-07 0.00E+00 371411.00 3753740.00 3.01E-07 0.00E+00 5.34E-11 0.00E+00 3.73E-11 0.00E+00
371431.00 3753740.00 8.24E-04 0.00E+00 1.49E-07 0.00E+00 1.04E-07 0.00E+00 371431.00 3753740.00 2.85E-07 0.00E+00 5.14E-11 0.00E+00 3.61E-11 0.00E+00
371451.00 3753740.00 7.82E-04 0.00E+00 1.43E-07 0.00E+00 1.01E-07 0.00E+00 371451.00 3753740.00 2.71E-07 0.00E+00 4.95E-11 0.00E+00 3.48E-11 0.00E+00
371471.00 3753740.00 7.44E-04 0.00E+00 1.37E-07 0.00E+00 9.68E-08 0.00E+00 371471.00 3753740.00 2.58E-07 0.00E+00 4.75E-11 0.00E+00 3.35E-11 0.00E+00
371491.00 3753740.00 7.08E-04 0.00E+00 1.32E-07 0.00E+00 9.31E-08 0.00E+00 371491.00 3753740.00 2.45E-07 0.00E+00 4.57E-11 0.00E+00 3.22E-11 0.00E+00
371511.00 3753740.00 6.76E-04 0.00E+00 1.27E-07 0.00E+00 8.91E-08 0.00E+00 371511.00 3753740.00 2.34E-07 0.00E+00 4.38E-11 0.00E+00 3.09E-11 0.00E+00
371531.00 3753740.00 6.46E-04 0.00E+00 1.21E-07 0.00E+00 8.50E-08 0.00E+00 371531.00 3753740.00 2.24E-07 0.00E+00 4.20E-11 0.00E+00 2.94E-11 0.00E+00
371551.00 3753740.00 6.19E-04 0.00E+00 1.16E-07 0.00E+00 8.07E-08 0.00E+00 371551.00 3753740.00 2.14E-07 0.00E+00 4.02E-11 0.00E+00 2.79E-11 0.00E+00
371571.00 3753740.00 5.94E-04 0.00E+00 1.11E-07 0.00E+00 7.66E-08 0.00E+00 371571.00 3753740.00 2.06E-07 0.00E+00 3.84E-11 0.00E+00 2.65E-11 0.00E+00
371591.00 3753740.00 5.71E-04 0.00E+00 1.06E-07 0.00E+00 7.25E-08 0.00E+00 371591.00 3753740.00 1.98E-07 0.00E+00 3.67E-11 0.00E+00 2.51E-11 0.00E+00
371611.00 3753740.00 5.49E-04 0.00E+00 1.01E-07 0.00E+00 6.86E-08 0.00E+00 371611.00 3753740.00 1.90E-07 0.00E+00 3.51E-11 0.00E+00 2.38E-11 0.00E+00
371631.00 3753740.00 5.29E-04 0.00E+00 9.68E-08 0.00E+00 6.49E-08 0.00E+00 371631.00 3753740.00 1.83E-07 0.00E+00 3.35E-11 0.00E+00 2.25E-11 0.00E+00
371651.00 3753740.00 5.10E-04 0.00E+00 9.25E-08 0.00E+00 6.14E-08 0.00E+00 371651.00 3753740.00 1.77E-07 0.00E+00 3.20E-11 0.00E+00 2.13E-11 0.00E+00
371671.00 3753740.00 4.92E-04 0.00E+00 8.86E-08 0.00E+00 5.80E-08 0.00E+00 371671.00 3753740.00 1.70E-07 0.00E+00 3.07E-11 0.00E+00 2.01E-11 0.00E+00
371691.00 3753740.00 4.75E-04 0.00E+00 8.48E-08 0.00E+00 5.49E-08 0.00E+00 371691.00 3753740.00 1.64E-07 0.00E+00 2.94E-11 0.00E+00 1.90E-11 0.00E+00
371711.00 3753740.00 4.58E-04 0.00E+00 8.13E-08 0.00E+00 5.20E-08 0.00E+00 371711.00 3753740.00 1.59E-07 0.00E+00 2.81E-11 0.00E+00 1.80E-11 0.00E+00
371731.00 3753740.00 4.42E-04 0.00E+00 7.80E-08 0.00E+00 4.92E-08 0.00E+00 371731.00 3753740.00 1.53E-07 0.00E+00 2.70E-11 0.00E+00 1.70E-11 0.00E+00
371751.00 3753740.00 4.26E-04 0.00E+00 7.49E-08 0.00E+00 4.67E-08 0.00E+00 371751.00 3753740.00 1.48E-07 0.00E+00 2.59E-11 0.00E+00 1.61E-11 0.00E+00
371771.00 3753740.00 4.11E-04 0.00E+00 7.20E-08 0.00E+00 4.43E-08 0.00E+00 371771.00 3753740.00 1.42E-07 0.00E+00 2.49E-11 0.00E+00 1.53E-11 0.00E+00
371791.00 3753740.00 3.97E-04 0.00E+00 6.93E-08 0.00E+00 4.21E-08 0.00E+00 371791.00 3753740.00 1.37E-07 0.00E+00 2.40E-11 0.00E+00 1.46E-11 0.00E+00
371811.00 3753740.00 3.82E-04 0.00E+00 6.68E-08 0.00E+00 4.01E-08 0.00E+00 371811.00 3753740.00 1.32E-07 0.00E+00 2.31E-11 0.00E+00 1.39E-11 0.00E+00
371831.00 3753740.00 3.68E-04 0.00E+00 6.45E-08 0.00E+00 3.82E-08 0.00E+00 371831.00 3753740.00 1.28E-07 0.00E+00 2.23E-11 0.00E+00 1.32E-11 0.00E+00
370571.00 3753760.00 1.25E-03 0.00E+00 1.45E-07 0.00E+00 4.10E-08 0.00E+00 370571.00 3753760.00 4.32E-07 0.00E+00 5.03E-11 0.00E+00 1.42E-11 0.00E+00
370591.00 3753760.00 1.28E-03 0.00E+00 1.51E-07 0.00E+00 4.28E-08 0.00E+00 370591.00 3753760.00 4.43E-07 0.00E+00 5.21E-11 0.00E+00 1.48E-11 0.00E+00
370611.00 3753760.00 1.31E-03 0.00E+00 1.56E-07 0.00E+00 4.48E-08 0.00E+00 370611.00 3753760.00 4.54E-07 0.00E+00 5.40E-11 0.00E+00 1.55E-11 0.00E+00
370631.00 3753760.00 1.34E-03 0.00E+00 1.61E-07 0.00E+00 4.69E-08 0.00E+00 370631.00 3753760.00 4.64E-07 0.00E+00 5.59E-11 0.00E+00 1.62E-11 0.00E+00
370651.00 3753760.00 1.37E-03 0.00E+00 1.67E-07 0.00E+00 4.91E-08 0.00E+00 370651.00 3753760.00 4.74E-07 0.00E+00 5.78E-11 0.00E+00 1.70E-11 0.00E+00
370671.00 3753760.00 1.40E-03 0.00E+00 1.73E-07 0.00E+00 5.14E-08 0.00E+00 370671.00 3753760.00 4.85E-07 0.00E+00 5.98E-11 0.00E+00 1.78E-11 0.00E+00
370691.00 3753760.00 1.43E-03 0.00E+00 1.79E-07 0.00E+00 5.39E-08 0.00E+00 370691.00 3753760.00 4.96E-07 0.00E+00 6.19E-11 0.00E+00 1.87E-11 0.00E+00
370711.00 3753760.00 1.46E-03 0.00E+00 1.85E-07 0.00E+00 5.66E-08 0.00E+00 370711.00 3753760.00 5.07E-07 0.00E+00 6.40E-11 0.00E+00 1.96E-11 0.00E+00
370731.00 3753760.00 1.49E-03 0.00E+00 1.91E-07 0.00E+00 5.94E-08 0.00E+00 370731.00 3753760.00 5.17E-07 0.00E+00 6.61E-11 0.00E+00 2.06E-11 0.00E+00
370751.00 3753760.00 1.52E-03 0.00E+00 1.97E-07 0.00E+00 6.24E-08 0.00E+00 370751.00 3753760.00 5.28E-07 0.00E+00 6.82E-11 0.00E+00 2.16E-11 0.00E+00
370771.00 3753760.00 1.55E-03 0.00E+00 2.03E-07 0.00E+00 6.56E-08 0.00E+00 370771.00 3753760.00 5.38E-07 0.00E+00 7.03E-11 0.00E+00 2.27E-11 0.00E+00
370791.00 3753760.00 1.58E-03 0.00E+00 2.09E-07 0.00E+00 6.90E-08 0.00E+00 370791.00 3753760.00 5.48E-07 0.00E+00 7.23E-11 0.00E+00 2.39E-11 0.00E+00
370811.00 3753760.00 1.61E-03 0.00E+00 2.15E-07 0.00E+00 7.26E-08 0.00E+00 370811.00 3753760.00 5.57E-07 0.00E+00 7.43E-11 0.00E+00 2.51E-11 0.00E+00
370831.00 3753760.00 1.63E-03 0.00E+00 2.20E-07 0.00E+00 7.63E-08 0.00E+00 370831.00 3753760.00 5.66E-07 0.00E+00 7.62E-11 0.00E+00 2.64E-11 0.00E+00
370851.00 3753760.00 1.66E-03 0.00E+00 2.26E-07 0.00E+00 8.02E-08 0.00E+00 370851.00 3753760.00 5.74E-07 0.00E+00 7.81E-11 0.00E+00 2.78E-11 0.00E+00
370871.00 3753760.00 1.68E-03 0.00E+00 2.30E-07 0.00E+00 8.43E-08 0.00E+00 370871.00 3753760.00 5.81E-07 0.00E+00 7.97E-11 0.00E+00 2.92E-11 0.00E+00
370891.00 3753760.00 1.70E-03 0.00E+00 2.35E-07 0.00E+00 8.85E-08 0.00E+00 370891.00 3753760.00 5.87E-07 0.00E+00 8.13E-11 0.00E+00 3.06E-11 0.00E+00
370911.00 3753760.00 1.71E-03 0.00E+00 2.39E-07 0.00E+00 9.29E-08 0.00E+00 370911.00 3753760.00 5.92E-07 0.00E+00 8.27E-11 0.00E+00 3.21E-11 0.00E+00
370931.00 3753760.00 1.72E-03 0.00E+00 2.42E-07 0.00E+00 9.74E-08 0.00E+00 370931.00 3753760.00 5.97E-07 0.00E+00 8.39E-11 0.00E+00 3.37E-11 0.00E+00
370951.00 3753760.00 1.73E-03 0.00E+00 2.45E-07 0.00E+00 1.02E-07 0.00E+00 370951.00 3753760.00 6.00E-07 0.00E+00 8.49E-11 0.00E+00 3.53E-11 0.00E+00
370971.00 3753760.00 1.74E-03 0.00E+00 2.48E-07 0.00E+00 1.07E-07 0.00E+00 370971.00 3753760.00 6.02E-07 0.00E+00 8.57E-11 0.00E+00 3.69E-11 0.00E+00
370991.00 3753760.00 1.74E-03 0.00E+00 2.49E-07 0.00E+00 1.11E-07 0.00E+00 370991.00 3753760.00 6.03E-07 0.00E+00 8.63E-11 0.00E+00 3.84E-11 0.00E+00
371011.00 3753760.00 1.74E-03 0.00E+00 2.51E-07 0.00E+00 1.15E-07 0.00E+00 371011.00 3753760.00 6.02E-07 0.00E+00 8.67E-11 0.00E+00 4.00E-11 0.00E+00
371031.00 3753760.00 1.73E-03 0.00E+00 2.51E-07 0.00E+00 1.20E-07 0.00E+00 371031.00 3753760.00 6.00E-07 0.00E+00 8.70E-11 0.00E+00 4.15E-11 0.00E+00
371051.00 3753760.00 1.72E-03 0.00E+00 2.51E-07 0.00E+00 1.24E-07 0.00E+00 371051.00 3753760.00 5.97E-07 0.00E+00 8.70E-11 0.00E+00 4.29E-11 0.00E+00
371071.00 3753760.00 1.71E-03 0.00E+00 2.51E-07 0.00E+00 1.28E-07 0.00E+00 371071.00 3753760.00 5.92E-07 0.00E+00 8.67E-11 0.00E+00 4.43E-11 0.00E+00
371091.00 3753760.00 1.69E-03 0.00E+00 2.49E-07 0.00E+00 1.31E-07 0.00E+00 371091.00 3753760.00 5.86E-07 0.00E+00 8.63E-11 0.00E+00 4.55E-11 0.00E+00
371111.00 3753760.00 1.67E-03 0.00E+00 2.47E-07 0.00E+00 1.35E-07 0.00E+00 371111.00 3753760.00 5.77E-07 0.00E+00 8.56E-11 0.00E+00 4.66E-11 0.00E+00
371131.00 3753760.00 1.64E-03 0.00E+00 2.45E-07 0.00E+00 1.37E-07 0.00E+00 371131.00 3753760.00 5.68E-07 0.00E+00 8.46E-11 0.00E+00 4.75E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371151.00 3753760.00 1.61E-03 0.00E+00 2.42E-07 0.00E+00 1.39E-07 0.00E+00 371151.00 3753760.00 5.56E-07 0.00E+00 8.36E-11 0.00E+00 4.83E-11 0.00E+00
371171.00 3753760.00 1.57E-03 0.00E+00 2.38E-07 0.00E+00 1.41E-07 0.00E+00 371171.00 3753760.00 5.43E-07 0.00E+00 8.23E-11 0.00E+00 4.88E-11 0.00E+00
371191.00 3753760.00 1.53E-03 0.00E+00 2.33E-07 0.00E+00 1.42E-07 0.00E+00 371191.00 3753760.00 5.28E-07 0.00E+00 8.08E-11 0.00E+00 4.92E-11 0.00E+00
371211.00 3753760.00 1.48E-03 0.00E+00 2.28E-07 0.00E+00 1.43E-07 0.00E+00 371211.00 3753760.00 5.12E-07 0.00E+00 7.91E-11 0.00E+00 4.93E-11 0.00E+00
371231.00 3753760.00 1.43E-03 0.00E+00 2.23E-07 0.00E+00 1.42E-07 0.00E+00 371231.00 3753760.00 4.95E-07 0.00E+00 7.73E-11 0.00E+00 4.93E-11 0.00E+00
371251.00 3753760.00 1.37E-03 0.00E+00 2.18E-07 0.00E+00 1.42E-07 0.00E+00 371251.00 3753760.00 4.76E-07 0.00E+00 7.53E-11 0.00E+00 4.91E-11 0.00E+00
371271.00 3753760.00 1.32E-03 0.00E+00 2.12E-07 0.00E+00 1.41E-07 0.00E+00 371271.00 3753760.00 4.56E-07 0.00E+00 7.32E-11 0.00E+00 4.87E-11 0.00E+00
371291.00 3753760.00 1.26E-03 0.00E+00 2.05E-07 0.00E+00 1.39E-07 0.00E+00 371291.00 3753760.00 4.37E-07 0.00E+00 7.11E-11 0.00E+00 4.80E-11 0.00E+00
371311.00 3753760.00 1.20E-03 0.00E+00 1.99E-07 0.00E+00 1.37E-07 0.00E+00 371311.00 3753760.00 4.16E-07 0.00E+00 6.89E-11 0.00E+00 4.73E-11 0.00E+00
371331.00 3753760.00 1.15E-03 0.00E+00 1.93E-07 0.00E+00 1.34E-07 0.00E+00 371331.00 3753760.00 3.97E-07 0.00E+00 6.67E-11 0.00E+00 4.63E-11 0.00E+00
371351.00 3753760.00 1.09E-03 0.00E+00 1.86E-07 0.00E+00 1.31E-07 0.00E+00 371351.00 3753760.00 3.77E-07 0.00E+00 6.45E-11 0.00E+00 4.53E-11 0.00E+00
371371.00 3753760.00 1.03E-03 0.00E+00 1.80E-07 0.00E+00 1.27E-07 0.00E+00 371371.00 3753760.00 3.58E-07 0.00E+00 6.22E-11 0.00E+00 4.41E-11 0.00E+00
371391.00 3753760.00 9.79E-04 0.00E+00 1.73E-07 0.00E+00 1.24E-07 0.00E+00 371391.00 3753760.00 3.39E-07 0.00E+00 5.99E-11 0.00E+00 4.28E-11 0.00E+00
371411.00 3753760.00 9.28E-04 0.00E+00 1.66E-07 0.00E+00 1.19E-07 0.00E+00 371411.00 3753760.00 3.21E-07 0.00E+00 5.75E-11 0.00E+00 4.13E-11 0.00E+00
371431.00 3753760.00 8.79E-04 0.00E+00 1.60E-07 0.00E+00 1.15E-07 0.00E+00 371431.00 3753760.00 3.04E-07 0.00E+00 5.53E-11 0.00E+00 3.99E-11 0.00E+00
371451.00 3753760.00 8.34E-04 0.00E+00 1.53E-07 0.00E+00 1.11E-07 0.00E+00 371451.00 3753760.00 2.89E-07 0.00E+00 5.30E-11 0.00E+00 3.83E-11 0.00E+00
371471.00 3753760.00 7.92E-04 0.00E+00 1.47E-07 0.00E+00 1.06E-07 0.00E+00 371471.00 3753760.00 2.74E-07 0.00E+00 5.08E-11 0.00E+00 3.68E-11 0.00E+00
371491.00 3753760.00 7.53E-04 0.00E+00 1.41E-07 0.00E+00 1.02E-07 0.00E+00 371491.00 3753760.00 2.61E-07 0.00E+00 4.87E-11 0.00E+00 3.52E-11 0.00E+00
371511.00 3753760.00 7.18E-04 0.00E+00 1.35E-07 0.00E+00 9.71E-08 0.00E+00 371511.00 3753760.00 2.48E-07 0.00E+00 4.66E-11 0.00E+00 3.36E-11 0.00E+00
371531.00 3753760.00 6.85E-04 0.00E+00 1.29E-07 0.00E+00 9.23E-08 0.00E+00 371531.00 3753760.00 2.37E-07 0.00E+00 4.46E-11 0.00E+00 3.20E-11 0.00E+00
371551.00 3753760.00 6.56E-04 0.00E+00 1.23E-07 0.00E+00 8.74E-08 0.00E+00 371551.00 3753760.00 2.27E-07 0.00E+00 4.26E-11 0.00E+00 3.03E-11 0.00E+00
371571.00 3753760.00 6.29E-04 0.00E+00 1.17E-07 0.00E+00 8.26E-08 0.00E+00 371571.00 3753760.00 2.18E-07 0.00E+00 4.06E-11 0.00E+00 2.86E-11 0.00E+00
371591.00 3753760.00 6.04E-04 0.00E+00 1.12E-07 0.00E+00 7.80E-08 0.00E+00 371591.00 3753760.00 2.09E-07 0.00E+00 3.87E-11 0.00E+00 2.70E-11 0.00E+00
371611.00 3753760.00 5.80E-04 0.00E+00 1.07E-07 0.00E+00 7.35E-08 0.00E+00 371611.00 3753760.00 2.01E-07 0.00E+00 3.69E-11 0.00E+00 2.54E-11 0.00E+00
371631.00 3753760.00 5.59E-04 0.00E+00 1.02E-07 0.00E+00 6.93E-08 0.00E+00 371631.00 3753760.00 1.93E-07 0.00E+00 3.52E-11 0.00E+00 2.40E-11 0.00E+00
371651.00 3753760.00 5.38E-04 0.00E+00 9.71E-08 0.00E+00 6.53E-08 0.00E+00 371651.00 3753760.00 1.86E-07 0.00E+00 3.36E-11 0.00E+00 2.26E-11 0.00E+00
371671.00 3753760.00 5.18E-04 0.00E+00 9.28E-08 0.00E+00 6.16E-08 0.00E+00 371671.00 3753760.00 1.79E-07 0.00E+00 3.21E-11 0.00E+00 2.13E-11 0.00E+00
371691.00 3753760.00 4.99E-04 0.00E+00 8.88E-08 0.00E+00 5.81E-08 0.00E+00 371691.00 3753760.00 1.73E-07 0.00E+00 3.07E-11 0.00E+00 2.01E-11 0.00E+00
371711.00 3753760.00 4.81E-04 0.00E+00 8.50E-08 0.00E+00 5.49E-08 0.00E+00 371711.00 3753760.00 1.66E-07 0.00E+00 2.94E-11 0.00E+00 1.90E-11 0.00E+00
371731.00 3753760.00 4.63E-04 0.00E+00 8.15E-08 0.00E+00 5.19E-08 0.00E+00 371731.00 3753760.00 1.60E-07 0.00E+00 2.82E-11 0.00E+00 1.80E-11 0.00E+00
371751.00 3753760.00 4.46E-04 0.00E+00 7.82E-08 0.00E+00 4.91E-08 0.00E+00 371751.00 3753760.00 1.54E-07 0.00E+00 2.71E-11 0.00E+00 1.70E-11 0.00E+00
371771.00 3753760.00 4.29E-04 0.00E+00 7.51E-08 0.00E+00 4.66E-08 0.00E+00 371771.00 3753760.00 1.49E-07 0.00E+00 2.60E-11 0.00E+00 1.61E-11 0.00E+00
371791.00 3753760.00 4.13E-04 0.00E+00 7.23E-08 0.00E+00 4.42E-08 0.00E+00 371791.00 3753760.00 1.43E-07 0.00E+00 2.50E-11 0.00E+00 1.53E-11 0.00E+00
371811.00 3753760.00 3.98E-04 0.00E+00 6.97E-08 0.00E+00 4.21E-08 0.00E+00 371811.00 3753760.00 1.38E-07 0.00E+00 2.41E-11 0.00E+00 1.46E-11 0.00E+00
371831.00 3753760.00 3.83E-04 0.00E+00 6.72E-08 0.00E+00 4.01E-08 0.00E+00 371831.00 3753760.00 1.33E-07 0.00E+00 2.33E-11 0.00E+00 1.39E-11 0.00E+00
370571.00 3753780.00 1.29E-03 0.00E+00 1.53E-07 0.00E+00 4.21E-08 0.00E+00 370571.00 3753780.00 4.47E-07 0.00E+00 5.28E-11 0.00E+00 1.46E-11 0.00E+00
370591.00 3753780.00 1.32E-03 0.00E+00 1.58E-07 0.00E+00 4.40E-08 0.00E+00 370591.00 3753780.00 4.58E-07 0.00E+00 5.48E-11 0.00E+00 1.52E-11 0.00E+00
370611.00 3753780.00 1.36E-03 0.00E+00 1.64E-07 0.00E+00 4.61E-08 0.00E+00 370611.00 3753780.00 4.70E-07 0.00E+00 5.69E-11 0.00E+00 1.59E-11 0.00E+00
370631.00 3753780.00 1.39E-03 0.00E+00 1.70E-07 0.00E+00 4.83E-08 0.00E+00 370631.00 3753780.00 4.82E-07 0.00E+00 5.90E-11 0.00E+00 1.67E-11 0.00E+00
370651.00 3753780.00 1.43E-03 0.00E+00 1.77E-07 0.00E+00 5.06E-08 0.00E+00 370651.00 3753780.00 4.94E-07 0.00E+00 6.12E-11 0.00E+00 1.75E-11 0.00E+00
370671.00 3753780.00 1.46E-03 0.00E+00 1.84E-07 0.00E+00 5.32E-08 0.00E+00 370671.00 3753780.00 5.06E-07 0.00E+00 6.35E-11 0.00E+00 1.84E-11 0.00E+00
370691.00 3753780.00 1.49E-03 0.00E+00 1.90E-07 0.00E+00 5.58E-08 0.00E+00 370691.00 3753780.00 5.17E-07 0.00E+00 6.57E-11 0.00E+00 1.93E-11 0.00E+00
370711.00 3753780.00 1.53E-03 0.00E+00 1.97E-07 0.00E+00 5.86E-08 0.00E+00 370711.00 3753780.00 5.29E-07 0.00E+00 6.81E-11 0.00E+00 2.03E-11 0.00E+00
370731.00 3753780.00 1.56E-03 0.00E+00 2.04E-07 0.00E+00 6.17E-08 0.00E+00 370731.00 3753780.00 5.40E-07 0.00E+00 7.05E-11 0.00E+00 2.14E-11 0.00E+00
370751.00 3753780.00 1.60E-03 0.00E+00 2.11E-07 0.00E+00 6.50E-08 0.00E+00 370751.00 3753780.00 5.53E-07 0.00E+00 7.30E-11 0.00E+00 2.25E-11 0.00E+00
370771.00 3753780.00 1.63E-03 0.00E+00 2.18E-07 0.00E+00 6.85E-08 0.00E+00 370771.00 3753780.00 5.65E-07 0.00E+00 7.54E-11 0.00E+00 2.37E-11 0.00E+00
370791.00 3753780.00 1.66E-03 0.00E+00 2.25E-07 0.00E+00 7.22E-08 0.00E+00 370791.00 3753780.00 5.76E-07 0.00E+00 7.78E-11 0.00E+00 2.50E-11 0.00E+00
370811.00 3753780.00 1.69E-03 0.00E+00 2.32E-07 0.00E+00 7.61E-08 0.00E+00 370811.00 3753780.00 5.87E-07 0.00E+00 8.02E-11 0.00E+00 2.64E-11 0.00E+00
370831.00 3753780.00 1.73E-03 0.00E+00 2.38E-07 0.00E+00 8.03E-08 0.00E+00 370831.00 3753780.00 5.98E-07 0.00E+00 8.25E-11 0.00E+00 2.78E-11 0.00E+00
370851.00 3753780.00 1.76E-03 0.00E+00 2.45E-07 0.00E+00 8.47E-08 0.00E+00 370851.00 3753780.00 6.08E-07 0.00E+00 8.47E-11 0.00E+00 2.93E-11 0.00E+00
370871.00 3753780.00 1.78E-03 0.00E+00 2.50E-07 0.00E+00 8.93E-08 0.00E+00 370871.00 3753780.00 6.16E-07 0.00E+00 8.67E-11 0.00E+00 3.09E-11 0.00E+00
370891.00 3753780.00 1.80E-03 0.00E+00 2.56E-07 0.00E+00 9.42E-08 0.00E+00 370891.00 3753780.00 6.24E-07 0.00E+00 8.86E-11 0.00E+00 3.26E-11 0.00E+00
370911.00 3753780.00 1.82E-03 0.00E+00 2.61E-07 0.00E+00 9.92E-08 0.00E+00 370911.00 3753780.00 6.31E-07 0.00E+00 9.02E-11 0.00E+00 3.43E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370931.00 3753780.00 1.84E-03 0.00E+00 2.65E-07 0.00E+00 1.04E-07 0.00E+00 370931.00 3753780.00 6.37E-07 0.00E+00 9.18E-11 0.00E+00 3.61E-11 0.00E+00
370951.00 3753780.00 1.85E-03 0.00E+00 2.69E-07 0.00E+00 1.10E-07 0.00E+00 370951.00 3753780.00 6.41E-07 0.00E+00 9.31E-11 0.00E+00 3.80E-11 0.00E+00
370971.00 3753780.00 1.86E-03 0.00E+00 2.73E-07 0.00E+00 1.15E-07 0.00E+00 370971.00 3753780.00 6.44E-07 0.00E+00 9.44E-11 0.00E+00 3.99E-11 0.00E+00
370991.00 3753780.00 1.87E-03 0.00E+00 2.75E-07 0.00E+00 1.21E-07 0.00E+00 370991.00 3753780.00 6.46E-07 0.00E+00 9.51E-11 0.00E+00 4.18E-11 0.00E+00
371011.00 3753780.00 1.87E-03 0.00E+00 2.76E-07 0.00E+00 1.26E-07 0.00E+00 371011.00 3753780.00 6.47E-07 0.00E+00 9.57E-11 0.00E+00 4.36E-11 0.00E+00
371031.00 3753780.00 1.86E-03 0.00E+00 2.78E-07 0.00E+00 1.31E-07 0.00E+00 371031.00 3753780.00 6.45E-07 0.00E+00 9.61E-11 0.00E+00 4.55E-11 0.00E+00
371051.00 3753780.00 1.86E-03 0.00E+00 2.78E-07 0.00E+00 1.37E-07 0.00E+00 371051.00 3753780.00 6.43E-07 0.00E+00 9.62E-11 0.00E+00 4.73E-11 0.00E+00
371071.00 3753780.00 1.84E-03 0.00E+00 2.78E-07 0.00E+00 1.42E-07 0.00E+00 371071.00 3753780.00 6.38E-07 0.00E+00 9.61E-11 0.00E+00 4.90E-11 0.00E+00
371091.00 3753780.00 1.82E-03 0.00E+00 2.77E-07 0.00E+00 1.46E-07 0.00E+00 371091.00 3753780.00 6.31E-07 0.00E+00 9.58E-11 0.00E+00 5.07E-11 0.00E+00
371111.00 3753780.00 1.80E-03 0.00E+00 2.74E-07 0.00E+00 1.50E-07 0.00E+00 371111.00 3753780.00 6.23E-07 0.00E+00 9.49E-11 0.00E+00 5.20E-11 0.00E+00
371131.00 3753780.00 1.77E-03 0.00E+00 2.70E-07 0.00E+00 1.53E-07 0.00E+00 371131.00 3753780.00 6.14E-07 0.00E+00 9.34E-11 0.00E+00 5.29E-11 0.00E+00
371151.00 3753780.00 1.74E-03 0.00E+00 2.66E-07 0.00E+00 1.56E-07 0.00E+00 371151.00 3753780.00 6.02E-07 0.00E+00 9.21E-11 0.00E+00 5.39E-11 0.00E+00
371171.00 3753780.00 1.70E-03 0.00E+00 2.62E-07 0.00E+00 1.58E-07 0.00E+00 371171.00 3753780.00 5.87E-07 0.00E+00 9.07E-11 0.00E+00 5.47E-11 0.00E+00
371191.00 3753780.00 1.65E-03 0.00E+00 2.57E-07 0.00E+00 1.60E-07 0.00E+00 371191.00 3753780.00 5.71E-07 0.00E+00 8.90E-11 0.00E+00 5.52E-11 0.00E+00
371211.00 3753780.00 1.60E-03 0.00E+00 2.52E-07 0.00E+00 1.60E-07 0.00E+00 371211.00 3753780.00 5.54E-07 0.00E+00 8.72E-11 0.00E+00 5.55E-11 0.00E+00
371231.00 3753780.00 1.54E-03 0.00E+00 2.46E-07 0.00E+00 1.60E-07 0.00E+00 371231.00 3753780.00 5.35E-07 0.00E+00 8.50E-11 0.00E+00 5.56E-11 0.00E+00
371251.00 3753780.00 1.49E-03 0.00E+00 2.40E-07 0.00E+00 1.60E-07 0.00E+00 371251.00 3753780.00 5.15E-07 0.00E+00 8.30E-11 0.00E+00 5.54E-11 0.00E+00
371271.00 3753780.00 1.43E-03 0.00E+00 2.33E-07 0.00E+00 1.59E-07 0.00E+00 371271.00 3753780.00 4.93E-07 0.00E+00 8.06E-11 0.00E+00 5.50E-11 0.00E+00
371291.00 3753780.00 1.36E-03 0.00E+00 2.25E-07 0.00E+00 1.57E-07 0.00E+00 371291.00 3753780.00 4.71E-07 0.00E+00 7.80E-11 0.00E+00 5.42E-11 0.00E+00
371311.00 3753780.00 1.30E-03 0.00E+00 2.18E-07 0.00E+00 1.54E-07 0.00E+00 371311.00 3753780.00 4.49E-07 0.00E+00 7.53E-11 0.00E+00 5.32E-11 0.00E+00
371331.00 3753780.00 1.23E-03 0.00E+00 2.11E-07 0.00E+00 1.51E-07 0.00E+00 371331.00 3753780.00 4.27E-07 0.00E+00 7.29E-11 0.00E+00 5.22E-11 0.00E+00
371351.00 3753780.00 1.17E-03 0.00E+00 2.04E-07 0.00E+00 1.48E-07 0.00E+00 371351.00 3753780.00 4.05E-07 0.00E+00 7.08E-11 0.00E+00 5.13E-11 0.00E+00
371371.00 3753780.00 1.11E-03 0.00E+00 1.95E-07 0.00E+00 1.43E-07 0.00E+00 371371.00 3753780.00 3.84E-07 0.00E+00 6.76E-11 0.00E+00 4.94E-11 0.00E+00
371391.00 3753780.00 1.05E-03 0.00E+00 1.88E-07 0.00E+00 1.38E-07 0.00E+00 371391.00 3753780.00 3.64E-07 0.00E+00 6.50E-11 0.00E+00 4.78E-11 0.00E+00
371411.00 3753780.00 9.94E-04 0.00E+00 1.80E-07 0.00E+00 1.33E-07 0.00E+00 371411.00 3753780.00 3.44E-07 0.00E+00 6.23E-11 0.00E+00 4.61E-11 0.00E+00
371431.00 3753780.00 9.40E-04 0.00E+00 1.72E-07 0.00E+00 1.28E-07 0.00E+00 371431.00 3753780.00 3.26E-07 0.00E+00 5.97E-11 0.00E+00 4.43E-11 0.00E+00
371451.00 3753780.00 8.91E-04 0.00E+00 1.64E-07 0.00E+00 1.22E-07 0.00E+00 371451.00 3753780.00 3.09E-07 0.00E+00 5.69E-11 0.00E+00 4.22E-11 0.00E+00
371471.00 3753780.00 8.46E-04 0.00E+00 1.57E-07 0.00E+00 1.16E-07 0.00E+00 371471.00 3753780.00 2.93E-07 0.00E+00 5.42E-11 0.00E+00 4.02E-11 0.00E+00
371491.00 3753780.00 8.04E-04 0.00E+00 1.49E-07 0.00E+00 1.10E-07 0.00E+00 371491.00 3753780.00 2.78E-07 0.00E+00 5.17E-11 0.00E+00 3.82E-11 0.00E+00
371511.00 3753780.00 7.65E-04 0.00E+00 1.43E-07 0.00E+00 1.05E-07 0.00E+00 371511.00 3753780.00 2.65E-07 0.00E+00 4.94E-11 0.00E+00 3.64E-11 0.00E+00
371531.00 3753780.00 7.29E-04 0.00E+00 1.37E-07 0.00E+00 1.00E-07 0.00E+00 371531.00 3753780.00 2.53E-07 0.00E+00 4.73E-11 0.00E+00 3.47E-11 0.00E+00
371551.00 3753780.00 6.97E-04 0.00E+00 1.31E-07 0.00E+00 9.49E-08 0.00E+00 371551.00 3753780.00 2.41E-07 0.00E+00 4.52E-11 0.00E+00 3.28E-11 0.00E+00
371571.00 3753780.00 6.67E-04 0.00E+00 1.24E-07 0.00E+00 8.93E-08 0.00E+00 371571.00 3753780.00 2.31E-07 0.00E+00 4.30E-11 0.00E+00 3.09E-11 0.00E+00
371591.00 3753780.00 6.40E-04 0.00E+00 1.18E-07 0.00E+00 8.40E-08 0.00E+00 371591.00 3753780.00 2.22E-07 0.00E+00 4.09E-11 0.00E+00 2.91E-11 0.00E+00
371611.00 3753780.00 6.14E-04 0.00E+00 1.13E-07 0.00E+00 7.89E-08 0.00E+00 371611.00 3753780.00 2.13E-07 0.00E+00 3.90E-11 0.00E+00 2.73E-11 0.00E+00
371631.00 3753780.00 5.91E-04 0.00E+00 1.07E-07 0.00E+00 7.41E-08 0.00E+00 371631.00 3753780.00 2.04E-07 0.00E+00 3.71E-11 0.00E+00 2.57E-11 0.00E+00
371651.00 3753780.00 5.68E-04 0.00E+00 1.02E-07 0.00E+00 6.96E-08 0.00E+00 371651.00 3753780.00 1.96E-07 0.00E+00 3.54E-11 0.00E+00 2.41E-11 0.00E+00
371671.00 3753780.00 5.45E-04 0.00E+00 9.75E-08 0.00E+00 6.55E-08 0.00E+00 371671.00 3753780.00 1.89E-07 0.00E+00 3.37E-11 0.00E+00 2.27E-11 0.00E+00
371691.00 3753780.00 5.24E-04 0.00E+00 9.31E-08 0.00E+00 6.16E-08 0.00E+00 371691.00 3753780.00 1.81E-07 0.00E+00 3.22E-11 0.00E+00 2.13E-11 0.00E+00
371711.00 3753780.00 5.05E-04 0.00E+00 8.91E-08 0.00E+00 5.81E-08 0.00E+00 371711.00 3753780.00 1.75E-07 0.00E+00 3.08E-11 0.00E+00 2.01E-11 0.00E+00
371731.00 3753780.00 4.85E-04 0.00E+00 8.54E-08 0.00E+00 5.48E-08 0.00E+00 371731.00 3753780.00 1.68E-07 0.00E+00 2.96E-11 0.00E+00 1.90E-11 0.00E+00
371751.00 3753780.00 4.66E-04 0.00E+00 8.19E-08 0.00E+00 5.19E-08 0.00E+00 371751.00 3753780.00 1.61E-07 0.00E+00 2.84E-11 0.00E+00 1.80E-11 0.00E+00
371771.00 3753780.00 4.49E-04 0.00E+00 7.87E-08 0.00E+00 4.91E-08 0.00E+00 371771.00 3753780.00 1.55E-07 0.00E+00 2.73E-11 0.00E+00 1.70E-11 0.00E+00
371791.00 3753780.00 4.31E-04 0.00E+00 7.58E-08 0.00E+00 4.66E-08 0.00E+00 371791.00 3753780.00 1.49E-07 0.00E+00 2.62E-11 0.00E+00 1.61E-11 0.00E+00
371811.00 3753780.00 4.14E-04 0.00E+00 7.30E-08 0.00E+00 4.43E-08 0.00E+00 371811.00 3753780.00 1.43E-07 0.00E+00 2.53E-11 0.00E+00 1.53E-11 0.00E+00
371831.00 3753780.00 3.98E-04 0.00E+00 7.04E-08 0.00E+00 4.22E-08 0.00E+00 371831.00 3753780.00 1.38E-07 0.00E+00 2.44E-11 0.00E+00 1.46E-11 0.00E+00
370571.00 3753800.00 1.33E-03 0.00E+00 1.60E-07 0.00E+00 4.31E-08 0.00E+00 370571.00 3753800.00 4.61E-07 0.00E+00 5.54E-11 0.00E+00 1.49E-11 0.00E+00
370591.00 3753800.00 1.37E-03 0.00E+00 1.66E-07 0.00E+00 4.52E-08 0.00E+00 370591.00 3753800.00 4.74E-07 0.00E+00 5.76E-11 0.00E+00 1.56E-11 0.00E+00
370611.00 3753800.00 1.40E-03 0.00E+00 1.73E-07 0.00E+00 4.73E-08 0.00E+00 370611.00 3753800.00 4.86E-07 0.00E+00 5.99E-11 0.00E+00 1.64E-11 0.00E+00
370631.00 3753800.00 1.44E-03 0.00E+00 1.80E-07 0.00E+00 4.96E-08 0.00E+00 370631.00 3753800.00 4.99E-07 0.00E+00 6.23E-11 0.00E+00 1.72E-11 0.00E+00
370651.00 3753800.00 1.48E-03 0.00E+00 1.87E-07 0.00E+00 5.21E-08 0.00E+00 370651.00 3753800.00 5.13E-07 0.00E+00 6.48E-11 0.00E+00 1.80E-11 0.00E+00
370671.00 3753800.00 1.52E-03 0.00E+00 1.95E-07 0.00E+00 5.48E-08 0.00E+00 370671.00 3753800.00 5.26E-07 0.00E+00 6.74E-11 0.00E+00 1.90E-11 0.00E+00
370691.00 3753800.00 1.56E-03 0.00E+00 2.02E-07 0.00E+00 5.76E-08 0.00E+00 370691.00 3753800.00 5.38E-07 0.00E+00 7.00E-11 0.00E+00 1.99E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370711.00 3753800.00 1.59E-03 0.00E+00 2.10E-07 0.00E+00 6.07E-08 0.00E+00 370711.00 3753800.00 5.52E-07 0.00E+00 7.27E-11 0.00E+00 2.10E-11 0.00E+00
370731.00 3753800.00 1.63E-03 0.00E+00 2.18E-07 0.00E+00 6.40E-08 0.00E+00 370731.00 3753800.00 5.65E-07 0.00E+00 7.54E-11 0.00E+00 2.22E-11 0.00E+00
370751.00 3753800.00 1.67E-03 0.00E+00 2.26E-07 0.00E+00 6.76E-08 0.00E+00 370751.00 3753800.00 5.79E-07 0.00E+00 7.83E-11 0.00E+00 2.34E-11 0.00E+00
370771.00 3753800.00 1.72E-03 0.00E+00 2.35E-07 0.00E+00 7.16E-08 0.00E+00 370771.00 3753800.00 5.96E-07 0.00E+00 8.14E-11 0.00E+00 2.48E-11 0.00E+00
370791.00 3753800.00 1.76E-03 0.00E+00 2.43E-07 0.00E+00 7.56E-08 0.00E+00 370791.00 3753800.00 6.10E-07 0.00E+00 8.41E-11 0.00E+00 2.62E-11 0.00E+00
370811.00 3753800.00 1.80E-03 0.00E+00 2.50E-07 0.00E+00 8.00E-08 0.00E+00 370811.00 3753800.00 6.23E-07 0.00E+00 8.67E-11 0.00E+00 2.77E-11 0.00E+00
370831.00 3753800.00 1.83E-03 0.00E+00 2.58E-07 0.00E+00 8.46E-08 0.00E+00 370831.00 3753800.00 6.34E-07 0.00E+00 8.93E-11 0.00E+00 2.93E-11 0.00E+00
370851.00 3753800.00 1.86E-03 0.00E+00 2.65E-07 0.00E+00 8.95E-08 0.00E+00 370851.00 3753800.00 6.45E-07 0.00E+00 9.19E-11 0.00E+00 3.10E-11 0.00E+00
370871.00 3753800.00 1.89E-03 0.00E+00 2.73E-07 0.00E+00 9.46E-08 0.00E+00 370871.00 3753800.00 6.55E-07 0.00E+00 9.44E-11 0.00E+00 3.28E-11 0.00E+00
370891.00 3753800.00 1.92E-03 0.00E+00 2.80E-07 0.00E+00 1.00E-07 0.00E+00 370891.00 3753800.00 6.64E-07 0.00E+00 9.68E-11 0.00E+00 3.47E-11 0.00E+00
370911.00 3753800.00 1.94E-03 0.00E+00 2.85E-07 0.00E+00 1.06E-07 0.00E+00 370911.00 3753800.00 6.73E-07 0.00E+00 9.88E-11 0.00E+00 3.66E-11 0.00E+00
370931.00 3753800.00 1.97E-03 0.00E+00 2.91E-07 0.00E+00 1.12E-07 0.00E+00 370931.00 3753800.00 6.80E-07 0.00E+00 1.01E-10 0.00E+00 3.87E-11 0.00E+00
370951.00 3753800.00 1.98E-03 0.00E+00 2.96E-07 0.00E+00 1.18E-07 0.00E+00 370951.00 3753800.00 6.86E-07 0.00E+00 1.03E-10 0.00E+00 4.09E-11 0.00E+00
370971.00 3753800.00 1.99E-03 0.00E+00 3.01E-07 0.00E+00 1.25E-07 0.00E+00 370971.00 3753800.00 6.90E-07 0.00E+00 1.04E-10 0.00E+00 4.32E-11 0.00E+00
370991.00 3753800.00 2.00E-03 0.00E+00 3.05E-07 0.00E+00 1.31E-07 0.00E+00 370991.00 3753800.00 6.93E-07 0.00E+00 1.06E-10 0.00E+00 4.55E-11 0.00E+00
371011.00 3753800.00 2.01E-03 0.00E+00 3.07E-07 0.00E+00 1.38E-07 0.00E+00 371011.00 3753800.00 6.96E-07 0.00E+00 1.06E-10 0.00E+00 4.77E-11 0.00E+00
371031.00 3753800.00 2.01E-03 0.00E+00 3.09E-07 0.00E+00 1.45E-07 0.00E+00 371031.00 3753800.00 6.95E-07 0.00E+00 1.07E-10 0.00E+00 5.01E-11 0.00E+00
371051.00 3753800.00 2.00E-03 0.00E+00 3.11E-07 0.00E+00 1.51E-07 0.00E+00 371051.00 3753800.00 6.92E-07 0.00E+00 1.08E-10 0.00E+00 5.24E-11 0.00E+00
371071.00 3753800.00 1.98E-03 0.00E+00 3.12E-07 0.00E+00 1.58E-07 0.00E+00 371071.00 3753800.00 6.85E-07 0.00E+00 1.08E-10 0.00E+00 5.46E-11 0.00E+00
371091.00 3753800.00 1.96E-03 0.00E+00 3.12E-07 0.00E+00 1.64E-07 0.00E+00 371091.00 3753800.00 6.78E-07 0.00E+00 1.08E-10 0.00E+00 5.68E-11 0.00E+00
371111.00 3753800.00 1.93E-03 0.00E+00 3.10E-07 0.00E+00 1.70E-07 0.00E+00 371111.00 3753800.00 6.70E-07 0.00E+00 1.07E-10 0.00E+00 5.87E-11 0.00E+00
371131.00 3753800.00 1.92E-03 0.00E+00 3.01E-07 0.00E+00 1.72E-07 0.00E+00 371131.00 3753800.00 6.65E-07 0.00E+00 1.04E-10 0.00E+00 5.95E-11 0.00E+00
371151.00 3753800.00 1.88E-03 0.00E+00 2.96E-07 0.00E+00 1.76E-07 0.00E+00 371151.00 3753800.00 6.52E-07 0.00E+00 1.03E-10 0.00E+00 6.08E-11 0.00E+00
371171.00 3753800.00 1.84E-03 0.00E+00 2.92E-07 0.00E+00 1.79E-07 0.00E+00 371171.00 3753800.00 6.37E-07 0.00E+00 1.01E-10 0.00E+00 6.19E-11 0.00E+00
371191.00 3753800.00 1.79E-03 0.00E+00 2.86E-07 0.00E+00 1.81E-07 0.00E+00 371191.00 3753800.00 6.20E-07 0.00E+00 9.91E-11 0.00E+00 6.27E-11 0.00E+00
371211.00 3753800.00 1.74E-03 0.00E+00 2.80E-07 0.00E+00 1.82E-07 0.00E+00 371211.00 3753800.00 6.01E-07 0.00E+00 9.69E-11 0.00E+00 6.31E-11 0.00E+00
371231.00 3753800.00 1.68E-03 0.00E+00 2.73E-07 0.00E+00 1.83E-07 0.00E+00 371231.00 3753800.00 5.80E-07 0.00E+00 9.44E-11 0.00E+00 6.32E-11 0.00E+00
371251.00 3753800.00 1.61E-03 0.00E+00 2.66E-07 0.00E+00 1.82E-07 0.00E+00 371251.00 3753800.00 5.58E-07 0.00E+00 9.19E-11 0.00E+00 6.31E-11 0.00E+00
371271.00 3753800.00 1.54E-03 0.00E+00 2.58E-07 0.00E+00 1.81E-07 0.00E+00 371271.00 3753800.00 5.35E-07 0.00E+00 8.93E-11 0.00E+00 6.27E-11 0.00E+00
371291.00 3753800.00 1.48E-03 0.00E+00 2.49E-07 0.00E+00 1.78E-07 0.00E+00 371291.00 3753800.00 5.11E-07 0.00E+00 8.63E-11 0.00E+00 6.18E-11 0.00E+00
371311.00 3753800.00 1.40E-03 0.00E+00 2.40E-07 0.00E+00 1.75E-07 0.00E+00 371311.00 3753800.00 4.86E-07 0.00E+00 8.32E-11 0.00E+00 6.05E-11 0.00E+00
371331.00 3753800.00 1.31E-03 0.00E+00 2.39E-07 0.00E+00 1.77E-07 0.00E+00 371331.00 3753800.00 4.55E-07 0.00E+00 8.28E-11 0.00E+00 6.14E-11 0.00E+00
371351.00 3753800.00 1.26E-03 0.00E+00 2.29E-07 0.00E+00 1.73E-07 0.00E+00 371351.00 3753800.00 4.35E-07 0.00E+00 7.93E-11 0.00E+00 5.97E-11 0.00E+00
371371.00 3753800.00 1.19E-03 0.00E+00 2.16E-07 0.00E+00 1.64E-07 0.00E+00 371371.00 3753800.00 4.13E-07 0.00E+00 7.48E-11 0.00E+00 5.67E-11 0.00E+00
371391.00 3753800.00 1.13E-03 0.00E+00 2.05E-07 0.00E+00 1.56E-07 0.00E+00 371391.00 3753800.00 3.91E-07 0.00E+00 7.10E-11 0.00E+00 5.40E-11 0.00E+00
371411.00 3753800.00 1.07E-03 0.00E+00 1.96E-07 0.00E+00 1.50E-07 0.00E+00 371411.00 3753800.00 3.69E-07 0.00E+00 6.79E-11 0.00E+00 5.19E-11 0.00E+00
371431.00 3753800.00 1.01E-03 0.00E+00 1.87E-07 0.00E+00 1.43E-07 0.00E+00 371431.00 3753800.00 3.49E-07 0.00E+00 6.47E-11 0.00E+00 4.95E-11 0.00E+00
371451.00 3753800.00 9.54E-04 0.00E+00 1.77E-07 0.00E+00 1.35E-07 0.00E+00 371451.00 3753800.00 3.30E-07 0.00E+00 6.14E-11 0.00E+00 4.69E-11 0.00E+00
371471.00 3753800.00 9.04E-04 0.00E+00 1.69E-07 0.00E+00 1.29E-07 0.00E+00 371471.00 3753800.00 3.13E-07 0.00E+00 5.84E-11 0.00E+00 4.45E-11 0.00E+00
371491.00 3753800.00 8.58E-04 0.00E+00 1.60E-07 0.00E+00 1.22E-07 0.00E+00 371491.00 3753800.00 2.97E-07 0.00E+00 5.55E-11 0.00E+00 4.21E-11 0.00E+00
371511.00 3753800.00 8.16E-04 0.00E+00 1.53E-07 0.00E+00 1.15E-07 0.00E+00 371511.00 3753800.00 2.82E-07 0.00E+00 5.29E-11 0.00E+00 3.99E-11 0.00E+00
371531.00 3753800.00 7.77E-04 0.00E+00 1.46E-07 0.00E+00 1.10E-07 0.00E+00 371531.00 3753800.00 2.69E-07 0.00E+00 5.06E-11 0.00E+00 3.80E-11 0.00E+00
371551.00 3753800.00 7.41E-04 0.00E+00 1.39E-07 0.00E+00 1.03E-07 0.00E+00 371551.00 3753800.00 2.57E-07 0.00E+00 4.82E-11 0.00E+00 3.57E-11 0.00E+00
371571.00 3753800.00 7.09E-04 0.00E+00 1.32E-07 0.00E+00 9.68E-08 0.00E+00 371571.00 3753800.00 2.45E-07 0.00E+00 4.57E-11 0.00E+00 3.35E-11 0.00E+00
371591.00 3753800.00 6.79E-04 0.00E+00 1.25E-07 0.00E+00 9.06E-08 0.00E+00 371591.00 3753800.00 2.35E-07 0.00E+00 4.34E-11 0.00E+00 3.14E-11 0.00E+00
371611.00 3753800.00 6.52E-04 0.00E+00 1.19E-07 0.00E+00 8.48E-08 0.00E+00 371611.00 3753800.00 2.26E-07 0.00E+00 4.12E-11 0.00E+00 2.94E-11 0.00E+00
371631.00 3753800.00 6.26E-04 0.00E+00 1.13E-07 0.00E+00 7.94E-08 0.00E+00 371631.00 3753800.00 2.17E-07 0.00E+00 3.92E-11 0.00E+00 2.75E-11 0.00E+00
371651.00 3753800.00 6.00E-04 0.00E+00 1.08E-07 0.00E+00 7.44E-08 0.00E+00 371651.00 3753800.00 2.08E-07 0.00E+00 3.73E-11 0.00E+00 2.58E-11 0.00E+00
371671.00 3753800.00 5.75E-04 0.00E+00 1.03E-07 0.00E+00 6.97E-08 0.00E+00 371671.00 3753800.00 1.99E-07 0.00E+00 3.56E-11 0.00E+00 2.41E-11 0.00E+00
371691.00 3753800.00 5.52E-04 0.00E+00 9.81E-08 0.00E+00 6.55E-08 0.00E+00 371691.00 3753800.00 1.91E-07 0.00E+00 3.40E-11 0.00E+00 2.27E-11 0.00E+00
371711.00 3753800.00 5.30E-04 0.00E+00 9.38E-08 0.00E+00 6.17E-08 0.00E+00 371711.00 3753800.00 1.83E-07 0.00E+00 3.25E-11 0.00E+00 2.13E-11 0.00E+00
371731.00 3753800.00 5.08E-04 0.00E+00 8.99E-08 0.00E+00 5.82E-08 0.00E+00 371731.00 3753800.00 1.76E-07 0.00E+00 3.11E-11 0.00E+00 2.01E-11 0.00E+00
371751.00 3753800.00 4.88E-04 0.00E+00 8.62E-08 0.00E+00 5.49E-08 0.00E+00 371751.00 3753800.00 1.69E-07 0.00E+00 2.98E-11 0.00E+00 1.90E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371771.00 3753800.00 4.69E-04 0.00E+00 8.28E-08 0.00E+00 5.20E-08 0.00E+00 371771.00 3753800.00 1.62E-07 0.00E+00 2.87E-11 0.00E+00 1.80E-11 0.00E+00
371791.00 3753800.00 4.51E-04 0.00E+00 7.98E-08 0.00E+00 4.94E-08 0.00E+00 371791.00 3753800.00 1.56E-07 0.00E+00 2.76E-11 0.00E+00 1.71E-11 0.00E+00
371811.00 3753800.00 4.33E-04 0.00E+00 7.69E-08 0.00E+00 4.70E-08 0.00E+00 371811.00 3753800.00 1.50E-07 0.00E+00 2.66E-11 0.00E+00 1.63E-11 0.00E+00
371831.00 3753800.00 4.16E-04 0.00E+00 7.42E-08 0.00E+00 4.48E-08 0.00E+00 371831.00 3753800.00 1.44E-07 0.00E+00 2.57E-11 0.00E+00 1.55E-11 0.00E+00
370571.00 3753820.00 1.38E-03 0.00E+00 1.68E-07 0.00E+00 4.42E-08 0.00E+00 370571.00 3753820.00 4.77E-07 0.00E+00 5.82E-11 0.00E+00 1.53E-11 0.00E+00
370591.00 3753820.00 1.42E-03 0.00E+00 1.75E-07 0.00E+00 4.64E-08 0.00E+00 370591.00 3753820.00 4.90E-07 0.00E+00 6.07E-11 0.00E+00 1.60E-11 0.00E+00
370611.00 3753820.00 1.45E-03 0.00E+00 1.82E-07 0.00E+00 4.86E-08 0.00E+00 370611.00 3753820.00 5.03E-07 0.00E+00 6.32E-11 0.00E+00 1.68E-11 0.00E+00
370631.00 3753820.00 1.49E-03 0.00E+00 1.90E-07 0.00E+00 5.10E-08 0.00E+00 370631.00 3753820.00 5.16E-07 0.00E+00 6.58E-11 0.00E+00 1.77E-11 0.00E+00
370651.00 3753820.00 1.53E-03 0.00E+00 1.98E-07 0.00E+00 5.36E-08 0.00E+00 370651.00 3753820.00 5.31E-07 0.00E+00 6.86E-11 0.00E+00 1.86E-11 0.00E+00
370671.00 3753820.00 1.58E-03 0.00E+00 2.07E-07 0.00E+00 5.65E-08 0.00E+00 370671.00 3753820.00 5.46E-07 0.00E+00 7.15E-11 0.00E+00 1.95E-11 0.00E+00
370691.00 3753820.00 1.62E-03 0.00E+00 2.15E-07 0.00E+00 5.96E-08 0.00E+00 370691.00 3753820.00 5.61E-07 0.00E+00 7.46E-11 0.00E+00 2.06E-11 0.00E+00
370711.00 3753820.00 1.66E-03 0.00E+00 2.24E-07 0.00E+00 6.28E-08 0.00E+00 370711.00 3753820.00 5.76E-07 0.00E+00 7.77E-11 0.00E+00 2.17E-11 0.00E+00
370731.00 3753820.00 1.71E-03 0.00E+00 2.34E-07 0.00E+00 6.64E-08 0.00E+00 370731.00 3753820.00 5.91E-07 0.00E+00 8.09E-11 0.00E+00 2.30E-11 0.00E+00
370751.00 3753820.00 1.75E-03 0.00E+00 2.43E-07 0.00E+00 7.02E-08 0.00E+00 370751.00 3753820.00 6.06E-07 0.00E+00 8.41E-11 0.00E+00 2.43E-11 0.00E+00
370771.00 3753820.00 1.81E-03 0.00E+00 2.53E-07 0.00E+00 7.45E-08 0.00E+00 370771.00 3753820.00 6.26E-07 0.00E+00 8.77E-11 0.00E+00 2.58E-11 0.00E+00
370791.00 3753820.00 1.85E-03 0.00E+00 2.63E-07 0.00E+00 7.90E-08 0.00E+00 370791.00 3753820.00 6.41E-07 0.00E+00 9.09E-11 0.00E+00 2.73E-11 0.00E+00
370811.00 3753820.00 1.89E-03 0.00E+00 2.72E-07 0.00E+00 8.37E-08 0.00E+00 370811.00 3753820.00 6.56E-07 0.00E+00 9.42E-11 0.00E+00 2.90E-11 0.00E+00
370831.00 3753820.00 1.93E-03 0.00E+00 2.81E-07 0.00E+00 8.88E-08 0.00E+00 370831.00 3753820.00 6.70E-07 0.00E+00 9.73E-11 0.00E+00 3.07E-11 0.00E+00
370851.00 3753820.00 1.97E-03 0.00E+00 2.90E-07 0.00E+00 9.43E-08 0.00E+00 370851.00 3753820.00 6.83E-07 0.00E+00 1.00E-10 0.00E+00 3.26E-11 0.00E+00
370871.00 3753820.00 2.01E-03 0.00E+00 2.99E-07 0.00E+00 1.00E-07 0.00E+00 370871.00 3753820.00 6.95E-07 0.00E+00 1.03E-10 0.00E+00 3.47E-11 0.00E+00
370891.00 3753820.00 2.04E-03 0.00E+00 3.08E-07 0.00E+00 1.06E-07 0.00E+00 370891.00 3753820.00 7.06E-07 0.00E+00 1.06E-10 0.00E+00 3.68E-11 0.00E+00
370911.00 3753820.00 2.08E-03 0.00E+00 3.13E-07 0.00E+00 1.13E-07 0.00E+00 370911.00 3753820.00 7.19E-07 0.00E+00 1.08E-10 0.00E+00 3.90E-11 0.00E+00
370931.00 3753820.00 2.10E-03 0.00E+00 3.22E-07 0.00E+00 1.20E-07 0.00E+00 370931.00 3753820.00 7.27E-07 0.00E+00 1.11E-10 0.00E+00 4.15E-11 0.00E+00
370951.00 3753820.00 2.12E-03 0.00E+00 3.28E-07 0.00E+00 1.27E-07 0.00E+00 370951.00 3753820.00 7.35E-07 0.00E+00 1.14E-10 0.00E+00 4.41E-11 0.00E+00
370971.00 3753820.00 2.14E-03 0.00E+00 3.35E-07 0.00E+00 1.35E-07 0.00E+00 370971.00 3753820.00 7.40E-07 0.00E+00 1.16E-10 0.00E+00 4.67E-11 0.00E+00
370991.00 3753820.00 2.16E-03 0.00E+00 3.38E-07 0.00E+00 1.43E-07 0.00E+00 370991.00 3753820.00 7.47E-07 0.00E+00 1.17E-10 0.00E+00 4.94E-11 0.00E+00
371011.00 3753820.00 2.17E-03 0.00E+00 3.41E-07 0.00E+00 1.51E-07 0.00E+00 371011.00 3753820.00 7.50E-07 0.00E+00 1.18E-10 0.00E+00 5.22E-11 0.00E+00
371031.00 3753820.00 2.17E-03 0.00E+00 3.44E-07 0.00E+00 1.59E-07 0.00E+00 371031.00 3753820.00 7.51E-07 0.00E+00 1.19E-10 0.00E+00 5.51E-11 0.00E+00
371051.00 3753820.00 2.16E-03 0.00E+00 3.47E-07 0.00E+00 1.68E-07 0.00E+00 371051.00 3753820.00 7.48E-07 0.00E+00 1.20E-10 0.00E+00 5.80E-11 0.00E+00
371071.00 3753820.00 2.12E-03 0.00E+00 3.48E-07 0.00E+00 1.75E-07 0.00E+00 371071.00 3753820.00 7.34E-07 0.00E+00 1.20E-10 0.00E+00 6.04E-11 0.00E+00
371091.00 3753820.00 2.11E-03 0.00E+00 3.48E-07 0.00E+00 1.83E-07 0.00E+00 371091.00 3753820.00 7.29E-07 0.00E+00 1.20E-10 0.00E+00 6.32E-11 0.00E+00
371111.00 3753820.00 2.09E-03 0.00E+00 3.46E-07 0.00E+00 1.90E-07 0.00E+00 371111.00 3753820.00 7.23E-07 0.00E+00 1.20E-10 0.00E+00 6.58E-11 0.00E+00
371131.00 3753820.00 2.09E-03 0.00E+00 3.38E-07 0.00E+00 1.95E-07 0.00E+00 371131.00 3753820.00 7.22E-07 0.00E+00 1.17E-10 0.00E+00 6.75E-11 0.00E+00
371151.00 3753820.00 2.05E-03 0.00E+00 3.32E-07 0.00E+00 1.99E-07 0.00E+00 371151.00 3753820.00 7.10E-07 0.00E+00 1.15E-10 0.00E+00 6.89E-11 0.00E+00
371171.00 3753820.00 2.00E-03 0.00E+00 3.26E-07 0.00E+00 2.03E-07 0.00E+00 371171.00 3753820.00 6.94E-07 0.00E+00 1.13E-10 0.00E+00 7.04E-11 0.00E+00
371191.00 3753820.00 1.95E-03 0.00E+00 3.20E-07 0.00E+00 2.07E-07 0.00E+00 371191.00 3753820.00 6.75E-07 0.00E+00 1.11E-10 0.00E+00 7.16E-11 0.00E+00
371211.00 3753820.00 1.89E-03 0.00E+00 3.13E-07 0.00E+00 2.09E-07 0.00E+00 371211.00 3753820.00 6.55E-07 0.00E+00 1.08E-10 0.00E+00 7.22E-11 0.00E+00
371231.00 3753820.00 1.83E-03 0.00E+00 3.05E-07 0.00E+00 2.09E-07 0.00E+00 371231.00 3753820.00 6.32E-07 0.00E+00 1.05E-10 0.00E+00 7.25E-11 0.00E+00
371251.00 3753820.00 1.75E-03 0.00E+00 2.96E-07 0.00E+00 2.09E-07 0.00E+00 371251.00 3753820.00 6.07E-07 0.00E+00 1.03E-10 0.00E+00 7.25E-11 0.00E+00
371271.00 3753820.00 1.68E-03 0.00E+00 2.87E-07 0.00E+00 2.08E-07 0.00E+00 371271.00 3753820.00 5.82E-07 0.00E+00 9.95E-11 0.00E+00 7.20E-11 0.00E+00
371291.00 3753820.00 1.60E-03 0.00E+00 2.77E-07 0.00E+00 2.05E-07 0.00E+00 371291.00 3753820.00 5.55E-07 0.00E+00 9.60E-11 0.00E+00 7.09E-11 0.00E+00
371311.00 3753820.00 1.52E-03 0.00E+00 2.67E-07 0.00E+00 2.01E-07 0.00E+00 371311.00 3753820.00 5.28E-07 0.00E+00 9.23E-11 0.00E+00 6.95E-11 0.00E+00
371331.00 3753820.00 1.44E-03 0.00E+00 2.65E-07 0.00E+00 2.04E-07 0.00E+00 371331.00 3753820.00 4.97E-07 0.00E+00 9.16E-11 0.00E+00 7.05E-11 0.00E+00
371351.00 3753820.00 1.36E-03 0.00E+00 2.53E-07 0.00E+00 1.97E-07 0.00E+00 371351.00 3753820.00 4.71E-07 0.00E+00 8.76E-11 0.00E+00 6.83E-11 0.00E+00
371371.00 3753820.00 1.29E-03 0.00E+00 2.39E-07 0.00E+00 1.87E-07 0.00E+00 371371.00 3753820.00 4.46E-07 0.00E+00 8.27E-11 0.00E+00 6.49E-11 0.00E+00
371391.00 3753820.00 1.22E-03 0.00E+00 2.25E-07 0.00E+00 1.77E-07 0.00E+00 371391.00 3753820.00 4.22E-07 0.00E+00 7.80E-11 0.00E+00 6.14E-11 0.00E+00
371411.00 3753820.00 1.15E-03 0.00E+00 2.14E-07 0.00E+00 1.69E-07 0.00E+00 371411.00 3753820.00 3.98E-07 0.00E+00 7.42E-11 0.00E+00 5.86E-11 0.00E+00
371431.00 3753820.00 1.08E-03 0.00E+00 2.04E-07 0.00E+00 1.61E-07 0.00E+00 371431.00 3753820.00 3.75E-07 0.00E+00 7.05E-11 0.00E+00 5.57E-11 0.00E+00
371451.00 3753820.00 1.02E-03 0.00E+00 1.93E-07 0.00E+00 1.52E-07 0.00E+00 371451.00 3753820.00 3.55E-07 0.00E+00 6.67E-11 0.00E+00 5.25E-11 0.00E+00
371471.00 3753820.00 9.69E-04 0.00E+00 1.83E-07 0.00E+00 1.43E-07 0.00E+00 371471.00 3753820.00 3.35E-07 0.00E+00 6.32E-11 0.00E+00 4.96E-11 0.00E+00
371491.00 3753820.00 9.18E-04 0.00E+00 1.73E-07 0.00E+00 1.35E-07 0.00E+00 371491.00 3753820.00 3.18E-07 0.00E+00 5.99E-11 0.00E+00 4.67E-11 0.00E+00
371511.00 3753820.00 8.72E-04 0.00E+00 1.65E-07 0.00E+00 1.27E-07 0.00E+00 371511.00 3753820.00 3.02E-07 0.00E+00 5.70E-11 0.00E+00 4.40E-11 0.00E+00
371531.00 3753820.00 8.29E-04 0.00E+00 1.57E-07 0.00E+00 1.20E-07 0.00E+00 371531.00 3753820.00 2.87E-07 0.00E+00 5.43E-11 0.00E+00 4.16E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371551.00 3753820.00 7.91E-04 0.00E+00 1.49E-07 0.00E+00 1.13E-07 0.00E+00 371551.00 3753820.00 2.74E-07 0.00E+00 5.14E-11 0.00E+00 3.90E-11 0.00E+00
371571.00 3753820.00 7.55E-04 0.00E+00 1.41E-07 0.00E+00 1.05E-07 0.00E+00 371571.00 3753820.00 2.61E-07 0.00E+00 4.87E-11 0.00E+00 3.64E-11 0.00E+00
371591.00 3753820.00 7.23E-04 0.00E+00 1.33E-07 0.00E+00 9.80E-08 0.00E+00 371591.00 3753820.00 2.50E-07 0.00E+00 4.62E-11 0.00E+00 3.39E-11 0.00E+00
371611.00 3753820.00 6.91E-04 0.00E+00 1.27E-07 0.00E+00 9.14E-08 0.00E+00 371611.00 3753820.00 2.39E-07 0.00E+00 4.38E-11 0.00E+00 3.16E-11 0.00E+00
371631.00 3753820.00 6.63E-04 0.00E+00 1.20E-07 0.00E+00 8.53E-08 0.00E+00 371631.00 3753820.00 2.29E-07 0.00E+00 4.16E-11 0.00E+00 2.95E-11 0.00E+00
371651.00 3753820.00 6.35E-04 0.00E+00 1.14E-07 0.00E+00 7.97E-08 0.00E+00 371651.00 3753820.00 2.20E-07 0.00E+00 3.96E-11 0.00E+00 2.76E-11 0.00E+00
371671.00 3753820.00 6.08E-04 0.00E+00 1.09E-07 0.00E+00 7.46E-08 0.00E+00 371671.00 3753820.00 2.10E-07 0.00E+00 3.77E-11 0.00E+00 2.58E-11 0.00E+00
371691.00 3753820.00 5.81E-04 0.00E+00 1.04E-07 0.00E+00 6.99E-08 0.00E+00 371691.00 3753820.00 2.01E-07 0.00E+00 3.60E-11 0.00E+00 2.42E-11 0.00E+00
371711.00 3753820.00 5.57E-04 0.00E+00 9.93E-08 0.00E+00 6.57E-08 0.00E+00 371711.00 3753820.00 1.93E-07 0.00E+00 3.44E-11 0.00E+00 2.28E-11 0.00E+00
371731.00 3753820.00 5.34E-04 0.00E+00 9.51E-08 0.00E+00 6.20E-08 0.00E+00 371731.00 3753820.00 1.85E-07 0.00E+00 3.29E-11 0.00E+00 2.14E-11 0.00E+00
371751.00 3753820.00 5.11E-04 0.00E+00 9.12E-08 0.00E+00 5.85E-08 0.00E+00 371751.00 3753820.00 1.77E-07 0.00E+00 3.16E-11 0.00E+00 2.03E-11 0.00E+00
371771.00 3753820.00 4.90E-04 0.00E+00 8.77E-08 0.00E+00 5.54E-08 0.00E+00 371771.00 3753820.00 1.70E-07 0.00E+00 3.04E-11 0.00E+00 1.92E-11 0.00E+00
371791.00 3753820.00 4.71E-04 0.00E+00 8.45E-08 0.00E+00 5.27E-08 0.00E+00 371791.00 3753820.00 1.63E-07 0.00E+00 2.92E-11 0.00E+00 1.82E-11 0.00E+00
371811.00 3753820.00 4.51E-04 0.00E+00 8.15E-08 0.00E+00 5.02E-08 0.00E+00 371811.00 3753820.00 1.56E-07 0.00E+00 2.82E-11 0.00E+00 1.74E-11 0.00E+00
371831.00 3753820.00 4.33E-04 0.00E+00 7.87E-08 0.00E+00 4.79E-08 0.00E+00 371831.00 3753820.00 1.50E-07 0.00E+00 2.72E-11 0.00E+00 1.66E-11 0.00E+00
370571.00 3753840.00 1.42E-03 0.00E+00 1.77E-07 0.00E+00 4.53E-08 0.00E+00 370571.00 3753840.00 4.92E-07 0.00E+00 6.11E-11 0.00E+00 1.57E-11 0.00E+00
370591.00 3753840.00 1.46E-03 0.00E+00 1.84E-07 0.00E+00 4.76E-08 0.00E+00 370591.00 3753840.00 5.07E-07 0.00E+00 6.38E-11 0.00E+00 1.65E-11 0.00E+00
370611.00 3753840.00 1.51E-03 0.00E+00 1.93E-07 0.00E+00 4.99E-08 0.00E+00 370611.00 3753840.00 5.21E-07 0.00E+00 6.67E-11 0.00E+00 1.73E-11 0.00E+00
370631.00 3753840.00 1.55E-03 0.00E+00 2.01E-07 0.00E+00 5.25E-08 0.00E+00 370631.00 3753840.00 5.36E-07 0.00E+00 6.96E-11 0.00E+00 1.82E-11 0.00E+00
370651.00 3753840.00 1.59E-03 0.00E+00 2.10E-07 0.00E+00 5.51E-08 0.00E+00 370651.00 3753840.00 5.50E-07 0.00E+00 7.26E-11 0.00E+00 1.91E-11 0.00E+00
370671.00 3753840.00 1.63E-03 0.00E+00 2.19E-07 0.00E+00 5.82E-08 0.00E+00 370671.00 3753840.00 5.66E-07 0.00E+00 7.59E-11 0.00E+00 2.01E-11 0.00E+00
370691.00 3753840.00 1.69E-03 0.00E+00 2.29E-07 0.00E+00 6.14E-08 0.00E+00 370691.00 3753840.00 5.83E-07 0.00E+00 7.94E-11 0.00E+00 2.13E-11 0.00E+00
370711.00 3753840.00 1.74E-03 0.00E+00 2.40E-07 0.00E+00 6.50E-08 0.00E+00 370711.00 3753840.00 6.01E-07 0.00E+00 8.31E-11 0.00E+00 2.25E-11 0.00E+00
370731.00 3753840.00 1.78E-03 0.00E+00 2.51E-07 0.00E+00 6.87E-08 0.00E+00 370731.00 3753840.00 6.17E-07 0.00E+00 8.68E-11 0.00E+00 2.38E-11 0.00E+00
370751.00 3753840.00 1.83E-03 0.00E+00 2.62E-07 0.00E+00 7.29E-08 0.00E+00 370751.00 3753840.00 6.34E-07 0.00E+00 9.06E-11 0.00E+00 2.52E-11 0.00E+00
370771.00 3753840.00 1.89E-03 0.00E+00 2.73E-07 0.00E+00 7.74E-08 0.00E+00 370771.00 3753840.00 6.53E-07 0.00E+00 9.46E-11 0.00E+00 2.68E-11 0.00E+00
370791.00 3753840.00 1.94E-03 0.00E+00 2.85E-07 0.00E+00 8.23E-08 0.00E+00 370791.00 3753840.00 6.71E-07 0.00E+00 9.87E-11 0.00E+00 2.85E-11 0.00E+00
370811.00 3753840.00 1.99E-03 0.00E+00 2.97E-07 0.00E+00 8.75E-08 0.00E+00 370811.00 3753840.00 6.88E-07 0.00E+00 1.03E-10 0.00E+00 3.03E-11 0.00E+00
370831.00 3753840.00 2.03E-03 0.00E+00 3.08E-07 0.00E+00 9.31E-08 0.00E+00 370831.00 3753840.00 7.04E-07 0.00E+00 1.07E-10 0.00E+00 3.22E-11 0.00E+00
370851.00 3753840.00 2.08E-03 0.00E+00 3.19E-07 0.00E+00 9.92E-08 0.00E+00 370851.00 3753840.00 7.20E-07 0.00E+00 1.10E-10 0.00E+00 3.43E-11 0.00E+00
370871.00 3753840.00 2.12E-03 0.00E+00 3.30E-07 0.00E+00 1.06E-07 0.00E+00 370871.00 3753840.00 7.36E-07 0.00E+00 1.14E-10 0.00E+00 3.66E-11 0.00E+00
370891.00 3753840.00 2.17E-03 0.00E+00 3.40E-07 0.00E+00 1.13E-07 0.00E+00 370891.00 3753840.00 7.50E-07 0.00E+00 1.18E-10 0.00E+00 3.91E-11 0.00E+00
370911.00 3753840.00 2.21E-03 0.00E+00 3.50E-07 0.00E+00 1.20E-07 0.00E+00 370911.00 3753840.00 7.64E-07 0.00E+00 1.21E-10 0.00E+00 4.17E-11 0.00E+00
370931.00 3753840.00 2.24E-03 0.00E+00 3.58E-07 0.00E+00 1.29E-07 0.00E+00 370931.00 3753840.00 7.77E-07 0.00E+00 1.24E-10 0.00E+00 4.45E-11 0.00E+00
370951.00 3753840.00 2.27E-03 0.00E+00 3.66E-07 0.00E+00 1.37E-07 0.00E+00 370951.00 3753840.00 7.87E-07 0.00E+00 1.27E-10 0.00E+00 4.75E-11 0.00E+00
370971.00 3753840.00 2.30E-03 0.00E+00 3.74E-07 0.00E+00 1.46E-07 0.00E+00 370971.00 3753840.00 7.95E-07 0.00E+00 1.30E-10 0.00E+00 5.06E-11 0.00E+00
370991.00 3753840.00 2.32E-03 0.00E+00 3.78E-07 0.00E+00 1.56E-07 0.00E+00 370991.00 3753840.00 8.05E-07 0.00E+00 1.31E-10 0.00E+00 5.39E-11 0.00E+00
371011.00 3753840.00 2.34E-03 0.00E+00 3.82E-07 0.00E+00 1.65E-07 0.00E+00 371011.00 3753840.00 8.10E-07 0.00E+00 1.32E-10 0.00E+00 5.73E-11 0.00E+00
371031.00 3753840.00 2.35E-03 0.00E+00 3.86E-07 0.00E+00 1.75E-07 0.00E+00 371031.00 3753840.00 8.13E-07 0.00E+00 1.34E-10 0.00E+00 6.07E-11 0.00E+00
371051.00 3753840.00 2.35E-03 0.00E+00 3.88E-07 0.00E+00 1.86E-07 0.00E+00 371051.00 3753840.00 8.13E-07 0.00E+00 1.34E-10 0.00E+00 6.43E-11 0.00E+00
371071.00 3753840.00 2.29E-03 0.00E+00 3.90E-07 0.00E+00 1.94E-07 0.00E+00 371071.00 3753840.00 7.91E-07 0.00E+00 1.35E-10 0.00E+00 6.71E-11 0.00E+00
371091.00 3753840.00 2.28E-03 0.00E+00 3.91E-07 0.00E+00 2.04E-07 0.00E+00 371091.00 3753840.00 7.90E-07 0.00E+00 1.35E-10 0.00E+00 7.08E-11 0.00E+00
371111.00 3753840.00 2.27E-03 0.00E+00 3.90E-07 0.00E+00 2.14E-07 0.00E+00 371111.00 3753840.00 7.86E-07 0.00E+00 1.35E-10 0.00E+00 7.42E-11 0.00E+00
371131.00 3753840.00 2.28E-03 0.00E+00 3.81E-07 0.00E+00 2.22E-07 0.00E+00 371131.00 3753840.00 7.88E-07 0.00E+00 1.32E-10 0.00E+00 7.68E-11 0.00E+00
371151.00 3753840.00 2.24E-03 0.00E+00 3.74E-07 0.00E+00 2.28E-07 0.00E+00 371151.00 3753840.00 7.75E-07 0.00E+00 1.29E-10 0.00E+00 7.88E-11 0.00E+00
371171.00 3753840.00 2.19E-03 0.00E+00 3.68E-07 0.00E+00 2.33E-07 0.00E+00 371171.00 3753840.00 7.58E-07 0.00E+00 1.27E-10 0.00E+00 8.08E-11 0.00E+00
371191.00 3753840.00 2.13E-03 0.00E+00 3.60E-07 0.00E+00 2.38E-07 0.00E+00 371191.00 3753840.00 7.38E-07 0.00E+00 1.25E-10 0.00E+00 8.24E-11 0.00E+00
371211.00 3753840.00 2.07E-03 0.00E+00 3.52E-07 0.00E+00 2.41E-07 0.00E+00 371211.00 3753840.00 7.16E-07 0.00E+00 1.22E-10 0.00E+00 8.34E-11 0.00E+00
371231.00 3753840.00 2.00E-03 0.00E+00 3.43E-07 0.00E+00 2.42E-07 0.00E+00 371231.00 3753840.00 6.91E-07 0.00E+00 1.19E-10 0.00E+00 8.39E-11 0.00E+00
371251.00 3753840.00 1.92E-03 0.00E+00 3.33E-07 0.00E+00 2.42E-07 0.00E+00 371251.00 3753840.00 6.64E-07 0.00E+00 1.15E-10 0.00E+00 8.39E-11 0.00E+00
371271.00 3753840.00 1.83E-03 0.00E+00 3.22E-07 0.00E+00 2.41E-07 0.00E+00 371271.00 3753840.00 6.35E-07 0.00E+00 1.12E-10 0.00E+00 8.35E-11 0.00E+00
371291.00 3753840.00 1.75E-03 0.00E+00 3.11E-07 0.00E+00 2.38E-07 0.00E+00 371291.00 3753840.00 6.05E-07 0.00E+00 1.07E-10 0.00E+00 8.22E-11 0.00E+00
371311.00 3753840.00 1.66E-03 0.00E+00 2.98E-07 0.00E+00 2.32E-07 0.00E+00 371311.00 3753840.00 5.75E-07 0.00E+00 1.03E-10 0.00E+00 8.05E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371331.00 3753840.00 1.57E-03 0.00E+00 2.93E-07 0.00E+00 2.34E-07 0.00E+00 371331.00 3753840.00 5.42E-07 0.00E+00 1.01E-10 0.00E+00 8.09E-11 0.00E+00
371351.00 3753840.00 1.48E-03 0.00E+00 2.80E-07 0.00E+00 2.26E-07 0.00E+00 371351.00 3753840.00 5.12E-07 0.00E+00 9.70E-11 0.00E+00 7.83E-11 0.00E+00
371371.00 3753840.00 1.40E-03 0.00E+00 2.64E-07 0.00E+00 2.14E-07 0.00E+00 371371.00 3753840.00 4.84E-07 0.00E+00 9.14E-11 0.00E+00 7.42E-11 0.00E+00
371391.00 3753840.00 1.32E-03 0.00E+00 2.49E-07 0.00E+00 2.03E-07 0.00E+00 371391.00 3753840.00 4.56E-07 0.00E+00 8.63E-11 0.00E+00 7.03E-11 0.00E+00
371411.00 3753840.00 1.24E-03 0.00E+00 2.36E-07 0.00E+00 1.93E-07 0.00E+00 371411.00 3753840.00 4.30E-07 0.00E+00 8.17E-11 0.00E+00 6.67E-11 0.00E+00
371431.00 3753840.00 1.17E-03 0.00E+00 2.24E-07 0.00E+00 1.82E-07 0.00E+00 371431.00 3753840.00 4.05E-07 0.00E+00 7.74E-11 0.00E+00 6.31E-11 0.00E+00
371451.00 3753840.00 1.10E-03 0.00E+00 2.11E-07 0.00E+00 1.71E-07 0.00E+00 371451.00 3753840.00 3.82E-07 0.00E+00 7.29E-11 0.00E+00 5.91E-11 0.00E+00
371471.00 3753840.00 1.04E-03 0.00E+00 1.99E-07 0.00E+00 1.60E-07 0.00E+00 371471.00 3753840.00 3.61E-07 0.00E+00 6.87E-11 0.00E+00 5.54E-11 0.00E+00
371491.00 3753840.00 9.86E-04 0.00E+00 1.88E-07 0.00E+00 1.50E-07 0.00E+00 371491.00 3753840.00 3.41E-07 0.00E+00 6.49E-11 0.00E+00 5.18E-11 0.00E+00
371511.00 3753840.00 9.34E-04 0.00E+00 1.78E-07 0.00E+00 1.41E-07 0.00E+00 371511.00 3753840.00 3.23E-07 0.00E+00 6.15E-11 0.00E+00 4.87E-11 0.00E+00
371531.00 3753840.00 8.88E-04 0.00E+00 1.68E-07 0.00E+00 1.31E-07 0.00E+00 371531.00 3753840.00 3.07E-07 0.00E+00 5.82E-11 0.00E+00 4.55E-11 0.00E+00
371551.00 3753840.00 8.45E-04 0.00E+00 1.59E-07 0.00E+00 1.22E-07 0.00E+00 371551.00 3753840.00 2.93E-07 0.00E+00 5.50E-11 0.00E+00 4.24E-11 0.00E+00
371571.00 3753840.00 8.06E-04 0.00E+00 1.50E-07 0.00E+00 1.14E-07 0.00E+00 371571.00 3753840.00 2.79E-07 0.00E+00 5.20E-11 0.00E+00 3.94E-11 0.00E+00
371591.00 3753840.00 7.70E-04 0.00E+00 1.42E-07 0.00E+00 1.06E-07 0.00E+00 371591.00 3753840.00 2.66E-07 0.00E+00 4.93E-11 0.00E+00 3.67E-11 0.00E+00
371611.00 3753840.00 7.34E-04 0.00E+00 1.35E-07 0.00E+00 9.87E-08 0.00E+00 371611.00 3753840.00 2.54E-07 0.00E+00 4.68E-11 0.00E+00 3.42E-11 0.00E+00
371631.00 3753840.00 7.02E-04 0.00E+00 1.28E-07 0.00E+00 9.19E-08 0.00E+00 371631.00 3753840.00 2.43E-07 0.00E+00 4.44E-11 0.00E+00 3.18E-11 0.00E+00
371651.00 3753840.00 6.71E-04 0.00E+00 1.22E-07 0.00E+00 8.57E-08 0.00E+00 371651.00 3753840.00 2.32E-07 0.00E+00 4.22E-11 0.00E+00 2.97E-11 0.00E+00
371671.00 3753840.00 6.42E-04 0.00E+00 1.16E-07 0.00E+00 8.01E-08 0.00E+00 371671.00 3753840.00 2.22E-07 0.00E+00 4.02E-11 0.00E+00 2.77E-11 0.00E+00
371691.00 3753840.00 6.14E-04 0.00E+00 1.11E-07 0.00E+00 7.50E-08 0.00E+00 371691.00 3753840.00 2.13E-07 0.00E+00 3.83E-11 0.00E+00 2.60E-11 0.00E+00
371711.00 3753840.00 5.87E-04 0.00E+00 1.06E-07 0.00E+00 7.05E-08 0.00E+00 371711.00 3753840.00 2.03E-07 0.00E+00 3.66E-11 0.00E+00 2.44E-11 0.00E+00
371731.00 3753840.00 5.61E-04 0.00E+00 1.01E-07 0.00E+00 6.65E-08 0.00E+00 371731.00 3753840.00 1.94E-07 0.00E+00 3.51E-11 0.00E+00 2.30E-11 0.00E+00
371751.00 3753840.00 5.36E-04 0.00E+00 9.73E-08 0.00E+00 6.28E-08 0.00E+00 371751.00 3753840.00 1.85E-07 0.00E+00 3.37E-11 0.00E+00 2.17E-11 0.00E+00
371771.00 3753840.00 5.13E-04 0.00E+00 9.36E-08 0.00E+00 5.96E-08 0.00E+00 371771.00 3753840.00 1.78E-07 0.00E+00 3.24E-11 0.00E+00 2.06E-11 0.00E+00
371791.00 3753840.00 4.92E-04 0.00E+00 9.02E-08 0.00E+00 5.67E-08 0.00E+00 371791.00 3753840.00 1.70E-07 0.00E+00 3.12E-11 0.00E+00 1.96E-11 0.00E+00
371811.00 3753840.00 4.71E-04 0.00E+00 8.70E-08 0.00E+00 5.40E-08 0.00E+00 371811.00 3753840.00 1.63E-07 0.00E+00 3.01E-11 0.00E+00 1.87E-11 0.00E+00
371831.00 3753840.00 4.52E-04 0.00E+00 8.41E-08 0.00E+00 5.16E-08 0.00E+00 371831.00 3753840.00 1.56E-07 0.00E+00 2.91E-11 0.00E+00 1.79E-11 0.00E+00
370571.00 3753860.00 1.46E-03 0.00E+00 1.85E-07 0.00E+00 4.64E-08 0.00E+00 370571.00 3753860.00 5.06E-07 0.00E+00 6.41E-11 0.00E+00 1.61E-11 0.00E+00
370591.00 3753860.00 1.51E-03 0.00E+00 1.94E-07 0.00E+00 4.87E-08 0.00E+00 370591.00 3753860.00 5.22E-07 0.00E+00 6.71E-11 0.00E+00 1.69E-11 0.00E+00
370611.00 3753860.00 1.56E-03 0.00E+00 2.03E-07 0.00E+00 5.12E-08 0.00E+00 370611.00 3753860.00 5.39E-07 0.00E+00 7.03E-11 0.00E+00 1.77E-11 0.00E+00
370631.00 3753860.00 1.60E-03 0.00E+00 2.13E-07 0.00E+00 5.39E-08 0.00E+00 370631.00 3753860.00 5.55E-07 0.00E+00 7.36E-11 0.00E+00 1.87E-11 0.00E+00
370651.00 3753860.00 1.65E-03 0.00E+00 2.23E-07 0.00E+00 5.68E-08 0.00E+00 370651.00 3753860.00 5.72E-07 0.00E+00 7.72E-11 0.00E+00 1.97E-11 0.00E+00
370671.00 3753860.00 1.71E-03 0.00E+00 2.34E-07 0.00E+00 6.00E-08 0.00E+00 370671.00 3753860.00 5.91E-07 0.00E+00 8.10E-11 0.00E+00 2.08E-11 0.00E+00
370691.00 3753860.00 1.76E-03 0.00E+00 2.45E-07 0.00E+00 6.35E-08 0.00E+00 370691.00 3753860.00 6.08E-07 0.00E+00 8.49E-11 0.00E+00 2.20E-11 0.00E+00
370711.00 3753860.00 1.81E-03 0.00E+00 2.57E-07 0.00E+00 6.72E-08 0.00E+00 370711.00 3753860.00 6.27E-07 0.00E+00 8.90E-11 0.00E+00 2.33E-11 0.00E+00
370731.00 3753860.00 1.86E-03 0.00E+00 2.70E-07 0.00E+00 7.12E-08 0.00E+00 370731.00 3753860.00 6.45E-07 0.00E+00 9.33E-11 0.00E+00 2.46E-11 0.00E+00
370751.00 3753860.00 1.92E-03 0.00E+00 2.83E-07 0.00E+00 7.56E-08 0.00E+00 370751.00 3753860.00 6.65E-07 0.00E+00 9.78E-11 0.00E+00 2.62E-11 0.00E+00
370771.00 3753860.00 1.98E-03 0.00E+00 2.96E-07 0.00E+00 8.05E-08 0.00E+00 370771.00 3753860.00 6.85E-07 0.00E+00 1.02E-10 0.00E+00 2.79E-11 0.00E+00
370791.00 3753860.00 2.04E-03 0.00E+00 3.10E-07 0.00E+00 8.57E-08 0.00E+00 370791.00 3753860.00 7.06E-07 0.00E+00 1.07E-10 0.00E+00 2.97E-11 0.00E+00
370811.00 3753860.00 2.09E-03 0.00E+00 3.24E-07 0.00E+00 9.14E-08 0.00E+00 370811.00 3753860.00 7.25E-07 0.00E+00 1.12E-10 0.00E+00 3.17E-11 0.00E+00
370831.00 3753860.00 2.15E-03 0.00E+00 3.38E-07 0.00E+00 9.76E-08 0.00E+00 370831.00 3753860.00 7.44E-07 0.00E+00 1.17E-10 0.00E+00 3.38E-11 0.00E+00
370851.00 3753860.00 2.20E-03 0.00E+00 3.51E-07 0.00E+00 1.04E-07 0.00E+00 370851.00 3753860.00 7.62E-07 0.00E+00 1.22E-10 0.00E+00 3.61E-11 0.00E+00
370871.00 3753860.00 2.25E-03 0.00E+00 3.65E-07 0.00E+00 1.12E-07 0.00E+00 370871.00 3753860.00 7.80E-07 0.00E+00 1.26E-10 0.00E+00 3.87E-11 0.00E+00
370891.00 3753860.00 2.30E-03 0.00E+00 3.78E-07 0.00E+00 1.20E-07 0.00E+00 370891.00 3753860.00 7.98E-07 0.00E+00 1.31E-10 0.00E+00 4.14E-11 0.00E+00
370911.00 3753860.00 2.35E-03 0.00E+00 3.90E-07 0.00E+00 1.28E-07 0.00E+00 370911.00 3753860.00 8.15E-07 0.00E+00 1.35E-10 0.00E+00 4.44E-11 0.00E+00
370931.00 3753860.00 2.40E-03 0.00E+00 4.01E-07 0.00E+00 1.38E-07 0.00E+00 370931.00 3753860.00 8.30E-07 0.00E+00 1.39E-10 0.00E+00 4.77E-11 0.00E+00
370951.00 3753860.00 2.44E-03 0.00E+00 4.11E-07 0.00E+00 1.48E-07 0.00E+00 370951.00 3753860.00 8.44E-07 0.00E+00 1.42E-10 0.00E+00 5.11E-11 0.00E+00
370971.00 3753860.00 2.47E-03 0.00E+00 4.21E-07 0.00E+00 1.58E-07 0.00E+00 370971.00 3753860.00 8.55E-07 0.00E+00 1.46E-10 0.00E+00 5.48E-11 0.00E+00
370991.00 3753860.00 2.50E-03 0.00E+00 4.28E-07 0.00E+00 1.70E-07 0.00E+00 370991.00 3753860.00 8.66E-07 0.00E+00 1.48E-10 0.00E+00 5.88E-11 0.00E+00
371011.00 3753860.00 2.53E-03 0.00E+00 4.32E-07 0.00E+00 1.82E-07 0.00E+00 371011.00 3753860.00 8.75E-07 0.00E+00 1.50E-10 0.00E+00 6.29E-11 0.00E+00
371031.00 3753860.00 2.54E-03 0.00E+00 4.36E-07 0.00E+00 1.94E-07 0.00E+00 371031.00 3753860.00 8.81E-07 0.00E+00 1.51E-10 0.00E+00 6.71E-11 0.00E+00
371051.00 3753860.00 2.55E-03 0.00E+00 4.39E-07 0.00E+00 2.06E-07 0.00E+00 371051.00 3753860.00 8.84E-07 0.00E+00 1.52E-10 0.00E+00 7.14E-11 0.00E+00
371071.00 3753860.00 2.54E-03 0.00E+00 4.44E-07 0.00E+00 2.20E-07 0.00E+00 371071.00 3753860.00 8.81E-07 0.00E+00 1.54E-10 0.00E+00 7.60E-11 0.00E+00
371091.00 3753860.00 2.52E-03 0.00E+00 4.45E-07 0.00E+00 2.32E-07 0.00E+00 371091.00 3753860.00 8.74E-07 0.00E+00 1.54E-10 0.00E+00 8.04E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371111.00 3753860.00 2.49E-03 0.00E+00 4.44E-07 0.00E+00 2.44E-07 0.00E+00 371111.00 3753860.00 8.63E-07 0.00E+00 1.54E-10 0.00E+00 8.45E-11 0.00E+00
371131.00 3753860.00 2.49E-03 0.00E+00 4.33E-07 0.00E+00 2.54E-07 0.00E+00 371131.00 3753860.00 8.62E-07 0.00E+00 1.50E-10 0.00E+00 8.78E-11 0.00E+00
371151.00 3753860.00 2.45E-03 0.00E+00 4.25E-07 0.00E+00 2.62E-07 0.00E+00 371151.00 3753860.00 8.49E-07 0.00E+00 1.47E-10 0.00E+00 9.06E-11 0.00E+00
371171.00 3753860.00 2.40E-03 0.00E+00 4.18E-07 0.00E+00 2.70E-07 0.00E+00 371171.00 3753860.00 8.31E-07 0.00E+00 1.45E-10 0.00E+00 9.34E-11 0.00E+00
371191.00 3753860.00 2.34E-03 0.00E+00 4.09E-07 0.00E+00 2.76E-07 0.00E+00 371191.00 3753860.00 8.10E-07 0.00E+00 1.42E-10 0.00E+00 9.57E-11 0.00E+00
371211.00 3753860.00 2.27E-03 0.00E+00 3.99E-07 0.00E+00 2.81E-07 0.00E+00 371211.00 3753860.00 7.85E-07 0.00E+00 1.38E-10 0.00E+00 9.72E-11 0.00E+00
371231.00 3753860.00 2.19E-03 0.00E+00 3.89E-07 0.00E+00 2.84E-07 0.00E+00 371231.00 3753860.00 7.58E-07 0.00E+00 1.35E-10 0.00E+00 9.82E-11 0.00E+00
371251.00 3753860.00 2.10E-03 0.00E+00 3.77E-07 0.00E+00 2.84E-07 0.00E+00 371251.00 3753860.00 7.28E-07 0.00E+00 1.31E-10 0.00E+00 9.85E-11 0.00E+00
371271.00 3753860.00 2.01E-03 0.00E+00 3.65E-07 0.00E+00 2.83E-07 0.00E+00 371271.00 3753860.00 6.96E-07 0.00E+00 1.26E-10 0.00E+00 9.79E-11 0.00E+00
371291.00 3753860.00 1.91E-03 0.00E+00 3.51E-07 0.00E+00 2.79E-07 0.00E+00 371291.00 3753860.00 6.63E-07 0.00E+00 1.22E-10 0.00E+00 9.65E-11 0.00E+00
371311.00 3753860.00 1.82E-03 0.00E+00 3.36E-07 0.00E+00 2.72E-07 0.00E+00 371311.00 3753860.00 6.29E-07 0.00E+00 1.16E-10 0.00E+00 9.42E-11 0.00E+00
371331.00 3753860.00 1.72E-03 0.00E+00 3.23E-07 0.00E+00 2.66E-07 0.00E+00 371331.00 3753860.00 5.94E-07 0.00E+00 1.12E-10 0.00E+00 9.20E-11 0.00E+00
371351.00 3753860.00 1.62E-03 0.00E+00 3.09E-07 0.00E+00 2.58E-07 0.00E+00 371351.00 3753860.00 5.60E-07 0.00E+00 1.07E-10 0.00E+00 8.93E-11 0.00E+00
371371.00 3753860.00 1.52E-03 0.00E+00 2.93E-07 0.00E+00 2.46E-07 0.00E+00 371371.00 3753860.00 5.27E-07 0.00E+00 1.01E-10 0.00E+00 8.53E-11 0.00E+00
371391.00 3753860.00 1.43E-03 0.00E+00 2.78E-07 0.00E+00 2.34E-07 0.00E+00 371391.00 3753860.00 4.95E-07 0.00E+00 9.61E-11 0.00E+00 8.11E-11 0.00E+00
371411.00 3753860.00 1.34E-03 0.00E+00 2.62E-07 0.00E+00 2.22E-07 0.00E+00 371411.00 3753860.00 4.65E-07 0.00E+00 9.08E-11 0.00E+00 7.67E-11 0.00E+00
371431.00 3753860.00 1.26E-03 0.00E+00 2.47E-07 0.00E+00 2.08E-07 0.00E+00 371431.00 3753860.00 4.38E-07 0.00E+00 8.54E-11 0.00E+00 7.19E-11 0.00E+00
371451.00 3753860.00 1.19E-03 0.00E+00 2.31E-07 0.00E+00 1.93E-07 0.00E+00 371451.00 3753860.00 4.12E-07 0.00E+00 8.00E-11 0.00E+00 6.68E-11 0.00E+00
371471.00 3753860.00 1.12E-03 0.00E+00 2.18E-07 0.00E+00 1.80E-07 0.00E+00 371471.00 3753860.00 3.89E-07 0.00E+00 7.53E-11 0.00E+00 6.24E-11 0.00E+00
371491.00 3753860.00 1.06E-03 0.00E+00 2.05E-07 0.00E+00 1.67E-07 0.00E+00 371491.00 3753860.00 3.67E-07 0.00E+00 7.08E-11 0.00E+00 5.80E-11 0.00E+00
371511.00 3753860.00 1.00E-03 0.00E+00 1.92E-07 0.00E+00 1.55E-07 0.00E+00 371511.00 3753860.00 3.48E-07 0.00E+00 6.65E-11 0.00E+00 5.37E-11 0.00E+00
371531.00 3753860.00 9.53E-04 0.00E+00 1.81E-07 0.00E+00 1.44E-07 0.00E+00 371531.00 3753860.00 3.30E-07 0.00E+00 6.27E-11 0.00E+00 4.99E-11 0.00E+00
371551.00 3753860.00 9.06E-04 0.00E+00 1.71E-07 0.00E+00 1.34E-07 0.00E+00 371551.00 3753860.00 3.13E-07 0.00E+00 5.92E-11 0.00E+00 4.63E-11 0.00E+00
371571.00 3753860.00 8.62E-04 0.00E+00 1.61E-07 0.00E+00 1.24E-07 0.00E+00 371571.00 3753860.00 2.98E-07 0.00E+00 5.59E-11 0.00E+00 4.29E-11 0.00E+00
371591.00 3753860.00 8.21E-04 0.00E+00 1.53E-07 0.00E+00 1.15E-07 0.00E+00 371591.00 3753860.00 2.84E-07 0.00E+00 5.29E-11 0.00E+00 3.99E-11 0.00E+00
371611.00 3753860.00 7.81E-04 0.00E+00 1.45E-07 0.00E+00 1.07E-07 0.00E+00 371611.00 3753860.00 2.70E-07 0.00E+00 5.03E-11 0.00E+00 3.71E-11 0.00E+00
371631.00 3753860.00 7.45E-04 0.00E+00 1.38E-07 0.00E+00 9.95E-08 0.00E+00 371631.00 3753860.00 2.58E-07 0.00E+00 4.77E-11 0.00E+00 3.45E-11 0.00E+00
371651.00 3753860.00 7.11E-04 0.00E+00 1.31E-07 0.00E+00 9.26E-08 0.00E+00 371651.00 3753860.00 2.46E-07 0.00E+00 4.53E-11 0.00E+00 3.21E-11 0.00E+00
371671.00 3753860.00 6.78E-04 0.00E+00 1.25E-07 0.00E+00 8.65E-08 0.00E+00 371671.00 3753860.00 2.35E-07 0.00E+00 4.31E-11 0.00E+00 3.00E-11 0.00E+00
371691.00 3753860.00 6.47E-04 0.00E+00 1.19E-07 0.00E+00 8.11E-08 0.00E+00 371691.00 3753860.00 2.24E-07 0.00E+00 4.12E-11 0.00E+00 2.81E-11 0.00E+00
371711.00 3753860.00 6.18E-04 0.00E+00 1.14E-07 0.00E+00 7.63E-08 0.00E+00 371711.00 3753860.00 2.14E-07 0.00E+00 3.94E-11 0.00E+00 2.64E-11 0.00E+00
371731.00 3753860.00 5.90E-04 0.00E+00 1.09E-07 0.00E+00 7.20E-08 0.00E+00 371731.00 3753860.00 2.04E-07 0.00E+00 3.77E-11 0.00E+00 2.49E-11 0.00E+00
371751.00 3753860.00 5.62E-04 0.00E+00 1.05E-07 0.00E+00 6.81E-08 0.00E+00 371751.00 3753860.00 1.95E-07 0.00E+00 3.62E-11 0.00E+00 2.36E-11 0.00E+00
371771.00 3753860.00 5.38E-04 0.00E+00 1.01E-07 0.00E+00 6.47E-08 0.00E+00 371771.00 3753860.00 1.86E-07 0.00E+00 3.49E-11 0.00E+00 2.24E-11 0.00E+00
371791.00 3753860.00 5.15E-04 0.00E+00 9.72E-08 0.00E+00 6.16E-08 0.00E+00 371791.00 3753860.00 1.78E-07 0.00E+00 3.36E-11 0.00E+00 2.13E-11 0.00E+00
371811.00 3753860.00 4.93E-04 0.00E+00 9.39E-08 0.00E+00 5.89E-08 0.00E+00 371811.00 3753860.00 1.71E-07 0.00E+00 3.25E-11 0.00E+00 2.04E-11 0.00E+00
371831.00 3753860.00 4.73E-04 0.00E+00 9.08E-08 0.00E+00 5.64E-08 0.00E+00 371831.00 3753860.00 1.64E-07 0.00E+00 3.14E-11 0.00E+00 1.95E-11 0.00E+00
370571.00 3753880.00 1.50E-03 0.00E+00 1.94E-07 0.00E+00 4.75E-08 0.00E+00 370571.00 3753880.00 5.21E-07 0.00E+00 6.72E-11 0.00E+00 1.64E-11 0.00E+00
370591.00 3753880.00 1.55E-03 0.00E+00 2.04E-07 0.00E+00 4.99E-08 0.00E+00 370591.00 3753880.00 5.38E-07 0.00E+00 7.05E-11 0.00E+00 1.73E-11 0.00E+00
370611.00 3753880.00 1.60E-03 0.00E+00 2.14E-07 0.00E+00 5.25E-08 0.00E+00 370611.00 3753880.00 5.56E-07 0.00E+00 7.41E-11 0.00E+00 1.82E-11 0.00E+00
370631.00 3753880.00 1.66E-03 0.00E+00 2.25E-07 0.00E+00 5.54E-08 0.00E+00 370631.00 3753880.00 5.73E-07 0.00E+00 7.78E-11 0.00E+00 1.92E-11 0.00E+00
370651.00 3753880.00 1.71E-03 0.00E+00 2.36E-07 0.00E+00 5.84E-08 0.00E+00 370651.00 3753880.00 5.93E-07 0.00E+00 8.19E-11 0.00E+00 2.02E-11 0.00E+00
370671.00 3753880.00 1.77E-03 0.00E+00 2.49E-07 0.00E+00 6.18E-08 0.00E+00 370671.00 3753880.00 6.13E-07 0.00E+00 8.61E-11 0.00E+00 2.14E-11 0.00E+00
370691.00 3753880.00 1.83E-03 0.00E+00 2.62E-07 0.00E+00 6.54E-08 0.00E+00 370691.00 3753880.00 6.33E-07 0.00E+00 9.07E-11 0.00E+00 2.27E-11 0.00E+00
370711.00 3753880.00 1.89E-03 0.00E+00 2.76E-07 0.00E+00 6.94E-08 0.00E+00 370711.00 3753880.00 6.53E-07 0.00E+00 9.54E-11 0.00E+00 2.40E-11 0.00E+00
370731.00 3753880.00 1.95E-03 0.00E+00 2.90E-07 0.00E+00 7.37E-08 0.00E+00 370731.00 3753880.00 6.74E-07 0.00E+00 1.00E-10 0.00E+00 2.55E-11 0.00E+00
370751.00 3753880.00 2.01E-03 0.00E+00 3.05E-07 0.00E+00 7.84E-08 0.00E+00 370751.00 3753880.00 6.96E-07 0.00E+00 1.06E-10 0.00E+00 2.71E-11 0.00E+00
370771.00 3753880.00 2.07E-03 0.00E+00 3.21E-07 0.00E+00 8.36E-08 0.00E+00 370771.00 3753880.00 7.18E-07 0.00E+00 1.11E-10 0.00E+00 2.89E-11 0.00E+00
370791.00 3753880.00 2.14E-03 0.00E+00 3.38E-07 0.00E+00 8.92E-08 0.00E+00 370791.00 3753880.00 7.41E-07 0.00E+00 1.17E-10 0.00E+00 3.09E-11 0.00E+00
370811.00 3753880.00 2.20E-03 0.00E+00 3.54E-07 0.00E+00 9.54E-08 0.00E+00 370811.00 3753880.00 7.62E-07 0.00E+00 1.23E-10 0.00E+00 3.30E-11 0.00E+00
370831.00 3753880.00 2.27E-03 0.00E+00 3.71E-07 0.00E+00 1.02E-07 0.00E+00 370831.00 3753880.00 7.85E-07 0.00E+00 1.29E-10 0.00E+00 3.54E-11 0.00E+00
370851.00 3753880.00 2.33E-03 0.00E+00 3.88E-07 0.00E+00 1.10E-07 0.00E+00 370851.00 3753880.00 8.06E-07 0.00E+00 1.34E-10 0.00E+00 3.80E-11 0.00E+00
370871.00 3753880.00 2.39E-03 0.00E+00 4.05E-07 0.00E+00 1.18E-07 0.00E+00 370871.00 3753880.00 8.28E-07 0.00E+00 1.40E-10 0.00E+00 4.08E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370891.00 3753880.00 2.45E-03 0.00E+00 4.21E-07 0.00E+00 1.27E-07 0.00E+00 370891.00 3753880.00 8.49E-07 0.00E+00 1.46E-10 0.00E+00 4.39E-11 0.00E+00
370911.00 3753880.00 2.51E-03 0.00E+00 4.37E-07 0.00E+00 1.37E-07 0.00E+00 370911.00 3753880.00 8.69E-07 0.00E+00 1.51E-10 0.00E+00 4.73E-11 0.00E+00
370931.00 3753880.00 2.56E-03 0.00E+00 4.52E-07 0.00E+00 1.47E-07 0.00E+00 370931.00 3753880.00 8.88E-07 0.00E+00 1.56E-10 0.00E+00 5.10E-11 0.00E+00
370951.00 3753880.00 2.61E-03 0.00E+00 4.65E-07 0.00E+00 1.59E-07 0.00E+00 370951.00 3753880.00 9.05E-07 0.00E+00 1.61E-10 0.00E+00 5.50E-11 0.00E+00
370971.00 3753880.00 2.66E-03 0.00E+00 4.78E-07 0.00E+00 1.71E-07 0.00E+00 370971.00 3753880.00 9.19E-07 0.00E+00 1.65E-10 0.00E+00 5.93E-11 0.00E+00
370991.00 3753880.00 2.70E-03 0.00E+00 4.87E-07 0.00E+00 1.85E-07 0.00E+00 370991.00 3753880.00 9.34E-07 0.00E+00 1.69E-10 0.00E+00 6.40E-11 0.00E+00
371011.00 3753880.00 2.74E-03 0.00E+00 4.91E-07 0.00E+00 1.99E-07 0.00E+00 371011.00 3753880.00 9.49E-07 0.00E+00 1.70E-10 0.00E+00 6.90E-11 0.00E+00
371031.00 3753880.00 2.76E-03 0.00E+00 4.97E-07 0.00E+00 2.14E-07 0.00E+00 371031.00 3753880.00 9.57E-07 0.00E+00 1.72E-10 0.00E+00 7.42E-11 0.00E+00
371051.00 3753880.00 2.78E-03 0.00E+00 5.00E-07 0.00E+00 2.30E-07 0.00E+00 371051.00 3753880.00 9.63E-07 0.00E+00 1.73E-10 0.00E+00 7.96E-11 0.00E+00
371071.00 3753880.00 2.76E-03 0.00E+00 5.10E-07 0.00E+00 2.47E-07 0.00E+00 371071.00 3753880.00 9.56E-07 0.00E+00 1.76E-10 0.00E+00 8.54E-11 0.00E+00
371091.00 3753880.00 2.74E-03 0.00E+00 5.09E-07 0.00E+00 2.62E-07 0.00E+00 371091.00 3753880.00 9.50E-07 0.00E+00 1.76E-10 0.00E+00 9.08E-11 0.00E+00
371111.00 3753880.00 2.72E-03 0.00E+00 5.07E-07 0.00E+00 2.78E-07 0.00E+00 371111.00 3753880.00 9.41E-07 0.00E+00 1.75E-10 0.00E+00 9.63E-11 0.00E+00
371131.00 3753880.00 2.74E-03 0.00E+00 4.95E-07 0.00E+00 2.92E-07 0.00E+00 371131.00 3753880.00 9.47E-07 0.00E+00 1.71E-10 0.00E+00 1.01E-10 0.00E+00
371151.00 3753880.00 2.70E-03 0.00E+00 4.86E-07 0.00E+00 3.04E-07 0.00E+00 371151.00 3753880.00 9.34E-07 0.00E+00 1.68E-10 0.00E+00 1.05E-10 0.00E+00
371171.00 3753880.00 2.64E-03 0.00E+00 4.79E-07 0.00E+00 3.15E-07 0.00E+00 371171.00 3753880.00 9.15E-07 0.00E+00 1.66E-10 0.00E+00 1.09E-10 0.00E+00
371191.00 3753880.00 2.58E-03 0.00E+00 4.66E-07 0.00E+00 3.22E-07 0.00E+00 371191.00 3753880.00 8.93E-07 0.00E+00 1.61E-10 0.00E+00 1.12E-10 0.00E+00
371211.00 3753880.00 2.50E-03 0.00E+00 4.57E-07 0.00E+00 3.30E-07 0.00E+00 371211.00 3753880.00 8.66E-07 0.00E+00 1.58E-10 0.00E+00 1.14E-10 0.00E+00
371231.00 3753880.00 2.41E-03 0.00E+00 4.47E-07 0.00E+00 3.37E-07 0.00E+00 371231.00 3753880.00 8.34E-07 0.00E+00 1.55E-10 0.00E+00 1.17E-10 0.00E+00
371251.00 3753880.00 2.32E-03 0.00E+00 4.30E-07 0.00E+00 3.35E-07 0.00E+00 371251.00 3753880.00 8.02E-07 0.00E+00 1.49E-10 0.00E+00 1.16E-10 0.00E+00
371271.00 3753880.00 2.21E-03 0.00E+00 4.16E-07 0.00E+00 3.34E-07 0.00E+00 371271.00 3753880.00 7.66E-07 0.00E+00 1.44E-10 0.00E+00 1.16E-10 0.00E+00
371291.00 3753880.00 2.11E-03 0.00E+00 4.00E-07 0.00E+00 3.30E-07 0.00E+00 371291.00 3753880.00 7.29E-07 0.00E+00 1.38E-10 0.00E+00 1.14E-10 0.00E+00
371311.00 3753880.00 1.99E-03 0.00E+00 3.84E-07 0.00E+00 3.24E-07 0.00E+00 371311.00 3753880.00 6.90E-07 0.00E+00 1.33E-10 0.00E+00 1.12E-10 0.00E+00
371331.00 3753880.00 1.88E-03 0.00E+00 3.65E-07 0.00E+00 3.12E-07 0.00E+00 371331.00 3753880.00 6.52E-07 0.00E+00 1.26E-10 0.00E+00 1.08E-10 0.00E+00
371351.00 3753880.00 1.77E-03 0.00E+00 3.48E-07 0.00E+00 3.02E-07 0.00E+00 371351.00 3753880.00 6.13E-07 0.00E+00 1.21E-10 0.00E+00 1.04E-10 0.00E+00
371371.00 3753880.00 1.66E-03 0.00E+00 3.30E-07 0.00E+00 2.88E-07 0.00E+00 371371.00 3753880.00 5.76E-07 0.00E+00 1.14E-10 0.00E+00 9.97E-11 0.00E+00
371391.00 3753880.00 1.56E-03 0.00E+00 3.12E-07 0.00E+00 2.73E-07 0.00E+00 371391.00 3753880.00 5.40E-07 0.00E+00 1.08E-10 0.00E+00 9.44E-11 0.00E+00
371411.00 3753880.00 1.46E-03 0.00E+00 2.94E-07 0.00E+00 2.57E-07 0.00E+00 371411.00 3753880.00 5.06E-07 0.00E+00 1.02E-10 0.00E+00 8.89E-11 0.00E+00
371431.00 3753880.00 1.37E-03 0.00E+00 2.75E-07 0.00E+00 2.39E-07 0.00E+00 371431.00 3753880.00 4.75E-07 0.00E+00 9.53E-11 0.00E+00 8.28E-11 0.00E+00
371451.00 3753880.00 1.29E-03 0.00E+00 2.57E-07 0.00E+00 2.21E-07 0.00E+00 371451.00 3753880.00 4.46E-07 0.00E+00 8.90E-11 0.00E+00 7.66E-11 0.00E+00
371471.00 3753880.00 1.21E-03 0.00E+00 2.40E-07 0.00E+00 2.04E-07 0.00E+00 371471.00 3753880.00 4.20E-07 0.00E+00 8.31E-11 0.00E+00 7.07E-11 0.00E+00
371491.00 3753880.00 1.14E-03 0.00E+00 2.24E-07 0.00E+00 1.88E-07 0.00E+00 371491.00 3753880.00 3.96E-07 0.00E+00 7.77E-11 0.00E+00 6.50E-11 0.00E+00
371511.00 3753880.00 1.08E-03 0.00E+00 2.10E-07 0.00E+00 1.73E-07 0.00E+00 371511.00 3753880.00 3.75E-07 0.00E+00 7.27E-11 0.00E+00 5.98E-11 0.00E+00
371531.00 3753880.00 1.02E-03 0.00E+00 1.97E-07 0.00E+00 1.59E-07 0.00E+00 371531.00 3753880.00 3.55E-07 0.00E+00 6.81E-11 0.00E+00 5.50E-11 0.00E+00
371551.00 3753880.00 9.72E-04 0.00E+00 1.86E-07 0.00E+00 1.47E-07 0.00E+00 371551.00 3753880.00 3.36E-07 0.00E+00 6.42E-11 0.00E+00 5.09E-11 0.00E+00
371571.00 3753880.00 9.23E-04 0.00E+00 1.75E-07 0.00E+00 1.36E-07 0.00E+00 371571.00 3753880.00 3.20E-07 0.00E+00 6.06E-11 0.00E+00 4.71E-11 0.00E+00
371591.00 3753880.00 8.77E-04 0.00E+00 1.66E-07 0.00E+00 1.26E-07 0.00E+00 371591.00 3753880.00 3.04E-07 0.00E+00 5.75E-11 0.00E+00 4.38E-11 0.00E+00
371611.00 3753880.00 8.32E-04 0.00E+00 1.58E-07 0.00E+00 1.17E-07 0.00E+00 371611.00 3753880.00 2.88E-07 0.00E+00 5.46E-11 0.00E+00 4.06E-11 0.00E+00
371631.00 3753880.00 7.92E-04 0.00E+00 1.49E-07 0.00E+00 1.09E-07 0.00E+00 371631.00 3753880.00 2.74E-07 0.00E+00 5.17E-11 0.00E+00 3.76E-11 0.00E+00
371651.00 3753880.00 7.55E-04 0.00E+00 1.42E-07 0.00E+00 1.01E-07 0.00E+00 371651.00 3753880.00 2.61E-07 0.00E+00 4.91E-11 0.00E+00 3.50E-11 0.00E+00
371671.00 3753880.00 7.19E-04 0.00E+00 1.35E-07 0.00E+00 9.45E-08 0.00E+00 371671.00 3753880.00 2.49E-07 0.00E+00 4.68E-11 0.00E+00 3.27E-11 0.00E+00
371691.00 3753880.00 6.84E-04 0.00E+00 1.29E-07 0.00E+00 8.86E-08 0.00E+00 371691.00 3753880.00 2.37E-07 0.00E+00 4.47E-11 0.00E+00 3.07E-11 0.00E+00
371711.00 3753880.00 6.52E-04 0.00E+00 1.24E-07 0.00E+00 8.35E-08 0.00E+00 371711.00 3753880.00 2.26E-07 0.00E+00 4.28E-11 0.00E+00 2.89E-11 0.00E+00
371731.00 3753880.00 6.21E-04 0.00E+00 1.19E-07 0.00E+00 7.90E-08 0.00E+00 371731.00 3753880.00 2.15E-07 0.00E+00 4.10E-11 0.00E+00 2.73E-11 0.00E+00
371751.00 3753880.00 5.92E-04 0.00E+00 1.14E-07 0.00E+00 7.49E-08 0.00E+00 371751.00 3753880.00 2.05E-07 0.00E+00 3.95E-11 0.00E+00 2.59E-11 0.00E+00
371771.00 3753880.00 5.65E-04 0.00E+00 1.10E-07 0.00E+00 7.13E-08 0.00E+00 371771.00 3753880.00 1.96E-07 0.00E+00 3.80E-11 0.00E+00 2.47E-11 0.00E+00
371791.00 3753880.00 5.41E-04 0.00E+00 1.06E-07 0.00E+00 6.81E-08 0.00E+00 371791.00 3753880.00 1.87E-07 0.00E+00 3.67E-11 0.00E+00 2.36E-11 0.00E+00
371811.00 3753880.00 5.18E-04 0.00E+00 1.02E-07 0.00E+00 6.52E-08 0.00E+00 371811.00 3753880.00 1.79E-07 0.00E+00 3.55E-11 0.00E+00 2.26E-11 0.00E+00
371831.00 3753880.00 4.96E-04 0.00E+00 9.91E-08 0.00E+00 6.26E-08 0.00E+00 371831.00 3753880.00 1.72E-07 0.00E+00 3.43E-11 0.00E+00 2.17E-11 0.00E+00
370571.00 3753900.00 1.54E-03 0.00E+00 2.03E-07 0.00E+00 4.86E-08 0.00E+00 370571.00 3753900.00 5.35E-07 0.00E+00 7.04E-11 0.00E+00 1.68E-11 0.00E+00
370591.00 3753900.00 1.60E-03 0.00E+00 2.14E-07 0.00E+00 5.11E-08 0.00E+00 370591.00 3753900.00 5.53E-07 0.00E+00 7.41E-11 0.00E+00 1.77E-11 0.00E+00
370611.00 3753900.00 1.65E-03 0.00E+00 2.25E-07 0.00E+00 5.38E-08 0.00E+00 370611.00 3753900.00 5.72E-07 0.00E+00 7.80E-11 0.00E+00 1.86E-11 0.00E+00
370631.00 3753900.00 1.71E-03 0.00E+00 2.38E-07 0.00E+00 5.68E-08 0.00E+00 370631.00 3753900.00 5.91E-07 0.00E+00 8.22E-11 0.00E+00 1.97E-11 0.00E+00
370651.00 3753900.00 1.77E-03 0.00E+00 2.50E-07 0.00E+00 6.01E-08 0.00E+00 370651.00 3753900.00 6.13E-07 0.00E+00 8.67E-11 0.00E+00 2.08E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370671.00 3753900.00 1.84E-03 0.00E+00 2.64E-07 0.00E+00 6.36E-08 0.00E+00 370671.00 3753900.00 6.36E-07 0.00E+00 9.14E-11 0.00E+00 2.20E-11 0.00E+00
370691.00 3753900.00 1.90E-03 0.00E+00 2.79E-07 0.00E+00 6.74E-08 0.00E+00 370691.00 3753900.00 6.57E-07 0.00E+00 9.66E-11 0.00E+00 2.33E-11 0.00E+00
370711.00 3753900.00 1.97E-03 0.00E+00 2.95E-07 0.00E+00 7.16E-08 0.00E+00 370711.00 3753900.00 6.80E-07 0.00E+00 1.02E-10 0.00E+00 2.48E-11 0.00E+00
370731.00 3753900.00 2.03E-03 0.00E+00 3.12E-07 0.00E+00 7.62E-08 0.00E+00 370731.00 3753900.00 7.04E-07 0.00E+00 1.08E-10 0.00E+00 2.64E-11 0.00E+00
370751.00 3753900.00 2.10E-03 0.00E+00 3.30E-07 0.00E+00 8.12E-08 0.00E+00 370751.00 3753900.00 7.27E-07 0.00E+00 1.14E-10 0.00E+00 2.81E-11 0.00E+00
370771.00 3753900.00 2.17E-03 0.00E+00 3.49E-07 0.00E+00 8.67E-08 0.00E+00 370771.00 3753900.00 7.52E-07 0.00E+00 1.21E-10 0.00E+00 3.00E-11 0.00E+00
370791.00 3753900.00 2.24E-03 0.00E+00 3.69E-07 0.00E+00 9.28E-08 0.00E+00 370791.00 3753900.00 7.77E-07 0.00E+00 1.28E-10 0.00E+00 3.21E-11 0.00E+00
370811.00 3753900.00 2.32E-03 0.00E+00 3.89E-07 0.00E+00 9.95E-08 0.00E+00 370811.00 3753900.00 8.02E-07 0.00E+00 1.35E-10 0.00E+00 3.44E-11 0.00E+00
370831.00 3753900.00 2.39E-03 0.00E+00 4.10E-07 0.00E+00 1.07E-07 0.00E+00 370831.00 3753900.00 8.27E-07 0.00E+00 1.42E-10 0.00E+00 3.70E-11 0.00E+00
370851.00 3753900.00 2.46E-03 0.00E+00 4.32E-07 0.00E+00 1.15E-07 0.00E+00 370851.00 3753900.00 8.53E-07 0.00E+00 1.49E-10 0.00E+00 3.98E-11 0.00E+00
370871.00 3753900.00 2.54E-03 0.00E+00 4.53E-07 0.00E+00 1.24E-07 0.00E+00 370871.00 3753900.00 8.78E-07 0.00E+00 1.57E-10 0.00E+00 4.30E-11 0.00E+00
370891.00 3753900.00 2.61E-03 0.00E+00 4.74E-07 0.00E+00 1.34E-07 0.00E+00 370891.00 3753900.00 9.03E-07 0.00E+00 1.64E-10 0.00E+00 4.64E-11 0.00E+00
370911.00 3753900.00 2.68E-03 0.00E+00 4.94E-07 0.00E+00 1.45E-07 0.00E+00 370911.00 3753900.00 9.27E-07 0.00E+00 1.71E-10 0.00E+00 5.02E-11 0.00E+00
370931.00 3753900.00 2.74E-03 0.00E+00 5.13E-07 0.00E+00 1.57E-07 0.00E+00 370931.00 3753900.00 9.49E-07 0.00E+00 1.78E-10 0.00E+00 5.45E-11 0.00E+00
370951.00 3753900.00 2.81E-03 0.00E+00 5.30E-07 0.00E+00 1.71E-07 0.00E+00 370951.00 3753900.00 9.71E-07 0.00E+00 1.84E-10 0.00E+00 5.91E-11 0.00E+00
370971.00 3753900.00 2.86E-03 0.00E+00 5.46E-07 0.00E+00 1.85E-07 0.00E+00 370971.00 3753900.00 9.89E-07 0.00E+00 1.89E-10 0.00E+00 6.42E-11 0.00E+00
370991.00 3753900.00 2.93E-03 0.00E+00 5.54E-07 0.00E+00 2.02E-07 0.00E+00 370991.00 3753900.00 1.01E-06 0.00E+00 1.92E-10 0.00E+00 6.98E-11 0.00E+00
371011.00 3753900.00 2.97E-03 0.00E+00 5.64E-07 0.00E+00 2.19E-07 0.00E+00 371011.00 3753900.00 1.03E-06 0.00E+00 1.95E-10 0.00E+00 7.58E-11 0.00E+00
371031.00 3753900.00 3.01E-03 0.00E+00 5.72E-07 0.00E+00 2.38E-07 0.00E+00 371031.00 3753900.00 1.04E-06 0.00E+00 1.98E-10 0.00E+00 8.23E-11 0.00E+00
371051.00 3753900.00 3.03E-03 0.00E+00 5.80E-07 0.00E+00 2.58E-07 0.00E+00 371051.00 3753900.00 1.05E-06 0.00E+00 2.01E-10 0.00E+00 8.93E-11 0.00E+00
371071.00 3753900.00 2.97E-03 0.00E+00 5.83E-07 0.00E+00 2.75E-07 0.00E+00 371071.00 3753900.00 1.03E-06 0.00E+00 2.02E-10 0.00E+00 9.52E-11 0.00E+00
371091.00 3753900.00 2.99E-03 0.00E+00 5.86E-07 0.00E+00 2.97E-07 0.00E+00 371091.00 3753900.00 1.03E-06 0.00E+00 2.03E-10 0.00E+00 1.03E-10 0.00E+00
371111.00 3753900.00 2.99E-03 0.00E+00 5.86E-07 0.00E+00 3.19E-07 0.00E+00 371111.00 3753900.00 1.03E-06 0.00E+00 2.03E-10 0.00E+00 1.11E-10 0.00E+00
371131.00 3753900.00 3.01E-03 0.00E+00 5.74E-07 0.00E+00 3.39E-07 0.00E+00 371131.00 3753900.00 1.04E-06 0.00E+00 1.99E-10 0.00E+00 1.17E-10 0.00E+00
371151.00 3753900.00 2.98E-03 0.00E+00 5.63E-07 0.00E+00 3.56E-07 0.00E+00 371151.00 3753900.00 1.03E-06 0.00E+00 1.95E-10 0.00E+00 1.23E-10 0.00E+00
371171.00 3753900.00 2.92E-03 0.00E+00 5.54E-07 0.00E+00 3.72E-07 0.00E+00 371171.00 3753900.00 1.01E-06 0.00E+00 1.92E-10 0.00E+00 1.29E-10 0.00E+00
371191.00 3753900.00 2.85E-03 0.00E+00 5.43E-07 0.00E+00 3.85E-07 0.00E+00 371191.00 3753900.00 9.87E-07 0.00E+00 1.88E-10 0.00E+00 1.33E-10 0.00E+00
371211.00 3753900.00 2.77E-03 0.00E+00 5.30E-07 0.00E+00 3.95E-07 0.00E+00 371211.00 3753900.00 9.58E-07 0.00E+00 1.84E-10 0.00E+00 1.37E-10 0.00E+00
371231.00 3753900.00 2.67E-03 0.00E+00 5.17E-07 0.00E+00 4.03E-07 0.00E+00 371231.00 3753900.00 9.24E-07 0.00E+00 1.79E-10 0.00E+00 1.40E-10 0.00E+00
371251.00 3753900.00 2.57E-03 0.00E+00 4.95E-07 0.00E+00 4.01E-07 0.00E+00 371251.00 3753900.00 8.88E-07 0.00E+00 1.71E-10 0.00E+00 1.39E-10 0.00E+00
371271.00 3753900.00 2.45E-03 0.00E+00 4.78E-07 0.00E+00 3.99E-07 0.00E+00 371271.00 3753900.00 8.48E-07 0.00E+00 1.65E-10 0.00E+00 1.38E-10 0.00E+00
371291.00 3753900.00 2.33E-03 0.00E+00 4.60E-07 0.00E+00 3.95E-07 0.00E+00 371291.00 3753900.00 8.06E-07 0.00E+00 1.59E-10 0.00E+00 1.37E-10 0.00E+00
371311.00 3753900.00 2.20E-03 0.00E+00 4.44E-07 0.00E+00 3.90E-07 0.00E+00 371311.00 3753900.00 7.61E-07 0.00E+00 1.54E-10 0.00E+00 1.35E-10 0.00E+00
371331.00 3753900.00 2.07E-03 0.00E+00 4.20E-07 0.00E+00 3.74E-07 0.00E+00 371331.00 3753900.00 7.18E-07 0.00E+00 1.45E-10 0.00E+00 1.29E-10 0.00E+00
371351.00 3753900.00 1.95E-03 0.00E+00 3.98E-07 0.00E+00 3.58E-07 0.00E+00 371351.00 3753900.00 6.74E-07 0.00E+00 1.38E-10 0.00E+00 1.24E-10 0.00E+00
371371.00 3753900.00 1.82E-03 0.00E+00 3.76E-07 0.00E+00 3.40E-07 0.00E+00 371371.00 3753900.00 6.32E-07 0.00E+00 1.30E-10 0.00E+00 1.18E-10 0.00E+00
371391.00 3753900.00 1.71E-03 0.00E+00 3.54E-07 0.00E+00 3.21E-07 0.00E+00 371391.00 3753900.00 5.91E-07 0.00E+00 1.22E-10 0.00E+00 1.11E-10 0.00E+00
371411.00 3753900.00 1.60E-03 0.00E+00 3.32E-07 0.00E+00 3.00E-07 0.00E+00 371411.00 3753900.00 5.53E-07 0.00E+00 1.15E-10 0.00E+00 1.04E-10 0.00E+00
371431.00 3753900.00 1.49E-03 0.00E+00 3.10E-07 0.00E+00 2.78E-07 0.00E+00 371431.00 3753900.00 5.17E-07 0.00E+00 1.07E-10 0.00E+00 9.61E-11 0.00E+00
371451.00 3753900.00 1.40E-03 0.00E+00 2.89E-07 0.00E+00 2.56E-07 0.00E+00 371451.00 3753900.00 4.85E-07 0.00E+00 9.99E-11 0.00E+00 8.84E-11 0.00E+00
371471.00 3753900.00 1.32E-03 0.00E+00 2.68E-07 0.00E+00 2.33E-07 0.00E+00 371471.00 3753900.00 4.56E-07 0.00E+00 9.28E-11 0.00E+00 8.08E-11 0.00E+00
371491.00 3753900.00 1.24E-03 0.00E+00 2.49E-07 0.00E+00 2.12E-07 0.00E+00 371491.00 3753900.00 4.29E-07 0.00E+00 8.60E-11 0.00E+00 7.35E-11 0.00E+00
371511.00 3753900.00 1.17E-03 0.00E+00 2.31E-07 0.00E+00 1.93E-07 0.00E+00 371511.00 3753900.00 4.05E-07 0.00E+00 8.01E-11 0.00E+00 6.70E-11 0.00E+00
371531.00 3753900.00 1.10E-03 0.00E+00 2.16E-07 0.00E+00 1.77E-07 0.00E+00 371531.00 3753900.00 3.82E-07 0.00E+00 7.47E-11 0.00E+00 6.11E-11 0.00E+00
371551.00 3753900.00 1.05E-03 0.00E+00 2.03E-07 0.00E+00 1.63E-07 0.00E+00 371551.00 3753900.00 3.62E-07 0.00E+00 7.03E-11 0.00E+00 5.63E-11 0.00E+00
371571.00 3753900.00 9.91E-04 0.00E+00 1.92E-07 0.00E+00 1.50E-07 0.00E+00 371571.00 3753900.00 3.43E-07 0.00E+00 6.63E-11 0.00E+00 5.19E-11 0.00E+00
371591.00 3753900.00 9.39E-04 0.00E+00 1.82E-07 0.00E+00 1.39E-07 0.00E+00 371591.00 3753900.00 3.25E-07 0.00E+00 6.29E-11 0.00E+00 4.82E-11 0.00E+00
371611.00 3753900.00 8.89E-04 0.00E+00 1.73E-07 0.00E+00 1.29E-07 0.00E+00 371611.00 3753900.00 3.08E-07 0.00E+00 5.99E-11 0.00E+00 4.48E-11 0.00E+00
371631.00 3753900.00 8.44E-04 0.00E+00 1.64E-07 0.00E+00 1.20E-07 0.00E+00 371631.00 3753900.00 2.92E-07 0.00E+00 5.68E-11 0.00E+00 4.15E-11 0.00E+00
371651.00 3753900.00 8.02E-04 0.00E+00 1.56E-07 0.00E+00 1.12E-07 0.00E+00 371651.00 3753900.00 2.78E-07 0.00E+00 5.39E-11 0.00E+00 3.87E-11 0.00E+00
371671.00 3753900.00 7.62E-04 0.00E+00 1.48E-07 0.00E+00 1.05E-07 0.00E+00 371671.00 3753900.00 2.64E-07 0.00E+00 5.14E-11 0.00E+00 3.62E-11 0.00E+00
371691.00 3753900.00 7.25E-04 0.00E+00 1.42E-07 0.00E+00 9.84E-08 0.00E+00 371691.00 3753900.00 2.51E-07 0.00E+00 4.91E-11 0.00E+00 3.41E-11 0.00E+00
371711.00 3753900.00 6.88E-04 0.00E+00 1.36E-07 0.00E+00 9.29E-08 0.00E+00 371711.00 3753900.00 2.38E-07 0.00E+00 4.71E-11 0.00E+00 3.22E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371731.00 3753900.00 6.55E-04 0.00E+00 1.31E-07 0.00E+00 8.81E-08 0.00E+00 371731.00 3753900.00 2.27E-07 0.00E+00 4.52E-11 0.00E+00 3.05E-11 0.00E+00
371751.00 3753900.00 6.23E-04 0.00E+00 1.26E-07 0.00E+00 8.38E-08 0.00E+00 371751.00 3753900.00 2.16E-07 0.00E+00 4.35E-11 0.00E+00 2.90E-11 0.00E+00
371771.00 3753900.00 5.95E-04 0.00E+00 1.21E-07 0.00E+00 8.00E-08 0.00E+00 371771.00 3753900.00 2.06E-07 0.00E+00 4.20E-11 0.00E+00 2.77E-11 0.00E+00
371791.00 3753900.00 5.69E-04 0.00E+00 1.17E-07 0.00E+00 7.66E-08 0.00E+00 371791.00 3753900.00 1.97E-07 0.00E+00 4.05E-11 0.00E+00 2.65E-11 0.00E+00
371811.00 3753900.00 5.45E-04 0.00E+00 1.13E-07 0.00E+00 7.35E-08 0.00E+00 371811.00 3753900.00 1.89E-07 0.00E+00 3.92E-11 0.00E+00 2.54E-11 0.00E+00
371831.00 3753900.00 5.23E-04 0.00E+00 1.10E-07 0.00E+00 7.06E-08 0.00E+00 371831.00 3753900.00 1.81E-07 0.00E+00 3.79E-11 0.00E+00 2.44E-11 0.00E+00
370571.00 3753920.00 1.58E-03 0.00E+00 2.13E-07 0.00E+00 4.97E-08 0.00E+00 370571.00 3753920.00 5.49E-07 0.00E+00 7.38E-11 0.00E+00 1.72E-11 0.00E+00
370591.00 3753920.00 1.64E-03 0.00E+00 2.25E-07 0.00E+00 5.23E-08 0.00E+00 370591.00 3753920.00 5.68E-07 0.00E+00 7.78E-11 0.00E+00 1.81E-11 0.00E+00
370611.00 3753920.00 1.70E-03 0.00E+00 2.37E-07 0.00E+00 5.52E-08 0.00E+00 370611.00 3753920.00 5.89E-07 0.00E+00 8.22E-11 0.00E+00 1.91E-11 0.00E+00
370631.00 3753920.00 1.76E-03 0.00E+00 2.51E-07 0.00E+00 5.83E-08 0.00E+00 370631.00 3753920.00 6.10E-07 0.00E+00 8.69E-11 0.00E+00 2.02E-11 0.00E+00
370651.00 3753920.00 1.83E-03 0.00E+00 2.65E-07 0.00E+00 6.16E-08 0.00E+00 370651.00 3753920.00 6.33E-07 0.00E+00 9.17E-11 0.00E+00 2.13E-11 0.00E+00
370671.00 3753920.00 1.90E-03 0.00E+00 2.81E-07 0.00E+00 6.53E-08 0.00E+00 370671.00 3753920.00 6.57E-07 0.00E+00 9.71E-11 0.00E+00 2.26E-11 0.00E+00
370691.00 3753920.00 1.97E-03 0.00E+00 2.98E-07 0.00E+00 6.94E-08 0.00E+00 370691.00 3753920.00 6.81E-07 0.00E+00 1.03E-10 0.00E+00 2.40E-11 0.00E+00
370711.00 3753920.00 2.04E-03 0.00E+00 3.16E-07 0.00E+00 7.38E-08 0.00E+00 370711.00 3753920.00 7.06E-07 0.00E+00 1.09E-10 0.00E+00 2.55E-11 0.00E+00
370731.00 3753920.00 2.11E-03 0.00E+00 3.36E-07 0.00E+00 7.87E-08 0.00E+00 370731.00 3753920.00 7.32E-07 0.00E+00 1.16E-10 0.00E+00 2.72E-11 0.00E+00
370751.00 3753920.00 2.19E-03 0.00E+00 3.57E-07 0.00E+00 8.40E-08 0.00E+00 370751.00 3753920.00 7.59E-07 0.00E+00 1.24E-10 0.00E+00 2.91E-11 0.00E+00
370771.00 3753920.00 2.27E-03 0.00E+00 3.80E-07 0.00E+00 8.99E-08 0.00E+00 370771.00 3753920.00 7.85E-07 0.00E+00 1.32E-10 0.00E+00 3.11E-11 0.00E+00
370791.00 3753920.00 2.35E-03 0.00E+00 4.04E-07 0.00E+00 9.64E-08 0.00E+00 370791.00 3753920.00 8.13E-07 0.00E+00 1.40E-10 0.00E+00 3.34E-11 0.00E+00
370811.00 3753920.00 2.43E-03 0.00E+00 4.29E-07 0.00E+00 1.04E-07 0.00E+00 370811.00 3753920.00 8.42E-07 0.00E+00 1.49E-10 0.00E+00 3.59E-11 0.00E+00
370831.00 3753920.00 2.52E-03 0.00E+00 4.55E-07 0.00E+00 1.12E-07 0.00E+00 370831.00 3753920.00 8.71E-07 0.00E+00 1.58E-10 0.00E+00 3.86E-11 0.00E+00
370851.00 3753920.00 2.60E-03 0.00E+00 4.82E-07 0.00E+00 1.21E-07 0.00E+00 370851.00 3753920.00 9.00E-07 0.00E+00 1.67E-10 0.00E+00 4.17E-11 0.00E+00
370871.00 3753920.00 2.68E-03 0.00E+00 5.10E-07 0.00E+00 1.30E-07 0.00E+00 370871.00 3753920.00 9.29E-07 0.00E+00 1.76E-10 0.00E+00 4.52E-11 0.00E+00
370891.00 3753920.00 2.77E-03 0.00E+00 5.37E-07 0.00E+00 1.42E-07 0.00E+00 370891.00 3753920.00 9.59E-07 0.00E+00 1.86E-10 0.00E+00 4.90E-11 0.00E+00
370911.00 3753920.00 2.85E-03 0.00E+00 5.63E-07 0.00E+00 1.54E-07 0.00E+00 370911.00 3753920.00 9.88E-07 0.00E+00 1.95E-10 0.00E+00 5.33E-11 0.00E+00
370931.00 3753920.00 2.93E-03 0.00E+00 5.88E-07 0.00E+00 1.68E-07 0.00E+00 370931.00 3753920.00 1.02E-06 0.00E+00 2.04E-10 0.00E+00 5.81E-11 0.00E+00
370951.00 3753920.00 3.01E-03 0.00E+00 6.11E-07 0.00E+00 1.83E-07 0.00E+00 370951.00 3753920.00 1.04E-06 0.00E+00 2.12E-10 0.00E+00 6.34E-11 0.00E+00
370971.00 3753920.00 3.08E-03 0.00E+00 6.32E-07 0.00E+00 2.00E-07 0.00E+00 370971.00 3753920.00 1.06E-06 0.00E+00 2.19E-10 0.00E+00 6.93E-11 0.00E+00
370991.00 3753920.00 3.17E-03 0.00E+00 6.40E-07 0.00E+00 2.19E-07 0.00E+00 370991.00 3753920.00 1.10E-06 0.00E+00 2.22E-10 0.00E+00 7.60E-11 0.00E+00
371011.00 3753920.00 3.23E-03 0.00E+00 6.55E-07 0.00E+00 2.41E-07 0.00E+00 371011.00 3753920.00 1.12E-06 0.00E+00 2.27E-10 0.00E+00 8.33E-11 0.00E+00
371031.00 3753920.00 3.28E-03 0.00E+00 6.66E-07 0.00E+00 2.64E-07 0.00E+00 371031.00 3753920.00 1.14E-06 0.00E+00 2.30E-10 0.00E+00 9.12E-11 0.00E+00
371051.00 3753920.00 3.32E-03 0.00E+00 6.72E-07 0.00E+00 2.88E-07 0.00E+00 371051.00 3753920.00 1.15E-06 0.00E+00 2.33E-10 0.00E+00 9.97E-11 0.00E+00
371071.00 3753920.00 3.26E-03 0.00E+00 6.80E-07 0.00E+00 3.11E-07 0.00E+00 371071.00 3753920.00 1.13E-06 0.00E+00 2.35E-10 0.00E+00 1.08E-10 0.00E+00
371091.00 3753920.00 3.28E-03 0.00E+00 6.84E-07 0.00E+00 3.40E-07 0.00E+00 371091.00 3753920.00 1.14E-06 0.00E+00 2.37E-10 0.00E+00 1.18E-10 0.00E+00
371111.00 3753920.00 3.30E-03 0.00E+00 6.85E-07 0.00E+00 3.69E-07 0.00E+00 371111.00 3753920.00 1.14E-06 0.00E+00 2.37E-10 0.00E+00 1.28E-10 0.00E+00
371131.00 3753920.00 3.33E-03 0.00E+00 6.72E-07 0.00E+00 3.97E-07 0.00E+00 371131.00 3753920.00 1.15E-06 0.00E+00 2.33E-10 0.00E+00 1.38E-10 0.00E+00
371151.00 3753920.00 3.30E-03 0.00E+00 6.59E-07 0.00E+00 4.20E-07 0.00E+00 371151.00 3753920.00 1.14E-06 0.00E+00 2.28E-10 0.00E+00 1.45E-10 0.00E+00
371171.00 3753920.00 3.24E-03 0.00E+00 6.50E-07 0.00E+00 4.44E-07 0.00E+00 371171.00 3753920.00 1.12E-06 0.00E+00 2.25E-10 0.00E+00 1.54E-10 0.00E+00
371191.00 3753920.00 3.17E-03 0.00E+00 6.38E-07 0.00E+00 4.64E-07 0.00E+00 371191.00 3753920.00 1.10E-06 0.00E+00 2.21E-10 0.00E+00 1.61E-10 0.00E+00
371211.00 3753920.00 3.08E-03 0.00E+00 6.23E-07 0.00E+00 4.79E-07 0.00E+00 371211.00 3753920.00 1.07E-06 0.00E+00 2.16E-10 0.00E+00 1.66E-10 0.00E+00
371231.00 3753920.00 2.97E-03 0.00E+00 6.06E-07 0.00E+00 4.89E-07 0.00E+00 371231.00 3753920.00 1.03E-06 0.00E+00 2.10E-10 0.00E+00 1.69E-10 0.00E+00
371251.00 3753920.00 2.86E-03 0.00E+00 5.78E-07 0.00E+00 4.85E-07 0.00E+00 371251.00 3753920.00 9.89E-07 0.00E+00 2.00E-10 0.00E+00 1.68E-10 0.00E+00
371271.00 3753920.00 2.73E-03 0.00E+00 5.61E-07 0.00E+00 4.89E-07 0.00E+00 371271.00 3753920.00 9.44E-07 0.00E+00 1.94E-10 0.00E+00 1.69E-10 0.00E+00
371291.00 3753920.00 2.58E-03 0.00E+00 5.53E-07 0.00E+00 4.97E-07 0.00E+00 371291.00 3753920.00 8.92E-07 0.00E+00 1.91E-10 0.00E+00 1.72E-10 0.00E+00
371311.00 3753920.00 2.44E-03 0.00E+00 5.21E-07 0.00E+00 4.78E-07 0.00E+00 371311.00 3753920.00 8.44E-07 0.00E+00 1.80E-10 0.00E+00 1.65E-10 0.00E+00
371331.00 3753920.00 2.29E-03 0.00E+00 4.91E-07 0.00E+00 4.56E-07 0.00E+00 371331.00 3753920.00 7.94E-07 0.00E+00 1.70E-10 0.00E+00 1.58E-10 0.00E+00
371351.00 3753920.00 2.15E-03 0.00E+00 4.64E-07 0.00E+00 4.35E-07 0.00E+00 371351.00 3753920.00 7.44E-07 0.00E+00 1.61E-10 0.00E+00 1.51E-10 0.00E+00
371371.00 3753920.00 2.01E-03 0.00E+00 4.37E-07 0.00E+00 4.11E-07 0.00E+00 371371.00 3753920.00 6.96E-07 0.00E+00 1.51E-10 0.00E+00 1.42E-10 0.00E+00
371391.00 3753920.00 1.88E-03 0.00E+00 4.10E-07 0.00E+00 3.85E-07 0.00E+00 371391.00 3753920.00 6.49E-07 0.00E+00 1.42E-10 0.00E+00 1.33E-10 0.00E+00
371411.00 3753920.00 1.75E-03 0.00E+00 3.82E-07 0.00E+00 3.56E-07 0.00E+00 371411.00 3753920.00 6.06E-07 0.00E+00 1.32E-10 0.00E+00 1.23E-10 0.00E+00
371431.00 3753920.00 1.63E-03 0.00E+00 3.54E-07 0.00E+00 3.26E-07 0.00E+00 371431.00 3753920.00 5.66E-07 0.00E+00 1.23E-10 0.00E+00 1.13E-10 0.00E+00
371451.00 3753920.00 1.53E-03 0.00E+00 3.27E-07 0.00E+00 2.97E-07 0.00E+00 371451.00 3753920.00 5.29E-07 0.00E+00 1.13E-10 0.00E+00 1.03E-10 0.00E+00
371471.00 3753920.00 1.43E-03 0.00E+00 3.02E-07 0.00E+00 2.68E-07 0.00E+00 371471.00 3753920.00 4.96E-07 0.00E+00 1.04E-10 0.00E+00 9.28E-11 0.00E+00
371491.00 3753920.00 1.35E-03 0.00E+00 2.79E-07 0.00E+00 2.42E-07 0.00E+00 371491.00 3753920.00 4.66E-07 0.00E+00 9.65E-11 0.00E+00 8.38E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371511.00 3753920.00 1.27E-03 0.00E+00 2.59E-07 0.00E+00 2.19E-07 0.00E+00 371511.00 3753920.00 4.38E-07 0.00E+00 8.95E-11 0.00E+00 7.59E-11 0.00E+00
371531.00 3753920.00 1.19E-03 0.00E+00 2.41E-07 0.00E+00 1.99E-07 0.00E+00 371531.00 3753920.00 4.13E-07 0.00E+00 8.33E-11 0.00E+00 6.88E-11 0.00E+00
371551.00 3753920.00 1.13E-03 0.00E+00 2.25E-07 0.00E+00 1.82E-07 0.00E+00 371551.00 3753920.00 3.90E-07 0.00E+00 7.80E-11 0.00E+00 6.29E-11 0.00E+00
371571.00 3753920.00 1.07E-03 0.00E+00 2.12E-07 0.00E+00 1.67E-07 0.00E+00 371571.00 3753920.00 3.69E-07 0.00E+00 7.35E-11 0.00E+00 5.79E-11 0.00E+00
371591.00 3753920.00 1.01E-03 0.00E+00 2.00E-07 0.00E+00 1.54E-07 0.00E+00 371591.00 3753920.00 3.49E-07 0.00E+00 6.93E-11 0.00E+00 5.33E-11 0.00E+00
371611.00 3753920.00 9.52E-04 0.00E+00 1.92E-07 0.00E+00 1.45E-07 0.00E+00 371611.00 3753920.00 3.30E-07 0.00E+00 6.66E-11 0.00E+00 5.02E-11 0.00E+00
371631.00 3753920.00 9.01E-04 0.00E+00 1.83E-07 0.00E+00 1.35E-07 0.00E+00 371631.00 3753920.00 3.12E-07 0.00E+00 6.32E-11 0.00E+00 4.66E-11 0.00E+00
371651.00 3753920.00 8.54E-04 0.00E+00 1.74E-07 0.00E+00 1.26E-07 0.00E+00 371651.00 3753920.00 2.96E-07 0.00E+00 6.01E-11 0.00E+00 4.36E-11 0.00E+00
371671.00 3753920.00 8.10E-04 0.00E+00 1.66E-07 0.00E+00 1.18E-07 0.00E+00 371671.00 3753920.00 2.80E-07 0.00E+00 5.74E-11 0.00E+00 4.09E-11 0.00E+00
371691.00 3753920.00 7.68E-04 0.00E+00 1.59E-07 0.00E+00 1.12E-07 0.00E+00 371691.00 3753920.00 2.66E-07 0.00E+00 5.49E-11 0.00E+00 3.86E-11 0.00E+00
371711.00 3753920.00 7.29E-04 0.00E+00 1.52E-07 0.00E+00 1.06E-07 0.00E+00 371711.00 3753920.00 2.52E-07 0.00E+00 5.27E-11 0.00E+00 3.66E-11 0.00E+00
371731.00 3753920.00 6.93E-04 0.00E+00 1.46E-07 0.00E+00 1.01E-07 0.00E+00 371731.00 3753920.00 2.40E-07 0.00E+00 5.07E-11 0.00E+00 3.48E-11 0.00E+00
371751.00 3753920.00 6.59E-04 0.00E+00 1.41E-07 0.00E+00 9.59E-08 0.00E+00 371751.00 3753920.00 2.28E-07 0.00E+00 4.88E-11 0.00E+00 3.32E-11 0.00E+00
371771.00 3753920.00 6.29E-04 0.00E+00 1.36E-07 0.00E+00 9.17E-08 0.00E+00 371771.00 3753920.00 2.18E-07 0.00E+00 4.70E-11 0.00E+00 3.17E-11 0.00E+00
371791.00 3753920.00 6.02E-04 0.00E+00 1.31E-07 0.00E+00 8.79E-08 0.00E+00 371791.00 3753920.00 2.08E-07 0.00E+00 4.54E-11 0.00E+00 3.04E-11 0.00E+00
371811.00 3753920.00 5.76E-04 0.00E+00 1.27E-07 0.00E+00 8.44E-08 0.00E+00 371811.00 3753920.00 1.99E-07 0.00E+00 4.39E-11 0.00E+00 2.92E-11 0.00E+00
371831.00 3753920.00 5.53E-04 0.00E+00 1.23E-07 0.00E+00 8.11E-08 0.00E+00 371831.00 3753920.00 1.91E-07 0.00E+00 4.24E-11 0.00E+00 2.81E-11 0.00E+00
370571.00 3753940.00 1.62E-03 0.00E+00 2.23E-07 0.00E+00 5.08E-08 0.00E+00 370571.00 3753940.00 5.62E-07 0.00E+00 7.73E-11 0.00E+00 1.76E-11 0.00E+00
370591.00 3753940.00 1.68E-03 0.00E+00 2.36E-07 0.00E+00 5.35E-08 0.00E+00 370591.00 3753940.00 5.83E-07 0.00E+00 8.17E-11 0.00E+00 1.85E-11 0.00E+00
370611.00 3753940.00 1.75E-03 0.00E+00 2.50E-07 0.00E+00 5.65E-08 0.00E+00 370611.00 3753940.00 6.05E-07 0.00E+00 8.65E-11 0.00E+00 1.96E-11 0.00E+00
370631.00 3753940.00 1.82E-03 0.00E+00 2.65E-07 0.00E+00 5.97E-08 0.00E+00 370631.00 3753940.00 6.28E-07 0.00E+00 9.16E-11 0.00E+00 2.07E-11 0.00E+00
370651.00 3753940.00 1.89E-03 0.00E+00 2.81E-07 0.00E+00 6.33E-08 0.00E+00 370651.00 3753940.00 6.53E-07 0.00E+00 9.72E-11 0.00E+00 2.19E-11 0.00E+00
370671.00 3753940.00 1.96E-03 0.00E+00 2.98E-07 0.00E+00 6.71E-08 0.00E+00 370671.00 3753940.00 6.78E-07 0.00E+00 1.03E-10 0.00E+00 2.32E-11 0.00E+00
370691.00 3753940.00 2.04E-03 0.00E+00 3.17E-07 0.00E+00 7.13E-08 0.00E+00 370691.00 3753940.00 7.05E-07 0.00E+00 1.10E-10 0.00E+00 2.47E-11 0.00E+00
370711.00 3753940.00 2.12E-03 0.00E+00 3.38E-07 0.00E+00 7.59E-08 0.00E+00 370711.00 3753940.00 7.32E-07 0.00E+00 1.17E-10 0.00E+00 2.63E-11 0.00E+00
370731.00 3753940.00 2.20E-03 0.00E+00 3.61E-07 0.00E+00 8.11E-08 0.00E+00 370731.00 3753940.00 7.61E-07 0.00E+00 1.25E-10 0.00E+00 2.81E-11 0.00E+00
370751.00 3753940.00 2.28E-03 0.00E+00 3.86E-07 0.00E+00 8.67E-08 0.00E+00 370751.00 3753940.00 7.91E-07 0.00E+00 1.34E-10 0.00E+00 3.00E-11 0.00E+00
370771.00 3753940.00 2.37E-03 0.00E+00 4.14E-07 0.00E+00 9.31E-08 0.00E+00 370771.00 3753940.00 8.20E-07 0.00E+00 1.43E-10 0.00E+00 3.22E-11 0.00E+00
370791.00 3753940.00 2.46E-03 0.00E+00 4.43E-07 0.00E+00 1.00E-07 0.00E+00 370791.00 3753940.00 8.51E-07 0.00E+00 1.53E-10 0.00E+00 3.46E-11 0.00E+00
370811.00 3753940.00 2.56E-03 0.00E+00 4.73E-07 0.00E+00 1.08E-07 0.00E+00 370811.00 3753940.00 8.85E-07 0.00E+00 1.64E-10 0.00E+00 3.73E-11 0.00E+00
370831.00 3753940.00 2.65E-03 0.00E+00 5.05E-07 0.00E+00 1.17E-07 0.00E+00 370831.00 3753940.00 9.19E-07 0.00E+00 1.75E-10 0.00E+00 4.03E-11 0.00E+00
370851.00 3753940.00 2.74E-03 0.00E+00 5.42E-07 0.00E+00 1.26E-07 0.00E+00 370851.00 3753940.00 9.49E-07 0.00E+00 1.88E-10 0.00E+00 4.37E-11 0.00E+00
370871.00 3753940.00 2.84E-03 0.00E+00 5.78E-07 0.00E+00 1.37E-07 0.00E+00 370871.00 3753940.00 9.83E-07 0.00E+00 2.00E-10 0.00E+00 4.74E-11 0.00E+00
370891.00 3753940.00 2.94E-03 0.00E+00 6.13E-07 0.00E+00 1.49E-07 0.00E+00 370891.00 3753940.00 1.02E-06 0.00E+00 2.12E-10 0.00E+00 5.17E-11 0.00E+00
370911.00 3753940.00 3.03E-03 0.00E+00 6.48E-07 0.00E+00 1.63E-07 0.00E+00 370911.00 3753940.00 1.05E-06 0.00E+00 2.24E-10 0.00E+00 5.64E-11 0.00E+00
370931.00 3753940.00 3.13E-03 0.00E+00 6.82E-07 0.00E+00 1.79E-07 0.00E+00 370931.00 3753940.00 1.08E-06 0.00E+00 2.36E-10 0.00E+00 6.18E-11 0.00E+00
370951.00 3753940.00 3.23E-03 0.00E+00 7.13E-07 0.00E+00 1.96E-07 0.00E+00 370951.00 3753940.00 1.12E-06 0.00E+00 2.47E-10 0.00E+00 6.79E-11 0.00E+00
370971.00 3753940.00 3.31E-03 0.00E+00 7.40E-07 0.00E+00 2.16E-07 0.00E+00 370971.00 3753940.00 1.15E-06 0.00E+00 2.56E-10 0.00E+00 7.48E-11 0.00E+00
370991.00 3753940.00 3.43E-03 0.00E+00 7.54E-07 0.00E+00 2.39E-07 0.00E+00 370991.00 3753940.00 1.19E-06 0.00E+00 2.61E-10 0.00E+00 8.28E-11 0.00E+00
371011.00 3753940.00 3.51E-03 0.00E+00 7.71E-07 0.00E+00 2.64E-07 0.00E+00 371011.00 3753940.00 1.22E-06 0.00E+00 2.67E-10 0.00E+00 9.14E-11 0.00E+00
371031.00 3753940.00 3.58E-03 0.00E+00 7.85E-07 0.00E+00 2.92E-07 0.00E+00 371031.00 3753940.00 1.24E-06 0.00E+00 2.72E-10 0.00E+00 1.01E-10 0.00E+00
371051.00 3753940.00 3.56E-03 0.00E+00 8.03E-07 0.00E+00 3.21E-07 0.00E+00 371051.00 3753940.00 1.23E-06 0.00E+00 2.78E-10 0.00E+00 1.11E-10 0.00E+00
371071.00 3753940.00 3.58E-03 0.00E+00 8.05E-07 0.00E+00 3.53E-07 0.00E+00 371071.00 3753940.00 1.24E-06 0.00E+00 2.79E-10 0.00E+00 1.22E-10 0.00E+00
371091.00 3753940.00 3.62E-03 0.00E+00 8.10E-07 0.00E+00 3.91E-07 0.00E+00 371091.00 3753940.00 1.25E-06 0.00E+00 2.81E-10 0.00E+00 1.35E-10 0.00E+00
371111.00 3753940.00 3.65E-03 0.00E+00 8.12E-07 0.00E+00 4.30E-07 0.00E+00 371111.00 3753940.00 1.26E-06 0.00E+00 2.81E-10 0.00E+00 1.49E-10 0.00E+00
371131.00 3753940.00 3.69E-03 0.00E+00 8.09E-07 0.00E+00 4.72E-07 0.00E+00 371131.00 3753940.00 1.28E-06 0.00E+00 2.80E-10 0.00E+00 1.63E-10 0.00E+00
371151.00 3753940.00 3.68E-03 0.00E+00 7.80E-07 0.00E+00 5.01E-07 0.00E+00 371151.00 3753940.00 1.27E-06 0.00E+00 2.70E-10 0.00E+00 1.73E-10 0.00E+00
371171.00 3753940.00 3.62E-03 0.00E+00 7.71E-07 0.00E+00 5.35E-07 0.00E+00 371171.00 3753940.00 1.25E-06 0.00E+00 2.67E-10 0.00E+00 1.85E-10 0.00E+00
371191.00 3753940.00 3.55E-03 0.00E+00 7.52E-07 0.00E+00 5.61E-07 0.00E+00 371191.00 3753940.00 1.23E-06 0.00E+00 2.60E-10 0.00E+00 1.94E-10 0.00E+00
371211.00 3753940.00 3.46E-03 0.00E+00 7.27E-07 0.00E+00 5.77E-07 0.00E+00 371211.00 3753940.00 1.20E-06 0.00E+00 2.52E-10 0.00E+00 2.00E-10 0.00E+00
371231.00 3753940.00 3.33E-03 0.00E+00 7.00E-07 0.00E+00 5.86E-07 0.00E+00 371231.00 3753940.00 1.15E-06 0.00E+00 2.42E-10 0.00E+00 2.03E-10 0.00E+00
371251.00 3753940.00 3.20E-03 0.00E+00 6.83E-07 0.00E+00 5.98E-07 0.00E+00 371251.00 3753940.00 1.11E-06 0.00E+00 2.37E-10 0.00E+00 2.07E-10 0.00E+00
371271.00 3753940.00 3.04E-03 0.00E+00 6.77E-07 0.00E+00 6.16E-07 0.00E+00 371271.00 3753940.00 1.05E-06 0.00E+00 2.34E-10 0.00E+00 2.13E-10 0.00E+00

Unmitigated Construction HRA-Resident (02-20-19).xlsx 131 of 507 2/21/2019 3:27 PM
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CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371291.00 3753940.00 2.89E-03 0.00E+00 6.51E-07 0.00E+00 6.09E-07 0.00E+00 371291.00 3753940.00 9.99E-07 0.00E+00 2.25E-10 0.00E+00 2.11E-10 0.00E+00
371311.00 3753940.00 2.72E-03 0.00E+00 6.18E-07 0.00E+00 5.90E-07 0.00E+00 371311.00 3753940.00 9.42E-07 0.00E+00 2.14E-10 0.00E+00 2.04E-10 0.00E+00
371331.00 3753940.00 2.56E-03 0.00E+00 5.84E-07 0.00E+00 5.65E-07 0.00E+00 371331.00 3753940.00 8.84E-07 0.00E+00 2.02E-10 0.00E+00 1.96E-10 0.00E+00
371351.00 3753940.00 2.39E-03 0.00E+00 5.50E-07 0.00E+00 5.36E-07 0.00E+00 371351.00 3753940.00 8.27E-07 0.00E+00 1.91E-10 0.00E+00 1.85E-10 0.00E+00
371371.00 3753940.00 2.23E-03 0.00E+00 5.16E-07 0.00E+00 5.02E-07 0.00E+00 371371.00 3753940.00 7.71E-07 0.00E+00 1.78E-10 0.00E+00 1.74E-10 0.00E+00
371391.00 3753940.00 2.07E-03 0.00E+00 4.82E-07 0.00E+00 4.67E-07 0.00E+00 371391.00 3753940.00 7.17E-07 0.00E+00 1.67E-10 0.00E+00 1.62E-10 0.00E+00
371411.00 3753940.00 1.93E-03 0.00E+00 4.47E-07 0.00E+00 4.29E-07 0.00E+00 371411.00 3753940.00 6.67E-07 0.00E+00 1.55E-10 0.00E+00 1.48E-10 0.00E+00
371431.00 3753940.00 1.80E-03 0.00E+00 4.12E-07 0.00E+00 3.90E-07 0.00E+00 371431.00 3753940.00 6.21E-07 0.00E+00 1.43E-10 0.00E+00 1.35E-10 0.00E+00
371451.00 3753940.00 1.67E-03 0.00E+00 3.83E-07 0.00E+00 3.56E-07 0.00E+00 371451.00 3753940.00 5.79E-07 0.00E+00 1.33E-10 0.00E+00 1.23E-10 0.00E+00
371471.00 3753940.00 1.56E-03 0.00E+00 3.49E-07 0.00E+00 3.16E-07 0.00E+00 371471.00 3753940.00 5.41E-07 0.00E+00 1.21E-10 0.00E+00 1.10E-10 0.00E+00
371491.00 3753940.00 1.46E-03 0.00E+00 3.22E-07 0.00E+00 2.84E-07 0.00E+00 371491.00 3753940.00 5.07E-07 0.00E+00 1.11E-10 0.00E+00 9.83E-11 0.00E+00
371511.00 3753940.00 1.37E-03 0.00E+00 2.97E-07 0.00E+00 2.55E-07 0.00E+00 371511.00 3753940.00 4.76E-07 0.00E+00 1.03E-10 0.00E+00 8.84E-11 0.00E+00
371531.00 3753940.00 1.29E-03 0.00E+00 2.76E-07 0.00E+00 2.30E-07 0.00E+00 371531.00 3753940.00 4.47E-07 0.00E+00 9.55E-11 0.00E+00 7.98E-11 0.00E+00
371551.00 3753940.00 1.22E-03 0.00E+00 2.57E-07 0.00E+00 2.09E-07 0.00E+00 371551.00 3753940.00 4.21E-07 0.00E+00 8.91E-11 0.00E+00 7.25E-11 0.00E+00
371571.00 3753940.00 1.15E-03 0.00E+00 2.40E-07 0.00E+00 1.90E-07 0.00E+00 371571.00 3753940.00 3.98E-07 0.00E+00 8.31E-11 0.00E+00 6.59E-11 0.00E+00
371591.00 3753940.00 1.08E-03 0.00E+00 2.28E-07 0.00E+00 1.77E-07 0.00E+00 371591.00 3753940.00 3.75E-07 0.00E+00 7.88E-11 0.00E+00 6.12E-11 0.00E+00
371611.00 3753940.00 1.02E-03 0.00E+00 2.18E-07 0.00E+00 1.66E-07 0.00E+00 371611.00 3753940.00 3.53E-07 0.00E+00 7.55E-11 0.00E+00 5.75E-11 0.00E+00
371631.00 3753940.00 9.64E-04 0.00E+00 2.07E-07 0.00E+00 1.55E-07 0.00E+00 371631.00 3753940.00 3.34E-07 0.00E+00 7.17E-11 0.00E+00 5.36E-11 0.00E+00
371651.00 3753940.00 9.11E-04 0.00E+00 1.97E-07 0.00E+00 1.45E-07 0.00E+00 371651.00 3753940.00 3.15E-07 0.00E+00 6.84E-11 0.00E+00 5.03E-11 0.00E+00
371671.00 3753940.00 8.62E-04 0.00E+00 1.89E-07 0.00E+00 1.37E-07 0.00E+00 371671.00 3753940.00 2.98E-07 0.00E+00 6.53E-11 0.00E+00 4.74E-11 0.00E+00
371691.00 3753940.00 8.16E-04 0.00E+00 1.81E-07 0.00E+00 1.30E-07 0.00E+00 371691.00 3753940.00 2.82E-07 0.00E+00 6.26E-11 0.00E+00 4.49E-11 0.00E+00
371711.00 3753940.00 7.74E-04 0.00E+00 1.73E-07 0.00E+00 1.23E-07 0.00E+00 371711.00 3753940.00 2.68E-07 0.00E+00 6.00E-11 0.00E+00 4.27E-11 0.00E+00
371731.00 3753940.00 7.35E-04 0.00E+00 1.67E-07 0.00E+00 1.17E-07 0.00E+00 371731.00 3753940.00 2.54E-07 0.00E+00 5.77E-11 0.00E+00 4.07E-11 0.00E+00
371751.00 3753940.00 6.99E-04 0.00E+00 1.60E-07 0.00E+00 1.12E-07 0.00E+00 371751.00 3753940.00 2.42E-07 0.00E+00 5.55E-11 0.00E+00 3.88E-11 0.00E+00
371771.00 3753940.00 6.68E-04 0.00E+00 1.55E-07 0.00E+00 1.07E-07 0.00E+00 371771.00 3753940.00 2.31E-07 0.00E+00 5.35E-11 0.00E+00 3.72E-11 0.00E+00
371791.00 3753940.00 6.40E-04 0.00E+00 1.49E-07 0.00E+00 1.03E-07 0.00E+00 371791.00 3753940.00 2.21E-07 0.00E+00 5.16E-11 0.00E+00 3.56E-11 0.00E+00
371811.00 3753940.00 6.13E-04 0.00E+00 1.44E-07 0.00E+00 9.88E-08 0.00E+00 371811.00 3753940.00 2.12E-07 0.00E+00 4.98E-11 0.00E+00 3.42E-11 0.00E+00
371831.00 3753940.00 5.89E-04 0.00E+00 1.39E-07 0.00E+00 9.49E-08 0.00E+00 371831.00 3753940.00 2.04E-07 0.00E+00 4.81E-11 0.00E+00 3.29E-11 0.00E+00
370571.00 3753960.00 1.66E-03 0.00E+00 2.34E-07 0.00E+00 5.19E-08 0.00E+00 370571.00 3753960.00 5.76E-07 0.00E+00 8.09E-11 0.00E+00 1.80E-11 0.00E+00
370591.00 3753960.00 1.73E-03 0.00E+00 2.48E-07 0.00E+00 5.48E-08 0.00E+00 370591.00 3753960.00 5.98E-07 0.00E+00 8.57E-11 0.00E+00 1.90E-11 0.00E+00
370611.00 3753960.00 1.80E-03 0.00E+00 2.63E-07 0.00E+00 5.78E-08 0.00E+00 370611.00 3753960.00 6.22E-07 0.00E+00 9.09E-11 0.00E+00 2.00E-11 0.00E+00
370631.00 3753960.00 1.87E-03 0.00E+00 2.79E-07 0.00E+00 6.12E-08 0.00E+00 370631.00 3753960.00 6.47E-07 0.00E+00 9.66E-11 0.00E+00 2.12E-11 0.00E+00
370651.00 3753960.00 1.94E-03 0.00E+00 2.97E-07 0.00E+00 6.49E-08 0.00E+00 370651.00 3753960.00 6.72E-07 0.00E+00 1.03E-10 0.00E+00 2.25E-11 0.00E+00
370671.00 3753960.00 2.02E-03 0.00E+00 3.17E-07 0.00E+00 6.89E-08 0.00E+00 370671.00 3753960.00 7.00E-07 0.00E+00 1.10E-10 0.00E+00 2.38E-11 0.00E+00
370691.00 3753960.00 2.11E-03 0.00E+00 3.38E-07 0.00E+00 7.32E-08 0.00E+00 370691.00 3753960.00 7.29E-07 0.00E+00 1.17E-10 0.00E+00 2.53E-11 0.00E+00
370711.00 3753960.00 2.19E-03 0.00E+00 3.62E-07 0.00E+00 7.81E-08 0.00E+00 370711.00 3753960.00 7.59E-07 0.00E+00 1.25E-10 0.00E+00 2.70E-11 0.00E+00
370731.00 3753960.00 2.28E-03 0.00E+00 3.89E-07 0.00E+00 8.35E-08 0.00E+00 370731.00 3753960.00 7.90E-07 0.00E+00 1.35E-10 0.00E+00 2.89E-11 0.00E+00
370751.00 3753960.00 2.37E-03 0.00E+00 4.19E-07 0.00E+00 8.96E-08 0.00E+00 370751.00 3753960.00 8.22E-07 0.00E+00 1.45E-10 0.00E+00 3.10E-11 0.00E+00
370771.00 3753960.00 2.47E-03 0.00E+00 4.51E-07 0.00E+00 9.63E-08 0.00E+00 370771.00 3753960.00 8.56E-07 0.00E+00 1.56E-10 0.00E+00 3.33E-11 0.00E+00
370791.00 3753960.00 2.57E-03 0.00E+00 4.86E-07 0.00E+00 1.04E-07 0.00E+00 370791.00 3753960.00 8.91E-07 0.00E+00 1.68E-10 0.00E+00 3.59E-11 0.00E+00
370811.00 3753960.00 2.68E-03 0.00E+00 5.24E-07 0.00E+00 1.12E-07 0.00E+00 370811.00 3753960.00 9.27E-07 0.00E+00 1.82E-10 0.00E+00 3.88E-11 0.00E+00
370831.00 3753960.00 2.79E-03 0.00E+00 5.65E-07 0.00E+00 1.21E-07 0.00E+00 370831.00 3753960.00 9.65E-07 0.00E+00 1.96E-10 0.00E+00 4.20E-11 0.00E+00
370851.00 3753960.00 2.89E-03 0.00E+00 6.13E-07 0.00E+00 1.32E-07 0.00E+00 370851.00 3753960.00 1.00E-06 0.00E+00 2.12E-10 0.00E+00 4.56E-11 0.00E+00
370871.00 3753960.00 3.00E-03 0.00E+00 6.60E-07 0.00E+00 1.44E-07 0.00E+00 370871.00 3753960.00 1.04E-06 0.00E+00 2.28E-10 0.00E+00 4.97E-11 0.00E+00
370891.00 3753960.00 3.11E-03 0.00E+00 7.07E-07 0.00E+00 1.57E-07 0.00E+00 370891.00 3753960.00 1.08E-06 0.00E+00 2.45E-10 0.00E+00 5.44E-11 0.00E+00
370911.00 3753960.00 3.23E-03 0.00E+00 7.55E-07 0.00E+00 1.72E-07 0.00E+00 370911.00 3753960.00 1.12E-06 0.00E+00 2.61E-10 0.00E+00 5.97E-11 0.00E+00
370931.00 3753960.00 3.35E-03 0.00E+00 8.01E-07 0.00E+00 1.90E-07 0.00E+00 370931.00 3753960.00 1.16E-06 0.00E+00 2.77E-10 0.00E+00 6.57E-11 0.00E+00
370951.00 3753960.00 3.46E-03 0.00E+00 8.44E-07 0.00E+00 2.10E-07 0.00E+00 370951.00 3753960.00 1.20E-06 0.00E+00 2.92E-10 0.00E+00 7.26E-11 0.00E+00
370971.00 3753960.00 3.57E-03 0.00E+00 8.82E-07 0.00E+00 2.33E-07 0.00E+00 370971.00 3753960.00 1.23E-06 0.00E+00 3.05E-10 0.00E+00 8.05E-11 0.00E+00
370991.00 3753960.00 3.67E-03 0.00E+00 9.14E-07 0.00E+00 2.59E-07 0.00E+00 370991.00 3753960.00 1.27E-06 0.00E+00 3.16E-10 0.00E+00 8.96E-11 0.00E+00
371011.00 3753960.00 3.75E-03 0.00E+00 9.37E-07 0.00E+00 2.88E-07 0.00E+00 371011.00 3753960.00 1.30E-06 0.00E+00 3.24E-10 0.00E+00 9.98E-11 0.00E+00
371031.00 3753960.00 3.83E-03 0.00E+00 9.53E-07 0.00E+00 3.22E-07 0.00E+00 371031.00 3753960.00 1.32E-06 0.00E+00 3.30E-10 0.00E+00 1.11E-10 0.00E+00
371051.00 3753960.00 3.89E-03 0.00E+00 9.62E-07 0.00E+00 3.59E-07 0.00E+00 371051.00 3753960.00 1.35E-06 0.00E+00 3.33E-10 0.00E+00 1.24E-10 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371071.00 3753960.00 3.94E-03 0.00E+00 9.68E-07 0.00E+00 4.02E-07 0.00E+00 371071.00 3753960.00 1.36E-06 0.00E+00 3.35E-10 0.00E+00 1.39E-10 0.00E+00
371091.00 3753960.00 4.01E-03 0.00E+00 9.76E-07 0.00E+00 4.51E-07 0.00E+00 371091.00 3753960.00 1.39E-06 0.00E+00 3.38E-10 0.00E+00 1.56E-10 0.00E+00
371111.00 3753960.00 4.05E-03 0.00E+00 9.78E-07 0.00E+00 5.05E-07 0.00E+00 371111.00 3753960.00 1.40E-06 0.00E+00 3.39E-10 0.00E+00 1.75E-10 0.00E+00
371131.00 3753960.00 4.11E-03 0.00E+00 9.77E-07 0.00E+00 5.63E-07 0.00E+00 371131.00 3753960.00 1.42E-06 0.00E+00 3.38E-10 0.00E+00 1.95E-10 0.00E+00
371151.00 3753960.00 4.12E-03 0.00E+00 9.40E-07 0.00E+00 6.06E-07 0.00E+00 371151.00 3753960.00 1.43E-06 0.00E+00 3.25E-10 0.00E+00 2.10E-10 0.00E+00
371171.00 3753960.00 4.07E-03 0.00E+00 9.30E-07 0.00E+00 6.56E-07 0.00E+00 371171.00 3753960.00 1.41E-06 0.00E+00 3.22E-10 0.00E+00 2.27E-10 0.00E+00
371191.00 3753960.00 3.98E-03 0.00E+00 9.22E-07 0.00E+00 7.05E-07 0.00E+00 371191.00 3753960.00 1.38E-06 0.00E+00 3.19E-10 0.00E+00 2.44E-10 0.00E+00
371211.00 3753960.00 3.87E-03 0.00E+00 9.08E-07 0.00E+00 7.44E-07 0.00E+00 371211.00 3753960.00 1.34E-06 0.00E+00 3.14E-10 0.00E+00 2.58E-10 0.00E+00
371231.00 3753960.00 3.73E-03 0.00E+00 8.37E-07 0.00E+00 7.29E-07 0.00E+00 371231.00 3753960.00 1.29E-06 0.00E+00 2.90E-10 0.00E+00 2.52E-10 0.00E+00
371251.00 3753960.00 3.58E-03 0.00E+00 8.16E-07 0.00E+00 7.45E-07 0.00E+00 371251.00 3753960.00 1.24E-06 0.00E+00 2.83E-10 0.00E+00 2.58E-10 0.00E+00
371271.00 3753960.00 3.43E-03 0.00E+00 8.29E-07 0.00E+00 7.85E-07 0.00E+00 371271.00 3753960.00 1.19E-06 0.00E+00 2.87E-10 0.00E+00 2.72E-10 0.00E+00
371291.00 3753960.00 3.24E-03 0.00E+00 7.97E-07 0.00E+00 7.78E-07 0.00E+00 371291.00 3753960.00 1.12E-06 0.00E+00 2.76E-10 0.00E+00 2.69E-10 0.00E+00
371311.00 3753960.00 3.06E-03 0.00E+00 7.54E-07 0.00E+00 7.49E-07 0.00E+00 371311.00 3753960.00 1.06E-06 0.00E+00 2.61E-10 0.00E+00 2.59E-10 0.00E+00
371331.00 3753960.00 2.86E-03 0.00E+00 7.11E-07 0.00E+00 7.14E-07 0.00E+00 371331.00 3753960.00 9.91E-07 0.00E+00 2.46E-10 0.00E+00 2.47E-10 0.00E+00
371351.00 3753960.00 2.67E-03 0.00E+00 6.68E-07 0.00E+00 6.74E-07 0.00E+00 371351.00 3753960.00 9.24E-07 0.00E+00 2.31E-10 0.00E+00 2.33E-10 0.00E+00
371371.00 3753960.00 2.48E-03 0.00E+00 6.23E-07 0.00E+00 6.27E-07 0.00E+00 371371.00 3753960.00 8.59E-07 0.00E+00 2.16E-10 0.00E+00 2.17E-10 0.00E+00
371391.00 3753960.00 2.30E-03 0.00E+00 5.82E-07 0.00E+00 5.81E-07 0.00E+00 371391.00 3753960.00 7.97E-07 0.00E+00 2.01E-10 0.00E+00 2.01E-10 0.00E+00
371411.00 3753960.00 2.13E-03 0.00E+00 5.35E-07 0.00E+00 5.27E-07 0.00E+00 371411.00 3753960.00 7.39E-07 0.00E+00 1.85E-10 0.00E+00 1.83E-10 0.00E+00
371431.00 3753960.00 1.98E-03 0.00E+00 4.91E-07 0.00E+00 4.74E-07 0.00E+00 371431.00 3753960.00 6.86E-07 0.00E+00 1.70E-10 0.00E+00 1.64E-10 0.00E+00
371451.00 3753960.00 1.84E-03 0.00E+00 4.55E-07 0.00E+00 4.30E-07 0.00E+00 371451.00 3753960.00 6.36E-07 0.00E+00 1.57E-10 0.00E+00 1.49E-10 0.00E+00
371471.00 3753960.00 1.71E-03 0.00E+00 4.18E-07 0.00E+00 3.86E-07 0.00E+00 371471.00 3753960.00 5.92E-07 0.00E+00 1.45E-10 0.00E+00 1.33E-10 0.00E+00
371491.00 3753960.00 1.60E-03 0.00E+00 3.81E-07 0.00E+00 3.41E-07 0.00E+00 371491.00 3753960.00 5.53E-07 0.00E+00 1.32E-10 0.00E+00 1.18E-10 0.00E+00
371511.00 3753960.00 1.50E-03 0.00E+00 3.51E-07 0.00E+00 3.05E-07 0.00E+00 371511.00 3753960.00 5.18E-07 0.00E+00 1.21E-10 0.00E+00 1.06E-10 0.00E+00
371531.00 3753960.00 1.40E-03 0.00E+00 3.24E-07 0.00E+00 2.74E-07 0.00E+00 371531.00 3753960.00 4.85E-07 0.00E+00 1.12E-10 0.00E+00 9.49E-11 0.00E+00
371551.00 3753960.00 1.32E-03 0.00E+00 3.01E-07 0.00E+00 2.48E-07 0.00E+00 371551.00 3753960.00 4.56E-07 0.00E+00 1.04E-10 0.00E+00 8.59E-11 0.00E+00
371571.00 3753960.00 1.24E-03 0.00E+00 2.78E-07 0.00E+00 2.23E-07 0.00E+00 371571.00 3753960.00 4.29E-07 0.00E+00 9.64E-11 0.00E+00 7.72E-11 0.00E+00
371591.00 3753960.00 1.17E-03 0.00E+00 2.65E-07 0.00E+00 2.08E-07 0.00E+00 371591.00 3753960.00 4.04E-07 0.00E+00 9.16E-11 0.00E+00 7.22E-11 0.00E+00
371611.00 3753960.00 1.10E-03 0.00E+00 2.53E-07 0.00E+00 1.96E-07 0.00E+00 371611.00 3753960.00 3.79E-07 0.00E+00 8.77E-11 0.00E+00 6.80E-11 0.00E+00
371631.00 3753960.00 1.03E-03 0.00E+00 2.41E-07 0.00E+00 1.84E-07 0.00E+00 371631.00 3753960.00 3.57E-07 0.00E+00 8.34E-11 0.00E+00 6.37E-11 0.00E+00
371651.00 3753960.00 9.73E-04 0.00E+00 2.30E-07 0.00E+00 1.73E-07 0.00E+00 371651.00 3753960.00 3.37E-07 0.00E+00 7.95E-11 0.00E+00 5.99E-11 0.00E+00
371671.00 3753960.00 9.19E-04 0.00E+00 2.19E-07 0.00E+00 1.64E-07 0.00E+00 371671.00 3753960.00 3.18E-07 0.00E+00 7.59E-11 0.00E+00 5.66E-11 0.00E+00
371691.00 3753960.00 8.70E-04 0.00E+00 2.10E-07 0.00E+00 1.55E-07 0.00E+00 371691.00 3753960.00 3.01E-07 0.00E+00 7.27E-11 0.00E+00 5.37E-11 0.00E+00
371711.00 3753960.00 8.24E-04 0.00E+00 2.01E-07 0.00E+00 1.48E-07 0.00E+00 371711.00 3753960.00 2.85E-07 0.00E+00 6.96E-11 0.00E+00 5.11E-11 0.00E+00
371731.00 3753960.00 7.83E-04 0.00E+00 1.93E-07 0.00E+00 1.41E-07 0.00E+00 371731.00 3753960.00 2.71E-07 0.00E+00 6.68E-11 0.00E+00 4.87E-11 0.00E+00
371751.00 3753960.00 7.46E-04 0.00E+00 1.85E-07 0.00E+00 1.34E-07 0.00E+00 371751.00 3753960.00 2.58E-07 0.00E+00 6.42E-11 0.00E+00 4.65E-11 0.00E+00
371771.00 3753960.00 7.13E-04 0.00E+00 1.78E-07 0.00E+00 1.28E-07 0.00E+00 371771.00 3753960.00 2.47E-07 0.00E+00 6.17E-11 0.00E+00 4.44E-11 0.00E+00
371791.00 3753960.00 6.84E-04 0.00E+00 1.71E-07 0.00E+00 1.23E-07 0.00E+00 371791.00 3753960.00 2.37E-07 0.00E+00 5.94E-11 0.00E+00 4.25E-11 0.00E+00
371811.00 3753960.00 6.58E-04 0.00E+00 1.65E-07 0.00E+00 1.18E-07 0.00E+00 371811.00 3753960.00 2.28E-07 0.00E+00 5.72E-11 0.00E+00 4.07E-11 0.00E+00
371831.00 3753960.00 6.34E-04 0.00E+00 1.59E-07 0.00E+00 1.13E-07 0.00E+00 371831.00 3753960.00 2.20E-07 0.00E+00 5.51E-11 0.00E+00 3.90E-11 0.00E+00
370571.00 3753980.00 1.71E-03 0.00E+00 2.45E-07 0.00E+00 5.31E-08 0.00E+00 370571.00 3753980.00 5.90E-07 0.00E+00 8.46E-11 0.00E+00 1.84E-11 0.00E+00
370591.00 3753980.00 1.77E-03 0.00E+00 2.60E-07 0.00E+00 5.60E-08 0.00E+00 370591.00 3753980.00 6.14E-07 0.00E+00 8.99E-11 0.00E+00 1.94E-11 0.00E+00
370611.00 3753980.00 1.84E-03 0.00E+00 2.76E-07 0.00E+00 5.92E-08 0.00E+00 370611.00 3753980.00 6.39E-07 0.00E+00 9.57E-11 0.00E+00 2.05E-11 0.00E+00
370631.00 3753980.00 1.92E-03 0.00E+00 2.95E-07 0.00E+00 6.27E-08 0.00E+00 370631.00 3753980.00 6.64E-07 0.00E+00 1.02E-10 0.00E+00 2.17E-11 0.00E+00
370651.00 3753980.00 2.00E-03 0.00E+00 3.16E-07 0.00E+00 6.66E-08 0.00E+00 370651.00 3753980.00 6.91E-07 0.00E+00 1.09E-10 0.00E+00 2.30E-11 0.00E+00
370671.00 3753980.00 2.08E-03 0.00E+00 3.38E-07 0.00E+00 7.08E-08 0.00E+00 370671.00 3753980.00 7.21E-07 0.00E+00 1.17E-10 0.00E+00 2.45E-11 0.00E+00
370691.00 3753980.00 2.17E-03 0.00E+00 3.62E-07 0.00E+00 7.53E-08 0.00E+00 370691.00 3753980.00 7.52E-07 0.00E+00 1.25E-10 0.00E+00 2.61E-11 0.00E+00
370711.00 3753980.00 2.27E-03 0.00E+00 3.89E-07 0.00E+00 8.04E-08 0.00E+00 370711.00 3753980.00 7.84E-07 0.00E+00 1.35E-10 0.00E+00 2.78E-11 0.00E+00
370731.00 3753980.00 2.36E-03 0.00E+00 4.20E-07 0.00E+00 8.61E-08 0.00E+00 370731.00 3753980.00 8.18E-07 0.00E+00 1.45E-10 0.00E+00 2.98E-11 0.00E+00
370751.00 3753980.00 2.47E-03 0.00E+00 4.55E-07 0.00E+00 9.25E-08 0.00E+00 370751.00 3753980.00 8.53E-07 0.00E+00 1.57E-10 0.00E+00 3.20E-11 0.00E+00
370771.00 3753980.00 2.57E-03 0.00E+00 4.93E-07 0.00E+00 9.96E-08 0.00E+00 370771.00 3753980.00 8.91E-07 0.00E+00 1.71E-10 0.00E+00 3.45E-11 0.00E+00
370791.00 3753980.00 2.69E-03 0.00E+00 5.35E-07 0.00E+00 1.07E-07 0.00E+00 370791.00 3753980.00 9.30E-07 0.00E+00 1.85E-10 0.00E+00 3.72E-11 0.00E+00
370811.00 3753980.00 2.80E-03 0.00E+00 5.83E-07 0.00E+00 1.16E-07 0.00E+00 370811.00 3753980.00 9.70E-07 0.00E+00 2.02E-10 0.00E+00 4.03E-11 0.00E+00
370831.00 3753980.00 2.93E-03 0.00E+00 6.36E-07 0.00E+00 1.26E-07 0.00E+00 370831.00 3753980.00 1.01E-06 0.00E+00 2.20E-10 0.00E+00 4.37E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370851.00 3753980.00 3.04E-03 0.00E+00 6.98E-07 0.00E+00 1.38E-07 0.00E+00 370851.00 3753980.00 1.05E-06 0.00E+00 2.42E-10 0.00E+00 4.76E-11 0.00E+00
370871.00 3753980.00 3.16E-03 0.00E+00 7.60E-07 0.00E+00 1.50E-07 0.00E+00 370871.00 3753980.00 1.10E-06 0.00E+00 2.63E-10 0.00E+00 5.21E-11 0.00E+00
370891.00 3753980.00 3.29E-03 0.00E+00 8.25E-07 0.00E+00 1.65E-07 0.00E+00 370891.00 3753980.00 1.14E-06 0.00E+00 2.86E-10 0.00E+00 5.71E-11 0.00E+00
370911.00 3753980.00 3.43E-03 0.00E+00 8.92E-07 0.00E+00 1.82E-07 0.00E+00 370911.00 3753980.00 1.19E-06 0.00E+00 3.09E-10 0.00E+00 6.30E-11 0.00E+00
370931.00 3753980.00 3.57E-03 0.00E+00 9.58E-07 0.00E+00 2.01E-07 0.00E+00 370931.00 3753980.00 1.24E-06 0.00E+00 3.32E-10 0.00E+00 6.97E-11 0.00E+00
370951.00 3753980.00 3.71E-03 0.00E+00 1.02E-06 0.00E+00 2.24E-07 0.00E+00 370951.00 3753980.00 1.28E-06 0.00E+00 3.53E-10 0.00E+00 7.75E-11 0.00E+00
370971.00 3753980.00 3.84E-03 0.00E+00 1.07E-06 0.00E+00 2.50E-07 0.00E+00 370971.00 3753980.00 1.33E-06 0.00E+00 3.71E-10 0.00E+00 8.65E-11 0.00E+00
370991.00 3753980.00 3.97E-03 0.00E+00 1.12E-06 0.00E+00 2.80E-07 0.00E+00 370991.00 3753980.00 1.37E-06 0.00E+00 3.87E-10 0.00E+00 9.71E-11 0.00E+00
371011.00 3753980.00 4.09E-03 0.00E+00 1.15E-06 0.00E+00 3.16E-07 0.00E+00 371011.00 3753980.00 1.42E-06 0.00E+00 3.98E-10 0.00E+00 1.09E-10 0.00E+00
371031.00 3753980.00 4.24E-03 0.00E+00 1.18E-06 0.00E+00 3.59E-07 0.00E+00 371031.00 3753980.00 1.47E-06 0.00E+00 4.09E-10 0.00E+00 1.24E-10 0.00E+00
371051.00 3753980.00 4.34E-03 0.00E+00 1.20E-06 0.00E+00 4.08E-07 0.00E+00 371051.00 3753980.00 1.50E-06 0.00E+00 4.15E-10 0.00E+00 1.41E-10 0.00E+00
371071.00 3753980.00 4.34E-03 0.00E+00 1.19E-06 0.00E+00 4.57E-07 0.00E+00 371071.00 3753980.00 1.50E-06 0.00E+00 4.11E-10 0.00E+00 1.58E-10 0.00E+00
371091.00 3753980.00 4.44E-03 0.00E+00 1.20E-06 0.00E+00 5.23E-07 0.00E+00 371091.00 3753980.00 1.54E-06 0.00E+00 4.15E-10 0.00E+00 1.81E-10 0.00E+00
371111.00 3753980.00 4.52E-03 0.00E+00 1.20E-06 0.00E+00 5.97E-07 0.00E+00 371111.00 3753980.00 1.56E-06 0.00E+00 4.17E-10 0.00E+00 2.07E-10 0.00E+00
371131.00 3753980.00 4.60E-03 0.00E+00 1.21E-06 0.00E+00 6.80E-07 0.00E+00 371131.00 3753980.00 1.59E-06 0.00E+00 4.17E-10 0.00E+00 2.35E-10 0.00E+00
371151.00 3753980.00 4.63E-03 0.00E+00 1.15E-06 0.00E+00 7.43E-07 0.00E+00 371151.00 3753980.00 1.60E-06 0.00E+00 3.99E-10 0.00E+00 2.57E-10 0.00E+00
371171.00 3753980.00 4.59E-03 0.00E+00 1.14E-06 0.00E+00 8.15E-07 0.00E+00 371171.00 3753980.00 1.59E-06 0.00E+00 3.95E-10 0.00E+00 2.82E-10 0.00E+00
371191.00 3753980.00 4.49E-03 0.00E+00 1.16E-06 0.00E+00 9.05E-07 0.00E+00 371191.00 3753980.00 1.56E-06 0.00E+00 4.01E-10 0.00E+00 3.13E-10 0.00E+00
371211.00 3753980.00 4.39E-03 0.00E+00 1.13E-06 0.00E+00 9.57E-07 0.00E+00 371211.00 3753980.00 1.52E-06 0.00E+00 3.92E-10 0.00E+00 3.31E-10 0.00E+00
371231.00 3753980.00 4.25E-03 0.00E+00 1.05E-06 0.00E+00 9.43E-07 0.00E+00 371231.00 3753980.00 1.47E-06 0.00E+00 3.62E-10 0.00E+00 3.27E-10 0.00E+00
371251.00 3753980.00 4.10E-03 0.00E+00 1.04E-06 0.00E+00 9.86E-07 0.00E+00 371251.00 3753980.00 1.42E-06 0.00E+00 3.61E-10 0.00E+00 3.41E-10 0.00E+00
371271.00 3753980.00 3.89E-03 0.00E+00 1.04E-06 0.00E+00 1.03E-06 0.00E+00 371271.00 3753980.00 1.35E-06 0.00E+00 3.61E-10 0.00E+00 3.55E-10 0.00E+00
371291.00 3753980.00 3.67E-03 0.00E+00 1.01E-06 0.00E+00 1.02E-06 0.00E+00 371291.00 3753980.00 1.27E-06 0.00E+00 3.49E-10 0.00E+00 3.54E-10 0.00E+00
371311.00 3753980.00 3.46E-03 0.00E+00 9.53E-07 0.00E+00 9.82E-07 0.00E+00 371311.00 3753980.00 1.20E-06 0.00E+00 3.30E-10 0.00E+00 3.40E-10 0.00E+00
371331.00 3753980.00 3.23E-03 0.00E+00 9.02E-07 0.00E+00 9.38E-07 0.00E+00 371331.00 3753980.00 1.12E-06 0.00E+00 3.12E-10 0.00E+00 3.25E-10 0.00E+00
371351.00 3753980.00 3.00E-03 0.00E+00 8.47E-07 0.00E+00 8.83E-07 0.00E+00 371351.00 3753980.00 1.04E-06 0.00E+00 2.93E-10 0.00E+00 3.06E-10 0.00E+00
371371.00 3753980.00 2.78E-03 0.00E+00 7.86E-07 0.00E+00 8.15E-07 0.00E+00 371371.00 3753980.00 9.63E-07 0.00E+00 2.72E-10 0.00E+00 2.82E-10 0.00E+00
371391.00 3753980.00 2.57E-03 0.00E+00 7.27E-07 0.00E+00 7.46E-07 0.00E+00 371391.00 3753980.00 8.90E-07 0.00E+00 2.52E-10 0.00E+00 2.58E-10 0.00E+00
371411.00 3753980.00 2.38E-03 0.00E+00 6.62E-07 0.00E+00 6.68E-07 0.00E+00 371411.00 3753980.00 8.22E-07 0.00E+00 2.29E-10 0.00E+00 2.31E-10 0.00E+00
371431.00 3753980.00 2.20E-03 0.00E+00 6.04E-07 0.00E+00 5.95E-07 0.00E+00 371431.00 3753980.00 7.60E-07 0.00E+00 2.09E-10 0.00E+00 2.06E-10 0.00E+00
371451.00 3753980.00 2.04E-03 0.00E+00 5.44E-07 0.00E+00 5.22E-07 0.00E+00 371451.00 3753980.00 7.04E-07 0.00E+00 1.88E-10 0.00E+00 1.81E-10 0.00E+00
371471.00 3753980.00 1.89E-03 0.00E+00 4.88E-07 0.00E+00 4.53E-07 0.00E+00 371471.00 3753980.00 6.55E-07 0.00E+00 1.69E-10 0.00E+00 1.57E-10 0.00E+00
371491.00 3753980.00 1.76E-03 0.00E+00 4.46E-07 0.00E+00 4.01E-07 0.00E+00 371491.00 3753980.00 6.09E-07 0.00E+00 1.54E-10 0.00E+00 1.39E-10 0.00E+00
371511.00 3753980.00 1.64E-03 0.00E+00 4.09E-07 0.00E+00 3.58E-07 0.00E+00 371511.00 3753980.00 5.68E-07 0.00E+00 1.42E-10 0.00E+00 1.24E-10 0.00E+00
371531.00 3753980.00 1.53E-03 0.00E+00 3.80E-07 0.00E+00 3.23E-07 0.00E+00 371531.00 3753980.00 5.30E-07 0.00E+00 1.31E-10 0.00E+00 1.12E-10 0.00E+00
371551.00 3753980.00 1.43E-03 0.00E+00 3.54E-07 0.00E+00 2.95E-07 0.00E+00 371551.00 3753980.00 4.96E-07 0.00E+00 1.23E-10 0.00E+00 1.02E-10 0.00E+00
371571.00 3753980.00 1.34E-03 0.00E+00 3.32E-07 0.00E+00 2.71E-07 0.00E+00 371571.00 3753980.00 4.65E-07 0.00E+00 1.15E-10 0.00E+00 9.38E-11 0.00E+00
371591.00 3753980.00 1.26E-03 0.00E+00 3.16E-07 0.00E+00 2.55E-07 0.00E+00 371591.00 3753980.00 4.36E-07 0.00E+00 1.09E-10 0.00E+00 8.83E-11 0.00E+00
371611.00 3753980.00 1.18E-03 0.00E+00 3.02E-07 0.00E+00 2.41E-07 0.00E+00 371611.00 3753980.00 4.08E-07 0.00E+00 1.05E-10 0.00E+00 8.34E-11 0.00E+00
371631.00 3753980.00 1.11E-03 0.00E+00 2.87E-07 0.00E+00 2.26E-07 0.00E+00 371631.00 3753980.00 3.84E-07 0.00E+00 9.94E-11 0.00E+00 7.83E-11 0.00E+00
371651.00 3753980.00 1.04E-03 0.00E+00 2.73E-07 0.00E+00 2.13E-07 0.00E+00 371651.00 3753980.00 3.61E-07 0.00E+00 9.45E-11 0.00E+00 7.38E-11 0.00E+00
371671.00 3753980.00 9.86E-04 0.00E+00 2.60E-07 0.00E+00 2.02E-07 0.00E+00 371671.00 3753980.00 3.41E-07 0.00E+00 9.01E-11 0.00E+00 6.98E-11 0.00E+00
371691.00 3753980.00 9.33E-04 0.00E+00 2.48E-07 0.00E+00 1.91E-07 0.00E+00 371691.00 3753980.00 3.23E-07 0.00E+00 8.59E-11 0.00E+00 6.61E-11 0.00E+00
371711.00 3753980.00 8.84E-04 0.00E+00 2.37E-07 0.00E+00 1.81E-07 0.00E+00 371711.00 3753980.00 3.06E-07 0.00E+00 8.21E-11 0.00E+00 6.27E-11 0.00E+00
371731.00 3753980.00 8.41E-04 0.00E+00 2.27E-07 0.00E+00 1.72E-07 0.00E+00 371731.00 3753980.00 2.91E-07 0.00E+00 7.85E-11 0.00E+00 5.96E-11 0.00E+00
371751.00 3753980.00 8.02E-04 0.00E+00 2.17E-07 0.00E+00 1.64E-07 0.00E+00 371751.00 3753980.00 2.78E-07 0.00E+00 7.52E-11 0.00E+00 5.67E-11 0.00E+00
371771.00 3753980.00 7.70E-04 0.00E+00 2.08E-07 0.00E+00 1.56E-07 0.00E+00 371771.00 3753980.00 2.66E-07 0.00E+00 7.20E-11 0.00E+00 5.40E-11 0.00E+00
371791.00 3753980.00 7.40E-04 0.00E+00 1.99E-07 0.00E+00 1.49E-07 0.00E+00 371791.00 3753980.00 2.56E-07 0.00E+00 6.90E-11 0.00E+00 5.14E-11 0.00E+00
371811.00 3753980.00 7.14E-04 0.00E+00 1.91E-07 0.00E+00 1.42E-07 0.00E+00 371811.00 3753980.00 2.47E-07 0.00E+00 6.62E-11 0.00E+00 4.90E-11 0.00E+00
371831.00 3753980.00 6.91E-04 0.00E+00 1.84E-07 0.00E+00 1.35E-07 0.00E+00 371831.00 3753980.00 2.39E-07 0.00E+00 6.36E-11 0.00E+00 4.68E-11 0.00E+00
370571.00 3754000.00 1.75E-03 0.00E+00 2.56E-07 0.00E+00 5.41E-08 0.00E+00 370571.00 3754000.00 6.05E-07 0.00E+00 8.85E-11 0.00E+00 1.87E-11 0.00E+00
370591.00 3754000.00 1.82E-03 0.00E+00 2.72E-07 0.00E+00 5.72E-08 0.00E+00 370591.00 3754000.00 6.29E-07 0.00E+00 9.43E-11 0.00E+00 1.98E-11 0.00E+00
370611.00 3754000.00 1.89E-03 0.00E+00 2.91E-07 0.00E+00 6.05E-08 0.00E+00 370611.00 3754000.00 6.55E-07 0.00E+00 1.01E-10 0.00E+00 2.09E-11 0.00E+00
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CONCENTRATIONS 3rd Trimester Dose
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1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370631.00 3754000.00 1.97E-03 0.00E+00 3.11E-07 0.00E+00 6.41E-08 0.00E+00 370631.00 3754000.00 6.83E-07 0.00E+00 1.08E-10 0.00E+00 2.22E-11 0.00E+00
370651.00 3754000.00 2.06E-03 0.00E+00 3.34E-07 0.00E+00 6.82E-08 0.00E+00 370651.00 3754000.00 7.12E-07 0.00E+00 1.16E-10 0.00E+00 2.36E-11 0.00E+00
370671.00 3754000.00 2.14E-03 0.00E+00 3.59E-07 0.00E+00 7.26E-08 0.00E+00 370671.00 3754000.00 7.42E-07 0.00E+00 1.24E-10 0.00E+00 2.51E-11 0.00E+00
370691.00 3754000.00 2.24E-03 0.00E+00 3.87E-07 0.00E+00 7.73E-08 0.00E+00 370691.00 3754000.00 7.76E-07 0.00E+00 1.34E-10 0.00E+00 2.68E-11 0.00E+00
370711.00 3754000.00 2.34E-03 0.00E+00 4.18E-07 0.00E+00 8.27E-08 0.00E+00 370711.00 3754000.00 8.10E-07 0.00E+00 1.45E-10 0.00E+00 2.86E-11 0.00E+00
370731.00 3754000.00 2.45E-03 0.00E+00 4.54E-07 0.00E+00 8.87E-08 0.00E+00 370731.00 3754000.00 8.47E-07 0.00E+00 1.57E-10 0.00E+00 3.07E-11 0.00E+00
370751.00 3754000.00 2.56E-03 0.00E+00 4.94E-07 0.00E+00 9.53E-08 0.00E+00 370751.00 3754000.00 8.86E-07 0.00E+00 1.71E-10 0.00E+00 3.30E-11 0.00E+00
370771.00 3754000.00 2.68E-03 0.00E+00 5.38E-07 0.00E+00 1.03E-07 0.00E+00 370771.00 3754000.00 9.27E-07 0.00E+00 1.86E-10 0.00E+00 3.55E-11 0.00E+00
370791.00 3754000.00 2.80E-03 0.00E+00 5.89E-07 0.00E+00 1.11E-07 0.00E+00 370791.00 3754000.00 9.70E-07 0.00E+00 2.04E-10 0.00E+00 3.84E-11 0.00E+00
370811.00 3754000.00 2.93E-03 0.00E+00 6.50E-07 0.00E+00 1.21E-07 0.00E+00 370811.00 3754000.00 1.01E-06 0.00E+00 2.25E-10 0.00E+00 4.17E-11 0.00E+00
370831.00 3754000.00 3.07E-03 0.00E+00 7.18E-07 0.00E+00 1.31E-07 0.00E+00 370831.00 3754000.00 1.06E-06 0.00E+00 2.49E-10 0.00E+00 4.55E-11 0.00E+00
370851.00 3754000.00 3.19E-03 0.00E+00 7.99E-07 0.00E+00 1.43E-07 0.00E+00 370851.00 3754000.00 1.10E-06 0.00E+00 2.77E-10 0.00E+00 4.96E-11 0.00E+00
370871.00 3754000.00 3.34E-03 0.00E+00 8.84E-07 0.00E+00 1.57E-07 0.00E+00 370871.00 3754000.00 1.16E-06 0.00E+00 3.06E-10 0.00E+00 5.44E-11 0.00E+00
370891.00 3754000.00 3.49E-03 0.00E+00 9.76E-07 0.00E+00 1.73E-07 0.00E+00 370891.00 3754000.00 1.21E-06 0.00E+00 3.38E-10 0.00E+00 5.99E-11 0.00E+00
370911.00 3754000.00 3.64E-03 0.00E+00 1.07E-06 0.00E+00 1.92E-07 0.00E+00 370911.00 3754000.00 1.26E-06 0.00E+00 3.71E-10 0.00E+00 6.63E-11 0.00E+00
370931.00 3754000.00 3.80E-03 0.00E+00 1.17E-06 0.00E+00 2.13E-07 0.00E+00 370931.00 3754000.00 1.32E-06 0.00E+00 4.05E-10 0.00E+00 7.37E-11 0.00E+00
370951.00 3754000.00 3.97E-03 0.00E+00 1.26E-06 0.00E+00 2.38E-07 0.00E+00 370951.00 3754000.00 1.37E-06 0.00E+00 4.37E-10 0.00E+00 8.25E-11 0.00E+00
370971.00 3754000.00 4.13E-03 0.00E+00 1.34E-06 0.00E+00 2.68E-07 0.00E+00 370971.00 3754000.00 1.43E-06 0.00E+00 4.64E-10 0.00E+00 9.27E-11 0.00E+00
370991.00 3754000.00 4.30E-03 0.00E+00 1.41E-06 0.00E+00 3.03E-07 0.00E+00 370991.00 3754000.00 1.49E-06 0.00E+00 4.87E-10 0.00E+00 1.05E-10 0.00E+00
371011.00 3754000.00 4.49E-03 0.00E+00 1.46E-06 0.00E+00 3.46E-07 0.00E+00 371011.00 3754000.00 1.55E-06 0.00E+00 5.06E-10 0.00E+00 1.20E-10 0.00E+00
371031.00 3754000.00 4.66E-03 0.00E+00 1.49E-06 0.00E+00 3.98E-07 0.00E+00 371031.00 3754000.00 1.61E-06 0.00E+00 5.15E-10 0.00E+00 1.38E-10 0.00E+00
371051.00 3754000.00 4.80E-03 0.00E+00 1.52E-06 0.00E+00 4.58E-07 0.00E+00 371051.00 3754000.00 1.66E-06 0.00E+00 5.24E-10 0.00E+00 1.59E-10 0.00E+00
371071.00 3754000.00 4.78E-03 0.00E+00 1.49E-06 0.00E+00 5.19E-07 0.00E+00 371071.00 3754000.00 1.66E-06 0.00E+00 5.15E-10 0.00E+00 1.80E-10 0.00E+00
371091.00 3754000.00 4.93E-03 0.00E+00 1.51E-06 0.00E+00 6.08E-07 0.00E+00 371091.00 3754000.00 1.71E-06 0.00E+00 5.23E-10 0.00E+00 2.10E-10 0.00E+00
371111.00 3754000.00 5.05E-03 0.00E+00 1.52E-06 0.00E+00 7.12E-07 0.00E+00 371111.00 3754000.00 1.75E-06 0.00E+00 5.28E-10 0.00E+00 2.46E-10 0.00E+00
371131.00 3754000.00 5.17E-03 0.00E+00 1.53E-06 0.00E+00 8.32E-07 0.00E+00 371131.00 3754000.00 1.79E-06 0.00E+00 5.31E-10 0.00E+00 2.88E-10 0.00E+00
371151.00 3754000.00 5.24E-03 0.00E+00 1.46E-06 0.00E+00 9.30E-07 0.00E+00 371151.00 3754000.00 1.81E-06 0.00E+00 5.06E-10 0.00E+00 3.22E-10 0.00E+00
371171.00 3754000.00 5.21E-03 0.00E+00 1.45E-06 0.00E+00 1.04E-06 0.00E+00 371171.00 3754000.00 1.80E-06 0.00E+00 5.04E-10 0.00E+00 3.62E-10 0.00E+00
371191.00 3754000.00 5.14E-03 0.00E+00 1.45E-06 0.00E+00 1.16E-06 0.00E+00 371191.00 3754000.00 1.78E-06 0.00E+00 5.03E-10 0.00E+00 4.01E-10 0.00E+00
371211.00 3754000.00 5.02E-03 0.00E+00 1.44E-06 0.00E+00 1.25E-06 0.00E+00 371211.00 3754000.00 1.74E-06 0.00E+00 4.97E-10 0.00E+00 4.32E-10 0.00E+00
371231.00 3754000.00 4.87E-03 0.00E+00 1.42E-06 0.00E+00 1.32E-06 0.00E+00 371231.00 3754000.00 1.68E-06 0.00E+00 4.90E-10 0.00E+00 4.56E-10 0.00E+00
371251.00 3754000.00 4.68E-03 0.00E+00 1.39E-06 0.00E+00 1.36E-06 0.00E+00 371251.00 3754000.00 1.62E-06 0.00E+00 4.80E-10 0.00E+00 4.71E-10 0.00E+00
371271.00 3754000.00 4.44E-03 0.00E+00 1.38E-06 0.00E+00 1.41E-06 0.00E+00 371271.00 3754000.00 1.54E-06 0.00E+00 4.78E-10 0.00E+00 4.88E-10 0.00E+00
371291.00 3754000.00 4.19E-03 0.00E+00 1.35E-06 0.00E+00 1.41E-06 0.00E+00 371291.00 3754000.00 1.45E-06 0.00E+00 4.66E-10 0.00E+00 4.89E-10 0.00E+00
371311.00 3754000.00 3.93E-03 0.00E+00 1.29E-06 0.00E+00 1.38E-06 0.00E+00 371311.00 3754000.00 1.36E-06 0.00E+00 4.47E-10 0.00E+00 4.77E-10 0.00E+00
371331.00 3754000.00 3.66E-03 0.00E+00 1.22E-06 0.00E+00 1.32E-06 0.00E+00 371331.00 3754000.00 1.27E-06 0.00E+00 4.24E-10 0.00E+00 4.55E-10 0.00E+00
371351.00 3754000.00 3.39E-03 0.00E+00 1.15E-06 0.00E+00 1.23E-06 0.00E+00 371351.00 3754000.00 1.17E-06 0.00E+00 3.96E-10 0.00E+00 4.26E-10 0.00E+00
371371.00 3754000.00 3.13E-03 0.00E+00 1.05E-06 0.00E+00 1.12E-06 0.00E+00 371371.00 3754000.00 1.08E-06 0.00E+00 3.64E-10 0.00E+00 3.89E-10 0.00E+00
371391.00 3754000.00 2.89E-03 0.00E+00 9.54E-07 0.00E+00 1.01E-06 0.00E+00 371391.00 3754000.00 1.00E-06 0.00E+00 3.30E-10 0.00E+00 3.48E-10 0.00E+00
371411.00 3754000.00 2.66E-03 0.00E+00 8.52E-07 0.00E+00 8.78E-07 0.00E+00 371411.00 3754000.00 9.21E-07 0.00E+00 2.95E-10 0.00E+00 3.04E-10 0.00E+00
371431.00 3754000.00 2.45E-03 0.00E+00 7.65E-07 0.00E+00 7.69E-07 0.00E+00 371431.00 3754000.00 8.48E-07 0.00E+00 2.65E-10 0.00E+00 2.66E-10 0.00E+00
371451.00 3754000.00 2.26E-03 0.00E+00 6.76E-07 0.00E+00 6.58E-07 0.00E+00 371451.00 3754000.00 7.83E-07 0.00E+00 2.34E-10 0.00E+00 2.28E-10 0.00E+00
371471.00 3754000.00 2.09E-03 0.00E+00 6.02E-07 0.00E+00 5.66E-07 0.00E+00 371471.00 3754000.00 7.25E-07 0.00E+00 2.08E-10 0.00E+00 1.96E-10 0.00E+00
371491.00 3754000.00 1.94E-03 0.00E+00 5.46E-07 0.00E+00 4.98E-07 0.00E+00 371491.00 3754000.00 6.72E-07 0.00E+00 1.89E-10 0.00E+00 1.72E-10 0.00E+00
371511.00 3754000.00 1.80E-03 0.00E+00 5.00E-07 0.00E+00 4.44E-07 0.00E+00 371511.00 3754000.00 6.24E-07 0.00E+00 1.73E-10 0.00E+00 1.54E-10 0.00E+00
371531.00 3754000.00 1.68E-03 0.00E+00 4.66E-07 0.00E+00 4.06E-07 0.00E+00 371531.00 3754000.00 5.81E-07 0.00E+00 1.61E-10 0.00E+00 1.41E-10 0.00E+00
371551.00 3754000.00 1.56E-03 0.00E+00 4.34E-07 0.00E+00 3.72E-07 0.00E+00 371551.00 3754000.00 5.41E-07 0.00E+00 1.50E-10 0.00E+00 1.29E-10 0.00E+00
371571.00 3754000.00 1.46E-03 0.00E+00 4.07E-07 0.00E+00 3.44E-07 0.00E+00 371571.00 3754000.00 5.06E-07 0.00E+00 1.41E-10 0.00E+00 1.19E-10 0.00E+00
371591.00 3754000.00 1.37E-03 0.00E+00 3.86E-07 0.00E+00 3.23E-07 0.00E+00 371591.00 3754000.00 4.73E-07 0.00E+00 1.34E-10 0.00E+00 1.12E-10 0.00E+00
371611.00 3754000.00 1.28E-03 0.00E+00 3.70E-07 0.00E+00 3.08E-07 0.00E+00 371611.00 3754000.00 4.41E-07 0.00E+00 1.28E-10 0.00E+00 1.06E-10 0.00E+00
371631.00 3754000.00 1.20E-03 0.00E+00 3.50E-07 0.00E+00 2.88E-07 0.00E+00 371631.00 3754000.00 4.14E-07 0.00E+00 1.21E-10 0.00E+00 9.98E-11 0.00E+00
371651.00 3754000.00 1.13E-03 0.00E+00 3.31E-07 0.00E+00 2.71E-07 0.00E+00 371651.00 3754000.00 3.90E-07 0.00E+00 1.15E-10 0.00E+00 9.37E-11 0.00E+00
371671.00 3754000.00 1.06E-03 0.00E+00 3.14E-07 0.00E+00 2.55E-07 0.00E+00 371671.00 3754000.00 3.69E-07 0.00E+00 1.09E-10 0.00E+00 8.81E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371691.00 3754000.00 1.01E-03 0.00E+00 2.98E-07 0.00E+00 2.40E-07 0.00E+00 371691.00 3754000.00 3.49E-07 0.00E+00 1.03E-10 0.00E+00 8.30E-11 0.00E+00
371711.00 3754000.00 9.58E-04 0.00E+00 2.83E-07 0.00E+00 2.26E-07 0.00E+00 371711.00 3754000.00 3.32E-07 0.00E+00 9.80E-11 0.00E+00 7.83E-11 0.00E+00
371731.00 3754000.00 9.14E-04 0.00E+00 2.69E-07 0.00E+00 2.14E-07 0.00E+00 371731.00 3754000.00 3.16E-07 0.00E+00 9.33E-11 0.00E+00 7.40E-11 0.00E+00
371751.00 3754000.00 8.74E-04 0.00E+00 2.57E-07 0.00E+00 2.02E-07 0.00E+00 371751.00 3754000.00 3.02E-07 0.00E+00 8.89E-11 0.00E+00 7.00E-11 0.00E+00
371771.00 3754000.00 8.41E-04 0.00E+00 2.45E-07 0.00E+00 1.91E-07 0.00E+00 371771.00 3754000.00 2.91E-07 0.00E+00 8.47E-11 0.00E+00 6.62E-11 0.00E+00
371791.00 3754000.00 8.12E-04 0.00E+00 2.33E-07 0.00E+00 1.81E-07 0.00E+00 371791.00 3754000.00 2.81E-07 0.00E+00 8.08E-11 0.00E+00 6.27E-11 0.00E+00
371811.00 3754000.00 7.87E-04 0.00E+00 2.23E-07 0.00E+00 1.72E-07 0.00E+00 371811.00 3754000.00 2.73E-07 0.00E+00 7.71E-11 0.00E+00 5.95E-11 0.00E+00
371831.00 3754000.00 7.66E-04 0.00E+00 2.13E-07 0.00E+00 1.63E-07 0.00E+00 371831.00 3754000.00 2.65E-07 0.00E+00 7.37E-11 0.00E+00 5.64E-11 0.00E+00
370571.00 3754020.00 1.79E-03 0.00E+00 2.67E-07 0.00E+00 5.53E-08 0.00E+00 370571.00 3754020.00 6.19E-07 0.00E+00 9.26E-11 0.00E+00 1.91E-11 0.00E+00
370591.00 3754020.00 1.86E-03 0.00E+00 2.86E-07 0.00E+00 5.84E-08 0.00E+00 370591.00 3754020.00 6.45E-07 0.00E+00 9.89E-11 0.00E+00 2.02E-11 0.00E+00
370611.00 3754020.00 1.94E-03 0.00E+00 3.06E-07 0.00E+00 6.18E-08 0.00E+00 370611.00 3754020.00 6.72E-07 0.00E+00 1.06E-10 0.00E+00 2.14E-11 0.00E+00
370631.00 3754020.00 2.03E-03 0.00E+00 3.28E-07 0.00E+00 6.56E-08 0.00E+00 370631.00 3754020.00 7.01E-07 0.00E+00 1.14E-10 0.00E+00 2.27E-11 0.00E+00
370651.00 3754020.00 2.11E-03 0.00E+00 3.53E-07 0.00E+00 6.97E-08 0.00E+00 370651.00 3754020.00 7.32E-07 0.00E+00 1.22E-10 0.00E+00 2.41E-11 0.00E+00
370671.00 3754020.00 2.21E-03 0.00E+00 3.81E-07 0.00E+00 7.44E-08 0.00E+00 370671.00 3754020.00 7.65E-07 0.00E+00 1.32E-10 0.00E+00 2.57E-11 0.00E+00
370691.00 3754020.00 2.31E-03 0.00E+00 4.13E-07 0.00E+00 7.93E-08 0.00E+00 370691.00 3754020.00 8.00E-07 0.00E+00 1.43E-10 0.00E+00 2.75E-11 0.00E+00
370711.00 3754020.00 2.42E-03 0.00E+00 4.48E-07 0.00E+00 8.49E-08 0.00E+00 370711.00 3754020.00 8.37E-07 0.00E+00 1.55E-10 0.00E+00 2.94E-11 0.00E+00
370731.00 3754020.00 2.53E-03 0.00E+00 4.89E-07 0.00E+00 9.11E-08 0.00E+00 370731.00 3754020.00 8.77E-07 0.00E+00 1.69E-10 0.00E+00 3.15E-11 0.00E+00
370751.00 3754020.00 2.65E-03 0.00E+00 5.35E-07 0.00E+00 9.80E-08 0.00E+00 370751.00 3754020.00 9.19E-07 0.00E+00 1.85E-10 0.00E+00 3.39E-11 0.00E+00
370771.00 3754020.00 2.78E-03 0.00E+00 5.88E-07 0.00E+00 1.06E-07 0.00E+00 370771.00 3754020.00 9.64E-07 0.00E+00 2.04E-10 0.00E+00 3.66E-11 0.00E+00
370791.00 3754020.00 2.92E-03 0.00E+00 6.49E-07 0.00E+00 1.14E-07 0.00E+00 370791.00 3754020.00 1.01E-06 0.00E+00 2.25E-10 0.00E+00 3.96E-11 0.00E+00
370811.00 3754020.00 3.07E-03 0.00E+00 7.21E-07 0.00E+00 1.24E-07 0.00E+00 370811.00 3754020.00 1.06E-06 0.00E+00 2.50E-10 0.00E+00 4.30E-11 0.00E+00
370831.00 3754020.00 3.20E-03 0.00E+00 8.18E-07 0.00E+00 1.36E-07 0.00E+00 370831.00 3754020.00 1.11E-06 0.00E+00 2.83E-10 0.00E+00 4.72E-11 0.00E+00
370851.00 3754020.00 3.35E-03 0.00E+00 9.21E-07 0.00E+00 1.49E-07 0.00E+00 370851.00 3754020.00 1.16E-06 0.00E+00 3.19E-10 0.00E+00 5.16E-11 0.00E+00
370871.00 3754020.00 3.52E-03 0.00E+00 1.04E-06 0.00E+00 1.64E-07 0.00E+00 370871.00 3754020.00 1.22E-06 0.00E+00 3.59E-10 0.00E+00 5.68E-11 0.00E+00
370891.00 3754020.00 3.69E-03 0.00E+00 1.17E-06 0.00E+00 1.81E-07 0.00E+00 370891.00 3754020.00 1.28E-06 0.00E+00 4.06E-10 0.00E+00 6.27E-11 0.00E+00
370911.00 3754020.00 3.87E-03 0.00E+00 1.32E-06 0.00E+00 2.01E-07 0.00E+00 370911.00 3754020.00 1.34E-06 0.00E+00 4.57E-10 0.00E+00 6.97E-11 0.00E+00
370931.00 3754020.00 4.05E-03 0.00E+00 1.47E-06 0.00E+00 2.25E-07 0.00E+00 370931.00 3754020.00 1.40E-06 0.00E+00 5.10E-10 0.00E+00 7.78E-11 0.00E+00
370951.00 3754020.00 4.24E-03 0.00E+00 1.62E-06 0.00E+00 2.53E-07 0.00E+00 370951.00 3754020.00 1.47E-06 0.00E+00 5.60E-10 0.00E+00 8.75E-11 0.00E+00
370971.00 3754020.00 4.44E-03 0.00E+00 1.74E-06 0.00E+00 2.86E-07 0.00E+00 370971.00 3754020.00 1.54E-06 0.00E+00 6.04E-10 0.00E+00 9.90E-11 0.00E+00
370991.00 3754020.00 4.68E-03 0.00E+00 1.85E-06 0.00E+00 3.28E-07 0.00E+00 370991.00 3754020.00 1.62E-06 0.00E+00 6.42E-10 0.00E+00 1.13E-10 0.00E+00
371011.00 3754020.00 4.90E-03 0.00E+00 1.92E-06 0.00E+00 3.77E-07 0.00E+00 371011.00 3754020.00 1.69E-06 0.00E+00 6.64E-10 0.00E+00 1.31E-10 0.00E+00
371031.00 3754020.00 5.10E-03 0.00E+00 1.96E-06 0.00E+00 4.38E-07 0.00E+00 371031.00 3754020.00 1.77E-06 0.00E+00 6.79E-10 0.00E+00 1.52E-10 0.00E+00
371051.00 3754020.00 5.29E-03 0.00E+00 1.99E-06 0.00E+00 5.13E-07 0.00E+00 371051.00 3754020.00 1.83E-06 0.00E+00 6.90E-10 0.00E+00 1.78E-10 0.00E+00
371071.00 3754020.00 5.28E-03 0.00E+00 1.93E-06 0.00E+00 5.90E-07 0.00E+00 371071.00 3754020.00 1.83E-06 0.00E+00 6.69E-10 0.00E+00 2.04E-10 0.00E+00
371091.00 3754020.00 5.48E-03 0.00E+00 1.98E-06 0.00E+00 7.08E-07 0.00E+00 371091.00 3754020.00 1.90E-06 0.00E+00 6.84E-10 0.00E+00 2.45E-10 0.00E+00
371111.00 3754020.00 5.65E-03 0.00E+00 2.01E-06 0.00E+00 8.55E-07 0.00E+00 371111.00 3754020.00 1.96E-06 0.00E+00 6.96E-10 0.00E+00 2.96E-10 0.00E+00
371131.00 3754020.00 5.83E-03 0.00E+00 2.04E-06 0.00E+00 1.03E-06 0.00E+00 371131.00 3754020.00 2.02E-06 0.00E+00 7.06E-10 0.00E+00 3.58E-10 0.00E+00
371151.00 3754020.00 5.94E-03 0.00E+00 1.95E-06 0.00E+00 1.20E-06 0.00E+00 371151.00 3754020.00 2.06E-06 0.00E+00 6.75E-10 0.00E+00 4.15E-10 0.00E+00
371171.00 3754020.00 5.94E-03 0.00E+00 1.95E-06 0.00E+00 1.39E-06 0.00E+00 371171.00 3754020.00 2.06E-06 0.00E+00 6.76E-10 0.00E+00 4.81E-10 0.00E+00
371191.00 3754020.00 5.89E-03 0.00E+00 1.94E-06 0.00E+00 1.57E-06 0.00E+00 371191.00 3754020.00 2.04E-06 0.00E+00 6.73E-10 0.00E+00 5.43E-10 0.00E+00
371211.00 3754020.00 5.78E-03 0.00E+00 1.93E-06 0.00E+00 1.72E-06 0.00E+00 371211.00 3754020.00 2.00E-06 0.00E+00 6.69E-10 0.00E+00 5.95E-10 0.00E+00
371231.00 3754020.00 5.61E-03 0.00E+00 1.91E-06 0.00E+00 1.83E-06 0.00E+00 371231.00 3754020.00 1.94E-06 0.00E+00 6.63E-10 0.00E+00 6.35E-10 0.00E+00
371251.00 3754020.00 5.39E-03 0.00E+00 1.89E-06 0.00E+00 1.91E-06 0.00E+00 371251.00 3754020.00 1.87E-06 0.00E+00 6.56E-10 0.00E+00 6.62E-10 0.00E+00
371271.00 3754020.00 5.12E-03 0.00E+00 1.91E-06 0.00E+00 2.00E-06 0.00E+00 371271.00 3754020.00 1.77E-06 0.00E+00 6.60E-10 0.00E+00 6.92E-10 0.00E+00
371291.00 3754020.00 4.84E-03 0.00E+00 1.82E-06 0.00E+00 1.96E-06 0.00E+00 371291.00 3754020.00 1.68E-06 0.00E+00 6.31E-10 0.00E+00 6.78E-10 0.00E+00
371311.00 3754020.00 4.53E-03 0.00E+00 1.76E-06 0.00E+00 1.93E-06 0.00E+00 371311.00 3754020.00 1.57E-06 0.00E+00 6.11E-10 0.00E+00 6.67E-10 0.00E+00
371331.00 3754020.00 4.21E-03 0.00E+00 1.67E-06 0.00E+00 1.84E-06 0.00E+00 371331.00 3754020.00 1.46E-06 0.00E+00 5.79E-10 0.00E+00 6.38E-10 0.00E+00
371351.00 3754020.00 3.88E-03 0.00E+00 1.57E-06 0.00E+00 1.73E-06 0.00E+00 371351.00 3754020.00 1.34E-06 0.00E+00 5.43E-10 0.00E+00 5.99E-10 0.00E+00
371371.00 3754020.00 3.57E-03 0.00E+00 1.45E-06 0.00E+00 1.59E-06 0.00E+00 371371.00 3754020.00 1.24E-06 0.00E+00 5.01E-10 0.00E+00 5.49E-10 0.00E+00
371391.00 3754020.00 3.27E-03 0.00E+00 1.31E-06 0.00E+00 1.42E-06 0.00E+00 371391.00 3754020.00 1.13E-06 0.00E+00 4.53E-10 0.00E+00 4.90E-10 0.00E+00
371411.00 3754020.00 3.00E-03 0.00E+00 1.15E-06 0.00E+00 1.22E-06 0.00E+00 371411.00 3754020.00 1.04E-06 0.00E+00 3.99E-10 0.00E+00 4.23E-10 0.00E+00
371431.00 3754020.00 2.75E-03 0.00E+00 1.02E-06 0.00E+00 1.05E-06 0.00E+00 371431.00 3754020.00 9.52E-07 0.00E+00 3.53E-10 0.00E+00 3.64E-10 0.00E+00
371451.00 3754020.00 2.53E-03 0.00E+00 8.85E-07 0.00E+00 8.82E-07 0.00E+00 371451.00 3754020.00 8.75E-07 0.00E+00 3.06E-10 0.00E+00 3.05E-10 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371471.00 3754020.00 2.33E-03 0.00E+00 7.78E-07 0.00E+00 7.49E-07 0.00E+00 371471.00 3754020.00 8.07E-07 0.00E+00 2.69E-10 0.00E+00 2.59E-10 0.00E+00
371491.00 3754020.00 2.15E-03 0.00E+00 7.01E-07 0.00E+00 6.57E-07 0.00E+00 371491.00 3754020.00 7.44E-07 0.00E+00 2.43E-10 0.00E+00 2.27E-10 0.00E+00
371511.00 3754020.00 1.99E-03 0.00E+00 6.39E-07 0.00E+00 5.86E-07 0.00E+00 371511.00 3754020.00 6.89E-07 0.00E+00 2.21E-10 0.00E+00 2.03E-10 0.00E+00
371531.00 3754020.00 1.84E-03 0.00E+00 5.93E-07 0.00E+00 5.37E-07 0.00E+00 371531.00 3754020.00 6.38E-07 0.00E+00 2.05E-10 0.00E+00 1.86E-10 0.00E+00
371551.00 3754020.00 1.71E-03 0.00E+00 5.54E-07 0.00E+00 4.96E-07 0.00E+00 371551.00 3754020.00 5.93E-07 0.00E+00 1.92E-10 0.00E+00 1.72E-10 0.00E+00
371571.00 3754020.00 1.59E-03 0.00E+00 5.16E-07 0.00E+00 4.57E-07 0.00E+00 371571.00 3754020.00 5.52E-07 0.00E+00 1.79E-10 0.00E+00 1.58E-10 0.00E+00
371591.00 3754020.00 1.49E-03 0.00E+00 4.86E-07 0.00E+00 4.28E-07 0.00E+00 371591.00 3754020.00 5.15E-07 0.00E+00 1.68E-10 0.00E+00 1.48E-10 0.00E+00
371611.00 3754020.00 1.39E-03 0.00E+00 4.63E-07 0.00E+00 4.06E-07 0.00E+00 371611.00 3754020.00 4.80E-07 0.00E+00 1.60E-10 0.00E+00 1.40E-10 0.00E+00
371631.00 3754020.00 1.30E-03 0.00E+00 4.33E-07 0.00E+00 3.77E-07 0.00E+00 371631.00 3754020.00 4.51E-07 0.00E+00 1.50E-10 0.00E+00 1.30E-10 0.00E+00
371651.00 3754020.00 1.23E-03 0.00E+00 4.07E-07 0.00E+00 3.50E-07 0.00E+00 371651.00 3754020.00 4.25E-07 0.00E+00 1.41E-10 0.00E+00 1.21E-10 0.00E+00
371671.00 3754020.00 1.16E-03 0.00E+00 3.82E-07 0.00E+00 3.27E-07 0.00E+00 371671.00 3754020.00 4.02E-07 0.00E+00 1.32E-10 0.00E+00 1.13E-10 0.00E+00
371691.00 3754020.00 1.10E-03 0.00E+00 3.60E-07 0.00E+00 3.05E-07 0.00E+00 371691.00 3754020.00 3.81E-07 0.00E+00 1.25E-10 0.00E+00 1.06E-10 0.00E+00
371711.00 3754020.00 1.05E-03 0.00E+00 3.40E-07 0.00E+00 2.85E-07 0.00E+00 371711.00 3754020.00 3.64E-07 0.00E+00 1.18E-10 0.00E+00 9.87E-11 0.00E+00
371731.00 3754020.00 1.01E-03 0.00E+00 3.22E-07 0.00E+00 2.67E-07 0.00E+00 371731.00 3754020.00 3.48E-07 0.00E+00 1.11E-10 0.00E+00 9.25E-11 0.00E+00
371751.00 3754020.00 9.66E-04 0.00E+00 3.05E-07 0.00E+00 2.51E-07 0.00E+00 371751.00 3754020.00 3.35E-07 0.00E+00 1.06E-10 0.00E+00 8.68E-11 0.00E+00
371771.00 3754020.00 9.35E-04 0.00E+00 2.89E-07 0.00E+00 2.35E-07 0.00E+00 371771.00 3754020.00 3.24E-07 0.00E+00 9.99E-11 0.00E+00 8.15E-11 0.00E+00
371791.00 3754020.00 9.08E-04 0.00E+00 2.74E-07 0.00E+00 2.21E-07 0.00E+00 371791.00 3754020.00 3.14E-07 0.00E+00 9.47E-11 0.00E+00 7.66E-11 0.00E+00
371811.00 3754020.00 8.85E-04 0.00E+00 2.60E-07 0.00E+00 2.08E-07 0.00E+00 371811.00 3754020.00 3.06E-07 0.00E+00 9.00E-11 0.00E+00 7.21E-11 0.00E+00
371831.00 3754020.00 8.64E-04 0.00E+00 2.47E-07 0.00E+00 1.96E-07 0.00E+00 371831.00 3754020.00 2.99E-07 0.00E+00 8.56E-11 0.00E+00 6.79E-11 0.00E+00
370571.00 3754040.00 1.83E-03 0.00E+00 2.78E-07 0.00E+00 5.60E-08 0.00E+00 370571.00 3754040.00 6.35E-07 0.00E+00 9.63E-11 0.00E+00 1.94E-11 0.00E+00
370591.00 3754040.00 1.91E-03 0.00E+00 2.98E-07 0.00E+00 5.93E-08 0.00E+00 370591.00 3754040.00 6.62E-07 0.00E+00 1.03E-10 0.00E+00 2.05E-11 0.00E+00
370611.00 3754040.00 1.99E-03 0.00E+00 3.20E-07 0.00E+00 6.29E-08 0.00E+00 370611.00 3754040.00 6.90E-07 0.00E+00 1.11E-10 0.00E+00 2.18E-11 0.00E+00
370631.00 3754040.00 2.08E-03 0.00E+00 3.44E-07 0.00E+00 6.67E-08 0.00E+00 370631.00 3754040.00 7.21E-07 0.00E+00 1.19E-10 0.00E+00 2.31E-11 0.00E+00
370651.00 3754040.00 2.18E-03 0.00E+00 3.72E-07 0.00E+00 7.10E-08 0.00E+00 370651.00 3754040.00 7.54E-07 0.00E+00 1.29E-10 0.00E+00 2.46E-11 0.00E+00
370671.00 3754040.00 2.28E-03 0.00E+00 4.02E-07 0.00E+00 7.56E-08 0.00E+00 370671.00 3754040.00 7.89E-07 0.00E+00 1.39E-10 0.00E+00 2.62E-11 0.00E+00
370691.00 3754040.00 2.38E-03 0.00E+00 4.39E-07 0.00E+00 8.12E-08 0.00E+00 370691.00 3754040.00 8.25E-07 0.00E+00 1.52E-10 0.00E+00 2.81E-11 0.00E+00
370711.00 3754040.00 2.50E-03 0.00E+00 4.80E-07 0.00E+00 8.69E-08 0.00E+00 370711.00 3754040.00 8.64E-07 0.00E+00 1.66E-10 0.00E+00 3.01E-11 0.00E+00
370731.00 3754040.00 2.62E-03 0.00E+00 5.26E-07 0.00E+00 9.34E-08 0.00E+00 370731.00 3754040.00 9.07E-07 0.00E+00 1.82E-10 0.00E+00 3.23E-11 0.00E+00
370751.00 3754040.00 2.75E-03 0.00E+00 5.80E-07 0.00E+00 1.01E-07 0.00E+00 370751.00 3754040.00 9.52E-07 0.00E+00 2.01E-10 0.00E+00 3.48E-11 0.00E+00
370771.00 3754040.00 2.89E-03 0.00E+00 6.42E-07 0.00E+00 1.09E-07 0.00E+00 370771.00 3754040.00 1.00E-06 0.00E+00 2.22E-10 0.00E+00 3.76E-11 0.00E+00
370791.00 3754040.00 3.04E-03 0.00E+00 7.17E-07 0.00E+00 1.18E-07 0.00E+00 370791.00 3754040.00 1.05E-06 0.00E+00 2.48E-10 0.00E+00 4.08E-11 0.00E+00
370811.00 3754040.00 3.19E-03 0.00E+00 8.11E-07 0.00E+00 1.29E-07 0.00E+00 370811.00 3754040.00 1.11E-06 0.00E+00 2.81E-10 0.00E+00 4.46E-11 0.00E+00
370831.00 3754040.00 3.34E-03 0.00E+00 9.30E-07 0.00E+00 1.41E-07 0.00E+00 370831.00 3754040.00 1.16E-06 0.00E+00 3.22E-10 0.00E+00 4.88E-11 0.00E+00
370851.00 3754040.00 3.52E-03 0.00E+00 1.07E-06 0.00E+00 1.55E-07 0.00E+00 370851.00 3754040.00 1.22E-06 0.00E+00 3.69E-10 0.00E+00 5.35E-11 0.00E+00
370871.00 3754040.00 3.70E-03 0.00E+00 1.23E-06 0.00E+00 1.70E-07 0.00E+00 370871.00 3754040.00 1.28E-06 0.00E+00 4.26E-10 0.00E+00 5.90E-11 0.00E+00
370891.00 3754040.00 3.90E-03 0.00E+00 1.43E-06 0.00E+00 1.89E-07 0.00E+00 370891.00 3754040.00 1.35E-06 0.00E+00 4.95E-10 0.00E+00 6.54E-11 0.00E+00
370911.00 3754040.00 4.10E-03 0.00E+00 1.67E-06 0.00E+00 2.11E-07 0.00E+00 370911.00 3754040.00 1.42E-06 0.00E+00 5.77E-10 0.00E+00 7.29E-11 0.00E+00
370931.00 3754040.00 4.32E-03 0.00E+00 1.93E-06 0.00E+00 2.36E-07 0.00E+00 370931.00 3754040.00 1.49E-06 0.00E+00 6.67E-10 0.00E+00 8.18E-11 0.00E+00
370951.00 3754040.00 4.54E-03 0.00E+00 2.18E-06 0.00E+00 2.67E-07 0.00E+00 370951.00 3754040.00 1.57E-06 0.00E+00 7.56E-10 0.00E+00 9.24E-11 0.00E+00
370971.00 3754040.00 4.77E-03 0.00E+00 2.40E-06 0.00E+00 3.04E-07 0.00E+00 370971.00 3754040.00 1.65E-06 0.00E+00 8.32E-10 0.00E+00 1.05E-10 0.00E+00
370991.00 3754040.00 5.06E-03 0.00E+00 2.58E-06 0.00E+00 3.51E-07 0.00E+00 370991.00 3754040.00 1.75E-06 0.00E+00 8.92E-10 0.00E+00 1.22E-10 0.00E+00
371011.00 3754040.00 5.33E-03 0.00E+00 2.67E-06 0.00E+00 4.08E-07 0.00E+00 371011.00 3754040.00 1.84E-06 0.00E+00 9.24E-10 0.00E+00 1.41E-10 0.00E+00
371031.00 3754040.00 5.58E-03 0.00E+00 2.73E-06 0.00E+00 4.80E-07 0.00E+00 371031.00 3754040.00 1.93E-06 0.00E+00 9.46E-10 0.00E+00 1.66E-10 0.00E+00
371051.00 3754040.00 5.83E-03 0.00E+00 2.78E-06 0.00E+00 5.71E-07 0.00E+00 371051.00 3754040.00 2.02E-06 0.00E+00 9.62E-10 0.00E+00 1.98E-10 0.00E+00
371071.00 3754040.00 5.90E-03 0.00E+00 2.71E-06 0.00E+00 6.74E-07 0.00E+00 371071.00 3754040.00 2.04E-06 0.00E+00 9.37E-10 0.00E+00 2.33E-10 0.00E+00
371091.00 3754040.00 6.15E-03 0.00E+00 2.78E-06 0.00E+00 8.30E-07 0.00E+00 371091.00 3754040.00 2.13E-06 0.00E+00 9.61E-10 0.00E+00 2.87E-10 0.00E+00
371111.00 3754040.00 6.37E-03 0.00E+00 2.84E-06 0.00E+00 1.04E-06 0.00E+00 371111.00 3754040.00 2.21E-06 0.00E+00 9.82E-10 0.00E+00 3.58E-10 0.00E+00
371131.00 3754040.00 6.59E-03 0.00E+00 2.90E-06 0.00E+00 1.31E-06 0.00E+00 371131.00 3754040.00 2.28E-06 0.00E+00 1.00E-09 0.00E+00 4.53E-10 0.00E+00
371151.00 3754040.00 6.77E-03 0.00E+00 2.80E-06 0.00E+00 1.61E-06 0.00E+00 371151.00 3754040.00 2.34E-06 0.00E+00 9.70E-10 0.00E+00 5.56E-10 0.00E+00
371171.00 3754040.00 6.81E-03 0.00E+00 2.81E-06 0.00E+00 1.95E-06 0.00E+00 371171.00 3754040.00 2.36E-06 0.00E+00 9.72E-10 0.00E+00 6.73E-10 0.00E+00
371191.00 3754040.00 6.79E-03 0.00E+00 2.80E-06 0.00E+00 2.26E-06 0.00E+00 371191.00 3754040.00 2.35E-06 0.00E+00 9.69E-10 0.00E+00 7.82E-10 0.00E+00
371211.00 3754040.00 6.70E-03 0.00E+00 2.79E-06 0.00E+00 2.52E-06 0.00E+00 371211.00 3754040.00 2.32E-06 0.00E+00 9.64E-10 0.00E+00 8.72E-10 0.00E+00
371231.00 3754040.00 6.53E-03 0.00E+00 2.77E-06 0.00E+00 2.71E-06 0.00E+00 371231.00 3754040.00 2.26E-06 0.00E+00 9.60E-10 0.00E+00 9.38E-10 0.00E+00
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371251.00 3754040.00 6.29E-03 0.00E+00 2.77E-06 0.00E+00 2.85E-06 0.00E+00 371251.00 3754040.00 2.18E-06 0.00E+00 9.58E-10 0.00E+00 9.87E-10 0.00E+00
371271.00 3754040.00 5.96E-03 0.00E+00 2.83E-06 0.00E+00 3.02E-06 0.00E+00 371271.00 3754040.00 2.06E-06 0.00E+00 9.78E-10 0.00E+00 1.05E-09 0.00E+00
371291.00 3754040.00 5.64E-03 0.00E+00 2.68E-06 0.00E+00 2.94E-06 0.00E+00 371291.00 3754040.00 1.95E-06 0.00E+00 9.29E-10 0.00E+00 1.02E-09 0.00E+00
371311.00 3754040.00 5.27E-03 0.00E+00 2.61E-06 0.00E+00 2.91E-06 0.00E+00 371311.00 3754040.00 1.82E-06 0.00E+00 9.02E-10 0.00E+00 1.01E-09 0.00E+00
371331.00 3754040.00 4.88E-03 0.00E+00 2.50E-06 0.00E+00 2.83E-06 0.00E+00 371331.00 3754040.00 1.69E-06 0.00E+00 8.66E-10 0.00E+00 9.79E-10 0.00E+00
371351.00 3754040.00 4.48E-03 0.00E+00 2.36E-06 0.00E+00 2.68E-06 0.00E+00 371351.00 3754040.00 1.55E-06 0.00E+00 8.17E-10 0.00E+00 9.29E-10 0.00E+00
371371.00 3754040.00 4.10E-03 0.00E+00 2.17E-06 0.00E+00 2.46E-06 0.00E+00 371371.00 3754040.00 1.42E-06 0.00E+00 7.52E-10 0.00E+00 8.53E-10 0.00E+00
371391.00 3754040.00 3.74E-03 0.00E+00 1.95E-06 0.00E+00 2.19E-06 0.00E+00 371391.00 3754040.00 1.29E-06 0.00E+00 6.74E-10 0.00E+00 7.57E-10 0.00E+00
371411.00 3754040.00 3.41E-03 0.00E+00 1.69E-06 0.00E+00 1.85E-06 0.00E+00 371411.00 3754040.00 1.18E-06 0.00E+00 5.83E-10 0.00E+00 6.42E-10 0.00E+00
371431.00 3754040.00 3.11E-03 0.00E+00 1.44E-06 0.00E+00 1.55E-06 0.00E+00 371431.00 3754040.00 1.08E-06 0.00E+00 5.00E-10 0.00E+00 5.35E-10 0.00E+00
371451.00 3754040.00 2.85E-03 0.00E+00 1.22E-06 0.00E+00 1.26E-06 0.00E+00 371451.00 3754040.00 9.85E-07 0.00E+00 4.23E-10 0.00E+00 4.37E-10 0.00E+00
371471.00 3754040.00 2.61E-03 0.00E+00 1.06E-06 0.00E+00 1.06E-06 0.00E+00 371471.00 3754040.00 9.03E-07 0.00E+00 3.66E-10 0.00E+00 3.66E-10 0.00E+00
371491.00 3754040.00 2.40E-03 0.00E+00 9.50E-07 0.00E+00 9.33E-07 0.00E+00 371491.00 3754040.00 8.29E-07 0.00E+00 3.29E-10 0.00E+00 3.23E-10 0.00E+00
371511.00 3754040.00 2.21E-03 0.00E+00 8.65E-07 0.00E+00 8.39E-07 0.00E+00 371511.00 3754040.00 7.64E-07 0.00E+00 3.00E-10 0.00E+00 2.90E-10 0.00E+00
371531.00 3754040.00 2.04E-03 0.00E+00 7.99E-07 0.00E+00 7.68E-07 0.00E+00 371531.00 3754040.00 7.05E-07 0.00E+00 2.77E-10 0.00E+00 2.66E-10 0.00E+00
371551.00 3754040.00 1.88E-03 0.00E+00 7.33E-07 0.00E+00 6.97E-07 0.00E+00 371551.00 3754040.00 6.52E-07 0.00E+00 2.54E-10 0.00E+00 2.41E-10 0.00E+00
371571.00 3754040.00 1.75E-03 0.00E+00 6.75E-07 0.00E+00 6.37E-07 0.00E+00 371571.00 3754040.00 6.06E-07 0.00E+00 2.34E-10 0.00E+00 2.20E-10 0.00E+00
371591.00 3754040.00 1.63E-03 0.00E+00 6.25E-07 0.00E+00 5.83E-07 0.00E+00 371591.00 3754040.00 5.64E-07 0.00E+00 2.16E-10 0.00E+00 2.02E-10 0.00E+00
371611.00 3754040.00 1.52E-03 0.00E+00 5.88E-07 0.00E+00 5.45E-07 0.00E+00 371611.00 3754040.00 5.25E-07 0.00E+00 2.03E-10 0.00E+00 1.89E-10 0.00E+00
371631.00 3754040.00 1.43E-03 0.00E+00 5.43E-07 0.00E+00 4.98E-07 0.00E+00 371631.00 3754040.00 4.94E-07 0.00E+00 1.88E-10 0.00E+00 1.72E-10 0.00E+00
371651.00 3754040.00 1.35E-03 0.00E+00 5.04E-07 0.00E+00 4.57E-07 0.00E+00 371651.00 3754040.00 4.67E-07 0.00E+00 1.74E-10 0.00E+00 1.58E-10 0.00E+00
371671.00 3754040.00 1.28E-03 0.00E+00 4.69E-07 0.00E+00 4.20E-07 0.00E+00 371671.00 3754040.00 4.43E-07 0.00E+00 1.62E-10 0.00E+00 1.45E-10 0.00E+00
371691.00 3754040.00 1.22E-03 0.00E+00 4.38E-07 0.00E+00 3.88E-07 0.00E+00 371691.00 3754040.00 4.23E-07 0.00E+00 1.51E-10 0.00E+00 1.34E-10 0.00E+00
371711.00 3754040.00 1.17E-03 0.00E+00 4.10E-07 0.00E+00 3.59E-07 0.00E+00 371711.00 3754040.00 4.05E-07 0.00E+00 1.42E-10 0.00E+00 1.24E-10 0.00E+00
371731.00 3754040.00 1.13E-03 0.00E+00 3.84E-07 0.00E+00 3.33E-07 0.00E+00 371731.00 3754040.00 3.91E-07 0.00E+00 1.33E-10 0.00E+00 1.15E-10 0.00E+00
371751.00 3754040.00 1.09E-03 0.00E+00 3.61E-07 0.00E+00 3.09E-07 0.00E+00 371751.00 3754040.00 3.78E-07 0.00E+00 1.25E-10 0.00E+00 1.07E-10 0.00E+00
371771.00 3754040.00 1.06E-03 0.00E+00 3.40E-07 0.00E+00 2.88E-07 0.00E+00 371771.00 3754040.00 3.68E-07 0.00E+00 1.18E-10 0.00E+00 9.96E-11 0.00E+00
371791.00 3754040.00 1.04E-03 0.00E+00 3.20E-07 0.00E+00 2.68E-07 0.00E+00 371791.00 3754040.00 3.59E-07 0.00E+00 1.11E-10 0.00E+00 9.28E-11 0.00E+00
371811.00 3754040.00 1.02E-03 0.00E+00 3.02E-07 0.00E+00 2.51E-07 0.00E+00 371811.00 3754040.00 3.52E-07 0.00E+00 1.05E-10 0.00E+00 8.68E-11 0.00E+00
371831.00 3754040.00 9.98E-04 0.00E+00 2.86E-07 0.00E+00 2.35E-07 0.00E+00 371831.00 3754040.00 3.46E-07 0.00E+00 9.89E-11 0.00E+00 8.12E-11 0.00E+00
370571.00 3754060.00 1.88E-03 0.00E+00 2.90E-07 0.00E+00 5.69E-08 0.00E+00 370571.00 3754060.00 6.50E-07 0.00E+00 1.00E-10 0.00E+00 1.97E-11 0.00E+00
370591.00 3754060.00 1.96E-03 0.00E+00 3.11E-07 0.00E+00 6.03E-08 0.00E+00 370591.00 3754060.00 6.78E-07 0.00E+00 1.08E-10 0.00E+00 2.09E-11 0.00E+00
370611.00 3754060.00 2.05E-03 0.00E+00 3.35E-07 0.00E+00 6.40E-08 0.00E+00 370611.00 3754060.00 7.08E-07 0.00E+00 1.16E-10 0.00E+00 2.21E-11 0.00E+00
370631.00 3754060.00 2.14E-03 0.00E+00 3.62E-07 0.00E+00 6.80E-08 0.00E+00 370631.00 3754060.00 7.40E-07 0.00E+00 1.25E-10 0.00E+00 2.35E-11 0.00E+00
370651.00 3754060.00 2.24E-03 0.00E+00 3.92E-07 0.00E+00 7.24E-08 0.00E+00 370651.00 3754060.00 7.75E-07 0.00E+00 1.36E-10 0.00E+00 2.51E-11 0.00E+00
370671.00 3754060.00 2.34E-03 0.00E+00 4.28E-07 0.00E+00 7.74E-08 0.00E+00 370671.00 3754060.00 8.11E-07 0.00E+00 1.48E-10 0.00E+00 2.68E-11 0.00E+00
370691.00 3754060.00 2.46E-03 0.00E+00 4.67E-07 0.00E+00 8.29E-08 0.00E+00 370691.00 3754060.00 8.50E-07 0.00E+00 1.62E-10 0.00E+00 2.87E-11 0.00E+00
370711.00 3754060.00 2.58E-03 0.00E+00 5.13E-07 0.00E+00 8.89E-08 0.00E+00 370711.00 3754060.00 8.92E-07 0.00E+00 1.78E-10 0.00E+00 3.08E-11 0.00E+00
370731.00 3754060.00 2.71E-03 0.00E+00 5.65E-07 0.00E+00 9.55E-08 0.00E+00 370731.00 3754060.00 9.38E-07 0.00E+00 1.96E-10 0.00E+00 3.31E-11 0.00E+00
370751.00 3754060.00 2.85E-03 0.00E+00 6.28E-07 0.00E+00 1.03E-07 0.00E+00 370751.00 3754060.00 9.86E-07 0.00E+00 2.17E-10 0.00E+00 3.57E-11 0.00E+00
370771.00 3754060.00 3.00E-03 0.00E+00 7.02E-07 0.00E+00 1.12E-07 0.00E+00 370771.00 3754060.00 1.04E-06 0.00E+00 2.43E-10 0.00E+00 3.86E-11 0.00E+00
370791.00 3754060.00 3.16E-03 0.00E+00 7.94E-07 0.00E+00 1.21E-07 0.00E+00 370791.00 3754060.00 1.09E-06 0.00E+00 2.75E-10 0.00E+00 4.20E-11 0.00E+00
370811.00 3754060.00 3.32E-03 0.00E+00 9.14E-07 0.00E+00 1.33E-07 0.00E+00 370811.00 3754060.00 1.15E-06 0.00E+00 3.16E-10 0.00E+00 4.60E-11 0.00E+00
370831.00 3754060.00 3.49E-03 0.00E+00 1.06E-06 0.00E+00 1.45E-07 0.00E+00 370831.00 3754060.00 1.21E-06 0.00E+00 3.66E-10 0.00E+00 5.03E-11 0.00E+00
370851.00 3754060.00 3.68E-03 0.00E+00 1.24E-06 0.00E+00 1.60E-07 0.00E+00 370851.00 3754060.00 1.27E-06 0.00E+00 4.28E-10 0.00E+00 5.53E-11 0.00E+00
370871.00 3754060.00 3.89E-03 0.00E+00 1.47E-06 0.00E+00 1.77E-07 0.00E+00 370871.00 3754060.00 1.35E-06 0.00E+00 5.07E-10 0.00E+00 6.11E-11 0.00E+00
370891.00 3754060.00 4.11E-03 0.00E+00 1.77E-06 0.00E+00 1.96E-07 0.00E+00 370891.00 3754060.00 1.42E-06 0.00E+00 6.12E-10 0.00E+00 6.79E-11 0.00E+00
370911.00 3754060.00 4.35E-03 0.00E+00 2.17E-06 0.00E+00 2.20E-07 0.00E+00 370911.00 3754060.00 1.50E-06 0.00E+00 7.50E-10 0.00E+00 7.60E-11 0.00E+00
370931.00 3754060.00 4.59E-03 0.00E+00 2.66E-06 0.00E+00 2.47E-07 0.00E+00 370931.00 3754060.00 1.59E-06 0.00E+00 9.20E-10 0.00E+00 8.56E-11 0.00E+00
370951.00 3754060.00 4.86E-03 0.00E+00 3.19E-06 0.00E+00 2.81E-07 0.00E+00 370951.00 3754060.00 1.68E-06 0.00E+00 1.10E-09 0.00E+00 9.71E-11 0.00E+00
370971.00 3754060.00 5.13E-03 0.00E+00 3.62E-06 0.00E+00 3.21E-07 0.00E+00 370971.00 3754060.00 1.78E-06 0.00E+00 1.25E-09 0.00E+00 1.11E-10 0.00E+00
370991.00 3754060.00 5.48E-03 0.00E+00 3.92E-06 0.00E+00 3.73E-07 0.00E+00 370991.00 3754060.00 1.90E-06 0.00E+00 1.36E-09 0.00E+00 1.29E-10 0.00E+00
371011.00 3754060.00 5.79E-03 0.00E+00 4.07E-06 0.00E+00 4.38E-07 0.00E+00 371011.00 3754060.00 2.00E-06 0.00E+00 1.41E-09 0.00E+00 1.52E-10 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371031.00 3754060.00 6.11E-03 0.00E+00 4.18E-06 0.00E+00 5.21E-07 0.00E+00 371031.00 3754060.00 2.11E-06 0.00E+00 1.45E-09 0.00E+00 1.80E-10 0.00E+00
371051.00 3754060.00 6.42E-03 0.00E+00 4.28E-06 0.00E+00 6.29E-07 0.00E+00 371051.00 3754060.00 2.22E-06 0.00E+00 1.48E-09 0.00E+00 2.18E-10 0.00E+00
371071.00 3754060.00 6.63E-03 0.00E+00 4.26E-06 0.00E+00 7.68E-07 0.00E+00 371071.00 3754060.00 2.29E-06 0.00E+00 1.48E-09 0.00E+00 2.66E-10 0.00E+00
371091.00 3754060.00 6.95E-03 0.00E+00 4.39E-06 0.00E+00 9.72E-07 0.00E+00 371091.00 3754060.00 2.41E-06 0.00E+00 1.52E-09 0.00E+00 3.36E-10 0.00E+00
371111.00 3754060.00 7.25E-03 0.00E+00 4.50E-06 0.00E+00 1.26E-06 0.00E+00 371111.00 3754060.00 2.51E-06 0.00E+00 1.56E-09 0.00E+00 4.37E-10 0.00E+00
371131.00 3754060.00 7.49E-03 0.00E+00 4.57E-06 0.00E+00 1.68E-06 0.00E+00 371131.00 3754060.00 2.59E-06 0.00E+00 1.58E-09 0.00E+00 5.80E-10 0.00E+00
371151.00 3754060.00 7.74E-03 0.00E+00 4.52E-06 0.00E+00 2.26E-06 0.00E+00 371151.00 3754060.00 2.68E-06 0.00E+00 1.57E-09 0.00E+00 7.81E-10 0.00E+00
371171.00 3754060.00 7.85E-03 0.00E+00 4.55E-06 0.00E+00 2.95E-06 0.00E+00 371171.00 3754060.00 2.72E-06 0.00E+00 1.57E-09 0.00E+00 1.02E-09 0.00E+00
371191.00 3754060.00 7.89E-03 0.00E+00 4.53E-06 0.00E+00 3.61E-06 0.00E+00 371191.00 3754060.00 2.73E-06 0.00E+00 1.57E-09 0.00E+00 1.25E-09 0.00E+00
371211.00 3754060.00 7.82E-03 0.00E+00 4.54E-06 0.00E+00 4.14E-06 0.00E+00 371211.00 3754060.00 2.71E-06 0.00E+00 1.57E-09 0.00E+00 1.43E-09 0.00E+00
371231.00 3754060.00 7.66E-03 0.00E+00 4.49E-06 0.00E+00 4.44E-06 0.00E+00 371231.00 3754060.00 2.65E-06 0.00E+00 1.55E-09 0.00E+00 1.54E-09 0.00E+00
371251.00 3754060.00 7.39E-03 0.00E+00 4.51E-06 0.00E+00 4.71E-06 0.00E+00 371251.00 3754060.00 2.56E-06 0.00E+00 1.56E-09 0.00E+00 1.63E-09 0.00E+00
371271.00 3754060.00 7.02E-03 0.00E+00 4.65E-06 0.00E+00 5.07E-06 0.00E+00 371271.00 3754060.00 2.43E-06 0.00E+00 1.61E-09 0.00E+00 1.75E-09 0.00E+00
371291.00 3754060.00 6.62E-03 0.00E+00 4.57E-06 0.00E+00 5.14E-06 0.00E+00 371291.00 3754060.00 2.29E-06 0.00E+00 1.58E-09 0.00E+00 1.78E-09 0.00E+00
371311.00 3754060.00 6.17E-03 0.00E+00 4.48E-06 0.00E+00 5.17E-06 0.00E+00 371311.00 3754060.00 2.14E-06 0.00E+00 1.55E-09 0.00E+00 1.79E-09 0.00E+00
371331.00 3754060.00 5.70E-03 0.00E+00 4.30E-06 0.00E+00 5.05E-06 0.00E+00 371331.00 3754060.00 1.97E-06 0.00E+00 1.49E-09 0.00E+00 1.75E-09 0.00E+00
371351.00 3754060.00 5.22E-03 0.00E+00 4.12E-06 0.00E+00 4.90E-06 0.00E+00 371351.00 3754060.00 1.81E-06 0.00E+00 1.43E-09 0.00E+00 1.70E-09 0.00E+00
371371.00 3754060.00 4.75E-03 0.00E+00 3.76E-06 0.00E+00 4.49E-06 0.00E+00 371371.00 3754060.00 1.65E-06 0.00E+00 1.30E-09 0.00E+00 1.55E-09 0.00E+00
371391.00 3754060.00 4.31E-03 0.00E+00 3.32E-06 0.00E+00 3.93E-06 0.00E+00 371391.00 3754060.00 1.49E-06 0.00E+00 1.15E-09 0.00E+00 1.36E-09 0.00E+00
371411.00 3754060.00 3.91E-03 0.00E+00 2.71E-06 0.00E+00 3.14E-06 0.00E+00 371411.00 3754060.00 1.35E-06 0.00E+00 9.38E-10 0.00E+00 1.09E-09 0.00E+00
371431.00 3754060.00 3.54E-03 0.00E+00 2.25E-06 0.00E+00 2.55E-06 0.00E+00 371431.00 3754060.00 1.23E-06 0.00E+00 7.80E-10 0.00E+00 8.81E-10 0.00E+00
371451.00 3754060.00 3.22E-03 0.00E+00 1.84E-06 0.00E+00 2.01E-06 0.00E+00 371451.00 3754060.00 1.12E-06 0.00E+00 6.37E-10 0.00E+00 6.96E-10 0.00E+00
371471.00 3754060.00 2.94E-03 0.00E+00 1.57E-06 0.00E+00 1.68E-06 0.00E+00 371471.00 3754060.00 1.02E-06 0.00E+00 5.44E-10 0.00E+00 5.80E-10 0.00E+00
371491.00 3754060.00 2.68E-03 0.00E+00 1.39E-06 0.00E+00 1.47E-06 0.00E+00 371491.00 3754060.00 9.29E-07 0.00E+00 4.81E-10 0.00E+00 5.07E-10 0.00E+00
371511.00 3754060.00 2.46E-03 0.00E+00 1.23E-06 0.00E+00 1.28E-06 0.00E+00 371511.00 3754060.00 8.51E-07 0.00E+00 4.27E-10 0.00E+00 4.45E-10 0.00E+00
371531.00 3754060.00 2.26E-03 0.00E+00 1.11E-06 0.00E+00 1.14E-06 0.00E+00 371531.00 3754060.00 7.83E-07 0.00E+00 3.83E-10 0.00E+00 3.95E-10 0.00E+00
371551.00 3754060.00 2.09E-03 0.00E+00 9.88E-07 0.00E+00 1.01E-06 0.00E+00 371551.00 3754060.00 7.23E-07 0.00E+00 3.42E-10 0.00E+00 3.48E-10 0.00E+00
371571.00 3754060.00 1.94E-03 0.00E+00 8.90E-07 0.00E+00 8.94E-07 0.00E+00 371571.00 3754060.00 6.70E-07 0.00E+00 3.08E-10 0.00E+00 3.09E-10 0.00E+00
371591.00 3754060.00 1.80E-03 0.00E+00 8.10E-07 0.00E+00 8.03E-07 0.00E+00 371591.00 3754060.00 6.24E-07 0.00E+00 2.80E-10 0.00E+00 2.78E-10 0.00E+00
371611.00 3754060.00 1.68E-03 0.00E+00 7.43E-07 0.00E+00 7.27E-07 0.00E+00 371611.00 3754060.00 5.82E-07 0.00E+00 2.57E-10 0.00E+00 2.52E-10 0.00E+00
371631.00 3754060.00 1.59E-03 0.00E+00 6.77E-07 0.00E+00 6.53E-07 0.00E+00 371631.00 3754060.00 5.50E-07 0.00E+00 2.34E-10 0.00E+00 2.26E-10 0.00E+00
371651.00 3754060.00 1.51E-03 0.00E+00 6.20E-07 0.00E+00 5.89E-07 0.00E+00 371651.00 3754060.00 5.22E-07 0.00E+00 2.15E-10 0.00E+00 2.04E-10 0.00E+00
371671.00 3754060.00 1.44E-03 0.00E+00 5.70E-07 0.00E+00 5.34E-07 0.00E+00 371671.00 3754060.00 4.99E-07 0.00E+00 1.97E-10 0.00E+00 1.85E-10 0.00E+00
371691.00 3754060.00 1.39E-03 0.00E+00 5.27E-07 0.00E+00 4.87E-07 0.00E+00 371691.00 3754060.00 4.80E-07 0.00E+00 1.82E-10 0.00E+00 1.68E-10 0.00E+00
371711.00 3754060.00 1.34E-03 0.00E+00 4.89E-07 0.00E+00 4.45E-07 0.00E+00 371711.00 3754060.00 4.63E-07 0.00E+00 1.69E-10 0.00E+00 1.54E-10 0.00E+00
371731.00 3754060.00 1.30E-03 0.00E+00 4.54E-07 0.00E+00 4.08E-07 0.00E+00 371731.00 3754060.00 4.50E-07 0.00E+00 1.57E-10 0.00E+00 1.41E-10 0.00E+00
371751.00 3754060.00 1.27E-03 0.00E+00 4.24E-07 0.00E+00 3.76E-07 0.00E+00 371751.00 3754060.00 4.38E-07 0.00E+00 1.47E-10 0.00E+00 1.30E-10 0.00E+00
371771.00 3754060.00 1.24E-03 0.00E+00 3.96E-07 0.00E+00 3.47E-07 0.00E+00 371771.00 3754060.00 4.30E-07 0.00E+00 1.37E-10 0.00E+00 1.20E-10 0.00E+00
371791.00 3754060.00 1.22E-03 0.00E+00 3.71E-07 0.00E+00 3.21E-07 0.00E+00 371791.00 3754060.00 4.22E-07 0.00E+00 1.28E-10 0.00E+00 1.11E-10 0.00E+00
371811.00 3754060.00 1.20E-03 0.00E+00 3.49E-07 0.00E+00 2.98E-07 0.00E+00 371811.00 3754060.00 4.15E-07 0.00E+00 1.21E-10 0.00E+00 1.03E-10 0.00E+00
371831.00 3754060.00 1.18E-03 0.00E+00 3.28E-07 0.00E+00 2.77E-07 0.00E+00 371831.00 3754060.00 4.09E-07 0.00E+00 1.14E-10 0.00E+00 9.59E-11 0.00E+00
370571.00 3754080.00 1.92E-03 0.00E+00 3.02E-07 0.00E+00 5.79E-08 0.00E+00 370571.00 3754080.00 6.66E-07 0.00E+00 1.05E-10 0.00E+00 2.00E-11 0.00E+00
370591.00 3754080.00 2.01E-03 0.00E+00 3.25E-07 0.00E+00 6.13E-08 0.00E+00 370591.00 3754080.00 6.95E-07 0.00E+00 1.12E-10 0.00E+00 2.12E-11 0.00E+00
370611.00 3754080.00 2.10E-03 0.00E+00 3.51E-07 0.00E+00 6.50E-08 0.00E+00 370611.00 3754080.00 7.27E-07 0.00E+00 1.21E-10 0.00E+00 2.25E-11 0.00E+00
370631.00 3754080.00 2.20E-03 0.00E+00 3.80E-07 0.00E+00 6.92E-08 0.00E+00 370631.00 3754080.00 7.60E-07 0.00E+00 1.32E-10 0.00E+00 2.40E-11 0.00E+00
370651.00 3754080.00 2.30E-03 0.00E+00 4.13E-07 0.00E+00 7.37E-08 0.00E+00 370651.00 3754080.00 7.96E-07 0.00E+00 1.43E-10 0.00E+00 2.55E-11 0.00E+00
370671.00 3754080.00 2.41E-03 0.00E+00 4.52E-07 0.00E+00 7.88E-08 0.00E+00 370671.00 3754080.00 8.34E-07 0.00E+00 1.56E-10 0.00E+00 2.73E-11 0.00E+00
370691.00 3754080.00 2.53E-03 0.00E+00 4.96E-07 0.00E+00 8.44E-08 0.00E+00 370691.00 3754080.00 8.76E-07 0.00E+00 1.72E-10 0.00E+00 2.92E-11 0.00E+00
370711.00 3754080.00 2.66E-03 0.00E+00 5.47E-07 0.00E+00 9.06E-08 0.00E+00 370711.00 3754080.00 9.20E-07 0.00E+00 1.89E-10 0.00E+00 3.14E-11 0.00E+00
370731.00 3754080.00 2.80E-03 0.00E+00 6.07E-07 0.00E+00 9.75E-08 0.00E+00 370731.00 3754080.00 9.69E-07 0.00E+00 2.10E-10 0.00E+00 3.38E-11 0.00E+00
370751.00 3754080.00 2.95E-03 0.00E+00 6.80E-07 0.00E+00 1.06E-07 0.00E+00 370751.00 3754080.00 1.02E-06 0.00E+00 2.35E-10 0.00E+00 3.65E-11 0.00E+00
370771.00 3754080.00 3.10E-03 0.00E+00 7.68E-07 0.00E+00 1.14E-07 0.00E+00 370771.00 3754080.00 1.07E-06 0.00E+00 2.66E-10 0.00E+00 3.96E-11 0.00E+00
370791.00 3754080.00 3.28E-03 0.00E+00 8.76E-07 0.00E+00 1.25E-07 0.00E+00 370791.00 3754080.00 1.13E-06 0.00E+00 3.03E-10 0.00E+00 4.31E-11 0.00E+00
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CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370811.00 3754080.00 3.45E-03 0.00E+00 1.02E-06 0.00E+00 1.36E-07 0.00E+00 370811.00 3754080.00 1.19E-06 0.00E+00 3.52E-10 0.00E+00 4.71E-11 0.00E+00
370831.00 3754080.00 3.64E-03 0.00E+00 1.19E-06 0.00E+00 1.49E-07 0.00E+00 370831.00 3754080.00 1.26E-06 0.00E+00 4.14E-10 0.00E+00 5.16E-11 0.00E+00
370851.00 3754080.00 3.85E-03 0.00E+00 1.43E-06 0.00E+00 1.64E-07 0.00E+00 370851.00 3754080.00 1.33E-06 0.00E+00 4.94E-10 0.00E+00 5.69E-11 0.00E+00
370871.00 3754080.00 4.08E-03 0.00E+00 1.75E-06 0.00E+00 1.82E-07 0.00E+00 370871.00 3754080.00 1.41E-06 0.00E+00 6.04E-10 0.00E+00 6.30E-11 0.00E+00
370891.00 3754080.00 4.33E-03 0.00E+00 2.20E-06 0.00E+00 2.03E-07 0.00E+00 370891.00 3754080.00 1.50E-06 0.00E+00 7.63E-10 0.00E+00 7.01E-11 0.00E+00
370911.00 3754080.00 4.60E-03 0.00E+00 2.89E-06 0.00E+00 2.27E-07 0.00E+00 370911.00 3754080.00 1.59E-06 0.00E+00 1.00E-09 0.00E+00 7.87E-11 0.00E+00
370931.00 3754080.00 4.88E-03 0.00E+00 3.94E-06 0.00E+00 2.57E-07 0.00E+00 370931.00 3754080.00 1.69E-06 0.00E+00 1.36E-09 0.00E+00 8.89E-11 0.00E+00
370951.00 3754080.00 5.19E-03 0.00E+00 5.33E-06 0.00E+00 2.93E-07 0.00E+00 370951.00 3754080.00 1.80E-06 0.00E+00 1.84E-09 0.00E+00 1.01E-10 0.00E+00
370971.00 3754080.00 5.51E-03 0.00E+00 6.43E-06 0.00E+00 3.37E-07 0.00E+00 370971.00 3754080.00 1.91E-06 0.00E+00 2.23E-09 0.00E+00 1.16E-10 0.00E+00
370991.00 3754080.00 5.90E-03 0.00E+00 7.07E-06 0.00E+00 3.93E-07 0.00E+00 370991.00 3754080.00 2.04E-06 0.00E+00 2.45E-09 0.00E+00 1.36E-10 0.00E+00
371011.00 3754080.00 6.28E-03 0.00E+00 7.41E-06 0.00E+00 4.64E-07 0.00E+00 371011.00 3754080.00 2.17E-06 0.00E+00 2.56E-09 0.00E+00 1.61E-10 0.00E+00
371031.00 3754080.00 6.67E-03 0.00E+00 7.73E-06 0.00E+00 5.57E-07 0.00E+00 371031.00 3754080.00 2.31E-06 0.00E+00 2.67E-09 0.00E+00 1.93E-10 0.00E+00
371051.00 3754080.00 7.07E-03 0.00E+00 8.00E-06 0.00E+00 6.83E-07 0.00E+00 371051.00 3754080.00 2.45E-06 0.00E+00 2.77E-09 0.00E+00 2.36E-10 0.00E+00
371071.00 3754080.00 7.46E-03 0.00E+00 8.18E-06 0.00E+00 8.57E-07 0.00E+00 371071.00 3754080.00 2.58E-06 0.00E+00 2.83E-09 0.00E+00 2.97E-10 0.00E+00
371091.00 3754080.00 7.87E-03 0.00E+00 8.38E-06 0.00E+00 1.11E-06 0.00E+00 371091.00 3754080.00 2.72E-06 0.00E+00 2.90E-09 0.00E+00 3.86E-10 0.00E+00
371111.00 3754080.00 8.23E-03 0.00E+00 8.48E-06 0.00E+00 1.51E-06 0.00E+00 371111.00 3754080.00 2.85E-06 0.00E+00 2.94E-09 0.00E+00 5.22E-10 0.00E+00
371131.00 3754080.00 8.58E-03 0.00E+00 8.63E-06 0.00E+00 2.16E-06 0.00E+00 371131.00 3754080.00 2.97E-06 0.00E+00 2.99E-09 0.00E+00 7.48E-10 0.00E+00
371151.00 3754080.00 8.90E-03 0.00E+00 8.73E-06 0.00E+00 3.29E-06 0.00E+00 371151.00 3754080.00 3.08E-06 0.00E+00 3.02E-09 0.00E+00 1.14E-09 0.00E+00
371171.00 3754080.00 9.09E-03 0.00E+00 8.85E-06 0.00E+00 5.07E-06 0.00E+00 371171.00 3754080.00 3.15E-06 0.00E+00 3.06E-09 0.00E+00 1.75E-09 0.00E+00
371191.00 3754080.00 9.19E-03 0.00E+00 8.92E-06 0.00E+00 6.93E-06 0.00E+00 371191.00 3754080.00 3.18E-06 0.00E+00 3.09E-09 0.00E+00 2.40E-09 0.00E+00
371211.00 3754080.00 9.18E-03 0.00E+00 8.98E-06 0.00E+00 8.19E-06 0.00E+00 371211.00 3754080.00 3.18E-06 0.00E+00 3.11E-09 0.00E+00 2.83E-09 0.00E+00
371231.00 3754080.00 9.03E-03 0.00E+00 9.02E-06 0.00E+00 9.04E-06 0.00E+00 371231.00 3754080.00 3.13E-06 0.00E+00 3.12E-09 0.00E+00 3.13E-09 0.00E+00
371251.00 3754080.00 8.76E-03 0.00E+00 9.04E-06 0.00E+00 9.69E-06 0.00E+00 371251.00 3754080.00 3.03E-06 0.00E+00 3.13E-09 0.00E+00 3.36E-09 0.00E+00
371271.00 3754080.00 8.36E-03 0.00E+00 9.05E-06 0.00E+00 1.02E-05 0.00E+00 371271.00 3754080.00 2.90E-06 0.00E+00 3.13E-09 0.00E+00 3.53E-09 0.00E+00
371291.00 3754080.00 7.90E-03 0.00E+00 9.01E-06 0.00E+00 1.05E-05 0.00E+00 371291.00 3754080.00 2.73E-06 0.00E+00 3.12E-09 0.00E+00 3.65E-09 0.00E+00
371311.00 3754080.00 7.35E-03 0.00E+00 8.93E-06 0.00E+00 1.08E-05 0.00E+00 371311.00 3754080.00 2.54E-06 0.00E+00 3.09E-09 0.00E+00 3.73E-09 0.00E+00
371331.00 3754080.00 6.76E-03 0.00E+00 8.79E-06 0.00E+00 1.08E-05 0.00E+00 371331.00 3754080.00 2.34E-06 0.00E+00 3.04E-09 0.00E+00 3.75E-09 0.00E+00
371351.00 3754080.00 6.16E-03 0.00E+00 8.52E-06 0.00E+00 1.07E-05 0.00E+00 371351.00 3754080.00 2.13E-06 0.00E+00 2.95E-09 0.00E+00 3.69E-09 0.00E+00
371371.00 3754080.00 5.57E-03 0.00E+00 8.01E-06 0.00E+00 1.01E-05 0.00E+00 371371.00 3754080.00 1.93E-06 0.00E+00 2.77E-09 0.00E+00 3.50E-09 0.00E+00
371391.00 3754080.00 5.02E-03 0.00E+00 7.01E-06 0.00E+00 8.80E-06 0.00E+00 371391.00 3754080.00 1.74E-06 0.00E+00 2.43E-09 0.00E+00 3.05E-09 0.00E+00
371411.00 3754080.00 4.52E-03 0.00E+00 5.42E-06 0.00E+00 6.69E-06 0.00E+00 371411.00 3754080.00 1.56E-06 0.00E+00 1.88E-09 0.00E+00 2.32E-09 0.00E+00
371431.00 3754080.00 4.06E-03 0.00E+00 4.07E-06 0.00E+00 4.88E-06 0.00E+00 371431.00 3754080.00 1.41E-06 0.00E+00 1.41E-09 0.00E+00 1.69E-09 0.00E+00
371451.00 3754080.00 3.67E-03 0.00E+00 3.21E-06 0.00E+00 3.79E-06 0.00E+00 371451.00 3754080.00 1.27E-06 0.00E+00 1.11E-09 0.00E+00 1.31E-09 0.00E+00
371471.00 3754080.00 3.33E-03 0.00E+00 2.57E-06 0.00E+00 2.99E-06 0.00E+00 371471.00 3754080.00 1.15E-06 0.00E+00 8.90E-10 0.00E+00 1.04E-09 0.00E+00
371491.00 3754080.00 3.02E-03 0.00E+00 2.12E-06 0.00E+00 2.43E-06 0.00E+00 371491.00 3754080.00 1.05E-06 0.00E+00 7.34E-10 0.00E+00 8.41E-10 0.00E+00
371511.00 3754080.00 2.76E-03 0.00E+00 1.78E-06 0.00E+00 2.00E-06 0.00E+00 371511.00 3754080.00 9.56E-07 0.00E+00 6.15E-10 0.00E+00 6.92E-10 0.00E+00
371531.00 3754080.00 2.53E-03 0.00E+00 1.52E-06 0.00E+00 1.68E-06 0.00E+00 371531.00 3754080.00 8.76E-07 0.00E+00 5.28E-10 0.00E+00 5.83E-10 0.00E+00
371551.00 3754080.00 2.34E-03 0.00E+00 1.32E-06 0.00E+00 1.43E-06 0.00E+00 371551.00 3754080.00 8.09E-07 0.00E+00 4.56E-10 0.00E+00 4.94E-10 0.00E+00
371571.00 3754080.00 2.17E-03 0.00E+00 1.15E-06 0.00E+00 1.22E-06 0.00E+00 371571.00 3754080.00 7.51E-07 0.00E+00 3.99E-10 0.00E+00 4.24E-10 0.00E+00
371591.00 3754080.00 2.03E-03 0.00E+00 1.02E-06 0.00E+00 1.07E-06 0.00E+00 371591.00 3754080.00 7.02E-07 0.00E+00 3.54E-10 0.00E+00 3.69E-10 0.00E+00
371611.00 3754080.00 1.90E-03 0.00E+00 9.21E-07 0.00E+00 9.42E-07 0.00E+00 371611.00 3754080.00 6.58E-07 0.00E+00 3.19E-10 0.00E+00 3.26E-10 0.00E+00
371631.00 3754080.00 1.81E-03 0.00E+00 8.28E-07 0.00E+00 8.32E-07 0.00E+00 371631.00 3754080.00 6.25E-07 0.00E+00 2.87E-10 0.00E+00 2.88E-10 0.00E+00
371651.00 3754080.00 1.73E-03 0.00E+00 7.50E-07 0.00E+00 7.40E-07 0.00E+00 371651.00 3754080.00 5.99E-07 0.00E+00 2.60E-10 0.00E+00 2.56E-10 0.00E+00
371671.00 3754080.00 1.67E-03 0.00E+00 6.82E-07 0.00E+00 6.62E-07 0.00E+00 371671.00 3754080.00 5.78E-07 0.00E+00 2.36E-10 0.00E+00 2.29E-10 0.00E+00
371691.00 3754080.00 1.62E-03 0.00E+00 6.24E-07 0.00E+00 5.96E-07 0.00E+00 371691.00 3754080.00 5.60E-07 0.00E+00 2.16E-10 0.00E+00 2.06E-10 0.00E+00
371711.00 3754080.00 1.58E-03 0.00E+00 5.74E-07 0.00E+00 5.39E-07 0.00E+00 371711.00 3754080.00 5.46E-07 0.00E+00 1.99E-10 0.00E+00 1.87E-10 0.00E+00
371731.00 3754080.00 1.54E-03 0.00E+00 5.30E-07 0.00E+00 4.91E-07 0.00E+00 371731.00 3754080.00 5.34E-07 0.00E+00 1.83E-10 0.00E+00 1.70E-10 0.00E+00
371751.00 3754080.00 1.51E-03 0.00E+00 4.91E-07 0.00E+00 4.48E-07 0.00E+00 371751.00 3754080.00 5.24E-07 0.00E+00 1.70E-10 0.00E+00 1.55E-10 0.00E+00
371771.00 3754080.00 1.49E-03 0.00E+00 4.56E-07 0.00E+00 4.10E-07 0.00E+00 371771.00 3754080.00 5.16E-07 0.00E+00 1.58E-10 0.00E+00 1.42E-10 0.00E+00
371791.00 3754080.00 1.47E-03 0.00E+00 4.25E-07 0.00E+00 3.77E-07 0.00E+00 371791.00 3754080.00 5.09E-07 0.00E+00 1.47E-10 0.00E+00 1.31E-10 0.00E+00
371811.00 3754080.00 1.45E-03 0.00E+00 3.97E-07 0.00E+00 3.48E-07 0.00E+00 371811.00 3754080.00 5.02E-07 0.00E+00 1.38E-10 0.00E+00 1.20E-10 0.00E+00
371831.00 3754080.00 1.43E-03 0.00E+00 3.72E-07 0.00E+00 3.22E-07 0.00E+00 371831.00 3754080.00 4.96E-07 0.00E+00 1.29E-10 0.00E+00 1.11E-10 0.00E+00
370571.00 3754100.00 1.97E-03 0.00E+00 3.15E-07 0.00E+00 5.87E-08 0.00E+00 370571.00 3754100.00 6.81E-07 0.00E+00 1.09E-10 0.00E+00 2.03E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370591.00 3754100.00 2.06E-03 0.00E+00 3.39E-07 0.00E+00 6.22E-08 0.00E+00 370591.00 3754100.00 7.12E-07 0.00E+00 1.17E-10 0.00E+00 2.15E-11 0.00E+00
370611.00 3754100.00 2.15E-03 0.00E+00 3.67E-07 0.00E+00 6.61E-08 0.00E+00 370611.00 3754100.00 7.44E-07 0.00E+00 1.27E-10 0.00E+00 2.29E-11 0.00E+00
370631.00 3754100.00 2.25E-03 0.00E+00 3.99E-07 0.00E+00 7.04E-08 0.00E+00 370631.00 3754100.00 7.79E-07 0.00E+00 1.38E-10 0.00E+00 2.44E-11 0.00E+00
370651.00 3754100.00 2.36E-03 0.00E+00 4.36E-07 0.00E+00 7.50E-08 0.00E+00 370651.00 3754100.00 8.17E-07 0.00E+00 1.51E-10 0.00E+00 2.60E-11 0.00E+00
370671.00 3754100.00 2.48E-03 0.00E+00 4.77E-07 0.00E+00 8.02E-08 0.00E+00 370671.00 3754100.00 8.57E-07 0.00E+00 1.65E-10 0.00E+00 2.78E-11 0.00E+00
370691.00 3754100.00 2.60E-03 0.00E+00 5.26E-07 0.00E+00 8.59E-08 0.00E+00 370691.00 3754100.00 9.01E-07 0.00E+00 1.82E-10 0.00E+00 2.97E-11 0.00E+00
370711.00 3754100.00 2.74E-03 0.00E+00 5.83E-07 0.00E+00 9.23E-08 0.00E+00 370711.00 3754100.00 9.48E-07 0.00E+00 2.02E-10 0.00E+00 3.20E-11 0.00E+00
370731.00 3754100.00 2.88E-03 0.00E+00 6.51E-07 0.00E+00 9.95E-08 0.00E+00 370731.00 3754100.00 9.99E-07 0.00E+00 2.25E-10 0.00E+00 3.45E-11 0.00E+00
370751.00 3754100.00 3.04E-03 0.00E+00 7.34E-07 0.00E+00 1.08E-07 0.00E+00 370751.00 3754100.00 1.05E-06 0.00E+00 2.54E-10 0.00E+00 3.73E-11 0.00E+00
370771.00 3754100.00 3.21E-03 0.00E+00 8.36E-07 0.00E+00 1.17E-07 0.00E+00 370771.00 3754100.00 1.11E-06 0.00E+00 2.89E-10 0.00E+00 4.04E-11 0.00E+00
370791.00 3754100.00 3.39E-03 0.00E+00 9.63E-07 0.00E+00 1.27E-07 0.00E+00 370791.00 3754100.00 1.17E-06 0.00E+00 3.34E-10 0.00E+00 4.40E-11 0.00E+00
370811.00 3754100.00 3.58E-03 0.00E+00 1.13E-06 0.00E+00 1.39E-07 0.00E+00 370811.00 3754100.00 1.24E-06 0.00E+00 3.90E-10 0.00E+00 4.80E-11 0.00E+00
370831.00 3754100.00 3.79E-03 0.00E+00 1.34E-06 0.00E+00 1.52E-07 0.00E+00 370831.00 3754100.00 1.31E-06 0.00E+00 4.63E-10 0.00E+00 5.27E-11 0.00E+00
370851.00 3754100.00 4.03E-03 0.00E+00 1.63E-06 0.00E+00 1.68E-07 0.00E+00 370851.00 3754100.00 1.39E-06 0.00E+00 5.65E-10 0.00E+00 5.81E-11 0.00E+00
370871.00 3754100.00 4.28E-03 0.00E+00 2.05E-06 0.00E+00 1.86E-07 0.00E+00 370871.00 3754100.00 1.48E-06 0.00E+00 7.11E-10 0.00E+00 6.44E-11 0.00E+00
370891.00 3754100.00 4.56E-03 0.00E+00 2.71E-06 0.00E+00 2.08E-07 0.00E+00 370891.00 3754100.00 1.58E-06 0.00E+00 9.39E-10 0.00E+00 7.19E-11 0.00E+00
370911.00 3754100.00 4.86E-03 0.00E+00 3.85E-06 0.00E+00 2.33E-07 0.00E+00 370911.00 3754100.00 1.68E-06 0.00E+00 1.33E-09 0.00E+00 8.08E-11 0.00E+00
370931.00 3754100.00 5.18E-03 0.00E+00 6.11E-06 0.00E+00 2.64E-07 0.00E+00 370931.00 3754100.00 1.79E-06 0.00E+00 2.12E-09 0.00E+00 9.14E-11 0.00E+00
370951.00 3754100.00 5.54E-03 0.00E+00 7.88E-06 0.00E+00 3.02E-07 0.00E+00 370951.00 3754100.00 1.92E-06 0.00E+00 2.73E-09 0.00E+00 1.04E-10 0.00E+00
370971.00 3754100.00 5.92E-03 0.00E+00 1.20E-05 0.00E+00 3.48E-07 0.00E+00 370971.00 3754100.00 2.05E-06 0.00E+00 4.15E-09 0.00E+00 1.21E-10 0.00E+00
370991.00 3754100.00 6.34E-03 0.00E+00 1.11E-05 0.00E+00 4.07E-07 0.00E+00 370991.00 3754100.00 2.20E-06 0.00E+00 3.84E-09 0.00E+00 1.41E-10 0.00E+00
371011.00 3754100.00 6.81E-03 0.00E+00 1.58E-05 0.00E+00 4.84E-07 0.00E+00 371011.00 3754100.00 2.36E-06 0.00E+00 5.47E-09 0.00E+00 1.67E-10 0.00E+00
371031.00 3754100.00 7.29E-03 0.00E+00 1.31E-05 0.00E+00 5.85E-07 0.00E+00 371031.00 3754100.00 2.52E-06 0.00E+00 4.53E-09 0.00E+00 2.02E-10 0.00E+00
371051.00 3754100.00 7.79E-03 0.00E+00 1.72E-05 0.00E+00 7.23E-07 0.00E+00 371051.00 3754100.00 2.70E-06 0.00E+00 5.94E-09 0.00E+00 2.50E-10 0.00E+00
371071.00 3754100.00 8.30E-03 0.00E+00 1.39E-05 0.00E+00 9.21E-07 0.00E+00 371071.00 3754100.00 2.87E-06 0.00E+00 4.82E-09 0.00E+00 3.19E-10 0.00E+00
371091.00 3754100.00 8.83E-03 0.00E+00 1.79E-05 0.00E+00 1.22E-06 0.00E+00 371091.00 3754100.00 3.06E-06 0.00E+00 6.20E-09 0.00E+00 4.23E-10 0.00E+00
371111.00 3754100.00 9.35E-03 0.00E+00 1.44E-05 0.00E+00 1.72E-06 0.00E+00 371111.00 3754100.00 3.24E-06 0.00E+00 5.00E-09 0.00E+00 5.95E-10 0.00E+00
371131.00 3754100.00 9.84E-03 0.00E+00 1.84E-05 0.00E+00 2.65E-06 0.00E+00 371131.00 3754100.00 3.41E-06 0.00E+00 6.38E-09 0.00E+00 9.18E-10 0.00E+00
371151.00 3754100.00 1.03E-02 0.00E+00 1.48E-05 0.00E+00 4.78E-06 0.00E+00 371151.00 3754100.00 3.56E-06 0.00E+00 5.13E-09 0.00E+00 1.66E-09 0.00E+00
371171.00 3754100.00 1.06E-02 0.00E+00 1.88E-05 0.00E+00 1.03E-05 0.00E+00 371171.00 3754100.00 3.68E-06 0.00E+00 6.52E-09 0.00E+00 3.58E-09 0.00E+00
371191.00 3754100.00 1.08E-02 0.00E+00 1.51E-05 0.00E+00 1.72E-05 0.00E+00 371191.00 3754100.00 3.76E-06 0.00E+00 5.23E-09 0.00E+00 5.96E-09 0.00E+00
371211.00 3754100.00 1.09E-02 0.00E+00 1.92E-05 0.00E+00 2.16E-05 0.00E+00 371211.00 3754100.00 3.78E-06 0.00E+00 6.65E-09 0.00E+00 7.48E-09 0.00E+00
371231.00 3754100.00 1.08E-02 0.00E+00 1.53E-05 0.00E+00 2.44E-05 0.00E+00 371231.00 3754100.00 3.75E-06 0.00E+00 5.30E-09 0.00E+00 8.44E-09 0.00E+00
371251.00 3754100.00 1.06E-02 0.00E+00 1.50E-05 0.00E+00 2.63E-05 0.00E+00 371251.00 3754100.00 3.66E-06 0.00E+00 5.18E-09 0.00E+00 9.09E-09 0.00E+00
371271.00 3754100.00 1.01E-02 0.00E+00 1.55E-05 0.00E+00 2.76E-05 0.00E+00 371271.00 3754100.00 3.51E-06 0.00E+00 5.35E-09 0.00E+00 9.54E-09 0.00E+00
371291.00 3754100.00 9.56E-03 0.00E+00 1.50E-05 0.00E+00 2.85E-05 0.00E+00 371291.00 3754100.00 3.31E-06 0.00E+00 5.18E-09 0.00E+00 9.87E-09 0.00E+00
371311.00 3754100.00 8.88E-03 0.00E+00 1.55E-05 0.00E+00 2.93E-05 0.00E+00 371311.00 3754100.00 3.07E-06 0.00E+00 5.35E-09 0.00E+00 1.01E-08 0.00E+00
371331.00 3754100.00 8.14E-03 0.00E+00 1.48E-05 0.00E+00 2.98E-05 0.00E+00 371331.00 3754100.00 2.82E-06 0.00E+00 5.11E-09 0.00E+00 1.03E-08 0.00E+00
371351.00 3754100.00 7.37E-03 0.00E+00 1.51E-05 0.00E+00 3.00E-05 0.00E+00 371351.00 3754100.00 2.55E-06 0.00E+00 5.22E-09 0.00E+00 1.04E-08 0.00E+00
371371.00 3754100.00 6.62E-03 0.00E+00 1.37E-05 0.00E+00 2.93E-05 0.00E+00 371371.00 3754100.00 2.29E-06 0.00E+00 4.75E-09 0.00E+00 1.02E-08 0.00E+00
371391.00 3754100.00 5.92E-03 0.00E+00 1.24E-05 0.00E+00 2.66E-05 0.00E+00 371391.00 3754100.00 2.05E-06 0.00E+00 4.28E-09 0.00E+00 9.22E-09 0.00E+00
371411.00 3754100.00 5.29E-03 0.00E+00 1.03E-05 0.00E+00 1.88E-05 0.00E+00 371411.00 3754100.00 1.83E-06 0.00E+00 3.55E-09 0.00E+00 6.50E-09 0.00E+00
371431.00 3754100.00 4.72E-03 0.00E+00 8.64E-06 0.00E+00 1.15E-05 0.00E+00 371431.00 3754100.00 1.64E-06 0.00E+00 2.99E-09 0.00E+00 3.97E-09 0.00E+00
371451.00 3754100.00 4.23E-03 0.00E+00 5.53E-06 0.00E+00 7.20E-06 0.00E+00 371451.00 3754100.00 1.46E-06 0.00E+00 1.91E-09 0.00E+00 2.49E-09 0.00E+00
371471.00 3754100.00 3.80E-03 0.00E+00 3.94E-06 0.00E+00 4.98E-06 0.00E+00 371471.00 3754100.00 1.32E-06 0.00E+00 1.36E-09 0.00E+00 1.73E-09 0.00E+00
371491.00 3754100.00 3.44E-03 0.00E+00 3.00E-06 0.00E+00 3.69E-06 0.00E+00 371491.00 3754100.00 1.19E-06 0.00E+00 1.04E-09 0.00E+00 1.28E-09 0.00E+00
371511.00 3754100.00 3.13E-03 0.00E+00 2.40E-06 0.00E+00 2.87E-06 0.00E+00 371511.00 3754100.00 1.08E-06 0.00E+00 8.31E-10 0.00E+00 9.92E-10 0.00E+00
371531.00 3754100.00 2.87E-03 0.00E+00 1.98E-06 0.00E+00 2.30E-06 0.00E+00 371531.00 3754100.00 9.95E-07 0.00E+00 6.85E-10 0.00E+00 7.96E-10 0.00E+00
371551.00 3754100.00 2.66E-03 0.00E+00 1.67E-06 0.00E+00 1.89E-06 0.00E+00 371551.00 3754100.00 9.20E-07 0.00E+00 5.78E-10 0.00E+00 6.55E-10 0.00E+00
371571.00 3754100.00 2.48E-03 0.00E+00 1.43E-06 0.00E+00 1.59E-06 0.00E+00 371571.00 3754100.00 8.58E-07 0.00E+00 4.96E-10 0.00E+00 5.49E-10 0.00E+00
371591.00 3754100.00 2.33E-03 0.00E+00 1.25E-06 0.00E+00 1.35E-06 0.00E+00 371591.00 3754100.00 8.08E-07 0.00E+00 4.32E-10 0.00E+00 4.67E-10 0.00E+00
371611.00 3754100.00 2.22E-03 0.00E+00 1.10E-06 0.00E+00 1.16E-06 0.00E+00 371611.00 3754100.00 7.69E-07 0.00E+00 3.81E-10 0.00E+00 4.03E-10 0.00E+00
371631.00 3754100.00 2.13E-03 0.00E+00 9.79E-07 0.00E+00 1.01E-06 0.00E+00 371631.00 3754100.00 7.37E-07 0.00E+00 3.39E-10 0.00E+00 3.51E-10 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371651.00 3754100.00 2.06E-03 0.00E+00 8.79E-07 0.00E+00 8.93E-07 0.00E+00 371651.00 3754100.00 7.12E-07 0.00E+00 3.04E-10 0.00E+00 3.09E-10 0.00E+00
371671.00 3754100.00 2.00E-03 0.00E+00 7.94E-07 0.00E+00 7.92E-07 0.00E+00 371671.00 3754100.00 6.93E-07 0.00E+00 2.75E-10 0.00E+00 2.74E-10 0.00E+00
371691.00 3754100.00 1.96E-03 0.00E+00 7.21E-07 0.00E+00 7.07E-07 0.00E+00 371691.00 3754100.00 6.79E-07 0.00E+00 2.50E-10 0.00E+00 2.45E-10 0.00E+00
371711.00 3754100.00 1.92E-03 0.00E+00 6.59E-07 0.00E+00 6.35E-07 0.00E+00 371711.00 3754100.00 6.66E-07 0.00E+00 2.28E-10 0.00E+00 2.20E-10 0.00E+00
371731.00 3754100.00 1.90E-03 0.00E+00 6.05E-07 0.00E+00 5.73E-07 0.00E+00 371731.00 3754100.00 6.56E-07 0.00E+00 2.09E-10 0.00E+00 1.98E-10 0.00E+00
371751.00 3754100.00 1.87E-03 0.00E+00 5.58E-07 0.00E+00 5.20E-07 0.00E+00 371751.00 3754100.00 6.47E-07 0.00E+00 1.93E-10 0.00E+00 1.80E-10 0.00E+00
371771.00 3754100.00 1.84E-03 0.00E+00 5.16E-07 0.00E+00 4.74E-07 0.00E+00 371771.00 3754100.00 6.38E-07 0.00E+00 1.79E-10 0.00E+00 1.64E-10 0.00E+00
371791.00 3754100.00 1.82E-03 0.00E+00 4.79E-07 0.00E+00 4.34E-07 0.00E+00 371791.00 3754100.00 6.30E-07 0.00E+00 1.66E-10 0.00E+00 1.50E-10 0.00E+00
371811.00 3754100.00 1.80E-03 0.00E+00 4.46E-07 0.00E+00 3.98E-07 0.00E+00 371811.00 3754100.00 6.22E-07 0.00E+00 1.55E-10 0.00E+00 1.38E-10 0.00E+00
371831.00 3754100.00 1.77E-03 0.00E+00 4.17E-07 0.00E+00 3.67E-07 0.00E+00 371831.00 3754100.00 6.13E-07 0.00E+00 1.44E-10 0.00E+00 1.27E-10 0.00E+00
370571.00 3754120.00 2.01E-03 0.00E+00 3.26E-07 0.00E+00 5.93E-08 0.00E+00 370571.00 3754120.00 6.98E-07 0.00E+00 1.13E-10 0.00E+00 2.05E-11 0.00E+00
370591.00 3754120.00 2.11E-03 0.00E+00 3.52E-07 0.00E+00 6.29E-08 0.00E+00 370591.00 3754120.00 7.29E-07 0.00E+00 1.22E-10 0.00E+00 2.18E-11 0.00E+00
370611.00 3754120.00 2.21E-03 0.00E+00 3.82E-07 0.00E+00 6.67E-08 0.00E+00 370611.00 3754120.00 7.64E-07 0.00E+00 1.32E-10 0.00E+00 2.31E-11 0.00E+00
370631.00 3754120.00 2.31E-03 0.00E+00 4.16E-07 0.00E+00 7.10E-08 0.00E+00 370631.00 3754120.00 8.00E-07 0.00E+00 1.44E-10 0.00E+00 2.46E-11 0.00E+00
370651.00 3754120.00 2.43E-03 0.00E+00 4.54E-07 0.00E+00 7.56E-08 0.00E+00 370651.00 3754120.00 8.40E-07 0.00E+00 1.57E-10 0.00E+00 2.62E-11 0.00E+00
370671.00 3754120.00 2.55E-03 0.00E+00 5.00E-07 0.00E+00 8.10E-08 0.00E+00 370671.00 3754120.00 8.83E-07 0.00E+00 1.73E-10 0.00E+00 2.80E-11 0.00E+00
370691.00 3754120.00 2.68E-03 0.00E+00 5.53E-07 0.00E+00 8.68E-08 0.00E+00 370691.00 3754120.00 9.28E-07 0.00E+00 1.91E-10 0.00E+00 3.01E-11 0.00E+00
370711.00 3754120.00 2.83E-03 0.00E+00 6.16E-07 0.00E+00 9.33E-08 0.00E+00 370711.00 3754120.00 9.78E-07 0.00E+00 2.13E-10 0.00E+00 3.23E-11 0.00E+00
370731.00 3754120.00 2.98E-03 0.00E+00 6.90E-07 0.00E+00 1.01E-07 0.00E+00 370731.00 3754120.00 1.03E-06 0.00E+00 2.39E-10 0.00E+00 3.48E-11 0.00E+00
370751.00 3754120.00 3.15E-03 0.00E+00 7.84E-07 0.00E+00 1.09E-07 0.00E+00 370751.00 3754120.00 1.09E-06 0.00E+00 2.71E-10 0.00E+00 3.77E-11 0.00E+00
370771.00 3754120.00 3.32E-03 0.00E+00 8.99E-07 0.00E+00 1.18E-07 0.00E+00 370771.00 3754120.00 1.15E-06 0.00E+00 3.11E-10 0.00E+00 4.09E-11 0.00E+00
370791.00 3754120.00 3.50E-03 0.00E+00 1.04E-06 0.00E+00 1.29E-07 0.00E+00 370791.00 3754120.00 1.21E-06 0.00E+00 3.61E-10 0.00E+00 4.45E-11 0.00E+00
370811.00 3754120.00 3.71E-03 0.00E+00 1.23E-06 0.00E+00 1.40E-07 0.00E+00 370811.00 3754120.00 1.28E-06 0.00E+00 4.25E-10 0.00E+00 4.86E-11 0.00E+00
370831.00 3754120.00 3.93E-03 0.00E+00 1.47E-06 0.00E+00 1.54E-07 0.00E+00 370831.00 3754120.00 1.36E-06 0.00E+00 5.10E-10 0.00E+00 5.34E-11 0.00E+00
370851.00 3754120.00 4.20E-03 0.00E+00 1.83E-06 0.00E+00 1.70E-07 0.00E+00 370851.00 3754120.00 1.45E-06 0.00E+00 6.34E-10 0.00E+00 5.90E-11 0.00E+00
370871.00 3754120.00 4.50E-03 0.00E+00 2.36E-06 0.00E+00 1.89E-07 0.00E+00 370871.00 3754120.00 1.56E-06 0.00E+00 8.18E-10 0.00E+00 6.55E-11 0.00E+00
370891.00 3754120.00 4.80E-03 0.00E+00 3.23E-06 0.00E+00 2.11E-07 0.00E+00 370891.00 3754120.00 1.66E-06 0.00E+00 1.12E-09 0.00E+00 7.31E-11 0.00E+00
370911.00 3754120.00 5.14E-03 0.00E+00 4.85E-06 0.00E+00 2.37E-07 0.00E+00 370911.00 3754120.00 1.78E-06 0.00E+00 1.68E-09 0.00E+00 8.22E-11 0.00E+00
370931.00 3754120.00 5.50E-03 0.00E+00 8.63E-06 0.00E+00 2.69E-07 0.00E+00 370931.00 3754120.00 1.90E-06 0.00E+00 2.99E-09 0.00E+00 9.31E-11 0.00E+00
370951.00 3754120.00 5.91E-03 0.00E+00 9.67E-06 0.00E+00 3.08E-07 0.00E+00 370951.00 3754120.00 2.05E-06 0.00E+00 3.35E-09 0.00E+00 1.06E-10 0.00E+00
370971.00 3754120.00 6.35E-03 0.00E+00 1.04E-05 0.00E+00 3.55E-07 0.00E+00 370971.00 3754120.00 2.20E-06 0.00E+00 3.59E-09 0.00E+00 1.23E-10 0.00E+00
370991.00 3754120.00 6.85E-03 0.00E+00 1.79E-05 0.00E+00 4.16E-07 0.00E+00 370991.00 3754120.00 2.37E-06 0.00E+00 6.21E-09 0.00E+00 1.44E-10 0.00E+00
371011.00 3754120.00 7.40E-03 0.00E+00 2.37E-05 0.00E+00 4.95E-07 0.00E+00 371011.00 3754120.00 2.56E-06 0.00E+00 8.20E-09 0.00E+00 1.71E-10 0.00E+00
371031.00 3754120.00 7.98E-03 0.00E+00 1.89E-05 0.00E+00 5.99E-07 0.00E+00 371031.00 3754120.00 2.76E-06 0.00E+00 6.53E-09 0.00E+00 2.07E-10 0.00E+00
371051.00 3754120.00 8.60E-03 0.00E+00 2.43E-05 0.00E+00 7.42E-07 0.00E+00 371051.00 3754120.00 2.98E-06 0.00E+00 8.40E-09 0.00E+00 2.57E-10 0.00E+00
371071.00 3754120.00 9.26E-03 0.00E+00 1.93E-05 0.00E+00 9.49E-07 0.00E+00 371071.00 3754120.00 3.21E-06 0.00E+00 6.69E-09 0.00E+00 3.28E-10 0.00E+00
371091.00 3754120.00 9.94E-03 0.00E+00 2.44E-05 0.00E+00 1.27E-06 0.00E+00 371091.00 3754120.00 3.44E-06 0.00E+00 8.46E-09 0.00E+00 4.38E-10 0.00E+00
371111.00 3754120.00 1.06E-02 0.00E+00 1.95E-05 0.00E+00 1.80E-06 0.00E+00 371111.00 3754120.00 3.68E-06 0.00E+00 6.75E-09 0.00E+00 6.22E-10 0.00E+00
371131.00 3754120.00 1.13E-02 0.00E+00 2.44E-05 0.00E+00 2.83E-06 0.00E+00 371131.00 3754120.00 3.92E-06 0.00E+00 8.46E-09 0.00E+00 9.78E-10 0.00E+00
371151.00 3754120.00 1.20E-02 0.00E+00 1.96E-05 0.00E+00 5.39E-06 0.00E+00 371151.00 3754120.00 4.15E-06 0.00E+00 6.79E-09 0.00E+00 1.87E-09 0.00E+00
371171.00 3754120.00 1.26E-02 0.00E+00 2.44E-05 0.00E+00 8.49E-06 0.00E+00 371171.00 3754120.00 4.35E-06 0.00E+00 8.46E-09 0.00E+00 2.94E-09 0.00E+00
371271.00 3754120.00 1.25E-02 0.00E+00 2.29E-05 0.00E+00 3.36E-05 0.00E+00 371271.00 3754120.00 4.34E-06 0.00E+00 7.94E-09 0.00E+00 1.16E-08 0.00E+00
371291.00 3754120.00 1.19E-02 0.00E+00 2.38E-05 0.00E+00 3.40E-05 0.00E+00 371291.00 3754120.00 4.12E-06 0.00E+00 8.22E-09 0.00E+00 1.18E-08 0.00E+00
371311.00 3754120.00 1.11E-02 0.00E+00 2.25E-05 0.00E+00 3.39E-05 0.00E+00 371311.00 3754120.00 3.83E-06 0.00E+00 7.80E-09 0.00E+00 1.17E-08 0.00E+00
371331.00 3754120.00 1.01E-02 0.00E+00 2.32E-05 0.00E+00 3.36E-05 0.00E+00 371331.00 3754120.00 3.49E-06 0.00E+00 8.02E-09 0.00E+00 1.16E-08 0.00E+00
371351.00 3754120.00 9.07E-03 0.00E+00 2.18E-05 0.00E+00 3.95E-05 0.00E+00 371351.00 3754120.00 3.14E-06 0.00E+00 7.53E-09 0.00E+00 1.37E-08 0.00E+00
371371.00 3754120.00 8.09E-03 0.00E+00 2.18E-05 0.00E+00 3.81E-05 0.00E+00 371371.00 3754120.00 2.80E-06 0.00E+00 7.54E-09 0.00E+00 1.32E-08 0.00E+00
371391.00 3754120.00 7.15E-03 0.00E+00 1.88E-05 0.00E+00 3.42E-05 0.00E+00 371391.00 3754120.00 2.48E-06 0.00E+00 6.50E-09 0.00E+00 1.18E-08 0.00E+00
371411.00 3754120.00 6.30E-03 0.00E+00 1.82E-05 0.00E+00 2.95E-05 0.00E+00 371411.00 3754120.00 2.18E-06 0.00E+00 6.31E-09 0.00E+00 1.02E-08 0.00E+00
371431.00 3754120.00 5.56E-03 0.00E+00 1.09E-05 0.00E+00 1.67E-05 0.00E+00 371431.00 3754120.00 1.93E-06 0.00E+00 3.77E-09 0.00E+00 5.77E-09 0.00E+00
371451.00 3754120.00 4.95E-03 0.00E+00 6.89E-06 0.00E+00 9.69E-06 0.00E+00 371451.00 3754120.00 1.71E-06 0.00E+00 2.39E-09 0.00E+00 3.36E-09 0.00E+00
371471.00 3754120.00 4.44E-03 0.00E+00 4.88E-06 0.00E+00 6.52E-06 0.00E+00 371471.00 3754120.00 1.54E-06 0.00E+00 1.69E-09 0.00E+00 2.26E-09 0.00E+00
371491.00 3754120.00 4.00E-03 0.00E+00 3.65E-06 0.00E+00 4.68E-06 0.00E+00 371491.00 3754120.00 1.38E-06 0.00E+00 1.26E-09 0.00E+00 1.62E-09 0.00E+00
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CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371511.00 3754120.00 3.64E-03 0.00E+00 2.87E-06 0.00E+00 3.56E-06 0.00E+00 371511.00 3754120.00 1.26E-06 0.00E+00 9.95E-10 0.00E+00 1.23E-09 0.00E+00
371531.00 3754120.00 3.34E-03 0.00E+00 2.34E-06 0.00E+00 2.80E-06 0.00E+00 371531.00 3754120.00 1.16E-06 0.00E+00 8.10E-10 0.00E+00 9.71E-10 0.00E+00
371551.00 3754120.00 3.11E-03 0.00E+00 1.95E-06 0.00E+00 2.27E-06 0.00E+00 371551.00 3754120.00 1.08E-06 0.00E+00 6.75E-10 0.00E+00 7.85E-10 0.00E+00
371571.00 3754120.00 2.93E-03 0.00E+00 1.66E-06 0.00E+00 1.88E-06 0.00E+00 371571.00 3754120.00 1.01E-06 0.00E+00 5.74E-10 0.00E+00 6.51E-10 0.00E+00
371591.00 3754120.00 2.80E-03 0.00E+00 1.44E-06 0.00E+00 1.59E-06 0.00E+00 371591.00 3754120.00 9.68E-07 0.00E+00 4.97E-10 0.00E+00 5.49E-10 0.00E+00
371611.00 3754120.00 2.69E-03 0.00E+00 1.26E-06 0.00E+00 1.36E-06 0.00E+00 371611.00 3754120.00 9.32E-07 0.00E+00 4.35E-10 0.00E+00 4.70E-10 0.00E+00
371631.00 3754120.00 2.62E-03 0.00E+00 1.11E-06 0.00E+00 1.17E-06 0.00E+00 371631.00 3754120.00 9.06E-07 0.00E+00 3.85E-10 0.00E+00 4.06E-10 0.00E+00
371651.00 3754120.00 2.56E-03 0.00E+00 9.94E-07 0.00E+00 1.03E-06 0.00E+00 371651.00 3754120.00 8.85E-07 0.00E+00 3.44E-10 0.00E+00 3.56E-10 0.00E+00
371671.00 3754120.00 2.51E-03 0.00E+00 8.95E-07 0.00E+00 9.07E-07 0.00E+00 371671.00 3754120.00 8.69E-07 0.00E+00 3.10E-10 0.00E+00 3.14E-10 0.00E+00
371691.00 3754120.00 2.47E-03 0.00E+00 8.10E-07 0.00E+00 8.06E-07 0.00E+00 371691.00 3754120.00 8.56E-07 0.00E+00 2.81E-10 0.00E+00 2.79E-10 0.00E+00
371711.00 3754120.00 2.44E-03 0.00E+00 7.38E-07 0.00E+00 7.21E-07 0.00E+00 371711.00 3754120.00 8.44E-07 0.00E+00 2.56E-10 0.00E+00 2.50E-10 0.00E+00
371731.00 3754120.00 2.41E-03 0.00E+00 6.75E-07 0.00E+00 6.49E-07 0.00E+00 371731.00 3754120.00 8.33E-07 0.00E+00 2.34E-10 0.00E+00 2.24E-10 0.00E+00
371751.00 3754120.00 2.37E-03 0.00E+00 6.21E-07 0.00E+00 5.86E-07 0.00E+00 371751.00 3754120.00 8.22E-07 0.00E+00 2.15E-10 0.00E+00 2.03E-10 0.00E+00
371771.00 3754120.00 2.34E-03 0.00E+00 5.73E-07 0.00E+00 5.32E-07 0.00E+00 371771.00 3754120.00 8.10E-07 0.00E+00 1.98E-10 0.00E+00 1.84E-10 0.00E+00
371791.00 3754120.00 2.30E-03 0.00E+00 5.30E-07 0.00E+00 4.86E-07 0.00E+00 371791.00 3754120.00 7.98E-07 0.00E+00 1.84E-10 0.00E+00 1.68E-10 0.00E+00
371811.00 3754120.00 2.27E-03 0.00E+00 4.93E-07 0.00E+00 4.45E-07 0.00E+00 371811.00 3754120.00 7.85E-07 0.00E+00 1.71E-10 0.00E+00 1.54E-10 0.00E+00
371831.00 3754120.00 2.23E-03 0.00E+00 4.59E-07 0.00E+00 4.09E-07 0.00E+00 371831.00 3754120.00 7.71E-07 0.00E+00 1.59E-10 0.00E+00 1.41E-10 0.00E+00
370571.00 3754140.00 2.06E-03 0.00E+00 3.38E-07 0.00E+00 5.98E-08 0.00E+00 370571.00 3754140.00 7.14E-07 0.00E+00 1.17E-10 0.00E+00 2.07E-11 0.00E+00
370591.00 3754140.00 2.16E-03 0.00E+00 3.65E-07 0.00E+00 6.33E-08 0.00E+00 370591.00 3754140.00 7.47E-07 0.00E+00 1.26E-10 0.00E+00 2.19E-11 0.00E+00
370611.00 3754140.00 2.26E-03 0.00E+00 3.96E-07 0.00E+00 6.71E-08 0.00E+00 370611.00 3754140.00 7.83E-07 0.00E+00 1.37E-10 0.00E+00 2.32E-11 0.00E+00
370631.00 3754140.00 2.37E-03 0.00E+00 4.31E-07 0.00E+00 7.13E-08 0.00E+00 370631.00 3754140.00 8.22E-07 0.00E+00 1.49E-10 0.00E+00 2.47E-11 0.00E+00
370651.00 3754140.00 2.49E-03 0.00E+00 4.72E-07 0.00E+00 7.60E-08 0.00E+00 370651.00 3754140.00 8.63E-07 0.00E+00 1.64E-10 0.00E+00 2.63E-11 0.00E+00
370671.00 3754140.00 2.62E-03 0.00E+00 5.20E-07 0.00E+00 8.13E-08 0.00E+00 370671.00 3754140.00 9.08E-07 0.00E+00 1.80E-10 0.00E+00 2.81E-11 0.00E+00
370691.00 3754140.00 2.76E-03 0.00E+00 5.76E-07 0.00E+00 8.70E-08 0.00E+00 370691.00 3754140.00 9.57E-07 0.00E+00 1.99E-10 0.00E+00 3.01E-11 0.00E+00
370711.00 3754140.00 2.92E-03 0.00E+00 6.44E-07 0.00E+00 9.37E-08 0.00E+00 370711.00 3754140.00 1.01E-06 0.00E+00 2.23E-10 0.00E+00 3.24E-11 0.00E+00
370731.00 3754140.00 3.08E-03 0.00E+00 7.29E-07 0.00E+00 1.01E-07 0.00E+00 370731.00 3754140.00 1.06E-06 0.00E+00 2.52E-10 0.00E+00 3.51E-11 0.00E+00
370751.00 3754140.00 3.24E-03 0.00E+00 8.33E-07 0.00E+00 1.10E-07 0.00E+00 370751.00 3754140.00 1.12E-06 0.00E+00 2.88E-10 0.00E+00 3.80E-11 0.00E+00
370771.00 3754140.00 3.42E-03 0.00E+00 9.57E-07 0.00E+00 1.19E-07 0.00E+00 370771.00 3754140.00 1.18E-06 0.00E+00 3.31E-10 0.00E+00 4.12E-11 0.00E+00
370791.00 3754140.00 3.62E-03 0.00E+00 1.11E-06 0.00E+00 1.29E-07 0.00E+00 370791.00 3754140.00 1.25E-06 0.00E+00 3.86E-10 0.00E+00 4.48E-11 0.00E+00
370811.00 3754140.00 3.84E-03 0.00E+00 1.32E-06 0.00E+00 1.41E-07 0.00E+00 370811.00 3754140.00 1.33E-06 0.00E+00 4.57E-10 0.00E+00 4.90E-11 0.00E+00
370831.00 3754140.00 4.09E-03 0.00E+00 1.60E-06 0.00E+00 1.55E-07 0.00E+00 370831.00 3754140.00 1.42E-06 0.00E+00 5.54E-10 0.00E+00 5.37E-11 0.00E+00
370851.00 3754140.00 4.38E-03 0.00E+00 2.01E-06 0.00E+00 1.71E-07 0.00E+00 370851.00 3754140.00 1.52E-06 0.00E+00 6.96E-10 0.00E+00 5.93E-11 0.00E+00
370871.00 3754140.00 4.71E-03 0.00E+00 2.64E-06 0.00E+00 1.90E-07 0.00E+00 370871.00 3754140.00 1.63E-06 0.00E+00 9.12E-10 0.00E+00 6.59E-11 0.00E+00
370891.00 3754140.00 5.04E-03 0.00E+00 3.66E-06 0.00E+00 2.12E-07 0.00E+00 370891.00 3754140.00 1.75E-06 0.00E+00 1.27E-09 0.00E+00 7.36E-11 0.00E+00
370911.00 3754140.00 5.41E-03 0.00E+00 5.62E-06 0.00E+00 2.39E-07 0.00E+00 370911.00 3754140.00 1.87E-06 0.00E+00 1.95E-09 0.00E+00 8.27E-11 0.00E+00
370931.00 3754140.00 5.83E-03 0.00E+00 1.02E-05 0.00E+00 2.70E-07 0.00E+00 370931.00 3754140.00 2.02E-06 0.00E+00 3.53E-09 0.00E+00 9.36E-11 0.00E+00
370951.00 3754140.00 6.29E-03 0.00E+00 1.06E-05 0.00E+00 3.09E-07 0.00E+00 370951.00 3754140.00 2.18E-06 0.00E+00 3.68E-09 0.00E+00 1.07E-10 0.00E+00
370971.00 3754140.00 6.81E-03 0.00E+00 2.22E-05 0.00E+00 3.57E-07 0.00E+00 370971.00 3754140.00 2.36E-06 0.00E+00 7.69E-09 0.00E+00 1.24E-10 0.00E+00
370991.00 3754140.00 7.41E-03 0.00E+00 1.59E-05 0.00E+00 4.17E-07 0.00E+00 370991.00 3754140.00 2.57E-06 0.00E+00 5.52E-09 0.00E+00 1.44E-10 0.00E+00
371011.00 3754140.00 8.05E-03 0.00E+00 1.39E-05 0.00E+00 4.94E-07 0.00E+00 371011.00 3754140.00 2.79E-06 0.00E+00 4.81E-09 0.00E+00 1.71E-10 0.00E+00
371031.00 3754140.00 8.75E-03 0.00E+00 1.32E-05 0.00E+00 5.95E-07 0.00E+00 371031.00 3754140.00 3.03E-06 0.00E+00 4.58E-09 0.00E+00 2.06E-10 0.00E+00
371051.00 3754140.00 9.52E-03 0.00E+00 1.31E-05 0.00E+00 7.33E-07 0.00E+00 371051.00 3754140.00 3.29E-06 0.00E+00 4.53E-09 0.00E+00 2.54E-10 0.00E+00
371071.00 3754140.00 1.03E-02 0.00E+00 1.30E-05 0.00E+00 9.28E-07 0.00E+00 371071.00 3754140.00 3.58E-06 0.00E+00 4.51E-09 0.00E+00 3.21E-10 0.00E+00
371091.00 3754140.00 1.13E-02 0.00E+00 1.30E-05 0.00E+00 1.22E-06 0.00E+00 371091.00 3754140.00 3.90E-06 0.00E+00 4.48E-09 0.00E+00 4.21E-10 0.00E+00
371111.00 3754140.00 1.22E-02 0.00E+00 1.29E-05 0.00E+00 1.68E-06 0.00E+00 371111.00 3754140.00 4.23E-06 0.00E+00 4.47E-09 0.00E+00 5.80E-10 0.00E+00
371131.00 3754140.00 1.32E-02 0.00E+00 1.30E-05 0.00E+00 2.48E-06 0.00E+00 371131.00 3754140.00 4.56E-06 0.00E+00 4.49E-09 0.00E+00 8.58E-10 0.00E+00
371151.00 3754140.00 1.41E-02 0.00E+00 1.31E-05 0.00E+00 4.02E-06 0.00E+00 371151.00 3754140.00 4.88E-06 0.00E+00 4.54E-09 0.00E+00 1.39E-09 0.00E+00
371171.00 3754140.00 1.49E-02 0.00E+00 1.33E-05 0.00E+00 6.80E-06 0.00E+00 371171.00 3754140.00 5.17E-06 0.00E+00 4.59E-09 0.00E+00 2.35E-09 0.00E+00
371271.00 3754140.00 1.58E-02 0.00E+00 1.30E-05 0.00E+00 1.84E-05 0.00E+00 371271.00 3754140.00 5.48E-06 0.00E+00 4.49E-09 0.00E+00 6.36E-09 0.00E+00
371291.00 3754140.00 1.51E-02 0.00E+00 1.27E-05 0.00E+00 1.86E-05 0.00E+00 371291.00 3754140.00 5.22E-06 0.00E+00 4.40E-09 0.00E+00 6.45E-09 0.00E+00
371311.00 3754140.00 1.40E-02 0.00E+00 1.25E-05 0.00E+00 1.88E-05 0.00E+00 371311.00 3754140.00 4.86E-06 0.00E+00 4.32E-09 0.00E+00 6.50E-09 0.00E+00
371331.00 3754140.00 1.28E-02 0.00E+00 1.23E-05 0.00E+00 1.87E-05 0.00E+00 371331.00 3754140.00 4.42E-06 0.00E+00 4.24E-09 0.00E+00 6.49E-09 0.00E+00
371351.00 3754140.00 1.14E-02 0.00E+00 1.19E-05 0.00E+00 1.84E-05 0.00E+00 371351.00 3754140.00 3.95E-06 0.00E+00 4.11E-09 0.00E+00 6.36E-09 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371371.00 3754140.00 1.00E-02 0.00E+00 1.13E-05 0.00E+00 1.76E-05 0.00E+00 371371.00 3754140.00 3.47E-06 0.00E+00 3.91E-09 0.00E+00 6.08E-09 0.00E+00
371411.00 3754140.00 7.65E-03 0.00E+00 8.91E-06 0.00E+00 1.35E-05 0.00E+00 371411.00 3754140.00 2.65E-06 0.00E+00 3.08E-09 0.00E+00 4.66E-09 0.00E+00
371431.00 3754140.00 6.67E-03 0.00E+00 7.46E-06 0.00E+00 1.09E-05 0.00E+00 371431.00 3754140.00 2.31E-06 0.00E+00 2.58E-09 0.00E+00 3.78E-09 0.00E+00
371451.00 3754140.00 5.89E-03 0.00E+00 5.92E-06 0.00E+00 8.29E-06 0.00E+00 371451.00 3754140.00 2.04E-06 0.00E+00 2.05E-09 0.00E+00 2.87E-09 0.00E+00
371471.00 3754140.00 5.26E-03 0.00E+00 4.65E-06 0.00E+00 6.24E-06 0.00E+00 371471.00 3754140.00 1.82E-06 0.00E+00 1.61E-09 0.00E+00 2.16E-09 0.00E+00
371491.00 3754140.00 4.74E-03 0.00E+00 3.70E-06 0.00E+00 4.78E-06 0.00E+00 371491.00 3754140.00 1.64E-06 0.00E+00 1.28E-09 0.00E+00 1.65E-09 0.00E+00
371511.00 3754140.00 4.34E-03 0.00E+00 3.00E-06 0.00E+00 3.74E-06 0.00E+00 371511.00 3754140.00 1.50E-06 0.00E+00 1.04E-09 0.00E+00 1.30E-09 0.00E+00
371531.00 3754140.00 4.03E-03 0.00E+00 2.49E-06 0.00E+00 3.01E-06 0.00E+00 371531.00 3754140.00 1.40E-06 0.00E+00 8.61E-10 0.00E+00 1.04E-09 0.00E+00
371551.00 3754140.00 3.80E-03 0.00E+00 2.09E-06 0.00E+00 2.44E-06 0.00E+00 371551.00 3754140.00 1.32E-06 0.00E+00 7.23E-10 0.00E+00 8.46E-10 0.00E+00
371571.00 3754140.00 3.64E-03 0.00E+00 1.79E-06 0.00E+00 2.05E-06 0.00E+00 371571.00 3754140.00 1.26E-06 0.00E+00 6.21E-10 0.00E+00 7.09E-10 0.00E+00
371591.00 3754140.00 3.53E-03 0.00E+00 1.56E-06 0.00E+00 1.73E-06 0.00E+00 371591.00 3754140.00 1.22E-06 0.00E+00 5.39E-10 0.00E+00 5.99E-10 0.00E+00
371611.00 3754140.00 3.44E-03 0.00E+00 1.36E-06 0.00E+00 1.48E-06 0.00E+00 371611.00 3754140.00 1.19E-06 0.00E+00 4.72E-10 0.00E+00 5.12E-10 0.00E+00
371631.00 3754140.00 3.38E-03 0.00E+00 1.21E-06 0.00E+00 1.28E-06 0.00E+00 371631.00 3754140.00 1.17E-06 0.00E+00 4.19E-10 0.00E+00 4.44E-10 0.00E+00
371651.00 3754140.00 3.33E-03 0.00E+00 1.08E-06 0.00E+00 1.12E-06 0.00E+00 371651.00 3754140.00 1.15E-06 0.00E+00 3.74E-10 0.00E+00 3.89E-10 0.00E+00
371671.00 3754140.00 3.28E-03 0.00E+00 9.73E-07 0.00E+00 9.92E-07 0.00E+00 371671.00 3754140.00 1.14E-06 0.00E+00 3.37E-10 0.00E+00 3.43E-10 0.00E+00
371691.00 3754140.00 3.24E-03 0.00E+00 8.82E-07 0.00E+00 8.81E-07 0.00E+00 371691.00 3754140.00 1.12E-06 0.00E+00 3.05E-10 0.00E+00 3.05E-10 0.00E+00
371711.00 3754140.00 3.19E-03 0.00E+00 8.03E-07 0.00E+00 7.88E-07 0.00E+00 371711.00 3754140.00 1.10E-06 0.00E+00 2.78E-10 0.00E+00 2.73E-10 0.00E+00
371731.00 3754140.00 3.14E-03 0.00E+00 7.34E-07 0.00E+00 7.08E-07 0.00E+00 371731.00 3754140.00 1.09E-06 0.00E+00 2.54E-10 0.00E+00 2.45E-10 0.00E+00
371751.00 3754140.00 3.08E-03 0.00E+00 6.74E-07 0.00E+00 6.40E-07 0.00E+00 371751.00 3754140.00 1.07E-06 0.00E+00 2.33E-10 0.00E+00 2.22E-10 0.00E+00
371771.00 3754140.00 3.03E-03 0.00E+00 6.22E-07 0.00E+00 5.81E-07 0.00E+00 371771.00 3754140.00 1.05E-06 0.00E+00 2.15E-10 0.00E+00 2.01E-10 0.00E+00
371791.00 3754140.00 2.96E-03 0.00E+00 5.75E-07 0.00E+00 5.29E-07 0.00E+00 371791.00 3754140.00 1.03E-06 0.00E+00 1.99E-10 0.00E+00 1.83E-10 0.00E+00
371811.00 3754140.00 2.90E-03 0.00E+00 5.34E-07 0.00E+00 4.84E-07 0.00E+00 371811.00 3754140.00 1.00E-06 0.00E+00 1.85E-10 0.00E+00 1.68E-10 0.00E+00
371831.00 3754140.00 2.83E-03 0.00E+00 4.98E-07 0.00E+00 4.45E-07 0.00E+00 371831.00 3754140.00 9.79E-07 0.00E+00 1.72E-10 0.00E+00 1.54E-10 0.00E+00
370571.00 3754160.00 2.11E-03 0.00E+00 3.49E-07 0.00E+00 6.02E-08 0.00E+00 370571.00 3754160.00 7.30E-07 0.00E+00 1.21E-10 0.00E+00 2.08E-11 0.00E+00
370591.00 3754160.00 2.21E-03 0.00E+00 3.78E-07 0.00E+00 6.37E-08 0.00E+00 370591.00 3754160.00 7.65E-07 0.00E+00 1.31E-10 0.00E+00 2.20E-11 0.00E+00
370611.00 3754160.00 2.32E-03 0.00E+00 4.10E-07 0.00E+00 6.74E-08 0.00E+00 370611.00 3754160.00 8.03E-07 0.00E+00 1.42E-10 0.00E+00 2.33E-11 0.00E+00
370631.00 3754160.00 2.43E-03 0.00E+00 4.51E-07 0.00E+00 7.14E-08 0.00E+00 370631.00 3754160.00 8.41E-07 0.00E+00 1.56E-10 0.00E+00 2.47E-11 0.00E+00
370651.00 3754160.00 2.55E-03 0.00E+00 4.95E-07 0.00E+00 7.60E-08 0.00E+00 370651.00 3754160.00 8.84E-07 0.00E+00 1.71E-10 0.00E+00 2.63E-11 0.00E+00
370671.00 3754160.00 2.69E-03 0.00E+00 5.45E-07 0.00E+00 8.12E-08 0.00E+00 370671.00 3754160.00 9.31E-07 0.00E+00 1.89E-10 0.00E+00 2.81E-11 0.00E+00
370691.00 3754160.00 2.84E-03 0.00E+00 6.03E-07 0.00E+00 8.70E-08 0.00E+00 370691.00 3754160.00 9.83E-07 0.00E+00 2.09E-10 0.00E+00 3.01E-11 0.00E+00
370711.00 3754160.00 3.00E-03 0.00E+00 6.74E-07 0.00E+00 9.40E-08 0.00E+00 370711.00 3754160.00 1.04E-06 0.00E+00 2.33E-10 0.00E+00 3.25E-11 0.00E+00
370731.00 3754160.00 3.17E-03 0.00E+00 7.65E-07 0.00E+00 1.02E-07 0.00E+00 370731.00 3754160.00 1.10E-06 0.00E+00 2.65E-10 0.00E+00 3.52E-11 0.00E+00
370751.00 3754160.00 3.34E-03 0.00E+00 8.76E-07 0.00E+00 1.10E-07 0.00E+00 370751.00 3754160.00 1.16E-06 0.00E+00 3.03E-10 0.00E+00 3.81E-11 0.00E+00
370771.00 3754160.00 3.53E-03 0.00E+00 1.01E-06 0.00E+00 1.19E-07 0.00E+00 370771.00 3754160.00 1.22E-06 0.00E+00 3.49E-10 0.00E+00 4.12E-11 0.00E+00
370791.00 3754160.00 3.75E-03 0.00E+00 1.18E-06 0.00E+00 1.30E-07 0.00E+00 370791.00 3754160.00 1.30E-06 0.00E+00 4.08E-10 0.00E+00 4.48E-11 0.00E+00
370811.00 3754160.00 3.99E-03 0.00E+00 1.40E-06 0.00E+00 1.41E-07 0.00E+00 370811.00 3754160.00 1.38E-06 0.00E+00 4.86E-10 0.00E+00 4.90E-11 0.00E+00
370831.00 3754160.00 4.26E-03 0.00E+00 1.71E-06 0.00E+00 1.55E-07 0.00E+00 370831.00 3754160.00 1.47E-06 0.00E+00 5.93E-10 0.00E+00 5.37E-11 0.00E+00
370851.00 3754160.00 4.57E-03 0.00E+00 2.16E-06 0.00E+00 1.71E-07 0.00E+00 370851.00 3754160.00 1.58E-06 0.00E+00 7.48E-10 0.00E+00 5.92E-11 0.00E+00
370871.00 3754160.00 4.92E-03 0.00E+00 2.85E-06 0.00E+00 1.90E-07 0.00E+00 370871.00 3754160.00 1.70E-06 0.00E+00 9.88E-10 0.00E+00 6.57E-11 0.00E+00
370891.00 3754160.00 5.29E-03 0.00E+00 3.99E-06 0.00E+00 2.12E-07 0.00E+00 370891.00 3754160.00 1.83E-06 0.00E+00 1.38E-09 0.00E+00 7.33E-11 0.00E+00
370911.00 3754160.00 5.72E-03 0.00E+00 6.17E-06 0.00E+00 2.38E-07 0.00E+00 370911.00 3754160.00 1.98E-06 0.00E+00 2.14E-09 0.00E+00 8.22E-11 0.00E+00
370931.00 3754160.00 6.17E-03 0.00E+00 1.12E-05 0.00E+00 2.68E-07 0.00E+00 370931.00 3754160.00 2.14E-06 0.00E+00 3.89E-09 0.00E+00 9.29E-11 0.00E+00
370951.00 3754160.00 6.68E-03 0.00E+00 9.93E-06 0.00E+00 3.06E-07 0.00E+00 370951.00 3754160.00 2.31E-06 0.00E+00 3.44E-09 0.00E+00 1.06E-10 0.00E+00
370971.00 3754160.00 7.30E-03 0.00E+00 1.92E-05 0.00E+00 3.52E-07 0.00E+00 370971.00 3754160.00 2.53E-06 0.00E+00 6.63E-09 0.00E+00 1.22E-10 0.00E+00
370991.00 3754160.00 7.97E-03 0.00E+00 1.28E-05 0.00E+00 4.09E-07 0.00E+00 370991.00 3754160.00 2.76E-06 0.00E+00 4.42E-09 0.00E+00 1.42E-10 0.00E+00
371011.00 3754160.00 8.71E-03 0.00E+00 9.95E-06 0.00E+00 4.81E-07 0.00E+00 371011.00 3754160.00 3.02E-06 0.00E+00 3.44E-09 0.00E+00 1.67E-10 0.00E+00
371031.00 3754160.00 9.55E-03 0.00E+00 8.63E-06 0.00E+00 5.74E-07 0.00E+00 371031.00 3754160.00 3.31E-06 0.00E+00 2.99E-09 0.00E+00 1.99E-10 0.00E+00
371051.00 3754160.00 1.05E-02 0.00E+00 8.04E-06 0.00E+00 6.98E-07 0.00E+00 371051.00 3754160.00 3.63E-06 0.00E+00 2.78E-09 0.00E+00 2.42E-10 0.00E+00
371071.00 3754160.00 1.15E-02 0.00E+00 7.74E-06 0.00E+00 8.69E-07 0.00E+00 371071.00 3754160.00 3.98E-06 0.00E+00 2.68E-09 0.00E+00 3.01E-10 0.00E+00
371091.00 3754160.00 1.27E-02 0.00E+00 7.50E-06 0.00E+00 1.10E-06 0.00E+00 371091.00 3754160.00 4.39E-06 0.00E+00 2.60E-09 0.00E+00 3.82E-10 0.00E+00
371111.00 3754160.00 1.39E-02 0.00E+00 7.18E-06 0.00E+00 1.42E-06 0.00E+00 371111.00 3754160.00 4.80E-06 0.00E+00 2.49E-09 0.00E+00 4.92E-10 0.00E+00
371131.00 3754160.00 1.52E-02 0.00E+00 7.20E-06 0.00E+00 1.92E-06 0.00E+00 371131.00 3754160.00 5.27E-06 0.00E+00 2.49E-09 0.00E+00 6.66E-10 0.00E+00
371151.00 3754160.00 1.66E-02 0.00E+00 7.43E-06 0.00E+00 2.71E-06 0.00E+00 371151.00 3754160.00 5.76E-06 0.00E+00 2.57E-09 0.00E+00 9.37E-10 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371171.00 3754160.00 1.79E-02 0.00E+00 7.65E-06 0.00E+00 3.75E-06 0.00E+00 371171.00 3754160.00 6.19E-06 0.00E+00 2.65E-09 0.00E+00 1.30E-09 0.00E+00
371271.00 3754160.00 2.04E-02 0.00E+00 7.46E-06 0.00E+00 8.24E-06 0.00E+00 371271.00 3754160.00 7.07E-06 0.00E+00 2.58E-09 0.00E+00 2.85E-09 0.00E+00
371291.00 3754160.00 1.95E-02 0.00E+00 7.36E-06 0.00E+00 8.72E-06 0.00E+00 371291.00 3754160.00 6.76E-06 0.00E+00 2.55E-09 0.00E+00 3.02E-09 0.00E+00
371311.00 3754160.00 1.82E-02 0.00E+00 7.23E-06 0.00E+00 9.01E-06 0.00E+00 371311.00 3754160.00 6.29E-06 0.00E+00 2.50E-09 0.00E+00 3.12E-09 0.00E+00
371411.00 3754160.00 9.49E-03 0.00E+00 5.40E-06 0.00E+00 7.24E-06 0.00E+00 371411.00 3754160.00 3.28E-06 0.00E+00 1.87E-09 0.00E+00 2.51E-09 0.00E+00
371431.00 3754160.00 8.19E-03 0.00E+00 4.91E-06 0.00E+00 6.53E-06 0.00E+00 371431.00 3754160.00 2.83E-06 0.00E+00 1.70E-09 0.00E+00 2.26E-09 0.00E+00
371451.00 3754160.00 7.19E-03 0.00E+00 4.36E-06 0.00E+00 5.71E-06 0.00E+00 371451.00 3754160.00 2.49E-06 0.00E+00 1.51E-09 0.00E+00 1.98E-09 0.00E+00
371471.00 3754160.00 6.43E-03 0.00E+00 3.79E-06 0.00E+00 4.86E-06 0.00E+00 371471.00 3754160.00 2.23E-06 0.00E+00 1.31E-09 0.00E+00 1.68E-09 0.00E+00
371491.00 3754160.00 5.86E-03 0.00E+00 3.26E-06 0.00E+00 4.07E-06 0.00E+00 371491.00 3754160.00 2.03E-06 0.00E+00 1.13E-09 0.00E+00 1.41E-09 0.00E+00
371511.00 3754160.00 5.44E-03 0.00E+00 2.79E-06 0.00E+00 3.40E-06 0.00E+00 371511.00 3754160.00 1.88E-06 0.00E+00 9.67E-10 0.00E+00 1.18E-09 0.00E+00
371531.00 3754160.00 5.16E-03 0.00E+00 2.40E-06 0.00E+00 2.85E-06 0.00E+00 371531.00 3754160.00 1.78E-06 0.00E+00 8.31E-10 0.00E+00 9.85E-10 0.00E+00
371551.00 3754160.00 4.96E-03 0.00E+00 2.07E-06 0.00E+00 2.39E-06 0.00E+00 371551.00 3754160.00 1.72E-06 0.00E+00 7.18E-10 0.00E+00 8.28E-10 0.00E+00
371571.00 3754160.00 4.83E-03 0.00E+00 1.81E-06 0.00E+00 2.04E-06 0.00E+00 371571.00 3754160.00 1.67E-06 0.00E+00 6.28E-10 0.00E+00 7.07E-10 0.00E+00
371591.00 3754160.00 4.74E-03 0.00E+00 1.59E-06 0.00E+00 1.76E-06 0.00E+00 371591.00 3754160.00 1.64E-06 0.00E+00 5.52E-10 0.00E+00 6.08E-10 0.00E+00
371611.00 3754160.00 4.66E-03 0.00E+00 1.41E-06 0.00E+00 1.51E-06 0.00E+00 371611.00 3754160.00 1.61E-06 0.00E+00 4.88E-10 0.00E+00 5.24E-10 0.00E+00
371631.00 3754160.00 4.60E-03 0.00E+00 1.26E-06 0.00E+00 1.33E-06 0.00E+00 371631.00 3754160.00 1.59E-06 0.00E+00 4.36E-10 0.00E+00 4.59E-10 0.00E+00
371651.00 3754160.00 4.53E-03 0.00E+00 1.13E-06 0.00E+00 1.17E-06 0.00E+00 371651.00 3754160.00 1.57E-06 0.00E+00 3.91E-10 0.00E+00 4.04E-10 0.00E+00
371671.00 3754160.00 4.45E-03 0.00E+00 1.02E-06 0.00E+00 1.03E-06 0.00E+00 371671.00 3754160.00 1.54E-06 0.00E+00 3.54E-10 0.00E+00 3.58E-10 0.00E+00
371691.00 3754160.00 4.37E-03 0.00E+00 9.28E-07 0.00E+00 9.23E-07 0.00E+00 371691.00 3754160.00 1.51E-06 0.00E+00 3.21E-10 0.00E+00 3.19E-10 0.00E+00
371711.00 3754160.00 4.27E-03 0.00E+00 8.47E-07 0.00E+00 8.28E-07 0.00E+00 371711.00 3754160.00 1.48E-06 0.00E+00 2.93E-10 0.00E+00 2.87E-10 0.00E+00
371731.00 3754160.00 4.17E-03 0.00E+00 7.76E-07 0.00E+00 7.46E-07 0.00E+00 371731.00 3754160.00 1.44E-06 0.00E+00 2.69E-10 0.00E+00 2.58E-10 0.00E+00
371751.00 3754160.00 4.06E-03 0.00E+00 7.15E-07 0.00E+00 6.76E-07 0.00E+00 371751.00 3754160.00 1.41E-06 0.00E+00 2.48E-10 0.00E+00 2.34E-10 0.00E+00
371771.00 3754160.00 3.95E-03 0.00E+00 6.60E-07 0.00E+00 6.14E-07 0.00E+00 371771.00 3754160.00 1.37E-06 0.00E+00 2.28E-10 0.00E+00 2.13E-10 0.00E+00
371791.00 3754160.00 3.84E-03 0.00E+00 6.11E-07 0.00E+00 5.60E-07 0.00E+00 371791.00 3754160.00 1.33E-06 0.00E+00 2.12E-10 0.00E+00 1.94E-10 0.00E+00
371811.00 3754160.00 3.72E-03 0.00E+00 5.68E-07 0.00E+00 5.13E-07 0.00E+00 371811.00 3754160.00 1.29E-06 0.00E+00 1.97E-10 0.00E+00 1.78E-10 0.00E+00
371831.00 3754160.00 3.60E-03 0.00E+00 5.29E-07 0.00E+00 4.72E-07 0.00E+00 371831.00 3754160.00 1.25E-06 0.00E+00 1.83E-10 0.00E+00 1.63E-10 0.00E+00
370571.00 3754180.00 2.15E-03 0.00E+00 3.59E-07 0.00E+00 6.04E-08 0.00E+00 370571.00 3754180.00 7.46E-07 0.00E+00 1.24E-10 0.00E+00 2.09E-11 0.00E+00
370591.00 3754180.00 2.26E-03 0.00E+00 3.89E-07 0.00E+00 6.38E-08 0.00E+00 370591.00 3754180.00 7.83E-07 0.00E+00 1.35E-10 0.00E+00 2.21E-11 0.00E+00
370611.00 3754180.00 2.37E-03 0.00E+00 4.22E-07 0.00E+00 6.74E-08 0.00E+00 370611.00 3754180.00 8.22E-07 0.00E+00 1.46E-10 0.00E+00 2.33E-11 0.00E+00
370631.00 3754180.00 2.49E-03 0.00E+00 4.64E-07 0.00E+00 7.14E-08 0.00E+00 370631.00 3754180.00 8.62E-07 0.00E+00 1.61E-10 0.00E+00 2.47E-11 0.00E+00
370651.00 3754180.00 2.62E-03 0.00E+00 5.11E-07 0.00E+00 7.59E-08 0.00E+00 370651.00 3754180.00 9.07E-07 0.00E+00 1.77E-10 0.00E+00 2.63E-11 0.00E+00
370671.00 3754180.00 2.76E-03 0.00E+00 5.64E-07 0.00E+00 8.11E-08 0.00E+00 370671.00 3754180.00 9.56E-07 0.00E+00 1.95E-10 0.00E+00 2.81E-11 0.00E+00
370691.00 3754180.00 2.92E-03 0.00E+00 6.25E-07 0.00E+00 8.69E-08 0.00E+00 370691.00 3754180.00 1.01E-06 0.00E+00 2.16E-10 0.00E+00 3.01E-11 0.00E+00
370711.00 3754180.00 3.09E-03 0.00E+00 7.01E-07 0.00E+00 9.38E-08 0.00E+00 370711.00 3754180.00 1.07E-06 0.00E+00 2.43E-10 0.00E+00 3.25E-11 0.00E+00
370731.00 3754180.00 3.26E-03 0.00E+00 7.98E-07 0.00E+00 1.01E-07 0.00E+00 370731.00 3754180.00 1.13E-06 0.00E+00 2.76E-10 0.00E+00 3.51E-11 0.00E+00
370751.00 3754180.00 3.45E-03 0.00E+00 9.14E-07 0.00E+00 1.10E-07 0.00E+00 370751.00 3754180.00 1.19E-06 0.00E+00 3.16E-10 0.00E+00 3.79E-11 0.00E+00
370771.00 3754180.00 3.65E-03 0.00E+00 1.05E-06 0.00E+00 1.19E-07 0.00E+00 370771.00 3754180.00 1.26E-06 0.00E+00 3.65E-10 0.00E+00 4.10E-11 0.00E+00
370791.00 3754180.00 3.88E-03 0.00E+00 1.23E-06 0.00E+00 1.29E-07 0.00E+00 370791.00 3754180.00 1.34E-06 0.00E+00 4.27E-10 0.00E+00 4.46E-11 0.00E+00
370811.00 3754180.00 4.14E-03 0.00E+00 1.48E-06 0.00E+00 1.41E-07 0.00E+00 370811.00 3754180.00 1.43E-06 0.00E+00 5.12E-10 0.00E+00 4.87E-11 0.00E+00
370831.00 3754180.00 4.42E-03 0.00E+00 1.80E-06 0.00E+00 1.54E-07 0.00E+00 370831.00 3754180.00 1.53E-06 0.00E+00 6.24E-10 0.00E+00 5.33E-11 0.00E+00
370851.00 3754180.00 4.75E-03 0.00E+00 2.28E-06 0.00E+00 1.69E-07 0.00E+00 370851.00 3754180.00 1.65E-06 0.00E+00 7.90E-10 0.00E+00 5.86E-11 0.00E+00
370871.00 3754180.00 5.13E-03 0.00E+00 3.02E-06 0.00E+00 1.88E-07 0.00E+00 370871.00 3754180.00 1.78E-06 0.00E+00 1.05E-09 0.00E+00 6.49E-11 0.00E+00
370891.00 3754180.00 5.54E-03 0.00E+00 4.24E-06 0.00E+00 2.09E-07 0.00E+00 370891.00 3754180.00 1.92E-06 0.00E+00 1.47E-09 0.00E+00 7.22E-11 0.00E+00
370911.00 3754180.00 6.01E-03 0.00E+00 6.60E-06 0.00E+00 2.34E-07 0.00E+00 370911.00 3754180.00 2.08E-06 0.00E+00 2.28E-09 0.00E+00 8.08E-11 0.00E+00
370931.00 3754180.00 6.52E-03 0.00E+00 1.22E-05 0.00E+00 2.63E-07 0.00E+00 370931.00 3754180.00 2.26E-06 0.00E+00 4.23E-09 0.00E+00 9.10E-11 0.00E+00
370951.00 3754180.00 7.09E-03 0.00E+00 1.03E-05 0.00E+00 2.98E-07 0.00E+00 370951.00 3754180.00 2.45E-06 0.00E+00 3.58E-09 0.00E+00 1.03E-10 0.00E+00
370971.00 3754180.00 7.79E-03 0.00E+00 1.72E-05 0.00E+00 3.41E-07 0.00E+00 370971.00 3754180.00 2.70E-06 0.00E+00 5.97E-09 0.00E+00 1.18E-10 0.00E+00
370991.00 3754180.00 8.55E-03 0.00E+00 1.12E-05 0.00E+00 3.93E-07 0.00E+00 370991.00 3754180.00 2.96E-06 0.00E+00 3.87E-09 0.00E+00 1.36E-10 0.00E+00
371011.00 3754180.00 9.42E-03 0.00E+00 8.38E-06 0.00E+00 4.57E-07 0.00E+00 371011.00 3754180.00 3.26E-06 0.00E+00 2.90E-09 0.00E+00 1.58E-10 0.00E+00
371031.00 3754180.00 1.04E-02 0.00E+00 6.92E-06 0.00E+00 5.38E-07 0.00E+00 371031.00 3754180.00 3.60E-06 0.00E+00 2.40E-09 0.00E+00 1.86E-10 0.00E+00
371051.00 3754180.00 1.15E-02 0.00E+00 6.11E-06 0.00E+00 6.44E-07 0.00E+00 371051.00 3754180.00 3.99E-06 0.00E+00 2.11E-09 0.00E+00 2.23E-10 0.00E+00
371071.00 3754180.00 1.28E-02 0.00E+00 5.64E-06 0.00E+00 7.82E-07 0.00E+00 371071.00 3754180.00 4.42E-06 0.00E+00 1.95E-09 0.00E+00 2.71E-10 0.00E+00
371091.00 3754180.00 1.42E-02 0.00E+00 5.29E-06 0.00E+00 9.57E-07 0.00E+00 371091.00 3754180.00 4.91E-06 0.00E+00 1.83E-09 0.00E+00 3.31E-10 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371111.00 3754180.00 1.58E-02 0.00E+00 5.13E-06 0.00E+00 1.20E-06 0.00E+00 371111.00 3754180.00 5.47E-06 0.00E+00 1.78E-09 0.00E+00 4.14E-10 0.00E+00
371131.00 3754180.00 1.76E-02 0.00E+00 5.08E-06 0.00E+00 1.52E-06 0.00E+00 371131.00 3754180.00 6.11E-06 0.00E+00 1.76E-09 0.00E+00 5.25E-10 0.00E+00
371151.00 3754180.00 1.96E-02 0.00E+00 5.11E-06 0.00E+00 1.93E-06 0.00E+00 371151.00 3754180.00 6.77E-06 0.00E+00 1.77E-09 0.00E+00 6.67E-10 0.00E+00
371171.00 3754180.00 2.15E-02 0.00E+00 5.15E-06 0.00E+00 2.40E-06 0.00E+00 371171.00 3754180.00 7.44E-06 0.00E+00 1.78E-09 0.00E+00 8.31E-10 0.00E+00
371271.00 3754180.00 2.72E-02 0.00E+00 4.91E-06 0.00E+00 4.32E-06 0.00E+00 371271.00 3754180.00 9.40E-06 0.00E+00 1.70E-09 0.00E+00 1.50E-09 0.00E+00
371291.00 3754180.00 2.62E-02 0.00E+00 4.83E-06 0.00E+00 4.63E-06 0.00E+00 371291.00 3754180.00 9.07E-06 0.00E+00 1.67E-09 0.00E+00 1.60E-09 0.00E+00
371311.00 3754180.00 2.45E-02 0.00E+00 4.73E-06 0.00E+00 4.85E-06 0.00E+00 371311.00 3754180.00 8.49E-06 0.00E+00 1.64E-09 0.00E+00 1.68E-09 0.00E+00
371411.00 3754180.00 1.22E-02 0.00E+00 3.72E-06 0.00E+00 4.38E-06 0.00E+00 371411.00 3754180.00 4.22E-06 0.00E+00 1.29E-09 0.00E+00 1.51E-09 0.00E+00
371431.00 3754180.00 1.05E-02 0.00E+00 3.48E-06 0.00E+00 4.13E-06 0.00E+00 371431.00 3754180.00 3.62E-06 0.00E+00 1.21E-09 0.00E+00 1.43E-09 0.00E+00
371451.00 3754180.00 9.24E-03 0.00E+00 3.22E-06 0.00E+00 3.81E-06 0.00E+00 371451.00 3754180.00 3.20E-06 0.00E+00 1.11E-09 0.00E+00 1.32E-09 0.00E+00
371471.00 3754180.00 8.34E-03 0.00E+00 2.96E-06 0.00E+00 3.50E-06 0.00E+00 371471.00 3754180.00 2.89E-06 0.00E+00 1.03E-09 0.00E+00 1.21E-09 0.00E+00
371491.00 3754180.00 7.76E-03 0.00E+00 2.69E-06 0.00E+00 3.14E-06 0.00E+00 371491.00 3754180.00 2.69E-06 0.00E+00 9.30E-10 0.00E+00 1.09E-09 0.00E+00
371511.00 3754180.00 7.38E-03 0.00E+00 2.42E-06 0.00E+00 2.79E-06 0.00E+00 371511.00 3754180.00 2.55E-06 0.00E+00 8.38E-10 0.00E+00 9.65E-10 0.00E+00
371531.00 3754180.00 7.15E-03 0.00E+00 2.17E-06 0.00E+00 2.46E-06 0.00E+00 371531.00 3754180.00 2.47E-06 0.00E+00 7.50E-10 0.00E+00 8.50E-10 0.00E+00
371551.00 3754180.00 7.00E-03 0.00E+00 1.94E-06 0.00E+00 2.15E-06 0.00E+00 371551.00 3754180.00 2.42E-06 0.00E+00 6.70E-10 0.00E+00 7.46E-10 0.00E+00
371571.00 3754180.00 6.88E-03 0.00E+00 1.73E-06 0.00E+00 1.89E-06 0.00E+00 371571.00 3754180.00 2.38E-06 0.00E+00 5.99E-10 0.00E+00 6.54E-10 0.00E+00
371591.00 3754180.00 6.77E-03 0.00E+00 1.55E-06 0.00E+00 1.66E-06 0.00E+00 371591.00 3754180.00 2.34E-06 0.00E+00 5.37E-10 0.00E+00 5.75E-10 0.00E+00
371611.00 3754180.00 6.64E-03 0.00E+00 1.39E-06 0.00E+00 1.46E-06 0.00E+00 371611.00 3754180.00 2.30E-06 0.00E+00 4.82E-10 0.00E+00 5.05E-10 0.00E+00
371631.00 3754180.00 6.51E-03 0.00E+00 1.26E-06 0.00E+00 1.30E-06 0.00E+00 371631.00 3754180.00 2.25E-06 0.00E+00 4.35E-10 0.00E+00 4.48E-10 0.00E+00
371651.00 3754180.00 6.35E-03 0.00E+00 1.14E-06 0.00E+00 1.15E-06 0.00E+00 371651.00 3754180.00 2.20E-06 0.00E+00 3.95E-10 0.00E+00 4.00E-10 0.00E+00
371671.00 3754180.00 6.17E-03 0.00E+00 1.04E-06 0.00E+00 1.03E-06 0.00E+00 371671.00 3754180.00 2.14E-06 0.00E+00 3.60E-10 0.00E+00 3.58E-10 0.00E+00
371691.00 3754180.00 5.98E-03 0.00E+00 9.49E-07 0.00E+00 9.29E-07 0.00E+00 371691.00 3754180.00 2.07E-06 0.00E+00 3.29E-10 0.00E+00 3.21E-10 0.00E+00
371711.00 3754180.00 5.78E-03 0.00E+00 8.70E-07 0.00E+00 8.38E-07 0.00E+00 371711.00 3754180.00 2.00E-06 0.00E+00 3.01E-10 0.00E+00 2.90E-10 0.00E+00
371731.00 3754180.00 5.58E-03 0.00E+00 8.01E-07 0.00E+00 7.59E-07 0.00E+00 371731.00 3754180.00 1.93E-06 0.00E+00 2.77E-10 0.00E+00 2.63E-10 0.00E+00
371751.00 3754180.00 5.37E-03 0.00E+00 7.41E-07 0.00E+00 6.92E-07 0.00E+00 371751.00 3754180.00 1.86E-06 0.00E+00 2.56E-10 0.00E+00 2.39E-10 0.00E+00
371771.00 3754180.00 5.17E-03 0.00E+00 6.85E-07 0.00E+00 6.31E-07 0.00E+00 371771.00 3754180.00 1.79E-06 0.00E+00 2.37E-10 0.00E+00 2.18E-10 0.00E+00
371791.00 3754180.00 4.97E-03 0.00E+00 6.36E-07 0.00E+00 5.77E-07 0.00E+00 371791.00 3754180.00 1.72E-06 0.00E+00 2.20E-10 0.00E+00 2.00E-10 0.00E+00
371811.00 3754180.00 4.77E-03 0.00E+00 5.93E-07 0.00E+00 5.30E-07 0.00E+00 371811.00 3754180.00 1.65E-06 0.00E+00 2.05E-10 0.00E+00 1.84E-10 0.00E+00
371831.00 3754180.00 4.57E-03 0.00E+00 5.53E-07 0.00E+00 4.89E-07 0.00E+00 371831.00 3754180.00 1.58E-06 0.00E+00 1.92E-10 0.00E+00 1.69E-10 0.00E+00
370571.00 3754200.00 2.19E-03 0.00E+00 3.69E-07 0.00E+00 6.03E-08 0.00E+00 370571.00 3754200.00 7.60E-07 0.00E+00 1.28E-10 0.00E+00 2.09E-11 0.00E+00
370591.00 3754200.00 2.30E-03 0.00E+00 4.00E-07 0.00E+00 6.38E-08 0.00E+00 370591.00 3754200.00 7.98E-07 0.00E+00 1.39E-10 0.00E+00 2.21E-11 0.00E+00
370611.00 3754200.00 2.43E-03 0.00E+00 4.36E-07 0.00E+00 6.76E-08 0.00E+00 370611.00 3754200.00 8.40E-07 0.00E+00 1.51E-10 0.00E+00 2.34E-11 0.00E+00
370631.00 3754200.00 2.55E-03 0.00E+00 4.76E-07 0.00E+00 7.11E-08 0.00E+00 370631.00 3754200.00 8.84E-07 0.00E+00 1.65E-10 0.00E+00 2.46E-11 0.00E+00
370651.00 3754200.00 2.68E-03 0.00E+00 5.25E-07 0.00E+00 7.56E-08 0.00E+00 370651.00 3754200.00 9.29E-07 0.00E+00 1.82E-10 0.00E+00 2.62E-11 0.00E+00
370671.00 3754200.00 2.83E-03 0.00E+00 5.80E-07 0.00E+00 8.06E-08 0.00E+00 370671.00 3754200.00 9.80E-07 0.00E+00 2.01E-10 0.00E+00 2.79E-11 0.00E+00
370691.00 3754200.00 2.99E-03 0.00E+00 6.44E-07 0.00E+00 8.62E-08 0.00E+00 370691.00 3754200.00 1.04E-06 0.00E+00 2.23E-10 0.00E+00 2.99E-11 0.00E+00
370711.00 3754200.00 3.18E-03 0.00E+00 7.23E-07 0.00E+00 9.30E-08 0.00E+00 370711.00 3754200.00 1.10E-06 0.00E+00 2.50E-10 0.00E+00 3.22E-11 0.00E+00
370731.00 3754200.00 3.36E-03 0.00E+00 8.25E-07 0.00E+00 1.01E-07 0.00E+00 370731.00 3754200.00 1.16E-06 0.00E+00 2.85E-10 0.00E+00 3.48E-11 0.00E+00
370751.00 3754200.00 3.56E-03 0.00E+00 9.46E-07 0.00E+00 1.09E-07 0.00E+00 370751.00 3754200.00 1.23E-06 0.00E+00 3.27E-10 0.00E+00 3.76E-11 0.00E+00
370771.00 3754200.00 3.77E-03 0.00E+00 1.09E-06 0.00E+00 1.17E-07 0.00E+00 370771.00 3754200.00 1.30E-06 0.00E+00 3.78E-10 0.00E+00 4.06E-11 0.00E+00
370791.00 3754200.00 4.01E-03 0.00E+00 1.28E-06 0.00E+00 1.27E-07 0.00E+00 370791.00 3754200.00 1.39E-06 0.00E+00 4.44E-10 0.00E+00 4.40E-11 0.00E+00
370811.00 3754200.00 4.28E-03 0.00E+00 1.53E-06 0.00E+00 1.38E-07 0.00E+00 370811.00 3754200.00 1.48E-06 0.00E+00 5.31E-10 0.00E+00 4.79E-11 0.00E+00
370831.00 3754200.00 4.59E-03 0.00E+00 1.88E-06 0.00E+00 1.51E-07 0.00E+00 370831.00 3754200.00 1.59E-06 0.00E+00 6.50E-10 0.00E+00 5.24E-11 0.00E+00
370851.00 3754200.00 4.95E-03 0.00E+00 2.38E-06 0.00E+00 1.66E-07 0.00E+00 370851.00 3754200.00 1.71E-06 0.00E+00 8.23E-10 0.00E+00 5.76E-11 0.00E+00
370871.00 3754200.00 5.35E-03 0.00E+00 3.16E-06 0.00E+00 1.84E-07 0.00E+00 370871.00 3754200.00 1.85E-06 0.00E+00 1.09E-09 0.00E+00 6.36E-11 0.00E+00
370891.00 3754200.00 5.81E-03 0.00E+00 4.46E-06 0.00E+00 2.04E-07 0.00E+00 370891.00 3754200.00 2.01E-06 0.00E+00 1.54E-09 0.00E+00 7.05E-11 0.00E+00
370911.00 3754200.00 6.31E-03 0.00E+00 7.02E-06 0.00E+00 2.27E-07 0.00E+00 370911.00 3754200.00 2.18E-06 0.00E+00 2.43E-09 0.00E+00 7.86E-11 0.00E+00
370931.00 3754200.00 6.87E-03 0.00E+00 1.33E-05 0.00E+00 2.54E-07 0.00E+00 370931.00 3754200.00 2.38E-06 0.00E+00 4.62E-09 0.00E+00 8.81E-11 0.00E+00
370951.00 3754200.00 7.49E-03 0.00E+00 9.30E-06 0.00E+00 2.87E-07 0.00E+00 370951.00 3754200.00 2.59E-06 0.00E+00 3.22E-09 0.00E+00 9.94E-11 0.00E+00
370971.00 3754200.00 8.27E-03 0.00E+00 1.59E-05 0.00E+00 3.26E-07 0.00E+00 370971.00 3754200.00 2.86E-06 0.00E+00 5.52E-09 0.00E+00 1.13E-10 0.00E+00
370991.00 3754200.00 9.16E-03 0.00E+00 9.88E-06 0.00E+00 3.69E-07 0.00E+00 370991.00 3754200.00 3.17E-06 0.00E+00 3.42E-09 0.00E+00 1.28E-10 0.00E+00
371011.00 3754200.00 1.01E-02 0.00E+00 7.29E-06 0.00E+00 4.22E-07 0.00E+00 371011.00 3754200.00 3.49E-06 0.00E+00 2.52E-09 0.00E+00 1.46E-10 0.00E+00
371031.00 3754200.00 1.12E-02 0.00E+00 5.98E-06 0.00E+00 4.92E-07 0.00E+00 371031.00 3754200.00 3.88E-06 0.00E+00 2.07E-09 0.00E+00 1.70E-10 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371051.00 3754200.00 1.25E-02 0.00E+00 5.17E-06 0.00E+00 5.78E-07 0.00E+00 371051.00 3754200.00 4.33E-06 0.00E+00 1.79E-09 0.00E+00 2.00E-10 0.00E+00
371071.00 3754200.00 1.40E-02 0.00E+00 4.63E-06 0.00E+00 6.85E-07 0.00E+00 371071.00 3754200.00 4.85E-06 0.00E+00 1.60E-09 0.00E+00 2.37E-10 0.00E+00
371091.00 3754200.00 1.58E-02 0.00E+00 4.29E-06 0.00E+00 8.19E-07 0.00E+00 371091.00 3754200.00 5.46E-06 0.00E+00 1.48E-09 0.00E+00 2.84E-10 0.00E+00
371111.00 3754200.00 1.79E-02 0.00E+00 4.08E-06 0.00E+00 9.87E-07 0.00E+00 371111.00 3754200.00 6.20E-06 0.00E+00 1.41E-09 0.00E+00 3.42E-10 0.00E+00
371131.00 3754200.00 2.04E-02 0.00E+00 3.97E-06 0.00E+00 1.19E-06 0.00E+00 371131.00 3754200.00 7.05E-06 0.00E+00 1.37E-09 0.00E+00 4.13E-10 0.00E+00
371151.00 3754200.00 2.30E-02 0.00E+00 3.90E-06 0.00E+00 1.43E-06 0.00E+00 371151.00 3754200.00 7.98E-06 0.00E+00 1.35E-09 0.00E+00 4.93E-10 0.00E+00
371171.00 3754200.00 2.60E-02 0.00E+00 3.83E-06 0.00E+00 1.66E-06 0.00E+00 371171.00 3754200.00 9.02E-06 0.00E+00 1.33E-09 0.00E+00 5.76E-10 0.00E+00
371411.00 3754200.00 1.66E-02 0.00E+00 2.77E-06 0.00E+00 2.83E-06 0.00E+00 371411.00 3754200.00 5.73E-06 0.00E+00 9.59E-10 0.00E+00 9.78E-10 0.00E+00
371431.00 3754200.00 1.44E-02 0.00E+00 2.61E-06 0.00E+00 2.70E-06 0.00E+00 371431.00 3754200.00 4.97E-06 0.00E+00 9.05E-10 0.00E+00 9.36E-10 0.00E+00
371451.00 3754200.00 1.28E-02 0.00E+00 2.47E-06 0.00E+00 2.60E-06 0.00E+00 371451.00 3754200.00 4.44E-06 0.00E+00 8.57E-10 0.00E+00 8.99E-10 0.00E+00
371471.00 3754200.00 1.19E-02 0.00E+00 2.33E-06 0.00E+00 2.47E-06 0.00E+00 371471.00 3754200.00 4.12E-06 0.00E+00 8.08E-10 0.00E+00 8.56E-10 0.00E+00
371491.00 3754200.00 1.14E-02 0.00E+00 2.18E-06 0.00E+00 2.32E-06 0.00E+00 371491.00 3754200.00 3.94E-06 0.00E+00 7.56E-10 0.00E+00 8.04E-10 0.00E+00
371511.00 3754200.00 1.11E-02 0.00E+00 2.03E-06 0.00E+00 2.16E-06 0.00E+00 371511.00 3754200.00 3.83E-06 0.00E+00 7.04E-10 0.00E+00 7.48E-10 0.00E+00
371531.00 3754200.00 1.09E-02 0.00E+00 1.88E-06 0.00E+00 1.99E-06 0.00E+00 371531.00 3754200.00 3.76E-06 0.00E+00 6.51E-10 0.00E+00 6.89E-10 0.00E+00
371551.00 3754200.00 1.06E-02 0.00E+00 1.73E-06 0.00E+00 1.81E-06 0.00E+00 371551.00 3754200.00 3.68E-06 0.00E+00 5.99E-10 0.00E+00 6.28E-10 0.00E+00
371571.00 3754200.00 1.04E-02 0.00E+00 1.59E-06 0.00E+00 1.64E-06 0.00E+00 371571.00 3754200.00 3.60E-06 0.00E+00 5.49E-10 0.00E+00 5.69E-10 0.00E+00
371591.00 3754200.00 1.01E-02 0.00E+00 1.45E-06 0.00E+00 1.49E-06 0.00E+00 371591.00 3754200.00 3.50E-06 0.00E+00 5.03E-10 0.00E+00 5.14E-10 0.00E+00
371611.00 3754200.00 9.77E-03 0.00E+00 1.33E-06 0.00E+00 1.34E-06 0.00E+00 371611.00 3754200.00 3.38E-06 0.00E+00 4.59E-10 0.00E+00 4.63E-10 0.00E+00
371631.00 3754200.00 9.40E-03 0.00E+00 1.21E-06 0.00E+00 1.21E-06 0.00E+00 371631.00 3754200.00 3.25E-06 0.00E+00 4.20E-10 0.00E+00 4.18E-10 0.00E+00
371651.00 3754200.00 9.01E-03 0.00E+00 1.11E-06 0.00E+00 1.09E-06 0.00E+00 371651.00 3754200.00 3.12E-06 0.00E+00 3.86E-10 0.00E+00 3.78E-10 0.00E+00
371671.00 3754200.00 8.61E-03 0.00E+00 1.02E-06 0.00E+00 9.90E-07 0.00E+00 371671.00 3754200.00 2.98E-06 0.00E+00 3.55E-10 0.00E+00 3.43E-10 0.00E+00
371691.00 3754200.00 8.21E-03 0.00E+00 9.44E-07 0.00E+00 8.99E-07 0.00E+00 371691.00 3754200.00 2.84E-06 0.00E+00 3.27E-10 0.00E+00 3.11E-10 0.00E+00
371711.00 3754200.00 7.82E-03 0.00E+00 8.72E-07 0.00E+00 8.19E-07 0.00E+00 371711.00 3754200.00 2.71E-06 0.00E+00 3.02E-10 0.00E+00 2.84E-10 0.00E+00
371731.00 3754200.00 7.44E-03 0.00E+00 8.08E-07 0.00E+00 7.49E-07 0.00E+00 371731.00 3754200.00 2.57E-06 0.00E+00 2.80E-10 0.00E+00 2.59E-10 0.00E+00
371751.00 3754200.00 7.07E-03 0.00E+00 7.50E-07 0.00E+00 6.86E-07 0.00E+00 371751.00 3754200.00 2.45E-06 0.00E+00 2.60E-10 0.00E+00 2.37E-10 0.00E+00
371771.00 3754200.00 6.71E-03 0.00E+00 6.97E-07 0.00E+00 6.29E-07 0.00E+00 371771.00 3754200.00 2.32E-06 0.00E+00 2.41E-10 0.00E+00 2.18E-10 0.00E+00
371791.00 3754200.00 6.38E-03 0.00E+00 6.50E-07 0.00E+00 5.79E-07 0.00E+00 371791.00 3754200.00 2.21E-06 0.00E+00 2.25E-10 0.00E+00 2.00E-10 0.00E+00
371811.00 3754200.00 6.05E-03 0.00E+00 6.07E-07 0.00E+00 5.34E-07 0.00E+00 371811.00 3754200.00 2.10E-06 0.00E+00 2.10E-10 0.00E+00 1.85E-10 0.00E+00
371831.00 3754200.00 5.75E-03 0.00E+00 5.69E-07 0.00E+00 4.94E-07 0.00E+00 371831.00 3754200.00 1.99E-06 0.00E+00 1.97E-10 0.00E+00 1.71E-10 0.00E+00
370571.00 3754220.00 2.23E-03 0.00E+00 3.76E-07 0.00E+00 5.99E-08 0.00E+00 370571.00 3754220.00 7.74E-07 0.00E+00 1.30E-10 0.00E+00 2.07E-11 0.00E+00
370591.00 3754220.00 2.35E-03 0.00E+00 4.09E-07 0.00E+00 6.34E-08 0.00E+00 370591.00 3754220.00 8.13E-07 0.00E+00 1.41E-10 0.00E+00 2.19E-11 0.00E+00
370611.00 3754220.00 2.48E-03 0.00E+00 4.46E-07 0.00E+00 6.71E-08 0.00E+00 370611.00 3754220.00 8.57E-07 0.00E+00 1.54E-10 0.00E+00 2.32E-11 0.00E+00
370631.00 3754220.00 2.61E-03 0.00E+00 4.86E-07 0.00E+00 7.08E-08 0.00E+00 370631.00 3754220.00 9.05E-07 0.00E+00 1.68E-10 0.00E+00 2.45E-11 0.00E+00
370651.00 3754220.00 2.75E-03 0.00E+00 5.36E-07 0.00E+00 7.49E-08 0.00E+00 370651.00 3754220.00 9.52E-07 0.00E+00 1.86E-10 0.00E+00 2.59E-11 0.00E+00
370671.00 3754220.00 2.90E-03 0.00E+00 5.93E-07 0.00E+00 7.99E-08 0.00E+00 370671.00 3754220.00 1.01E-06 0.00E+00 2.05E-10 0.00E+00 2.76E-11 0.00E+00
370691.00 3754220.00 3.07E-03 0.00E+00 6.59E-07 0.00E+00 8.54E-08 0.00E+00 370691.00 3754220.00 1.06E-06 0.00E+00 2.28E-10 0.00E+00 2.96E-11 0.00E+00
370711.00 3754220.00 3.26E-03 0.00E+00 7.42E-07 0.00E+00 9.17E-08 0.00E+00 370711.00 3754220.00 1.13E-06 0.00E+00 2.57E-10 0.00E+00 3.18E-11 0.00E+00
370731.00 3754220.00 3.45E-03 0.00E+00 8.46E-07 0.00E+00 9.90E-08 0.00E+00 370731.00 3754220.00 1.20E-06 0.00E+00 2.93E-10 0.00E+00 3.43E-11 0.00E+00
370751.00 3754220.00 3.66E-03 0.00E+00 9.72E-07 0.00E+00 1.07E-07 0.00E+00 370751.00 3754220.00 1.27E-06 0.00E+00 3.36E-10 0.00E+00 3.70E-11 0.00E+00
370771.00 3754220.00 3.89E-03 0.00E+00 1.13E-06 0.00E+00 1.15E-07 0.00E+00 370771.00 3754220.00 1.35E-06 0.00E+00 3.90E-10 0.00E+00 3.99E-11 0.00E+00
370791.00 3754220.00 4.15E-03 0.00E+00 1.32E-06 0.00E+00 1.25E-07 0.00E+00 370791.00 3754220.00 1.44E-06 0.00E+00 4.58E-10 0.00E+00 4.32E-11 0.00E+00
370811.00 3754220.00 4.43E-03 0.00E+00 1.58E-06 0.00E+00 1.36E-07 0.00E+00 370811.00 3754220.00 1.53E-06 0.00E+00 5.47E-10 0.00E+00 4.69E-11 0.00E+00
370831.00 3754220.00 4.76E-03 0.00E+00 1.94E-06 0.00E+00 1.48E-07 0.00E+00 370831.00 3754220.00 1.65E-06 0.00E+00 6.71E-10 0.00E+00 5.12E-11 0.00E+00
370851.00 3754220.00 5.14E-03 0.00E+00 2.46E-06 0.00E+00 1.62E-07 0.00E+00 370851.00 3754220.00 1.78E-06 0.00E+00 8.51E-10 0.00E+00 5.61E-11 0.00E+00
370871.00 3754220.00 5.57E-03 0.00E+00 3.27E-06 0.00E+00 1.78E-07 0.00E+00 370871.00 3754220.00 1.93E-06 0.00E+00 1.13E-09 0.00E+00 6.17E-11 0.00E+00
370891.00 3754220.00 6.06E-03 0.00E+00 4.65E-06 0.00E+00 1.97E-07 0.00E+00 370891.00 3754220.00 2.10E-06 0.00E+00 1.61E-09 0.00E+00 6.81E-11 0.00E+00
370911.00 3754220.00 6.60E-03 0.00E+00 7.45E-06 0.00E+00 2.18E-07 0.00E+00 370911.00 3754220.00 2.28E-06 0.00E+00 2.58E-09 0.00E+00 7.56E-11 0.00E+00
370931.00 3754220.00 7.21E-03 0.00E+00 1.47E-05 0.00E+00 2.44E-07 0.00E+00 370931.00 3754220.00 2.50E-06 0.00E+00 5.07E-09 0.00E+00 8.43E-11 0.00E+00
370951.00 3754220.00 7.90E-03 0.00E+00 1.01E-05 0.00E+00 2.73E-07 0.00E+00 370951.00 3754220.00 2.73E-06 0.00E+00 3.50E-09 0.00E+00 9.46E-11 0.00E+00
370971.00 3754220.00 8.75E-03 0.00E+00 1.48E-05 0.00E+00 3.07E-07 0.00E+00 370971.00 3754220.00 3.03E-06 0.00E+00 5.14E-09 0.00E+00 1.06E-10 0.00E+00
370991.00 3754220.00 9.74E-03 0.00E+00 9.26E-06 0.00E+00 3.44E-07 0.00E+00 370991.00 3754220.00 3.37E-06 0.00E+00 3.20E-09 0.00E+00 1.19E-10 0.00E+00
371011.00 3754220.00 1.08E-02 0.00E+00 6.86E-06 0.00E+00 3.90E-07 0.00E+00 371011.00 3754220.00 3.74E-06 0.00E+00 2.37E-09 0.00E+00 1.35E-10 0.00E+00
371031.00 3754220.00 1.21E-02 0.00E+00 5.55E-06 0.00E+00 4.48E-07 0.00E+00 371031.00 3754220.00 4.18E-06 0.00E+00 1.92E-09 0.00E+00 1.55E-10 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371051.00 3754220.00 1.36E-02 0.00E+00 4.72E-06 0.00E+00 5.17E-07 0.00E+00 371051.00 3754220.00 4.71E-06 0.00E+00 1.63E-09 0.00E+00 1.79E-10 0.00E+00
371071.00 3754220.00 1.54E-02 0.00E+00 4.14E-06 0.00E+00 6.00E-07 0.00E+00 371071.00 3754220.00 5.32E-06 0.00E+00 1.43E-09 0.00E+00 2.08E-10 0.00E+00
371091.00 3754220.00 1.75E-02 0.00E+00 3.76E-06 0.00E+00 6.97E-07 0.00E+00 371091.00 3754220.00 6.07E-06 0.00E+00 1.30E-09 0.00E+00 2.41E-10 0.00E+00
371111.00 3754220.00 2.02E-02 0.00E+00 3.49E-06 0.00E+00 8.10E-07 0.00E+00 371111.00 3754220.00 6.98E-06 0.00E+00 1.21E-09 0.00E+00 2.81E-10 0.00E+00
371131.00 3754220.00 2.34E-02 0.00E+00 3.33E-06 0.00E+00 9.45E-07 0.00E+00 371131.00 3754220.00 8.11E-06 0.00E+00 1.15E-09 0.00E+00 3.27E-10 0.00E+00
371151.00 3754220.00 2.71E-02 0.00E+00 3.22E-06 0.00E+00 1.10E-06 0.00E+00 371151.00 3754220.00 9.37E-06 0.00E+00 1.12E-09 0.00E+00 3.79E-10 0.00E+00
371171.00 3754220.00 3.15E-02 0.00E+00 3.11E-06 0.00E+00 1.23E-06 0.00E+00 371171.00 3754220.00 1.09E-05 0.00E+00 1.08E-09 0.00E+00 4.27E-10 0.00E+00
371411.00 3754220.00 2.51E-02 0.00E+00 2.16E-06 0.00E+00 1.88E-06 0.00E+00 371411.00 3754220.00 8.69E-06 0.00E+00 7.47E-10 0.00E+00 6.51E-10 0.00E+00
371431.00 3754220.00 2.21E-02 0.00E+00 2.06E-06 0.00E+00 1.84E-06 0.00E+00 371431.00 3754220.00 7.65E-06 0.00E+00 7.13E-10 0.00E+00 6.36E-10 0.00E+00
371451.00 3754220.00 2.02E-02 0.00E+00 1.98E-06 0.00E+00 1.81E-06 0.00E+00 371451.00 3754220.00 7.01E-06 0.00E+00 6.85E-10 0.00E+00 6.28E-10 0.00E+00
371471.00 3754220.00 1.94E-02 0.00E+00 1.89E-06 0.00E+00 1.76E-06 0.00E+00 371471.00 3754220.00 6.70E-06 0.00E+00 6.53E-10 0.00E+00 6.10E-10 0.00E+00
371491.00 3754220.00 1.89E-02 0.00E+00 1.79E-06 0.00E+00 1.70E-06 0.00E+00 371491.00 3754220.00 6.53E-06 0.00E+00 6.20E-10 0.00E+00 5.87E-10 0.00E+00
371511.00 3754220.00 1.84E-02 0.00E+00 1.70E-06 0.00E+00 1.63E-06 0.00E+00 371511.00 3754220.00 6.36E-06 0.00E+00 5.88E-10 0.00E+00 5.64E-10 0.00E+00
371531.00 3754220.00 1.78E-02 0.00E+00 1.61E-06 0.00E+00 1.55E-06 0.00E+00 371531.00 3754220.00 6.14E-06 0.00E+00 5.57E-10 0.00E+00 5.37E-10 0.00E+00
371551.00 3754220.00 1.70E-02 0.00E+00 1.51E-06 0.00E+00 1.46E-06 0.00E+00 371551.00 3754220.00 5.89E-06 0.00E+00 5.24E-10 0.00E+00 5.06E-10 0.00E+00
371571.00 3754220.00 1.62E-02 0.00E+00 1.42E-06 0.00E+00 1.37E-06 0.00E+00 371571.00 3754220.00 5.61E-06 0.00E+00 4.90E-10 0.00E+00 4.73E-10 0.00E+00
371591.00 3754220.00 1.53E-02 0.00E+00 1.32E-06 0.00E+00 1.27E-06 0.00E+00 371591.00 3754220.00 5.30E-06 0.00E+00 4.57E-10 0.00E+00 4.39E-10 0.00E+00
371611.00 3754220.00 1.44E-02 0.00E+00 1.23E-06 0.00E+00 1.17E-06 0.00E+00 371611.00 3754220.00 4.99E-06 0.00E+00 4.25E-10 0.00E+00 4.06E-10 0.00E+00
371631.00 3754220.00 1.36E-02 0.00E+00 1.14E-06 0.00E+00 1.08E-06 0.00E+00 371631.00 3754220.00 4.69E-06 0.00E+00 3.96E-10 0.00E+00 3.74E-10 0.00E+00
371651.00 3754220.00 1.27E-02 0.00E+00 1.06E-06 0.00E+00 9.94E-07 0.00E+00 371651.00 3754220.00 4.40E-06 0.00E+00 3.68E-10 0.00E+00 3.44E-10 0.00E+00
371671.00 3754220.00 1.19E-02 0.00E+00 9.87E-07 0.00E+00 9.15E-07 0.00E+00 371671.00 3754220.00 4.12E-06 0.00E+00 3.42E-10 0.00E+00 3.17E-10 0.00E+00
371691.00 3754220.00 1.12E-02 0.00E+00 9.18E-07 0.00E+00 8.42E-07 0.00E+00 371691.00 3754220.00 3.86E-06 0.00E+00 3.18E-10 0.00E+00 2.91E-10 0.00E+00
371711.00 3754220.00 1.04E-02 0.00E+00 8.55E-07 0.00E+00 7.76E-07 0.00E+00 371711.00 3754220.00 3.61E-06 0.00E+00 2.96E-10 0.00E+00 2.69E-10 0.00E+00
371731.00 3754220.00 9.78E-03 0.00E+00 7.97E-07 0.00E+00 7.16E-07 0.00E+00 371731.00 3754220.00 3.39E-06 0.00E+00 2.76E-10 0.00E+00 2.48E-10 0.00E+00
371751.00 3754220.00 9.17E-03 0.00E+00 7.45E-07 0.00E+00 6.61E-07 0.00E+00 371751.00 3754220.00 3.17E-06 0.00E+00 2.58E-10 0.00E+00 2.29E-10 0.00E+00
371771.00 3754220.00 8.60E-03 0.00E+00 6.96E-07 0.00E+00 6.11E-07 0.00E+00 371771.00 3754220.00 2.98E-06 0.00E+00 2.41E-10 0.00E+00 2.12E-10 0.00E+00
371791.00 3754220.00 8.07E-03 0.00E+00 6.52E-07 0.00E+00 5.66E-07 0.00E+00 371791.00 3754220.00 2.79E-06 0.00E+00 2.26E-10 0.00E+00 1.96E-10 0.00E+00
371811.00 3754220.00 7.58E-03 0.00E+00 6.12E-07 0.00E+00 5.25E-07 0.00E+00 371811.00 3754220.00 2.63E-06 0.00E+00 2.12E-10 0.00E+00 1.82E-10 0.00E+00
371831.00 3754220.00 7.14E-03 0.00E+00 5.75E-07 0.00E+00 4.89E-07 0.00E+00 371831.00 3754220.00 2.47E-06 0.00E+00 1.99E-10 0.00E+00 1.69E-10 0.00E+00
370571.00 3754240.00 2.27E-03 0.00E+00 3.81E-07 0.00E+00 5.92E-08 0.00E+00 370571.00 3754240.00 7.85E-07 0.00E+00 1.32E-10 0.00E+00 2.05E-11 0.00E+00
370591.00 3754240.00 2.39E-03 0.00E+00 4.15E-07 0.00E+00 6.26E-08 0.00E+00 370591.00 3754240.00 8.26E-07 0.00E+00 1.44E-10 0.00E+00 2.17E-11 0.00E+00
370611.00 3754240.00 2.52E-03 0.00E+00 4.54E-07 0.00E+00 6.64E-08 0.00E+00 370611.00 3754240.00 8.73E-07 0.00E+00 1.57E-10 0.00E+00 2.30E-11 0.00E+00
370631.00 3754240.00 2.66E-03 0.00E+00 4.98E-07 0.00E+00 7.04E-08 0.00E+00 370631.00 3754240.00 9.21E-07 0.00E+00 1.73E-10 0.00E+00 2.44E-11 0.00E+00
370651.00 3754240.00 2.81E-03 0.00E+00 5.45E-07 0.00E+00 7.42E-08 0.00E+00 370651.00 3754240.00 9.74E-07 0.00E+00 1.89E-10 0.00E+00 2.57E-11 0.00E+00
370671.00 3754240.00 2.97E-03 0.00E+00 6.04E-07 0.00E+00 7.89E-08 0.00E+00 370671.00 3754240.00 1.03E-06 0.00E+00 2.09E-10 0.00E+00 2.73E-11 0.00E+00
370691.00 3754240.00 3.15E-03 0.00E+00 6.73E-07 0.00E+00 8.41E-08 0.00E+00 370691.00 3754240.00 1.09E-06 0.00E+00 2.33E-10 0.00E+00 2.91E-11 0.00E+00
370711.00 3754240.00 3.34E-03 0.00E+00 7.59E-07 0.00E+00 9.02E-08 0.00E+00 370711.00 3754240.00 1.16E-06 0.00E+00 2.63E-10 0.00E+00 3.12E-11 0.00E+00
370731.00 3754240.00 3.54E-03 0.00E+00 8.64E-07 0.00E+00 9.71E-08 0.00E+00 370731.00 3754240.00 1.23E-06 0.00E+00 2.99E-10 0.00E+00 3.36E-11 0.00E+00
370751.00 3754240.00 3.76E-03 0.00E+00 9.93E-07 0.00E+00 1.05E-07 0.00E+00 370751.00 3754240.00 1.30E-06 0.00E+00 3.44E-10 0.00E+00 3.62E-11 0.00E+00
370771.00 3754240.00 4.00E-03 0.00E+00 1.15E-06 0.00E+00 1.13E-07 0.00E+00 370771.00 3754240.00 1.38E-06 0.00E+00 3.98E-10 0.00E+00 3.90E-11 0.00E+00
370791.00 3754240.00 4.27E-03 0.00E+00 1.35E-06 0.00E+00 1.22E-07 0.00E+00 370791.00 3754240.00 1.48E-06 0.00E+00 4.68E-10 0.00E+00 4.21E-11 0.00E+00
370811.00 3754240.00 4.57E-03 0.00E+00 1.62E-06 0.00E+00 1.32E-07 0.00E+00 370811.00 3754240.00 1.58E-06 0.00E+00 5.59E-10 0.00E+00 4.57E-11 0.00E+00
370831.00 3754240.00 4.92E-03 0.00E+00 1.99E-06 0.00E+00 1.43E-07 0.00E+00 370831.00 3754240.00 1.70E-06 0.00E+00 6.87E-10 0.00E+00 4.97E-11 0.00E+00
370851.00 3754240.00 5.32E-03 0.00E+00 2.52E-06 0.00E+00 1.57E-07 0.00E+00 370851.00 3754240.00 1.84E-06 0.00E+00 8.74E-10 0.00E+00 5.42E-11 0.00E+00
370871.00 3754240.00 5.79E-03 0.00E+00 3.37E-06 0.00E+00 1.72E-07 0.00E+00 370871.00 3754240.00 2.00E-06 0.00E+00 1.17E-09 0.00E+00 5.94E-11 0.00E+00
370891.00 3754240.00 6.29E-03 0.00E+00 4.82E-06 0.00E+00 1.89E-07 0.00E+00 370891.00 3754240.00 2.18E-06 0.00E+00 1.67E-09 0.00E+00 6.53E-11 0.00E+00
370911.00 3754240.00 6.88E-03 0.00E+00 7.89E-06 0.00E+00 2.08E-07 0.00E+00 370911.00 3754240.00 2.38E-06 0.00E+00 2.73E-09 0.00E+00 7.21E-11 0.00E+00
370931.00 3754240.00 7.54E-03 0.00E+00 1.17E-05 0.00E+00 2.31E-07 0.00E+00 370931.00 3754240.00 2.61E-06 0.00E+00 4.06E-09 0.00E+00 8.00E-11 0.00E+00
370951.00 3754240.00 8.28E-03 0.00E+00 8.77E-06 0.00E+00 2.57E-07 0.00E+00 370951.00 3754240.00 2.87E-06 0.00E+00 3.04E-09 0.00E+00 8.91E-11 0.00E+00
370971.00 3754240.00 9.21E-03 0.00E+00 1.39E-05 0.00E+00 2.87E-07 0.00E+00 370971.00 3754240.00 3.19E-06 0.00E+00 4.82E-09 0.00E+00 9.93E-11 0.00E+00
370991.00 3754240.00 1.03E-02 0.00E+00 9.05E-06 0.00E+00 3.20E-07 0.00E+00 370991.00 3754240.00 3.56E-06 0.00E+00 3.13E-09 0.00E+00 1.11E-10 0.00E+00
371011.00 3754240.00 1.15E-02 0.00E+00 6.71E-06 0.00E+00 3.60E-07 0.00E+00 371011.00 3754240.00 3.99E-06 0.00E+00 2.32E-09 0.00E+00 1.25E-10 0.00E+00
371031.00 3754240.00 1.30E-02 0.00E+00 5.37E-06 0.00E+00 4.08E-07 0.00E+00 371031.00 3754240.00 4.50E-06 0.00E+00 1.86E-09 0.00E+00 1.41E-10 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose
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1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371051.00 3754240.00 1.47E-02 0.00E+00 4.44E-06 0.00E+00 4.60E-07 0.00E+00 371051.00 3754240.00 5.09E-06 0.00E+00 1.54E-09 0.00E+00 1.59E-10 0.00E+00
371071.00 3754240.00 1.68E-02 0.00E+00 3.84E-06 0.00E+00 5.22E-07 0.00E+00 371071.00 3754240.00 5.80E-06 0.00E+00 1.33E-09 0.00E+00 1.81E-10 0.00E+00
371091.00 3754240.00 1.93E-02 0.00E+00 3.43E-06 0.00E+00 5.93E-07 0.00E+00 371091.00 3754240.00 6.70E-06 0.00E+00 1.19E-09 0.00E+00 2.05E-10 0.00E+00
371111.00 3754240.00 2.25E-02 0.00E+00 3.13E-06 0.00E+00 6.70E-07 0.00E+00 371111.00 3754240.00 7.80E-06 0.00E+00 1.08E-09 0.00E+00 2.32E-10 0.00E+00
371131.00 3754240.00 2.66E-02 0.00E+00 2.99E-06 0.00E+00 7.77E-07 0.00E+00 371131.00 3754240.00 9.19E-06 0.00E+00 1.03E-09 0.00E+00 2.69E-10 0.00E+00
371151.00 3754240.00 3.16E-02 0.00E+00 2.80E-06 0.00E+00 8.61E-07 0.00E+00 371151.00 3754240.00 1.10E-05 0.00E+00 9.70E-10 0.00E+00 2.98E-10 0.00E+00
371171.00 3754240.00 3.81E-02 0.00E+00 2.66E-06 0.00E+00 9.43E-07 0.00E+00 371171.00 3754240.00 1.32E-05 0.00E+00 9.21E-10 0.00E+00 3.26E-10 0.00E+00
371411.00 3754240.00 4.44E-02 0.00E+00 1.76E-06 0.00E+00 1.31E-06 0.00E+00 371411.00 3754240.00 1.54E-05 0.00E+00 6.09E-10 0.00E+00 4.53E-10 0.00E+00
371431.00 3754240.00 3.99E-02 0.00E+00 1.70E-06 0.00E+00 1.31E-06 0.00E+00 371431.00 3754240.00 1.38E-05 0.00E+00 5.87E-10 0.00E+00 4.52E-10 0.00E+00
371451.00 3754240.00 3.78E-02 0.00E+00 1.63E-06 0.00E+00 1.29E-06 0.00E+00 371451.00 3754240.00 1.31E-05 0.00E+00 5.64E-10 0.00E+00 4.47E-10 0.00E+00
371471.00 3754240.00 3.65E-02 0.00E+00 1.56E-06 0.00E+00 1.26E-06 0.00E+00 371471.00 3754240.00 1.26E-05 0.00E+00 5.39E-10 0.00E+00 4.37E-10 0.00E+00
371491.00 3754240.00 3.46E-02 0.00E+00 1.49E-06 0.00E+00 1.24E-06 0.00E+00 371491.00 3754240.00 1.20E-05 0.00E+00 5.17E-10 0.00E+00 4.29E-10 0.00E+00
371511.00 3754240.00 3.23E-02 0.00E+00 1.43E-06 0.00E+00 1.22E-06 0.00E+00 371511.00 3754240.00 1.12E-05 0.00E+00 4.97E-10 0.00E+00 4.22E-10 0.00E+00
371531.00 3754240.00 2.99E-02 0.00E+00 1.38E-06 0.00E+00 1.19E-06 0.00E+00 371531.00 3754240.00 1.03E-05 0.00E+00 4.76E-10 0.00E+00 4.12E-10 0.00E+00
371551.00 3754240.00 2.74E-02 0.00E+00 1.31E-06 0.00E+00 1.15E-06 0.00E+00 371551.00 3754240.00 9.49E-06 0.00E+00 4.54E-10 0.00E+00 3.97E-10 0.00E+00
371571.00 3754240.00 2.51E-02 0.00E+00 1.25E-06 0.00E+00 1.10E-06 0.00E+00 371571.00 3754240.00 8.68E-06 0.00E+00 4.32E-10 0.00E+00 3.81E-10 0.00E+00
371591.00 3754240.00 2.29E-02 0.00E+00 1.18E-06 0.00E+00 1.05E-06 0.00E+00 371591.00 3754240.00 7.93E-06 0.00E+00 4.10E-10 0.00E+00 3.63E-10 0.00E+00
371611.00 3754240.00 2.09E-02 0.00E+00 1.12E-06 0.00E+00 9.97E-07 0.00E+00 371611.00 3754240.00 7.25E-06 0.00E+00 3.88E-10 0.00E+00 3.45E-10 0.00E+00
371631.00 3754240.00 1.92E-02 0.00E+00 1.06E-06 0.00E+00 9.36E-07 0.00E+00 371631.00 3754240.00 6.63E-06 0.00E+00 3.66E-10 0.00E+00 3.24E-10 0.00E+00
371651.00 3754240.00 1.75E-02 0.00E+00 9.93E-07 0.00E+00 8.77E-07 0.00E+00 371651.00 3754240.00 6.07E-06 0.00E+00 3.44E-10 0.00E+00 3.04E-10 0.00E+00
371671.00 3754240.00 1.61E-02 0.00E+00 9.33E-07 0.00E+00 8.20E-07 0.00E+00 371671.00 3754240.00 5.57E-06 0.00E+00 3.23E-10 0.00E+00 2.84E-10 0.00E+00
371691.00 3754240.00 1.48E-02 0.00E+00 8.76E-07 0.00E+00 7.65E-07 0.00E+00 371691.00 3754240.00 5.12E-06 0.00E+00 3.03E-10 0.00E+00 2.65E-10 0.00E+00
371711.00 3754240.00 1.36E-02 0.00E+00 8.23E-07 0.00E+00 7.14E-07 0.00E+00 371711.00 3754240.00 4.72E-06 0.00E+00 2.85E-10 0.00E+00 2.47E-10 0.00E+00
371731.00 3754240.00 1.26E-02 0.00E+00 7.74E-07 0.00E+00 6.66E-07 0.00E+00 371731.00 3754240.00 4.36E-06 0.00E+00 2.68E-10 0.00E+00 2.30E-10 0.00E+00
371751.00 3754240.00 1.16E-02 0.00E+00 7.27E-07 0.00E+00 6.21E-07 0.00E+00 371751.00 3754240.00 4.03E-06 0.00E+00 2.52E-10 0.00E+00 2.15E-10 0.00E+00
371771.00 3754240.00 1.08E-02 0.00E+00 6.84E-07 0.00E+00 5.79E-07 0.00E+00 371771.00 3754240.00 3.74E-06 0.00E+00 2.37E-10 0.00E+00 2.00E-10 0.00E+00
371791.00 3754240.00 1.00E-02 0.00E+00 6.45E-07 0.00E+00 5.41E-07 0.00E+00 371791.00 3754240.00 3.47E-06 0.00E+00 2.23E-10 0.00E+00 1.87E-10 0.00E+00
371811.00 3754240.00 9.33E-03 0.00E+00 6.07E-07 0.00E+00 5.05E-07 0.00E+00 371811.00 3754240.00 3.23E-06 0.00E+00 2.10E-10 0.00E+00 1.75E-10 0.00E+00
371831.00 3754240.00 8.70E-03 0.00E+00 5.73E-07 0.00E+00 4.73E-07 0.00E+00 371831.00 3754240.00 3.01E-06 0.00E+00 1.99E-10 0.00E+00 1.64E-10 0.00E+00
370571.00 3754260.00 2.30E-03 0.00E+00 3.86E-07 0.00E+00 5.84E-08 0.00E+00 370571.00 3754260.00 7.97E-07 0.00E+00 1.33E-10 0.00E+00 2.02E-11 0.00E+00
370591.00 3754260.00 2.43E-03 0.00E+00 4.20E-07 0.00E+00 6.17E-08 0.00E+00 370591.00 3754260.00 8.40E-07 0.00E+00 1.46E-10 0.00E+00 2.14E-11 0.00E+00
370611.00 3754260.00 2.56E-03 0.00E+00 4.61E-07 0.00E+00 6.53E-08 0.00E+00 370611.00 3754260.00 8.87E-07 0.00E+00 1.59E-10 0.00E+00 2.26E-11 0.00E+00
370631.00 3754260.00 2.71E-03 0.00E+00 5.06E-07 0.00E+00 6.92E-08 0.00E+00 370631.00 3754260.00 9.37E-07 0.00E+00 1.75E-10 0.00E+00 2.40E-11 0.00E+00
370651.00 3754260.00 2.87E-03 0.00E+00 5.57E-07 0.00E+00 7.32E-08 0.00E+00 370651.00 3754260.00 9.92E-07 0.00E+00 1.93E-10 0.00E+00 2.53E-11 0.00E+00
370671.00 3754260.00 3.03E-03 0.00E+00 6.16E-07 0.00E+00 7.77E-08 0.00E+00 370671.00 3754260.00 1.05E-06 0.00E+00 2.13E-10 0.00E+00 2.69E-11 0.00E+00
370691.00 3754260.00 3.21E-03 0.00E+00 6.87E-07 0.00E+00 8.27E-08 0.00E+00 370691.00 3754260.00 1.11E-06 0.00E+00 2.38E-10 0.00E+00 2.86E-11 0.00E+00
370711.00 3754260.00 3.41E-03 0.00E+00 7.74E-07 0.00E+00 8.85E-08 0.00E+00 370711.00 3754260.00 1.18E-06 0.00E+00 2.68E-10 0.00E+00 3.06E-11 0.00E+00
370731.00 3754260.00 3.61E-03 0.00E+00 8.80E-07 0.00E+00 9.50E-08 0.00E+00 370731.00 3754260.00 1.25E-06 0.00E+00 3.05E-10 0.00E+00 3.29E-11 0.00E+00
370751.00 3754260.00 3.84E-03 0.00E+00 1.01E-06 0.00E+00 1.02E-07 0.00E+00 370751.00 3754260.00 1.33E-06 0.00E+00 3.49E-10 0.00E+00 3.53E-11 0.00E+00
370771.00 3754260.00 4.10E-03 0.00E+00 1.17E-06 0.00E+00 1.10E-07 0.00E+00 370771.00 3754260.00 1.42E-06 0.00E+00 4.05E-10 0.00E+00 3.79E-11 0.00E+00
370791.00 3754260.00 4.38E-03 0.00E+00 1.37E-06 0.00E+00 1.18E-07 0.00E+00 370791.00 3754260.00 1.52E-06 0.00E+00 4.75E-10 0.00E+00 4.09E-11 0.00E+00
370811.00 3754260.00 4.69E-03 0.00E+00 1.64E-06 0.00E+00 1.28E-07 0.00E+00 370811.00 3754260.00 1.62E-06 0.00E+00 5.68E-10 0.00E+00 4.41E-11 0.00E+00
370831.00 3754260.00 5.06E-03 0.00E+00 2.01E-06 0.00E+00 1.38E-07 0.00E+00 370831.00 3754260.00 1.75E-06 0.00E+00 6.97E-10 0.00E+00 4.79E-11 0.00E+00
370851.00 3754260.00 5.48E-03 0.00E+00 2.56E-06 0.00E+00 1.50E-07 0.00E+00 370851.00 3754260.00 1.90E-06 0.00E+00 8.88E-10 0.00E+00 5.21E-11 0.00E+00
370871.00 3754260.00 5.97E-03 0.00E+00 3.44E-06 0.00E+00 1.64E-07 0.00E+00 370871.00 3754260.00 2.07E-06 0.00E+00 1.19E-09 0.00E+00 5.68E-11 0.00E+00
370891.00 3754260.00 6.52E-03 0.00E+00 4.97E-06 0.00E+00 1.80E-07 0.00E+00 370891.00 3754260.00 2.26E-06 0.00E+00 1.72E-09 0.00E+00 6.22E-11 0.00E+00
370911.00 3754260.00 7.13E-03 0.00E+00 8.24E-06 0.00E+00 1.97E-07 0.00E+00 370911.00 3754260.00 2.47E-06 0.00E+00 2.85E-09 0.00E+00 6.83E-11 0.00E+00
370931.00 3754260.00 7.84E-03 0.00E+00 1.20E-05 0.00E+00 2.17E-07 0.00E+00 370931.00 3754260.00 2.71E-06 0.00E+00 4.16E-09 0.00E+00 7.53E-11 0.00E+00
370951.00 3754260.00 8.64E-03 0.00E+00 1.34E-05 0.00E+00 2.41E-07 0.00E+00 370951.00 3754260.00 2.99E-06 0.00E+00 4.64E-09 0.00E+00 8.33E-11 0.00E+00
370971.00 3754260.00 9.60E-03 0.00E+00 1.34E-05 0.00E+00 2.67E-07 0.00E+00 370971.00 3754260.00 3.32E-06 0.00E+00 4.65E-09 0.00E+00 9.25E-11 0.00E+00
370991.00 3754260.00 1.07E-02 0.00E+00 8.91E-06 0.00E+00 2.97E-07 0.00E+00 370991.00 3754260.00 3.71E-06 0.00E+00 3.08E-09 0.00E+00 1.03E-10 0.00E+00
371011.00 3754260.00 1.21E-02 0.00E+00 6.57E-06 0.00E+00 3.32E-07 0.00E+00 371011.00 3754260.00 4.18E-06 0.00E+00 2.27E-09 0.00E+00 1.15E-10 0.00E+00
371031.00 3754260.00 1.37E-02 0.00E+00 5.21E-06 0.00E+00 3.71E-07 0.00E+00 371031.00 3754260.00 4.74E-06 0.00E+00 1.80E-09 0.00E+00 1.28E-10 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371051.00 3754260.00 1.57E-02 0.00E+00 4.28E-06 0.00E+00 4.09E-07 0.00E+00 371051.00 3754260.00 5.45E-06 0.00E+00 1.48E-09 0.00E+00 1.42E-10 0.00E+00
371071.00 3754260.00 1.81E-02 0.00E+00 3.64E-06 0.00E+00 4.53E-07 0.00E+00 371071.00 3754260.00 6.26E-06 0.00E+00 1.26E-09 0.00E+00 1.57E-10 0.00E+00
371091.00 3754260.00 2.11E-02 0.00E+00 3.22E-06 0.00E+00 5.05E-07 0.00E+00 371091.00 3754260.00 7.30E-06 0.00E+00 1.11E-09 0.00E+00 1.75E-10 0.00E+00
371111.00 3754260.00 2.49E-02 0.00E+00 2.90E-06 0.00E+00 5.60E-07 0.00E+00 371111.00 3754260.00 8.63E-06 0.00E+00 1.01E-09 0.00E+00 1.94E-10 0.00E+00
371131.00 3754260.00 3.01E-02 0.00E+00 2.68E-06 0.00E+00 6.20E-07 0.00E+00 371131.00 3754260.00 1.04E-05 0.00E+00 9.29E-10 0.00E+00 2.15E-10 0.00E+00
371151.00 3754260.00 3.67E-02 0.00E+00 2.52E-06 0.00E+00 6.84E-07 0.00E+00 371151.00 3754260.00 1.27E-05 0.00E+00 8.71E-10 0.00E+00 2.37E-10 0.00E+00
371171.00 3754260.00 4.55E-02 0.00E+00 2.37E-06 0.00E+00 7.39E-07 0.00E+00 371171.00 3754260.00 1.58E-05 0.00E+00 8.19E-10 0.00E+00 2.56E-10 0.00E+00
371411.00 3754260.00 9.67E-02 0.00E+00 1.48E-06 0.00E+00 9.41E-07 0.00E+00 371411.00 3754260.00 3.35E-05 0.00E+00 5.13E-10 0.00E+00 3.26E-10 0.00E+00
371431.00 3754260.00 9.04E-02 0.00E+00 1.43E-06 0.00E+00 9.38E-07 0.00E+00 371431.00 3754260.00 3.13E-05 0.00E+00 4.94E-10 0.00E+00 3.25E-10 0.00E+00
371451.00 3754260.00 8.42E-02 0.00E+00 1.37E-06 0.00E+00 9.33E-07 0.00E+00 371451.00 3754260.00 2.91E-05 0.00E+00 4.75E-10 0.00E+00 3.23E-10 0.00E+00
371471.00 3754260.00 7.50E-02 0.00E+00 1.32E-06 0.00E+00 9.21E-07 0.00E+00 371471.00 3754260.00 2.60E-05 0.00E+00 4.56E-10 0.00E+00 3.19E-10 0.00E+00
371491.00 3754260.00 6.51E-02 0.00E+00 1.27E-06 0.00E+00 9.19E-07 0.00E+00 371491.00 3754260.00 2.25E-05 0.00E+00 4.41E-10 0.00E+00 3.18E-10 0.00E+00
371511.00 3754260.00 5.63E-02 0.00E+00 1.23E-06 0.00E+00 9.16E-07 0.00E+00 371511.00 3754260.00 1.95E-05 0.00E+00 4.26E-10 0.00E+00 3.17E-10 0.00E+00
371531.00 3754260.00 4.88E-02 0.00E+00 1.19E-06 0.00E+00 9.10E-07 0.00E+00 371531.00 3754260.00 1.69E-05 0.00E+00 4.12E-10 0.00E+00 3.15E-10 0.00E+00
371551.00 3754260.00 4.26E-02 0.00E+00 1.14E-06 0.00E+00 8.92E-07 0.00E+00 371551.00 3754260.00 1.47E-05 0.00E+00 3.96E-10 0.00E+00 3.09E-10 0.00E+00
371571.00 3754260.00 3.73E-02 0.00E+00 1.10E-06 0.00E+00 8.75E-07 0.00E+00 371571.00 3754260.00 1.29E-05 0.00E+00 3.81E-10 0.00E+00 3.03E-10 0.00E+00
371591.00 3754260.00 3.29E-02 0.00E+00 1.06E-06 0.00E+00 8.51E-07 0.00E+00 371591.00 3754260.00 1.14E-05 0.00E+00 3.66E-10 0.00E+00 2.95E-10 0.00E+00
371611.00 3754260.00 2.92E-02 0.00E+00 1.01E-06 0.00E+00 8.28E-07 0.00E+00 371611.00 3754260.00 1.01E-05 0.00E+00 3.51E-10 0.00E+00 2.87E-10 0.00E+00
371631.00 3754260.00 2.60E-02 0.00E+00 9.66E-07 0.00E+00 7.92E-07 0.00E+00 371631.00 3754260.00 9.02E-06 0.00E+00 3.34E-10 0.00E+00 2.74E-10 0.00E+00
371651.00 3754260.00 2.33E-02 0.00E+00 9.18E-07 0.00E+00 7.55E-07 0.00E+00 371651.00 3754260.00 8.08E-06 0.00E+00 3.18E-10 0.00E+00 2.61E-10 0.00E+00
371671.00 3754260.00 2.10E-02 0.00E+00 8.71E-07 0.00E+00 7.17E-07 0.00E+00 371671.00 3754260.00 7.28E-06 0.00E+00 3.01E-10 0.00E+00 2.48E-10 0.00E+00
371691.00 3754260.00 1.90E-02 0.00E+00 8.26E-07 0.00E+00 6.78E-07 0.00E+00 371691.00 3754260.00 6.58E-06 0.00E+00 2.86E-10 0.00E+00 2.35E-10 0.00E+00
371711.00 3754260.00 1.73E-02 0.00E+00 7.82E-07 0.00E+00 6.41E-07 0.00E+00 371711.00 3754260.00 5.98E-06 0.00E+00 2.71E-10 0.00E+00 2.22E-10 0.00E+00
371731.00 3754260.00 1.57E-02 0.00E+00 7.40E-07 0.00E+00 6.04E-07 0.00E+00 371731.00 3754260.00 5.45E-06 0.00E+00 2.56E-10 0.00E+00 2.09E-10 0.00E+00
371751.00 3754260.00 1.44E-02 0.00E+00 7.01E-07 0.00E+00 5.69E-07 0.00E+00 371751.00 3754260.00 4.99E-06 0.00E+00 2.43E-10 0.00E+00 1.97E-10 0.00E+00
371771.00 3754260.00 1.32E-02 0.00E+00 6.63E-07 0.00E+00 5.36E-07 0.00E+00 371771.00 3754260.00 4.58E-06 0.00E+00 2.30E-10 0.00E+00 1.86E-10 0.00E+00
371791.00 3754260.00 1.22E-02 0.00E+00 6.28E-07 0.00E+00 5.05E-07 0.00E+00 371791.00 3754260.00 4.21E-06 0.00E+00 2.17E-10 0.00E+00 1.75E-10 0.00E+00
371811.00 3754260.00 1.12E-02 0.00E+00 5.95E-07 0.00E+00 4.75E-07 0.00E+00 371811.00 3754260.00 3.89E-06 0.00E+00 2.06E-10 0.00E+00 1.64E-10 0.00E+00
371831.00 3754260.00 1.04E-02 0.00E+00 5.65E-07 0.00E+00 4.48E-07 0.00E+00 371831.00 3754260.00 3.60E-06 0.00E+00 1.95E-10 0.00E+00 1.55E-10 0.00E+00
370571.00 3754280.00 2.34E-03 0.00E+00 3.90E-07 0.00E+00 5.75E-08 0.00E+00 370571.00 3754280.00 8.09E-07 0.00E+00 1.35E-10 0.00E+00 1.99E-11 0.00E+00
370591.00 3754280.00 2.46E-03 0.00E+00 4.25E-07 0.00E+00 6.06E-08 0.00E+00 370591.00 3754280.00 8.52E-07 0.00E+00 1.47E-10 0.00E+00 2.10E-11 0.00E+00
370611.00 3754280.00 2.60E-03 0.00E+00 4.66E-07 0.00E+00 6.41E-08 0.00E+00 370611.00 3754280.00 9.01E-07 0.00E+00 1.61E-10 0.00E+00 2.22E-11 0.00E+00
370631.00 3754280.00 2.75E-03 0.00E+00 5.12E-07 0.00E+00 6.78E-08 0.00E+00 370631.00 3754280.00 9.52E-07 0.00E+00 1.77E-10 0.00E+00 2.35E-11 0.00E+00
370651.00 3754280.00 2.91E-03 0.00E+00 5.65E-07 0.00E+00 7.19E-08 0.00E+00 370651.00 3754280.00 1.01E-06 0.00E+00 1.95E-10 0.00E+00 2.49E-11 0.00E+00
370671.00 3754280.00 3.08E-03 0.00E+00 6.25E-07 0.00E+00 7.61E-08 0.00E+00 370671.00 3754280.00 1.07E-06 0.00E+00 2.17E-10 0.00E+00 2.64E-11 0.00E+00
370691.00 3754280.00 3.27E-03 0.00E+00 6.97E-07 0.00E+00 8.08E-08 0.00E+00 370691.00 3754280.00 1.13E-06 0.00E+00 2.41E-10 0.00E+00 2.80E-11 0.00E+00
370711.00 3754280.00 3.47E-03 0.00E+00 7.84E-07 0.00E+00 8.61E-08 0.00E+00 370711.00 3754280.00 1.20E-06 0.00E+00 2.71E-10 0.00E+00 2.98E-11 0.00E+00
370731.00 3754280.00 3.68E-03 0.00E+00 8.91E-07 0.00E+00 9.23E-08 0.00E+00 370731.00 3754280.00 1.27E-06 0.00E+00 3.08E-10 0.00E+00 3.20E-11 0.00E+00
370751.00 3754280.00 3.92E-03 0.00E+00 1.02E-06 0.00E+00 9.88E-08 0.00E+00 370751.00 3754280.00 1.36E-06 0.00E+00 3.53E-10 0.00E+00 3.42E-11 0.00E+00
370771.00 3754280.00 4.19E-03 0.00E+00 1.18E-06 0.00E+00 1.06E-07 0.00E+00 370771.00 3754280.00 1.45E-06 0.00E+00 4.10E-10 0.00E+00 3.67E-11 0.00E+00
370791.00 3754280.00 4.47E-03 0.00E+00 1.39E-06 0.00E+00 1.14E-07 0.00E+00 370791.00 3754280.00 1.55E-06 0.00E+00 4.80E-10 0.00E+00 3.94E-11 0.00E+00
370811.00 3754280.00 4.80E-03 0.00E+00 1.66E-06 0.00E+00 1.23E-07 0.00E+00 370811.00 3754280.00 1.66E-06 0.00E+00 5.75E-10 0.00E+00 4.25E-11 0.00E+00
370831.00 3754280.00 5.18E-03 0.00E+00 2.04E-06 0.00E+00 1.33E-07 0.00E+00 370831.00 3754280.00 1.79E-06 0.00E+00 7.05E-10 0.00E+00 4.59E-11 0.00E+00
370851.00 3754280.00 5.61E-03 0.00E+00 2.58E-06 0.00E+00 1.44E-07 0.00E+00 370851.00 3754280.00 1.94E-06 0.00E+00 8.93E-10 0.00E+00 4.97E-11 0.00E+00
370871.00 3754280.00 6.13E-03 0.00E+00 3.48E-06 0.00E+00 1.56E-07 0.00E+00 370871.00 3754280.00 2.12E-06 0.00E+00 1.20E-09 0.00E+00 5.41E-11 0.00E+00
370891.00 3754280.00 6.71E-03 0.00E+00 5.06E-06 0.00E+00 1.70E-07 0.00E+00 370891.00 3754280.00 2.32E-06 0.00E+00 1.75E-09 0.00E+00 5.88E-11 0.00E+00
370911.00 3754280.00 7.35E-03 0.00E+00 8.45E-06 0.00E+00 1.85E-07 0.00E+00 370911.00 3754280.00 2.55E-06 0.00E+00 2.92E-09 0.00E+00 6.41E-11 0.00E+00
370931.00 3754280.00 8.09E-03 0.00E+00 8.59E-06 0.00E+00 2.03E-07 0.00E+00 370931.00 3754280.00 2.80E-06 0.00E+00 2.98E-09 0.00E+00 7.03E-11 0.00E+00
370951.00 3754280.00 8.95E-03 0.00E+00 8.52E-06 0.00E+00 2.24E-07 0.00E+00 370951.00 3754280.00 3.10E-06 0.00E+00 2.95E-09 0.00E+00 7.74E-11 0.00E+00
370971.00 3754280.00 9.99E-03 0.00E+00 1.30E-05 0.00E+00 2.45E-07 0.00E+00 370971.00 3754280.00 3.46E-06 0.00E+00 4.50E-09 0.00E+00 8.47E-11 0.00E+00
370991.00 3754280.00 1.12E-02 0.00E+00 8.64E-06 0.00E+00 2.70E-07 0.00E+00 370991.00 3754280.00 3.88E-06 0.00E+00 2.99E-09 0.00E+00 9.34E-11 0.00E+00
371011.00 3754280.00 1.26E-02 0.00E+00 6.36E-06 0.00E+00 2.99E-07 0.00E+00 371011.00 3754280.00 4.37E-06 0.00E+00 2.20E-09 0.00E+00 1.04E-10 0.00E+00
371031.00 3754280.00 1.44E-02 0.00E+00 5.02E-06 0.00E+00 3.31E-07 0.00E+00 371031.00 3754280.00 4.97E-06 0.00E+00 1.74E-09 0.00E+00 1.15E-10 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371051.00 3754280.00 1.66E-02 0.00E+00 4.13E-06 0.00E+00 3.61E-07 0.00E+00 371051.00 3754280.00 5.75E-06 0.00E+00 1.43E-09 0.00E+00 1.25E-10 0.00E+00
371071.00 3754280.00 1.92E-02 0.00E+00 3.49E-06 0.00E+00 3.94E-07 0.00E+00 371071.00 3754280.00 6.65E-06 0.00E+00 1.21E-09 0.00E+00 1.36E-10 0.00E+00
371091.00 3754280.00 2.26E-02 0.00E+00 3.07E-06 0.00E+00 4.32E-07 0.00E+00 371091.00 3754280.00 7.83E-06 0.00E+00 1.06E-09 0.00E+00 1.50E-10 0.00E+00
371111.00 3754280.00 2.70E-02 0.00E+00 2.75E-06 0.00E+00 4.71E-07 0.00E+00 371111.00 3754280.00 9.36E-06 0.00E+00 9.51E-10 0.00E+00 1.63E-10 0.00E+00
371131.00 3754280.00 3.31E-02 0.00E+00 2.51E-06 0.00E+00 5.12E-07 0.00E+00 371131.00 3754280.00 1.15E-05 0.00E+00 8.69E-10 0.00E+00 1.77E-10 0.00E+00
371151.00 3754280.00 4.13E-02 0.00E+00 2.33E-06 0.00E+00 5.55E-07 0.00E+00 371151.00 3754280.00 1.43E-05 0.00E+00 8.06E-10 0.00E+00 1.92E-10 0.00E+00
371171.00 3754280.00 5.29E-02 0.00E+00 2.17E-06 0.00E+00 5.93E-07 0.00E+00 371171.00 3754280.00 1.83E-05 0.00E+00 7.51E-10 0.00E+00 2.05E-10 0.00E+00
371411.00 3754280.00 2.61E-01 0.00E+00 1.28E-06 0.00E+00 6.98E-07 0.00E+00 371411.00 3754280.00 9.02E-05 0.00E+00 4.43E-10 0.00E+00 2.42E-10 0.00E+00
371431.00 3754280.00 2.40E-01 0.00E+00 1.23E-06 0.00E+00 6.97E-07 0.00E+00 371431.00 3754280.00 8.32E-05 0.00E+00 4.27E-10 0.00E+00 2.41E-10 0.00E+00
371451.00 3754280.00 1.88E-01 0.00E+00 1.19E-06 0.00E+00 6.95E-07 0.00E+00 371451.00 3754280.00 6.51E-05 0.00E+00 4.12E-10 0.00E+00 2.41E-10 0.00E+00
371471.00 3754280.00 1.44E-01 0.00E+00 1.15E-06 0.00E+00 6.90E-07 0.00E+00 371471.00 3754280.00 4.98E-05 0.00E+00 3.96E-10 0.00E+00 2.39E-10 0.00E+00
371491.00 3754280.00 1.12E-01 0.00E+00 1.11E-06 0.00E+00 6.93E-07 0.00E+00 371491.00 3754280.00 3.88E-05 0.00E+00 3.84E-10 0.00E+00 2.40E-10 0.00E+00
371511.00 3754280.00 8.99E-02 0.00E+00 1.08E-06 0.00E+00 6.96E-07 0.00E+00 371511.00 3754280.00 3.11E-05 0.00E+00 3.72E-10 0.00E+00 2.41E-10 0.00E+00
371531.00 3754280.00 7.36E-02 0.00E+00 1.04E-06 0.00E+00 6.99E-07 0.00E+00 371531.00 3754280.00 2.55E-05 0.00E+00 3.61E-10 0.00E+00 2.42E-10 0.00E+00
371551.00 3754280.00 6.14E-02 0.00E+00 1.01E-06 0.00E+00 6.94E-07 0.00E+00 371551.00 3754280.00 2.13E-05 0.00E+00 3.49E-10 0.00E+00 2.40E-10 0.00E+00
371571.00 3754280.00 5.20E-02 0.00E+00 9.79E-07 0.00E+00 6.94E-07 0.00E+00 371571.00 3754280.00 1.80E-05 0.00E+00 3.39E-10 0.00E+00 2.40E-10 0.00E+00
371591.00 3754280.00 4.46E-02 0.00E+00 9.47E-07 0.00E+00 6.86E-07 0.00E+00 371591.00 3754280.00 1.54E-05 0.00E+00 3.28E-10 0.00E+00 2.38E-10 0.00E+00
371611.00 3754280.00 3.86E-02 0.00E+00 9.16E-07 0.00E+00 6.77E-07 0.00E+00 371611.00 3754280.00 1.34E-05 0.00E+00 3.17E-10 0.00E+00 2.35E-10 0.00E+00
371631.00 3754280.00 3.37E-02 0.00E+00 8.79E-07 0.00E+00 6.59E-07 0.00E+00 371631.00 3754280.00 1.17E-05 0.00E+00 3.04E-10 0.00E+00 2.28E-10 0.00E+00
371651.00 3754280.00 2.97E-02 0.00E+00 8.43E-07 0.00E+00 6.37E-07 0.00E+00 371651.00 3754280.00 1.03E-05 0.00E+00 2.92E-10 0.00E+00 2.21E-10 0.00E+00
371671.00 3754280.00 2.64E-02 0.00E+00 8.06E-07 0.00E+00 6.14E-07 0.00E+00 371671.00 3754280.00 9.13E-06 0.00E+00 2.79E-10 0.00E+00 2.12E-10 0.00E+00
371691.00 3754280.00 2.36E-02 0.00E+00 7.70E-07 0.00E+00 5.89E-07 0.00E+00 371691.00 3754280.00 8.15E-06 0.00E+00 2.67E-10 0.00E+00 2.04E-10 0.00E+00
371711.00 3754280.00 2.11E-02 0.00E+00 7.35E-07 0.00E+00 5.63E-07 0.00E+00 371711.00 3754280.00 7.32E-06 0.00E+00 2.54E-10 0.00E+00 1.95E-10 0.00E+00
371731.00 3754280.00 1.91E-02 0.00E+00 7.01E-07 0.00E+00 5.38E-07 0.00E+00 371731.00 3754280.00 6.61E-06 0.00E+00 2.43E-10 0.00E+00 1.86E-10 0.00E+00
371751.00 3754280.00 1.73E-02 0.00E+00 6.68E-07 0.00E+00 5.12E-07 0.00E+00 371751.00 3754280.00 5.99E-06 0.00E+00 2.31E-10 0.00E+00 1.77E-10 0.00E+00
371771.00 3754280.00 1.57E-02 0.00E+00 6.36E-07 0.00E+00 4.87E-07 0.00E+00 371771.00 3754280.00 5.45E-06 0.00E+00 2.20E-10 0.00E+00 1.69E-10 0.00E+00
371791.00 3754280.00 1.44E-02 0.00E+00 6.06E-07 0.00E+00 4.63E-07 0.00E+00 371791.00 3754280.00 4.98E-06 0.00E+00 2.10E-10 0.00E+00 1.60E-10 0.00E+00
371811.00 3754280.00 1.32E-02 0.00E+00 5.77E-07 0.00E+00 4.39E-07 0.00E+00 371811.00 3754280.00 4.57E-06 0.00E+00 2.00E-10 0.00E+00 1.52E-10 0.00E+00
371831.00 3754280.00 1.21E-02 0.00E+00 5.50E-07 0.00E+00 4.17E-07 0.00E+00 371831.00 3754280.00 4.20E-06 0.00E+00 1.90E-10 0.00E+00 1.44E-10 0.00E+00
370571.00 3754300.00 2.37E-03 0.00E+00 3.93E-07 0.00E+00 5.64E-08 0.00E+00 370571.00 3754300.00 8.20E-07 0.00E+00 1.36E-10 0.00E+00 1.95E-11 0.00E+00
370591.00 3754300.00 2.50E-03 0.00E+00 4.29E-07 0.00E+00 5.94E-08 0.00E+00 370591.00 3754300.00 8.64E-07 0.00E+00 1.48E-10 0.00E+00 2.06E-11 0.00E+00
370611.00 3754300.00 2.64E-03 0.00E+00 4.70E-07 0.00E+00 6.27E-08 0.00E+00 370611.00 3754300.00 9.13E-07 0.00E+00 1.63E-10 0.00E+00 2.17E-11 0.00E+00
370631.00 3754300.00 2.78E-03 0.00E+00 5.16E-07 0.00E+00 6.63E-08 0.00E+00 370631.00 3754300.00 9.63E-07 0.00E+00 1.79E-10 0.00E+00 2.29E-11 0.00E+00
370651.00 3754300.00 2.94E-03 0.00E+00 5.70E-07 0.00E+00 7.01E-08 0.00E+00 370651.00 3754300.00 1.02E-06 0.00E+00 1.97E-10 0.00E+00 2.43E-11 0.00E+00
370671.00 3754300.00 3.12E-03 0.00E+00 6.32E-07 0.00E+00 7.43E-08 0.00E+00 370671.00 3754300.00 1.08E-06 0.00E+00 2.19E-10 0.00E+00 2.57E-11 0.00E+00
370691.00 3754300.00 3.31E-03 0.00E+00 7.04E-07 0.00E+00 7.88E-08 0.00E+00 370691.00 3754300.00 1.15E-06 0.00E+00 2.44E-10 0.00E+00 2.73E-11 0.00E+00
370711.00 3754300.00 3.52E-03 0.00E+00 7.91E-07 0.00E+00 8.36E-08 0.00E+00 370711.00 3754300.00 1.22E-06 0.00E+00 2.74E-10 0.00E+00 2.89E-11 0.00E+00
370731.00 3754300.00 3.74E-03 0.00E+00 8.98E-07 0.00E+00 8.93E-08 0.00E+00 370731.00 3754300.00 1.29E-06 0.00E+00 3.11E-10 0.00E+00 3.09E-11 0.00E+00
370751.00 3754300.00 3.98E-03 0.00E+00 1.03E-06 0.00E+00 9.54E-08 0.00E+00 370751.00 3754300.00 1.38E-06 0.00E+00 3.56E-10 0.00E+00 3.30E-11 0.00E+00
370771.00 3754300.00 4.26E-03 0.00E+00 1.19E-06 0.00E+00 1.02E-07 0.00E+00 370771.00 3754300.00 1.48E-06 0.00E+00 4.13E-10 0.00E+00 3.53E-11 0.00E+00
370791.00 3754300.00 4.54E-03 0.00E+00 1.40E-06 0.00E+00 1.09E-07 0.00E+00 370791.00 3754300.00 1.57E-06 0.00E+00 4.83E-10 0.00E+00 3.79E-11 0.00E+00
370811.00 3754300.00 4.88E-03 0.00E+00 1.67E-06 0.00E+00 1.18E-07 0.00E+00 370811.00 3754300.00 1.69E-06 0.00E+00 5.77E-10 0.00E+00 4.07E-11 0.00E+00
370831.00 3754300.00 5.27E-03 0.00E+00 2.04E-06 0.00E+00 1.27E-07 0.00E+00 370831.00 3754300.00 1.82E-06 0.00E+00 7.07E-10 0.00E+00 4.38E-11 0.00E+00
370851.00 3754300.00 5.70E-03 0.00E+00 2.58E-06 0.00E+00 1.37E-07 0.00E+00 370851.00 3754300.00 1.97E-06 0.00E+00 8.92E-10 0.00E+00 4.73E-11 0.00E+00
370871.00 3754300.00 6.24E-03 0.00E+00 3.50E-06 0.00E+00 1.48E-07 0.00E+00 370871.00 3754300.00 2.16E-06 0.00E+00 1.21E-09 0.00E+00 5.12E-11 0.00E+00
370891.00 3754300.00 6.85E-03 0.00E+00 5.12E-06 0.00E+00 1.60E-07 0.00E+00 370891.00 3754300.00 2.37E-06 0.00E+00 1.77E-09 0.00E+00 5.54E-11 0.00E+00
370911.00 3754300.00 7.52E-03 0.00E+00 8.62E-06 0.00E+00 1.74E-07 0.00E+00 370911.00 3754300.00 2.60E-06 0.00E+00 2.98E-09 0.00E+00 6.01E-11 0.00E+00
370931.00 3754300.00 8.29E-03 0.00E+00 8.94E-06 0.00E+00 1.89E-07 0.00E+00 370931.00 3754300.00 2.87E-06 0.00E+00 3.10E-09 0.00E+00 6.54E-11 0.00E+00
370951.00 3754300.00 9.18E-03 0.00E+00 1.31E-05 0.00E+00 2.07E-07 0.00E+00 370951.00 3754300.00 3.18E-06 0.00E+00 4.52E-09 0.00E+00 7.15E-11 0.00E+00
370971.00 3754300.00 1.03E-02 0.00E+00 1.28E-05 0.00E+00 2.25E-07 0.00E+00 370971.00 3754300.00 3.55E-06 0.00E+00 4.42E-09 0.00E+00 7.78E-11 0.00E+00
370991.00 3754300.00 1.15E-02 0.00E+00 8.47E-06 0.00E+00 2.46E-07 0.00E+00 370991.00 3754300.00 3.99E-06 0.00E+00 2.93E-09 0.00E+00 8.50E-11 0.00E+00
371011.00 3754300.00 1.30E-02 0.00E+00 6.22E-06 0.00E+00 2.69E-07 0.00E+00 371011.00 3754300.00 4.51E-06 0.00E+00 2.15E-09 0.00E+00 9.32E-11 0.00E+00
371031.00 3754300.00 1.49E-02 0.00E+00 4.89E-06 0.00E+00 2.95E-07 0.00E+00 371031.00 3754300.00 5.15E-06 0.00E+00 1.69E-09 0.00E+00 1.02E-10 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371051.00 3754300.00 1.72E-02 0.00E+00 4.02E-06 0.00E+00 3.18E-07 0.00E+00 371051.00 3754300.00 5.96E-06 0.00E+00 1.39E-09 0.00E+00 1.10E-10 0.00E+00
371071.00 3754300.00 2.00E-02 0.00E+00 3.39E-06 0.00E+00 3.43E-07 0.00E+00 371071.00 3754300.00 6.93E-06 0.00E+00 1.17E-09 0.00E+00 1.19E-10 0.00E+00
371091.00 3754300.00 2.37E-02 0.00E+00 2.96E-06 0.00E+00 3.71E-07 0.00E+00 371091.00 3754300.00 8.21E-06 0.00E+00 1.02E-09 0.00E+00 1.29E-10 0.00E+00
371111.00 3754300.00 2.86E-02 0.00E+00 2.64E-06 0.00E+00 4.00E-07 0.00E+00 371111.00 3754300.00 9.90E-06 0.00E+00 9.12E-10 0.00E+00 1.38E-10 0.00E+00
371131.00 3754300.00 3.53E-02 0.00E+00 2.39E-06 0.00E+00 4.29E-07 0.00E+00 371131.00 3754300.00 1.22E-05 0.00E+00 8.27E-10 0.00E+00 1.48E-10 0.00E+00
371151.00 3754300.00 4.48E-02 0.00E+00 2.20E-06 0.00E+00 4.58E-07 0.00E+00 371151.00 3754300.00 1.55E-05 0.00E+00 7.60E-10 0.00E+00 1.59E-10 0.00E+00
371171.00 3754300.00 5.87E-02 0.00E+00 2.03E-06 0.00E+00 4.83E-07 0.00E+00 371171.00 3754300.00 2.03E-05 0.00E+00 7.03E-10 0.00E+00 1.67E-10 0.00E+00
371411.00 3754300.00 4.87E-01 0.00E+00 1.13E-06 0.00E+00 5.34E-07 0.00E+00 371411.00 3754300.00 1.69E-04 0.00E+00 3.92E-10 0.00E+00 1.85E-10 0.00E+00
371431.00 3754300.00 4.32E-01 0.00E+00 1.09E-06 0.00E+00 5.34E-07 0.00E+00 371431.00 3754300.00 1.50E-04 0.00E+00 3.78E-10 0.00E+00 1.85E-10 0.00E+00
371451.00 3754300.00 3.14E-01 0.00E+00 1.05E-06 0.00E+00 5.29E-07 0.00E+00 371451.00 3754300.00 1.09E-04 0.00E+00 3.64E-10 0.00E+00 1.83E-10 0.00E+00
371471.00 3754300.00 2.22E-01 0.00E+00 1.02E-06 0.00E+00 5.30E-07 0.00E+00 371471.00 3754300.00 7.67E-05 0.00E+00 3.52E-10 0.00E+00 1.83E-10 0.00E+00
371491.00 3754300.00 1.63E-01 0.00E+00 9.87E-07 0.00E+00 5.36E-07 0.00E+00 371491.00 3754300.00 5.65E-05 0.00E+00 3.42E-10 0.00E+00 1.86E-10 0.00E+00
371511.00 3754300.00 1.25E-01 0.00E+00 9.57E-07 0.00E+00 5.39E-07 0.00E+00 371511.00 3754300.00 4.34E-05 0.00E+00 3.31E-10 0.00E+00 1.87E-10 0.00E+00
371531.00 3754300.00 9.93E-02 0.00E+00 9.28E-07 0.00E+00 5.43E-07 0.00E+00 371531.00 3754300.00 3.44E-05 0.00E+00 3.21E-10 0.00E+00 1.88E-10 0.00E+00
371551.00 3754300.00 8.06E-02 0.00E+00 9.03E-07 0.00E+00 5.47E-07 0.00E+00 371551.00 3754300.00 2.79E-05 0.00E+00 3.12E-10 0.00E+00 1.89E-10 0.00E+00
371571.00 3754300.00 6.68E-02 0.00E+00 8.82E-07 0.00E+00 5.55E-07 0.00E+00 371571.00 3754300.00 2.31E-05 0.00E+00 3.05E-10 0.00E+00 1.92E-10 0.00E+00
371591.00 3754300.00 5.62E-02 0.00E+00 8.56E-07 0.00E+00 5.55E-07 0.00E+00 371591.00 3754300.00 1.94E-05 0.00E+00 2.96E-10 0.00E+00 1.92E-10 0.00E+00
371611.00 3754300.00 4.79E-02 0.00E+00 8.29E-07 0.00E+00 5.50E-07 0.00E+00 371611.00 3754300.00 1.66E-05 0.00E+00 2.87E-10 0.00E+00 1.90E-10 0.00E+00
371631.00 3754300.00 4.13E-02 0.00E+00 8.01E-07 0.00E+00 5.41E-07 0.00E+00 371631.00 3754300.00 1.43E-05 0.00E+00 2.77E-10 0.00E+00 1.87E-10 0.00E+00
371651.00 3754300.00 3.60E-02 0.00E+00 7.72E-07 0.00E+00 5.31E-07 0.00E+00 371651.00 3754300.00 1.25E-05 0.00E+00 2.67E-10 0.00E+00 1.84E-10 0.00E+00
371671.00 3754300.00 3.16E-02 0.00E+00 7.43E-07 0.00E+00 5.18E-07 0.00E+00 371671.00 3754300.00 1.09E-05 0.00E+00 2.57E-10 0.00E+00 1.79E-10 0.00E+00
371691.00 3754300.00 2.80E-02 0.00E+00 7.15E-07 0.00E+00 5.03E-07 0.00E+00 371691.00 3754300.00 9.69E-06 0.00E+00 2.48E-10 0.00E+00 1.74E-10 0.00E+00
371711.00 3754300.00 2.49E-02 0.00E+00 6.87E-07 0.00E+00 4.87E-07 0.00E+00 371711.00 3754300.00 8.63E-06 0.00E+00 2.38E-10 0.00E+00 1.69E-10 0.00E+00
371731.00 3754300.00 2.23E-02 0.00E+00 6.59E-07 0.00E+00 4.70E-07 0.00E+00 371731.00 3754300.00 7.73E-06 0.00E+00 2.28E-10 0.00E+00 1.63E-10 0.00E+00
371751.00 3754300.00 2.01E-02 0.00E+00 6.32E-07 0.00E+00 4.53E-07 0.00E+00 371751.00 3754300.00 6.97E-06 0.00E+00 2.19E-10 0.00E+00 1.57E-10 0.00E+00
371771.00 3754300.00 1.82E-02 0.00E+00 6.05E-07 0.00E+00 4.35E-07 0.00E+00 371771.00 3754300.00 6.30E-06 0.00E+00 2.10E-10 0.00E+00 1.51E-10 0.00E+00
371791.00 3754300.00 1.66E-02 0.00E+00 5.80E-07 0.00E+00 4.17E-07 0.00E+00 371791.00 3754300.00 5.73E-06 0.00E+00 2.01E-10 0.00E+00 1.44E-10 0.00E+00
371811.00 3754300.00 1.51E-02 0.00E+00 5.55E-07 0.00E+00 3.99E-07 0.00E+00 371811.00 3754300.00 5.23E-06 0.00E+00 1.92E-10 0.00E+00 1.38E-10 0.00E+00
371831.00 3754300.00 1.38E-02 0.00E+00 5.31E-07 0.00E+00 3.82E-07 0.00E+00 371831.00 3754300.00 4.79E-06 0.00E+00 1.84E-10 0.00E+00 1.32E-10 0.00E+00
370571.00 3754320.00 2.40E-03 0.00E+00 3.96E-07 0.00E+00 5.52E-08 0.00E+00 370571.00 3754320.00 8.29E-07 0.00E+00 1.37E-10 0.00E+00 1.91E-11 0.00E+00
370591.00 3754320.00 2.52E-03 0.00E+00 4.32E-07 0.00E+00 5.81E-08 0.00E+00 370591.00 3754320.00 8.74E-07 0.00E+00 1.49E-10 0.00E+00 2.01E-11 0.00E+00
370611.00 3754320.00 2.66E-03 0.00E+00 4.73E-07 0.00E+00 6.12E-08 0.00E+00 370611.00 3754320.00 9.22E-07 0.00E+00 1.64E-10 0.00E+00 2.12E-11 0.00E+00
370631.00 3754320.00 2.81E-03 0.00E+00 5.19E-07 0.00E+00 6.46E-08 0.00E+00 370631.00 3754320.00 9.73E-07 0.00E+00 1.80E-10 0.00E+00 2.23E-11 0.00E+00
370651.00 3754320.00 2.97E-03 0.00E+00 5.73E-07 0.00E+00 6.82E-08 0.00E+00 370651.00 3754320.00 1.03E-06 0.00E+00 1.98E-10 0.00E+00 2.36E-11 0.00E+00
370671.00 3754320.00 3.15E-03 0.00E+00 6.35E-07 0.00E+00 7.22E-08 0.00E+00 370671.00 3754320.00 1.09E-06 0.00E+00 2.20E-10 0.00E+00 2.50E-11 0.00E+00
370691.00 3754320.00 3.34E-03 0.00E+00 7.09E-07 0.00E+00 7.64E-08 0.00E+00 370691.00 3754320.00 1.16E-06 0.00E+00 2.45E-10 0.00E+00 2.64E-11 0.00E+00
370711.00 3754320.00 3.55E-03 0.00E+00 7.97E-07 0.00E+00 8.10E-08 0.00E+00 370711.00 3754320.00 1.23E-06 0.00E+00 2.76E-10 0.00E+00 2.80E-11 0.00E+00
370731.00 3754320.00 3.78E-03 0.00E+00 9.03E-07 0.00E+00 8.62E-08 0.00E+00 370731.00 3754320.00 1.31E-06 0.00E+00 3.13E-10 0.00E+00 2.98E-11 0.00E+00
370751.00 3754320.00 4.02E-03 0.00E+00 1.03E-06 0.00E+00 9.19E-08 0.00E+00 370751.00 3754320.00 1.39E-06 0.00E+00 3.58E-10 0.00E+00 3.18E-11 0.00E+00
370771.00 3754320.00 4.29E-03 0.00E+00 1.19E-06 0.00E+00 9.80E-08 0.00E+00 370771.00 3754320.00 1.48E-06 0.00E+00 4.13E-10 0.00E+00 3.39E-11 0.00E+00
370791.00 3754320.00 4.58E-03 0.00E+00 1.40E-06 0.00E+00 1.05E-07 0.00E+00 370791.00 3754320.00 1.59E-06 0.00E+00 4.83E-10 0.00E+00 3.63E-11 0.00E+00
370811.00 3754320.00 4.92E-03 0.00E+00 1.66E-06 0.00E+00 1.12E-07 0.00E+00 370811.00 3754320.00 1.70E-06 0.00E+00 5.75E-10 0.00E+00 3.88E-11 0.00E+00
370831.00 3754320.00 5.31E-03 0.00E+00 2.03E-06 0.00E+00 1.20E-07 0.00E+00 370831.00 3754320.00 1.84E-06 0.00E+00 7.03E-10 0.00E+00 4.17E-11 0.00E+00
370851.00 3754320.00 5.75E-03 0.00E+00 2.56E-06 0.00E+00 1.29E-07 0.00E+00 370851.00 3754320.00 1.99E-06 0.00E+00 8.87E-10 0.00E+00 4.48E-11 0.00E+00
370871.00 3754320.00 6.32E-03 0.00E+00 3.49E-06 0.00E+00 1.40E-07 0.00E+00 370871.00 3754320.00 2.19E-06 0.00E+00 1.21E-09 0.00E+00 4.84E-11 0.00E+00
370891.00 3754320.00 6.95E-03 0.00E+00 5.15E-06 0.00E+00 1.49E-07 0.00E+00 370891.00 3754320.00 2.41E-06 0.00E+00 1.78E-09 0.00E+00 5.18E-11 0.00E+00
370911.00 3754320.00 7.63E-03 0.00E+00 8.74E-06 0.00E+00 1.62E-07 0.00E+00 370911.00 3754320.00 2.64E-06 0.00E+00 3.02E-09 0.00E+00 5.59E-11 0.00E+00
370931.00 3754320.00 8.41E-03 0.00E+00 8.64E-06 0.00E+00 1.75E-07 0.00E+00 370931.00 3754320.00 2.91E-06 0.00E+00 2.99E-09 0.00E+00 6.07E-11 0.00E+00
370951.00 3754320.00 9.32E-03 0.00E+00 1.48E-05 0.00E+00 1.90E-07 0.00E+00 370951.00 3754320.00 3.22E-06 0.00E+00 5.14E-09 0.00E+00 6.59E-11 0.00E+00
370971.00 3754320.00 1.04E-02 0.00E+00 1.26E-05 0.00E+00 2.06E-07 0.00E+00 370971.00 3754320.00 3.60E-06 0.00E+00 4.35E-09 0.00E+00 7.13E-11 0.00E+00
370991.00 3754320.00 1.17E-02 0.00E+00 8.34E-06 0.00E+00 2.24E-07 0.00E+00 370991.00 3754320.00 4.05E-06 0.00E+00 2.89E-09 0.00E+00 7.74E-11 0.00E+00
371011.00 3754320.00 1.33E-02 0.00E+00 6.12E-06 0.00E+00 2.42E-07 0.00E+00 371011.00 3754320.00 4.59E-06 0.00E+00 2.12E-09 0.00E+00 8.38E-11 0.00E+00
371031.00 3754320.00 1.52E-02 0.00E+00 4.80E-06 0.00E+00 2.62E-07 0.00E+00 371031.00 3754320.00 5.25E-06 0.00E+00 1.66E-09 0.00E+00 9.09E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371051.00 3754320.00 1.75E-02 0.00E+00 3.94E-06 0.00E+00 2.83E-07 0.00E+00 371051.00 3754320.00 6.07E-06 0.00E+00 1.37E-09 0.00E+00 9.79E-11 0.00E+00
371071.00 3754320.00 2.05E-02 0.00E+00 3.35E-06 0.00E+00 3.04E-07 0.00E+00 371071.00 3754320.00 7.11E-06 0.00E+00 1.16E-09 0.00E+00 1.05E-10 0.00E+00
371091.00 3754320.00 2.44E-02 0.00E+00 2.91E-06 0.00E+00 3.24E-07 0.00E+00 371091.00 3754320.00 8.44E-06 0.00E+00 1.01E-09 0.00E+00 1.12E-10 0.00E+00
371111.00 3754320.00 2.95E-02 0.00E+00 2.57E-06 0.00E+00 3.44E-07 0.00E+00 371111.00 3754320.00 1.02E-05 0.00E+00 8.90E-10 0.00E+00 1.19E-10 0.00E+00
371131.00 3754320.00 3.64E-02 0.00E+00 2.31E-06 0.00E+00 3.64E-07 0.00E+00 371131.00 3754320.00 1.26E-05 0.00E+00 7.99E-10 0.00E+00 1.26E-10 0.00E+00
371151.00 3754320.00 4.63E-02 0.00E+00 2.10E-06 0.00E+00 3.83E-07 0.00E+00 371151.00 3754320.00 1.60E-05 0.00E+00 7.27E-10 0.00E+00 1.32E-10 0.00E+00
371171.00 3754320.00 6.11E-02 0.00E+00 1.93E-06 0.00E+00 4.00E-07 0.00E+00 371171.00 3754320.00 2.11E-05 0.00E+00 6.68E-10 0.00E+00 1.38E-10 0.00E+00
371411.00 3754320.00 5.88E-01 0.00E+00 1.03E-06 0.00E+00 4.23E-07 0.00E+00 371411.00 3754320.00 2.03E-04 0.00E+00 3.55E-10 0.00E+00 1.46E-10 0.00E+00
371431.00 3754320.00 5.07E-01 0.00E+00 9.89E-07 0.00E+00 4.21E-07 0.00E+00 371431.00 3754320.00 1.76E-04 0.00E+00 3.42E-10 0.00E+00 1.46E-10 0.00E+00
371451.00 3754320.00 3.71E-01 0.00E+00 9.53E-07 0.00E+00 4.19E-07 0.00E+00 371451.00 3754320.00 1.29E-04 0.00E+00 3.30E-10 0.00E+00 1.45E-10 0.00E+00
371471.00 3754320.00 2.66E-01 0.00E+00 9.21E-07 0.00E+00 4.19E-07 0.00E+00 371471.00 3754320.00 9.22E-05 0.00E+00 3.19E-10 0.00E+00 1.45E-10 0.00E+00
371491.00 3754320.00 1.97E-01 0.00E+00 8.90E-07 0.00E+00 4.20E-07 0.00E+00 371491.00 3754320.00 6.82E-05 0.00E+00 3.08E-10 0.00E+00 1.45E-10 0.00E+00
371511.00 3754320.00 1.50E-01 0.00E+00 8.63E-07 0.00E+00 4.23E-07 0.00E+00 371511.00 3754320.00 5.21E-05 0.00E+00 2.99E-10 0.00E+00 1.46E-10 0.00E+00
371531.00 3754320.00 1.18E-01 0.00E+00 8.37E-07 0.00E+00 4.26E-07 0.00E+00 371531.00 3754320.00 4.10E-05 0.00E+00 2.90E-10 0.00E+00 1.47E-10 0.00E+00
371551.00 3754320.00 9.54E-02 0.00E+00 8.15E-07 0.00E+00 4.31E-07 0.00E+00 371551.00 3754320.00 3.30E-05 0.00E+00 2.82E-10 0.00E+00 1.49E-10 0.00E+00
371571.00 3754320.00 7.85E-02 0.00E+00 7.97E-07 0.00E+00 4.41E-07 0.00E+00 371571.00 3754320.00 2.72E-05 0.00E+00 2.76E-10 0.00E+00 1.53E-10 0.00E+00
371591.00 3754320.00 6.56E-02 0.00E+00 7.77E-07 0.00E+00 4.45E-07 0.00E+00 371591.00 3754320.00 2.27E-05 0.00E+00 2.69E-10 0.00E+00 1.54E-10 0.00E+00
371611.00 3754320.00 5.56E-02 0.00E+00 7.55E-07 0.00E+00 4.45E-07 0.00E+00 371611.00 3754320.00 1.92E-05 0.00E+00 2.61E-10 0.00E+00 1.54E-10 0.00E+00
371631.00 3754320.00 4.77E-02 0.00E+00 7.32E-07 0.00E+00 4.43E-07 0.00E+00 371631.00 3754320.00 1.65E-05 0.00E+00 2.53E-10 0.00E+00 1.53E-10 0.00E+00
371651.00 3754320.00 4.13E-02 0.00E+00 7.09E-07 0.00E+00 4.39E-07 0.00E+00 371651.00 3754320.00 1.43E-05 0.00E+00 2.45E-10 0.00E+00 1.52E-10 0.00E+00
371671.00 3754320.00 3.61E-02 0.00E+00 6.86E-07 0.00E+00 4.33E-07 0.00E+00 371671.00 3754320.00 1.25E-05 0.00E+00 2.37E-10 0.00E+00 1.50E-10 0.00E+00
371691.00 3754320.00 3.18E-02 0.00E+00 6.63E-07 0.00E+00 4.25E-07 0.00E+00 371691.00 3754320.00 1.10E-05 0.00E+00 2.30E-10 0.00E+00 1.47E-10 0.00E+00
371711.00 3754320.00 2.82E-02 0.00E+00 6.40E-07 0.00E+00 4.16E-07 0.00E+00 371711.00 3754320.00 9.78E-06 0.00E+00 2.22E-10 0.00E+00 1.44E-10 0.00E+00
371731.00 3754320.00 2.52E-02 0.00E+00 6.18E-07 0.00E+00 4.06E-07 0.00E+00 371731.00 3754320.00 8.73E-06 0.00E+00 2.14E-10 0.00E+00 1.40E-10 0.00E+00
371751.00 3754320.00 2.26E-02 0.00E+00 5.96E-07 0.00E+00 3.95E-07 0.00E+00 371751.00 3754320.00 7.84E-06 0.00E+00 2.06E-10 0.00E+00 1.37E-10 0.00E+00
371771.00 3754320.00 2.04E-02 0.00E+00 5.73E-07 0.00E+00 3.83E-07 0.00E+00 371771.00 3754320.00 7.07E-06 0.00E+00 1.98E-10 0.00E+00 1.33E-10 0.00E+00
371791.00 3754320.00 1.85E-02 0.00E+00 5.51E-07 0.00E+00 3.70E-07 0.00E+00 371791.00 3754320.00 6.41E-06 0.00E+00 1.91E-10 0.00E+00 1.28E-10 0.00E+00
371811.00 3754320.00 1.68E-02 0.00E+00 5.31E-07 0.00E+00 3.58E-07 0.00E+00 371811.00 3754320.00 5.83E-06 0.00E+00 1.84E-10 0.00E+00 1.24E-10 0.00E+00
371831.00 3754320.00 1.54E-02 0.00E+00 5.10E-07 0.00E+00 3.45E-07 0.00E+00 371831.00 3754320.00 5.33E-06 0.00E+00 1.77E-10 0.00E+00 1.19E-10 0.00E+00
370571.00 3754340.00 2.41E-03 0.00E+00 3.97E-07 0.00E+00 5.39E-08 0.00E+00 370571.00 3754340.00 8.36E-07 0.00E+00 1.38E-10 0.00E+00 1.86E-11 0.00E+00
370591.00 3754340.00 2.54E-03 0.00E+00 4.34E-07 0.00E+00 5.66E-08 0.00E+00 370591.00 3754340.00 8.81E-07 0.00E+00 1.50E-10 0.00E+00 1.96E-11 0.00E+00
370611.00 3754340.00 2.68E-03 0.00E+00 4.75E-07 0.00E+00 5.96E-08 0.00E+00 370611.00 3754340.00 9.29E-07 0.00E+00 1.64E-10 0.00E+00 2.06E-11 0.00E+00
370631.00 3754340.00 2.83E-03 0.00E+00 5.21E-07 0.00E+00 6.27E-08 0.00E+00 370631.00 3754340.00 9.80E-07 0.00E+00 1.80E-10 0.00E+00 2.17E-11 0.00E+00
370651.00 3754340.00 2.99E-03 0.00E+00 5.75E-07 0.00E+00 6.62E-08 0.00E+00 370651.00 3754340.00 1.04E-06 0.00E+00 1.99E-10 0.00E+00 2.29E-11 0.00E+00
370671.00 3754340.00 3.17E-03 0.00E+00 6.37E-07 0.00E+00 6.98E-08 0.00E+00 370671.00 3754340.00 1.10E-06 0.00E+00 2.21E-10 0.00E+00 2.42E-11 0.00E+00
370691.00 3754340.00 3.36E-03 0.00E+00 7.11E-07 0.00E+00 7.37E-08 0.00E+00 370691.00 3754340.00 1.16E-06 0.00E+00 2.46E-10 0.00E+00 2.55E-11 0.00E+00
370711.00 3754340.00 3.58E-03 0.00E+00 7.98E-07 0.00E+00 7.79E-08 0.00E+00 370711.00 3754340.00 1.24E-06 0.00E+00 2.76E-10 0.00E+00 2.70E-11 0.00E+00
370731.00 3754340.00 3.80E-03 0.00E+00 9.05E-07 0.00E+00 8.29E-08 0.00E+00 370731.00 3754340.00 1.32E-06 0.00E+00 3.13E-10 0.00E+00 2.87E-11 0.00E+00

370751 3754340 4.04E-03 0.00E+00 1.03E-06 0.00E+00 8.82E-08 0.00E+00 370751 3754340 1.40E-06 0.00E+00 3.58E-10 0.00E+00 3.05E-11 0.00E+00
370771 3754340 4.32E-03 0.00E+00 1.19E-06 0.00E+00 9.39E-08 0.00E+00 370771 3754340 1.49E-06 0.00E+00 4.14E-10 0.00E+00 3.25E-11 0.00E+00
370791 3754340 4.61E-03 0.00E+00 1.39E-06 0.00E+00 1.00E-07 0.00E+00 370791 3754340 1.60E-06 0.00E+00 4.82E-10 0.00E+00 3.46E-11 0.00E+00
370811 3754340 4.94E-03 0.00E+00 1.65E-06 0.00E+00 1.07E-07 0.00E+00 370811 3754340 1.71E-06 0.00E+00 5.72E-10 0.00E+00 3.70E-11 0.00E+00
370831 3754340 5.33E-03 0.00E+00 2.02E-06 0.00E+00 1.14E-07 0.00E+00 370831 3754340 1.85E-06 0.00E+00 6.99E-10 0.00E+00 3.95E-11 0.00E+00
370851 3754340 5.78E-03 0.00E+00 2.55E-06 0.00E+00 1.22E-07 0.00E+00 370851 3754340 2.00E-06 0.00E+00 8.81E-10 0.00E+00 4.24E-11 0.00E+00
370871 3754340 6.33E-03 0.00E+00 3.44E-06 0.00E+00 1.32E-07 0.00E+00 370871 3754340 2.19E-06 0.00E+00 1.19E-09 0.00E+00 4.55E-11 0.00E+00
370891 3754340 6.99E-03 0.00E+00 5.13E-06 0.00E+00 1.39E-07 0.00E+00 370891 3754340 2.42E-06 0.00E+00 1.78E-09 0.00E+00 4.83E-11 0.00E+00
370911 3754340 7.66E-03 0.00E+00 8.71E-06 0.00E+00 1.50E-07 0.00E+00 370911 3754340 2.65E-06 0.00E+00 3.02E-09 0.00E+00 5.19E-11 0.00E+00
370931 3754340 8.44E-03 0.00E+00 9.06E-06 0.00E+00 1.62E-07 0.00E+00 370931 3754340 2.92E-06 0.00E+00 3.14E-09 0.00E+00 5.62E-11 0.00E+00
370951 3754340 9.35E-03 0.00E+00 1.30E-05 0.00E+00 1.75E-07 0.00E+00 370951 3754340 3.24E-06 0.00E+00 4.51E-09 0.00E+00 6.06E-11 0.00E+00
370971 3754340 1.04E-02 0.00E+00 1.25E-05 0.00E+00 1.88E-07 0.00E+00 370971 3754340 3.61E-06 0.00E+00 4.32E-09 0.00E+00 6.52E-11 0.00E+00
370991 3754340 1.17E-02 0.00E+00 8.27E-06 0.00E+00 2.03E-07 0.00E+00 370991 3754340 4.06E-06 0.00E+00 2.86E-09 0.00E+00 7.02E-11 0.00E+00
371011 3754340 1.33E-02 0.00E+00 6.05E-06 0.00E+00 2.18E-07 0.00E+00 371011 3754340 4.60E-06 0.00E+00 2.09E-09 0.00E+00 7.54E-11 0.00E+00
371031 3754340 1.52E-02 0.00E+00 4.74E-06 0.00E+00 2.34E-07 0.00E+00 371031 3754340 5.25E-06 0.00E+00 1.64E-09 0.00E+00 8.09E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371051 3754340 1.75E-02 0.00E+00 3.88E-06 0.00E+00 2.50E-07 0.00E+00 371051 3754340 6.07E-06 0.00E+00 1.34E-09 0.00E+00 8.65E-11 0.00E+00
371071 3754340 2.05E-02 0.00E+00 3.28E-06 0.00E+00 2.66E-07 0.00E+00 371071 3754340 7.09E-06 0.00E+00 1.14E-09 0.00E+00 9.20E-11 0.00E+00
371091 3754340 2.43E-02 0.00E+00 2.84E-06 0.00E+00 2.81E-07 0.00E+00 371091 3754340 8.40E-06 0.00E+00 9.84E-10 0.00E+00 9.73E-11 0.00E+00
371111 3754340 2.92E-02 0.00E+00 2.50E-06 0.00E+00 2.96E-07 0.00E+00 371111 3754340 1.01E-05 0.00E+00 8.66E-10 0.00E+00 1.02E-10 0.00E+00
371131 3754340 3.60E-02 0.00E+00 2.24E-06 0.00E+00 3.10E-07 0.00E+00 371131 3754340 1.24E-05 0.00E+00 7.75E-10 0.00E+00 1.07E-10 0.00E+00
371151 3754340 4.55E-02 0.00E+00 2.03E-06 0.00E+00 3.23E-07 0.00E+00 371151 3754340 1.57E-05 0.00E+00 7.02E-10 0.00E+00 1.12E-10 0.00E+00
371171 3754340 5.94E-02 0.00E+00 1.86E-06 0.00E+00 3.35E-07 0.00E+00 371171 3754340 2.06E-05 0.00E+00 6.42E-10 0.00E+00 1.16E-10 0.00E+00
371411 3754340 5.59E-01 0.00E+00 9.46E-07 0.00E+00 3.43E-07 0.00E+00 371411 3754340 1.93E-04 0.00E+00 3.27E-10 0.00E+00 1.19E-10 0.00E+00
371431 3754340 4.60E-01 0.00E+00 9.10E-07 0.00E+00 3.41E-07 0.00E+00 371431 3754340 1.59E-04 0.00E+00 3.15E-10 0.00E+00 1.18E-10 0.00E+00
371451 3754340 3.46E-01 0.00E+00 8.77E-07 0.00E+00 3.39E-07 0.00E+00 371451 3754340 1.20E-04 0.00E+00 3.04E-10 0.00E+00 1.17E-10 0.00E+00
371471 3754340 2.60E-01 0.00E+00 8.47E-07 0.00E+00 3.38E-07 0.00E+00 371471 3754340 9.01E-05 0.00E+00 2.93E-10 0.00E+00 1.17E-10 0.00E+00
371491 3754340 1.99E-01 0.00E+00 8.20E-07 0.00E+00 3.40E-07 0.00E+00 371491 3754340 6.90E-05 0.00E+00 2.84E-10 0.00E+00 1.18E-10 0.00E+00
371511 3754340 1.56E-01 0.00E+00 7.95E-07 0.00E+00 3.42E-07 0.00E+00 371511 3754340 5.41E-05 0.00E+00 2.75E-10 0.00E+00 1.19E-10 0.00E+00
371531 3754340 1.25E-01 0.00E+00 7.71E-07 0.00E+00 3.45E-07 0.00E+00 371531 3754340 4.33E-05 0.00E+00 2.67E-10 0.00E+00 1.19E-10 0.00E+00
371551 3754340 1.02E-01 0.00E+00 7.50E-07 0.00E+00 3.50E-07 0.00E+00 371551 3754340 3.53E-05 0.00E+00 2.60E-10 0.00E+00 1.21E-10 0.00E+00
371571 3754340 8.44E-02 0.00E+00 7.32E-07 0.00E+00 3.56E-07 0.00E+00 371571 3754340 2.92E-05 0.00E+00 2.53E-10 0.00E+00 1.23E-10 0.00E+00
371591 3754340 7.09E-02 0.00E+00 7.13E-07 0.00E+00 3.60E-07 0.00E+00 371591 3754340 2.45E-05 0.00E+00 2.47E-10 0.00E+00 1.24E-10 0.00E+00
371611 3754340 6.03E-02 0.00E+00 6.93E-07 0.00E+00 3.62E-07 0.00E+00 371611 3754340 2.09E-05 0.00E+00 2.40E-10 0.00E+00 1.25E-10 0.00E+00
371631 3754340 5.18E-02 0.00E+00 6.74E-07 0.00E+00 3.63E-07 0.00E+00 371631 3754340 1.79E-05 0.00E+00 2.33E-10 0.00E+00 1.25E-10 0.00E+00
371651 3754340 4.50E-02 0.00E+00 6.55E-07 0.00E+00 3.62E-07 0.00E+00 371651 3754340 1.56E-05 0.00E+00 2.27E-10 0.00E+00 1.25E-10 0.00E+00
371671 3754340 3.93E-02 0.00E+00 6.35E-07 0.00E+00 3.60E-07 0.00E+00 371671 3754340 1.36E-05 0.00E+00 2.20E-10 0.00E+00 1.25E-10 0.00E+00
371691 3754340 3.47E-02 0.00E+00 6.17E-07 0.00E+00 3.57E-07 0.00E+00 371691 3754340 1.20E-05 0.00E+00 2.13E-10 0.00E+00 1.24E-10 0.00E+00
371711 3754340 3.08E-02 0.00E+00 5.98E-07 0.00E+00 3.53E-07 0.00E+00 371711 3754340 1.06E-05 0.00E+00 2.07E-10 0.00E+00 1.22E-10 0.00E+00
371731 3754340 2.74E-02 0.00E+00 5.79E-07 0.00E+00 3.48E-07 0.00E+00 371731 3754340 9.50E-06 0.00E+00 2.00E-10 0.00E+00 1.20E-10 0.00E+00
371751 3754340 2.46E-02 0.00E+00 5.60E-07 0.00E+00 3.41E-07 0.00E+00 371751 3754340 8.52E-06 0.00E+00 1.94E-10 0.00E+00 1.18E-10 0.00E+00
371771 3754340 2.22E-02 0.00E+00 5.42E-07 0.00E+00 3.34E-07 0.00E+00 371771 3754340 7.68E-06 0.00E+00 1.87E-10 0.00E+00 1.16E-10 0.00E+00
371791 3754340 2.01E-02 0.00E+00 5.23E-07 0.00E+00 3.26E-07 0.00E+00 371791 3754340 6.96E-06 0.00E+00 1.81E-10 0.00E+00 1.13E-10 0.00E+00
371811 3754340 1.83E-02 0.00E+00 5.05E-07 0.00E+00 3.17E-07 0.00E+00 371811 3754340 6.33E-06 0.00E+00 1.75E-10 0.00E+00 1.10E-10 0.00E+00
371831 3754340 1.67E-02 0.00E+00 4.88E-07 0.00E+00 3.08E-07 0.00E+00 371831 3754340 5.78E-06 0.00E+00 1.69E-10 0.00E+00 1.07E-10 0.00E+00
370571 3754360 2.43E-03 0.00E+00 3.99E-07 0.00E+00 5.25E-08 0.00E+00 370571 3754360 8.40E-07 0.00E+00 1.38E-10 0.00E+00 1.82E-11 0.00E+00
370591 3754360 2.56E-03 0.00E+00 4.35E-07 0.00E+00 5.51E-08 0.00E+00 370591 3754360 8.85E-07 0.00E+00 1.50E-10 0.00E+00 1.91E-11 0.00E+00
370611 3754360 2.70E-03 0.00E+00 4.75E-07 0.00E+00 5.78E-08 0.00E+00 370611 3754360 9.33E-07 0.00E+00 1.65E-10 0.00E+00 2.00E-11 0.00E+00
370631 3754360 2.84E-03 0.00E+00 5.21E-07 0.00E+00 6.08E-08 0.00E+00 370631 3754360 9.84E-07 0.00E+00 1.81E-10 0.00E+00 2.10E-11 0.00E+00
370651 3754360 3.00E-03 0.00E+00 5.75E-07 0.00E+00 6.39E-08 0.00E+00 370651 3754360 1.04E-06 0.00E+00 1.99E-10 0.00E+00 2.21E-11 0.00E+00
370671 3754360 3.18E-03 0.00E+00 6.37E-07 0.00E+00 6.73E-08 0.00E+00 370671 3754360 1.10E-06 0.00E+00 2.21E-10 0.00E+00 2.33E-11 0.00E+00
370691 3754360 3.37E-03 0.00E+00 7.10E-07 0.00E+00 7.09E-08 0.00E+00 370691 3754360 1.17E-06 0.00E+00 2.46E-10 0.00E+00 2.45E-11 0.00E+00
370711 3754360 3.58E-03 0.00E+00 7.98E-07 0.00E+00 7.49E-08 0.00E+00 370711 3754360 1.24E-06 0.00E+00 2.76E-10 0.00E+00 2.59E-11 0.00E+00
370731 3754360 3.80E-03 0.00E+00 9.05E-07 0.00E+00 7.97E-08 0.00E+00 370731 3754360 1.32E-06 0.00E+00 3.13E-10 0.00E+00 2.76E-11 0.00E+00
370751 3754360 4.04E-03 0.00E+00 1.03E-06 0.00E+00 8.45E-08 0.00E+00 370751 3754360 1.40E-06 0.00E+00 3.58E-10 0.00E+00 2.93E-11 0.00E+00
370771 3754360 4.31E-03 0.00E+00 1.19E-06 0.00E+00 8.97E-08 0.00E+00 370771 3754360 1.49E-06 0.00E+00 4.12E-10 0.00E+00 3.11E-11 0.00E+00
370791 3754360 4.60E-03 0.00E+00 1.39E-06 0.00E+00 9.54E-08 0.00E+00 370791 3754360 1.59E-06 0.00E+00 4.81E-10 0.00E+00 3.30E-11 0.00E+00
370811 3754360 4.92E-03 0.00E+00 1.64E-06 0.00E+00 1.01E-07 0.00E+00 370811 3754360 1.70E-06 0.00E+00 5.67E-10 0.00E+00 3.51E-11 0.00E+00
370831 3754360 5.32E-03 0.00E+00 2.00E-06 0.00E+00 1.08E-07 0.00E+00 370831 3754360 1.84E-06 0.00E+00 6.94E-10 0.00E+00 3.74E-11 0.00E+00
370851 3754360 5.77E-03 0.00E+00 2.53E-06 0.00E+00 1.16E-07 0.00E+00 370851 3754360 2.00E-06 0.00E+00 8.74E-10 0.00E+00 4.00E-11 0.00E+00
370871 3754360 6.30E-03 0.00E+00 3.39E-06 0.00E+00 1.24E-07 0.00E+00 370871 3754360 2.18E-06 0.00E+00 1.17E-09 0.00E+00 4.28E-11 0.00E+00
370891 3754360 6.95E-03 0.00E+00 5.11E-06 0.00E+00 1.30E-07 0.00E+00 370891 3754360 2.41E-06 0.00E+00 1.77E-09 0.00E+00 4.51E-11 0.00E+00
370911 3754360 7.62E-03 0.00E+00 8.56E-06 0.00E+00 1.39E-07 0.00E+00 370911 3754360 2.64E-06 0.00E+00 2.96E-09 0.00E+00 4.82E-11 0.00E+00
370931 3754360 8.38E-03 0.00E+00 8.58E-06 0.00E+00 1.50E-07 0.00E+00 370931 3754360 2.90E-06 0.00E+00 2.97E-09 0.00E+00 5.19E-11 0.00E+00
370951 3754360 9.28E-03 0.00E+00 1.49E-05 0.00E+00 1.61E-07 0.00E+00 370951 3754360 3.21E-06 0.00E+00 5.17E-09 0.00E+00 5.57E-11 0.00E+00
370971 3754360 1.03E-02 0.00E+00 1.21E-05 0.00E+00 1.70E-07 0.00E+00 370971 3754360 3.56E-06 0.00E+00 4.21E-09 0.00E+00 5.87E-11 0.00E+00
370991 3754360 1.15E-02 0.00E+00 8.15E-06 0.00E+00 1.82E-07 0.00E+00 370991 3754360 4.00E-06 0.00E+00 2.82E-09 0.00E+00 6.28E-11 0.00E+00
371011 3754360 1.30E-02 0.00E+00 5.97E-06 0.00E+00 1.94E-07 0.00E+00 371011 3754360 4.51E-06 0.00E+00 2.07E-09 0.00E+00 6.70E-11 0.00E+00
371031 3754360 1.49E-02 0.00E+00 4.70E-06 0.00E+00 2.07E-07 0.00E+00 371031 3754360 5.15E-06 0.00E+00 1.63E-09 0.00E+00 7.17E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371051 3754360 1.70E-02 0.00E+00 3.80E-06 0.00E+00 2.18E-07 0.00E+00 371051 3754360 5.89E-06 0.00E+00 1.32E-09 0.00E+00 7.55E-11 0.00E+00
371071 3754360 1.98E-02 0.00E+00 3.21E-06 0.00E+00 2.31E-07 0.00E+00 371071 3754360 6.85E-06 0.00E+00 1.11E-09 0.00E+00 7.99E-11 0.00E+00
371091 3754360 2.33E-02 0.00E+00 2.77E-06 0.00E+00 2.43E-07 0.00E+00 371091 3754360 8.05E-06 0.00E+00 9.59E-10 0.00E+00 8.40E-11 0.00E+00
371111 3754360 2.81E-02 0.00E+00 2.46E-06 0.00E+00 2.56E-07 0.00E+00 371111 3754360 9.71E-06 0.00E+00 8.50E-10 0.00E+00 8.88E-11 0.00E+00
371131 3754360 3.42E-02 0.00E+00 2.19E-06 0.00E+00 2.69E-07 0.00E+00 371131 3754360 1.18E-05 0.00E+00 7.59E-10 0.00E+00 9.31E-11 0.00E+00
371151 3754360 4.25E-02 0.00E+00 1.98E-06 0.00E+00 2.80E-07 0.00E+00 371151 3754360 1.47E-05 0.00E+00 6.86E-10 0.00E+00 9.68E-11 0.00E+00
371171 3754360 5.42E-02 0.00E+00 1.81E-06 0.00E+00 2.88E-07 0.00E+00 371171 3754360 1.88E-05 0.00E+00 6.25E-10 0.00E+00 9.98E-11 0.00E+00
371191 3754360 7.14E-02 0.00E+00 1.66E-06 0.00E+00 2.95E-07 0.00E+00 371191 3754360 2.47E-05 0.00E+00 5.75E-10 0.00E+00 1.02E-10 0.00E+00
371211 3754360 9.76E-02 0.00E+00 1.54E-06 0.00E+00 3.00E-07 0.00E+00 371211 3754360 3.38E-05 0.00E+00 5.32E-10 0.00E+00 1.04E-10 0.00E+00
371231 3754360 1.38E-01 0.00E+00 1.43E-06 0.00E+00 3.04E-07 0.00E+00 371231 3754360 4.79E-05 0.00E+00 4.95E-10 0.00E+00 1.05E-10 0.00E+00
371251 3754360 1.90E-01 0.00E+00 1.34E-06 0.00E+00 3.06E-07 0.00E+00 371251 3754360 6.57E-05 0.00E+00 4.63E-10 0.00E+00 1.06E-10 0.00E+00
371271 3754360 2.27E-01 0.00E+00 1.26E-06 0.00E+00 3.07E-07 0.00E+00 371271 3754360 7.86E-05 0.00E+00 4.35E-10 0.00E+00 1.06E-10 0.00E+00
371291 3754360 2.85E-01 0.00E+00 1.18E-06 0.00E+00 3.06E-07 0.00E+00 371291 3754360 9.85E-05 0.00E+00 4.10E-10 0.00E+00 1.06E-10 0.00E+00
371311 3754360 3.48E-01 0.00E+00 1.12E-06 0.00E+00 3.03E-07 0.00E+00 371311 3754360 1.21E-04 0.00E+00 3.88E-10 0.00E+00 1.05E-10 0.00E+00
371331 3754360 3.90E-01 0.00E+00 1.06E-06 0.00E+00 3.01E-07 0.00E+00 371331 3754360 1.35E-04 0.00E+00 3.68E-10 0.00E+00 1.04E-10 0.00E+00
371351 3754360 4.09E-01 0.00E+00 1.01E-06 0.00E+00 2.97E-07 0.00E+00 371351 3754360 1.42E-04 0.00E+00 3.51E-10 0.00E+00 1.03E-10 0.00E+00
371371 3754360 4.06E-01 0.00E+00 9.67E-07 0.00E+00 2.93E-07 0.00E+00 371371 3754360 1.40E-04 0.00E+00 3.35E-10 0.00E+00 1.01E-10 0.00E+00
371391 3754360 3.86E-01 0.00E+00 9.23E-07 0.00E+00 2.87E-07 0.00E+00 371391 3754360 1.34E-04 0.00E+00 3.19E-10 0.00E+00 9.94E-11 0.00E+00
371411 3754360 3.61E-01 0.00E+00 8.85E-07 0.00E+00 2.84E-07 0.00E+00 371411 3754360 1.25E-04 0.00E+00 3.06E-10 0.00E+00 9.83E-11 0.00E+00
371431 3754360 3.19E-01 0.00E+00 8.51E-07 0.00E+00 2.82E-07 0.00E+00 371431 3754360 1.10E-04 0.00E+00 2.95E-10 0.00E+00 9.75E-11 0.00E+00
371451 3754360 2.61E-01 0.00E+00 8.22E-07 0.00E+00 2.83E-07 0.00E+00 371451 3754360 9.04E-05 0.00E+00 2.85E-10 0.00E+00 9.79E-11 0.00E+00
371471 3754360 2.13E-01 0.00E+00 7.94E-07 0.00E+00 2.83E-07 0.00E+00 371471 3754360 7.37E-05 0.00E+00 2.75E-10 0.00E+00 9.78E-11 0.00E+00
371491 3754360 1.74E-01 0.00E+00 7.67E-07 0.00E+00 2.83E-07 0.00E+00 371491 3754360 6.02E-05 0.00E+00 2.66E-10 0.00E+00 9.79E-11 0.00E+00
371511 3754360 1.43E-01 0.00E+00 7.43E-07 0.00E+00 2.84E-07 0.00E+00 371511 3754360 4.94E-05 0.00E+00 2.57E-10 0.00E+00 9.82E-11 0.00E+00
371531 3754360 1.18E-01 0.00E+00 7.20E-07 0.00E+00 2.85E-07 0.00E+00 371531 3754360 4.09E-05 0.00E+00 2.49E-10 0.00E+00 9.88E-11 0.00E+00
371551 3754360 9.89E-02 0.00E+00 6.99E-07 0.00E+00 2.88E-07 0.00E+00 371551 3754360 3.42E-05 0.00E+00 2.42E-10 0.00E+00 9.96E-11 0.00E+00
371571 3754360 8.35E-02 0.00E+00 6.79E-07 0.00E+00 2.90E-07 0.00E+00 371571 3754360 2.89E-05 0.00E+00 2.35E-10 0.00E+00 1.01E-10 0.00E+00
371591 3754360 7.12E-02 0.00E+00 6.61E-07 0.00E+00 2.93E-07 0.00E+00 371591 3754360 2.47E-05 0.00E+00 2.29E-10 0.00E+00 1.02E-10 0.00E+00
371611 3754360 6.13E-02 0.00E+00 6.43E-07 0.00E+00 2.96E-07 0.00E+00 371611 3754360 2.12E-05 0.00E+00 2.22E-10 0.00E+00 1.02E-10 0.00E+00
371631 3754360 5.31E-02 0.00E+00 6.25E-07 0.00E+00 2.98E-07 0.00E+00 371631 3754360 1.84E-05 0.00E+00 2.16E-10 0.00E+00 1.03E-10 0.00E+00
371651 3754360 4.64E-02 0.00E+00 6.08E-07 0.00E+00 2.99E-07 0.00E+00 371651 3754360 1.61E-05 0.00E+00 2.11E-10 0.00E+00 1.04E-10 0.00E+00
371671 3754360 4.08E-02 0.00E+00 5.92E-07 0.00E+00 3.00E-07 0.00E+00 371671 3754360 1.41E-05 0.00E+00 2.05E-10 0.00E+00 1.04E-10 0.00E+00
371691 3754360 3.61E-02 0.00E+00 5.75E-07 0.00E+00 3.00E-07 0.00E+00 371691 3754360 1.25E-05 0.00E+00 1.99E-10 0.00E+00 1.04E-10 0.00E+00
371711 3754360 3.22E-02 0.00E+00 5.59E-07 0.00E+00 2.98E-07 0.00E+00 371711 3754360 1.11E-05 0.00E+00 1.94E-10 0.00E+00 1.03E-10 0.00E+00
371731 3754360 2.88E-02 0.00E+00 5.43E-07 0.00E+00 2.96E-07 0.00E+00 371731 3754360 9.97E-06 0.00E+00 1.88E-10 0.00E+00 1.02E-10 0.00E+00
371751 3754360 2.59E-02 0.00E+00 5.28E-07 0.00E+00 2.93E-07 0.00E+00 371751 3754360 8.96E-06 0.00E+00 1.83E-10 0.00E+00 1.01E-10 0.00E+00
371771 3754360 2.34E-02 0.00E+00 5.11E-07 0.00E+00 2.89E-07 0.00E+00 371771 3754360 8.09E-06 0.00E+00 1.77E-10 0.00E+00 9.99E-11 0.00E+00
371791 3754360 2.12E-02 0.00E+00 4.96E-07 0.00E+00 2.84E-07 0.00E+00 371791 3754360 7.34E-06 0.00E+00 1.72E-10 0.00E+00 9.83E-11 0.00E+00
371811 3754360 1.93E-02 0.00E+00 4.80E-07 0.00E+00 2.79E-07 0.00E+00 371811 3754360 6.68E-06 0.00E+00 1.66E-10 0.00E+00 9.64E-11 0.00E+00
371831 3754360 1.76E-02 0.00E+00 4.65E-07 0.00E+00 2.73E-07 0.00E+00 371831 3754360 6.11E-06 0.00E+00 1.61E-10 0.00E+00 9.44E-11 0.00E+00
370571 3754380 2.43E-03 0.00E+00 3.99E-07 0.00E+00 5.10E-08 0.00E+00 370571 3754380 8.41E-07 0.00E+00 1.38E-10 0.00E+00 1.77E-11 0.00E+00
370591 3754380 2.56E-03 0.00E+00 4.34E-07 0.00E+00 5.35E-08 0.00E+00 370591 3754380 8.85E-07 0.00E+00 1.50E-10 0.00E+00 1.85E-11 0.00E+00
370611 3754380 2.69E-03 0.00E+00 4.75E-07 0.00E+00 5.60E-08 0.00E+00 370611 3754380 9.32E-07 0.00E+00 1.64E-10 0.00E+00 1.94E-11 0.00E+00
370631 3754380 2.84E-03 0.00E+00 5.21E-07 0.00E+00 5.87E-08 0.00E+00 370631 3754380 9.83E-07 0.00E+00 1.80E-10 0.00E+00 2.03E-11 0.00E+00
370651 3754380 3.00E-03 0.00E+00 5.74E-07 0.00E+00 6.16E-08 0.00E+00 370651 3754380 1.04E-06 0.00E+00 1.99E-10 0.00E+00 2.13E-11 0.00E+00
370671 3754380 3.17E-03 0.00E+00 6.35E-07 0.00E+00 6.47E-08 0.00E+00 370671 3754380 1.10E-06 0.00E+00 2.20E-10 0.00E+00 2.24E-11 0.00E+00
370691 3754380 3.36E-03 0.00E+00 7.08E-07 0.00E+00 6.80E-08 0.00E+00 370691 3754380 1.16E-06 0.00E+00 2.45E-10 0.00E+00 2.36E-11 0.00E+00
370711 3754380 3.56E-03 0.00E+00 7.96E-07 0.00E+00 7.20E-08 0.00E+00 370711 3754380 1.23E-06 0.00E+00 2.76E-10 0.00E+00 2.49E-11 0.00E+00
370731 3754380 3.79E-03 0.00E+00 9.02E-07 0.00E+00 7.63E-08 0.00E+00 370731 3754380 1.31E-06 0.00E+00 3.12E-10 0.00E+00 2.64E-11 0.00E+00
370751 3754380 4.02E-03 0.00E+00 1.03E-06 0.00E+00 8.09E-08 0.00E+00 370751 3754380 1.39E-06 0.00E+00 3.57E-10 0.00E+00 2.80E-11 0.00E+00
370771 3754380 4.28E-03 0.00E+00 1.19E-06 0.00E+00 8.56E-08 0.00E+00 370771 3754380 1.48E-06 0.00E+00 4.10E-10 0.00E+00 2.96E-11 0.00E+00
370791 3754380 4.57E-03 0.00E+00 1.38E-06 0.00E+00 9.07E-08 0.00E+00 370791 3754380 1.58E-06 0.00E+00 4.78E-10 0.00E+00 3.14E-11 0.00E+00
370811 3754380 4.90E-03 0.00E+00 1.64E-06 0.00E+00 9.63E-08 0.00E+00 370811 3754380 1.70E-06 0.00E+00 5.66E-10 0.00E+00 3.33E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370831 3754380 5.28E-03 0.00E+00 2.00E-06 0.00E+00 1.02E-07 0.00E+00 370831 3754380 1.83E-06 0.00E+00 6.91E-10 0.00E+00 3.54E-11 0.00E+00
370851 3754380 5.71E-03 0.00E+00 2.50E-06 0.00E+00 1.09E-07 0.00E+00 370851 3754380 1.98E-06 0.00E+00 8.67E-10 0.00E+00 3.77E-11 0.00E+00
370871 3754380 6.21E-03 0.00E+00 3.31E-06 0.00E+00 1.16E-07 0.00E+00 370871 3754380 2.15E-06 0.00E+00 1.15E-09 0.00E+00 4.02E-11 0.00E+00
370891 3754380 6.80E-03 0.00E+00 4.82E-06 0.00E+00 1.24E-07 0.00E+00 370891 3754380 2.35E-06 0.00E+00 1.67E-09 0.00E+00 4.28E-11 0.00E+00
370911 3754380 7.50E-03 0.00E+00 8.56E-06 0.00E+00 1.30E-07 0.00E+00 370911 3754380 2.60E-06 0.00E+00 2.96E-09 0.00E+00 4.50E-11 0.00E+00
370931 3754380 8.24E-03 0.00E+00 1.22E-05 0.00E+00 1.39E-07 0.00E+00 370931 3754380 2.85E-06 0.00E+00 4.23E-09 0.00E+00 4.80E-11 0.00E+00
370951 3754380 9.10E-03 0.00E+00 1.31E-05 0.00E+00 1.48E-07 0.00E+00 370951 3754380 3.15E-06 0.00E+00 4.55E-09 0.00E+00 5.12E-11 0.00E+00
370971 3754380 1.01E-02 0.00E+00 1.24E-05 0.00E+00 1.55E-07 0.00E+00 370971 3754380 3.48E-06 0.00E+00 4.28E-09 0.00E+00 5.37E-11 0.00E+00
370991 3754380 1.12E-02 0.00E+00 8.21E-06 0.00E+00 1.65E-07 0.00E+00 370991 3754380 3.89E-06 0.00E+00 2.84E-09 0.00E+00 5.71E-11 0.00E+00
371011 3754380 1.26E-02 0.00E+00 5.99E-06 0.00E+00 1.75E-07 0.00E+00 371011 3754380 4.37E-06 0.00E+00 2.07E-09 0.00E+00 6.05E-11 0.00E+00
371031 3754380 1.43E-02 0.00E+00 4.68E-06 0.00E+00 1.85E-07 0.00E+00 371031 3754380 4.96E-06 0.00E+00 1.62E-09 0.00E+00 6.41E-11 0.00E+00
371051 3754380 1.63E-02 0.00E+00 3.80E-06 0.00E+00 1.95E-07 0.00E+00 371051 3754380 5.65E-06 0.00E+00 1.32E-09 0.00E+00 6.74E-11 0.00E+00
371071 3754380 1.88E-02 0.00E+00 3.18E-06 0.00E+00 2.04E-07 0.00E+00 371071 3754380 6.51E-06 0.00E+00 1.10E-09 0.00E+00 7.06E-11 0.00E+00
371091 3754380 2.20E-02 0.00E+00 2.75E-06 0.00E+00 2.13E-07 0.00E+00 371091 3754380 7.60E-06 0.00E+00 9.52E-10 0.00E+00 7.39E-11 0.00E+00
371111 3754380 2.61E-02 0.00E+00 2.42E-06 0.00E+00 2.24E-07 0.00E+00 371111 3754380 9.05E-06 0.00E+00 8.38E-10 0.00E+00 7.75E-11 0.00E+00
371131 3754380 3.13E-02 0.00E+00 2.15E-06 0.00E+00 2.34E-07 0.00E+00 371131 3754380 1.08E-05 0.00E+00 7.46E-10 0.00E+00 8.09E-11 0.00E+00
371151 3754380 3.80E-02 0.00E+00 1.94E-06 0.00E+00 2.43E-07 0.00E+00 371151 3754380 1.31E-05 0.00E+00 6.73E-10 0.00E+00 8.40E-11 0.00E+00
371171 3754380 4.71E-02 0.00E+00 1.76E-06 0.00E+00 2.47E-07 0.00E+00 371171 3754380 1.63E-05 0.00E+00 6.11E-10 0.00E+00 8.56E-11 0.00E+00
371191 3754380 5.92E-02 0.00E+00 1.62E-06 0.00E+00 2.52E-07 0.00E+00 371191 3754380 2.05E-05 0.00E+00 5.59E-10 0.00E+00 8.71E-11 0.00E+00
371211 3754380 7.55E-02 0.00E+00 1.49E-06 0.00E+00 2.55E-07 0.00E+00 371211 3754380 2.61E-05 0.00E+00 5.16E-10 0.00E+00 8.83E-11 0.00E+00
371231 3754380 9.62E-02 0.00E+00 1.38E-06 0.00E+00 2.57E-07 0.00E+00 371231 3754380 3.33E-05 0.00E+00 4.79E-10 0.00E+00 8.91E-11 0.00E+00
371251 3754380 1.18E-01 0.00E+00 1.29E-06 0.00E+00 2.59E-07 0.00E+00 371251 3754380 4.08E-05 0.00E+00 4.47E-10 0.00E+00 8.95E-11 0.00E+00
371271 3754380 1.35E-01 0.00E+00 1.21E-06 0.00E+00 2.58E-07 0.00E+00 371271 3754380 4.66E-05 0.00E+00 4.18E-10 0.00E+00 8.94E-11 0.00E+00
371291 3754380 1.51E-01 0.00E+00 1.14E-06 0.00E+00 2.57E-07 0.00E+00 371291 3754380 5.21E-05 0.00E+00 3.93E-10 0.00E+00 8.91E-11 0.00E+00
371311 3754380 1.71E-01 0.00E+00 1.07E-06 0.00E+00 2.55E-07 0.00E+00 371311 3754380 5.93E-05 0.00E+00 3.71E-10 0.00E+00 8.82E-11 0.00E+00
371331 3754380 1.90E-01 0.00E+00 1.01E-06 0.00E+00 2.52E-07 0.00E+00 371331 3754380 6.57E-05 0.00E+00 3.51E-10 0.00E+00 8.73E-11 0.00E+00
371351 3754380 1.99E-01 0.00E+00 9.66E-07 0.00E+00 2.51E-07 0.00E+00 371351 3754380 6.90E-05 0.00E+00 3.34E-10 0.00E+00 8.68E-11 0.00E+00
371371 3754380 2.01E-01 0.00E+00 9.21E-07 0.00E+00 2.48E-07 0.00E+00 371371 3754380 6.96E-05 0.00E+00 3.19E-10 0.00E+00 8.60E-11 0.00E+00
371391 3754380 1.99E-01 0.00E+00 8.78E-07 0.00E+00 2.44E-07 0.00E+00 371391 3754380 6.88E-05 0.00E+00 3.04E-10 0.00E+00 8.45E-11 0.00E+00
371411 3754380 1.95E-01 0.00E+00 8.40E-07 0.00E+00 2.40E-07 0.00E+00 371411 3754380 6.76E-05 0.00E+00 2.91E-10 0.00E+00 8.32E-11 0.00E+00
371431 3754380 1.88E-01 0.00E+00 8.08E-07 0.00E+00 2.39E-07 0.00E+00 371431 3754380 6.50E-05 0.00E+00 2.80E-10 0.00E+00 8.28E-11 0.00E+00
371451 3754380 1.74E-01 0.00E+00 7.76E-07 0.00E+00 2.37E-07 0.00E+00 371451 3754380 6.03E-05 0.00E+00 2.69E-10 0.00E+00 8.20E-11 0.00E+00
371471 3754380 1.56E-01 0.00E+00 7.47E-07 0.00E+00 2.35E-07 0.00E+00 371471 3754380 5.39E-05 0.00E+00 2.59E-10 0.00E+00 8.14E-11 0.00E+00
371491 3754380 1.37E-01 0.00E+00 7.20E-07 0.00E+00 2.34E-07 0.00E+00 371491 3754380 4.73E-05 0.00E+00 2.49E-10 0.00E+00 8.10E-11 0.00E+00
371511 3754380 1.19E-01 0.00E+00 6.96E-07 0.00E+00 2.34E-07 0.00E+00 371511 3754380 4.11E-05 0.00E+00 2.41E-10 0.00E+00 8.09E-11 0.00E+00
371531 3754380 1.03E-01 0.00E+00 6.74E-07 0.00E+00 2.35E-07 0.00E+00 371531 3754380 3.55E-05 0.00E+00 2.33E-10 0.00E+00 8.13E-11 0.00E+00
371551 3754380 8.88E-02 0.00E+00 6.54E-07 0.00E+00 2.37E-07 0.00E+00 371551 3754380 3.07E-05 0.00E+00 2.26E-10 0.00E+00 8.21E-11 0.00E+00
371571 3754380 7.70E-02 0.00E+00 6.36E-07 0.00E+00 2.39E-07 0.00E+00 371571 3754380 2.67E-05 0.00E+00 2.20E-10 0.00E+00 8.28E-11 0.00E+00
371591 3754380 6.70E-02 0.00E+00 6.18E-07 0.00E+00 2.42E-07 0.00E+00 371591 3754380 2.32E-05 0.00E+00 2.14E-10 0.00E+00 8.37E-11 0.00E+00
371611 3754380 5.87E-02 0.00E+00 6.01E-07 0.00E+00 2.44E-07 0.00E+00 371611 3754380 2.03E-05 0.00E+00 2.08E-10 0.00E+00 8.46E-11 0.00E+00
371631 3754380 5.16E-02 0.00E+00 5.85E-07 0.00E+00 2.47E-07 0.00E+00 371631 3754380 1.79E-05 0.00E+00 2.03E-10 0.00E+00 8.53E-11 0.00E+00
371651 3754380 4.56E-02 0.00E+00 5.69E-07 0.00E+00 2.49E-07 0.00E+00 371651 3754380 1.58E-05 0.00E+00 1.97E-10 0.00E+00 8.60E-11 0.00E+00
371671 3754380 4.05E-02 0.00E+00 5.54E-07 0.00E+00 2.50E-07 0.00E+00 371671 3754380 1.40E-05 0.00E+00 1.92E-10 0.00E+00 8.66E-11 0.00E+00
371691 3754380 3.62E-02 0.00E+00 5.40E-07 0.00E+00 2.51E-07 0.00E+00 371691 3754380 1.25E-05 0.00E+00 1.87E-10 0.00E+00 8.69E-11 0.00E+00
371711 3754380 3.24E-02 0.00E+00 5.26E-07 0.00E+00 2.52E-07 0.00E+00 371711 3754380 1.12E-05 0.00E+00 1.82E-10 0.00E+00 8.71E-11 0.00E+00
371731 3754380 2.92E-02 0.00E+00 5.12E-07 0.00E+00 2.51E-07 0.00E+00 371731 3754380 1.01E-05 0.00E+00 1.77E-10 0.00E+00 8.70E-11 0.00E+00
371751 3754380 2.64E-02 0.00E+00 4.98E-07 0.00E+00 2.50E-07 0.00E+00 371751 3754380 9.13E-06 0.00E+00 1.72E-10 0.00E+00 8.67E-11 0.00E+00
371771 3754380 2.39E-02 0.00E+00 4.84E-07 0.00E+00 2.48E-07 0.00E+00 371771 3754380 8.27E-06 0.00E+00 1.67E-10 0.00E+00 8.60E-11 0.00E+00
371791 3754380 2.18E-02 0.00E+00 4.71E-07 0.00E+00 2.46E-07 0.00E+00 371791 3754380 7.53E-06 0.00E+00 1.63E-10 0.00E+00 8.53E-11 0.00E+00
371811 3754380 1.99E-02 0.00E+00 4.57E-07 0.00E+00 2.43E-07 0.00E+00 371811 3754380 6.88E-06 0.00E+00 1.58E-10 0.00E+00 8.42E-11 0.00E+00
371831 3754380 1.82E-02 0.00E+00 4.44E-07 0.00E+00 2.40E-07 0.00E+00 371831 3754380 6.30E-06 0.00E+00 1.54E-10 0.00E+00 8.29E-11 0.00E+00
370571 3754400 2.42E-03 0.00E+00 3.98E-07 0.00E+00 4.95E-08 0.00E+00 370571 3754400 8.38E-07 0.00E+00 1.38E-10 0.00E+00 1.71E-11 0.00E+00
370591 3754400 2.54E-03 0.00E+00 4.33E-07 0.00E+00 5.18E-08 0.00E+00 370591 3754400 8.80E-07 0.00E+00 1.50E-10 0.00E+00 1.79E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370611 3754400 2.68E-03 0.00E+00 4.73E-07 0.00E+00 5.42E-08 0.00E+00 370611 3754400 9.27E-07 0.00E+00 1.64E-10 0.00E+00 1.88E-11 0.00E+00
370631 3754400 2.82E-03 0.00E+00 5.19E-07 0.00E+00 5.67E-08 0.00E+00 370631 3754400 9.77E-07 0.00E+00 1.80E-10 0.00E+00 1.96E-11 0.00E+00
370651 3754400 2.98E-03 0.00E+00 5.72E-07 0.00E+00 5.94E-08 0.00E+00 370651 3754400 1.03E-06 0.00E+00 1.98E-10 0.00E+00 2.06E-11 0.00E+00
370671 3754400 3.15E-03 0.00E+00 6.33E-07 0.00E+00 6.22E-08 0.00E+00 370671 3754400 1.09E-06 0.00E+00 2.19E-10 0.00E+00 2.15E-11 0.00E+00
370691 3754400 3.33E-03 0.00E+00 7.05E-07 0.00E+00 6.53E-08 0.00E+00 370691 3754400 1.15E-06 0.00E+00 2.44E-10 0.00E+00 2.26E-11 0.00E+00
370711 3754400 3.53E-03 0.00E+00 7.93E-07 0.00E+00 6.90E-08 0.00E+00 370711 3754400 1.22E-06 0.00E+00 2.75E-10 0.00E+00 2.39E-11 0.00E+00
370731 3754400 3.75E-03 0.00E+00 8.98E-07 0.00E+00 7.30E-08 0.00E+00 370731 3754400 1.30E-06 0.00E+00 3.11E-10 0.00E+00 2.53E-11 0.00E+00
370751 3754400 3.98E-03 0.00E+00 1.03E-06 0.00E+00 7.72E-08 0.00E+00 370751 3754400 1.38E-06 0.00E+00 3.55E-10 0.00E+00 2.67E-11 0.00E+00
370771 3754400 4.24E-03 0.00E+00 1.18E-06 0.00E+00 8.16E-08 0.00E+00 370771 3754400 1.47E-06 0.00E+00 4.09E-10 0.00E+00 2.83E-11 0.00E+00
370791 3754400 4.52E-03 0.00E+00 1.38E-06 0.00E+00 8.63E-08 0.00E+00 370791 3754400 1.56E-06 0.00E+00 4.76E-10 0.00E+00 2.99E-11 0.00E+00
370811 3754400 4.83E-03 0.00E+00 1.63E-06 0.00E+00 9.13E-08 0.00E+00 370811 3754400 1.67E-06 0.00E+00 5.64E-10 0.00E+00 3.16E-11 0.00E+00
370831 3754400 5.20E-03 0.00E+00 1.98E-06 0.00E+00 9.67E-08 0.00E+00 370831 3754400 1.80E-06 0.00E+00 6.86E-10 0.00E+00 3.35E-11 0.00E+00
370851 3754400 5.61E-03 0.00E+00 2.48E-06 0.00E+00 1.03E-07 0.00E+00 370851 3754400 1.94E-06 0.00E+00 8.60E-10 0.00E+00 3.55E-11 0.00E+00
370871 3754400 6.08E-03 0.00E+00 3.26E-06 0.00E+00 1.09E-07 0.00E+00 370871 3754400 2.10E-06 0.00E+00 1.13E-09 0.00E+00 3.77E-11 0.00E+00
370891 3754400 6.60E-03 0.00E+00 4.54E-06 0.00E+00 1.15E-07 0.00E+00 370891 3754400 2.29E-06 0.00E+00 1.57E-09 0.00E+00 4.00E-11 0.00E+00
370911 3754400 7.28E-03 0.00E+00 7.82E-06 0.00E+00 1.23E-07 0.00E+00 370911 3754400 2.52E-06 0.00E+00 2.71E-09 0.00E+00 4.24E-11 0.00E+00
370931 3754400 8.01E-03 0.00E+00 8.44E-06 0.00E+00 1.28E-07 0.00E+00 370931 3754400 2.77E-06 0.00E+00 2.92E-09 0.00E+00 4.43E-11 0.00E+00
370951 3754400 8.81E-03 0.00E+00 8.46E-06 0.00E+00 1.36E-07 0.00E+00 370951 3754400 3.05E-06 0.00E+00 2.93E-09 0.00E+00 4.70E-11 0.00E+00
370971 3754400 9.70E-03 0.00E+00 1.26E-05 0.00E+00 1.42E-07 0.00E+00 370971 3754400 3.36E-06 0.00E+00 4.37E-09 0.00E+00 4.92E-11 0.00E+00
370991 3754400 1.08E-02 0.00E+00 8.29E-06 0.00E+00 1.50E-07 0.00E+00 370991 3754400 3.73E-06 0.00E+00 2.87E-09 0.00E+00 5.19E-11 0.00E+00
371011 3754400 1.20E-02 0.00E+00 6.02E-06 0.00E+00 1.58E-07 0.00E+00 371011 3754400 4.17E-06 0.00E+00 2.08E-09 0.00E+00 5.47E-11 0.00E+00
371031 3754400 1.36E-02 0.00E+00 4.68E-06 0.00E+00 1.66E-07 0.00E+00 371031 3754400 4.69E-06 0.00E+00 1.62E-09 0.00E+00 5.75E-11 0.00E+00
371051 3754400 1.54E-02 0.00E+00 3.80E-06 0.00E+00 1.74E-07 0.00E+00 371051 3754400 5.33E-06 0.00E+00 1.32E-09 0.00E+00 6.03E-11 0.00E+00
371071 3754400 1.75E-02 0.00E+00 3.17E-06 0.00E+00 1.81E-07 0.00E+00 371071 3754400 6.06E-06 0.00E+00 1.10E-09 0.00E+00 6.27E-11 0.00E+00
371091 3754400 2.02E-02 0.00E+00 2.73E-06 0.00E+00 1.89E-07 0.00E+00 371091 3754400 7.01E-06 0.00E+00 9.46E-10 0.00E+00 6.53E-11 0.00E+00
371111 3754400 2.37E-02 0.00E+00 2.39E-06 0.00E+00 1.97E-07 0.00E+00 371111 3754400 8.21E-06 0.00E+00 8.28E-10 0.00E+00 6.81E-11 0.00E+00
371131 3754400 2.78E-02 0.00E+00 2.13E-06 0.00E+00 2.04E-07 0.00E+00 371131 3754400 9.64E-06 0.00E+00 7.36E-10 0.00E+00 7.06E-11 0.00E+00
371151 3754400 3.29E-02 0.00E+00 1.91E-06 0.00E+00 2.11E-07 0.00E+00 371151 3754400 1.14E-05 0.00E+00 6.63E-10 0.00E+00 7.31E-11 0.00E+00
371171 3754400 3.94E-02 0.00E+00 1.73E-06 0.00E+00 2.14E-07 0.00E+00 371171 3754400 1.36E-05 0.00E+00 6.00E-10 0.00E+00 7.41E-11 0.00E+00
371191 3754400 4.73E-02 0.00E+00 1.58E-06 0.00E+00 2.17E-07 0.00E+00 371191 3754400 1.64E-05 0.00E+00 5.48E-10 0.00E+00 7.52E-11 0.00E+00
371211 3754400 5.66E-02 0.00E+00 1.46E-06 0.00E+00 2.20E-07 0.00E+00 371211 3754400 1.96E-05 0.00E+00 5.04E-10 0.00E+00 7.60E-11 0.00E+00
371231 3754400 6.66E-02 0.00E+00 1.35E-06 0.00E+00 2.21E-07 0.00E+00 371231 3754400 2.30E-05 0.00E+00 4.67E-10 0.00E+00 7.66E-11 0.00E+00
371251 3754400 7.55E-02 0.00E+00 1.26E-06 0.00E+00 2.22E-07 0.00E+00 371251 3754400 2.61E-05 0.00E+00 4.34E-10 0.00E+00 7.68E-11 0.00E+00
371271 3754400 8.22E-02 0.00E+00 1.17E-06 0.00E+00 2.21E-07 0.00E+00 371271 3754400 2.85E-05 0.00E+00 4.06E-10 0.00E+00 7.66E-11 0.00E+00
371291 3754400 8.70E-02 0.00E+00 1.10E-06 0.00E+00 2.20E-07 0.00E+00 371291 3754400 3.01E-05 0.00E+00 3.81E-10 0.00E+00 7.63E-11 0.00E+00
371311 3754400 9.19E-02 0.00E+00 1.04E-06 0.00E+00 2.18E-07 0.00E+00 371311 3754400 3.18E-05 0.00E+00 3.59E-10 0.00E+00 7.55E-11 0.00E+00
371331 3754400 9.68E-02 0.00E+00 9.81E-07 0.00E+00 2.18E-07 0.00E+00 371331 3754400 3.35E-05 0.00E+00 3.40E-10 0.00E+00 7.54E-11 0.00E+00
371351 3754400 1.01E-01 0.00E+00 9.33E-07 0.00E+00 2.17E-07 0.00E+00 371351 3754400 3.49E-05 0.00E+00 3.23E-10 0.00E+00 7.51E-11 0.00E+00
371371 3754400 1.04E-01 0.00E+00 8.87E-07 0.00E+00 2.14E-07 0.00E+00 371371 3754400 3.60E-05 0.00E+00 3.07E-10 0.00E+00 7.41E-11 0.00E+00
371391 3754400 1.07E-01 0.00E+00 8.44E-07 0.00E+00 2.10E-07 0.00E+00 371391 3754400 3.70E-05 0.00E+00 2.92E-10 0.00E+00 7.27E-11 0.00E+00
371411 3754400 1.09E-01 0.00E+00 8.07E-07 0.00E+00 2.08E-07 0.00E+00 371411 3754400 3.77E-05 0.00E+00 2.79E-10 0.00E+00 7.19E-11 0.00E+00
371431 3754400 1.11E-01 0.00E+00 7.72E-07 0.00E+00 2.04E-07 0.00E+00 371431 3754400 3.83E-05 0.00E+00 2.67E-10 0.00E+00 7.07E-11 0.00E+00
371451 3754400 1.10E-01 0.00E+00 7.41E-07 0.00E+00 2.02E-07 0.00E+00 371451 3754400 3.80E-05 0.00E+00 2.56E-10 0.00E+00 6.99E-11 0.00E+00
371471 3754400 1.06E-01 0.00E+00 7.12E-07 0.00E+00 2.00E-07 0.00E+00 371471 3754400 3.66E-05 0.00E+00 2.46E-10 0.00E+00 6.93E-11 0.00E+00
371491 3754400 9.92E-02 0.00E+00 6.85E-07 0.00E+00 1.98E-07 0.00E+00 371491 3754400 3.43E-05 0.00E+00 2.37E-10 0.00E+00 6.87E-11 0.00E+00
371511 3754400 9.12E-02 0.00E+00 6.61E-07 0.00E+00 1.97E-07 0.00E+00 371511 3754400 3.16E-05 0.00E+00 2.29E-10 0.00E+00 6.84E-11 0.00E+00
371531 3754400 8.27E-02 0.00E+00 6.38E-07 0.00E+00 1.97E-07 0.00E+00 371531 3754400 2.86E-05 0.00E+00 2.21E-10 0.00E+00 6.83E-11 0.00E+00
371551 3754400 7.44E-02 0.00E+00 6.19E-07 0.00E+00 1.99E-07 0.00E+00 371551 3754400 2.57E-05 0.00E+00 2.14E-10 0.00E+00 6.87E-11 0.00E+00
371571 3754400 6.66E-02 0.00E+00 6.01E-07 0.00E+00 2.00E-07 0.00E+00 371571 3754400 2.31E-05 0.00E+00 2.08E-10 0.00E+00 6.93E-11 0.00E+00
371591 3754400 5.96E-02 0.00E+00 5.84E-07 0.00E+00 2.02E-07 0.00E+00 371591 3754400 2.06E-05 0.00E+00 2.02E-10 0.00E+00 6.99E-11 0.00E+00
371611 3754400 5.33E-02 0.00E+00 5.67E-07 0.00E+00 2.04E-07 0.00E+00 371611 3754400 1.85E-05 0.00E+00 1.96E-10 0.00E+00 7.05E-11 0.00E+00
371631 3754400 4.78E-02 0.00E+00 5.52E-07 0.00E+00 2.06E-07 0.00E+00 371631 3754400 1.65E-05 0.00E+00 1.91E-10 0.00E+00 7.12E-11 0.00E+00
371651 3754400 4.29E-02 0.00E+00 5.37E-07 0.00E+00 2.08E-07 0.00E+00 371651 3754400 1.48E-05 0.00E+00 1.86E-10 0.00E+00 7.19E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371671 3754400 3.86E-02 0.00E+00 5.23E-07 0.00E+00 2.10E-07 0.00E+00 371671 3754400 1.34E-05 0.00E+00 1.81E-10 0.00E+00 7.26E-11 0.00E+00
371691 3754400 3.48E-02 0.00E+00 5.09E-07 0.00E+00 2.11E-07 0.00E+00 371691 3754400 1.21E-05 0.00E+00 1.76E-10 0.00E+00 7.32E-11 0.00E+00
371711 3754400 3.15E-02 0.00E+00 4.96E-07 0.00E+00 2.13E-07 0.00E+00 371711 3754400 1.09E-05 0.00E+00 1.72E-10 0.00E+00 7.36E-11 0.00E+00
371731 3754400 2.86E-02 0.00E+00 4.84E-07 0.00E+00 2.13E-07 0.00E+00 371731 3754400 9.90E-06 0.00E+00 1.67E-10 0.00E+00 7.39E-11 0.00E+00
371751 3754400 2.60E-02 0.00E+00 4.71E-07 0.00E+00 2.14E-07 0.00E+00 371751 3754400 9.01E-06 0.00E+00 1.63E-10 0.00E+00 7.40E-11 0.00E+00
371771 3754400 2.37E-02 0.00E+00 4.59E-07 0.00E+00 2.13E-07 0.00E+00 371771 3754400 8.22E-06 0.00E+00 1.59E-10 0.00E+00 7.39E-11 0.00E+00
371791 3754400 2.17E-02 0.00E+00 4.47E-07 0.00E+00 2.13E-07 0.00E+00 371791 3754400 7.52E-06 0.00E+00 1.55E-10 0.00E+00 7.36E-11 0.00E+00
371811 3754400 1.99E-02 0.00E+00 4.35E-07 0.00E+00 2.11E-07 0.00E+00 371811 3754400 6.90E-06 0.00E+00 1.51E-10 0.00E+00 7.31E-11 0.00E+00
371831 3754400 1.83E-02 0.00E+00 4.23E-07 0.00E+00 2.09E-07 0.00E+00 371831 3754400 6.34E-06 0.00E+00 1.47E-10 0.00E+00 7.25E-11 0.00E+00
370571 3754420 2.39E-03 0.00E+00 3.95E-07 0.00E+00 4.80E-08 0.00E+00 370571 3754420 8.29E-07 0.00E+00 1.37E-10 0.00E+00 1.66E-11 0.00E+00
370591 3754420 2.52E-03 0.00E+00 4.30E-07 0.00E+00 5.01E-08 0.00E+00 370591 3754420 8.71E-07 0.00E+00 1.49E-10 0.00E+00 1.74E-11 0.00E+00
370611 3754420 2.65E-03 0.00E+00 4.71E-07 0.00E+00 5.24E-08 0.00E+00 370611 3754420 9.16E-07 0.00E+00 1.63E-10 0.00E+00 1.82E-11 0.00E+00
370631 3754420 2.79E-03 0.00E+00 5.17E-07 0.00E+00 5.49E-08 0.00E+00 370631 3754420 9.65E-07 0.00E+00 1.79E-10 0.00E+00 1.90E-11 0.00E+00
370651 3754420 2.94E-03 0.00E+00 5.69E-07 0.00E+00 5.73E-08 0.00E+00 370651 3754420 1.02E-06 0.00E+00 1.97E-10 0.00E+00 1.98E-11 0.00E+00
370671 3754420 3.11E-03 0.00E+00 6.30E-07 0.00E+00 5.99E-08 0.00E+00 370671 3754420 1.08E-06 0.00E+00 2.18E-10 0.00E+00 2.07E-11 0.00E+00
370691 3754420 3.29E-03 0.00E+00 7.02E-07 0.00E+00 6.28E-08 0.00E+00 370691 3754420 1.14E-06 0.00E+00 2.43E-10 0.00E+00 2.17E-11 0.00E+00
370711 3754420 3.48E-03 0.00E+00 7.88E-07 0.00E+00 6.61E-08 0.00E+00 370711 3754420 1.20E-06 0.00E+00 2.73E-10 0.00E+00 2.29E-11 0.00E+00
370731 3754420 3.69E-03 0.00E+00 8.93E-07 0.00E+00 6.97E-08 0.00E+00 370731 3754420 1.28E-06 0.00E+00 3.09E-10 0.00E+00 2.41E-11 0.00E+00
370751 3754420 3.92E-03 0.00E+00 1.02E-06 0.00E+00 7.37E-08 0.00E+00 370751 3754420 1.36E-06 0.00E+00 3.53E-10 0.00E+00 2.55E-11 0.00E+00
370771 3754420 4.17E-03 0.00E+00 1.17E-06 0.00E+00 7.77E-08 0.00E+00 370771 3754420 1.44E-06 0.00E+00 4.07E-10 0.00E+00 2.69E-11 0.00E+00
370791 3754420 4.44E-03 0.00E+00 1.37E-06 0.00E+00 8.19E-08 0.00E+00 370791 3754420 1.54E-06 0.00E+00 4.74E-10 0.00E+00 2.84E-11 0.00E+00
370811 3754420 4.75E-03 0.00E+00 1.63E-06 0.00E+00 8.65E-08 0.00E+00 370811 3754420 1.64E-06 0.00E+00 5.63E-10 0.00E+00 2.99E-11 0.00E+00
370831 3754420 5.08E-03 0.00E+00 1.97E-06 0.00E+00 9.13E-08 0.00E+00 370831 3754420 1.76E-06 0.00E+00 6.82E-10 0.00E+00 3.16E-11 0.00E+00
370851 3754420 5.48E-03 0.00E+00 2.47E-06 0.00E+00 9.65E-08 0.00E+00 370851 3754420 1.90E-06 0.00E+00 8.55E-10 0.00E+00 3.34E-11 0.00E+00
370871 3754420 5.96E-03 0.00E+00 3.37E-06 0.00E+00 1.02E-07 0.00E+00 370871 3754420 2.06E-06 0.00E+00 1.17E-09 0.00E+00 3.53E-11 0.00E+00
370891 3754420 6.46E-03 0.00E+00 4.80E-06 0.00E+00 1.08E-07 0.00E+00 370891 3754420 2.24E-06 0.00E+00 1.66E-09 0.00E+00 3.73E-11 0.00E+00
370911 3754420 7.05E-03 0.00E+00 8.25E-06 0.00E+00 1.12E-07 0.00E+00 370911 3754420 2.44E-06 0.00E+00 2.86E-09 0.00E+00 3.88E-11 0.00E+00
370931 3754420 7.70E-03 0.00E+00 1.19E-05 0.00E+00 1.18E-07 0.00E+00 370931 3754420 2.67E-06 0.00E+00 4.13E-09 0.00E+00 4.09E-11 0.00E+00
370951 3754420 8.44E-03 0.00E+00 1.32E-05 0.00E+00 1.25E-07 0.00E+00 370951 3754420 2.92E-06 0.00E+00 4.57E-09 0.00E+00 4.32E-11 0.00E+00
370971 3754420 9.25E-03 0.00E+00 1.29E-05 0.00E+00 1.31E-07 0.00E+00 370971 3754420 3.20E-06 0.00E+00 4.46E-09 0.00E+00 4.52E-11 0.00E+00
370991 3754420 1.02E-02 0.00E+00 8.39E-06 0.00E+00 1.37E-07 0.00E+00 370991 3754420 3.53E-06 0.00E+00 2.90E-09 0.00E+00 4.73E-11 0.00E+00
371011 3754420 1.13E-02 0.00E+00 6.07E-06 0.00E+00 1.43E-07 0.00E+00 371011 3754420 3.92E-06 0.00E+00 2.10E-09 0.00E+00 4.96E-11 0.00E+00
371031 3754420 1.27E-02 0.00E+00 4.69E-06 0.00E+00 1.50E-07 0.00E+00 371031 3754420 4.39E-06 0.00E+00 1.62E-09 0.00E+00 5.19E-11 0.00E+00
371051 3754420 1.42E-02 0.00E+00 3.80E-06 0.00E+00 1.56E-07 0.00E+00 371051 3754420 4.93E-06 0.00E+00 1.31E-09 0.00E+00 5.41E-11 0.00E+00
371071 3754420 1.60E-02 0.00E+00 3.17E-06 0.00E+00 1.62E-07 0.00E+00 371071 3754420 5.55E-06 0.00E+00 1.10E-09 0.00E+00 5.59E-11 0.00E+00
371091 3754420 1.83E-02 0.00E+00 2.72E-06 0.00E+00 1.67E-07 0.00E+00 371091 3754420 6.33E-06 0.00E+00 9.40E-10 0.00E+00 5.80E-11 0.00E+00
371111 3754420 2.11E-02 0.00E+00 2.37E-06 0.00E+00 1.74E-07 0.00E+00 371111 3754420 7.29E-06 0.00E+00 8.21E-10 0.00E+00 6.03E-11 0.00E+00
371131 3754420 2.42E-02 0.00E+00 2.11E-06 0.00E+00 1.80E-07 0.00E+00 371131 3754420 8.38E-06 0.00E+00 7.29E-10 0.00E+00 6.22E-11 0.00E+00
371151 3754420 2.79E-02 0.00E+00 1.89E-06 0.00E+00 1.85E-07 0.00E+00 371151 3754420 9.66E-06 0.00E+00 6.55E-10 0.00E+00 6.40E-11 0.00E+00
371171 3754420 3.23E-02 0.00E+00 1.71E-06 0.00E+00 1.87E-07 0.00E+00 371171 3754420 1.12E-05 0.00E+00 5.91E-10 0.00E+00 6.47E-11 0.00E+00
371191 3754420 3.72E-02 0.00E+00 1.56E-06 0.00E+00 1.89E-07 0.00E+00 371191 3754420 1.29E-05 0.00E+00 5.39E-10 0.00E+00 6.56E-11 0.00E+00
371211 3754420 4.24E-02 0.00E+00 1.43E-06 0.00E+00 1.91E-07 0.00E+00 371211 3754420 1.47E-05 0.00E+00 4.95E-10 0.00E+00 6.60E-11 0.00E+00
371231 3754420 4.72E-02 0.00E+00 1.32E-06 0.00E+00 1.92E-07 0.00E+00 371231 3754420 1.64E-05 0.00E+00 4.58E-10 0.00E+00 6.66E-11 0.00E+00
371251 3754420 5.12E-02 0.00E+00 1.23E-06 0.00E+00 1.93E-07 0.00E+00 371251 3754420 1.77E-05 0.00E+00 4.25E-10 0.00E+00 6.67E-11 0.00E+00
371271 3754420 5.38E-02 0.00E+00 1.15E-06 0.00E+00 1.92E-07 0.00E+00 371271 3754420 1.86E-05 0.00E+00 3.97E-10 0.00E+00 6.63E-11 0.00E+00
371291 3754420 5.51E-02 0.00E+00 1.08E-06 0.00E+00 1.92E-07 0.00E+00 371291 3754420 1.91E-05 0.00E+00 3.72E-10 0.00E+00 6.65E-11 0.00E+00
371311 3754420 5.57E-02 0.00E+00 1.01E-06 0.00E+00 1.92E-07 0.00E+00 371311 3754420 1.93E-05 0.00E+00 3.51E-10 0.00E+00 6.63E-11 0.00E+00
371331 3754420 5.60E-02 0.00E+00 9.59E-07 0.00E+00 1.92E-07 0.00E+00 371331 3754420 1.94E-05 0.00E+00 3.32E-10 0.00E+00 6.64E-11 0.00E+00
371351 3754420 5.73E-02 0.00E+00 9.06E-07 0.00E+00 1.89E-07 0.00E+00 371351 3754420 1.99E-05 0.00E+00 3.14E-10 0.00E+00 6.53E-11 0.00E+00
371371 3754420 5.91E-02 0.00E+00 8.59E-07 0.00E+00 1.86E-07 0.00E+00 371371 3754420 2.04E-05 0.00E+00 2.97E-10 0.00E+00 6.43E-11 0.00E+00
371391 3754420 6.15E-02 0.00E+00 8.16E-07 0.00E+00 1.82E-07 0.00E+00 371391 3754420 2.13E-05 0.00E+00 2.82E-10 0.00E+00 6.30E-11 0.00E+00
371411 3754420 6.40E-02 0.00E+00 7.80E-07 0.00E+00 1.80E-07 0.00E+00 371411 3754420 2.21E-05 0.00E+00 2.70E-10 0.00E+00 6.25E-11 0.00E+00
371431 3754420 6.69E-02 0.00E+00 7.45E-07 0.00E+00 1.77E-07 0.00E+00 371431 3754420 2.32E-05 0.00E+00 2.58E-10 0.00E+00 6.14E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371451 3754420 6.91E-02 0.00E+00 7.13E-07 0.00E+00 1.75E-07 0.00E+00 371451 3754420 2.39E-05 0.00E+00 2.47E-10 0.00E+00 6.05E-11 0.00E+00
371471 3754420 6.99E-02 0.00E+00 6.85E-07 0.00E+00 1.73E-07 0.00E+00 371471 3754420 2.42E-05 0.00E+00 2.37E-10 0.00E+00 5.99E-11 0.00E+00
371491 3754420 6.90E-02 0.00E+00 6.58E-07 0.00E+00 1.71E-07 0.00E+00 371491 3754420 2.39E-05 0.00E+00 2.28E-10 0.00E+00 5.93E-11 0.00E+00
371511 3754420 6.67E-02 0.00E+00 6.34E-07 0.00E+00 1.70E-07 0.00E+00 371511 3754420 2.31E-05 0.00E+00 2.20E-10 0.00E+00 5.89E-11 0.00E+00
371531 3754420 6.32E-02 0.00E+00 6.12E-07 0.00E+00 1.69E-07 0.00E+00 371531 3754420 2.19E-05 0.00E+00 2.12E-10 0.00E+00 5.86E-11 0.00E+00
371551 3754420 5.92E-02 0.00E+00 5.92E-07 0.00E+00 1.69E-07 0.00E+00 371551 3754420 2.05E-05 0.00E+00 2.05E-10 0.00E+00 5.86E-11 0.00E+00
371571 3754420 5.48E-02 0.00E+00 5.73E-07 0.00E+00 1.70E-07 0.00E+00 371571 3754420 1.90E-05 0.00E+00 1.98E-10 0.00E+00 5.88E-11 0.00E+00
371591 3754420 5.05E-02 0.00E+00 5.56E-07 0.00E+00 1.71E-07 0.00E+00 371591 3754420 1.75E-05 0.00E+00 1.92E-10 0.00E+00 5.91E-11 0.00E+00
371611 3754420 4.63E-02 0.00E+00 5.40E-07 0.00E+00 1.72E-07 0.00E+00 371611 3754420 1.60E-05 0.00E+00 1.87E-10 0.00E+00 5.96E-11 0.00E+00
371631 3754420 4.24E-02 0.00E+00 5.24E-07 0.00E+00 1.74E-07 0.00E+00 371631 3754420 1.47E-05 0.00E+00 1.82E-10 0.00E+00 6.01E-11 0.00E+00
371651 3754420 3.87E-02 0.00E+00 5.10E-07 0.00E+00 1.75E-07 0.00E+00 371651 3754420 1.34E-05 0.00E+00 1.77E-10 0.00E+00 6.07E-11 0.00E+00
371671 3754420 3.54E-02 0.00E+00 4.96E-07 0.00E+00 1.77E-07 0.00E+00 371671 3754420 1.23E-05 0.00E+00 1.72E-10 0.00E+00 6.13E-11 0.00E+00
371691 3754420 3.24E-02 0.00E+00 4.84E-07 0.00E+00 1.79E-07 0.00E+00 371691 3754420 1.12E-05 0.00E+00 1.67E-10 0.00E+00 6.19E-11 0.00E+00
371711 3754420 2.96E-02 0.00E+00 4.71E-07 0.00E+00 1.80E-07 0.00E+00 371711 3754420 1.03E-05 0.00E+00 1.63E-10 0.00E+00 6.24E-11 0.00E+00
371731 3754420 2.72E-02 0.00E+00 4.59E-07 0.00E+00 1.82E-07 0.00E+00 371731 3754420 9.41E-06 0.00E+00 1.59E-10 0.00E+00 6.29E-11 0.00E+00
371751 3754420 2.49E-02 0.00E+00 4.48E-07 0.00E+00 1.83E-07 0.00E+00 371751 3754420 8.63E-06 0.00E+00 1.55E-10 0.00E+00 6.32E-11 0.00E+00
371771 3754420 2.29E-02 0.00E+00 4.37E-07 0.00E+00 1.83E-07 0.00E+00 371771 3754420 7.94E-06 0.00E+00 1.51E-10 0.00E+00 6.34E-11 0.00E+00
371791 3754420 2.11E-02 0.00E+00 4.26E-07 0.00E+00 1.83E-07 0.00E+00 371791 3754420 7.31E-06 0.00E+00 1.47E-10 0.00E+00 6.34E-11 0.00E+00
371811 3754420 1.95E-02 0.00E+00 4.15E-07 0.00E+00 1.83E-07 0.00E+00 371811 3754420 6.75E-06 0.00E+00 1.44E-10 0.00E+00 6.34E-11 0.00E+00
371831 3754420 1.80E-02 0.00E+00 4.04E-07 0.00E+00 1.82E-07 0.00E+00 371831 3754420 6.24E-06 0.00E+00 1.40E-10 0.00E+00 6.32E-11 0.00E+00
370571 3754440 2.36E-03 0.00E+00 3.92E-07 0.00E+00 4.65E-08 0.00E+00 370571 3754440 8.18E-07 0.00E+00 1.36E-10 0.00E+00 1.61E-11 0.00E+00
370591 3754440 2.48E-03 0.00E+00 4.27E-07 0.00E+00 4.85E-08 0.00E+00 370591 3754440 8.59E-07 0.00E+00 1.48E-10 0.00E+00 1.68E-11 0.00E+00
370611 3754440 2.61E-03 0.00E+00 4.67E-07 0.00E+00 5.06E-08 0.00E+00 370611 3754440 9.03E-07 0.00E+00 1.62E-10 0.00E+00 1.75E-11 0.00E+00
370631 3754440 2.75E-03 0.00E+00 5.13E-07 0.00E+00 5.29E-08 0.00E+00 370631 3754440 9.51E-07 0.00E+00 1.78E-10 0.00E+00 1.83E-11 0.00E+00
370651 3754440 2.89E-03 0.00E+00 5.65E-07 0.00E+00 5.53E-08 0.00E+00 370651 3754440 1.00E-06 0.00E+00 1.96E-10 0.00E+00 1.91E-11 0.00E+00
370671 3754440 3.05E-03 0.00E+00 6.26E-07 0.00E+00 5.78E-08 0.00E+00 370671 3754440 1.06E-06 0.00E+00 2.17E-10 0.00E+00 2.00E-11 0.00E+00
370691 3754440 3.22E-03 0.00E+00 6.97E-07 0.00E+00 6.04E-08 0.00E+00 370691 3754440 1.12E-06 0.00E+00 2.41E-10 0.00E+00 2.09E-11 0.00E+00
370711 3754440 3.41E-03 0.00E+00 7.82E-07 0.00E+00 6.32E-08 0.00E+00 370711 3754440 1.18E-06 0.00E+00 2.71E-10 0.00E+00 2.19E-11 0.00E+00
370731 3754440 3.61E-03 0.00E+00 8.85E-07 0.00E+00 6.64E-08 0.00E+00 370731 3754440 1.25E-06 0.00E+00 3.06E-10 0.00E+00 2.30E-11 0.00E+00
370751 3754440 3.83E-03 0.00E+00 1.01E-06 0.00E+00 7.01E-08 0.00E+00 370751 3754440 1.33E-06 0.00E+00 3.50E-10 0.00E+00 2.43E-11 0.00E+00
370771 3754440 4.06E-03 0.00E+00 1.16E-06 0.00E+00 7.39E-08 0.00E+00 370771 3754440 1.41E-06 0.00E+00 4.03E-10 0.00E+00 2.56E-11 0.00E+00
370791 3754440 4.33E-03 0.00E+00 1.36E-06 0.00E+00 7.78E-08 0.00E+00 370791 3754440 1.50E-06 0.00E+00 4.72E-10 0.00E+00 2.69E-11 0.00E+00
370811 3754440 4.63E-03 0.00E+00 1.62E-06 0.00E+00 8.18E-08 0.00E+00 370811 3754440 1.60E-06 0.00E+00 5.62E-10 0.00E+00 2.83E-11 0.00E+00
370831 3754440 4.95E-03 0.00E+00 1.97E-06 0.00E+00 8.62E-08 0.00E+00 370831 3754440 1.71E-06 0.00E+00 6.82E-10 0.00E+00 2.98E-11 0.00E+00
370851 3754440 5.31E-03 0.00E+00 2.46E-06 0.00E+00 9.08E-08 0.00E+00 370851 3754440 1.84E-06 0.00E+00 8.53E-10 0.00E+00 3.14E-11 0.00E+00
370871 3754440 5.75E-03 0.00E+00 3.33E-06 0.00E+00 9.55E-08 0.00E+00 370871 3754440 1.99E-06 0.00E+00 1.15E-09 0.00E+00 3.31E-11 0.00E+00
370891 3754440 6.23E-03 0.00E+00 4.89E-06 0.00E+00 9.91E-08 0.00E+00 370891 3754440 2.16E-06 0.00E+00 1.69E-09 0.00E+00 3.43E-11 0.00E+00
370911 3754440 6.73E-03 0.00E+00 8.14E-06 0.00E+00 1.04E-07 0.00E+00 370911 3754440 2.33E-06 0.00E+00 2.82E-09 0.00E+00 3.59E-11 0.00E+00
370931 3754440 7.32E-03 0.00E+00 8.29E-06 0.00E+00 1.09E-07 0.00E+00 370931 3754440 2.53E-06 0.00E+00 2.87E-09 0.00E+00 3.78E-11 0.00E+00
370951 3754440 8.00E-03 0.00E+00 8.47E-06 0.00E+00 1.15E-07 0.00E+00 370951 3754440 2.77E-06 0.00E+00 2.93E-09 0.00E+00 3.97E-11 0.00E+00
370971 3754440 8.71E-03 0.00E+00 1.30E-05 0.00E+00 1.20E-07 0.00E+00 370971 3754440 3.02E-06 0.00E+00 4.51E-09 0.00E+00 4.14E-11 0.00E+00
370991 3754440 9.58E-03 0.00E+00 8.46E-06 0.00E+00 1.25E-07 0.00E+00 370991 3754440 3.31E-06 0.00E+00 2.93E-09 0.00E+00 4.33E-11 0.00E+00
371011 3754440 1.06E-02 0.00E+00 6.09E-06 0.00E+00 1.31E-07 0.00E+00 371011 3754440 3.66E-06 0.00E+00 2.11E-09 0.00E+00 4.52E-11 0.00E+00
371031 3754440 1.17E-02 0.00E+00 4.69E-06 0.00E+00 1.36E-07 0.00E+00 371031 3754440 4.05E-06 0.00E+00 1.62E-09 0.00E+00 4.70E-11 0.00E+00
371051 3754440 1.30E-02 0.00E+00 3.79E-06 0.00E+00 1.41E-07 0.00E+00 371051 3754440 4.51E-06 0.00E+00 1.31E-09 0.00E+00 4.87E-11 0.00E+00
371071 3754440 1.45E-02 0.00E+00 3.16E-06 0.00E+00 1.45E-07 0.00E+00 371071 3754440 5.01E-06 0.00E+00 1.09E-09 0.00E+00 5.01E-11 0.00E+00
371091 3754440 1.63E-02 0.00E+00 2.70E-06 0.00E+00 1.49E-07 0.00E+00 371091 3754440 5.63E-06 0.00E+00 9.36E-10 0.00E+00 5.17E-11 0.00E+00
371111 3754440 1.84E-02 0.00E+00 2.36E-06 0.00E+00 1.56E-07 0.00E+00 371111 3754440 6.37E-06 0.00E+00 8.18E-10 0.00E+00 5.38E-11 0.00E+00
371131 3754440 2.07E-02 0.00E+00 2.09E-06 0.00E+00 1.60E-07 0.00E+00 371131 3754440 7.18E-06 0.00E+00 7.24E-10 0.00E+00 5.53E-11 0.00E+00
371151 3754440 2.34E-02 0.00E+00 1.87E-06 0.00E+00 1.62E-07 0.00E+00 371151 3754440 8.08E-06 0.00E+00 6.48E-10 0.00E+00 5.62E-11 0.00E+00
371171 3754440 2.62E-02 0.00E+00 1.69E-06 0.00E+00 1.64E-07 0.00E+00 371171 3754440 9.08E-06 0.00E+00 5.84E-10 0.00E+00 5.68E-11 0.00E+00
371191 3754440 2.92E-02 0.00E+00 1.54E-06 0.00E+00 1.66E-07 0.00E+00 371191 3754440 1.01E-05 0.00E+00 5.32E-10 0.00E+00 5.73E-11 0.00E+00
371211 3754440 3.21E-02 0.00E+00 1.41E-06 0.00E+00 1.67E-07 0.00E+00 371211 3754440 1.11E-05 0.00E+00 4.88E-10 0.00E+00 5.79E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371231 3754440 3.45E-02 0.00E+00 1.30E-06 0.00E+00 1.69E-07 0.00E+00 371231 3754440 1.19E-05 0.00E+00 4.51E-10 0.00E+00 5.84E-11 0.00E+00
371251 3754440 3.62E-02 0.00E+00 1.21E-06 0.00E+00 1.70E-07 0.00E+00 371251 3754440 1.25E-05 0.00E+00 4.19E-10 0.00E+00 5.89E-11 0.00E+00
371271 3754440 3.71E-02 0.00E+00 1.13E-06 0.00E+00 1.71E-07 0.00E+00 371271 3754440 1.28E-05 0.00E+00 3.92E-10 0.00E+00 5.91E-11 0.00E+00
371291 3754440 3.73E-02 0.00E+00 1.06E-06 0.00E+00 1.69E-07 0.00E+00 371291 3754440 1.29E-05 0.00E+00 3.66E-10 0.00E+00 5.86E-11 0.00E+00
371311 3754440 3.68E-02 0.00E+00 9.95E-07 0.00E+00 1.69E-07 0.00E+00 371311 3754440 1.27E-05 0.00E+00 3.44E-10 0.00E+00 5.86E-11 0.00E+00
371331 3754440 3.64E-02 0.00E+00 9.37E-07 0.00E+00 1.67E-07 0.00E+00 371331 3754440 1.26E-05 0.00E+00 3.24E-10 0.00E+00 5.79E-11 0.00E+00
371351 3754440 3.62E-02 0.00E+00 8.86E-07 0.00E+00 1.65E-07 0.00E+00 371351 3754440 1.25E-05 0.00E+00 3.07E-10 0.00E+00 5.72E-11 0.00E+00
371371 3754440 3.65E-02 0.00E+00 8.41E-07 0.00E+00 1.63E-07 0.00E+00 371371 3754440 1.26E-05 0.00E+00 2.91E-10 0.00E+00 5.65E-11 0.00E+00
371391 3754440 3.77E-02 0.00E+00 7.98E-07 0.00E+00 1.61E-07 0.00E+00 371391 3754440 1.30E-05 0.00E+00 2.76E-10 0.00E+00 5.56E-11 0.00E+00
371411 3754440 3.96E-02 0.00E+00 7.60E-07 0.00E+00 1.58E-07 0.00E+00 371411 3754440 1.37E-05 0.00E+00 2.63E-10 0.00E+00 5.47E-11 0.00E+00
371431 3754440 4.19E-02 0.00E+00 7.25E-07 0.00E+00 1.56E-07 0.00E+00 371431 3754440 1.45E-05 0.00E+00 2.51E-10 0.00E+00 5.38E-11 0.00E+00
371451 3754440 4.42E-02 0.00E+00 6.93E-07 0.00E+00 1.53E-07 0.00E+00 371451 3754440 1.53E-05 0.00E+00 2.40E-10 0.00E+00 5.30E-11 0.00E+00
371471 3754440 4.62E-02 0.00E+00 6.64E-07 0.00E+00 1.51E-07 0.00E+00 371471 3754440 1.60E-05 0.00E+00 2.30E-10 0.00E+00 5.23E-11 0.00E+00
371491 3754440 4.73E-02 0.00E+00 6.37E-07 0.00E+00 1.49E-07 0.00E+00 371491 3754440 1.64E-05 0.00E+00 2.21E-10 0.00E+00 5.16E-11 0.00E+00
371511 3754440 4.75E-02 0.00E+00 6.13E-07 0.00E+00 1.48E-07 0.00E+00 371511 3754440 1.64E-05 0.00E+00 2.12E-10 0.00E+00 5.11E-11 0.00E+00
371531 3754440 4.68E-02 0.00E+00 5.91E-07 0.00E+00 1.47E-07 0.00E+00 371531 3754440 1.62E-05 0.00E+00 2.04E-10 0.00E+00 5.08E-11 0.00E+00
371551 3754440 4.54E-02 0.00E+00 5.70E-07 0.00E+00 1.46E-07 0.00E+00 371551 3754440 1.57E-05 0.00E+00 1.97E-10 0.00E+00 5.06E-11 0.00E+00
371571 3754440 4.35E-02 0.00E+00 5.51E-07 0.00E+00 1.46E-07 0.00E+00 371571 3754440 1.50E-05 0.00E+00 1.91E-10 0.00E+00 5.05E-11 0.00E+00
371591 3754440 4.12E-02 0.00E+00 5.33E-07 0.00E+00 1.46E-07 0.00E+00 371591 3754440 1.43E-05 0.00E+00 1.85E-10 0.00E+00 5.07E-11 0.00E+00
371611 3754440 3.87E-02 0.00E+00 5.17E-07 0.00E+00 1.47E-07 0.00E+00 371611 3754440 1.34E-05 0.00E+00 1.79E-10 0.00E+00 5.09E-11 0.00E+00
371631 3754440 3.63E-02 0.00E+00 5.02E-07 0.00E+00 1.48E-07 0.00E+00 371631 3754440 1.26E-05 0.00E+00 1.74E-10 0.00E+00 5.13E-11 0.00E+00
371651 3754440 3.38E-02 0.00E+00 4.88E-07 0.00E+00 1.49E-07 0.00E+00 371651 3754440 1.17E-05 0.00E+00 1.69E-10 0.00E+00 5.17E-11 0.00E+00
371671 3754440 3.14E-02 0.00E+00 4.75E-07 0.00E+00 1.51E-07 0.00E+00 371671 3754440 1.09E-05 0.00E+00 1.64E-10 0.00E+00 5.22E-11 0.00E+00
371691 3754440 2.92E-02 0.00E+00 4.62E-07 0.00E+00 1.52E-07 0.00E+00 371691 3754440 1.01E-05 0.00E+00 1.60E-10 0.00E+00 5.28E-11 0.00E+00
371711 3754440 2.71E-02 0.00E+00 4.50E-07 0.00E+00 1.54E-07 0.00E+00 371711 3754440 9.37E-06 0.00E+00 1.56E-10 0.00E+00 5.33E-11 0.00E+00
371731 3754440 2.51E-02 0.00E+00 4.39E-07 0.00E+00 1.55E-07 0.00E+00 371731 3754440 8.69E-06 0.00E+00 1.52E-10 0.00E+00 5.37E-11 0.00E+00
371751 3754440 2.33E-02 0.00E+00 4.28E-07 0.00E+00 1.56E-07 0.00E+00 371751 3754440 8.06E-06 0.00E+00 1.48E-10 0.00E+00 5.42E-11 0.00E+00
371771 3754440 2.16E-02 0.00E+00 4.17E-07 0.00E+00 1.57E-07 0.00E+00 371771 3754440 7.48E-06 0.00E+00 1.44E-10 0.00E+00 5.45E-11 0.00E+00
371791 3754440 2.01E-02 0.00E+00 4.07E-07 0.00E+00 1.58E-07 0.00E+00 371791 3754440 6.95E-06 0.00E+00 1.41E-10 0.00E+00 5.47E-11 0.00E+00
371811 3754440 1.87E-02 0.00E+00 3.97E-07 0.00E+00 1.59E-07 0.00E+00 371811 3754440 6.46E-06 0.00E+00 1.37E-10 0.00E+00 5.49E-11 0.00E+00
371831 3754440 1.74E-02 0.00E+00 3.87E-07 0.00E+00 1.59E-07 0.00E+00 371831 3754440 6.01E-06 0.00E+00 1.34E-10 0.00E+00 5.50E-11 0.00E+00
370571 3754460 2.32E-03 0.00E+00 3.88E-07 0.00E+00 4.49E-08 0.00E+00 370571 3754460 8.04E-07 0.00E+00 1.34E-10 0.00E+00 1.56E-11 0.00E+00
370591 3754460 2.44E-03 0.00E+00 4.23E-07 0.00E+00 4.68E-08 0.00E+00 370591 3754460 8.43E-07 0.00E+00 1.46E-10 0.00E+00 1.62E-11 0.00E+00
370611 3754460 2.56E-03 0.00E+00 4.63E-07 0.00E+00 4.89E-08 0.00E+00 370611 3754460 8.86E-07 0.00E+00 1.60E-10 0.00E+00 1.69E-11 0.00E+00
370631 3754460 2.69E-03 0.00E+00 5.08E-07 0.00E+00 5.10E-08 0.00E+00 370631 3754460 9.32E-07 0.00E+00 1.76E-10 0.00E+00 1.77E-11 0.00E+00
370651 3754460 2.83E-03 0.00E+00 5.60E-07 0.00E+00 5.33E-08 0.00E+00 370651 3754460 9.79E-07 0.00E+00 1.94E-10 0.00E+00 1.84E-11 0.00E+00
370671 3754460 2.98E-03 0.00E+00 6.20E-07 0.00E+00 5.55E-08 0.00E+00 370671 3754460 1.03E-06 0.00E+00 2.15E-10 0.00E+00 1.92E-11 0.00E+00
370691 3754460 3.15E-03 0.00E+00 6.91E-07 0.00E+00 5.80E-08 0.00E+00 370691 3754460 1.09E-06 0.00E+00 2.39E-10 0.00E+00 2.01E-11 0.00E+00
370711 3754460 3.32E-03 0.00E+00 7.75E-07 0.00E+00 6.05E-08 0.00E+00 370711 3754460 1.15E-06 0.00E+00 2.68E-10 0.00E+00 2.09E-11 0.00E+00
370731 3754460 3.52E-03 0.00E+00 8.77E-07 0.00E+00 6.34E-08 0.00E+00 370731 3754460 1.22E-06 0.00E+00 3.03E-10 0.00E+00 2.19E-11 0.00E+00
370751 3754460 3.73E-03 0.00E+00 1.00E-06 0.00E+00 6.64E-08 0.00E+00 370751 3754460 1.29E-06 0.00E+00 3.47E-10 0.00E+00 2.30E-11 0.00E+00
370771 3754460 3.95E-03 0.00E+00 1.16E-06 0.00E+00 6.98E-08 0.00E+00 370771 3754460 1.37E-06 0.00E+00 4.00E-10 0.00E+00 2.42E-11 0.00E+00
370791 3754460 4.20E-03 0.00E+00 1.35E-06 0.00E+00 7.37E-08 0.00E+00 370791 3754460 1.45E-06 0.00E+00 4.68E-10 0.00E+00 2.55E-11 0.00E+00
370811 3754460 4.47E-03 0.00E+00 1.61E-06 0.00E+00 7.74E-08 0.00E+00 370811 3754460 1.55E-06 0.00E+00 5.58E-10 0.00E+00 2.68E-11 0.00E+00
370831 3754460 4.78E-03 0.00E+00 1.96E-06 0.00E+00 8.13E-08 0.00E+00 370831 3754460 1.65E-06 0.00E+00 6.80E-10 0.00E+00 2.81E-11 0.00E+00
370851 3754460 5.11E-03 0.00E+00 2.46E-06 0.00E+00 8.53E-08 0.00E+00 370851 3754460 1.77E-06 0.00E+00 8.53E-10 0.00E+00 2.95E-11 0.00E+00
370871 3754460 5.50E-03 0.00E+00 3.29E-06 0.00E+00 8.94E-08 0.00E+00 370871 3754460 1.90E-06 0.00E+00 1.14E-09 0.00E+00 3.09E-11 0.00E+00
370891 3754460 5.92E-03 0.00E+00 4.83E-06 0.00E+00 9.22E-08 0.00E+00 370891 3754460 2.05E-06 0.00E+00 1.67E-09 0.00E+00 3.19E-11 0.00E+00
370911 3754460 6.37E-03 0.00E+00 8.01E-06 0.00E+00 9.64E-08 0.00E+00 370911 3754460 2.21E-06 0.00E+00 2.77E-09 0.00E+00 3.34E-11 0.00E+00
370931 3754460 6.90E-03 0.00E+00 1.16E-05 0.00E+00 1.01E-07 0.00E+00 370931 3754460 2.39E-06 0.00E+00 4.02E-09 0.00E+00 3.49E-11 0.00E+00
370951 3754460 7.50E-03 0.00E+00 1.33E-05 0.00E+00 1.06E-07 0.00E+00 370951 3754460 2.59E-06 0.00E+00 4.61E-09 0.00E+00 3.66E-11 0.00E+00
370971 3754460 8.12E-03 0.00E+00 1.32E-05 0.00E+00 1.10E-07 0.00E+00 370971 3754460 2.81E-06 0.00E+00 4.55E-09 0.00E+00 3.80E-11 0.00E+00
370991 3754460 8.87E-03 0.00E+00 8.51E-06 0.00E+00 1.14E-07 0.00E+00 370991 3754460 3.07E-06 0.00E+00 2.94E-09 0.00E+00 3.95E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371011 3754460 9.71E-03 0.00E+00 6.10E-06 0.00E+00 1.19E-07 0.00E+00 371011 3754460 3.36E-06 0.00E+00 2.11E-09 0.00E+00 4.11E-11 0.00E+00
371031 3754460 1.07E-02 0.00E+00 4.70E-06 0.00E+00 1.23E-07 0.00E+00 371031 3754460 3.70E-06 0.00E+00 1.63E-09 0.00E+00 4.26E-11 0.00E+00
371051 3754460 1.18E-02 0.00E+00 3.79E-06 0.00E+00 1.27E-07 0.00E+00 371051 3754460 4.07E-06 0.00E+00 1.31E-09 0.00E+00 4.40E-11 0.00E+00
371071 3754460 1.29E-02 0.00E+00 3.15E-06 0.00E+00 1.30E-07 0.00E+00 371071 3754460 4.47E-06 0.00E+00 1.09E-09 0.00E+00 4.51E-11 0.00E+00
371091 3754460 1.43E-02 0.00E+00 2.69E-06 0.00E+00 1.34E-07 0.00E+00 371091 3754460 4.96E-06 0.00E+00 9.31E-10 0.00E+00 4.63E-11 0.00E+00
371111 3754460 1.59E-02 0.00E+00 2.35E-06 0.00E+00 1.39E-07 0.00E+00 371111 3754460 5.52E-06 0.00E+00 8.15E-10 0.00E+00 4.83E-11 0.00E+00
371131 3754460 1.76E-02 0.00E+00 2.08E-06 0.00E+00 1.43E-07 0.00E+00 371131 3754460 6.10E-06 0.00E+00 7.20E-10 0.00E+00 4.94E-11 0.00E+00
371151 3754460 1.94E-02 0.00E+00 1.86E-06 0.00E+00 1.45E-07 0.00E+00 371151 3754460 6.72E-06 0.00E+00 6.44E-10 0.00E+00 5.01E-11 0.00E+00
371171 3754460 2.13E-02 0.00E+00 1.68E-06 0.00E+00 1.47E-07 0.00E+00 371171 3754460 7.36E-06 0.00E+00 5.81E-10 0.00E+00 5.07E-11 0.00E+00
371191 3754460 2.31E-02 0.00E+00 1.52E-06 0.00E+00 1.48E-07 0.00E+00 371191 3754460 7.98E-06 0.00E+00 5.28E-10 0.00E+00 5.11E-11 0.00E+00
371211 3754460 2.47E-02 0.00E+00 1.40E-06 0.00E+00 1.48E-07 0.00E+00 371211 3754460 8.54E-06 0.00E+00 4.83E-10 0.00E+00 5.13E-11 0.00E+00
371231 3754460 2.59E-02 0.00E+00 1.29E-06 0.00E+00 1.49E-07 0.00E+00 371231 3754460 8.96E-06 0.00E+00 4.45E-10 0.00E+00 5.15E-11 0.00E+00
371251 3754460 2.66E-02 0.00E+00 1.19E-06 0.00E+00 1.49E-07 0.00E+00 371251 3754460 9.21E-06 0.00E+00 4.13E-10 0.00E+00 5.16E-11 0.00E+00
371271 3754460 2.68E-02 0.00E+00 1.11E-06 0.00E+00 1.49E-07 0.00E+00 371271 3754460 9.29E-06 0.00E+00 3.84E-10 0.00E+00 5.15E-11 0.00E+00
371291 3754460 2.65E-02 0.00E+00 1.04E-06 0.00E+00 1.50E-07 0.00E+00 371291 3754460 9.16E-06 0.00E+00 3.61E-10 0.00E+00 5.19E-11 0.00E+00
371311 3754460 2.59E-02 0.00E+00 9.77E-07 0.00E+00 1.49E-07 0.00E+00 371311 3754460 8.97E-06 0.00E+00 3.38E-10 0.00E+00 5.15E-11 0.00E+00
371331 3754460 2.53E-02 0.00E+00 9.19E-07 0.00E+00 1.47E-07 0.00E+00 371331 3754460 8.75E-06 0.00E+00 3.18E-10 0.00E+00 5.10E-11 0.00E+00
371351 3754460 2.47E-02 0.00E+00 8.69E-07 0.00E+00 1.46E-07 0.00E+00 371351 3754460 8.56E-06 0.00E+00 3.01E-10 0.00E+00 5.04E-11 0.00E+00
371371 3754460 2.47E-02 0.00E+00 8.22E-07 0.00E+00 1.44E-07 0.00E+00 371371 3754460 8.54E-06 0.00E+00 2.85E-10 0.00E+00 4.98E-11 0.00E+00
371391 3754460 2.52E-02 0.00E+00 7.80E-07 0.00E+00 1.42E-07 0.00E+00 371391 3754460 8.71E-06 0.00E+00 2.70E-10 0.00E+00 4.90E-11 0.00E+00
371411 3754460 2.63E-02 0.00E+00 7.42E-07 0.00E+00 1.39E-07 0.00E+00 371411 3754460 9.09E-06 0.00E+00 2.57E-10 0.00E+00 4.83E-11 0.00E+00
371431 3754460 2.77E-02 0.00E+00 7.07E-07 0.00E+00 1.37E-07 0.00E+00 371431 3754460 9.60E-06 0.00E+00 2.45E-10 0.00E+00 4.75E-11 0.00E+00
371451 3754460 2.94E-02 0.00E+00 6.76E-07 0.00E+00 1.35E-07 0.00E+00 371451 3754460 1.02E-05 0.00E+00 2.34E-10 0.00E+00 4.67E-11 0.00E+00
371471 3754460 3.12E-02 0.00E+00 6.46E-07 0.00E+00 1.33E-07 0.00E+00 371471 3754460 1.08E-05 0.00E+00 2.24E-10 0.00E+00 4.60E-11 0.00E+00
371491 3754460 3.26E-02 0.00E+00 6.19E-07 0.00E+00 1.31E-07 0.00E+00 371491 3754460 1.13E-05 0.00E+00 2.14E-10 0.00E+00 4.54E-11 0.00E+00
371511 3754460 3.37E-02 0.00E+00 5.95E-07 0.00E+00 1.30E-07 0.00E+00 371511 3754460 1.16E-05 0.00E+00 2.06E-10 0.00E+00 4.49E-11 0.00E+00
371531 3754460 3.41E-02 0.00E+00 5.72E-07 0.00E+00 1.28E-07 0.00E+00 371531 3754460 1.18E-05 0.00E+00 1.98E-10 0.00E+00 4.45E-11 0.00E+00
371551 3754460 3.41E-02 0.00E+00 5.52E-07 0.00E+00 1.28E-07 0.00E+00 371551 3754460 1.18E-05 0.00E+00 1.91E-10 0.00E+00 4.42E-11 0.00E+00
371571 3754460 3.36E-02 0.00E+00 5.33E-07 0.00E+00 1.27E-07 0.00E+00 371571 3754460 1.16E-05 0.00E+00 1.84E-10 0.00E+00 4.40E-11 0.00E+00
371591 3754460 3.27E-02 0.00E+00 5.15E-07 0.00E+00 1.27E-07 0.00E+00 371591 3754460 1.13E-05 0.00E+00 1.78E-10 0.00E+00 4.40E-11 0.00E+00
371611 3754460 3.15E-02 0.00E+00 4.99E-07 0.00E+00 1.27E-07 0.00E+00 371611 3754460 1.09E-05 0.00E+00 1.73E-10 0.00E+00 4.41E-11 0.00E+00
371631 3754460 3.01E-02 0.00E+00 4.84E-07 0.00E+00 1.28E-07 0.00E+00 371631 3754460 1.04E-05 0.00E+00 1.67E-10 0.00E+00 4.42E-11 0.00E+00
371651 3754460 2.87E-02 0.00E+00 4.70E-07 0.00E+00 1.29E-07 0.00E+00 371651 3754460 9.92E-06 0.00E+00 1.63E-10 0.00E+00 4.45E-11 0.00E+00
371671 3754460 2.71E-02 0.00E+00 4.56E-07 0.00E+00 1.30E-07 0.00E+00 371671 3754460 9.39E-06 0.00E+00 1.58E-10 0.00E+00 4.49E-11 0.00E+00
371691 3754460 2.56E-02 0.00E+00 4.44E-07 0.00E+00 1.31E-07 0.00E+00 371691 3754460 8.86E-06 0.00E+00 1.54E-10 0.00E+00 4.53E-11 0.00E+00
371711 3754460 2.41E-02 0.00E+00 4.32E-07 0.00E+00 1.32E-07 0.00E+00 371711 3754460 8.34E-06 0.00E+00 1.50E-10 0.00E+00 4.58E-11 0.00E+00
371731 3754460 2.26E-02 0.00E+00 4.21E-07 0.00E+00 1.33E-07 0.00E+00 371731 3754460 7.83E-06 0.00E+00 1.46E-10 0.00E+00 4.62E-11 0.00E+00
371751 3754460 2.12E-02 0.00E+00 4.10E-07 0.00E+00 1.35E-07 0.00E+00 371751 3754460 7.35E-06 0.00E+00 1.42E-10 0.00E+00 4.66E-11 0.00E+00
371771 3754460 1.99E-02 0.00E+00 4.00E-07 0.00E+00 1.36E-07 0.00E+00 371771 3754460 6.89E-06 0.00E+00 1.39E-10 0.00E+00 4.70E-11 0.00E+00
371791 3754460 1.86E-02 0.00E+00 3.91E-07 0.00E+00 1.37E-07 0.00E+00 371791 3754460 6.46E-06 0.00E+00 1.35E-10 0.00E+00 4.74E-11 0.00E+00
371811 3754460 1.75E-02 0.00E+00 3.81E-07 0.00E+00 1.38E-07 0.00E+00 371811 3754460 6.05E-06 0.00E+00 1.32E-10 0.00E+00 4.77E-11 0.00E+00
371831 3754460 1.64E-02 0.00E+00 3.72E-07 0.00E+00 1.38E-07 0.00E+00 371831 3754460 5.68E-06 0.00E+00 1.29E-10 0.00E+00 4.79E-11 0.00E+00
370571 3754480 2.28E-03 0.00E+00 3.84E-07 0.00E+00 4.35E-08 0.00E+00 370571 3754480 7.88E-07 0.00E+00 1.33E-10 0.00E+00 1.50E-11 0.00E+00
370591 3754480 2.38E-03 0.00E+00 4.18E-07 0.00E+00 4.52E-08 0.00E+00 370591 3754480 8.25E-07 0.00E+00 1.45E-10 0.00E+00 1.57E-11 0.00E+00
370611 3754480 2.50E-03 0.00E+00 4.57E-07 0.00E+00 4.71E-08 0.00E+00 370611 3754480 8.64E-07 0.00E+00 1.58E-10 0.00E+00 1.63E-11 0.00E+00
370631 3754480 2.62E-03 0.00E+00 5.02E-07 0.00E+00 4.91E-08 0.00E+00 370631 3754480 9.07E-07 0.00E+00 1.74E-10 0.00E+00 1.70E-11 0.00E+00
370651 3754480 2.76E-03 0.00E+00 5.53E-07 0.00E+00 5.12E-08 0.00E+00 370651 3754480 9.54E-07 0.00E+00 1.92E-10 0.00E+00 1.77E-11 0.00E+00
370671 3754480 2.90E-03 0.00E+00 6.13E-07 0.00E+00 5.34E-08 0.00E+00 370671 3754480 1.00E-06 0.00E+00 2.12E-10 0.00E+00 1.85E-11 0.00E+00
370691 3754480 3.06E-03 0.00E+00 6.84E-07 0.00E+00 5.56E-08 0.00E+00 370691 3754480 1.06E-06 0.00E+00 2.37E-10 0.00E+00 1.93E-11 0.00E+00
370711 3754480 3.22E-03 0.00E+00 7.67E-07 0.00E+00 5.79E-08 0.00E+00 370711 3754480 1.12E-06 0.00E+00 2.65E-10 0.00E+00 2.00E-11 0.00E+00
370731 3754480 3.41E-03 0.00E+00 8.67E-07 0.00E+00 6.05E-08 0.00E+00 370731 3754480 1.18E-06 0.00E+00 3.00E-10 0.00E+00 2.09E-11 0.00E+00
370751 3754480 3.60E-03 0.00E+00 9.90E-07 0.00E+00 6.31E-08 0.00E+00 370751 3754480 1.25E-06 0.00E+00 3.43E-10 0.00E+00 2.18E-11 0.00E+00
370771 3754480 3.81E-03 0.00E+00 1.14E-06 0.00E+00 6.60E-08 0.00E+00 370771 3754480 1.32E-06 0.00E+00 3.96E-10 0.00E+00 2.29E-11 0.00E+00

Unmitigated Construction HRA-Resident (02-20-19).xlsx 161 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370791 3754480 4.05E-03 0.00E+00 1.34E-06 0.00E+00 6.92E-08 0.00E+00 370791 3754480 1.40E-06 0.00E+00 4.64E-10 0.00E+00 2.39E-11 0.00E+00
370811 3754480 4.30E-03 0.00E+00 1.60E-06 0.00E+00 7.26E-08 0.00E+00 370811 3754480 1.49E-06 0.00E+00 5.54E-10 0.00E+00 2.51E-11 0.00E+00
370831 3754480 4.58E-03 0.00E+00 1.95E-06 0.00E+00 7.62E-08 0.00E+00 370831 3754480 1.59E-06 0.00E+00 6.77E-10 0.00E+00 2.64E-11 0.00E+00
370851 3754480 4.88E-03 0.00E+00 2.46E-06 0.00E+00 8.00E-08 0.00E+00 370851 3754480 1.69E-06 0.00E+00 8.52E-10 0.00E+00 2.77E-11 0.00E+00
370871 3754480 5.23E-03 0.00E+00 3.28E-06 0.00E+00 8.33E-08 0.00E+00 370871 3754480 1.81E-06 0.00E+00 1.13E-09 0.00E+00 2.88E-11 0.00E+00
370891 3754480 5.59E-03 0.00E+00 4.77E-06 0.00E+00 8.59E-08 0.00E+00 370891 3754480 1.93E-06 0.00E+00 1.65E-09 0.00E+00 2.97E-11 0.00E+00
370911 3754480 5.99E-03 0.00E+00 7.89E-06 0.00E+00 8.95E-08 0.00E+00 370911 3754480 2.07E-06 0.00E+00 2.73E-09 0.00E+00 3.10E-11 0.00E+00
370931 3754480 6.45E-03 0.00E+00 8.15E-06 0.00E+00 9.34E-08 0.00E+00 370931 3754480 2.23E-06 0.00E+00 2.82E-09 0.00E+00 3.23E-11 0.00E+00
370951 3754480 6.96E-03 0.00E+00 8.51E-06 0.00E+00 9.73E-08 0.00E+00 370951 3754480 2.41E-06 0.00E+00 2.95E-09 0.00E+00 3.37E-11 0.00E+00
370971 3754480 7.50E-03 0.00E+00 1.33E-05 0.00E+00 1.01E-07 0.00E+00 370971 3754480 2.60E-06 0.00E+00 4.60E-09 0.00E+00 3.48E-11 0.00E+00
370991 3754480 8.13E-03 0.00E+00 8.56E-06 0.00E+00 1.04E-07 0.00E+00 370991 3754480 2.82E-06 0.00E+00 2.96E-09 0.00E+00 3.61E-11 0.00E+00
371011 3754480 8.84E-03 0.00E+00 6.12E-06 0.00E+00 1.08E-07 0.00E+00 371011 3754480 3.06E-06 0.00E+00 2.12E-09 0.00E+00 3.74E-11 0.00E+00
371031 3754480 9.64E-03 0.00E+00 4.70E-06 0.00E+00 1.12E-07 0.00E+00 371031 3754480 3.34E-06 0.00E+00 1.63E-09 0.00E+00 3.86E-11 0.00E+00
371051 3754480 1.05E-02 0.00E+00 3.79E-06 0.00E+00 1.15E-07 0.00E+00 371051 3754480 3.65E-06 0.00E+00 1.31E-09 0.00E+00 3.99E-11 0.00E+00
371071 3754480 1.14E-02 0.00E+00 3.14E-06 0.00E+00 1.18E-07 0.00E+00 371071 3754480 3.96E-06 0.00E+00 1.09E-09 0.00E+00 4.07E-11 0.00E+00
371091 3754480 1.25E-02 0.00E+00 2.68E-06 0.00E+00 1.20E-07 0.00E+00 371091 3754480 4.33E-06 0.00E+00 9.28E-10 0.00E+00 4.17E-11 0.00E+00
371111 3754480 1.37E-02 0.00E+00 2.34E-06 0.00E+00 1.25E-07 0.00E+00 371111 3754480 4.75E-06 0.00E+00 8.11E-10 0.00E+00 4.33E-11 0.00E+00
371131 3754480 1.49E-02 0.00E+00 2.07E-06 0.00E+00 1.28E-07 0.00E+00 371131 3754480 5.16E-06 0.00E+00 7.16E-10 0.00E+00 4.42E-11 0.00E+00
371151 3754480 1.61E-02 0.00E+00 1.84E-06 0.00E+00 1.29E-07 0.00E+00 371151 3754480 5.59E-06 0.00E+00 6.38E-10 0.00E+00 4.46E-11 0.00E+00
371171 3754480 1.73E-02 0.00E+00 1.66E-06 0.00E+00 1.30E-07 0.00E+00 371171 3754480 6.00E-06 0.00E+00 5.75E-10 0.00E+00 4.51E-11 0.00E+00
371191 3754480 1.84E-02 0.00E+00 1.51E-06 0.00E+00 1.31E-07 0.00E+00 371191 3754480 6.37E-06 0.00E+00 5.23E-10 0.00E+00 4.54E-11 0.00E+00
371211 3754480 1.93E-02 0.00E+00 1.38E-06 0.00E+00 1.32E-07 0.00E+00 371211 3754480 6.67E-06 0.00E+00 4.78E-10 0.00E+00 4.55E-11 0.00E+00
371231 3754480 1.99E-02 0.00E+00 1.27E-06 0.00E+00 1.32E-07 0.00E+00 371231 3754480 6.87E-06 0.00E+00 4.40E-10 0.00E+00 4.56E-11 0.00E+00
371251 3754480 2.01E-02 0.00E+00 1.18E-06 0.00E+00 1.33E-07 0.00E+00 371251 3754480 6.96E-06 0.00E+00 4.08E-10 0.00E+00 4.59E-11 0.00E+00
371271 3754480 2.00E-02 0.00E+00 1.10E-06 0.00E+00 1.33E-07 0.00E+00 371271 3754480 6.93E-06 0.00E+00 3.80E-10 0.00E+00 4.62E-11 0.00E+00
371291 3754480 1.96E-02 0.00E+00 1.03E-06 0.00E+00 1.33E-07 0.00E+00 371291 3754480 6.79E-06 0.00E+00 3.55E-10 0.00E+00 4.60E-11 0.00E+00
371311 3754480 1.91E-02 0.00E+00 9.62E-07 0.00E+00 1.32E-07 0.00E+00 371311 3754480 6.60E-06 0.00E+00 3.33E-10 0.00E+00 4.56E-11 0.00E+00
371331 3754480 1.85E-02 0.00E+00 9.05E-07 0.00E+00 1.31E-07 0.00E+00 371331 3754480 6.39E-06 0.00E+00 3.13E-10 0.00E+00 4.52E-11 0.00E+00
371351 3754480 1.80E-02 0.00E+00 8.53E-07 0.00E+00 1.29E-07 0.00E+00 371351 3754480 6.22E-06 0.00E+00 2.95E-10 0.00E+00 4.47E-11 0.00E+00
371371 3754480 1.77E-02 0.00E+00 8.07E-07 0.00E+00 1.28E-07 0.00E+00 371371 3754480 6.13E-06 0.00E+00 2.79E-10 0.00E+00 4.42E-11 0.00E+00
371391 3754480 1.78E-02 0.00E+00 7.65E-07 0.00E+00 1.26E-07 0.00E+00 371391 3754480 6.18E-06 0.00E+00 2.65E-10 0.00E+00 4.35E-11 0.00E+00
371411 3754480 1.84E-02 0.00E+00 7.27E-07 0.00E+00 1.24E-07 0.00E+00 371411 3754480 6.36E-06 0.00E+00 2.52E-10 0.00E+00 4.29E-11 0.00E+00
371431 3754480 1.92E-02 0.00E+00 6.92E-07 0.00E+00 1.22E-07 0.00E+00 371431 3754480 6.66E-06 0.00E+00 2.40E-10 0.00E+00 4.22E-11 0.00E+00
371451 3754480 2.03E-02 0.00E+00 6.61E-07 0.00E+00 1.20E-07 0.00E+00 371451 3754480 7.04E-06 0.00E+00 2.29E-10 0.00E+00 4.16E-11 0.00E+00
371471 3754480 2.16E-02 0.00E+00 6.31E-07 0.00E+00 1.18E-07 0.00E+00 371471 3754480 7.48E-06 0.00E+00 2.19E-10 0.00E+00 4.09E-11 0.00E+00
371491 3754480 2.29E-02 0.00E+00 6.05E-07 0.00E+00 1.16E-07 0.00E+00 371491 3754480 7.92E-06 0.00E+00 2.09E-10 0.00E+00 4.03E-11 0.00E+00
371511 3754480 2.40E-02 0.00E+00 5.80E-07 0.00E+00 1.15E-07 0.00E+00 371511 3754480 8.30E-06 0.00E+00 2.01E-10 0.00E+00 3.98E-11 0.00E+00
371531 3754480 2.48E-02 0.00E+00 5.58E-07 0.00E+00 1.14E-07 0.00E+00 371531 3754480 8.59E-06 0.00E+00 1.93E-10 0.00E+00 3.93E-11 0.00E+00
371551 3754480 2.54E-02 0.00E+00 5.37E-07 0.00E+00 1.13E-07 0.00E+00 371551 3754480 8.78E-06 0.00E+00 1.86E-10 0.00E+00 3.90E-11 0.00E+00
371571 3754480 2.56E-02 0.00E+00 5.18E-07 0.00E+00 1.12E-07 0.00E+00 371571 3754480 8.85E-06 0.00E+00 1.79E-10 0.00E+00 3.87E-11 0.00E+00
371591 3754480 2.55E-02 0.00E+00 5.00E-07 0.00E+00 1.11E-07 0.00E+00 371591 3754480 8.82E-06 0.00E+00 1.73E-10 0.00E+00 3.86E-11 0.00E+00
371611 3754480 2.51E-02 0.00E+00 4.84E-07 0.00E+00 1.11E-07 0.00E+00 371611 3754480 8.69E-06 0.00E+00 1.67E-10 0.00E+00 3.86E-11 0.00E+00
371631 3754480 2.45E-02 0.00E+00 4.68E-07 0.00E+00 1.12E-07 0.00E+00 371631 3754480 8.49E-06 0.00E+00 1.62E-10 0.00E+00 3.86E-11 0.00E+00
371651 3754480 2.38E-02 0.00E+00 4.54E-07 0.00E+00 1.12E-07 0.00E+00 371651 3754480 8.23E-06 0.00E+00 1.57E-10 0.00E+00 3.88E-11 0.00E+00
371671 3754480 2.29E-02 0.00E+00 4.41E-07 0.00E+00 1.13E-07 0.00E+00 371671 3754480 7.92E-06 0.00E+00 1.53E-10 0.00E+00 3.90E-11 0.00E+00
371691 3754480 2.19E-02 0.00E+00 4.29E-07 0.00E+00 1.14E-07 0.00E+00 371691 3754480 7.60E-06 0.00E+00 1.48E-10 0.00E+00 3.93E-11 0.00E+00
371711 3754480 2.09E-02 0.00E+00 4.17E-07 0.00E+00 1.15E-07 0.00E+00 371711 3754480 7.25E-06 0.00E+00 1.44E-10 0.00E+00 3.96E-11 0.00E+00
371731 3754480 1.99E-02 0.00E+00 4.06E-07 0.00E+00 1.16E-07 0.00E+00 371731 3754480 6.90E-06 0.00E+00 1.41E-10 0.00E+00 4.00E-11 0.00E+00
371751 3754480 1.89E-02 0.00E+00 3.96E-07 0.00E+00 1.17E-07 0.00E+00 371751 3754480 6.55E-06 0.00E+00 1.37E-10 0.00E+00 4.04E-11 0.00E+00
371771 3754480 1.79E-02 0.00E+00 3.86E-07 0.00E+00 1.18E-07 0.00E+00 371771 3754480 6.21E-06 0.00E+00 1.34E-10 0.00E+00 4.08E-11 0.00E+00
371791 3754480 1.70E-02 0.00E+00 3.76E-07 0.00E+00 1.19E-07 0.00E+00 371791 3754480 5.88E-06 0.00E+00 1.30E-10 0.00E+00 4.11E-11 0.00E+00
371811 3754480 1.61E-02 0.00E+00 3.67E-07 0.00E+00 1.20E-07 0.00E+00 371811 3754480 5.56E-06 0.00E+00 1.27E-10 0.00E+00 4.15E-11 0.00E+00
371831 3754480 1.52E-02 0.00E+00 3.59E-07 0.00E+00 1.21E-07 0.00E+00 371831 3754480 5.26E-06 0.00E+00 1.24E-10 0.00E+00 4.18E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370571 3754500 2.22E-03 0.00E+00 3.80E-07 0.00E+00 4.20E-08 0.00E+00 370571 3754500 7.70E-07 0.00E+00 1.31E-10 0.00E+00 1.45E-11 0.00E+00
370591 3754500 2.32E-03 0.00E+00 4.13E-07 0.00E+00 4.37E-08 0.00E+00 370591 3754500 8.04E-07 0.00E+00 1.43E-10 0.00E+00 1.51E-11 0.00E+00
370611 3754500 2.43E-03 0.00E+00 4.51E-07 0.00E+00 4.54E-08 0.00E+00 370611 3754500 8.42E-07 0.00E+00 1.56E-10 0.00E+00 1.57E-11 0.00E+00
370631 3754500 2.55E-03 0.00E+00 4.95E-07 0.00E+00 4.73E-08 0.00E+00 370631 3754500 8.82E-07 0.00E+00 1.71E-10 0.00E+00 1.64E-11 0.00E+00
370651 3754500 2.68E-03 0.00E+00 5.46E-07 0.00E+00 4.92E-08 0.00E+00 370651 3754500 9.26E-07 0.00E+00 1.89E-10 0.00E+00 1.70E-11 0.00E+00
370671 3754500 2.81E-03 0.00E+00 6.05E-07 0.00E+00 5.13E-08 0.00E+00 370671 3754500 9.73E-07 0.00E+00 2.10E-10 0.00E+00 1.78E-11 0.00E+00
370691 3754500 2.96E-03 0.00E+00 6.75E-07 0.00E+00 5.33E-08 0.00E+00 370691 3754500 1.02E-06 0.00E+00 2.34E-10 0.00E+00 1.84E-11 0.00E+00
370711 3754500 3.11E-03 0.00E+00 7.57E-07 0.00E+00 5.54E-08 0.00E+00 370711 3754500 1.08E-06 0.00E+00 2.62E-10 0.00E+00 1.92E-11 0.00E+00
370731 3754500 3.28E-03 0.00E+00 8.56E-07 0.00E+00 5.77E-08 0.00E+00 370731 3754500 1.14E-06 0.00E+00 2.96E-10 0.00E+00 2.00E-11 0.00E+00
370751 3754500 3.46E-03 0.00E+00 9.77E-07 0.00E+00 6.01E-08 0.00E+00 370751 3754500 1.20E-06 0.00E+00 3.38E-10 0.00E+00 2.08E-11 0.00E+00
370771 3754500 3.66E-03 0.00E+00 1.13E-06 0.00E+00 6.27E-08 0.00E+00 370771 3754500 1.27E-06 0.00E+00 3.91E-10 0.00E+00 2.17E-11 0.00E+00
370791 3754500 3.87E-03 0.00E+00 1.32E-06 0.00E+00 6.55E-08 0.00E+00 370791 3754500 1.34E-06 0.00E+00 4.59E-10 0.00E+00 2.27E-11 0.00E+00
370811 3754500 4.10E-03 0.00E+00 1.58E-06 0.00E+00 6.85E-08 0.00E+00 370811 3754500 1.42E-06 0.00E+00 5.48E-10 0.00E+00 2.37E-11 0.00E+00
370831 3754500 4.36E-03 0.00E+00 1.94E-06 0.00E+00 7.15E-08 0.00E+00 370831 3754500 1.51E-06 0.00E+00 6.70E-10 0.00E+00 2.47E-11 0.00E+00
370851 3754500 4.63E-03 0.00E+00 2.45E-06 0.00E+00 7.47E-08 0.00E+00 370851 3754500 1.60E-06 0.00E+00 8.47E-10 0.00E+00 2.59E-11 0.00E+00
370871 3754500 4.94E-03 0.00E+00 3.26E-06 0.00E+00 7.75E-08 0.00E+00 370871 3754500 1.71E-06 0.00E+00 1.13E-09 0.00E+00 2.68E-11 0.00E+00
370891 3754500 5.24E-03 0.00E+00 4.71E-06 0.00E+00 8.01E-08 0.00E+00 370891 3754500 1.81E-06 0.00E+00 1.63E-09 0.00E+00 2.77E-11 0.00E+00
370911 3754500 5.59E-03 0.00E+00 7.77E-06 0.00E+00 8.33E-08 0.00E+00 370911 3754500 1.94E-06 0.00E+00 2.69E-09 0.00E+00 2.88E-11 0.00E+00
370931 3754500 5.99E-03 0.00E+00 1.13E-05 0.00E+00 8.65E-08 0.00E+00 370931 3754500 2.07E-06 0.00E+00 3.93E-09 0.00E+00 2.99E-11 0.00E+00
370951 3754500 6.43E-03 0.00E+00 1.36E-05 0.00E+00 8.97E-08 0.00E+00 370951 3754500 2.23E-06 0.00E+00 4.69E-09 0.00E+00 3.11E-11 0.00E+00
370971 3754500 6.89E-03 0.00E+00 1.34E-05 0.00E+00 9.24E-08 0.00E+00 370971 3754500 2.38E-06 0.00E+00 4.65E-09 0.00E+00 3.20E-11 0.00E+00
370991 3754500 7.41E-03 0.00E+00 8.62E-06 0.00E+00 9.53E-08 0.00E+00 370991 3754500 2.56E-06 0.00E+00 2.98E-09 0.00E+00 3.30E-11 0.00E+00
371011 3754500 7.99E-03 0.00E+00 6.15E-06 0.00E+00 9.85E-08 0.00E+00 371011 3754500 2.76E-06 0.00E+00 2.13E-09 0.00E+00 3.41E-11 0.00E+00
371031 3754500 8.69E-03 0.00E+00 4.72E-06 0.00E+00 1.02E-07 0.00E+00 371031 3754500 3.01E-06 0.00E+00 1.63E-09 0.00E+00 3.53E-11 0.00E+00
371051 3754500 9.38E-03 0.00E+00 3.79E-06 0.00E+00 1.05E-07 0.00E+00 371051 3754500 3.25E-06 0.00E+00 1.31E-09 0.00E+00 3.62E-11 0.00E+00
371071 3754500 1.01E-02 0.00E+00 3.15E-06 0.00E+00 1.07E-07 0.00E+00 371071 3754500 3.50E-06 0.00E+00 1.09E-09 0.00E+00 3.69E-11 0.00E+00
371091 3754500 1.09E-02 0.00E+00 2.68E-06 0.00E+00 1.09E-07 0.00E+00 371091 3754500 3.78E-06 0.00E+00 9.27E-10 0.00E+00 3.77E-11 0.00E+00
371111 3754500 1.18E-02 0.00E+00 2.33E-06 0.00E+00 1.13E-07 0.00E+00 371111 3754500 4.08E-06 0.00E+00 8.07E-10 0.00E+00 3.90E-11 0.00E+00
371131 3754500 1.26E-02 0.00E+00 2.06E-06 0.00E+00 1.15E-07 0.00E+00 371131 3754500 4.37E-06 0.00E+00 7.12E-10 0.00E+00 3.98E-11 0.00E+00
371151 3754500 1.34E-02 0.00E+00 1.83E-06 0.00E+00 1.15E-07 0.00E+00 371151 3754500 4.65E-06 0.00E+00 6.34E-10 0.00E+00 3.99E-11 0.00E+00
371171 3754500 1.42E-02 0.00E+00 1.65E-06 0.00E+00 1.16E-07 0.00E+00 371171 3754500 4.91E-06 0.00E+00 5.71E-10 0.00E+00 4.03E-11 0.00E+00
371191 3754500 1.48E-02 0.00E+00 1.50E-06 0.00E+00 1.17E-07 0.00E+00 371191 3754500 5.13E-06 0.00E+00 5.18E-10 0.00E+00 4.05E-11 0.00E+00
371211 3754500 1.53E-02 0.00E+00 1.37E-06 0.00E+00 1.17E-07 0.00E+00 371211 3754500 5.29E-06 0.00E+00 4.74E-10 0.00E+00 4.07E-11 0.00E+00
371231 3754500 1.55E-02 0.00E+00 1.26E-06 0.00E+00 1.18E-07 0.00E+00 371231 3754500 5.38E-06 0.00E+00 4.36E-10 0.00E+00 4.08E-11 0.00E+00
371251 3754500 1.56E-02 0.00E+00 1.17E-06 0.00E+00 1.19E-07 0.00E+00 371251 3754500 5.39E-06 0.00E+00 4.04E-10 0.00E+00 4.10E-11 0.00E+00
371271 3754500 1.54E-02 0.00E+00 1.09E-06 0.00E+00 1.19E-07 0.00E+00 371271 3754500 5.31E-06 0.00E+00 3.76E-10 0.00E+00 4.12E-11 0.00E+00
371291 3754500 1.50E-02 0.00E+00 1.01E-06 0.00E+00 1.18E-07 0.00E+00 371291 3754500 5.19E-06 0.00E+00 3.51E-10 0.00E+00 4.10E-11 0.00E+00
371311 3754500 1.45E-02 0.00E+00 9.49E-07 0.00E+00 1.18E-07 0.00E+00 371311 3754500 5.03E-06 0.00E+00 3.29E-10 0.00E+00 4.07E-11 0.00E+00
371331 3754500 1.40E-02 0.00E+00 8.92E-07 0.00E+00 1.17E-07 0.00E+00 371331 3754500 4.85E-06 0.00E+00 3.09E-10 0.00E+00 4.03E-11 0.00E+00
371351 3754500 1.36E-02 0.00E+00 8.41E-07 0.00E+00 1.15E-07 0.00E+00 371351 3754500 4.71E-06 0.00E+00 2.91E-10 0.00E+00 3.99E-11 0.00E+00
371371 3754500 1.33E-02 0.00E+00 7.94E-07 0.00E+00 1.14E-07 0.00E+00 371371 3754500 4.61E-06 0.00E+00 2.75E-10 0.00E+00 3.95E-11 0.00E+00
371391 3754500 1.33E-02 0.00E+00 7.52E-07 0.00E+00 1.12E-07 0.00E+00 371391 3754500 4.59E-06 0.00E+00 2.60E-10 0.00E+00 3.89E-11 0.00E+00
371411 3754500 1.35E-02 0.00E+00 7.14E-07 0.00E+00 1.11E-07 0.00E+00 371411 3754500 4.67E-06 0.00E+00 2.47E-10 0.00E+00 3.84E-11 0.00E+00
371431 3754500 1.40E-02 0.00E+00 6.80E-07 0.00E+00 1.09E-07 0.00E+00 371431 3754500 4.83E-06 0.00E+00 2.35E-10 0.00E+00 3.78E-11 0.00E+00
371451 3754500 1.46E-02 0.00E+00 6.48E-07 0.00E+00 1.07E-07 0.00E+00 371451 3754500 5.06E-06 0.00E+00 2.24E-10 0.00E+00 3.72E-11 0.00E+00
371471 3754500 1.55E-02 0.00E+00 6.19E-07 0.00E+00 1.06E-07 0.00E+00 371471 3754500 5.36E-06 0.00E+00 2.14E-10 0.00E+00 3.66E-11 0.00E+00
371491 3754500 1.64E-02 0.00E+00 5.92E-07 0.00E+00 1.04E-07 0.00E+00 371491 3754500 5.68E-06 0.00E+00 2.05E-10 0.00E+00 3.61E-11 0.00E+00
371511 3754500 1.73E-02 0.00E+00 5.68E-07 0.00E+00 1.03E-07 0.00E+00 371511 3754500 6.00E-06 0.00E+00 1.97E-10 0.00E+00 3.56E-11 0.00E+00
371531 3754500 1.82E-02 0.00E+00 5.45E-07 0.00E+00 1.01E-07 0.00E+00 371531 3754500 6.29E-06 0.00E+00 1.89E-10 0.00E+00 3.51E-11 0.00E+00
371551 3754500 1.89E-02 0.00E+00 5.24E-07 0.00E+00 1.00E-07 0.00E+00 371551 3754500 6.53E-06 0.00E+00 1.81E-10 0.00E+00 3.47E-11 0.00E+00
371571 3754500 1.94E-02 0.00E+00 5.05E-07 0.00E+00 9.95E-08 0.00E+00 371571 3754500 6.70E-06 0.00E+00 1.75E-10 0.00E+00 3.44E-11 0.00E+00
371591 3754500 1.96E-02 0.00E+00 4.88E-07 0.00E+00 9.89E-08 0.00E+00 371591 3754500 6.80E-06 0.00E+00 1.69E-10 0.00E+00 3.42E-11 0.00E+00
371611 3754500 1.97E-02 0.00E+00 4.71E-07 0.00E+00 9.85E-08 0.00E+00 371611 3754500 6.83E-06 0.00E+00 1.63E-10 0.00E+00 3.41E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371631 3754500 1.96E-02 0.00E+00 4.56E-07 0.00E+00 9.84E-08 0.00E+00 371631 3754500 6.80E-06 0.00E+00 1.58E-10 0.00E+00 3.40E-11 0.00E+00
371651 3754500 1.94E-02 0.00E+00 4.41E-07 0.00E+00 9.85E-08 0.00E+00 371651 3754500 6.71E-06 0.00E+00 1.53E-10 0.00E+00 3.41E-11 0.00E+00
371671 3754500 1.90E-02 0.00E+00 4.28E-07 0.00E+00 9.88E-08 0.00E+00 371671 3754500 6.57E-06 0.00E+00 1.48E-10 0.00E+00 3.42E-11 0.00E+00
371691 3754500 1.85E-02 0.00E+00 4.16E-07 0.00E+00 9.94E-08 0.00E+00 371691 3754500 6.39E-06 0.00E+00 1.44E-10 0.00E+00 3.44E-11 0.00E+00
371711 3754500 1.79E-02 0.00E+00 4.04E-07 0.00E+00 1.00E-07 0.00E+00 371711 3754500 6.19E-06 0.00E+00 1.40E-10 0.00E+00 3.47E-11 0.00E+00
371731 3754500 1.73E-02 0.00E+00 3.93E-07 0.00E+00 1.01E-07 0.00E+00 371731 3754500 5.97E-06 0.00E+00 1.36E-10 0.00E+00 3.49E-11 0.00E+00
371751 3754500 1.66E-02 0.00E+00 3.83E-07 0.00E+00 1.02E-07 0.00E+00 371751 3754500 5.74E-06 0.00E+00 1.33E-10 0.00E+00 3.53E-11 0.00E+00
371771 3754500 1.59E-02 0.00E+00 3.73E-07 0.00E+00 1.03E-07 0.00E+00 371771 3754500 5.50E-06 0.00E+00 1.29E-10 0.00E+00 3.56E-11 0.00E+00
371791 3754500 1.52E-02 0.00E+00 3.64E-07 0.00E+00 1.04E-07 0.00E+00 371791 3754500 5.26E-06 0.00E+00 1.26E-10 0.00E+00 3.59E-11 0.00E+00
371811 3754500 1.45E-02 0.00E+00 3.55E-07 0.00E+00 1.05E-07 0.00E+00 371811 3754500 5.03E-06 0.00E+00 1.23E-10 0.00E+00 3.62E-11 0.00E+00
371831 3754500 1.39E-02 0.00E+00 3.47E-07 0.00E+00 1.06E-07 0.00E+00 371831 3754500 4.80E-06 0.00E+00 1.20E-10 0.00E+00 3.65E-11 0.00E+00
370571 3754520 2.17E-03 0.00E+00 3.75E-07 0.00E+00 4.06E-08 0.00E+00 370571 3754520 7.50E-07 0.00E+00 1.30E-10 0.00E+00 1.41E-11 0.00E+00
370591 3754520 2.26E-03 0.00E+00 4.08E-07 0.00E+00 4.21E-08 0.00E+00 370591 3754520 7.83E-07 0.00E+00 1.41E-10 0.00E+00 1.46E-11 0.00E+00
370611 3754520 2.36E-03 0.00E+00 4.45E-07 0.00E+00 4.38E-08 0.00E+00 370611 3754520 8.18E-07 0.00E+00 1.54E-10 0.00E+00 1.52E-11 0.00E+00
370631 3754520 2.47E-03 0.00E+00 4.88E-07 0.00E+00 4.55E-08 0.00E+00 370631 3754520 8.56E-07 0.00E+00 1.69E-10 0.00E+00 1.58E-11 0.00E+00
370651 3754520 2.59E-03 0.00E+00 5.38E-07 0.00E+00 4.73E-08 0.00E+00 370651 3754520 8.96E-07 0.00E+00 1.86E-10 0.00E+00 1.64E-11 0.00E+00
370671 3754520 2.71E-03 0.00E+00 5.96E-07 0.00E+00 4.92E-08 0.00E+00 370671 3754520 9.40E-07 0.00E+00 2.06E-10 0.00E+00 1.70E-11 0.00E+00
370691 3754520 2.85E-03 0.00E+00 6.64E-07 0.00E+00 5.12E-08 0.00E+00 370691 3754520 9.86E-07 0.00E+00 2.30E-10 0.00E+00 1.77E-11 0.00E+00
370711 3754520 2.99E-03 0.00E+00 7.46E-07 0.00E+00 5.30E-08 0.00E+00 370711 3754520 1.04E-06 0.00E+00 2.58E-10 0.00E+00 1.84E-11 0.00E+00
370731 3754520 3.15E-03 0.00E+00 8.44E-07 0.00E+00 5.51E-08 0.00E+00 370731 3754520 1.09E-06 0.00E+00 2.92E-10 0.00E+00 1.91E-11 0.00E+00
370751 3754520 3.31E-03 0.00E+00 9.64E-07 0.00E+00 5.73E-08 0.00E+00 370751 3754520 1.15E-06 0.00E+00 3.34E-10 0.00E+00 1.98E-11 0.00E+00
370771 3754520 3.49E-03 0.00E+00 1.11E-06 0.00E+00 5.97E-08 0.00E+00 370771 3754520 1.21E-06 0.00E+00 3.86E-10 0.00E+00 2.07E-11 0.00E+00
370791 3754520 3.69E-03 0.00E+00 1.31E-06 0.00E+00 6.21E-08 0.00E+00 370791 3754520 1.28E-06 0.00E+00 4.52E-10 0.00E+00 2.15E-11 0.00E+00
370811 3754520 3.90E-03 0.00E+00 1.56E-06 0.00E+00 6.46E-08 0.00E+00 370811 3754520 1.35E-06 0.00E+00 5.41E-10 0.00E+00 2.24E-11 0.00E+00
370831 3754520 4.12E-03 0.00E+00 1.91E-06 0.00E+00 6.72E-08 0.00E+00 370831 3754520 1.43E-06 0.00E+00 6.62E-10 0.00E+00 2.33E-11 0.00E+00
370851 3754520 4.37E-03 0.00E+00 2.42E-06 0.00E+00 6.99E-08 0.00E+00 370851 3754520 1.51E-06 0.00E+00 8.39E-10 0.00E+00 2.42E-11 0.00E+00
370871 3754520 4.60E-03 0.00E+00 3.23E-06 0.00E+00 7.21E-08 0.00E+00 370871 3754520 1.59E-06 0.00E+00 1.12E-09 0.00E+00 2.49E-11 0.00E+00
370891 3754520 4.89E-03 0.00E+00 4.64E-06 0.00E+00 7.48E-08 0.00E+00 370891 3754520 1.69E-06 0.00E+00 1.61E-09 0.00E+00 2.59E-11 0.00E+00
370911 3754520 5.20E-03 0.00E+00 7.65E-06 0.00E+00 7.75E-08 0.00E+00 370911 3754520 1.80E-06 0.00E+00 2.65E-09 0.00E+00 2.68E-11 0.00E+00
370931 3754520 5.54E-03 0.00E+00 8.04E-06 0.00E+00 8.02E-08 0.00E+00 370931 3754520 1.92E-06 0.00E+00 2.78E-09 0.00E+00 2.78E-11 0.00E+00
370951 3754520 5.92E-03 0.00E+00 8.57E-06 0.00E+00 8.30E-08 0.00E+00 370951 3754520 2.05E-06 0.00E+00 2.97E-09 0.00E+00 2.87E-11 0.00E+00
370971 3754520 6.30E-03 0.00E+00 1.36E-05 0.00E+00 8.52E-08 0.00E+00 370971 3754520 2.18E-06 0.00E+00 4.71E-09 0.00E+00 2.95E-11 0.00E+00
370991 3754520 6.72E-03 0.00E+00 8.68E-06 0.00E+00 8.63E-08 0.00E+00 370991 3754520 2.33E-06 0.00E+00 3.00E-09 0.00E+00 2.99E-11 0.00E+00
371011 3754520 7.19E-03 0.00E+00 6.17E-06 0.00E+00 8.90E-08 0.00E+00 371011 3754520 2.49E-06 0.00E+00 2.14E-09 0.00E+00 3.08E-11 0.00E+00
371031 3754520 7.77E-03 0.00E+00 4.73E-06 0.00E+00 9.31E-08 0.00E+00 371031 3754520 2.69E-06 0.00E+00 1.64E-09 0.00E+00 3.22E-11 0.00E+00
371051 3754520 8.30E-03 0.00E+00 3.79E-06 0.00E+00 9.50E-08 0.00E+00 371051 3754520 2.87E-06 0.00E+00 1.31E-09 0.00E+00 3.29E-11 0.00E+00
371071 3754520 8.87E-03 0.00E+00 3.14E-06 0.00E+00 9.69E-08 0.00E+00 371071 3754520 3.07E-06 0.00E+00 1.09E-09 0.00E+00 3.35E-11 0.00E+00
371091 3754520 9.48E-03 0.00E+00 2.67E-06 0.00E+00 9.87E-08 0.00E+00 371091 3754520 3.28E-06 0.00E+00 9.25E-10 0.00E+00 3.42E-11 0.00E+00
371111 3754520 1.01E-02 0.00E+00 2.32E-06 0.00E+00 1.02E-07 0.00E+00 371111 3754520 3.51E-06 0.00E+00 8.04E-10 0.00E+00 3.52E-11 0.00E+00
371131 3754520 1.07E-02 0.00E+00 2.04E-06 0.00E+00 1.04E-07 0.00E+00 371131 3754520 3.71E-06 0.00E+00 7.07E-10 0.00E+00 3.59E-11 0.00E+00
371151 3754520 1.13E-02 0.00E+00 1.82E-06 0.00E+00 1.04E-07 0.00E+00 371151 3754520 3.90E-06 0.00E+00 6.30E-10 0.00E+00 3.61E-11 0.00E+00
371171 3754520 1.17E-02 0.00E+00 1.64E-06 0.00E+00 1.05E-07 0.00E+00 371171 3754520 4.06E-06 0.00E+00 5.67E-10 0.00E+00 3.63E-11 0.00E+00
371191 3754520 1.21E-02 0.00E+00 1.49E-06 0.00E+00 1.06E-07 0.00E+00 371191 3754520 4.18E-06 0.00E+00 5.14E-10 0.00E+00 3.65E-11 0.00E+00
371211 3754520 1.23E-02 0.00E+00 1.36E-06 0.00E+00 1.06E-07 0.00E+00 371211 3754520 4.26E-06 0.00E+00 4.70E-10 0.00E+00 3.67E-11 0.00E+00
371231 3754520 1.24E-02 0.00E+00 1.25E-06 0.00E+00 1.06E-07 0.00E+00 371231 3754520 4.29E-06 0.00E+00 4.32E-10 0.00E+00 3.68E-11 0.00E+00
371251 3754520 1.23E-02 0.00E+00 1.16E-06 0.00E+00 1.07E-07 0.00E+00 371251 3754520 4.26E-06 0.00E+00 4.00E-10 0.00E+00 3.70E-11 0.00E+00
371271 3754520 1.21E-02 0.00E+00 1.07E-06 0.00E+00 1.07E-07 0.00E+00 371271 3754520 4.18E-06 0.00E+00 3.72E-10 0.00E+00 3.69E-11 0.00E+00
371291 3754520 1.18E-02 0.00E+00 1.00E-06 0.00E+00 1.06E-07 0.00E+00 371291 3754520 4.07E-06 0.00E+00 3.47E-10 0.00E+00 3.67E-11 0.00E+00
371311 3754520 1.14E-02 0.00E+00 9.38E-07 0.00E+00 1.05E-07 0.00E+00 371311 3754520 3.93E-06 0.00E+00 3.25E-10 0.00E+00 3.65E-11 0.00E+00
371331 3754520 1.10E-02 0.00E+00 8.81E-07 0.00E+00 1.05E-07 0.00E+00 371331 3754520 3.79E-06 0.00E+00 3.05E-10 0.00E+00 3.62E-11 0.00E+00
371351 3754520 1.06E-02 0.00E+00 8.29E-07 0.00E+00 1.04E-07 0.00E+00 371351 3754520 3.67E-06 0.00E+00 2.87E-10 0.00E+00 3.59E-11 0.00E+00
371371 3754520 1.04E-02 0.00E+00 7.83E-07 0.00E+00 1.02E-07 0.00E+00 371371 3754520 3.59E-06 0.00E+00 2.71E-10 0.00E+00 3.55E-11 0.00E+00
371391 3754520 1.03E-02 0.00E+00 7.42E-07 0.00E+00 1.01E-07 0.00E+00 371391 3754520 3.55E-06 0.00E+00 2.57E-10 0.00E+00 3.50E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371411 3754520 1.03E-02 0.00E+00 7.04E-07 0.00E+00 9.98E-08 0.00E+00 371411 3754520 3.57E-06 0.00E+00 2.44E-10 0.00E+00 3.45E-11 0.00E+00
371431 3754520 1.05E-02 0.00E+00 6.69E-07 0.00E+00 9.83E-08 0.00E+00 371431 3754520 3.65E-06 0.00E+00 2.32E-10 0.00E+00 3.40E-11 0.00E+00
371451 3754520 1.09E-02 0.00E+00 6.38E-07 0.00E+00 9.68E-08 0.00E+00 371451 3754520 3.79E-06 0.00E+00 2.21E-10 0.00E+00 3.35E-11 0.00E+00
371471 3754520 1.15E-02 0.00E+00 6.09E-07 0.00E+00 9.54E-08 0.00E+00 371471 3754520 3.97E-06 0.00E+00 2.11E-10 0.00E+00 3.30E-11 0.00E+00
371491 3754520 1.21E-02 0.00E+00 5.82E-07 0.00E+00 9.39E-08 0.00E+00 371491 3754520 4.20E-06 0.00E+00 2.01E-10 0.00E+00 3.25E-11 0.00E+00
371511 3754520 1.28E-02 0.00E+00 5.57E-07 0.00E+00 9.25E-08 0.00E+00 371511 3754520 4.43E-06 0.00E+00 1.93E-10 0.00E+00 3.20E-11 0.00E+00
371531 3754520 1.35E-02 0.00E+00 5.35E-07 0.00E+00 9.13E-08 0.00E+00 371531 3754520 4.67E-06 0.00E+00 1.85E-10 0.00E+00 3.16E-11 0.00E+00
371551 3754520 1.41E-02 0.00E+00 5.14E-07 0.00E+00 9.01E-08 0.00E+00 371551 3754520 4.89E-06 0.00E+00 1.78E-10 0.00E+00 3.12E-11 0.00E+00
371571 3754520 1.47E-02 0.00E+00 4.95E-07 0.00E+00 8.92E-08 0.00E+00 371571 3754520 5.08E-06 0.00E+00 1.71E-10 0.00E+00 3.09E-11 0.00E+00
371591 3754520 1.51E-02 0.00E+00 4.77E-07 0.00E+00 8.85E-08 0.00E+00 371591 3754520 5.23E-06 0.00E+00 1.65E-10 0.00E+00 3.06E-11 0.00E+00
371611 3754520 1.54E-02 0.00E+00 4.60E-07 0.00E+00 8.79E-08 0.00E+00 371611 3754520 5.34E-06 0.00E+00 1.59E-10 0.00E+00 3.04E-11 0.00E+00
371631 3754520 1.56E-02 0.00E+00 4.45E-07 0.00E+00 8.76E-08 0.00E+00 371631 3754520 5.39E-06 0.00E+00 1.54E-10 0.00E+00 3.03E-11 0.00E+00
371651 3754520 1.56E-02 0.00E+00 4.31E-07 0.00E+00 8.75E-08 0.00E+00 371651 3754520 5.40E-06 0.00E+00 1.49E-10 0.00E+00 3.03E-11 0.00E+00
371671 3754520 1.55E-02 0.00E+00 4.17E-07 0.00E+00 8.75E-08 0.00E+00 371671 3754520 5.37E-06 0.00E+00 1.44E-10 0.00E+00 3.03E-11 0.00E+00
371691 3754520 1.53E-02 0.00E+00 4.05E-07 0.00E+00 8.78E-08 0.00E+00 371691 3754520 5.31E-06 0.00E+00 1.40E-10 0.00E+00 3.04E-11 0.00E+00
371711 3754520 1.51E-02 0.00E+00 3.93E-07 0.00E+00 8.83E-08 0.00E+00 371711 3754520 5.21E-06 0.00E+00 1.36E-10 0.00E+00 3.06E-11 0.00E+00
371731 3754520 1.47E-02 0.00E+00 3.82E-07 0.00E+00 8.89E-08 0.00E+00 371731 3754520 5.09E-06 0.00E+00 1.32E-10 0.00E+00 3.08E-11 0.00E+00
371751 3754520 1.43E-02 0.00E+00 3.72E-07 0.00E+00 8.96E-08 0.00E+00 371751 3754520 4.95E-06 0.00E+00 1.29E-10 0.00E+00 3.10E-11 0.00E+00
371771 3754520 1.39E-02 0.00E+00 3.62E-07 0.00E+00 9.03E-08 0.00E+00 371771 3754520 4.80E-06 0.00E+00 1.25E-10 0.00E+00 3.13E-11 0.00E+00
371791 3754520 1.34E-02 0.00E+00 3.53E-07 0.00E+00 9.11E-08 0.00E+00 371791 3754520 4.64E-06 0.00E+00 1.22E-10 0.00E+00 3.15E-11 0.00E+00
371811 3754520 1.29E-02 0.00E+00 3.44E-07 0.00E+00 9.19E-08 0.00E+00 371811 3754520 4.47E-06 0.00E+00 1.19E-10 0.00E+00 3.18E-11 0.00E+00
371831 3754520 1.24E-02 0.00E+00 3.36E-07 0.00E+00 9.28E-08 0.00E+00 371831 3754520 4.31E-06 0.00E+00 1.16E-10 0.00E+00 3.21E-11 0.00E+00
370571 3754540 2.11E-03 0.00E+00 3.70E-07 0.00E+00 3.92E-08 0.00E+00 370571 3754540 7.30E-07 0.00E+00 1.28E-10 0.00E+00 1.36E-11 0.00E+00
370591 3754540 2.20E-03 0.00E+00 4.02E-07 0.00E+00 4.07E-08 0.00E+00 370591 3754540 7.60E-07 0.00E+00 1.39E-10 0.00E+00 1.41E-11 0.00E+00
370611 3754540 2.29E-03 0.00E+00 4.39E-07 0.00E+00 4.22E-08 0.00E+00 370611 3754540 7.93E-07 0.00E+00 1.52E-10 0.00E+00 1.46E-11 0.00E+00
370631 3754540 2.39E-03 0.00E+00 4.81E-07 0.00E+00 4.38E-08 0.00E+00 370631 3754540 8.27E-07 0.00E+00 1.67E-10 0.00E+00 1.52E-11 0.00E+00
370651 3754540 2.50E-03 0.00E+00 5.30E-07 0.00E+00 4.55E-08 0.00E+00 370651 3754540 8.64E-07 0.00E+00 1.83E-10 0.00E+00 1.57E-11 0.00E+00
370671 3754540 2.61E-03 0.00E+00 5.87E-07 0.00E+00 4.72E-08 0.00E+00 370671 3754540 9.04E-07 0.00E+00 2.03E-10 0.00E+00 1.63E-11 0.00E+00
370691 3754540 2.73E-03 0.00E+00 6.53E-07 0.00E+00 4.90E-08 0.00E+00 370691 3754540 9.47E-07 0.00E+00 2.26E-10 0.00E+00 1.70E-11 0.00E+00
370711 3754540 2.87E-03 0.00E+00 7.34E-07 0.00E+00 5.07E-08 0.00E+00 370711 3754540 9.93E-07 0.00E+00 2.54E-10 0.00E+00 1.75E-11 0.00E+00
370731 3754540 3.01E-03 0.00E+00 8.30E-07 0.00E+00 5.25E-08 0.00E+00 370731 3754540 1.04E-06 0.00E+00 2.87E-10 0.00E+00 1.82E-11 0.00E+00
370751 3754540 3.16E-03 0.00E+00 9.48E-07 0.00E+00 5.47E-08 0.00E+00 370751 3754540 1.09E-06 0.00E+00 3.28E-10 0.00E+00 1.89E-11 0.00E+00
370771 3754540 3.32E-03 0.00E+00 1.09E-06 0.00E+00 5.71E-08 0.00E+00 370771 3754540 1.15E-06 0.00E+00 3.79E-10 0.00E+00 1.97E-11 0.00E+00
370791 3754540 3.49E-03 0.00E+00 1.28E-06 0.00E+00 5.93E-08 0.00E+00 370791 3754540 1.21E-06 0.00E+00 4.44E-10 0.00E+00 2.05E-11 0.00E+00
370811 3754540 3.67E-03 0.00E+00 1.54E-06 0.00E+00 6.09E-08 0.00E+00 370811 3754540 1.27E-06 0.00E+00 5.33E-10 0.00E+00 2.11E-11 0.00E+00
370831 3754540 3.87E-03 0.00E+00 1.89E-06 0.00E+00 6.32E-08 0.00E+00 370831 3754540 1.34E-06 0.00E+00 6.53E-10 0.00E+00 2.19E-11 0.00E+00
370851 3754540 4.09E-03 0.00E+00 2.39E-06 0.00E+00 6.56E-08 0.00E+00 370851 3754540 1.42E-06 0.00E+00 8.28E-10 0.00E+00 2.27E-11 0.00E+00
370871 3754540 4.31E-03 0.00E+00 3.19E-06 0.00E+00 6.77E-08 0.00E+00 370871 3754540 1.49E-06 0.00E+00 1.10E-09 0.00E+00 2.34E-11 0.00E+00
370891 3754540 4.55E-03 0.00E+00 4.58E-06 0.00E+00 6.97E-08 0.00E+00 370891 3754540 1.57E-06 0.00E+00 1.59E-09 0.00E+00 2.41E-11 0.00E+00
370911 3754540 4.82E-03 0.00E+00 7.54E-06 0.00E+00 7.23E-08 0.00E+00 370911 3754540 1.67E-06 0.00E+00 2.61E-09 0.00E+00 2.50E-11 0.00E+00
370931 3754540 5.10E-03 0.00E+00 1.11E-05 0.00E+00 7.44E-08 0.00E+00 370931 3754540 1.77E-06 0.00E+00 3.84E-09 0.00E+00 2.57E-11 0.00E+00
370951 3754540 5.42E-03 0.00E+00 1.37E-05 0.00E+00 7.69E-08 0.00E+00 370951 3754540 1.88E-06 0.00E+00 4.74E-09 0.00E+00 2.66E-11 0.00E+00
370971 3754540 5.73E-03 0.00E+00 1.37E-05 0.00E+00 7.68E-08 0.00E+00 370971 3754540 1.98E-06 0.00E+00 4.75E-09 0.00E+00 2.66E-11 0.00E+00
370991 3754540 6.08E-03 0.00E+00 8.74E-06 0.00E+00 7.89E-08 0.00E+00 370991 3754540 2.11E-06 0.00E+00 3.03E-09 0.00E+00 2.73E-11 0.00E+00
371011 3754540 6.47E-03 0.00E+00 6.20E-06 0.00E+00 8.17E-08 0.00E+00 371011 3754540 2.24E-06 0.00E+00 2.14E-09 0.00E+00 2.83E-11 0.00E+00
371031 3754540 6.93E-03 0.00E+00 4.74E-06 0.00E+00 8.52E-08 0.00E+00 371031 3754540 2.40E-06 0.00E+00 1.64E-09 0.00E+00 2.95E-11 0.00E+00
371051 3754540 7.36E-03 0.00E+00 3.79E-06 0.00E+00 8.69E-08 0.00E+00 371051 3754540 2.55E-06 0.00E+00 1.31E-09 0.00E+00 3.01E-11 0.00E+00
371071 3754540 7.81E-03 0.00E+00 3.14E-06 0.00E+00 8.85E-08 0.00E+00 371071 3754540 2.70E-06 0.00E+00 1.09E-09 0.00E+00 3.06E-11 0.00E+00
371091 3754540 8.28E-03 0.00E+00 2.67E-06 0.00E+00 9.01E-08 0.00E+00 371091 3754540 2.87E-06 0.00E+00 9.24E-10 0.00E+00 3.12E-11 0.00E+00
371111 3754540 8.72E-03 0.00E+00 2.31E-06 0.00E+00 9.22E-08 0.00E+00 371111 3754540 3.02E-06 0.00E+00 8.00E-10 0.00E+00 3.19E-11 0.00E+00
371131 3754540 9.12E-03 0.00E+00 2.03E-06 0.00E+00 9.37E-08 0.00E+00 371131 3754540 3.16E-06 0.00E+00 7.04E-10 0.00E+00 3.24E-11 0.00E+00
371151 3754540 9.47E-03 0.00E+00 1.81E-06 0.00E+00 9.48E-08 0.00E+00 371151 3754540 3.28E-06 0.00E+00 6.26E-10 0.00E+00 3.28E-11 0.00E+00
371171 3754540 9.76E-03 0.00E+00 1.63E-06 0.00E+00 9.56E-08 0.00E+00 371171 3754540 3.38E-06 0.00E+00 5.63E-10 0.00E+00 3.31E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371191 3754540 9.96E-03 0.00E+00 1.48E-06 0.00E+00 9.62E-08 0.00E+00 371191 3754540 3.45E-06 0.00E+00 5.11E-10 0.00E+00 3.33E-11 0.00E+00
371211 3754540 1.01E-02 0.00E+00 1.35E-06 0.00E+00 9.65E-08 0.00E+00 371211 3754540 3.48E-06 0.00E+00 4.67E-10 0.00E+00 3.34E-11 0.00E+00
371231 3754540 1.00E-02 0.00E+00 1.24E-06 0.00E+00 9.65E-08 0.00E+00 371231 3754540 3.47E-06 0.00E+00 4.29E-10 0.00E+00 3.34E-11 0.00E+00
371251 3754540 9.91E-03 0.00E+00 1.15E-06 0.00E+00 9.64E-08 0.00E+00 371251 3754540 3.43E-06 0.00E+00 3.96E-10 0.00E+00 3.34E-11 0.00E+00
371271 3754540 9.69E-03 0.00E+00 1.06E-06 0.00E+00 9.61E-08 0.00E+00 371271 3754540 3.35E-06 0.00E+00 3.68E-10 0.00E+00 3.33E-11 0.00E+00
371291 3754540 9.41E-03 0.00E+00 9.91E-07 0.00E+00 9.57E-08 0.00E+00 371291 3754540 3.26E-06 0.00E+00 3.43E-10 0.00E+00 3.31E-11 0.00E+00
371311 3754540 9.10E-03 0.00E+00 9.27E-07 0.00E+00 9.51E-08 0.00E+00 371311 3754540 3.15E-06 0.00E+00 3.21E-10 0.00E+00 3.29E-11 0.00E+00
371331 3754540 8.78E-03 0.00E+00 8.71E-07 0.00E+00 9.44E-08 0.00E+00 371331 3754540 3.04E-06 0.00E+00 3.01E-10 0.00E+00 3.27E-11 0.00E+00
371351 3754540 8.50E-03 0.00E+00 8.20E-07 0.00E+00 9.35E-08 0.00E+00 371351 3754540 2.94E-06 0.00E+00 2.84E-10 0.00E+00 3.24E-11 0.00E+00
371371 3754540 8.28E-03 0.00E+00 7.74E-07 0.00E+00 9.25E-08 0.00E+00 371371 3754540 2.87E-06 0.00E+00 2.68E-10 0.00E+00 3.20E-11 0.00E+00
371391 3754540 8.16E-03 0.00E+00 7.32E-07 0.00E+00 9.14E-08 0.00E+00 371391 3754540 2.82E-06 0.00E+00 2.53E-10 0.00E+00 3.16E-11 0.00E+00
371411 3754540 8.14E-03 0.00E+00 6.95E-07 0.00E+00 9.02E-08 0.00E+00 371411 3754540 2.82E-06 0.00E+00 2.40E-10 0.00E+00 3.12E-11 0.00E+00
371431 3754540 8.24E-03 0.00E+00 6.60E-07 0.00E+00 8.90E-08 0.00E+00 371431 3754540 2.85E-06 0.00E+00 2.28E-10 0.00E+00 3.08E-11 0.00E+00
371451 3754540 8.46E-03 0.00E+00 6.29E-07 0.00E+00 8.77E-08 0.00E+00 371451 3754540 2.93E-06 0.00E+00 2.18E-10 0.00E+00 3.04E-11 0.00E+00
371471 3754540 8.79E-03 0.00E+00 6.00E-07 0.00E+00 8.64E-08 0.00E+00 371471 3754540 3.04E-06 0.00E+00 2.08E-10 0.00E+00 2.99E-11 0.00E+00
371491 3754540 9.21E-03 0.00E+00 5.73E-07 0.00E+00 8.51E-08 0.00E+00 371491 3754540 3.19E-06 0.00E+00 1.98E-10 0.00E+00 2.95E-11 0.00E+00
371511 3754540 9.69E-03 0.00E+00 5.49E-07 0.00E+00 8.39E-08 0.00E+00 371511 3754540 3.36E-06 0.00E+00 1.90E-10 0.00E+00 2.90E-11 0.00E+00
371531 3754540 1.02E-02 0.00E+00 5.26E-07 0.00E+00 8.27E-08 0.00E+00 371531 3754540 3.54E-06 0.00E+00 1.82E-10 0.00E+00 2.86E-11 0.00E+00
371551 3754540 1.07E-02 0.00E+00 5.05E-07 0.00E+00 8.16E-08 0.00E+00 371551 3754540 3.72E-06 0.00E+00 1.75E-10 0.00E+00 2.82E-11 0.00E+00
371571 3754540 1.12E-02 0.00E+00 4.86E-07 0.00E+00 8.06E-08 0.00E+00 371571 3754540 3.89E-06 0.00E+00 1.68E-10 0.00E+00 2.79E-11 0.00E+00
371591 3754540 1.17E-02 0.00E+00 4.68E-07 0.00E+00 7.98E-08 0.00E+00 371591 3754540 4.04E-06 0.00E+00 1.62E-10 0.00E+00 2.76E-11 0.00E+00
371611 3754540 1.20E-02 0.00E+00 4.51E-07 0.00E+00 7.91E-08 0.00E+00 371611 3754540 4.17E-06 0.00E+00 1.56E-10 0.00E+00 2.74E-11 0.00E+00
371631 3754540 1.23E-02 0.00E+00 4.36E-07 0.00E+00 7.86E-08 0.00E+00 371631 3754540 4.26E-06 0.00E+00 1.51E-10 0.00E+00 2.72E-11 0.00E+00
371651 3754540 1.25E-02 0.00E+00 4.21E-07 0.00E+00 7.84E-08 0.00E+00 371651 3754540 4.33E-06 0.00E+00 1.46E-10 0.00E+00 2.71E-11 0.00E+00
371671 3754540 1.26E-02 0.00E+00 4.08E-07 0.00E+00 7.82E-08 0.00E+00 371671 3754540 4.36E-06 0.00E+00 1.41E-10 0.00E+00 2.71E-11 0.00E+00
371691 3754540 1.26E-02 0.00E+00 3.96E-07 0.00E+00 7.83E-08 0.00E+00 371691 3754540 4.36E-06 0.00E+00 1.37E-10 0.00E+00 2.71E-11 0.00E+00
371711 3754540 1.25E-02 0.00E+00 3.84E-07 0.00E+00 7.85E-08 0.00E+00 371711 3754540 4.34E-06 0.00E+00 1.33E-10 0.00E+00 2.72E-11 0.00E+00
371731 3754540 1.24E-02 0.00E+00 3.73E-07 0.00E+00 7.89E-08 0.00E+00 371731 3754540 4.29E-06 0.00E+00 1.29E-10 0.00E+00 2.73E-11 0.00E+00
371751 3754540 1.22E-02 0.00E+00 3.63E-07 0.00E+00 7.94E-08 0.00E+00 371751 3754540 4.22E-06 0.00E+00 1.25E-10 0.00E+00 2.75E-11 0.00E+00
371771 3754540 1.20E-02 0.00E+00 3.53E-07 0.00E+00 7.99E-08 0.00E+00 371771 3754540 4.14E-06 0.00E+00 1.22E-10 0.00E+00 2.77E-11 0.00E+00
371791 3754540 1.17E-02 0.00E+00 3.44E-07 0.00E+00 8.06E-08 0.00E+00 371791 3754540 4.04E-06 0.00E+00 1.19E-10 0.00E+00 2.79E-11 0.00E+00
371811 3754540 1.14E-02 0.00E+00 3.35E-07 0.00E+00 8.13E-08 0.00E+00 371811 3754540 3.93E-06 0.00E+00 1.16E-10 0.00E+00 2.81E-11 0.00E+00
371831 3754540 1.10E-02 0.00E+00 3.27E-07 0.00E+00 8.20E-08 0.00E+00 371831 3754540 3.82E-06 0.00E+00 1.13E-10 0.00E+00 2.84E-11 0.00E+00
370571 3754560 2.04E-03 0.00E+00 3.65E-07 0.00E+00 3.79E-08 0.00E+00 370571 3754560 7.08E-07 0.00E+00 1.26E-10 0.00E+00 1.31E-11 0.00E+00
370591 3754560 2.13E-03 0.00E+00 3.96E-07 0.00E+00 3.92E-08 0.00E+00 370591 3754560 7.36E-07 0.00E+00 1.37E-10 0.00E+00 1.36E-11 0.00E+00
370611 3754560 2.21E-03 0.00E+00 4.32E-07 0.00E+00 4.06E-08 0.00E+00 370611 3754560 7.66E-07 0.00E+00 1.49E-10 0.00E+00 1.41E-11 0.00E+00
370631 3754560 2.30E-03 0.00E+00 4.73E-07 0.00E+00 4.21E-08 0.00E+00 370631 3754560 7.98E-07 0.00E+00 1.64E-10 0.00E+00 1.46E-11 0.00E+00
370651 3754560 2.40E-03 0.00E+00 5.20E-07 0.00E+00 4.36E-08 0.00E+00 370651 3754560 8.31E-07 0.00E+00 1.80E-10 0.00E+00 1.51E-11 0.00E+00
370671 3754560 2.51E-03 0.00E+00 5.76E-07 0.00E+00 4.52E-08 0.00E+00 370671 3754560 8.68E-07 0.00E+00 1.99E-10 0.00E+00 1.56E-11 0.00E+00
370691 3754560 2.62E-03 0.00E+00 6.42E-07 0.00E+00 4.68E-08 0.00E+00 370691 3754560 9.07E-07 0.00E+00 2.22E-10 0.00E+00 1.62E-11 0.00E+00
370711 3754560 2.74E-03 0.00E+00 7.20E-07 0.00E+00 4.85E-08 0.00E+00 370711 3754560 9.48E-07 0.00E+00 2.49E-10 0.00E+00 1.68E-11 0.00E+00
370731 3754560 2.87E-03 0.00E+00 8.15E-07 0.00E+00 5.02E-08 0.00E+00 370731 3754560 9.92E-07 0.00E+00 2.82E-10 0.00E+00 1.74E-11 0.00E+00
370751 3754560 3.00E-03 0.00E+00 9.31E-07 0.00E+00 5.21E-08 0.00E+00 370751 3754560 1.04E-06 0.00E+00 3.22E-10 0.00E+00 1.80E-11 0.00E+00
370771 3754560 3.15E-03 0.00E+00 1.08E-06 0.00E+00 5.39E-08 0.00E+00 370771 3754560 1.09E-06 0.00E+00 3.73E-10 0.00E+00 1.87E-11 0.00E+00
370791 3754560 3.30E-03 0.00E+00 1.27E-06 0.00E+00 5.58E-08 0.00E+00 370791 3754560 1.14E-06 0.00E+00 4.38E-10 0.00E+00 1.93E-11 0.00E+00
370811 3754560 3.46E-03 0.00E+00 1.52E-06 0.00E+00 5.77E-08 0.00E+00 370811 3754560 1.20E-06 0.00E+00 5.24E-10 0.00E+00 2.00E-11 0.00E+00
370831 3754560 3.63E-03 0.00E+00 1.86E-06 0.00E+00 5.96E-08 0.00E+00 370831 3754560 1.26E-06 0.00E+00 6.43E-10 0.00E+00 2.06E-11 0.00E+00
370851 3754560 3.82E-03 0.00E+00 2.36E-06 0.00E+00 6.16E-08 0.00E+00 370851 3754560 1.32E-06 0.00E+00 8.17E-10 0.00E+00 2.13E-11 0.00E+00
370871 3754560 4.01E-03 0.00E+00 3.14E-06 0.00E+00 6.35E-08 0.00E+00 370871 3754560 1.39E-06 0.00E+00 1.09E-09 0.00E+00 2.20E-11 0.00E+00
370891 3754560 4.22E-03 0.00E+00 4.52E-06 0.00E+00 6.53E-08 0.00E+00 370891 3754560 1.46E-06 0.00E+00 1.57E-09 0.00E+00 2.26E-11 0.00E+00
370911 3754560 4.44E-03 0.00E+00 7.41E-06 0.00E+00 6.65E-08 0.00E+00 370911 3754560 1.54E-06 0.00E+00 2.57E-09 0.00E+00 2.30E-11 0.00E+00
370931 3754560 4.69E-03 0.00E+00 1.15E-05 0.00E+00 6.87E-08 0.00E+00 370931 3754560 1.62E-06 0.00E+00 3.97E-09 0.00E+00 2.38E-11 0.00E+00
370951 3754560 4.96E-03 0.00E+00 8.60E-06 0.00E+00 7.13E-08 0.00E+00 370951 3754560 1.72E-06 0.00E+00 2.98E-09 0.00E+00 2.47E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370971 3754560 5.22E-03 0.00E+00 1.39E-05 0.00E+00 7.18E-08 0.00E+00 370971 3754560 1.81E-06 0.00E+00 4.82E-09 0.00E+00 2.48E-11 0.00E+00
370991 3754560 5.51E-03 0.00E+00 8.82E-06 0.00E+00 7.30E-08 0.00E+00 370991 3754560 1.91E-06 0.00E+00 3.05E-09 0.00E+00 2.53E-11 0.00E+00
371011 3754560 5.82E-03 0.00E+00 6.23E-06 0.00E+00 7.55E-08 0.00E+00 371011 3754560 2.01E-06 0.00E+00 2.16E-09 0.00E+00 2.61E-11 0.00E+00
371031 3754560 6.15E-03 0.00E+00 4.74E-06 0.00E+00 7.79E-08 0.00E+00 371031 3754560 2.13E-06 0.00E+00 1.64E-09 0.00E+00 2.70E-11 0.00E+00
371051 3754560 6.51E-03 0.00E+00 3.79E-06 0.00E+00 7.95E-08 0.00E+00 371051 3754560 2.25E-06 0.00E+00 1.31E-09 0.00E+00 2.75E-11 0.00E+00
371071 3754560 6.87E-03 0.00E+00 3.14E-06 0.00E+00 8.11E-08 0.00E+00 371071 3754560 2.38E-06 0.00E+00 1.09E-09 0.00E+00 2.81E-11 0.00E+00
371091 3754560 7.21E-03 0.00E+00 2.66E-06 0.00E+00 8.25E-08 0.00E+00 371091 3754560 2.50E-06 0.00E+00 9.21E-10 0.00E+00 2.86E-11 0.00E+00
371111 3754560 7.52E-03 0.00E+00 2.30E-06 0.00E+00 8.39E-08 0.00E+00 371111 3754560 2.60E-06 0.00E+00 7.97E-10 0.00E+00 2.90E-11 0.00E+00
371131 3754560 7.80E-03 0.00E+00 2.02E-06 0.00E+00 8.51E-08 0.00E+00 371131 3754560 2.70E-06 0.00E+00 7.00E-10 0.00E+00 2.95E-11 0.00E+00
371151 3754560 8.02E-03 0.00E+00 1.80E-06 0.00E+00 8.63E-08 0.00E+00 371151 3754560 2.78E-06 0.00E+00 6.22E-10 0.00E+00 2.99E-11 0.00E+00
371171 3754560 8.19E-03 0.00E+00 1.62E-06 0.00E+00 8.70E-08 0.00E+00 371171 3754560 2.84E-06 0.00E+00 5.59E-10 0.00E+00 3.01E-11 0.00E+00
371191 3754560 8.29E-03 0.00E+00 1.46E-06 0.00E+00 8.73E-08 0.00E+00 371191 3754560 2.87E-06 0.00E+00 5.07E-10 0.00E+00 3.02E-11 0.00E+00
371211 3754560 8.30E-03 0.00E+00 1.34E-06 0.00E+00 8.75E-08 0.00E+00 371211 3754560 2.87E-06 0.00E+00 4.63E-10 0.00E+00 3.03E-11 0.00E+00
371231 3754560 8.24E-03 0.00E+00 1.23E-06 0.00E+00 8.75E-08 0.00E+00 371231 3754560 2.85E-06 0.00E+00 4.25E-10 0.00E+00 3.03E-11 0.00E+00
371251 3754560 8.11E-03 0.00E+00 1.13E-06 0.00E+00 8.73E-08 0.00E+00 371251 3754560 2.81E-06 0.00E+00 3.93E-10 0.00E+00 3.02E-11 0.00E+00
371271 3754560 7.91E-03 0.00E+00 1.05E-06 0.00E+00 8.71E-08 0.00E+00 371271 3754560 2.74E-06 0.00E+00 3.64E-10 0.00E+00 3.01E-11 0.00E+00
371291 3754560 7.67E-03 0.00E+00 9.81E-07 0.00E+00 8.67E-08 0.00E+00 371291 3754560 2.66E-06 0.00E+00 3.40E-10 0.00E+00 3.00E-11 0.00E+00
371311 3754560 7.42E-03 0.00E+00 9.18E-07 0.00E+00 8.62E-08 0.00E+00 371311 3754560 2.57E-06 0.00E+00 3.18E-10 0.00E+00 2.98E-11 0.00E+00
371331 3754560 7.17E-03 0.00E+00 8.61E-07 0.00E+00 8.55E-08 0.00E+00 371331 3754560 2.48E-06 0.00E+00 2.98E-10 0.00E+00 2.96E-11 0.00E+00
371351 3754560 6.94E-03 0.00E+00 8.10E-07 0.00E+00 8.48E-08 0.00E+00 371351 3754560 2.40E-06 0.00E+00 2.81E-10 0.00E+00 2.94E-11 0.00E+00
371371 3754560 6.76E-03 0.00E+00 7.65E-07 0.00E+00 8.40E-08 0.00E+00 371371 3754560 2.34E-06 0.00E+00 2.65E-10 0.00E+00 2.91E-11 0.00E+00
371391 3754560 6.64E-03 0.00E+00 7.23E-07 0.00E+00 8.30E-08 0.00E+00 371391 3754560 2.30E-06 0.00E+00 2.50E-10 0.00E+00 2.87E-11 0.00E+00
371411 3754560 6.60E-03 0.00E+00 6.86E-07 0.00E+00 8.20E-08 0.00E+00 371411 3754560 2.28E-06 0.00E+00 2.37E-10 0.00E+00 2.84E-11 0.00E+00
371431 3754560 6.63E-03 0.00E+00 6.52E-07 0.00E+00 8.09E-08 0.00E+00 371431 3754560 2.29E-06 0.00E+00 2.26E-10 0.00E+00 2.80E-11 0.00E+00
371451 3754560 6.74E-03 0.00E+00 6.20E-07 0.00E+00 7.98E-08 0.00E+00 371451 3754560 2.33E-06 0.00E+00 2.15E-10 0.00E+00 2.76E-11 0.00E+00
371471 3754560 6.93E-03 0.00E+00 5.92E-07 0.00E+00 7.87E-08 0.00E+00 371471 3754560 2.40E-06 0.00E+00 2.05E-10 0.00E+00 2.72E-11 0.00E+00
371491 3754560 7.20E-03 0.00E+00 5.65E-07 0.00E+00 7.75E-08 0.00E+00 371491 3754560 2.49E-06 0.00E+00 1.96E-10 0.00E+00 2.68E-11 0.00E+00
371511 3754560 7.52E-03 0.00E+00 5.41E-07 0.00E+00 7.64E-08 0.00E+00 371511 3754560 2.60E-06 0.00E+00 1.87E-10 0.00E+00 2.64E-11 0.00E+00
371531 3754560 7.90E-03 0.00E+00 5.18E-07 0.00E+00 7.53E-08 0.00E+00 371531 3754560 2.73E-06 0.00E+00 1.79E-10 0.00E+00 2.61E-11 0.00E+00
371551 3754560 8.30E-03 0.00E+00 4.97E-07 0.00E+00 7.43E-08 0.00E+00 371551 3754560 2.87E-06 0.00E+00 1.72E-10 0.00E+00 2.57E-11 0.00E+00
371571 3754560 8.70E-03 0.00E+00 4.78E-07 0.00E+00 7.33E-08 0.00E+00 371571 3754560 3.01E-06 0.00E+00 1.65E-10 0.00E+00 2.54E-11 0.00E+00
371591 3754560 9.09E-03 0.00E+00 4.60E-07 0.00E+00 7.25E-08 0.00E+00 371591 3754560 3.15E-06 0.00E+00 1.59E-10 0.00E+00 2.51E-11 0.00E+00
371611 3754560 9.45E-03 0.00E+00 4.43E-07 0.00E+00 7.18E-08 0.00E+00 371611 3754560 3.27E-06 0.00E+00 1.53E-10 0.00E+00 2.48E-11 0.00E+00
371631 3754560 9.75E-03 0.00E+00 4.28E-07 0.00E+00 7.12E-08 0.00E+00 371631 3754560 3.38E-06 0.00E+00 1.48E-10 0.00E+00 2.46E-11 0.00E+00
371651 3754560 1.00E-02 0.00E+00 4.13E-07 0.00E+00 7.08E-08 0.00E+00 371651 3754560 3.46E-06 0.00E+00 1.43E-10 0.00E+00 2.45E-11 0.00E+00
371671 3754560 1.02E-02 0.00E+00 4.00E-07 0.00E+00 7.05E-08 0.00E+00 371671 3754560 3.53E-06 0.00E+00 1.38E-10 0.00E+00 2.44E-11 0.00E+00
371691 3754560 1.03E-02 0.00E+00 3.87E-07 0.00E+00 7.04E-08 0.00E+00 371691 3754560 3.57E-06 0.00E+00 1.34E-10 0.00E+00 2.44E-11 0.00E+00
371711 3754560 1.04E-02 0.00E+00 3.76E-07 0.00E+00 7.04E-08 0.00E+00 371711 3754560 3.59E-06 0.00E+00 1.30E-10 0.00E+00 2.44E-11 0.00E+00
371731 3754560 1.04E-02 0.00E+00 3.65E-07 0.00E+00 7.06E-08 0.00E+00 371731 3754560 3.59E-06 0.00E+00 1.26E-10 0.00E+00 2.44E-11 0.00E+00
371751 3754560 1.03E-02 0.00E+00 3.54E-07 0.00E+00 7.09E-08 0.00E+00 371751 3754560 3.57E-06 0.00E+00 1.23E-10 0.00E+00 2.45E-11 0.00E+00
371771 3754560 1.02E-02 0.00E+00 3.44E-07 0.00E+00 7.13E-08 0.00E+00 371771 3754560 3.53E-06 0.00E+00 1.19E-10 0.00E+00 2.47E-11 0.00E+00
371791 3754560 1.01E-02 0.00E+00 3.35E-07 0.00E+00 7.17E-08 0.00E+00 371791 3754560 3.48E-06 0.00E+00 1.16E-10 0.00E+00 2.48E-11 0.00E+00
371811 3754560 9.88E-03 0.00E+00 3.27E-07 0.00E+00 7.23E-08 0.00E+00 371811 3754560 3.42E-06 0.00E+00 1.13E-10 0.00E+00 2.50E-11 0.00E+00
371831 3754560 9.67E-03 0.00E+00 3.18E-07 0.00E+00 7.29E-08 0.00E+00 371831 3754560 3.35E-06 0.00E+00 1.10E-10 0.00E+00 2.52E-11 0.00E+00
370571 3754580 1.97E-03 0.00E+00 3.58E-07 0.00E+00 3.65E-08 0.00E+00 370571 3754580 6.83E-07 0.00E+00 1.24E-10 0.00E+00 1.26E-11 0.00E+00
370591 3754580 2.05E-03 0.00E+00 3.88E-07 0.00E+00 3.76E-08 0.00E+00 370591 3754580 7.10E-07 0.00E+00 1.34E-10 0.00E+00 1.30E-11 0.00E+00
370611 3754580 2.13E-03 0.00E+00 4.23E-07 0.00E+00 3.90E-08 0.00E+00 370611 3754580 7.37E-07 0.00E+00 1.47E-10 0.00E+00 1.35E-11 0.00E+00
370631 3754580 2.21E-03 0.00E+00 4.63E-07 0.00E+00 4.03E-08 0.00E+00 370631 3754580 7.66E-07 0.00E+00 1.60E-10 0.00E+00 1.39E-11 0.00E+00
370651 3754580 2.30E-03 0.00E+00 5.10E-07 0.00E+00 4.16E-08 0.00E+00 370651 3754580 7.98E-07 0.00E+00 1.76E-10 0.00E+00 1.44E-11 0.00E+00
370671 3754580 2.40E-03 0.00E+00 5.64E-07 0.00E+00 4.30E-08 0.00E+00 370671 3754580 8.31E-07 0.00E+00 1.95E-10 0.00E+00 1.49E-11 0.00E+00
370691 3754580 2.50E-03 0.00E+00 6.28E-07 0.00E+00 4.47E-08 0.00E+00 370691 3754580 8.65E-07 0.00E+00 2.18E-10 0.00E+00 1.55E-11 0.00E+00
370711 3754580 2.61E-03 0.00E+00 7.05E-07 0.00E+00 4.61E-08 0.00E+00 370711 3754580 9.03E-07 0.00E+00 2.44E-10 0.00E+00 1.60E-11 0.00E+00
370731 3754580 2.72E-03 0.00E+00 7.98E-07 0.00E+00 4.77E-08 0.00E+00 370731 3754580 9.42E-07 0.00E+00 2.76E-10 0.00E+00 1.65E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370751 3754580 2.84E-03 0.00E+00 9.12E-07 0.00E+00 4.93E-08 0.00E+00 370751 3754580 9.83E-07 0.00E+00 3.16E-10 0.00E+00 1.71E-11 0.00E+00
370771 3754580 2.96E-03 0.00E+00 1.06E-06 0.00E+00 5.09E-08 0.00E+00 370771 3754580 1.03E-06 0.00E+00 3.65E-10 0.00E+00 1.76E-11 0.00E+00
370791 3754580 3.10E-03 0.00E+00 1.24E-06 0.00E+00 5.27E-08 0.00E+00 370791 3754580 1.07E-06 0.00E+00 4.30E-10 0.00E+00 1.82E-11 0.00E+00
370811 3754580 3.24E-03 0.00E+00 1.49E-06 0.00E+00 5.43E-08 0.00E+00 370811 3754580 1.12E-06 0.00E+00 5.14E-10 0.00E+00 1.88E-11 0.00E+00
370831 3754580 3.39E-03 0.00E+00 1.82E-06 0.00E+00 5.60E-08 0.00E+00 370831 3754580 1.17E-06 0.00E+00 6.32E-10 0.00E+00 1.94E-11 0.00E+00
370851 3754580 3.55E-03 0.00E+00 2.32E-06 0.00E+00 5.78E-08 0.00E+00 370851 3754580 1.23E-06 0.00E+00 8.04E-10 0.00E+00 2.00E-11 0.00E+00
370871 3754580 3.72E-03 0.00E+00 3.10E-06 0.00E+00 5.94E-08 0.00E+00 370871 3754580 1.29E-06 0.00E+00 1.07E-09 0.00E+00 2.06E-11 0.00E+00
370891 3754580 3.90E-03 0.00E+00 4.45E-06 0.00E+00 6.02E-08 0.00E+00 370891 3754580 1.35E-06 0.00E+00 1.54E-09 0.00E+00 2.08E-11 0.00E+00
370911 3754580 4.09E-03 0.00E+00 7.29E-06 0.00E+00 6.15E-08 0.00E+00 370911 3754580 1.42E-06 0.00E+00 2.52E-09 0.00E+00 2.13E-11 0.00E+00
370931 3754580 4.30E-03 0.00E+00 1.08E-05 0.00E+00 6.38E-08 0.00E+00 370931 3754580 1.49E-06 0.00E+00 3.73E-09 0.00E+00 2.21E-11 0.00E+00
370951 3754580 4.53E-03 0.00E+00 1.02E-05 0.00E+00 6.61E-08 0.00E+00 370951 3754580 1.57E-06 0.00E+00 3.53E-09 0.00E+00 2.29E-11 0.00E+00
370971 3754580 4.74E-03 0.00E+00 1.41E-05 0.00E+00 6.61E-08 0.00E+00 370971 3754580 1.64E-06 0.00E+00 4.88E-09 0.00E+00 2.29E-11 0.00E+00
370991 3754580 4.98E-03 0.00E+00 8.89E-06 0.00E+00 6.74E-08 0.00E+00 370991 3754580 1.72E-06 0.00E+00 3.08E-09 0.00E+00 2.33E-11 0.00E+00
371011 3754580 5.22E-03 0.00E+00 6.26E-06 0.00E+00 6.89E-08 0.00E+00 371011 3754580 1.81E-06 0.00E+00 2.17E-09 0.00E+00 2.39E-11 0.00E+00
371031 3754580 5.48E-03 0.00E+00 4.75E-06 0.00E+00 7.15E-08 0.00E+00 371031 3754580 1.90E-06 0.00E+00 1.64E-09 0.00E+00 2.47E-11 0.00E+00
371051 3754580 5.76E-03 0.00E+00 3.79E-06 0.00E+00 7.30E-08 0.00E+00 371051 3754580 1.99E-06 0.00E+00 1.31E-09 0.00E+00 2.53E-11 0.00E+00
371071 3754580 6.06E-03 0.00E+00 3.13E-06 0.00E+00 7.45E-08 0.00E+00 371071 3754580 2.10E-06 0.00E+00 1.08E-09 0.00E+00 2.58E-11 0.00E+00
371091 3754580 6.30E-03 0.00E+00 2.65E-06 0.00E+00 7.55E-08 0.00E+00 371091 3754580 2.18E-06 0.00E+00 9.18E-10 0.00E+00 2.61E-11 0.00E+00
371111 3754580 6.51E-03 0.00E+00 2.29E-06 0.00E+00 7.68E-08 0.00E+00 371111 3754580 2.25E-06 0.00E+00 7.92E-10 0.00E+00 2.66E-11 0.00E+00
371131 3754580 6.70E-03 0.00E+00 2.01E-06 0.00E+00 7.79E-08 0.00E+00 371131 3754580 2.32E-06 0.00E+00 6.95E-10 0.00E+00 2.70E-11 0.00E+00
371151 3754580 6.84E-03 0.00E+00 1.79E-06 0.00E+00 7.88E-08 0.00E+00 371151 3754580 2.37E-06 0.00E+00 6.18E-10 0.00E+00 2.73E-11 0.00E+00
371171 3754580 6.93E-03 0.00E+00 1.60E-06 0.00E+00 7.93E-08 0.00E+00 371171 3754580 2.40E-06 0.00E+00 5.55E-10 0.00E+00 2.74E-11 0.00E+00
371191 3754580 6.97E-03 0.00E+00 1.45E-06 0.00E+00 7.95E-08 0.00E+00 371191 3754580 2.41E-06 0.00E+00 5.03E-10 0.00E+00 2.75E-11 0.00E+00
371211 3754580 6.94E-03 0.00E+00 1.33E-06 0.00E+00 7.96E-08 0.00E+00 371211 3754580 2.40E-06 0.00E+00 4.59E-10 0.00E+00 2.76E-11 0.00E+00
371231 3754580 6.86E-03 0.00E+00 1.22E-06 0.00E+00 7.96E-08 0.00E+00 371231 3754580 2.37E-06 0.00E+00 4.21E-10 0.00E+00 2.76E-11 0.00E+00
371251 3754580 6.73E-03 0.00E+00 1.12E-06 0.00E+00 7.95E-08 0.00E+00 371251 3754580 2.33E-06 0.00E+00 3.89E-10 0.00E+00 2.75E-11 0.00E+00
371271 3754580 6.55E-03 0.00E+00 1.04E-06 0.00E+00 7.92E-08 0.00E+00 371271 3754580 2.27E-06 0.00E+00 3.61E-10 0.00E+00 2.74E-11 0.00E+00
371291 3754580 6.36E-03 0.00E+00 9.72E-07 0.00E+00 7.89E-08 0.00E+00 371291 3754580 2.20E-06 0.00E+00 3.36E-10 0.00E+00 2.73E-11 0.00E+00
371311 3754580 6.15E-03 0.00E+00 9.08E-07 0.00E+00 7.84E-08 0.00E+00 371311 3754580 2.13E-06 0.00E+00 3.14E-10 0.00E+00 2.72E-11 0.00E+00
371331 3754580 5.95E-03 0.00E+00 8.52E-07 0.00E+00 7.79E-08 0.00E+00 371331 3754580 2.06E-06 0.00E+00 2.95E-10 0.00E+00 2.70E-11 0.00E+00
371351 3754580 5.77E-03 0.00E+00 8.02E-07 0.00E+00 7.73E-08 0.00E+00 371351 3754580 2.00E-06 0.00E+00 2.77E-10 0.00E+00 2.67E-11 0.00E+00
371371 3754580 5.62E-03 0.00E+00 7.56E-07 0.00E+00 7.65E-08 0.00E+00 371371 3754580 1.95E-06 0.00E+00 2.62E-10 0.00E+00 2.65E-11 0.00E+00
371391 3754580 5.51E-03 0.00E+00 7.15E-07 0.00E+00 7.57E-08 0.00E+00 371391 3754580 1.91E-06 0.00E+00 2.48E-10 0.00E+00 2.62E-11 0.00E+00
371411 3754580 5.45E-03 0.00E+00 6.78E-07 0.00E+00 7.49E-08 0.00E+00 371411 3754580 1.89E-06 0.00E+00 2.35E-10 0.00E+00 2.59E-11 0.00E+00
371431 3754580 5.45E-03 0.00E+00 6.44E-07 0.00E+00 7.40E-08 0.00E+00 371431 3754580 1.89E-06 0.00E+00 2.23E-10 0.00E+00 2.56E-11 0.00E+00
371451 3754580 5.50E-03 0.00E+00 6.12E-07 0.00E+00 7.30E-08 0.00E+00 371451 3754580 1.90E-06 0.00E+00 2.12E-10 0.00E+00 2.53E-11 0.00E+00
371471 3754580 5.61E-03 0.00E+00 5.84E-07 0.00E+00 7.20E-08 0.00E+00 371471 3754580 1.94E-06 0.00E+00 2.02E-10 0.00E+00 2.49E-11 0.00E+00
371491 3754580 5.77E-03 0.00E+00 5.57E-07 0.00E+00 7.09E-08 0.00E+00 371491 3754580 2.00E-06 0.00E+00 1.93E-10 0.00E+00 2.46E-11 0.00E+00
371511 3754580 5.99E-03 0.00E+00 5.33E-07 0.00E+00 6.99E-08 0.00E+00 371511 3754580 2.07E-06 0.00E+00 1.85E-10 0.00E+00 2.42E-11 0.00E+00
371531 3754580 6.25E-03 0.00E+00 5.11E-07 0.00E+00 6.89E-08 0.00E+00 371531 3754580 2.16E-06 0.00E+00 1.77E-10 0.00E+00 2.39E-11 0.00E+00
371551 3754580 6.54E-03 0.00E+00 4.90E-07 0.00E+00 6.79E-08 0.00E+00 371551 3754580 2.26E-06 0.00E+00 1.70E-10 0.00E+00 2.35E-11 0.00E+00
371571 3754580 6.85E-03 0.00E+00 4.71E-07 0.00E+00 6.70E-08 0.00E+00 371571 3754580 2.37E-06 0.00E+00 1.63E-10 0.00E+00 2.32E-11 0.00E+00
371591 3754580 7.17E-03 0.00E+00 4.53E-07 0.00E+00 6.62E-08 0.00E+00 371591 3754580 2.48E-06 0.00E+00 1.57E-10 0.00E+00 2.29E-11 0.00E+00
371611 3754580 7.47E-03 0.00E+00 4.36E-07 0.00E+00 6.55E-08 0.00E+00 371611 3754580 2.59E-06 0.00E+00 1.51E-10 0.00E+00 2.27E-11 0.00E+00
371631 3754580 7.76E-03 0.00E+00 4.20E-07 0.00E+00 6.49E-08 0.00E+00 371631 3754580 2.69E-06 0.00E+00 1.46E-10 0.00E+00 2.25E-11 0.00E+00
371651 3754580 8.01E-03 0.00E+00 4.06E-07 0.00E+00 6.44E-08 0.00E+00 371651 3754580 2.77E-06 0.00E+00 1.41E-10 0.00E+00 2.23E-11 0.00E+00
371671 3754580 8.23E-03 0.00E+00 3.92E-07 0.00E+00 6.40E-08 0.00E+00 371671 3754580 2.85E-06 0.00E+00 1.36E-10 0.00E+00 2.21E-11 0.00E+00
371691 3754580 8.40E-03 0.00E+00 3.80E-07 0.00E+00 6.37E-08 0.00E+00 371691 3754580 2.91E-06 0.00E+00 1.31E-10 0.00E+00 2.21E-11 0.00E+00
371711 3754580 8.52E-03 0.00E+00 3.68E-07 0.00E+00 6.36E-08 0.00E+00 371711 3754580 2.95E-06 0.00E+00 1.27E-10 0.00E+00 2.20E-11 0.00E+00
371731 3754580 8.60E-03 0.00E+00 3.57E-07 0.00E+00 6.36E-08 0.00E+00 371731 3754580 2.98E-06 0.00E+00 1.24E-10 0.00E+00 2.20E-11 0.00E+00
371751 3754580 8.64E-03 0.00E+00 3.47E-07 0.00E+00 6.38E-08 0.00E+00 371751 3754580 2.99E-06 0.00E+00 1.20E-10 0.00E+00 2.21E-11 0.00E+00
371771 3754580 8.64E-03 0.00E+00 3.37E-07 0.00E+00 6.40E-08 0.00E+00 371771 3754580 2.99E-06 0.00E+00 1.17E-10 0.00E+00 2.21E-11 0.00E+00
371791 3754580 8.59E-03 0.00E+00 3.28E-07 0.00E+00 6.43E-08 0.00E+00 371791 3754580 2.97E-06 0.00E+00 1.13E-10 0.00E+00 2.23E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371811 3754580 8.52E-03 0.00E+00 3.19E-07 0.00E+00 6.47E-08 0.00E+00 371811 3754580 2.95E-06 0.00E+00 1.10E-10 0.00E+00 2.24E-11 0.00E+00
371831 3754580 8.41E-03 0.00E+00 3.11E-07 0.00E+00 6.52E-08 0.00E+00 371831 3754580 2.91E-06 0.00E+00 1.08E-10 0.00E+00 2.26E-11 0.00E+00
370571 3754600 1.90E-03 0.00E+00 3.49E-07 0.00E+00 3.49E-08 0.00E+00 370571 3754600 6.57E-07 0.00E+00 1.21E-10 0.00E+00 1.21E-11 0.00E+00
370591 3754600 1.97E-03 0.00E+00 3.79E-07 0.00E+00 3.61E-08 0.00E+00 370591 3754600 6.81E-07 0.00E+00 1.31E-10 0.00E+00 1.25E-11 0.00E+00
370611 3754600 2.04E-03 0.00E+00 4.14E-07 0.00E+00 3.73E-08 0.00E+00 370611 3754600 7.07E-07 0.00E+00 1.43E-10 0.00E+00 1.29E-11 0.00E+00
370631 3754600 2.12E-03 0.00E+00 4.53E-07 0.00E+00 3.86E-08 0.00E+00 370631 3754600 7.34E-07 0.00E+00 1.57E-10 0.00E+00 1.34E-11 0.00E+00
370651 3754600 2.19E-03 0.00E+00 4.96E-07 0.00E+00 3.97E-08 0.00E+00 370651 3754600 7.59E-07 0.00E+00 1.72E-10 0.00E+00 1.37E-11 0.00E+00
370671 3754600 2.28E-03 0.00E+00 5.49E-07 0.00E+00 4.11E-08 0.00E+00 370671 3754600 7.89E-07 0.00E+00 1.90E-10 0.00E+00 1.42E-11 0.00E+00
370691 3754600 2.37E-03 0.00E+00 6.12E-07 0.00E+00 4.25E-08 0.00E+00 370691 3754600 8.21E-07 0.00E+00 2.12E-10 0.00E+00 1.47E-11 0.00E+00
370711 3754600 2.46E-03 0.00E+00 6.86E-07 0.00E+00 4.38E-08 0.00E+00 370711 3754600 8.53E-07 0.00E+00 2.37E-10 0.00E+00 1.52E-11 0.00E+00
370731 3754600 2.56E-03 0.00E+00 7.76E-07 0.00E+00 4.52E-08 0.00E+00 370731 3754600 8.87E-07 0.00E+00 2.69E-10 0.00E+00 1.57E-11 0.00E+00
370751 3754600 2.67E-03 0.00E+00 8.87E-07 0.00E+00 4.67E-08 0.00E+00 370751 3754600 9.24E-07 0.00E+00 3.07E-10 0.00E+00 1.62E-11 0.00E+00
370771 3754600 2.78E-03 0.00E+00 1.03E-06 0.00E+00 4.81E-08 0.00E+00 370771 3754600 9.62E-07 0.00E+00 3.56E-10 0.00E+00 1.67E-11 0.00E+00
370791 3754600 2.90E-03 0.00E+00 1.21E-06 0.00E+00 4.93E-08 0.00E+00 370791 3754600 1.00E-06 0.00E+00 4.19E-10 0.00E+00 1.71E-11 0.00E+00
370811 3754600 3.01E-03 0.00E+00 1.45E-06 0.00E+00 4.97E-08 0.00E+00 370811 3754600 1.04E-06 0.00E+00 5.01E-10 0.00E+00 1.72E-11 0.00E+00
370831 3754600 3.15E-03 0.00E+00 1.78E-06 0.00E+00 5.11E-08 0.00E+00 370831 3754600 1.09E-06 0.00E+00 6.17E-10 0.00E+00 1.77E-11 0.00E+00
370851 3754600 3.30E-03 0.00E+00 2.28E-06 0.00E+00 5.38E-08 0.00E+00 370851 3754600 1.14E-06 0.00E+00 7.89E-10 0.00E+00 1.86E-11 0.00E+00
370871 3754600 3.45E-03 0.00E+00 3.05E-06 0.00E+00 5.48E-08 0.00E+00 370871 3754600 1.19E-06 0.00E+00 1.05E-09 0.00E+00 1.90E-11 0.00E+00
370891 3754600 3.60E-03 0.00E+00 4.38E-06 0.00E+00 5.60E-08 0.00E+00 370891 3754600 1.25E-06 0.00E+00 1.52E-09 0.00E+00 1.94E-11 0.00E+00
370911 3754600 3.77E-03 0.00E+00 7.17E-06 0.00E+00 5.74E-08 0.00E+00 370911 3754600 1.30E-06 0.00E+00 2.48E-09 0.00E+00 1.99E-11 0.00E+00
370931 3754600 3.94E-03 0.00E+00 1.45E-05 0.00E+00 5.92E-08 0.00E+00 370931 3754600 1.36E-06 0.00E+00 5.01E-09 0.00E+00 2.05E-11 0.00E+00
370951 3754600 4.13E-03 0.00E+00 8.60E-06 0.00E+00 6.09E-08 0.00E+00 370951 3754600 1.43E-06 0.00E+00 2.98E-09 0.00E+00 2.11E-11 0.00E+00
370971 3754600 4.31E-03 0.00E+00 1.42E-05 0.00E+00 6.19E-08 0.00E+00 370971 3754600 1.49E-06 0.00E+00 4.92E-09 0.00E+00 2.14E-11 0.00E+00
370991 3754600 4.49E-03 0.00E+00 8.95E-06 0.00E+00 6.22E-08 0.00E+00 370991 3754600 1.56E-06 0.00E+00 3.10E-09 0.00E+00 2.15E-11 0.00E+00
371011 3754600 4.68E-03 0.00E+00 6.27E-06 0.00E+00 6.32E-08 0.00E+00 371011 3754600 1.62E-06 0.00E+00 2.17E-09 0.00E+00 2.19E-11 0.00E+00
371031 3754600 4.88E-03 0.00E+00 4.74E-06 0.00E+00 6.43E-08 0.00E+00 371031 3754600 1.69E-06 0.00E+00 1.64E-09 0.00E+00 2.22E-11 0.00E+00
371051 3754600 5.10E-03 0.00E+00 3.78E-06 0.00E+00 6.72E-08 0.00E+00 371051 3754600 1.76E-06 0.00E+00 1.31E-09 0.00E+00 2.33E-11 0.00E+00
371071 3754600 5.26E-03 0.00E+00 3.11E-06 0.00E+00 6.76E-08 0.00E+00 371071 3754600 1.82E-06 0.00E+00 1.08E-09 0.00E+00 2.34E-11 0.00E+00
371091 3754600 5.52E-03 0.00E+00 2.63E-06 0.00E+00 6.99E-08 0.00E+00 371091 3754600 1.91E-06 0.00E+00 9.11E-10 0.00E+00 2.42E-11 0.00E+00
371111 3754600 5.66E-03 0.00E+00 2.26E-06 0.00E+00 7.13E-08 0.00E+00 371111 3754600 1.96E-06 0.00E+00 7.83E-10 0.00E+00 2.47E-11 0.00E+00
371131 3754600 5.78E-03 0.00E+00 1.99E-06 0.00E+00 7.18E-08 0.00E+00 371131 3754600 2.00E-06 0.00E+00 6.89E-10 0.00E+00 2.49E-11 0.00E+00
371151 3754600 5.87E-03 0.00E+00 1.77E-06 0.00E+00 7.22E-08 0.00E+00 371151 3754600 2.03E-06 0.00E+00 6.13E-10 0.00E+00 2.50E-11 0.00E+00
371171 3754600 5.91E-03 0.00E+00 1.59E-06 0.00E+00 7.25E-08 0.00E+00 371171 3754600 2.05E-06 0.00E+00 5.51E-10 0.00E+00 2.51E-11 0.00E+00
371191 3754600 5.91E-03 0.00E+00 1.44E-06 0.00E+00 7.27E-08 0.00E+00 371191 3754600 2.04E-06 0.00E+00 4.98E-10 0.00E+00 2.52E-11 0.00E+00
371211 3754600 5.86E-03 0.00E+00 1.31E-06 0.00E+00 7.28E-08 0.00E+00 371211 3754600 2.03E-06 0.00E+00 4.55E-10 0.00E+00 2.52E-11 0.00E+00
371231 3754600 5.77E-03 0.00E+00 1.21E-06 0.00E+00 7.27E-08 0.00E+00 371231 3754600 2.00E-06 0.00E+00 4.18E-10 0.00E+00 2.52E-11 0.00E+00
371251 3754600 5.65E-03 0.00E+00 1.11E-06 0.00E+00 7.26E-08 0.00E+00 371251 3754600 1.96E-06 0.00E+00 3.86E-10 0.00E+00 2.51E-11 0.00E+00
371271 3754600 5.50E-03 0.00E+00 1.03E-06 0.00E+00 7.24E-08 0.00E+00 371271 3754600 1.90E-06 0.00E+00 3.58E-10 0.00E+00 2.51E-11 0.00E+00
371291 3754600 5.34E-03 0.00E+00 9.62E-07 0.00E+00 7.21E-08 0.00E+00 371291 3754600 1.85E-06 0.00E+00 3.33E-10 0.00E+00 2.50E-11 0.00E+00
371311 3754600 5.17E-03 0.00E+00 8.99E-07 0.00E+00 7.17E-08 0.00E+00 371311 3754600 1.79E-06 0.00E+00 3.11E-10 0.00E+00 2.48E-11 0.00E+00
371331 3754600 5.00E-03 0.00E+00 8.43E-07 0.00E+00 7.12E-08 0.00E+00 371331 3754600 1.73E-06 0.00E+00 2.92E-10 0.00E+00 2.47E-11 0.00E+00
371351 3754600 4.86E-03 0.00E+00 7.93E-07 0.00E+00 7.07E-08 0.00E+00 371351 3754600 1.68E-06 0.00E+00 2.74E-10 0.00E+00 2.45E-11 0.00E+00
371371 3754600 4.73E-03 0.00E+00 7.48E-07 0.00E+00 7.01E-08 0.00E+00 371371 3754600 1.64E-06 0.00E+00 2.59E-10 0.00E+00 2.43E-11 0.00E+00
371391 3754600 4.64E-03 0.00E+00 7.07E-07 0.00E+00 6.94E-08 0.00E+00 371391 3754600 1.61E-06 0.00E+00 2.45E-10 0.00E+00 2.40E-11 0.00E+00
371411 3754600 4.58E-03 0.00E+00 6.70E-07 0.00E+00 6.86E-08 0.00E+00 371411 3754600 1.59E-06 0.00E+00 2.32E-10 0.00E+00 2.38E-11 0.00E+00
371431 3754600 4.56E-03 0.00E+00 6.36E-07 0.00E+00 6.78E-08 0.00E+00 371431 3754600 1.58E-06 0.00E+00 2.20E-10 0.00E+00 2.35E-11 0.00E+00
371451 3754600 4.58E-03 0.00E+00 6.05E-07 0.00E+00 6.70E-08 0.00E+00 371451 3754600 1.58E-06 0.00E+00 2.09E-10 0.00E+00 2.32E-11 0.00E+00
371471 3754600 4.63E-03 0.00E+00 5.76E-07 0.00E+00 6.61E-08 0.00E+00 371471 3754600 1.60E-06 0.00E+00 1.99E-10 0.00E+00 2.29E-11 0.00E+00
371491 3754600 4.73E-03 0.00E+00 5.50E-07 0.00E+00 6.52E-08 0.00E+00 371491 3754600 1.64E-06 0.00E+00 1.90E-10 0.00E+00 2.26E-11 0.00E+00
371511 3754600 4.87E-03 0.00E+00 5.26E-07 0.00E+00 6.43E-08 0.00E+00 371511 3754600 1.69E-06 0.00E+00 1.82E-10 0.00E+00 2.22E-11 0.00E+00
371531 3754600 5.05E-03 0.00E+00 5.03E-07 0.00E+00 6.33E-08 0.00E+00 371531 3754600 1.75E-06 0.00E+00 1.74E-10 0.00E+00 2.19E-11 0.00E+00
371551 3754600 5.26E-03 0.00E+00 4.83E-07 0.00E+00 6.25E-08 0.00E+00 371551 3754600 1.82E-06 0.00E+00 1.67E-10 0.00E+00 2.16E-11 0.00E+00
371571 3754600 5.49E-03 0.00E+00 4.64E-07 0.00E+00 6.16E-08 0.00E+00 371571 3754600 1.90E-06 0.00E+00 1.60E-10 0.00E+00 2.13E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371591 3754600 5.73E-03 0.00E+00 4.46E-07 0.00E+00 6.08E-08 0.00E+00 371591 3754600 1.98E-06 0.00E+00 1.54E-10 0.00E+00 2.11E-11 0.00E+00
371611 3754600 5.98E-03 0.00E+00 4.29E-07 0.00E+00 6.01E-08 0.00E+00 371611 3754600 2.07E-06 0.00E+00 1.49E-10 0.00E+00 2.08E-11 0.00E+00
371631 3754600 6.23E-03 0.00E+00 4.14E-07 0.00E+00 5.94E-08 0.00E+00 371631 3754600 2.16E-06 0.00E+00 1.43E-10 0.00E+00 2.06E-11 0.00E+00
371651 3754600 6.46E-03 0.00E+00 3.99E-07 0.00E+00 5.89E-08 0.00E+00 371651 3754600 2.24E-06 0.00E+00 1.38E-10 0.00E+00 2.04E-11 0.00E+00
371671 3754600 6.67E-03 0.00E+00 3.86E-07 0.00E+00 5.84E-08 0.00E+00 371671 3754600 2.31E-06 0.00E+00 1.33E-10 0.00E+00 2.02E-11 0.00E+00
371691 3754600 6.86E-03 0.00E+00 3.73E-07 0.00E+00 5.81E-08 0.00E+00 371691 3754600 2.37E-06 0.00E+00 1.29E-10 0.00E+00 2.01E-11 0.00E+00
371711 3754600 7.01E-03 0.00E+00 3.61E-07 0.00E+00 5.79E-08 0.00E+00 371711 3754600 2.43E-06 0.00E+00 1.25E-10 0.00E+00 2.00E-11 0.00E+00
371731 3754600 7.13E-03 0.00E+00 3.50E-07 0.00E+00 5.78E-08 0.00E+00 371731 3754600 2.47E-06 0.00E+00 1.21E-10 0.00E+00 2.00E-11 0.00E+00
371751 3754600 7.22E-03 0.00E+00 3.40E-07 0.00E+00 5.78E-08 0.00E+00 371751 3754600 2.50E-06 0.00E+00 1.18E-10 0.00E+00 2.00E-11 0.00E+00
371771 3754600 7.28E-03 0.00E+00 3.30E-07 0.00E+00 5.79E-08 0.00E+00 371771 3754600 2.52E-06 0.00E+00 1.14E-10 0.00E+00 2.00E-11 0.00E+00
371791 3754600 7.30E-03 0.00E+00 3.21E-07 0.00E+00 5.80E-08 0.00E+00 371791 3754600 2.53E-06 0.00E+00 1.11E-10 0.00E+00 2.01E-11 0.00E+00
371811 3754600 7.29E-03 0.00E+00 3.12E-07 0.00E+00 5.83E-08 0.00E+00 371811 3754600 2.52E-06 0.00E+00 1.08E-10 0.00E+00 2.02E-11 0.00E+00
371831 3754600 7.26E-03 0.00E+00 3.04E-07 0.00E+00 5.86E-08 0.00E+00 371831 3754600 2.51E-06 0.00E+00 1.05E-10 0.00E+00 2.03E-11 0.00E+00
370571 3754620 1.82E-03 0.00E+00 3.41E-07 0.00E+00 3.37E-08 0.00E+00 370571 3754620 6.31E-07 0.00E+00 1.18E-10 0.00E+00 1.17E-11 0.00E+00
370591 3754620 1.88E-03 0.00E+00 3.69E-07 0.00E+00 3.47E-08 0.00E+00 370591 3754620 6.51E-07 0.00E+00 1.28E-10 0.00E+00 1.20E-11 0.00E+00
370611 3754620 1.95E-03 0.00E+00 4.02E-07 0.00E+00 3.58E-08 0.00E+00 370611 3754620 6.74E-07 0.00E+00 1.39E-10 0.00E+00 1.24E-11 0.00E+00
370631 3754620 2.01E-03 0.00E+00 4.38E-07 0.00E+00 3.68E-08 0.00E+00 370631 3754620 6.97E-07 0.00E+00 1.52E-10 0.00E+00 1.27E-11 0.00E+00
370651 3754620 2.08E-03 0.00E+00 4.80E-07 0.00E+00 3.76E-08 0.00E+00 370651 3754620 7.21E-07 0.00E+00 1.66E-10 0.00E+00 1.30E-11 0.00E+00
370671 3754620 2.16E-03 0.00E+00 5.31E-07 0.00E+00 3.87E-08 0.00E+00 370671 3754620 7.47E-07 0.00E+00 1.84E-10 0.00E+00 1.34E-11 0.00E+00
370691 3754620 2.24E-03 0.00E+00 5.93E-07 0.00E+00 4.02E-08 0.00E+00 370691 3754620 7.76E-07 0.00E+00 2.05E-10 0.00E+00 1.39E-11 0.00E+00
370711 3754620 2.32E-03 0.00E+00 6.62E-07 0.00E+00 4.08E-08 0.00E+00 370711 3754620 8.03E-07 0.00E+00 2.29E-10 0.00E+00 1.41E-11 0.00E+00
370731 3754620 2.41E-03 0.00E+00 7.48E-07 0.00E+00 4.18E-08 0.00E+00 370731 3754620 8.33E-07 0.00E+00 2.59E-10 0.00E+00 1.45E-11 0.00E+00
370751 3754620 2.49E-03 0.00E+00 8.51E-07 0.00E+00 4.28E-08 0.00E+00 370751 3754620 8.63E-07 0.00E+00 2.95E-10 0.00E+00 1.48E-11 0.00E+00
370771 3754620 2.59E-03 0.00E+00 9.87E-07 0.00E+00 4.39E-08 0.00E+00 370771 3754620 8.97E-07 0.00E+00 3.42E-10 0.00E+00 1.52E-11 0.00E+00
370791 3754620 2.70E-03 0.00E+00 1.17E-06 0.00E+00 4.52E-08 0.00E+00 370791 3754620 9.34E-07 0.00E+00 4.04E-10 0.00E+00 1.56E-11 0.00E+00
370811 3754620 2.80E-03 0.00E+00 1.39E-06 0.00E+00 4.62E-08 0.00E+00 370811 3754620 9.70E-07 0.00E+00 4.82E-10 0.00E+00 1.60E-11 0.00E+00
370831 3754620 2.91E-03 0.00E+00 1.71E-06 0.00E+00 4.73E-08 0.00E+00 370831 3754620 1.01E-06 0.00E+00 5.93E-10 0.00E+00 1.64E-11 0.00E+00
370851 3754620 3.06E-03 0.00E+00 2.23E-06 0.00E+00 4.98E-08 0.00E+00 370851 3754620 1.06E-06 0.00E+00 7.73E-10 0.00E+00 1.73E-11 0.00E+00
370871 3754620 3.19E-03 0.00E+00 2.99E-06 0.00E+00 5.10E-08 0.00E+00 370871 3754620 1.10E-06 0.00E+00 1.03E-09 0.00E+00 1.76E-11 0.00E+00
370891 3754620 3.32E-03 0.00E+00 4.31E-06 0.00E+00 5.21E-08 0.00E+00 370891 3754620 1.15E-06 0.00E+00 1.49E-09 0.00E+00 1.80E-11 0.00E+00
370911 3754620 3.46E-03 0.00E+00 7.04E-06 0.00E+00 5.34E-08 0.00E+00 370911 3754620 1.20E-06 0.00E+00 2.44E-09 0.00E+00 1.85E-11 0.00E+00
370931 3754620 3.61E-03 0.00E+00 1.04E-05 0.00E+00 5.50E-08 0.00E+00 370931 3754620 1.25E-06 0.00E+00 3.61E-09 0.00E+00 1.90E-11 0.00E+00
370951 3754620 3.76E-03 0.00E+00 1.03E-05 0.00E+00 5.61E-08 0.00E+00 370951 3754620 1.30E-06 0.00E+00 3.56E-09 0.00E+00 1.94E-11 0.00E+00
370971 3754620 3.91E-03 0.00E+00 1.44E-05 0.00E+00 5.68E-08 0.00E+00 370971 3754620 1.35E-06 0.00E+00 4.97E-09 0.00E+00 1.97E-11 0.00E+00
370991 3754620 4.07E-03 0.00E+00 9.00E-06 0.00E+00 5.79E-08 0.00E+00 370991 3754620 1.41E-06 0.00E+00 3.12E-09 0.00E+00 2.01E-11 0.00E+00
371011 3754620 4.22E-03 0.00E+00 6.29E-06 0.00E+00 5.96E-08 0.00E+00 371011 3754620 1.46E-06 0.00E+00 2.18E-09 0.00E+00 2.06E-11 0.00E+00
371031 3754620 4.38E-03 0.00E+00 4.75E-06 0.00E+00 6.11E-08 0.00E+00 371031 3754620 1.52E-06 0.00E+00 1.64E-09 0.00E+00 2.12E-11 0.00E+00
371051 3754620 4.53E-03 0.00E+00 3.77E-06 0.00E+00 6.21E-08 0.00E+00 371051 3754620 1.57E-06 0.00E+00 1.30E-09 0.00E+00 2.15E-11 0.00E+00
371071 3754620 4.65E-03 0.00E+00 3.10E-06 0.00E+00 6.20E-08 0.00E+00 371071 3754620 1.61E-06 0.00E+00 1.07E-09 0.00E+00 2.15E-11 0.00E+00
371091 3754620 4.85E-03 0.00E+00 2.62E-06 0.00E+00 6.44E-08 0.00E+00 371091 3754620 1.68E-06 0.00E+00 9.06E-10 0.00E+00 2.23E-11 0.00E+00
371111 3754620 4.95E-03 0.00E+00 2.25E-06 0.00E+00 6.56E-08 0.00E+00 371111 3754620 1.71E-06 0.00E+00 7.78E-10 0.00E+00 2.27E-11 0.00E+00
371131 3754620 5.02E-03 0.00E+00 1.98E-06 0.00E+00 6.60E-08 0.00E+00 371131 3754620 1.74E-06 0.00E+00 6.84E-10 0.00E+00 2.28E-11 0.00E+00
371151 3754620 5.06E-03 0.00E+00 1.76E-06 0.00E+00 6.64E-08 0.00E+00 371151 3754620 1.75E-06 0.00E+00 6.08E-10 0.00E+00 2.30E-11 0.00E+00
371171 3754620 5.07E-03 0.00E+00 1.58E-06 0.00E+00 6.66E-08 0.00E+00 371171 3754620 1.76E-06 0.00E+00 5.46E-10 0.00E+00 2.30E-11 0.00E+00
371191 3754620 5.05E-03 0.00E+00 1.43E-06 0.00E+00 6.67E-08 0.00E+00 371191 3754620 1.75E-06 0.00E+00 4.94E-10 0.00E+00 2.31E-11 0.00E+00
371211 3754620 5.00E-03 0.00E+00 1.30E-06 0.00E+00 6.67E-08 0.00E+00 371211 3754620 1.73E-06 0.00E+00 4.51E-10 0.00E+00 2.31E-11 0.00E+00
371231 3754620 4.91E-03 0.00E+00 1.20E-06 0.00E+00 6.67E-08 0.00E+00 371231 3754620 1.70E-06 0.00E+00 4.14E-10 0.00E+00 2.31E-11 0.00E+00
371251 3754620 4.80E-03 0.00E+00 1.10E-06 0.00E+00 6.66E-08 0.00E+00 371251 3754620 1.66E-06 0.00E+00 3.82E-10 0.00E+00 2.30E-11 0.00E+00
371271 3754620 4.67E-03 0.00E+00 1.02E-06 0.00E+00 6.64E-08 0.00E+00 371271 3754620 1.62E-06 0.00E+00 3.54E-10 0.00E+00 2.30E-11 0.00E+00
371291 3754620 4.53E-03 0.00E+00 9.52E-07 0.00E+00 6.61E-08 0.00E+00 371291 3754620 1.57E-06 0.00E+00 3.30E-10 0.00E+00 2.29E-11 0.00E+00
371311 3754620 4.39E-03 0.00E+00 8.89E-07 0.00E+00 6.58E-08 0.00E+00 371311 3754620 1.52E-06 0.00E+00 3.08E-10 0.00E+00 2.28E-11 0.00E+00
371331 3754620 4.26E-03 0.00E+00 8.34E-07 0.00E+00 6.54E-08 0.00E+00 371331 3754620 1.47E-06 0.00E+00 2.89E-10 0.00E+00 2.26E-11 0.00E+00
371351 3754620 4.14E-03 0.00E+00 7.84E-07 0.00E+00 6.49E-08 0.00E+00 371351 3754620 1.43E-06 0.00E+00 2.71E-10 0.00E+00 2.25E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371371 3754620 4.04E-03 0.00E+00 7.39E-07 0.00E+00 6.44E-08 0.00E+00 371371 3754620 1.40E-06 0.00E+00 2.56E-10 0.00E+00 2.23E-11 0.00E+00
371391 3754620 3.96E-03 0.00E+00 6.98E-07 0.00E+00 6.38E-08 0.00E+00 371391 3754620 1.37E-06 0.00E+00 2.42E-10 0.00E+00 2.21E-11 0.00E+00
371411 3754620 3.90E-03 0.00E+00 6.61E-07 0.00E+00 6.31E-08 0.00E+00 371411 3754620 1.35E-06 0.00E+00 2.29E-10 0.00E+00 2.18E-11 0.00E+00
371431 3754620 3.87E-03 0.00E+00 6.28E-07 0.00E+00 6.24E-08 0.00E+00 371431 3754620 1.34E-06 0.00E+00 2.17E-10 0.00E+00 2.16E-11 0.00E+00
371451 3754620 3.87E-03 0.00E+00 5.97E-07 0.00E+00 6.17E-08 0.00E+00 371451 3754620 1.34E-06 0.00E+00 2.07E-10 0.00E+00 2.13E-11 0.00E+00
371471 3754620 3.90E-03 0.00E+00 5.69E-07 0.00E+00 6.09E-08 0.00E+00 371471 3754620 1.35E-06 0.00E+00 1.97E-10 0.00E+00 2.11E-11 0.00E+00
371491 3754620 3.96E-03 0.00E+00 5.43E-07 0.00E+00 6.01E-08 0.00E+00 371491 3754620 1.37E-06 0.00E+00 1.88E-10 0.00E+00 2.08E-11 0.00E+00
371511 3754620 4.04E-03 0.00E+00 5.19E-07 0.00E+00 5.93E-08 0.00E+00 371511 3754620 1.40E-06 0.00E+00 1.79E-10 0.00E+00 2.05E-11 0.00E+00
371531 3754620 4.16E-03 0.00E+00 4.96E-07 0.00E+00 5.85E-08 0.00E+00 371531 3754620 1.44E-06 0.00E+00 1.72E-10 0.00E+00 2.02E-11 0.00E+00
371551 3754620 4.30E-03 0.00E+00 4.76E-07 0.00E+00 5.76E-08 0.00E+00 371551 3754620 1.49E-06 0.00E+00 1.65E-10 0.00E+00 2.00E-11 0.00E+00
371571 3754620 4.47E-03 0.00E+00 4.57E-07 0.00E+00 5.69E-08 0.00E+00 371571 3754620 1.55E-06 0.00E+00 1.58E-10 0.00E+00 1.97E-11 0.00E+00
371591 3754620 4.66E-03 0.00E+00 4.39E-07 0.00E+00 5.61E-08 0.00E+00 371591 3754620 1.61E-06 0.00E+00 1.52E-10 0.00E+00 1.94E-11 0.00E+00
371611 3754620 4.85E-03 0.00E+00 4.22E-07 0.00E+00 5.54E-08 0.00E+00 371611 3754620 1.68E-06 0.00E+00 1.46E-10 0.00E+00 1.92E-11 0.00E+00
371631 3754620 5.05E-03 0.00E+00 4.07E-07 0.00E+00 5.48E-08 0.00E+00 371631 3754620 1.75E-06 0.00E+00 1.41E-10 0.00E+00 1.90E-11 0.00E+00
371651 3754620 5.25E-03 0.00E+00 3.92E-07 0.00E+00 5.42E-08 0.00E+00 371651 3754620 1.82E-06 0.00E+00 1.36E-10 0.00E+00 1.88E-11 0.00E+00
371671 3754620 5.44E-03 0.00E+00 3.79E-07 0.00E+00 5.37E-08 0.00E+00 371671 3754620 1.88E-06 0.00E+00 1.31E-10 0.00E+00 1.86E-11 0.00E+00
371691 3754620 5.62E-03 0.00E+00 3.66E-07 0.00E+00 5.33E-08 0.00E+00 371691 3754620 1.95E-06 0.00E+00 1.27E-10 0.00E+00 1.85E-11 0.00E+00
371711 3754620 5.78E-03 0.00E+00 3.55E-07 0.00E+00 5.30E-08 0.00E+00 371711 3754620 2.00E-06 0.00E+00 1.23E-10 0.00E+00 1.83E-11 0.00E+00
371731 3754620 5.91E-03 0.00E+00 3.44E-07 0.00E+00 5.28E-08 0.00E+00 371731 3754620 2.05E-06 0.00E+00 1.19E-10 0.00E+00 1.83E-11 0.00E+00
371751 3754620 6.03E-03 0.00E+00 3.33E-07 0.00E+00 5.27E-08 0.00E+00 371751 3754620 2.09E-06 0.00E+00 1.15E-10 0.00E+00 1.82E-11 0.00E+00
371771 3754620 6.12E-03 0.00E+00 3.24E-07 0.00E+00 5.27E-08 0.00E+00 371771 3754620 2.12E-06 0.00E+00 1.12E-10 0.00E+00 1.82E-11 0.00E+00
371791 3754620 6.18E-03 0.00E+00 3.14E-07 0.00E+00 5.27E-08 0.00E+00 371791 3754620 2.14E-06 0.00E+00 1.09E-10 0.00E+00 1.83E-11 0.00E+00
371811 3754620 6.22E-03 0.00E+00 3.06E-07 0.00E+00 5.29E-08 0.00E+00 371811 3754620 2.15E-06 0.00E+00 1.06E-10 0.00E+00 1.83E-11 0.00E+00
371831 3754620 6.23E-03 0.00E+00 2.98E-07 0.00E+00 5.31E-08 0.00E+00 371831 3754620 2.16E-06 0.00E+00 1.03E-10 0.00E+00 1.84E-11 0.00E+00
370571 3754640 1.75E-03 0.00E+00 3.34E-07 0.00E+00 3.26E-08 0.00E+00 370571 3754640 6.06E-07 0.00E+00 1.15E-10 0.00E+00 1.13E-11 0.00E+00
370591 3754640 1.80E-03 0.00E+00 3.61E-07 0.00E+00 3.36E-08 0.00E+00 370591 3754640 6.24E-07 0.00E+00 1.25E-10 0.00E+00 1.16E-11 0.00E+00
370611 3754640 1.86E-03 0.00E+00 3.92E-07 0.00E+00 3.45E-08 0.00E+00 370611 3754640 6.45E-07 0.00E+00 1.36E-10 0.00E+00 1.20E-11 0.00E+00
370631 3754640 1.92E-03 0.00E+00 4.27E-07 0.00E+00 3.55E-08 0.00E+00 370631 3754640 6.65E-07 0.00E+00 1.48E-10 0.00E+00 1.23E-11 0.00E+00
370651 3754640 1.98E-03 0.00E+00 4.67E-07 0.00E+00 3.61E-08 0.00E+00 370651 3754640 6.86E-07 0.00E+00 1.62E-10 0.00E+00 1.25E-11 0.00E+00
370671 3754640 2.05E-03 0.00E+00 5.16E-07 0.00E+00 3.69E-08 0.00E+00 370671 3754640 7.09E-07 0.00E+00 1.78E-10 0.00E+00 1.28E-11 0.00E+00
370691 3754640 2.12E-03 0.00E+00 5.73E-07 0.00E+00 3.79E-08 0.00E+00 370691 3754640 7.34E-07 0.00E+00 1.98E-10 0.00E+00 1.31E-11 0.00E+00
370711 3754640 2.18E-03 0.00E+00 6.36E-07 0.00E+00 3.85E-08 0.00E+00 370711 3754640 7.56E-07 0.00E+00 2.20E-10 0.00E+00 1.33E-11 0.00E+00
370731 3754640 2.26E-03 0.00E+00 7.17E-07 0.00E+00 3.94E-08 0.00E+00 370731 3754640 7.82E-07 0.00E+00 2.48E-10 0.00E+00 1.36E-11 0.00E+00
370751 3754640 2.27E-03 0.00E+00 8.08E-07 0.00E+00 3.99E-08 0.00E+00 370751 3754640 7.86E-07 0.00E+00 2.80E-10 0.00E+00 1.38E-11 0.00E+00
370771 3754640 2.35E-03 0.00E+00 9.37E-07 0.00E+00 4.09E-08 0.00E+00 370771 3754640 8.15E-07 0.00E+00 3.24E-10 0.00E+00 1.42E-11 0.00E+00
370791 3754640 2.45E-03 0.00E+00 1.11E-06 0.00E+00 4.21E-08 0.00E+00 370791 3754640 8.48E-07 0.00E+00 3.85E-10 0.00E+00 1.46E-11 0.00E+00
370811 3754640 2.52E-03 0.00E+00 1.32E-06 0.00E+00 4.27E-08 0.00E+00 370811 3754640 8.73E-07 0.00E+00 4.57E-10 0.00E+00 1.48E-11 0.00E+00
370831 3754640 2.61E-03 0.00E+00 1.62E-06 0.00E+00 4.36E-08 0.00E+00 370831 3754640 9.04E-07 0.00E+00 5.62E-10 0.00E+00 1.51E-11 0.00E+00
370851 3754640 2.84E-03 0.00E+00 2.18E-06 0.00E+00 4.63E-08 0.00E+00 370851 3754640 9.83E-07 0.00E+00 7.54E-10 0.00E+00 1.60E-11 0.00E+00
370871 3754640 2.95E-03 0.00E+00 2.92E-06 0.00E+00 4.73E-08 0.00E+00 370871 3754640 1.02E-06 0.00E+00 1.01E-09 0.00E+00 1.64E-11 0.00E+00
370891 3754640 3.06E-03 0.00E+00 4.23E-06 0.00E+00 4.85E-08 0.00E+00 370891 3754640 1.06E-06 0.00E+00 1.46E-09 0.00E+00 1.68E-11 0.00E+00
370911 3754640 3.18E-03 0.00E+00 6.91E-06 0.00E+00 4.97E-08 0.00E+00 370911 3754640 1.10E-06 0.00E+00 2.39E-09 0.00E+00 1.72E-11 0.00E+00
370931 3754640 3.31E-03 0.00E+00 1.38E-05 0.00E+00 5.14E-08 0.00E+00 370931 3754640 1.15E-06 0.00E+00 4.77E-09 0.00E+00 1.78E-11 0.00E+00
370951 3754640 3.43E-03 0.00E+00 8.57E-06 0.00E+00 5.20E-08 0.00E+00 370951 3754640 1.19E-06 0.00E+00 2.96E-09 0.00E+00 1.80E-11 0.00E+00
370971 3754640 3.55E-03 0.00E+00 1.45E-05 0.00E+00 5.21E-08 0.00E+00 370971 3754640 1.23E-06 0.00E+00 5.02E-09 0.00E+00 1.80E-11 0.00E+00
370991 3754640 3.68E-03 0.00E+00 9.01E-06 0.00E+00 5.43E-08 0.00E+00 370991 3754640 1.27E-06 0.00E+00 3.12E-09 0.00E+00 1.88E-11 0.00E+00
371011 3754640 3.80E-03 0.00E+00 6.29E-06 0.00E+00 5.55E-08 0.00E+00 371011 3754640 1.32E-06 0.00E+00 2.18E-09 0.00E+00 1.92E-11 0.00E+00
371031 3754640 3.92E-03 0.00E+00 4.74E-06 0.00E+00 5.67E-08 0.00E+00 371031 3754640 1.36E-06 0.00E+00 1.64E-09 0.00E+00 1.96E-11 0.00E+00
371051 3754640 4.03E-03 0.00E+00 3.75E-06 0.00E+00 5.75E-08 0.00E+00 371051 3754640 1.40E-06 0.00E+00 1.30E-09 0.00E+00 1.99E-11 0.00E+00
371071 3754640 4.11E-03 0.00E+00 3.08E-06 0.00E+00 5.69E-08 0.00E+00 371071 3754640 1.42E-06 0.00E+00 1.07E-09 0.00E+00 1.97E-11 0.00E+00
371091 3754640 4.27E-03 0.00E+00 2.60E-06 0.00E+00 5.94E-08 0.00E+00 371091 3754640 1.48E-06 0.00E+00 9.00E-10 0.00E+00 2.06E-11 0.00E+00
371111 3754640 4.34E-03 0.00E+00 2.23E-06 0.00E+00 6.06E-08 0.00E+00 371111 3754640 1.50E-06 0.00E+00 7.72E-10 0.00E+00 2.10E-11 0.00E+00
371131 3754640 4.38E-03 0.00E+00 1.96E-06 0.00E+00 6.09E-08 0.00E+00 371131 3754640 1.52E-06 0.00E+00 6.78E-10 0.00E+00 2.11E-11 0.00E+00

Unmitigated Construction HRA-Resident (02-20-19).xlsx 171 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371151 3754640 4.40E-03 0.00E+00 1.74E-06 0.00E+00 6.12E-08 0.00E+00 371151 3754640 1.52E-06 0.00E+00 6.02E-10 0.00E+00 2.12E-11 0.00E+00
371171 3754640 4.39E-03 0.00E+00 1.56E-06 0.00E+00 6.13E-08 0.00E+00 371171 3754640 1.52E-06 0.00E+00 5.41E-10 0.00E+00 2.12E-11 0.00E+00
371191 3754640 4.35E-03 0.00E+00 1.41E-06 0.00E+00 6.14E-08 0.00E+00 371191 3754640 1.51E-06 0.00E+00 4.89E-10 0.00E+00 2.13E-11 0.00E+00
371211 3754640 4.29E-03 0.00E+00 1.29E-06 0.00E+00 6.14E-08 0.00E+00 371211 3754640 1.49E-06 0.00E+00 4.46E-10 0.00E+00 2.13E-11 0.00E+00
371231 3754640 4.21E-03 0.00E+00 1.18E-06 0.00E+00 6.14E-08 0.00E+00 371231 3754640 1.46E-06 0.00E+00 4.09E-10 0.00E+00 2.13E-11 0.00E+00
371251 3754640 4.11E-03 0.00E+00 1.09E-06 0.00E+00 6.13E-08 0.00E+00 371251 3754640 1.42E-06 0.00E+00 3.78E-10 0.00E+00 2.12E-11 0.00E+00
371271 3754640 4.00E-03 0.00E+00 1.01E-06 0.00E+00 6.11E-08 0.00E+00 371271 3754640 1.39E-06 0.00E+00 3.50E-10 0.00E+00 2.12E-11 0.00E+00
371291 3754640 3.89E-03 0.00E+00 9.41E-07 0.00E+00 6.09E-08 0.00E+00 371291 3754640 1.35E-06 0.00E+00 3.26E-10 0.00E+00 2.11E-11 0.00E+00
371311 3754640 3.77E-03 0.00E+00 8.79E-07 0.00E+00 6.06E-08 0.00E+00 371311 3754640 1.31E-06 0.00E+00 3.04E-10 0.00E+00 2.10E-11 0.00E+00
371331 3754640 3.66E-03 0.00E+00 8.23E-07 0.00E+00 6.02E-08 0.00E+00 371331 3754640 1.27E-06 0.00E+00 2.85E-10 0.00E+00 2.08E-11 0.00E+00
371351 3754640 3.57E-03 0.00E+00 7.74E-07 0.00E+00 5.98E-08 0.00E+00 371351 3754640 1.23E-06 0.00E+00 2.68E-10 0.00E+00 2.07E-11 0.00E+00
371371 3754640 3.48E-03 0.00E+00 7.29E-07 0.00E+00 5.93E-08 0.00E+00 371371 3754640 1.20E-06 0.00E+00 2.52E-10 0.00E+00 2.05E-11 0.00E+00
371391 3754640 3.41E-03 0.00E+00 6.89E-07 0.00E+00 5.88E-08 0.00E+00 371391 3754640 1.18E-06 0.00E+00 2.38E-10 0.00E+00 2.04E-11 0.00E+00
371411 3754640 3.36E-03 0.00E+00 6.52E-07 0.00E+00 5.83E-08 0.00E+00 371411 3754640 1.16E-06 0.00E+00 2.26E-10 0.00E+00 2.02E-11 0.00E+00
371431 3754640 3.33E-03 0.00E+00 6.19E-07 0.00E+00 5.76E-08 0.00E+00 371431 3754640 1.15E-06 0.00E+00 2.14E-10 0.00E+00 2.00E-11 0.00E+00
371451 3754640 3.32E-03 0.00E+00 5.88E-07 0.00E+00 5.70E-08 0.00E+00 371451 3754640 1.15E-06 0.00E+00 2.04E-10 0.00E+00 1.97E-11 0.00E+00
371471 3754640 3.33E-03 0.00E+00 5.60E-07 0.00E+00 5.63E-08 0.00E+00 371471 3754640 1.15E-06 0.00E+00 1.94E-10 0.00E+00 1.95E-11 0.00E+00
371491 3754640 3.36E-03 0.00E+00 5.35E-07 0.00E+00 5.56E-08 0.00E+00 371491 3754640 1.16E-06 0.00E+00 1.85E-10 0.00E+00 1.92E-11 0.00E+00
371511 3754640 3.41E-03 0.00E+00 5.11E-07 0.00E+00 5.49E-08 0.00E+00 371511 3754640 1.18E-06 0.00E+00 1.77E-10 0.00E+00 1.90E-11 0.00E+00
371531 3754640 3.49E-03 0.00E+00 4.89E-07 0.00E+00 5.41E-08 0.00E+00 371531 3754640 1.21E-06 0.00E+00 1.69E-10 0.00E+00 1.87E-11 0.00E+00
371551 3754640 3.59E-03 0.00E+00 4.68E-07 0.00E+00 5.34E-08 0.00E+00 371551 3754640 1.24E-06 0.00E+00 1.62E-10 0.00E+00 1.85E-11 0.00E+00
371571 3754640 3.71E-03 0.00E+00 4.49E-07 0.00E+00 5.27E-08 0.00E+00 371571 3754640 1.28E-06 0.00E+00 1.56E-10 0.00E+00 1.82E-11 0.00E+00
371591 3754640 3.84E-03 0.00E+00 4.32E-07 0.00E+00 5.20E-08 0.00E+00 371591 3754640 1.33E-06 0.00E+00 1.49E-10 0.00E+00 1.80E-11 0.00E+00
371611 3754640 3.99E-03 0.00E+00 4.15E-07 0.00E+00 5.13E-08 0.00E+00 371611 3754640 1.38E-06 0.00E+00 1.44E-10 0.00E+00 1.78E-11 0.00E+00
371631 3754640 4.15E-03 0.00E+00 4.00E-07 0.00E+00 5.07E-08 0.00E+00 371631 3754640 1.44E-06 0.00E+00 1.39E-10 0.00E+00 1.75E-11 0.00E+00
371651 3754640 4.31E-03 0.00E+00 3.86E-07 0.00E+00 5.01E-08 0.00E+00 371651 3754640 1.49E-06 0.00E+00 1.34E-10 0.00E+00 1.73E-11 0.00E+00
371671 3754640 4.48E-03 0.00E+00 3.73E-07 0.00E+00 4.96E-08 0.00E+00 371671 3754640 1.55E-06 0.00E+00 1.29E-10 0.00E+00 1.72E-11 0.00E+00
371691 3754640 4.63E-03 0.00E+00 3.60E-07 0.00E+00 4.92E-08 0.00E+00 371691 3754640 1.60E-06 0.00E+00 1.25E-10 0.00E+00 1.70E-11 0.00E+00
371711 3754640 4.78E-03 0.00E+00 3.48E-07 0.00E+00 4.88E-08 0.00E+00 371711 3754640 1.66E-06 0.00E+00 1.21E-10 0.00E+00 1.69E-11 0.00E+00
371731 3754640 4.92E-03 0.00E+00 3.37E-07 0.00E+00 4.86E-08 0.00E+00 371731 3754640 1.70E-06 0.00E+00 1.17E-10 0.00E+00 1.68E-11 0.00E+00
371751 3754640 5.04E-03 0.00E+00 3.27E-07 0.00E+00 4.84E-08 0.00E+00 371751 3754640 1.74E-06 0.00E+00 1.13E-10 0.00E+00 1.67E-11 0.00E+00
371771 3754640 5.14E-03 0.00E+00 3.17E-07 0.00E+00 4.82E-08 0.00E+00 371771 3754640 1.78E-06 0.00E+00 1.10E-10 0.00E+00 1.67E-11 0.00E+00
371791 3754640 5.22E-03 0.00E+00 3.08E-07 0.00E+00 4.82E-08 0.00E+00 371791 3754640 1.81E-06 0.00E+00 1.07E-10 0.00E+00 1.67E-11 0.00E+00
371811 3754640 5.29E-03 0.00E+00 3.00E-07 0.00E+00 4.83E-08 0.00E+00 371811 3754640 1.83E-06 0.00E+00 1.04E-10 0.00E+00 1.67E-11 0.00E+00
371831 3754640 5.34E-03 0.00E+00 2.91E-07 0.00E+00 4.84E-08 0.00E+00 371831 3754640 1.85E-06 0.00E+00 1.01E-10 0.00E+00 1.67E-11 0.00E+00
370571 3754660 1.67E-03 0.00E+00 3.25E-07 0.00E+00 3.16E-08 0.00E+00 370571 3754660 5.79E-07 0.00E+00 1.12E-10 0.00E+00 1.09E-11 0.00E+00
370591 3754660 1.73E-03 0.00E+00 3.51E-07 0.00E+00 3.24E-08 0.00E+00 370591 3754660 5.98E-07 0.00E+00 1.22E-10 0.00E+00 1.12E-11 0.00E+00
370611 3754660 1.78E-03 0.00E+00 3.81E-07 0.00E+00 3.33E-08 0.00E+00 370611 3754660 6.15E-07 0.00E+00 1.32E-10 0.00E+00 1.15E-11 0.00E+00
370631 3754660 1.83E-03 0.00E+00 4.15E-07 0.00E+00 3.42E-08 0.00E+00 370631 3754660 6.34E-07 0.00E+00 1.44E-10 0.00E+00 1.18E-11 0.00E+00
370651 3754660 1.88E-03 0.00E+00 4.53E-07 0.00E+00 3.48E-08 0.00E+00 370651 3754660 6.52E-07 0.00E+00 1.57E-10 0.00E+00 1.21E-11 0.00E+00
370671 3754660 1.94E-03 0.00E+00 4.99E-07 0.00E+00 3.54E-08 0.00E+00 370671 3754660 6.73E-07 0.00E+00 1.73E-10 0.00E+00 1.23E-11 0.00E+00
370691 3754660 2.00E-03 0.00E+00 5.54E-07 0.00E+00 3.61E-08 0.00E+00 370691 3754660 6.94E-07 0.00E+00 1.92E-10 0.00E+00 1.25E-11 0.00E+00
370711 3754660 2.06E-03 0.00E+00 6.13E-07 0.00E+00 3.66E-08 0.00E+00 370711 3754660 7.13E-07 0.00E+00 2.12E-10 0.00E+00 1.27E-11 0.00E+00
370731 3754660 2.07E-03 0.00E+00 6.89E-07 0.00E+00 3.72E-08 0.00E+00 370731 3754660 7.18E-07 0.00E+00 2.38E-10 0.00E+00 1.29E-11 0.00E+00
370751 3754660 2.12E-03 0.00E+00 7.75E-07 0.00E+00 3.76E-08 0.00E+00 370751 3754660 7.34E-07 0.00E+00 2.68E-10 0.00E+00 1.30E-11 0.00E+00
370771 3754660 2.19E-03 0.00E+00 8.97E-07 0.00E+00 3.85E-08 0.00E+00 370771 3754660 7.58E-07 0.00E+00 3.10E-10 0.00E+00 1.33E-11 0.00E+00
370791 3754660 2.27E-03 0.00E+00 1.06E-06 0.00E+00 3.94E-08 0.00E+00 370791 3754660 7.85E-07 0.00E+00 3.67E-10 0.00E+00 1.36E-11 0.00E+00
370811 3754660 2.34E-03 0.00E+00 1.27E-06 0.00E+00 4.01E-08 0.00E+00 370811 3754660 8.11E-07 0.00E+00 4.40E-10 0.00E+00 1.39E-11 0.00E+00
370831 3754660 2.42E-03 0.00E+00 1.56E-06 0.00E+00 4.09E-08 0.00E+00 370831 3754660 8.38E-07 0.00E+00 5.41E-10 0.00E+00 1.42E-11 0.00E+00
370851 3754660 2.63E-03 0.00E+00 2.11E-06 0.00E+00 4.34E-08 0.00E+00 370851 3754660 9.11E-07 0.00E+00 7.32E-10 0.00E+00 1.50E-11 0.00E+00
370871 3754660 2.73E-03 0.00E+00 2.86E-06 0.00E+00 4.44E-08 0.00E+00 370871 3754660 9.45E-07 0.00E+00 9.89E-10 0.00E+00 1.54E-11 0.00E+00
370891 3754660 2.83E-03 0.00E+00 4.15E-06 0.00E+00 4.56E-08 0.00E+00 370891 3754660 9.80E-07 0.00E+00 1.43E-09 0.00E+00 1.58E-11 0.00E+00
370911 3754660 2.93E-03 0.00E+00 6.78E-06 0.00E+00 4.67E-08 0.00E+00 370911 3754660 1.01E-06 0.00E+00 2.35E-09 0.00E+00 1.62E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370931 3754660 3.03E-03 0.00E+00 1.35E-05 0.00E+00 4.80E-08 0.00E+00 370931 3754660 1.05E-06 0.00E+00 4.67E-09 0.00E+00 1.66E-11 0.00E+00
370951 3754660 3.13E-03 0.00E+00 1.03E-05 0.00E+00 4.81E-08 0.00E+00 370951 3754660 1.08E-06 0.00E+00 3.55E-09 0.00E+00 1.66E-11 0.00E+00
370971 3754660 3.23E-03 0.00E+00 1.45E-05 0.00E+00 4.90E-08 0.00E+00 370971 3754660 1.12E-06 0.00E+00 5.04E-09 0.00E+00 1.70E-11 0.00E+00
370991 3754660 3.33E-03 0.00E+00 9.01E-06 0.00E+00 5.06E-08 0.00E+00 370991 3754660 1.15E-06 0.00E+00 3.12E-09 0.00E+00 1.75E-11 0.00E+00
371011 3754660 3.43E-03 0.00E+00 6.27E-06 0.00E+00 5.10E-08 0.00E+00 371011 3754660 1.19E-06 0.00E+00 2.17E-09 0.00E+00 1.77E-11 0.00E+00
371031 3754660 3.52E-03 0.00E+00 4.71E-06 0.00E+00 5.20E-08 0.00E+00 371031 3754660 1.22E-06 0.00E+00 1.63E-09 0.00E+00 1.80E-11 0.00E+00
371051 3754660 3.59E-03 0.00E+00 3.73E-06 0.00E+00 5.25E-08 0.00E+00 371051 3754660 1.24E-06 0.00E+00 1.29E-09 0.00E+00 1.82E-11 0.00E+00
371071 3754660 3.66E-03 0.00E+00 3.06E-06 0.00E+00 5.25E-08 0.00E+00 371071 3754660 1.27E-06 0.00E+00 1.06E-09 0.00E+00 1.82E-11 0.00E+00
371091 3754660 3.78E-03 0.00E+00 2.58E-06 0.00E+00 5.50E-08 0.00E+00 371091 3754660 1.31E-06 0.00E+00 8.93E-10 0.00E+00 1.90E-11 0.00E+00
371111 3754660 3.82E-03 0.00E+00 2.19E-06 0.00E+00 5.61E-08 0.00E+00 371111 3754660 1.32E-06 0.00E+00 7.59E-10 0.00E+00 1.94E-11 0.00E+00
371131 3754660 3.84E-03 0.00E+00 1.93E-06 0.00E+00 5.64E-08 0.00E+00 371131 3754660 1.33E-06 0.00E+00 6.68E-10 0.00E+00 1.95E-11 0.00E+00
371151 3754660 3.84E-03 0.00E+00 1.72E-06 0.00E+00 5.66E-08 0.00E+00 371151 3754660 1.33E-06 0.00E+00 5.94E-10 0.00E+00 1.96E-11 0.00E+00
371171 3754660 3.82E-03 0.00E+00 1.54E-06 0.00E+00 5.67E-08 0.00E+00 371171 3754660 1.32E-06 0.00E+00 5.34E-10 0.00E+00 1.96E-11 0.00E+00
371191 3754660 3.78E-03 0.00E+00 1.40E-06 0.00E+00 5.67E-08 0.00E+00 371191 3754660 1.31E-06 0.00E+00 4.83E-10 0.00E+00 1.96E-11 0.00E+00
371211 3754660 3.72E-03 0.00E+00 1.27E-06 0.00E+00 5.67E-08 0.00E+00 371211 3754660 1.29E-06 0.00E+00 4.41E-10 0.00E+00 1.96E-11 0.00E+00
371231 3754660 3.65E-03 0.00E+00 1.17E-06 0.00E+00 5.67E-08 0.00E+00 371231 3754660 1.26E-06 0.00E+00 4.04E-10 0.00E+00 1.96E-11 0.00E+00
371251 3754660 3.56E-03 0.00E+00 1.08E-06 0.00E+00 5.66E-08 0.00E+00 371251 3754660 1.23E-06 0.00E+00 3.73E-10 0.00E+00 1.96E-11 0.00E+00
371271 3754660 3.47E-03 0.00E+00 9.97E-07 0.00E+00 5.64E-08 0.00E+00 371271 3754660 1.20E-06 0.00E+00 3.45E-10 0.00E+00 1.95E-11 0.00E+00
371291 3754660 3.37E-03 0.00E+00 9.28E-07 0.00E+00 5.62E-08 0.00E+00 371291 3754660 1.17E-06 0.00E+00 3.21E-10 0.00E+00 1.95E-11 0.00E+00
371311 3754660 3.27E-03 0.00E+00 8.66E-07 0.00E+00 5.60E-08 0.00E+00 371311 3754660 1.13E-06 0.00E+00 3.00E-10 0.00E+00 1.94E-11 0.00E+00
371331 3754660 3.18E-03 0.00E+00 8.12E-07 0.00E+00 5.56E-08 0.00E+00 371331 3754660 1.10E-06 0.00E+00 2.81E-10 0.00E+00 1.93E-11 0.00E+00
371351 3754660 3.10E-03 0.00E+00 7.62E-07 0.00E+00 5.53E-08 0.00E+00 371351 3754660 1.07E-06 0.00E+00 2.64E-10 0.00E+00 1.91E-11 0.00E+00
371371 3754660 3.03E-03 0.00E+00 7.18E-07 0.00E+00 5.49E-08 0.00E+00 371371 3754660 1.05E-06 0.00E+00 2.49E-10 0.00E+00 1.90E-11 0.00E+00
371391 3754660 2.97E-03 0.00E+00 6.78E-07 0.00E+00 5.44E-08 0.00E+00 371391 3754660 1.03E-06 0.00E+00 2.35E-10 0.00E+00 1.88E-11 0.00E+00
371411 3754660 2.92E-03 0.00E+00 6.42E-07 0.00E+00 5.39E-08 0.00E+00 371411 3754660 1.01E-06 0.00E+00 2.22E-10 0.00E+00 1.87E-11 0.00E+00
371431 3754660 2.89E-03 0.00E+00 6.09E-07 0.00E+00 5.34E-08 0.00E+00 371431 3754660 1.00E-06 0.00E+00 2.11E-10 0.00E+00 1.85E-11 0.00E+00
371451 3754660 2.88E-03 0.00E+00 5.79E-07 0.00E+00 5.28E-08 0.00E+00 371451 3754660 9.96E-07 0.00E+00 2.00E-10 0.00E+00 1.83E-11 0.00E+00
371471 3754660 2.88E-03 0.00E+00 5.51E-07 0.00E+00 5.22E-08 0.00E+00 371471 3754660 9.96E-07 0.00E+00 1.91E-10 0.00E+00 1.81E-11 0.00E+00
371491 3754660 2.89E-03 0.00E+00 5.26E-07 0.00E+00 5.16E-08 0.00E+00 371491 3754660 1.00E-06 0.00E+00 1.82E-10 0.00E+00 1.79E-11 0.00E+00
371511 3754660 2.92E-03 0.00E+00 5.02E-07 0.00E+00 5.09E-08 0.00E+00 371511 3754660 1.01E-06 0.00E+00 1.74E-10 0.00E+00 1.76E-11 0.00E+00
371531 3754660 2.97E-03 0.00E+00 4.81E-07 0.00E+00 5.03E-08 0.00E+00 371531 3754660 1.03E-06 0.00E+00 1.66E-10 0.00E+00 1.74E-11 0.00E+00
371551 3754660 3.04E-03 0.00E+00 4.61E-07 0.00E+00 4.96E-08 0.00E+00 371551 3754660 1.05E-06 0.00E+00 1.59E-10 0.00E+00 1.72E-11 0.00E+00
371571 3754660 3.12E-03 0.00E+00 4.42E-07 0.00E+00 4.89E-08 0.00E+00 371571 3754660 1.08E-06 0.00E+00 1.53E-10 0.00E+00 1.69E-11 0.00E+00
371591 3754660 3.22E-03 0.00E+00 4.24E-07 0.00E+00 4.83E-08 0.00E+00 371591 3754660 1.11E-06 0.00E+00 1.47E-10 0.00E+00 1.67E-11 0.00E+00
371611 3754660 3.33E-03 0.00E+00 4.08E-07 0.00E+00 4.77E-08 0.00E+00 371611 3754660 1.15E-06 0.00E+00 1.41E-10 0.00E+00 1.65E-11 0.00E+00
371631 3754660 3.45E-03 0.00E+00 3.93E-07 0.00E+00 4.71E-08 0.00E+00 371631 3754660 1.20E-06 0.00E+00 1.36E-10 0.00E+00 1.63E-11 0.00E+00
371651 3754660 3.58E-03 0.00E+00 3.79E-07 0.00E+00 4.65E-08 0.00E+00 371651 3754660 1.24E-06 0.00E+00 1.31E-10 0.00E+00 1.61E-11 0.00E+00
371671 3754660 3.72E-03 0.00E+00 3.66E-07 0.00E+00 4.60E-08 0.00E+00 371671 3754660 1.29E-06 0.00E+00 1.27E-10 0.00E+00 1.59E-11 0.00E+00
371691 3754660 3.85E-03 0.00E+00 3.53E-07 0.00E+00 4.56E-08 0.00E+00 371691 3754660 1.33E-06 0.00E+00 1.22E-10 0.00E+00 1.58E-11 0.00E+00
371711 3754660 3.98E-03 0.00E+00 3.42E-07 0.00E+00 4.52E-08 0.00E+00 371711 3754660 1.38E-06 0.00E+00 1.18E-10 0.00E+00 1.56E-11 0.00E+00
371731 3754660 4.11E-03 0.00E+00 3.31E-07 0.00E+00 4.49E-08 0.00E+00 371731 3754660 1.42E-06 0.00E+00 1.15E-10 0.00E+00 1.55E-11 0.00E+00
371751 3754660 4.22E-03 0.00E+00 3.21E-07 0.00E+00 4.46E-08 0.00E+00 371751 3754660 1.46E-06 0.00E+00 1.11E-10 0.00E+00 1.54E-11 0.00E+00
371771 3754660 4.33E-03 0.00E+00 3.11E-07 0.00E+00 4.44E-08 0.00E+00 371771 3754660 1.50E-06 0.00E+00 1.08E-10 0.00E+00 1.54E-11 0.00E+00
371791 3754660 4.42E-03 0.00E+00 3.02E-07 0.00E+00 4.43E-08 0.00E+00 371791 3754660 1.53E-06 0.00E+00 1.05E-10 0.00E+00 1.53E-11 0.00E+00
371811 3754660 4.50E-03 0.00E+00 2.93E-07 0.00E+00 4.43E-08 0.00E+00 371811 3754660 1.56E-06 0.00E+00 1.02E-10 0.00E+00 1.53E-11 0.00E+00
371831 3754660 4.56E-03 0.00E+00 2.85E-07 0.00E+00 4.43E-08 0.00E+00 371831 3754660 1.58E-06 0.00E+00 9.88E-11 0.00E+00 1.53E-11 0.00E+00
370571 3754680 1.60E-03 0.00E+00 3.15E-07 0.00E+00 3.07E-08 0.00E+00 370571 3754680 5.53E-07 0.00E+00 1.09E-10 0.00E+00 1.06E-11 0.00E+00
370591 3754680 1.65E-03 0.00E+00 3.41E-07 0.00E+00 3.14E-08 0.00E+00 370591 3754680 5.70E-07 0.00E+00 1.18E-10 0.00E+00 1.09E-11 0.00E+00
370611 3754680 1.69E-03 0.00E+00 3.69E-07 0.00E+00 3.21E-08 0.00E+00 370611 3754680 5.87E-07 0.00E+00 1.28E-10 0.00E+00 1.11E-11 0.00E+00
370631 3754680 1.74E-03 0.00E+00 4.01E-07 0.00E+00 3.29E-08 0.00E+00 370631 3754680 6.03E-07 0.00E+00 1.39E-10 0.00E+00 1.14E-11 0.00E+00
370651 3754680 1.79E-03 0.00E+00 4.38E-07 0.00E+00 3.36E-08 0.00E+00 370651 3754680 6.20E-07 0.00E+00 1.52E-10 0.00E+00 1.16E-11 0.00E+00
370671 3754680 1.84E-03 0.00E+00 4.82E-07 0.00E+00 3.38E-08 0.00E+00 370671 3754680 6.37E-07 0.00E+00 1.67E-10 0.00E+00 1.17E-11 0.00E+00
370691 3754680 1.90E-03 0.00E+00 5.34E-07 0.00E+00 3.45E-08 0.00E+00 370691 3754680 6.57E-07 0.00E+00 1.85E-10 0.00E+00 1.20E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370711 3754680 1.95E-03 0.00E+00 5.92E-07 0.00E+00 3.50E-08 0.00E+00 370711 3754680 6.74E-07 0.00E+00 2.05E-10 0.00E+00 1.21E-11 0.00E+00
370731 3754680 1.95E-03 0.00E+00 6.63E-07 0.00E+00 3.55E-08 0.00E+00 370731 3754680 6.76E-07 0.00E+00 2.30E-10 0.00E+00 1.23E-11 0.00E+00
370751 3754680 2.00E-03 0.00E+00 7.49E-07 0.00E+00 3.59E-08 0.00E+00 370751 3754680 6.91E-07 0.00E+00 2.59E-10 0.00E+00 1.24E-11 0.00E+00
370771 3754680 2.06E-03 0.00E+00 8.66E-07 0.00E+00 3.66E-08 0.00E+00 370771 3754680 7.12E-07 0.00E+00 3.00E-10 0.00E+00 1.27E-11 0.00E+00
370791 3754680 2.12E-03 0.00E+00 1.02E-06 0.00E+00 3.72E-08 0.00E+00 370791 3754680 7.33E-07 0.00E+00 3.52E-10 0.00E+00 1.29E-11 0.00E+00
370811 3754680 2.18E-03 0.00E+00 1.21E-06 0.00E+00 3.77E-08 0.00E+00 370811 3754680 7.53E-07 0.00E+00 4.20E-10 0.00E+00 1.31E-11 0.00E+00
370831 3754680 2.25E-03 0.00E+00 1.50E-06 0.00E+00 3.84E-08 0.00E+00 370831 3754680 7.77E-07 0.00E+00 5.18E-10 0.00E+00 1.33E-11 0.00E+00
370851 3754680 2.44E-03 0.00E+00 2.03E-06 0.00E+00 4.06E-08 0.00E+00 370851 3754680 8.45E-07 0.00E+00 7.03E-10 0.00E+00 1.41E-11 0.00E+00
370871 3754680 2.52E-03 0.00E+00 2.76E-06 0.00E+00 4.15E-08 0.00E+00 370871 3754680 8.73E-07 0.00E+00 9.56E-10 0.00E+00 1.44E-11 0.00E+00
370891 3754680 2.61E-03 0.00E+00 4.04E-06 0.00E+00 4.24E-08 0.00E+00 370891 3754680 9.03E-07 0.00E+00 1.40E-09 0.00E+00 1.47E-11 0.00E+00
370911 3754680 2.69E-03 0.00E+00 6.67E-06 0.00E+00 4.31E-08 0.00E+00 370911 3754680 9.32E-07 0.00E+00 2.31E-09 0.00E+00 1.49E-11 0.00E+00
370931 3754680 2.78E-03 0.00E+00 1.33E-05 0.00E+00 4.47E-08 0.00E+00 370931 3754680 9.63E-07 0.00E+00 4.61E-09 0.00E+00 1.55E-11 0.00E+00
370951 3754680 2.86E-03 0.00E+00 8.42E-06 0.00E+00 4.45E-08 0.00E+00 370951 3754680 9.90E-07 0.00E+00 2.91E-09 0.00E+00 1.54E-11 0.00E+00
370971 3754680 2.94E-03 0.00E+00 1.44E-05 0.00E+00 4.57E-08 0.00E+00 370971 3754680 1.02E-06 0.00E+00 5.00E-09 0.00E+00 1.58E-11 0.00E+00
370991 3754680 3.02E-03 0.00E+00 8.96E-06 0.00E+00 4.69E-08 0.00E+00 370991 3754680 1.05E-06 0.00E+00 3.10E-09 0.00E+00 1.62E-11 0.00E+00
371011 3754680 3.10E-03 0.00E+00 6.22E-06 0.00E+00 4.73E-08 0.00E+00 371011 3754680 1.07E-06 0.00E+00 2.15E-09 0.00E+00 1.64E-11 0.00E+00
371031 3754680 3.16E-03 0.00E+00 4.67E-06 0.00E+00 4.85E-08 0.00E+00 371031 3754680 1.10E-06 0.00E+00 1.62E-09 0.00E+00 1.68E-11 0.00E+00
371051 3754680 3.22E-03 0.00E+00 3.69E-06 0.00E+00 4.88E-08 0.00E+00 371051 3754680 1.11E-06 0.00E+00 1.28E-09 0.00E+00 1.69E-11 0.00E+00
371071 3754680 3.27E-03 0.00E+00 3.03E-06 0.00E+00 4.97E-08 0.00E+00 371071 3754680 1.13E-06 0.00E+00 1.05E-09 0.00E+00 1.72E-11 0.00E+00
371091 3754680 3.36E-03 0.00E+00 2.55E-06 0.00E+00 5.11E-08 0.00E+00 371091 3754680 1.16E-06 0.00E+00 8.82E-10 0.00E+00 1.77E-11 0.00E+00
371111 3754680 3.38E-03 0.00E+00 2.18E-06 0.00E+00 5.21E-08 0.00E+00 371111 3754680 1.17E-06 0.00E+00 7.54E-10 0.00E+00 1.80E-11 0.00E+00
371131 3754680 3.39E-03 0.00E+00 1.91E-06 0.00E+00 5.22E-08 0.00E+00 371131 3754680 1.17E-06 0.00E+00 6.63E-10 0.00E+00 1.81E-11 0.00E+00
371151 3754680 3.37E-03 0.00E+00 1.70E-06 0.00E+00 5.24E-08 0.00E+00 371151 3754680 1.17E-06 0.00E+00 5.88E-10 0.00E+00 1.82E-11 0.00E+00
371171 3754680 3.35E-03 0.00E+00 1.52E-06 0.00E+00 5.25E-08 0.00E+00 371171 3754680 1.16E-06 0.00E+00 5.27E-10 0.00E+00 1.82E-11 0.00E+00
371191 3754680 3.30E-03 0.00E+00 1.38E-06 0.00E+00 5.26E-08 0.00E+00 371191 3754680 1.14E-06 0.00E+00 4.76E-10 0.00E+00 1.82E-11 0.00E+00
371211 3754680 3.25E-03 0.00E+00 1.25E-06 0.00E+00 5.26E-08 0.00E+00 371211 3754680 1.12E-06 0.00E+00 4.34E-10 0.00E+00 1.82E-11 0.00E+00
371231 3754680 3.18E-03 0.00E+00 1.15E-06 0.00E+00 5.25E-08 0.00E+00 371231 3754680 1.10E-06 0.00E+00 3.98E-10 0.00E+00 1.82E-11 0.00E+00
371251 3754680 3.10E-03 0.00E+00 1.06E-06 0.00E+00 5.24E-08 0.00E+00 371251 3754680 1.07E-06 0.00E+00 3.67E-10 0.00E+00 1.81E-11 0.00E+00
371271 3754680 3.02E-03 0.00E+00 9.81E-07 0.00E+00 5.23E-08 0.00E+00 371271 3754680 1.05E-06 0.00E+00 3.40E-10 0.00E+00 1.81E-11 0.00E+00
371291 3754680 2.94E-03 0.00E+00 9.12E-07 0.00E+00 5.21E-08 0.00E+00 371291 3754680 1.02E-06 0.00E+00 3.16E-10 0.00E+00 1.80E-11 0.00E+00
371311 3754680 2.86E-03 0.00E+00 8.51E-07 0.00E+00 5.19E-08 0.00E+00 371311 3754680 9.89E-07 0.00E+00 2.95E-10 0.00E+00 1.80E-11 0.00E+00
371331 3754680 2.78E-03 0.00E+00 7.97E-07 0.00E+00 5.16E-08 0.00E+00 371331 3754680 9.63E-07 0.00E+00 2.76E-10 0.00E+00 1.79E-11 0.00E+00
371351 3754680 2.71E-03 0.00E+00 7.49E-07 0.00E+00 5.13E-08 0.00E+00 371351 3754680 9.39E-07 0.00E+00 2.59E-10 0.00E+00 1.77E-11 0.00E+00
371371 3754680 2.65E-03 0.00E+00 7.05E-07 0.00E+00 5.09E-08 0.00E+00 371371 3754680 9.18E-07 0.00E+00 2.44E-10 0.00E+00 1.76E-11 0.00E+00
371391 3754680 2.60E-03 0.00E+00 6.66E-07 0.00E+00 5.05E-08 0.00E+00 371391 3754680 9.01E-07 0.00E+00 2.31E-10 0.00E+00 1.75E-11 0.00E+00
371411 3754680 2.56E-03 0.00E+00 6.30E-07 0.00E+00 5.01E-08 0.00E+00 371411 3754680 8.87E-07 0.00E+00 2.18E-10 0.00E+00 1.73E-11 0.00E+00
371431 3754680 2.53E-03 0.00E+00 5.98E-07 0.00E+00 4.96E-08 0.00E+00 371431 3754680 8.77E-07 0.00E+00 2.07E-10 0.00E+00 1.72E-11 0.00E+00
371451 3754680 2.52E-03 0.00E+00 5.68E-07 0.00E+00 4.91E-08 0.00E+00 371451 3754680 8.71E-07 0.00E+00 1.97E-10 0.00E+00 1.70E-11 0.00E+00
371471 3754680 2.51E-03 0.00E+00 5.41E-07 0.00E+00 4.86E-08 0.00E+00 371471 3754680 8.69E-07 0.00E+00 1.87E-10 0.00E+00 1.68E-11 0.00E+00
371491 3754680 2.52E-03 0.00E+00 5.16E-07 0.00E+00 4.80E-08 0.00E+00 371491 3754680 8.71E-07 0.00E+00 1.79E-10 0.00E+00 1.66E-11 0.00E+00
371511 3754680 2.53E-03 0.00E+00 4.93E-07 0.00E+00 4.74E-08 0.00E+00 371511 3754680 8.77E-07 0.00E+00 1.71E-10 0.00E+00 1.64E-11 0.00E+00
371531 3754680 2.57E-03 0.00E+00 4.72E-07 0.00E+00 4.68E-08 0.00E+00 371531 3754680 8.88E-07 0.00E+00 1.63E-10 0.00E+00 1.62E-11 0.00E+00
371551 3754680 2.61E-03 0.00E+00 4.52E-07 0.00E+00 4.62E-08 0.00E+00 371551 3754680 9.03E-07 0.00E+00 1.56E-10 0.00E+00 1.60E-11 0.00E+00
371571 3754680 2.67E-03 0.00E+00 4.33E-07 0.00E+00 4.56E-08 0.00E+00 371571 3754680 9.23E-07 0.00E+00 1.50E-10 0.00E+00 1.58E-11 0.00E+00
371591 3754680 2.74E-03 0.00E+00 4.16E-07 0.00E+00 4.50E-08 0.00E+00 371591 3754680 9.47E-07 0.00E+00 1.44E-10 0.00E+00 1.56E-11 0.00E+00
371611 3754680 2.82E-03 0.00E+00 4.00E-07 0.00E+00 4.44E-08 0.00E+00 371611 3754680 9.76E-07 0.00E+00 1.39E-10 0.00E+00 1.54E-11 0.00E+00
371631 3754680 2.91E-03 0.00E+00 3.86E-07 0.00E+00 4.39E-08 0.00E+00 371631 3754680 1.01E-06 0.00E+00 1.33E-10 0.00E+00 1.52E-11 0.00E+00
371651 3754680 3.01E-03 0.00E+00 3.72E-07 0.00E+00 4.34E-08 0.00E+00 371651 3754680 1.04E-06 0.00E+00 1.29E-10 0.00E+00 1.50E-11 0.00E+00
371671 3754680 3.12E-03 0.00E+00 3.59E-07 0.00E+00 4.29E-08 0.00E+00 371671 3754680 1.08E-06 0.00E+00 1.24E-10 0.00E+00 1.48E-11 0.00E+00
371691 3754680 3.23E-03 0.00E+00 3.46E-07 0.00E+00 4.24E-08 0.00E+00 371691 3754680 1.12E-06 0.00E+00 1.20E-10 0.00E+00 1.47E-11 0.00E+00
371711 3754680 3.34E-03 0.00E+00 3.35E-07 0.00E+00 4.20E-08 0.00E+00 371711 3754680 1.16E-06 0.00E+00 1.16E-10 0.00E+00 1.45E-11 0.00E+00
371731 3754680 3.45E-03 0.00E+00 3.24E-07 0.00E+00 4.17E-08 0.00E+00 371731 3754680 1.19E-06 0.00E+00 1.12E-10 0.00E+00 1.44E-11 0.00E+00
371751 3754680 3.56E-03 0.00E+00 3.14E-07 0.00E+00 4.14E-08 0.00E+00 371751 3754680 1.23E-06 0.00E+00 1.09E-10 0.00E+00 1.43E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371771 3754680 3.66E-03 0.00E+00 3.05E-07 0.00E+00 4.12E-08 0.00E+00 371771 3754680 1.27E-06 0.00E+00 1.05E-10 0.00E+00 1.42E-11 0.00E+00
371791 3754680 3.75E-03 0.00E+00 2.96E-07 0.00E+00 4.10E-08 0.00E+00 371791 3754680 1.30E-06 0.00E+00 1.02E-10 0.00E+00 1.42E-11 0.00E+00
371811 3754680 3.83E-03 0.00E+00 2.87E-07 0.00E+00 4.09E-08 0.00E+00 371811 3754680 1.33E-06 0.00E+00 9.95E-11 0.00E+00 1.42E-11 0.00E+00
371831 3754680 3.90E-03 0.00E+00 2.79E-07 0.00E+00 4.09E-08 0.00E+00 371831 3754680 1.35E-06 0.00E+00 9.67E-11 0.00E+00 1.41E-11 0.00E+00
370571 3754700 1.53E-03 0.00E+00 3.05E-07 0.00E+00 2.97E-08 0.00E+00 370571 3754700 5.28E-07 0.00E+00 1.06E-10 0.00E+00 1.03E-11 0.00E+00
370591 3754700 1.57E-03 0.00E+00 3.29E-07 0.00E+00 3.05E-08 0.00E+00 370591 3754700 5.43E-07 0.00E+00 1.14E-10 0.00E+00 1.06E-11 0.00E+00
370611 3754700 1.62E-03 0.00E+00 3.57E-07 0.00E+00 3.11E-08 0.00E+00 370611 3754700 5.59E-07 0.00E+00 1.24E-10 0.00E+00 1.08E-11 0.00E+00
370631 3754700 1.66E-03 0.00E+00 3.89E-07 0.00E+00 3.19E-08 0.00E+00 370631 3754700 5.76E-07 0.00E+00 1.35E-10 0.00E+00 1.10E-11 0.00E+00
370651 3754700 1.71E-03 0.00E+00 4.26E-07 0.00E+00 3.27E-08 0.00E+00 370651 3754700 5.93E-07 0.00E+00 1.47E-10 0.00E+00 1.13E-11 0.00E+00
370671 3754700 1.75E-03 0.00E+00 4.66E-07 0.00E+00 3.33E-08 0.00E+00 370671 3754700 6.06E-07 0.00E+00 1.61E-10 0.00E+00 1.15E-11 0.00E+00
370691 3754700 1.80E-03 0.00E+00 5.15E-07 0.00E+00 3.36E-08 0.00E+00 370691 3754700 6.23E-07 0.00E+00 1.78E-10 0.00E+00 1.16E-11 0.00E+00
370711 3754700 1.85E-03 0.00E+00 5.73E-07 0.00E+00 3.36E-08 0.00E+00 370711 3754700 6.39E-07 0.00E+00 1.98E-10 0.00E+00 1.16E-11 0.00E+00
370731 3754700 1.89E-03 0.00E+00 6.41E-07 0.00E+00 3.40E-08 0.00E+00 370731 3754700 6.55E-07 0.00E+00 2.22E-10 0.00E+00 1.18E-11 0.00E+00
370751 3754700 1.88E-03 0.00E+00 7.20E-07 0.00E+00 3.42E-08 0.00E+00 370751 3754700 6.52E-07 0.00E+00 2.49E-10 0.00E+00 1.18E-11 0.00E+00
370771 3754700 1.93E-03 0.00E+00 8.28E-07 0.00E+00 3.47E-08 0.00E+00 370771 3754700 6.68E-07 0.00E+00 2.87E-10 0.00E+00 1.20E-11 0.00E+00
370791 3754700 1.98E-03 0.00E+00 9.70E-07 0.00E+00 3.52E-08 0.00E+00 370791 3754700 6.85E-07 0.00E+00 3.36E-10 0.00E+00 1.22E-11 0.00E+00
370811 3754700 2.03E-03 0.00E+00 1.15E-06 0.00E+00 3.55E-08 0.00E+00 370811 3754700 7.02E-07 0.00E+00 3.99E-10 0.00E+00 1.23E-11 0.00E+00
370831 3754700 2.09E-03 0.00E+00 1.42E-06 0.00E+00 3.61E-08 0.00E+00 370831 3754700 7.23E-07 0.00E+00 4.93E-10 0.00E+00 1.25E-11 0.00E+00
370851 3754700 2.26E-03 0.00E+00 1.93E-06 0.00E+00 3.80E-08 0.00E+00 370851 3754700 7.82E-07 0.00E+00 6.66E-10 0.00E+00 1.31E-11 0.00E+00
370871 3754700 2.33E-03 0.00E+00 2.65E-06 0.00E+00 3.89E-08 0.00E+00 370871 3754700 8.08E-07 0.00E+00 9.17E-10 0.00E+00 1.35E-11 0.00E+00
370891 3754700 2.40E-03 0.00E+00 3.89E-06 0.00E+00 3.95E-08 0.00E+00 370891 3754700 8.32E-07 0.00E+00 1.35E-09 0.00E+00 1.37E-11 0.00E+00
370911 3754700 2.47E-03 0.00E+00 6.48E-06 0.00E+00 4.02E-08 0.00E+00 370911 3754700 8.56E-07 0.00E+00 2.24E-09 0.00E+00 1.39E-11 0.00E+00
370931 3754700 2.56E-03 0.00E+00 1.33E-05 0.00E+00 4.20E-08 0.00E+00 370931 3754700 8.85E-07 0.00E+00 4.60E-09 0.00E+00 1.45E-11 0.00E+00
370951 3754700 2.62E-03 0.00E+00 5.71E-06 0.00E+00 4.17E-08 0.00E+00 370951 3754700 9.06E-07 0.00E+00 1.98E-09 0.00E+00 1.44E-11 0.00E+00
370971 3754700 2.67E-03 0.00E+00 1.43E-05 0.00E+00 4.16E-08 0.00E+00 370971 3754700 9.25E-07 0.00E+00 4.94E-09 0.00E+00 1.44E-11 0.00E+00
370991 3754700 2.73E-03 0.00E+00 8.85E-06 0.00E+00 4.20E-08 0.00E+00 370991 3754700 9.46E-07 0.00E+00 3.06E-09 0.00E+00 1.45E-11 0.00E+00
371011 3754700 2.81E-03 0.00E+00 6.11E-06 0.00E+00 4.54E-08 0.00E+00 371011 3754700 9.72E-07 0.00E+00 2.12E-09 0.00E+00 1.57E-11 0.00E+00
371031 3754700 2.90E-03 0.00E+00 4.42E-06 0.00E+00 4.69E-08 0.00E+00 371031 3754700 1.00E-06 0.00E+00 1.53E-09 0.00E+00 1.62E-11 0.00E+00
371051 3754700 2.94E-03 0.00E+00 3.55E-06 0.00E+00 4.73E-08 0.00E+00 371051 3754700 1.02E-06 0.00E+00 1.23E-09 0.00E+00 1.64E-11 0.00E+00
371071 3754700 2.97E-03 0.00E+00 2.94E-06 0.00E+00 4.77E-08 0.00E+00 371071 3754700 1.03E-06 0.00E+00 1.02E-09 0.00E+00 1.65E-11 0.00E+00
371091 3754700 2.99E-03 0.00E+00 2.49E-06 0.00E+00 4.80E-08 0.00E+00 371091 3754700 1.04E-06 0.00E+00 8.62E-10 0.00E+00 1.66E-11 0.00E+00
371111 3754700 3.00E-03 0.00E+00 2.15E-06 0.00E+00 4.83E-08 0.00E+00 371111 3754700 1.04E-06 0.00E+00 7.43E-10 0.00E+00 1.67E-11 0.00E+00
371131 3754700 3.00E-03 0.00E+00 1.88E-06 0.00E+00 4.86E-08 0.00E+00 371131 3754700 1.04E-06 0.00E+00 6.51E-10 0.00E+00 1.68E-11 0.00E+00
371151 3754700 2.98E-03 0.00E+00 1.67E-06 0.00E+00 4.87E-08 0.00E+00 371151 3754700 1.03E-06 0.00E+00 5.77E-10 0.00E+00 1.69E-11 0.00E+00
371171 3754700 2.95E-03 0.00E+00 1.49E-06 0.00E+00 4.88E-08 0.00E+00 371171 3754700 1.02E-06 0.00E+00 5.17E-10 0.00E+00 1.69E-11 0.00E+00
371191 3754700 2.91E-03 0.00E+00 1.35E-06 0.00E+00 4.88E-08 0.00E+00 371191 3754700 1.01E-06 0.00E+00 4.67E-10 0.00E+00 1.69E-11 0.00E+00
371211 3754700 2.85E-03 0.00E+00 1.23E-06 0.00E+00 4.88E-08 0.00E+00 371211 3754700 9.88E-07 0.00E+00 4.26E-10 0.00E+00 1.69E-11 0.00E+00
371231 3754700 2.79E-03 0.00E+00 1.13E-06 0.00E+00 4.88E-08 0.00E+00 371231 3754700 9.67E-07 0.00E+00 3.90E-10 0.00E+00 1.69E-11 0.00E+00
371251 3754700 2.73E-03 0.00E+00 1.04E-06 0.00E+00 4.87E-08 0.00E+00 371251 3754700 9.44E-07 0.00E+00 3.59E-10 0.00E+00 1.69E-11 0.00E+00
371271 3754700 2.66E-03 0.00E+00 9.60E-07 0.00E+00 4.86E-08 0.00E+00 371271 3754700 9.19E-07 0.00E+00 3.32E-10 0.00E+00 1.68E-11 0.00E+00
371291 3754700 2.59E-03 0.00E+00 8.92E-07 0.00E+00 4.84E-08 0.00E+00 371291 3754700 8.95E-07 0.00E+00 3.09E-10 0.00E+00 1.68E-11 0.00E+00
371311 3754700 2.52E-03 0.00E+00 8.33E-07 0.00E+00 4.82E-08 0.00E+00 371311 3754700 8.71E-07 0.00E+00 2.88E-10 0.00E+00 1.67E-11 0.00E+00
371331 3754700 2.45E-03 0.00E+00 7.80E-07 0.00E+00 4.79E-08 0.00E+00 371331 3754700 8.49E-07 0.00E+00 2.70E-10 0.00E+00 1.66E-11 0.00E+00
371351 3754700 2.39E-03 0.00E+00 7.32E-07 0.00E+00 4.77E-08 0.00E+00 371351 3754700 8.29E-07 0.00E+00 2.54E-10 0.00E+00 1.65E-11 0.00E+00
371371 3754700 2.34E-03 0.00E+00 6.90E-07 0.00E+00 4.74E-08 0.00E+00 371371 3754700 8.11E-07 0.00E+00 2.39E-10 0.00E+00 1.64E-11 0.00E+00
371391 3754700 2.30E-03 0.00E+00 6.51E-07 0.00E+00 4.70E-08 0.00E+00 371391 3754700 7.96E-07 0.00E+00 2.25E-10 0.00E+00 1.63E-11 0.00E+00
371411 3754700 2.26E-03 0.00E+00 6.17E-07 0.00E+00 4.66E-08 0.00E+00 371411 3754700 7.84E-07 0.00E+00 2.13E-10 0.00E+00 1.61E-11 0.00E+00
371431 3754700 2.24E-03 0.00E+00 5.85E-07 0.00E+00 4.62E-08 0.00E+00 371431 3754700 7.75E-07 0.00E+00 2.02E-10 0.00E+00 1.60E-11 0.00E+00
371451 3754700 2.22E-03 0.00E+00 5.56E-07 0.00E+00 4.57E-08 0.00E+00 371451 3754700 7.69E-07 0.00E+00 1.92E-10 0.00E+00 1.58E-11 0.00E+00
371471 3754700 2.21E-03 0.00E+00 5.29E-07 0.00E+00 4.53E-08 0.00E+00 371471 3754700 7.65E-07 0.00E+00 1.83E-10 0.00E+00 1.57E-11 0.00E+00
371491 3754700 2.21E-03 0.00E+00 5.05E-07 0.00E+00 4.48E-08 0.00E+00 371491 3754700 7.65E-07 0.00E+00 1.75E-10 0.00E+00 1.55E-11 0.00E+00
371511 3754700 2.22E-03 0.00E+00 4.82E-07 0.00E+00 4.43E-08 0.00E+00 371511 3754700 7.69E-07 0.00E+00 1.67E-10 0.00E+00 1.53E-11 0.00E+00
371531 3754700 2.24E-03 0.00E+00 4.61E-07 0.00E+00 4.37E-08 0.00E+00 371531 3754700 7.75E-07 0.00E+00 1.60E-10 0.00E+00 1.51E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371551 3754700 2.27E-03 0.00E+00 4.42E-07 0.00E+00 4.32E-08 0.00E+00 371551 3754700 7.85E-07 0.00E+00 1.53E-10 0.00E+00 1.50E-11 0.00E+00
371571 3754700 2.31E-03 0.00E+00 4.24E-07 0.00E+00 4.26E-08 0.00E+00 371571 3754700 7.99E-07 0.00E+00 1.47E-10 0.00E+00 1.48E-11 0.00E+00
371591 3754700 2.36E-03 0.00E+00 4.07E-07 0.00E+00 4.21E-08 0.00E+00 371591 3754700 8.15E-07 0.00E+00 1.41E-10 0.00E+00 1.46E-11 0.00E+00
371611 3754700 2.42E-03 0.00E+00 3.92E-07 0.00E+00 4.16E-08 0.00E+00 371611 3754700 8.36E-07 0.00E+00 1.36E-10 0.00E+00 1.44E-11 0.00E+00
371631 3754700 2.49E-03 0.00E+00 3.77E-07 0.00E+00 4.10E-08 0.00E+00 371631 3754700 8.60E-07 0.00E+00 1.31E-10 0.00E+00 1.42E-11 0.00E+00
371651 3754700 2.56E-03 0.00E+00 3.64E-07 0.00E+00 4.05E-08 0.00E+00 371651 3754700 8.87E-07 0.00E+00 1.26E-10 0.00E+00 1.40E-11 0.00E+00
371671 3754700 2.65E-03 0.00E+00 3.51E-07 0.00E+00 4.01E-08 0.00E+00 371671 3754700 9.16E-07 0.00E+00 1.22E-10 0.00E+00 1.39E-11 0.00E+00
371691 3754700 2.73E-03 0.00E+00 3.39E-07 0.00E+00 3.96E-08 0.00E+00 371691 3754700 9.47E-07 0.00E+00 1.17E-10 0.00E+00 1.37E-11 0.00E+00
371711 3754700 2.83E-03 0.00E+00 3.28E-07 0.00E+00 3.92E-08 0.00E+00 371711 3754700 9.79E-07 0.00E+00 1.14E-10 0.00E+00 1.36E-11 0.00E+00
371731 3754700 2.92E-03 0.00E+00 3.17E-07 0.00E+00 3.89E-08 0.00E+00 371731 3754700 1.01E-06 0.00E+00 1.10E-10 0.00E+00 1.35E-11 0.00E+00
371751 3754700 3.01E-03 0.00E+00 3.08E-07 0.00E+00 3.85E-08 0.00E+00 371751 3754700 1.04E-06 0.00E+00 1.06E-10 0.00E+00 1.33E-11 0.00E+00
371771 3754700 3.10E-03 0.00E+00 2.98E-07 0.00E+00 3.83E-08 0.00E+00 371771 3754700 1.07E-06 0.00E+00 1.03E-10 0.00E+00 1.33E-11 0.00E+00
371791 3754700 3.19E-03 0.00E+00 2.89E-07 0.00E+00 3.81E-08 0.00E+00 371791 3754700 1.10E-06 0.00E+00 1.00E-10 0.00E+00 1.32E-11 0.00E+00
371811 3754700 3.27E-03 0.00E+00 2.81E-07 0.00E+00 3.79E-08 0.00E+00 371811 3754700 1.13E-06 0.00E+00 9.73E-11 0.00E+00 1.31E-11 0.00E+00
371831 3754700 3.34E-03 0.00E+00 2.73E-07 0.00E+00 3.78E-08 0.00E+00 371831 3754700 1.16E-06 0.00E+00 9.46E-11 0.00E+00 1.31E-11 0.00E+00
370571 3754720 1.45E-03 0.00E+00 2.94E-07 0.00E+00 2.87E-08 0.00E+00 370571 3754720 5.03E-07 0.00E+00 1.02E-10 0.00E+00 9.93E-12 0.00E+00
370591 3754720 1.49E-03 0.00E+00 3.17E-07 0.00E+00 2.94E-08 0.00E+00 370591 3754720 5.17E-07 0.00E+00 1.10E-10 0.00E+00 1.02E-11 0.00E+00
370611 3754720 1.54E-03 0.00E+00 3.44E-07 0.00E+00 3.01E-08 0.00E+00 370611 3754720 5.32E-07 0.00E+00 1.19E-10 0.00E+00 1.04E-11 0.00E+00
370631 3754720 1.58E-03 0.00E+00 3.74E-07 0.00E+00 3.08E-08 0.00E+00 370631 3754720 5.47E-07 0.00E+00 1.29E-10 0.00E+00 1.06E-11 0.00E+00
370651 3754720 1.62E-03 0.00E+00 4.09E-07 0.00E+00 3.15E-08 0.00E+00 370651 3754720 5.62E-07 0.00E+00 1.41E-10 0.00E+00 1.09E-11 0.00E+00
370671 3754720 1.67E-03 0.00E+00 4.48E-07 0.00E+00 3.21E-08 0.00E+00 370671 3754720 5.77E-07 0.00E+00 1.55E-10 0.00E+00 1.11E-11 0.00E+00
370691 3754720 1.71E-03 0.00E+00 4.96E-07 0.00E+00 3.28E-08 0.00E+00 370691 3754720 5.92E-07 0.00E+00 1.72E-10 0.00E+00 1.14E-11 0.00E+00
370711 3754720 1.75E-03 0.00E+00 5.50E-07 0.00E+00 3.31E-08 0.00E+00 370711 3754720 6.06E-07 0.00E+00 1.90E-10 0.00E+00 1.14E-11 0.00E+00
370731 3754720 1.79E-03 0.00E+00 6.16E-07 0.00E+00 3.28E-08 0.00E+00 370731 3754720 6.20E-07 0.00E+00 2.13E-10 0.00E+00 1.13E-11 0.00E+00
370751 3754720 1.83E-03 0.00E+00 6.92E-07 0.00E+00 3.29E-08 0.00E+00 370751 3754720 6.33E-07 0.00E+00 2.39E-10 0.00E+00 1.14E-11 0.00E+00
370771 3754720 1.82E-03 0.00E+00 7.92E-07 0.00E+00 3.32E-08 0.00E+00 370771 3754720 6.30E-07 0.00E+00 2.74E-10 0.00E+00 1.15E-11 0.00E+00
370791 3754720 1.86E-03 0.00E+00 9.25E-07 0.00E+00 3.36E-08 0.00E+00 370791 3754720 6.45E-07 0.00E+00 3.20E-10 0.00E+00 1.16E-11 0.00E+00
370811 3754720 1.90E-03 0.00E+00 1.10E-06 0.00E+00 3.39E-08 0.00E+00 370811 3754720 6.59E-07 0.00E+00 3.82E-10 0.00E+00 1.17E-11 0.00E+00
370831 3754720 1.96E-03 0.00E+00 1.37E-06 0.00E+00 3.44E-08 0.00E+00 370831 3754720 6.78E-07 0.00E+00 4.73E-10 0.00E+00 1.19E-11 0.00E+00
370851 3754720 2.03E-03 0.00E+00 1.80E-06 0.00E+00 3.55E-08 0.00E+00 370851 3754720 7.04E-07 0.00E+00 6.22E-10 0.00E+00 1.23E-11 0.00E+00
370871 3754720 2.16E-03 0.00E+00 2.49E-06 0.00E+00 3.65E-08 0.00E+00 370871 3754720 7.47E-07 0.00E+00 8.63E-10 0.00E+00 1.26E-11 0.00E+00
370891 3754720 2.22E-03 0.00E+00 3.74E-06 0.00E+00 3.73E-08 0.00E+00 370891 3754720 7.70E-07 0.00E+00 1.29E-09 0.00E+00 1.29E-11 0.00E+00
370911 3754720 2.29E-03 0.00E+00 6.37E-06 0.00E+00 3.80E-08 0.00E+00 370911 3754720 7.92E-07 0.00E+00 2.21E-09 0.00E+00 1.32E-11 0.00E+00
370931 3754720 2.35E-03 0.00E+00 1.32E-05 0.00E+00 3.93E-08 0.00E+00 370931 3754720 8.13E-07 0.00E+00 4.55E-09 0.00E+00 1.36E-11 0.00E+00
370951 3754720 2.40E-03 0.00E+00 8.06E-06 0.00E+00 3.92E-08 0.00E+00 370951 3754720 8.30E-07 0.00E+00 2.79E-09 0.00E+00 1.36E-11 0.00E+00
370971 3754720 2.46E-03 0.00E+00 1.36E-05 0.00E+00 4.15E-08 0.00E+00 370971 3754720 8.52E-07 0.00E+00 4.72E-09 0.00E+00 1.44E-11 0.00E+00
370991 3754720 2.54E-03 0.00E+00 7.74E-06 0.00E+00 4.31E-08 0.00E+00 370991 3754720 8.80E-07 0.00E+00 2.68E-09 0.00E+00 1.49E-11 0.00E+00
371011 3754720 2.59E-03 0.00E+00 5.58E-06 0.00E+00 4.36E-08 0.00E+00 371011 3754720 8.95E-07 0.00E+00 1.93E-09 0.00E+00 1.51E-11 0.00E+00
371031 3754720 2.62E-03 0.00E+00 4.29E-06 0.00E+00 4.40E-08 0.00E+00 371031 3754720 9.07E-07 0.00E+00 1.48E-09 0.00E+00 1.52E-11 0.00E+00
371051 3754720 2.65E-03 0.00E+00 3.44E-06 0.00E+00 4.44E-08 0.00E+00 371051 3754720 9.17E-07 0.00E+00 1.19E-09 0.00E+00 1.54E-11 0.00E+00
371071 3754720 2.67E-03 0.00E+00 2.86E-06 0.00E+00 4.46E-08 0.00E+00 371071 3754720 9.24E-07 0.00E+00 9.91E-10 0.00E+00 1.54E-11 0.00E+00
371091 3754720 2.68E-03 0.00E+00 2.43E-06 0.00E+00 4.48E-08 0.00E+00 371091 3754720 9.27E-07 0.00E+00 8.40E-10 0.00E+00 1.55E-11 0.00E+00
371111 3754720 2.68E-03 0.00E+00 2.09E-06 0.00E+00 4.51E-08 0.00E+00 371111 3754720 9.27E-07 0.00E+00 7.23E-10 0.00E+00 1.56E-11 0.00E+00
371131 3754720 2.67E-03 0.00E+00 1.83E-06 0.00E+00 4.53E-08 0.00E+00 371131 3754720 9.23E-07 0.00E+00 6.32E-10 0.00E+00 1.57E-11 0.00E+00
371151 3754720 2.64E-03 0.00E+00 1.62E-06 0.00E+00 4.54E-08 0.00E+00 371151 3754720 9.16E-07 0.00E+00 5.61E-10 0.00E+00 1.57E-11 0.00E+00
371171 3754720 2.61E-03 0.00E+00 1.45E-06 0.00E+00 4.55E-08 0.00E+00 371171 3754720 9.04E-07 0.00E+00 5.02E-10 0.00E+00 1.57E-11 0.00E+00
371191 3754720 2.57E-03 0.00E+00 1.31E-06 0.00E+00 4.55E-08 0.00E+00 371191 3754720 8.90E-07 0.00E+00 4.54E-10 0.00E+00 1.58E-11 0.00E+00
371211 3754720 2.52E-03 0.00E+00 1.19E-06 0.00E+00 4.55E-08 0.00E+00 371211 3754720 8.73E-07 0.00E+00 4.13E-10 0.00E+00 1.57E-11 0.00E+00
371231 3754720 2.47E-03 0.00E+00 1.09E-06 0.00E+00 4.54E-08 0.00E+00 371231 3754720 8.54E-07 0.00E+00 3.79E-10 0.00E+00 1.57E-11 0.00E+00
371251 3754720 2.41E-03 0.00E+00 1.01E-06 0.00E+00 4.54E-08 0.00E+00 371251 3754720 8.34E-07 0.00E+00 3.49E-10 0.00E+00 1.57E-11 0.00E+00
371271 3754720 2.35E-03 0.00E+00 9.32E-07 0.00E+00 4.52E-08 0.00E+00 371271 3754720 8.13E-07 0.00E+00 3.23E-10 0.00E+00 1.57E-11 0.00E+00
371291 3754720 2.29E-03 0.00E+00 8.67E-07 0.00E+00 4.51E-08 0.00E+00 371291 3754720 7.92E-07 0.00E+00 3.00E-10 0.00E+00 1.56E-11 0.00E+00
371311 3754720 2.23E-03 0.00E+00 8.09E-07 0.00E+00 4.49E-08 0.00E+00 371311 3754720 7.72E-07 0.00E+00 2.80E-10 0.00E+00 1.55E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371331 3754720 2.18E-03 0.00E+00 7.58E-07 0.00E+00 4.47E-08 0.00E+00 371331 3754720 7.53E-07 0.00E+00 2.62E-10 0.00E+00 1.55E-11 0.00E+00
371351 3754720 2.13E-03 0.00E+00 7.12E-07 0.00E+00 4.44E-08 0.00E+00 371351 3754720 7.36E-07 0.00E+00 2.47E-10 0.00E+00 1.54E-11 0.00E+00
371371 3754720 2.08E-03 0.00E+00 6.71E-07 0.00E+00 4.42E-08 0.00E+00 371371 3754720 7.20E-07 0.00E+00 2.32E-10 0.00E+00 1.53E-11 0.00E+00
371391 3754720 2.04E-03 0.00E+00 6.34E-07 0.00E+00 4.38E-08 0.00E+00 371391 3754720 7.08E-07 0.00E+00 2.19E-10 0.00E+00 1.52E-11 0.00E+00
371411 3754720 2.01E-03 0.00E+00 6.00E-07 0.00E+00 4.35E-08 0.00E+00 371411 3754720 6.97E-07 0.00E+00 2.08E-10 0.00E+00 1.51E-11 0.00E+00
371431 3754720 1.99E-03 0.00E+00 5.69E-07 0.00E+00 4.31E-08 0.00E+00 371431 3754720 6.89E-07 0.00E+00 1.97E-10 0.00E+00 1.49E-11 0.00E+00
371451 3754720 1.97E-03 0.00E+00 5.41E-07 0.00E+00 4.27E-08 0.00E+00 371451 3754720 6.83E-07 0.00E+00 1.87E-10 0.00E+00 1.48E-11 0.00E+00
371471 3754720 1.96E-03 0.00E+00 5.16E-07 0.00E+00 4.23E-08 0.00E+00 371471 3754720 6.79E-07 0.00E+00 1.78E-10 0.00E+00 1.46E-11 0.00E+00
371491 3754720 1.96E-03 0.00E+00 4.92E-07 0.00E+00 4.19E-08 0.00E+00 371491 3754720 6.78E-07 0.00E+00 1.70E-10 0.00E+00 1.45E-11 0.00E+00
371511 3754720 1.96E-03 0.00E+00 4.70E-07 0.00E+00 4.14E-08 0.00E+00 371511 3754720 6.79E-07 0.00E+00 1.63E-10 0.00E+00 1.43E-11 0.00E+00
371531 3754720 1.97E-03 0.00E+00 4.50E-07 0.00E+00 4.09E-08 0.00E+00 371531 3754720 6.83E-07 0.00E+00 1.56E-10 0.00E+00 1.42E-11 0.00E+00
371551 3754720 1.99E-03 0.00E+00 4.31E-07 0.00E+00 4.05E-08 0.00E+00 371551 3754720 6.89E-07 0.00E+00 1.49E-10 0.00E+00 1.40E-11 0.00E+00
371571 3754720 2.02E-03 0.00E+00 4.14E-07 0.00E+00 4.00E-08 0.00E+00 371571 3754720 6.98E-07 0.00E+00 1.43E-10 0.00E+00 1.38E-11 0.00E+00
371591 3754720 2.05E-03 0.00E+00 3.98E-07 0.00E+00 3.95E-08 0.00E+00 371591 3754720 7.10E-07 0.00E+00 1.38E-10 0.00E+00 1.37E-11 0.00E+00
371611 3754720 2.10E-03 0.00E+00 3.82E-07 0.00E+00 3.90E-08 0.00E+00 371611 3754720 7.25E-07 0.00E+00 1.32E-10 0.00E+00 1.35E-11 0.00E+00
371631 3754720 2.15E-03 0.00E+00 3.68E-07 0.00E+00 3.85E-08 0.00E+00 371631 3754720 7.43E-07 0.00E+00 1.28E-10 0.00E+00 1.33E-11 0.00E+00
371651 3754720 2.20E-03 0.00E+00 3.55E-07 0.00E+00 3.80E-08 0.00E+00 371651 3754720 7.63E-07 0.00E+00 1.23E-10 0.00E+00 1.32E-11 0.00E+00
371671 3754720 2.27E-03 0.00E+00 3.43E-07 0.00E+00 3.76E-08 0.00E+00 371671 3754720 7.86E-07 0.00E+00 1.19E-10 0.00E+00 1.30E-11 0.00E+00
371691 3754720 2.34E-03 0.00E+00 3.31E-07 0.00E+00 3.71E-08 0.00E+00 371691 3754720 8.10E-07 0.00E+00 1.15E-10 0.00E+00 1.29E-11 0.00E+00
371711 3754720 2.41E-03 0.00E+00 3.20E-07 0.00E+00 3.67E-08 0.00E+00 371711 3754720 8.36E-07 0.00E+00 1.11E-10 0.00E+00 1.27E-11 0.00E+00
371731 3754720 2.49E-03 0.00E+00 3.10E-07 0.00E+00 3.64E-08 0.00E+00 371731 3754720 8.63E-07 0.00E+00 1.07E-10 0.00E+00 1.26E-11 0.00E+00
371751 3754720 2.57E-03 0.00E+00 3.00E-07 0.00E+00 3.60E-08 0.00E+00 371751 3754720 8.90E-07 0.00E+00 1.04E-10 0.00E+00 1.25E-11 0.00E+00
371771 3754720 2.65E-03 0.00E+00 2.91E-07 0.00E+00 3.58E-08 0.00E+00 371771 3754720 9.16E-07 0.00E+00 1.01E-10 0.00E+00 1.24E-11 0.00E+00
371791 3754720 2.72E-03 0.00E+00 2.83E-07 0.00E+00 3.55E-08 0.00E+00 371791 3754720 9.42E-07 0.00E+00 9.78E-11 0.00E+00 1.23E-11 0.00E+00
371811 3754720 2.80E-03 0.00E+00 2.74E-07 0.00E+00 3.53E-08 0.00E+00 371811 3754720 9.68E-07 0.00E+00 9.50E-11 0.00E+00 1.22E-11 0.00E+00
371831 3754720 2.87E-03 0.00E+00 2.67E-07 0.00E+00 3.52E-08 0.00E+00 371831 3754720 9.92E-07 0.00E+00 9.24E-11 0.00E+00 1.22E-11 0.00E+00
370571 3754740 1.39E-03 0.00E+00 2.83E-07 0.00E+00 2.77E-08 0.00E+00 370571 3754740 4.80E-07 0.00E+00 9.79E-11 0.00E+00 9.59E-12 0.00E+00
370591 3754740 1.42E-03 0.00E+00 3.05E-07 0.00E+00 2.84E-08 0.00E+00 370591 3754740 4.92E-07 0.00E+00 1.05E-10 0.00E+00 9.83E-12 0.00E+00
370611 3754740 1.46E-03 0.00E+00 3.29E-07 0.00E+00 2.91E-08 0.00E+00 370611 3754740 5.05E-07 0.00E+00 1.14E-10 0.00E+00 1.01E-11 0.00E+00
370631 3754740 1.50E-03 0.00E+00 3.58E-07 0.00E+00 2.98E-08 0.00E+00 370631 3754740 5.19E-07 0.00E+00 1.24E-10 0.00E+00 1.03E-11 0.00E+00
370651 3754740 1.54E-03 0.00E+00 3.90E-07 0.00E+00 3.04E-08 0.00E+00 370651 3754740 5.33E-07 0.00E+00 1.35E-10 0.00E+00 1.05E-11 0.00E+00
370671 3754740 1.58E-03 0.00E+00 4.28E-07 0.00E+00 3.10E-08 0.00E+00 370671 3754740 5.47E-07 0.00E+00 1.48E-10 0.00E+00 1.07E-11 0.00E+00
370691 3754740 1.62E-03 0.00E+00 4.72E-07 0.00E+00 3.16E-08 0.00E+00 370691 3754740 5.61E-07 0.00E+00 1.64E-10 0.00E+00 1.09E-11 0.00E+00
370711 3754740 1.66E-03 0.00E+00 5.23E-07 0.00E+00 3.21E-08 0.00E+00 370711 3754740 5.73E-07 0.00E+00 1.81E-10 0.00E+00 1.11E-11 0.00E+00
370731 3754740 1.69E-03 0.00E+00 5.85E-07 0.00E+00 3.19E-08 0.00E+00 370731 3754740 5.86E-07 0.00E+00 2.03E-10 0.00E+00 1.11E-11 0.00E+00
370751 3754740 1.73E-03 0.00E+00 6.62E-07 0.00E+00 3.18E-08 0.00E+00 370751 3754740 5.99E-07 0.00E+00 2.29E-10 0.00E+00 1.10E-11 0.00E+00
370771 3754740 1.76E-03 0.00E+00 7.51E-07 0.00E+00 3.18E-08 0.00E+00 370771 3754740 6.11E-07 0.00E+00 2.60E-10 0.00E+00 1.10E-11 0.00E+00
370791 3754740 1.75E-03 0.00E+00 8.71E-07 0.00E+00 3.20E-08 0.00E+00 370791 3754740 6.06E-07 0.00E+00 3.02E-10 0.00E+00 1.11E-11 0.00E+00
370811 3754740 1.79E-03 0.00E+00 1.04E-06 0.00E+00 3.24E-08 0.00E+00 370811 3754740 6.21E-07 0.00E+00 3.61E-10 0.00E+00 1.12E-11 0.00E+00
370831 3754740 1.84E-03 0.00E+00 1.28E-06 0.00E+00 3.28E-08 0.00E+00 370831 3754740 6.36E-07 0.00E+00 4.44E-10 0.00E+00 1.14E-11 0.00E+00
370851 3754740 1.90E-03 0.00E+00 1.67E-06 0.00E+00 3.36E-08 0.00E+00 370851 3754740 6.56E-07 0.00E+00 5.78E-10 0.00E+00 1.16E-11 0.00E+00
370871 3754740 2.00E-03 0.00E+00 2.31E-06 0.00E+00 3.44E-08 0.00E+00 370871 3754740 6.93E-07 0.00E+00 7.99E-10 0.00E+00 1.19E-11 0.00E+00
370891 3754740 2.06E-03 0.00E+00 3.51E-06 0.00E+00 3.53E-08 0.00E+00 370891 3754740 7.14E-07 0.00E+00 1.21E-09 0.00E+00 1.22E-11 0.00E+00
370911 3754740 2.11E-03 0.00E+00 6.05E-06 0.00E+00 3.59E-08 0.00E+00 370911 3754740 7.31E-07 0.00E+00 2.09E-09 0.00E+00 1.24E-11 0.00E+00
370931 3754740 2.16E-03 0.00E+00 1.28E-05 0.00E+00 3.69E-08 0.00E+00 370931 3754740 7.48E-07 0.00E+00 4.45E-09 0.00E+00 1.28E-11 0.00E+00
370951 3754740 2.20E-03 0.00E+00 8.42E-06 0.00E+00 3.69E-08 0.00E+00 370951 3754740 7.62E-07 0.00E+00 2.91E-09 0.00E+00 1.28E-11 0.00E+00
370971 3754740 2.25E-03 0.00E+00 1.31E-05 0.00E+00 3.93E-08 0.00E+00 370971 3754740 7.80E-07 0.00E+00 4.55E-09 0.00E+00 1.36E-11 0.00E+00
370991 3754740 2.32E-03 0.00E+00 7.46E-06 0.00E+00 4.05E-08 0.00E+00 370991 3754740 8.03E-07 0.00E+00 2.58E-09 0.00E+00 1.40E-11 0.00E+00
371011 3754740 2.35E-03 0.00E+00 5.37E-06 0.00E+00 4.09E-08 0.00E+00 371011 3754740 8.13E-07 0.00E+00 1.86E-09 0.00E+00 1.42E-11 0.00E+00
371031 3754740 2.37E-03 0.00E+00 4.13E-06 0.00E+00 4.12E-08 0.00E+00 371031 3754740 8.22E-07 0.00E+00 1.43E-09 0.00E+00 1.43E-11 0.00E+00
371051 3754740 2.39E-03 0.00E+00 3.32E-06 0.00E+00 4.15E-08 0.00E+00 371051 3754740 8.28E-07 0.00E+00 1.15E-09 0.00E+00 1.44E-11 0.00E+00
371071 3754740 2.40E-03 0.00E+00 2.75E-06 0.00E+00 4.17E-08 0.00E+00 371071 3754740 8.32E-07 0.00E+00 9.53E-10 0.00E+00 1.44E-11 0.00E+00
371091 3754740 2.40E-03 0.00E+00 2.33E-06 0.00E+00 4.19E-08 0.00E+00 371091 3754740 8.32E-07 0.00E+00 8.06E-10 0.00E+00 1.45E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371111 3754740 2.40E-03 0.00E+00 2.00E-06 0.00E+00 4.22E-08 0.00E+00 371111 3754740 8.30E-07 0.00E+00 6.93E-10 0.00E+00 1.46E-11 0.00E+00
371131 3754740 2.38E-03 0.00E+00 1.75E-06 0.00E+00 4.24E-08 0.00E+00 371131 3754740 8.25E-07 0.00E+00 6.06E-10 0.00E+00 1.47E-11 0.00E+00
371151 3754740 2.36E-03 0.00E+00 1.55E-06 0.00E+00 4.25E-08 0.00E+00 371151 3754740 8.17E-07 0.00E+00 5.37E-10 0.00E+00 1.47E-11 0.00E+00
371171 3754740 2.33E-03 0.00E+00 1.39E-06 0.00E+00 4.25E-08 0.00E+00 371171 3754740 8.05E-07 0.00E+00 4.82E-10 0.00E+00 1.47E-11 0.00E+00
371191 3754740 2.29E-03 0.00E+00 1.26E-06 0.00E+00 4.25E-08 0.00E+00 371191 3754740 7.92E-07 0.00E+00 4.36E-10 0.00E+00 1.47E-11 0.00E+00
371211 3754740 2.24E-03 0.00E+00 1.15E-06 0.00E+00 4.25E-08 0.00E+00 371211 3754740 7.77E-07 0.00E+00 3.97E-10 0.00E+00 1.47E-11 0.00E+00
371231 3754740 2.19E-03 0.00E+00 1.05E-06 0.00E+00 4.24E-08 0.00E+00 371231 3754740 7.60E-07 0.00E+00 3.64E-10 0.00E+00 1.47E-11 0.00E+00
371251 3754740 2.14E-03 0.00E+00 9.69E-07 0.00E+00 4.24E-08 0.00E+00 371251 3754740 7.42E-07 0.00E+00 3.35E-10 0.00E+00 1.47E-11 0.00E+00
371271 3754740 2.09E-03 0.00E+00 8.97E-07 0.00E+00 4.22E-08 0.00E+00 371271 3754740 7.24E-07 0.00E+00 3.11E-10 0.00E+00 1.46E-11 0.00E+00
371291 3754740 2.04E-03 0.00E+00 8.35E-07 0.00E+00 4.21E-08 0.00E+00 371291 3754740 7.06E-07 0.00E+00 2.89E-10 0.00E+00 1.46E-11 0.00E+00
371311 3754740 1.99E-03 0.00E+00 7.80E-07 0.00E+00 4.19E-08 0.00E+00 371311 3754740 6.88E-07 0.00E+00 2.70E-10 0.00E+00 1.45E-11 0.00E+00
371331 3754740 1.94E-03 0.00E+00 7.31E-07 0.00E+00 4.18E-08 0.00E+00 371331 3754740 6.72E-07 0.00E+00 2.53E-10 0.00E+00 1.45E-11 0.00E+00
371351 3754740 1.90E-03 0.00E+00 6.87E-07 0.00E+00 4.15E-08 0.00E+00 371351 3754740 6.57E-07 0.00E+00 2.38E-10 0.00E+00 1.44E-11 0.00E+00
371371 3754740 1.86E-03 0.00E+00 6.48E-07 0.00E+00 4.13E-08 0.00E+00 371371 3754740 6.44E-07 0.00E+00 2.24E-10 0.00E+00 1.43E-11 0.00E+00
371391 3754740 1.83E-03 0.00E+00 6.13E-07 0.00E+00 4.10E-08 0.00E+00 371391 3754740 6.33E-07 0.00E+00 2.12E-10 0.00E+00 1.42E-11 0.00E+00
371411 3754740 1.80E-03 0.00E+00 5.80E-07 0.00E+00 4.07E-08 0.00E+00 371411 3754740 6.23E-07 0.00E+00 2.01E-10 0.00E+00 1.41E-11 0.00E+00
371431 3754740 1.78E-03 0.00E+00 5.51E-07 0.00E+00 4.04E-08 0.00E+00 371431 3754740 6.16E-07 0.00E+00 1.91E-10 0.00E+00 1.40E-11 0.00E+00
371451 3754740 1.76E-03 0.00E+00 5.24E-07 0.00E+00 4.00E-08 0.00E+00 371451 3754740 6.10E-07 0.00E+00 1.81E-10 0.00E+00 1.39E-11 0.00E+00
371471 3754740 1.75E-03 0.00E+00 5.00E-07 0.00E+00 3.96E-08 0.00E+00 371471 3754740 6.07E-07 0.00E+00 1.73E-10 0.00E+00 1.37E-11 0.00E+00
371491 3754740 1.75E-03 0.00E+00 4.77E-07 0.00E+00 3.92E-08 0.00E+00 371491 3754740 6.05E-07 0.00E+00 1.65E-10 0.00E+00 1.36E-11 0.00E+00
371511 3754740 1.75E-03 0.00E+00 4.56E-07 0.00E+00 3.88E-08 0.00E+00 371511 3754740 6.05E-07 0.00E+00 1.58E-10 0.00E+00 1.34E-11 0.00E+00
371531 3754740 1.75E-03 0.00E+00 4.37E-07 0.00E+00 3.84E-08 0.00E+00 371531 3754740 6.07E-07 0.00E+00 1.51E-10 0.00E+00 1.33E-11 0.00E+00
371551 3754740 1.76E-03 0.00E+00 4.19E-07 0.00E+00 3.80E-08 0.00E+00 371551 3754740 6.11E-07 0.00E+00 1.45E-10 0.00E+00 1.31E-11 0.00E+00
371571 3754740 1.78E-03 0.00E+00 4.02E-07 0.00E+00 3.75E-08 0.00E+00 371571 3754740 6.17E-07 0.00E+00 1.39E-10 0.00E+00 1.30E-11 0.00E+00
371591 3754740 1.81E-03 0.00E+00 3.86E-07 0.00E+00 3.71E-08 0.00E+00 371591 3754740 6.25E-07 0.00E+00 1.34E-10 0.00E+00 1.28E-11 0.00E+00
371611 3754740 1.84E-03 0.00E+00 3.72E-07 0.00E+00 3.66E-08 0.00E+00 371611 3754740 6.36E-07 0.00E+00 1.29E-10 0.00E+00 1.27E-11 0.00E+00
371631 3754740 1.87E-03 0.00E+00 3.58E-07 0.00E+00 3.62E-08 0.00E+00 371631 3754740 6.48E-07 0.00E+00 1.24E-10 0.00E+00 1.25E-11 0.00E+00
371651 3754740 1.92E-03 0.00E+00 3.45E-07 0.00E+00 3.57E-08 0.00E+00 371651 3754740 6.63E-07 0.00E+00 1.20E-10 0.00E+00 1.24E-11 0.00E+00
371671 3754740 1.97E-03 0.00E+00 3.34E-07 0.00E+00 3.53E-08 0.00E+00 371671 3754740 6.81E-07 0.00E+00 1.15E-10 0.00E+00 1.22E-11 0.00E+00
371691 3754740 2.02E-03 0.00E+00 3.22E-07 0.00E+00 3.49E-08 0.00E+00 371691 3754740 7.00E-07 0.00E+00 1.12E-10 0.00E+00 1.21E-11 0.00E+00
371711 3754740 2.08E-03 0.00E+00 3.12E-07 0.00E+00 3.45E-08 0.00E+00 371711 3754740 7.20E-07 0.00E+00 1.08E-10 0.00E+00 1.19E-11 0.00E+00
371731 3754740 2.14E-03 0.00E+00 3.02E-07 0.00E+00 3.42E-08 0.00E+00 371731 3754740 7.42E-07 0.00E+00 1.05E-10 0.00E+00 1.18E-11 0.00E+00
371751 3754740 2.21E-03 0.00E+00 2.93E-07 0.00E+00 3.38E-08 0.00E+00 371751 3754740 7.65E-07 0.00E+00 1.01E-10 0.00E+00 1.17E-11 0.00E+00
371771 3754740 2.27E-03 0.00E+00 2.84E-07 0.00E+00 3.35E-08 0.00E+00 371771 3754740 7.87E-07 0.00E+00 9.82E-11 0.00E+00 1.16E-11 0.00E+00
371791 3754740 2.34E-03 0.00E+00 2.75E-07 0.00E+00 3.33E-08 0.00E+00 371791 3754740 8.10E-07 0.00E+00 9.53E-11 0.00E+00 1.15E-11 0.00E+00
371811 3754740 2.41E-03 0.00E+00 2.68E-07 0.00E+00 3.31E-08 0.00E+00 371811 3754740 8.33E-07 0.00E+00 9.26E-11 0.00E+00 1.14E-11 0.00E+00
371831 3754740 2.47E-03 0.00E+00 2.60E-07 0.00E+00 3.29E-08 0.00E+00 371831 3754740 8.55E-07 0.00E+00 9.01E-11 0.00E+00 1.14E-11 0.00E+00
370571 3754760 1.32E-03 0.00E+00 2.72E-07 0.00E+00 2.68E-08 0.00E+00 370571 3754760 4.57E-07 0.00E+00 9.40E-11 0.00E+00 9.27E-12 0.00E+00
370591 3754760 1.35E-03 0.00E+00 2.92E-07 0.00E+00 2.74E-08 0.00E+00 370591 3754760 4.69E-07 0.00E+00 1.01E-10 0.00E+00 9.48E-12 0.00E+00
370611 3754760 1.39E-03 0.00E+00 3.15E-07 0.00E+00 2.80E-08 0.00E+00 370611 3754760 4.81E-07 0.00E+00 1.09E-10 0.00E+00 9.71E-12 0.00E+00
370631 3754760 1.42E-03 0.00E+00 3.41E-07 0.00E+00 2.87E-08 0.00E+00 370631 3754760 4.93E-07 0.00E+00 1.18E-10 0.00E+00 9.93E-12 0.00E+00
370651 3754760 1.46E-03 0.00E+00 3.71E-07 0.00E+00 2.92E-08 0.00E+00 370651 3754760 5.05E-07 0.00E+00 1.28E-10 0.00E+00 1.01E-11 0.00E+00
370671 3754760 1.50E-03 0.00E+00 4.06E-07 0.00E+00 2.98E-08 0.00E+00 370671 3754760 5.18E-07 0.00E+00 1.41E-10 0.00E+00 1.03E-11 0.00E+00
370691 3754760 1.53E-03 0.00E+00 4.47E-07 0.00E+00 3.04E-08 0.00E+00 370691 3754760 5.31E-07 0.00E+00 1.55E-10 0.00E+00 1.05E-11 0.00E+00
370711 3754760 1.56E-03 0.00E+00 4.93E-07 0.00E+00 3.08E-08 0.00E+00 370711 3754760 5.40E-07 0.00E+00 1.71E-10 0.00E+00 1.06E-11 0.00E+00
370731 3754760 1.60E-03 0.00E+00 5.50E-07 0.00E+00 3.10E-08 0.00E+00 370731 3754760 5.53E-07 0.00E+00 1.90E-10 0.00E+00 1.07E-11 0.00E+00
370751 3754760 1.63E-03 0.00E+00 6.21E-07 0.00E+00 3.09E-08 0.00E+00 370751 3754760 5.65E-07 0.00E+00 2.15E-10 0.00E+00 1.07E-11 0.00E+00
370771 3754760 1.66E-03 0.00E+00 6.99E-07 0.00E+00 3.03E-08 0.00E+00 370771 3754760 5.74E-07 0.00E+00 2.42E-10 0.00E+00 1.05E-11 0.00E+00
370791 3754760 1.65E-03 0.00E+00 8.10E-07 0.00E+00 3.06E-08 0.00E+00 370791 3754760 5.70E-07 0.00E+00 2.80E-10 0.00E+00 1.06E-11 0.00E+00
370811 3754760 1.69E-03 0.00E+00 9.64E-07 0.00E+00 3.09E-08 0.00E+00 370811 3754760 5.83E-07 0.00E+00 3.34E-10 0.00E+00 1.07E-11 0.00E+00
370831 3754760 1.72E-03 0.00E+00 1.18E-06 0.00E+00 3.13E-08 0.00E+00 370831 3754760 5.96E-07 0.00E+00 4.08E-10 0.00E+00 1.08E-11 0.00E+00
370851 3754760 1.82E-03 0.00E+00 1.52E-06 0.00E+00 3.19E-08 0.00E+00 370851 3754760 6.29E-07 0.00E+00 5.26E-10 0.00E+00 1.11E-11 0.00E+00
370871 3754760 1.86E-03 0.00E+00 2.07E-06 0.00E+00 3.26E-08 0.00E+00 370871 3754760 6.45E-07 0.00E+00 7.18E-10 0.00E+00 1.13E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370891 3754760 1.91E-03 0.00E+00 3.12E-06 0.00E+00 3.33E-08 0.00E+00 370891 3754760 6.61E-07 0.00E+00 1.08E-09 0.00E+00 1.15E-11 0.00E+00
370911 3754760 1.95E-03 0.00E+00 5.42E-06 0.00E+00 3.38E-08 0.00E+00 370911 3754760 6.76E-07 0.00E+00 1.88E-09 0.00E+00 1.17E-11 0.00E+00
370931 3754760 1.99E-03 0.00E+00 1.19E-05 0.00E+00 3.45E-08 0.00E+00 370931 3754760 6.89E-07 0.00E+00 4.14E-09 0.00E+00 1.19E-11 0.00E+00
370951 3754760 2.02E-03 0.00E+00 6.59E-06 0.00E+00 3.47E-08 0.00E+00 370951 3754760 7.01E-07 0.00E+00 2.28E-09 0.00E+00 1.20E-11 0.00E+00
370971 3754760 2.06E-03 0.00E+00 1.25E-05 0.00E+00 3.63E-08 0.00E+00 370971 3754760 7.13E-07 0.00E+00 4.34E-09 0.00E+00 1.26E-11 0.00E+00
370991 3754760 2.12E-03 0.00E+00 7.06E-06 0.00E+00 3.81E-08 0.00E+00 370991 3754760 7.33E-07 0.00E+00 2.44E-09 0.00E+00 1.32E-11 0.00E+00
371011 3754760 2.14E-03 0.00E+00 5.06E-06 0.00E+00 3.84E-08 0.00E+00 371011 3754760 7.41E-07 0.00E+00 1.75E-09 0.00E+00 1.33E-11 0.00E+00
371031 3754760 2.16E-03 0.00E+00 3.89E-06 0.00E+00 3.86E-08 0.00E+00 371031 3754760 7.47E-07 0.00E+00 1.35E-09 0.00E+00 1.34E-11 0.00E+00
371051 3754760 2.17E-03 0.00E+00 3.10E-06 0.00E+00 3.89E-08 0.00E+00 371051 3754760 7.50E-07 0.00E+00 1.07E-09 0.00E+00 1.35E-11 0.00E+00
371071 3754760 2.17E-03 0.00E+00 2.56E-06 0.00E+00 3.91E-08 0.00E+00 371071 3754760 7.51E-07 0.00E+00 8.86E-10 0.00E+00 1.35E-11 0.00E+00
371091 3754760 2.17E-03 0.00E+00 2.16E-06 0.00E+00 3.95E-08 0.00E+00 371091 3754760 7.50E-07 0.00E+00 7.47E-10 0.00E+00 1.37E-11 0.00E+00
371111 3754760 2.16E-03 0.00E+00 1.87E-06 0.00E+00 3.95E-08 0.00E+00 371111 3754760 7.46E-07 0.00E+00 6.48E-10 0.00E+00 1.37E-11 0.00E+00
371131 3754760 2.14E-03 0.00E+00 1.64E-06 0.00E+00 3.97E-08 0.00E+00 371131 3754760 7.40E-07 0.00E+00 5.68E-10 0.00E+00 1.37E-11 0.00E+00
371151 3754760 2.11E-03 0.00E+00 1.46E-06 0.00E+00 3.98E-08 0.00E+00 371151 3754760 7.31E-07 0.00E+00 5.05E-10 0.00E+00 1.38E-11 0.00E+00
371171 3754760 2.08E-03 0.00E+00 1.31E-06 0.00E+00 3.98E-08 0.00E+00 371171 3754760 7.21E-07 0.00E+00 4.54E-10 0.00E+00 1.38E-11 0.00E+00
371191 3754760 2.05E-03 0.00E+00 1.19E-06 0.00E+00 3.98E-08 0.00E+00 371191 3754760 7.08E-07 0.00E+00 4.11E-10 0.00E+00 1.38E-11 0.00E+00
371211 3754760 2.01E-03 0.00E+00 1.08E-06 0.00E+00 3.98E-08 0.00E+00 371211 3754760 6.94E-07 0.00E+00 3.75E-10 0.00E+00 1.38E-11 0.00E+00
371231 3754760 1.96E-03 0.00E+00 9.96E-07 0.00E+00 3.97E-08 0.00E+00 371231 3754760 6.79E-07 0.00E+00 3.45E-10 0.00E+00 1.38E-11 0.00E+00
371251 3754760 1.92E-03 0.00E+00 9.20E-07 0.00E+00 3.97E-08 0.00E+00 371251 3754760 6.63E-07 0.00E+00 3.18E-10 0.00E+00 1.37E-11 0.00E+00
371271 3754760 1.87E-03 0.00E+00 8.54E-07 0.00E+00 3.96E-08 0.00E+00 371271 3754760 6.48E-07 0.00E+00 2.95E-10 0.00E+00 1.37E-11 0.00E+00
371291 3754760 1.82E-03 0.00E+00 7.96E-07 0.00E+00 3.94E-08 0.00E+00 371291 3754760 6.32E-07 0.00E+00 2.75E-10 0.00E+00 1.36E-11 0.00E+00
371311 3754760 1.78E-03 0.00E+00 7.44E-07 0.00E+00 3.93E-08 0.00E+00 371311 3754760 6.17E-07 0.00E+00 2.58E-10 0.00E+00 1.36E-11 0.00E+00
371331 3754760 1.74E-03 0.00E+00 6.99E-07 0.00E+00 3.91E-08 0.00E+00 371331 3754760 6.03E-07 0.00E+00 2.42E-10 0.00E+00 1.35E-11 0.00E+00
371351 3754760 1.70E-03 0.00E+00 6.58E-07 0.00E+00 3.89E-08 0.00E+00 371351 3754760 5.90E-07 0.00E+00 2.28E-10 0.00E+00 1.35E-11 0.00E+00
371371 3754760 1.67E-03 0.00E+00 6.21E-07 0.00E+00 3.87E-08 0.00E+00 371371 3754760 5.79E-07 0.00E+00 2.15E-10 0.00E+00 1.34E-11 0.00E+00
371391 3754760 1.64E-03 0.00E+00 5.88E-07 0.00E+00 3.84E-08 0.00E+00 371391 3754760 5.69E-07 0.00E+00 2.03E-10 0.00E+00 1.33E-11 0.00E+00
371411 3754760 1.62E-03 0.00E+00 5.57E-07 0.00E+00 3.82E-08 0.00E+00 371411 3754760 5.60E-07 0.00E+00 1.93E-10 0.00E+00 1.32E-11 0.00E+00
371431 3754760 1.60E-03 0.00E+00 5.30E-07 0.00E+00 3.79E-08 0.00E+00 371431 3754760 5.54E-07 0.00E+00 1.83E-10 0.00E+00 1.31E-11 0.00E+00
371451 3754760 1.58E-03 0.00E+00 5.05E-07 0.00E+00 3.76E-08 0.00E+00 371451 3754760 5.49E-07 0.00E+00 1.75E-10 0.00E+00 1.30E-11 0.00E+00
371471 3754760 1.57E-03 0.00E+00 4.81E-07 0.00E+00 3.72E-08 0.00E+00 371471 3754760 5.45E-07 0.00E+00 1.67E-10 0.00E+00 1.29E-11 0.00E+00
371491 3754760 1.57E-03 0.00E+00 4.60E-07 0.00E+00 3.69E-08 0.00E+00 371491 3754760 5.43E-07 0.00E+00 1.59E-10 0.00E+00 1.28E-11 0.00E+00
371511 3754760 1.57E-03 0.00E+00 4.40E-07 0.00E+00 3.65E-08 0.00E+00 371511 3754760 5.42E-07 0.00E+00 1.52E-10 0.00E+00 1.26E-11 0.00E+00
371531 3754760 1.57E-03 0.00E+00 4.22E-07 0.00E+00 3.61E-08 0.00E+00 371531 3754760 5.43E-07 0.00E+00 1.46E-10 0.00E+00 1.25E-11 0.00E+00
371551 3754760 1.57E-03 0.00E+00 4.05E-07 0.00E+00 3.57E-08 0.00E+00 371551 3754760 5.45E-07 0.00E+00 1.40E-10 0.00E+00 1.24E-11 0.00E+00
371571 3754760 1.59E-03 0.00E+00 3.89E-07 0.00E+00 3.53E-08 0.00E+00 371571 3754760 5.49E-07 0.00E+00 1.35E-10 0.00E+00 1.22E-11 0.00E+00
371591 3754760 1.60E-03 0.00E+00 3.74E-07 0.00E+00 3.49E-08 0.00E+00 371591 3754760 5.55E-07 0.00E+00 1.30E-10 0.00E+00 1.21E-11 0.00E+00
371611 3754760 1.62E-03 0.00E+00 3.60E-07 0.00E+00 3.45E-08 0.00E+00 371611 3754760 5.62E-07 0.00E+00 1.25E-10 0.00E+00 1.19E-11 0.00E+00
371631 3754760 1.65E-03 0.00E+00 3.47E-07 0.00E+00 3.41E-08 0.00E+00 371631 3754760 5.71E-07 0.00E+00 1.20E-10 0.00E+00 1.18E-11 0.00E+00
371651 3754760 1.68E-03 0.00E+00 3.35E-07 0.00E+00 3.37E-08 0.00E+00 371651 3754760 5.83E-07 0.00E+00 1.16E-10 0.00E+00 1.17E-11 0.00E+00
371671 3754760 1.72E-03 0.00E+00 3.24E-07 0.00E+00 3.33E-08 0.00E+00 371671 3754760 5.96E-07 0.00E+00 1.12E-10 0.00E+00 1.15E-11 0.00E+00
371691 3754760 1.76E-03 0.00E+00 3.13E-07 0.00E+00 3.29E-08 0.00E+00 371691 3754760 6.11E-07 0.00E+00 1.08E-10 0.00E+00 1.14E-11 0.00E+00
371711 3754760 1.81E-03 0.00E+00 3.03E-07 0.00E+00 3.25E-08 0.00E+00 371711 3754760 6.27E-07 0.00E+00 1.05E-10 0.00E+00 1.13E-11 0.00E+00
371731 3754760 1.86E-03 0.00E+00 2.93E-07 0.00E+00 3.22E-08 0.00E+00 371731 3754760 6.44E-07 0.00E+00 1.02E-10 0.00E+00 1.11E-11 0.00E+00
371751 3754760 1.91E-03 0.00E+00 2.85E-07 0.00E+00 3.18E-08 0.00E+00 371751 3754760 6.63E-07 0.00E+00 9.85E-11 0.00E+00 1.10E-11 0.00E+00
371771 3754760 1.97E-03 0.00E+00 2.76E-07 0.00E+00 3.15E-08 0.00E+00 371771 3754760 6.82E-07 0.00E+00 9.55E-11 0.00E+00 1.09E-11 0.00E+00
371791 3754760 2.03E-03 0.00E+00 2.68E-07 0.00E+00 3.13E-08 0.00E+00 371791 3754760 7.01E-07 0.00E+00 9.27E-11 0.00E+00 1.08E-11 0.00E+00
371811 3754760 2.08E-03 0.00E+00 2.60E-07 0.00E+00 3.11E-08 0.00E+00 371811 3754760 7.21E-07 0.00E+00 9.01E-11 0.00E+00 1.08E-11 0.00E+00
371831 3754760 2.14E-03 0.00E+00 2.53E-07 0.00E+00 3.09E-08 0.00E+00 371831 3754760 7.41E-07 0.00E+00 8.76E-11 0.00E+00 1.07E-11 0.00E+00
370571 3754780 1.26E-03 0.00E+00 2.60E-07 0.00E+00 2.59E-08 0.00E+00 370571 3754780 4.36E-07 0.00E+00 9.00E-11 0.00E+00 8.95E-12 0.00E+00
370591 3754780 1.29E-03 0.00E+00 2.79E-07 0.00E+00 2.64E-08 0.00E+00 370591 3754780 4.46E-07 0.00E+00 9.65E-11 0.00E+00 9.15E-12 0.00E+00
370611 3754780 1.32E-03 0.00E+00 3.00E-07 0.00E+00 2.70E-08 0.00E+00 370611 3754780 4.57E-07 0.00E+00 1.04E-10 0.00E+00 9.36E-12 0.00E+00
370631 3754780 1.35E-03 0.00E+00 3.24E-07 0.00E+00 2.76E-08 0.00E+00 370631 3754780 4.68E-07 0.00E+00 1.12E-10 0.00E+00 9.56E-12 0.00E+00
370651 3754780 1.38E-03 0.00E+00 3.52E-07 0.00E+00 2.81E-08 0.00E+00 370651 3754780 4.79E-07 0.00E+00 1.22E-10 0.00E+00 9.74E-12 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370671 3754780 1.42E-03 0.00E+00 3.83E-07 0.00E+00 2.86E-08 0.00E+00 370671 3754780 4.91E-07 0.00E+00 1.33E-10 0.00E+00 9.90E-12 0.00E+00
370691 3754780 1.45E-03 0.00E+00 4.20E-07 0.00E+00 2.91E-08 0.00E+00 370691 3754780 5.02E-07 0.00E+00 1.45E-10 0.00E+00 1.01E-11 0.00E+00
370711 3754780 1.47E-03 0.00E+00 4.61E-07 0.00E+00 2.95E-08 0.00E+00 370711 3754780 5.10E-07 0.00E+00 1.60E-10 0.00E+00 1.02E-11 0.00E+00
370731 3754780 1.50E-03 0.00E+00 5.12E-07 0.00E+00 2.95E-08 0.00E+00 370731 3754780 5.21E-07 0.00E+00 1.77E-10 0.00E+00 1.02E-11 0.00E+00
370751 3754780 1.54E-03 0.00E+00 5.75E-07 0.00E+00 2.95E-08 0.00E+00 370751 3754780 5.32E-07 0.00E+00 1.99E-10 0.00E+00 1.02E-11 0.00E+00
370771 3754780 1.56E-03 0.00E+00 6.44E-07 0.00E+00 2.89E-08 0.00E+00 370771 3754780 5.40E-07 0.00E+00 2.23E-10 0.00E+00 1.00E-11 0.00E+00
370791 3754780 1.59E-03 0.00E+00 7.40E-07 0.00E+00 2.92E-08 0.00E+00 370791 3754780 5.50E-07 0.00E+00 2.56E-10 0.00E+00 1.01E-11 0.00E+00
370811 3754780 1.58E-03 0.00E+00 8.70E-07 0.00E+00 2.94E-08 0.00E+00 370811 3754780 5.47E-07 0.00E+00 3.01E-10 0.00E+00 1.02E-11 0.00E+00
370831 3754780 1.62E-03 0.00E+00 1.05E-06 0.00E+00 2.98E-08 0.00E+00 370831 3754780 5.59E-07 0.00E+00 3.65E-10 0.00E+00 1.03E-11 0.00E+00
370851 3754780 1.70E-03 0.00E+00 1.33E-06 0.00E+00 3.04E-08 0.00E+00 370851 3754780 5.87E-07 0.00E+00 4.61E-10 0.00E+00 1.05E-11 0.00E+00
370871 3754780 1.74E-03 0.00E+00 1.78E-06 0.00E+00 3.11E-08 0.00E+00 370871 3754780 6.01E-07 0.00E+00 6.16E-10 0.00E+00 1.08E-11 0.00E+00
370891 3754780 1.77E-03 0.00E+00 2.56E-06 0.00E+00 3.14E-08 0.00E+00 370891 3754780 6.13E-07 0.00E+00 8.85E-10 0.00E+00 1.09E-11 0.00E+00
370911 3754780 1.80E-03 0.00E+00 4.26E-06 0.00E+00 3.18E-08 0.00E+00 370911 3754780 6.25E-07 0.00E+00 1.47E-09 0.00E+00 1.10E-11 0.00E+00
370931 3754780 1.84E-03 0.00E+00 5.52E-06 0.00E+00 3.24E-08 0.00E+00 370931 3754780 6.36E-07 0.00E+00 1.91E-09 0.00E+00 1.12E-11 0.00E+00
370951 3754780 1.86E-03 0.00E+00 3.34E-06 0.00E+00 3.27E-08 0.00E+00 370951 3754780 6.45E-07 0.00E+00 1.15E-09 0.00E+00 1.13E-11 0.00E+00
370971 3754780 1.89E-03 0.00E+00 1.05E-05 0.00E+00 3.33E-08 0.00E+00 370971 3754780 6.53E-07 0.00E+00 3.62E-09 0.00E+00 1.15E-11 0.00E+00
370991 3754780 1.94E-03 0.00E+00 5.91E-06 0.00E+00 3.58E-08 0.00E+00 370991 3754780 6.71E-07 0.00E+00 2.04E-09 0.00E+00 1.24E-11 0.00E+00
371011 3754780 1.95E-03 0.00E+00 4.27E-06 0.00E+00 3.61E-08 0.00E+00 371011 3754780 6.76E-07 0.00E+00 1.48E-09 0.00E+00 1.25E-11 0.00E+00
371031 3754780 1.96E-03 0.00E+00 3.33E-06 0.00E+00 3.63E-08 0.00E+00 371031 3754780 6.80E-07 0.00E+00 1.15E-09 0.00E+00 1.26E-11 0.00E+00
371051 3754780 1.97E-03 0.00E+00 2.69E-06 0.00E+00 3.66E-08 0.00E+00 371051 3754780 6.81E-07 0.00E+00 9.32E-10 0.00E+00 1.27E-11 0.00E+00
371071 3754780 1.97E-03 0.00E+00 2.25E-06 0.00E+00 3.69E-08 0.00E+00 371071 3754780 6.81E-07 0.00E+00 7.78E-10 0.00E+00 1.28E-11 0.00E+00
371091 3754780 1.96E-03 0.00E+00 1.92E-06 0.00E+00 3.71E-08 0.00E+00 371091 3754780 6.78E-07 0.00E+00 6.64E-10 0.00E+00 1.28E-11 0.00E+00
371111 3754780 1.95E-03 0.00E+00 1.68E-06 0.00E+00 3.71E-08 0.00E+00 371111 3754780 6.73E-07 0.00E+00 5.83E-10 0.00E+00 1.29E-11 0.00E+00
371131 3754780 1.93E-03 0.00E+00 1.49E-06 0.00E+00 3.72E-08 0.00E+00 371131 3754780 6.67E-07 0.00E+00 5.16E-10 0.00E+00 1.29E-11 0.00E+00
371151 3754780 1.90E-03 0.00E+00 1.34E-06 0.00E+00 3.72E-08 0.00E+00 371151 3754780 6.58E-07 0.00E+00 4.62E-10 0.00E+00 1.29E-11 0.00E+00
371171 3754780 1.87E-03 0.00E+00 1.21E-06 0.00E+00 3.73E-08 0.00E+00 371171 3754780 6.48E-07 0.00E+00 4.17E-10 0.00E+00 1.29E-11 0.00E+00
371191 3754780 1.84E-03 0.00E+00 1.10E-06 0.00E+00 3.73E-08 0.00E+00 371191 3754780 6.36E-07 0.00E+00 3.80E-10 0.00E+00 1.29E-11 0.00E+00
371211 3754780 1.80E-03 0.00E+00 1.01E-06 0.00E+00 3.73E-08 0.00E+00 371211 3754780 6.24E-07 0.00E+00 3.48E-10 0.00E+00 1.29E-11 0.00E+00
371231 3754780 1.76E-03 0.00E+00 9.27E-07 0.00E+00 3.73E-08 0.00E+00 371231 3754780 6.10E-07 0.00E+00 3.21E-10 0.00E+00 1.29E-11 0.00E+00
371251 3754780 1.72E-03 0.00E+00 8.60E-07 0.00E+00 3.72E-08 0.00E+00 371251 3754780 5.96E-07 0.00E+00 2.98E-10 0.00E+00 1.29E-11 0.00E+00
371271 3754780 1.68E-03 0.00E+00 8.00E-07 0.00E+00 3.71E-08 0.00E+00 371271 3754780 5.82E-07 0.00E+00 2.77E-10 0.00E+00 1.28E-11 0.00E+00
371291 3754780 1.64E-03 0.00E+00 7.48E-07 0.00E+00 3.70E-08 0.00E+00 371291 3754780 5.69E-07 0.00E+00 2.59E-10 0.00E+00 1.28E-11 0.00E+00
371311 3754780 1.61E-03 0.00E+00 7.02E-07 0.00E+00 3.69E-08 0.00E+00 371311 3754780 5.56E-07 0.00E+00 2.43E-10 0.00E+00 1.28E-11 0.00E+00
371331 3754780 1.57E-03 0.00E+00 6.60E-07 0.00E+00 3.67E-08 0.00E+00 371331 3754780 5.43E-07 0.00E+00 2.29E-10 0.00E+00 1.27E-11 0.00E+00
371351 3754780 1.54E-03 0.00E+00 6.23E-07 0.00E+00 3.65E-08 0.00E+00 371351 3754780 5.32E-07 0.00E+00 2.16E-10 0.00E+00 1.26E-11 0.00E+00
371371 3754780 1.51E-03 0.00E+00 5.89E-07 0.00E+00 3.63E-08 0.00E+00 371371 3754780 5.22E-07 0.00E+00 2.04E-10 0.00E+00 1.26E-11 0.00E+00
371391 3754780 1.48E-03 0.00E+00 5.59E-07 0.00E+00 3.61E-08 0.00E+00 371391 3754780 5.14E-07 0.00E+00 1.93E-10 0.00E+00 1.25E-11 0.00E+00
371411 3754780 1.46E-03 0.00E+00 5.31E-07 0.00E+00 3.59E-08 0.00E+00 371411 3754780 5.06E-07 0.00E+00 1.84E-10 0.00E+00 1.24E-11 0.00E+00
371431 3754780 1.45E-03 0.00E+00 5.05E-07 0.00E+00 3.56E-08 0.00E+00 371431 3754780 5.00E-07 0.00E+00 1.75E-10 0.00E+00 1.23E-11 0.00E+00
371451 3754780 1.43E-03 0.00E+00 4.82E-07 0.00E+00 3.53E-08 0.00E+00 371451 3754780 4.96E-07 0.00E+00 1.67E-10 0.00E+00 1.22E-11 0.00E+00
371471 3754780 1.42E-03 0.00E+00 4.61E-07 0.00E+00 3.50E-08 0.00E+00 371471 3754780 4.92E-07 0.00E+00 1.59E-10 0.00E+00 1.21E-11 0.00E+00
371491 3754780 1.41E-03 0.00E+00 4.41E-07 0.00E+00 3.47E-08 0.00E+00 371491 3754780 4.90E-07 0.00E+00 1.53E-10 0.00E+00 1.20E-11 0.00E+00
371511 3754780 1.41E-03 0.00E+00 4.22E-07 0.00E+00 3.44E-08 0.00E+00 371511 3754780 4.89E-07 0.00E+00 1.46E-10 0.00E+00 1.19E-11 0.00E+00
371531 3754780 1.41E-03 0.00E+00 4.05E-07 0.00E+00 3.40E-08 0.00E+00 371531 3754780 4.88E-07 0.00E+00 1.40E-10 0.00E+00 1.18E-11 0.00E+00
371551 3754780 1.41E-03 0.00E+00 3.89E-07 0.00E+00 3.37E-08 0.00E+00 371551 3754780 4.90E-07 0.00E+00 1.35E-10 0.00E+00 1.17E-11 0.00E+00
371571 3754780 1.42E-03 0.00E+00 3.74E-07 0.00E+00 3.33E-08 0.00E+00 371571 3754780 4.92E-07 0.00E+00 1.30E-10 0.00E+00 1.15E-11 0.00E+00
371591 3754780 1.43E-03 0.00E+00 3.60E-07 0.00E+00 3.29E-08 0.00E+00 371591 3754780 4.96E-07 0.00E+00 1.25E-10 0.00E+00 1.14E-11 0.00E+00
371611 3754780 1.45E-03 0.00E+00 3.47E-07 0.00E+00 3.26E-08 0.00E+00 371611 3754780 5.02E-07 0.00E+00 1.20E-10 0.00E+00 1.13E-11 0.00E+00
371631 3754780 1.47E-03 0.00E+00 3.35E-07 0.00E+00 3.22E-08 0.00E+00 371631 3754780 5.08E-07 0.00E+00 1.16E-10 0.00E+00 1.11E-11 0.00E+00
371651 3754780 1.49E-03 0.00E+00 3.24E-07 0.00E+00 3.18E-08 0.00E+00 371651 3754780 5.17E-07 0.00E+00 1.12E-10 0.00E+00 1.10E-11 0.00E+00
371671 3754780 1.52E-03 0.00E+00 3.13E-07 0.00E+00 3.14E-08 0.00E+00 371671 3754780 5.26E-07 0.00E+00 1.08E-10 0.00E+00 1.09E-11 0.00E+00
371691 3754780 1.55E-03 0.00E+00 3.03E-07 0.00E+00 3.11E-08 0.00E+00 371691 3754780 5.38E-07 0.00E+00 1.05E-10 0.00E+00 1.08E-11 0.00E+00
371711 3754780 1.59E-03 0.00E+00 2.93E-07 0.00E+00 3.07E-08 0.00E+00 371711 3754780 5.50E-07 0.00E+00 1.02E-10 0.00E+00 1.06E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371731 3754780 1.63E-03 0.00E+00 2.84E-07 0.00E+00 3.04E-08 0.00E+00 371731 3754780 5.64E-07 0.00E+00 9.84E-11 0.00E+00 1.05E-11 0.00E+00
371751 3754780 1.67E-03 0.00E+00 2.76E-07 0.00E+00 3.01E-08 0.00E+00 371751 3754780 5.79E-07 0.00E+00 9.54E-11 0.00E+00 1.04E-11 0.00E+00
371771 3754780 1.72E-03 0.00E+00 2.68E-07 0.00E+00 2.98E-08 0.00E+00 371771 3754780 5.95E-07 0.00E+00 9.26E-11 0.00E+00 1.03E-11 0.00E+00
371791 3754780 1.77E-03 0.00E+00 2.60E-07 0.00E+00 2.95E-08 0.00E+00 371791 3754780 6.11E-07 0.00E+00 9.00E-11 0.00E+00 1.02E-11 0.00E+00
371811 3754780 1.81E-03 0.00E+00 2.53E-07 0.00E+00 2.93E-08 0.00E+00 371811 3754780 6.28E-07 0.00E+00 8.75E-11 0.00E+00 1.01E-11 0.00E+00
371831 3754780 1.86E-03 0.00E+00 2.46E-07 0.00E+00 2.90E-08 0.00E+00 371831 3754780 6.45E-07 0.00E+00 8.51E-11 0.00E+00 1.01E-11 0.00E+00
370571 3754800 1.20E-03 0.00E+00 2.48E-07 0.00E+00 2.50E-08 0.00E+00 370571 3754800 4.16E-07 0.00E+00 8.59E-11 0.00E+00 8.65E-12 0.00E+00
370591 3754800 1.23E-03 0.00E+00 2.65E-07 0.00E+00 2.55E-08 0.00E+00 370591 3754800 4.25E-07 0.00E+00 9.19E-11 0.00E+00 8.83E-12 0.00E+00
370611 3754800 1.26E-03 0.00E+00 2.85E-07 0.00E+00 2.61E-08 0.00E+00 370611 3754800 4.35E-07 0.00E+00 9.86E-11 0.00E+00 9.02E-12 0.00E+00
370631 3754800 1.28E-03 0.00E+00 3.07E-07 0.00E+00 2.66E-08 0.00E+00 370631 3754800 4.44E-07 0.00E+00 1.06E-10 0.00E+00 9.21E-12 0.00E+00
370651 3754800 1.31E-03 0.00E+00 3.32E-07 0.00E+00 2.71E-08 0.00E+00 370651 3754800 4.55E-07 0.00E+00 1.15E-10 0.00E+00 9.37E-12 0.00E+00
370671 3754800 1.34E-03 0.00E+00 3.60E-07 0.00E+00 2.75E-08 0.00E+00 370671 3754800 4.65E-07 0.00E+00 1.25E-10 0.00E+00 9.53E-12 0.00E+00
370691 3754800 1.37E-03 0.00E+00 3.93E-07 0.00E+00 2.80E-08 0.00E+00 370691 3754800 4.75E-07 0.00E+00 1.36E-10 0.00E+00 9.68E-12 0.00E+00
370711 3754800 1.39E-03 0.00E+00 4.29E-07 0.00E+00 2.82E-08 0.00E+00 370711 3754800 4.82E-07 0.00E+00 1.48E-10 0.00E+00 9.78E-12 0.00E+00
370731 3754800 1.42E-03 0.00E+00 4.73E-07 0.00E+00 2.81E-08 0.00E+00 370731 3754800 4.91E-07 0.00E+00 1.64E-10 0.00E+00 9.71E-12 0.00E+00
370751 3754800 1.45E-03 0.00E+00 5.26E-07 0.00E+00 2.79E-08 0.00E+00 370751 3754800 5.00E-07 0.00E+00 1.82E-10 0.00E+00 9.66E-12 0.00E+00
370771 3754800 1.46E-03 0.00E+00 5.85E-07 0.00E+00 2.75E-08 0.00E+00 370771 3754800 5.07E-07 0.00E+00 2.02E-10 0.00E+00 9.54E-12 0.00E+00
370791 3754800 1.49E-03 0.00E+00 6.65E-07 0.00E+00 2.77E-08 0.00E+00 370791 3754800 5.16E-07 0.00E+00 2.30E-10 0.00E+00 9.60E-12 0.00E+00
370811 3754800 1.48E-03 0.00E+00 7.71E-07 0.00E+00 2.80E-08 0.00E+00 370811 3754800 5.13E-07 0.00E+00 2.67E-10 0.00E+00 9.70E-12 0.00E+00
370831 3754800 1.55E-03 0.00E+00 9.13E-07 0.00E+00 2.83E-08 0.00E+00 370831 3754800 5.36E-07 0.00E+00 3.16E-10 0.00E+00 9.80E-12 0.00E+00
370851 3754800 1.59E-03 0.00E+00 1.13E-06 0.00E+00 2.90E-08 0.00E+00 370851 3754800 5.49E-07 0.00E+00 3.91E-10 0.00E+00 1.00E-11 0.00E+00
370871 3754800 1.62E-03 0.00E+00 1.44E-06 0.00E+00 2.97E-08 0.00E+00 370871 3754800 5.61E-07 0.00E+00 5.00E-10 0.00E+00 1.03E-11 0.00E+00
370891 3754800 1.65E-03 0.00E+00 1.93E-06 0.00E+00 2.98E-08 0.00E+00 370891 3754800 5.70E-07 0.00E+00 6.66E-10 0.00E+00 1.03E-11 0.00E+00
370911 3754800 1.67E-03 0.00E+00 2.76E-06 0.00E+00 3.01E-08 0.00E+00 370911 3754800 5.79E-07 0.00E+00 9.57E-10 0.00E+00 1.04E-11 0.00E+00
370931 3754800 1.70E-03 0.00E+00 4.12E-06 0.00E+00 3.05E-08 0.00E+00 370931 3754800 5.87E-07 0.00E+00 1.43E-09 0.00E+00 1.06E-11 0.00E+00
370951 3754800 1.72E-03 0.00E+00 4.83E-06 0.00E+00 3.08E-08 0.00E+00 370951 3754800 5.94E-07 0.00E+00 1.67E-09 0.00E+00 1.07E-11 0.00E+00
370971 3754800 1.73E-03 0.00E+00 4.84E-06 0.00E+00 3.11E-08 0.00E+00 370971 3754800 6.00E-07 0.00E+00 1.68E-09 0.00E+00 1.08E-11 0.00E+00
370991 3754800 1.78E-03 0.00E+00 3.68E-06 0.00E+00 3.38E-08 0.00E+00 370991 3754800 6.15E-07 0.00E+00 1.27E-09 0.00E+00 1.17E-11 0.00E+00
371011 3754800 1.79E-03 0.00E+00 3.01E-06 0.00E+00 3.41E-08 0.00E+00 371011 3754800 6.19E-07 0.00E+00 1.04E-09 0.00E+00 1.18E-11 0.00E+00
371031 3754800 1.79E-03 0.00E+00 2.52E-06 0.00E+00 3.43E-08 0.00E+00 371031 3754800 6.20E-07 0.00E+00 8.74E-10 0.00E+00 1.19E-11 0.00E+00
371051 3754800 1.79E-03 0.00E+00 2.13E-06 0.00E+00 3.46E-08 0.00E+00 371051 3754800 6.20E-07 0.00E+00 7.38E-10 0.00E+00 1.20E-11 0.00E+00
371071 3754800 1.79E-03 0.00E+00 1.85E-06 0.00E+00 3.47E-08 0.00E+00 371071 3754800 6.19E-07 0.00E+00 6.41E-10 0.00E+00 1.20E-11 0.00E+00
371091 3754800 1.78E-03 0.00E+00 1.62E-06 0.00E+00 3.49E-08 0.00E+00 371091 3754800 6.15E-07 0.00E+00 5.60E-10 0.00E+00 1.21E-11 0.00E+00
371111 3754800 1.76E-03 0.00E+00 1.45E-06 0.00E+00 3.49E-08 0.00E+00 371111 3754800 6.10E-07 0.00E+00 5.01E-10 0.00E+00 1.21E-11 0.00E+00
371131 3754800 1.74E-03 0.00E+00 1.30E-06 0.00E+00 3.50E-08 0.00E+00 371131 3754800 6.03E-07 0.00E+00 4.51E-10 0.00E+00 1.21E-11 0.00E+00
371151 3754800 1.72E-03 0.00E+00 1.18E-06 0.00E+00 3.50E-08 0.00E+00 371151 3754800 5.95E-07 0.00E+00 4.08E-10 0.00E+00 1.21E-11 0.00E+00
371171 3754800 1.69E-03 0.00E+00 1.08E-06 0.00E+00 3.50E-08 0.00E+00 371171 3754800 5.85E-07 0.00E+00 3.73E-10 0.00E+00 1.21E-11 0.00E+00
371191 3754800 1.66E-03 0.00E+00 9.87E-07 0.00E+00 3.51E-08 0.00E+00 371191 3754800 5.74E-07 0.00E+00 3.42E-10 0.00E+00 1.22E-11 0.00E+00
371211 3754800 1.63E-03 0.00E+00 9.12E-07 0.00E+00 3.51E-08 0.00E+00 371211 3754800 5.63E-07 0.00E+00 3.16E-10 0.00E+00 1.21E-11 0.00E+00
371231 3754800 1.59E-03 0.00E+00 8.47E-07 0.00E+00 3.50E-08 0.00E+00 371231 3754800 5.51E-07 0.00E+00 2.93E-10 0.00E+00 1.21E-11 0.00E+00
371251 3754800 1.56E-03 0.00E+00 7.90E-07 0.00E+00 3.50E-08 0.00E+00 371251 3754800 5.38E-07 0.00E+00 2.73E-10 0.00E+00 1.21E-11 0.00E+00
371271 3754800 1.52E-03 0.00E+00 7.39E-07 0.00E+00 3.49E-08 0.00E+00 371271 3754800 5.26E-07 0.00E+00 2.56E-10 0.00E+00 1.21E-11 0.00E+00
371291 3754800 1.49E-03 0.00E+00 6.94E-07 0.00E+00 3.48E-08 0.00E+00 371291 3754800 5.14E-07 0.00E+00 2.40E-10 0.00E+00 1.20E-11 0.00E+00
371311 3754800 1.45E-03 0.00E+00 6.53E-07 0.00E+00 3.47E-08 0.00E+00 371311 3754800 5.03E-07 0.00E+00 2.26E-10 0.00E+00 1.20E-11 0.00E+00
371331 3754800 1.42E-03 0.00E+00 6.17E-07 0.00E+00 3.45E-08 0.00E+00 371331 3754800 4.92E-07 0.00E+00 2.13E-10 0.00E+00 1.20E-11 0.00E+00
371351 3754800 1.39E-03 0.00E+00 5.84E-07 0.00E+00 3.44E-08 0.00E+00 371351 3754800 4.82E-07 0.00E+00 2.02E-10 0.00E+00 1.19E-11 0.00E+00
371371 3754800 1.37E-03 0.00E+00 5.54E-07 0.00E+00 3.42E-08 0.00E+00 371371 3754800 4.74E-07 0.00E+00 1.92E-10 0.00E+00 1.18E-11 0.00E+00
371391 3754800 1.35E-03 0.00E+00 5.26E-07 0.00E+00 3.40E-08 0.00E+00 371391 3754800 4.66E-07 0.00E+00 1.82E-10 0.00E+00 1.18E-11 0.00E+00
371411 3754800 1.33E-03 0.00E+00 5.01E-07 0.00E+00 3.38E-08 0.00E+00 371411 3754800 4.59E-07 0.00E+00 1.74E-10 0.00E+00 1.17E-11 0.00E+00
371431 3754800 1.31E-03 0.00E+00 4.78E-07 0.00E+00 3.35E-08 0.00E+00 371431 3754800 4.54E-07 0.00E+00 1.66E-10 0.00E+00 1.16E-11 0.00E+00
371451 3754800 1.30E-03 0.00E+00 4.57E-07 0.00E+00 3.33E-08 0.00E+00 371451 3754800 4.50E-07 0.00E+00 1.58E-10 0.00E+00 1.15E-11 0.00E+00
371471 3754800 1.29E-03 0.00E+00 4.38E-07 0.00E+00 3.30E-08 0.00E+00 371471 3754800 4.46E-07 0.00E+00 1.51E-10 0.00E+00 1.14E-11 0.00E+00
371491 3754800 1.28E-03 0.00E+00 4.19E-07 0.00E+00 3.27E-08 0.00E+00 371491 3754800 4.44E-07 0.00E+00 1.45E-10 0.00E+00 1.13E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371511 3754800 1.28E-03 0.00E+00 4.02E-07 0.00E+00 3.24E-08 0.00E+00 371511 3754800 4.43E-07 0.00E+00 1.39E-10 0.00E+00 1.12E-11 0.00E+00
371531 3754800 1.28E-03 0.00E+00 3.87E-07 0.00E+00 3.21E-08 0.00E+00 371531 3754800 4.42E-07 0.00E+00 1.34E-10 0.00E+00 1.11E-11 0.00E+00
371551 3754800 1.28E-03 0.00E+00 3.72E-07 0.00E+00 3.18E-08 0.00E+00 371551 3754800 4.43E-07 0.00E+00 1.29E-10 0.00E+00 1.10E-11 0.00E+00
371571 3754800 1.28E-03 0.00E+00 3.58E-07 0.00E+00 3.15E-08 0.00E+00 371571 3754800 4.44E-07 0.00E+00 1.24E-10 0.00E+00 1.09E-11 0.00E+00
371591 3754800 1.29E-03 0.00E+00 3.46E-07 0.00E+00 3.11E-08 0.00E+00 371591 3754800 4.47E-07 0.00E+00 1.20E-10 0.00E+00 1.08E-11 0.00E+00
371611 3754800 1.30E-03 0.00E+00 3.34E-07 0.00E+00 3.08E-08 0.00E+00 371611 3754800 4.51E-07 0.00E+00 1.15E-10 0.00E+00 1.07E-11 0.00E+00
371631 3754800 1.32E-03 0.00E+00 3.22E-07 0.00E+00 3.04E-08 0.00E+00 371631 3754800 4.55E-07 0.00E+00 1.11E-10 0.00E+00 1.05E-11 0.00E+00
371651 3754800 1.33E-03 0.00E+00 3.11E-07 0.00E+00 3.01E-08 0.00E+00 371651 3754800 4.61E-07 0.00E+00 1.08E-10 0.00E+00 1.04E-11 0.00E+00
371671 3754800 1.35E-03 0.00E+00 3.01E-07 0.00E+00 2.97E-08 0.00E+00 371671 3754800 4.69E-07 0.00E+00 1.04E-10 0.00E+00 1.03E-11 0.00E+00
371691 3754800 1.38E-03 0.00E+00 2.92E-07 0.00E+00 2.94E-08 0.00E+00 371691 3754800 4.77E-07 0.00E+00 1.01E-10 0.00E+00 1.02E-11 0.00E+00
371711 3754800 1.41E-03 0.00E+00 2.83E-07 0.00E+00 2.91E-08 0.00E+00 371711 3754800 4.87E-07 0.00E+00 9.79E-11 0.00E+00 1.01E-11 0.00E+00
371731 3754800 1.44E-03 0.00E+00 2.74E-07 0.00E+00 2.87E-08 0.00E+00 371731 3754800 4.98E-07 0.00E+00 9.50E-11 0.00E+00 9.95E-12 0.00E+00
371751 3754800 1.47E-03 0.00E+00 2.66E-07 0.00E+00 2.84E-08 0.00E+00 371751 3754800 5.10E-07 0.00E+00 9.22E-11 0.00E+00 9.85E-12 0.00E+00
371771 3754800 1.51E-03 0.00E+00 2.59E-07 0.00E+00 2.82E-08 0.00E+00 371771 3754800 5.23E-07 0.00E+00 8.95E-11 0.00E+00 9.75E-12 0.00E+00
371791 3754800 1.55E-03 0.00E+00 2.51E-07 0.00E+00 2.79E-08 0.00E+00 371791 3754800 5.36E-07 0.00E+00 8.70E-11 0.00E+00 9.65E-12 0.00E+00
371811 3754800 1.59E-03 0.00E+00 2.44E-07 0.00E+00 2.76E-08 0.00E+00 371811 3754800 5.50E-07 0.00E+00 8.46E-11 0.00E+00 9.57E-12 0.00E+00
371831 3754800 1.63E-03 0.00E+00 2.38E-07 0.00E+00 2.74E-08 0.00E+00 371831 3754800 5.65E-07 0.00E+00 8.23E-11 0.00E+00 9.49E-12 0.00E+00
370571 3754820 1.15E-03 0.00E+00 2.37E-07 0.00E+00 2.41E-08 0.00E+00 370571 3754820 3.97E-07 0.00E+00 8.19E-11 0.00E+00 8.36E-12 0.00E+00
370591 3754820 1.17E-03 0.00E+00 2.52E-07 0.00E+00 2.46E-08 0.00E+00 370591 3754820 4.05E-07 0.00E+00 8.73E-11 0.00E+00 8.53E-12 0.00E+00
370611 3754820 1.19E-03 0.00E+00 2.70E-07 0.00E+00 2.51E-08 0.00E+00 370611 3754820 4.14E-07 0.00E+00 9.33E-11 0.00E+00 8.70E-12 0.00E+00
370631 3754820 1.22E-03 0.00E+00 2.89E-07 0.00E+00 2.56E-08 0.00E+00 370631 3754820 4.22E-07 0.00E+00 1.00E-10 0.00E+00 8.86E-12 0.00E+00
370651 3754820 1.25E-03 0.00E+00 3.11E-07 0.00E+00 2.60E-08 0.00E+00 370651 3754820 4.31E-07 0.00E+00 1.08E-10 0.00E+00 9.00E-12 0.00E+00
370671 3754820 1.27E-03 0.00E+00 3.37E-07 0.00E+00 2.64E-08 0.00E+00 370671 3754820 4.40E-07 0.00E+00 1.17E-10 0.00E+00 9.15E-12 0.00E+00
370691 3754820 1.30E-03 0.00E+00 3.65E-07 0.00E+00 2.69E-08 0.00E+00 370691 3754820 4.49E-07 0.00E+00 1.26E-10 0.00E+00 9.30E-12 0.00E+00
370711 3754820 1.32E-03 0.00E+00 3.96E-07 0.00E+00 2.71E-08 0.00E+00 370711 3754820 4.55E-07 0.00E+00 1.37E-10 0.00E+00 9.37E-12 0.00E+00
370731 3754820 1.34E-03 0.00E+00 4.33E-07 0.00E+00 2.65E-08 0.00E+00 370731 3754820 4.63E-07 0.00E+00 1.50E-10 0.00E+00 9.16E-12 0.00E+00
370751 3754820 1.36E-03 0.00E+00 4.78E-07 0.00E+00 2.64E-08 0.00E+00 370751 3754820 4.71E-07 0.00E+00 1.65E-10 0.00E+00 9.13E-12 0.00E+00
370771 3754820 1.37E-03 0.00E+00 5.22E-07 0.00E+00 2.61E-08 0.00E+00 370771 3754820 4.76E-07 0.00E+00 1.81E-10 0.00E+00 9.03E-12 0.00E+00
370791 3754820 1.40E-03 0.00E+00 5.89E-07 0.00E+00 2.64E-08 0.00E+00 370791 3754820 4.85E-07 0.00E+00 2.04E-10 0.00E+00 9.14E-12 0.00E+00
370811 3754820 1.43E-03 0.00E+00 6.73E-07 0.00E+00 2.67E-08 0.00E+00 370811 3754820 4.94E-07 0.00E+00 2.33E-10 0.00E+00 9.25E-12 0.00E+00
370831 3754820 1.45E-03 0.00E+00 7.81E-07 0.00E+00 2.71E-08 0.00E+00 370831 3754820 5.03E-07 0.00E+00 2.70E-10 0.00E+00 9.37E-12 0.00E+00
370851 3754820 1.49E-03 0.00E+00 9.37E-07 0.00E+00 2.79E-08 0.00E+00 370851 3754820 5.15E-07 0.00E+00 3.24E-10 0.00E+00 9.66E-12 0.00E+00
370871 3754820 1.51E-03 0.00E+00 1.12E-06 0.00E+00 2.81E-08 0.00E+00 370871 3754820 5.22E-07 0.00E+00 3.89E-10 0.00E+00 9.71E-12 0.00E+00
370891 3754820 1.53E-03 0.00E+00 1.37E-06 0.00E+00 2.82E-08 0.00E+00 370891 3754820 5.29E-07 0.00E+00 4.75E-10 0.00E+00 9.77E-12 0.00E+00
370911 3754820 1.55E-03 0.00E+00 1.68E-06 0.00E+00 2.85E-08 0.00E+00 370911 3754820 5.37E-07 0.00E+00 5.83E-10 0.00E+00 9.86E-12 0.00E+00
370931 3754820 1.57E-03 0.00E+00 1.96E-06 0.00E+00 2.88E-08 0.00E+00 370931 3754820 5.43E-07 0.00E+00 6.77E-10 0.00E+00 9.96E-12 0.00E+00
370951 3754820 1.58E-03 0.00E+00 1.99E-06 0.00E+00 2.90E-08 0.00E+00 370951 3754820 5.48E-07 0.00E+00 6.89E-10 0.00E+00 1.00E-11 0.00E+00
370971 3754820 1.60E-03 0.00E+00 1.97E-06 0.00E+00 2.92E-08 0.00E+00 370971 3754820 5.52E-07 0.00E+00 6.81E-10 0.00E+00 1.01E-11 0.00E+00
370991 3754820 1.63E-03 0.00E+00 1.92E-06 0.00E+00 3.19E-08 0.00E+00 370991 3754820 5.65E-07 0.00E+00 6.66E-10 0.00E+00 1.10E-11 0.00E+00
371011 3754820 1.64E-03 0.00E+00 1.84E-06 0.00E+00 3.22E-08 0.00E+00 371011 3754820 5.67E-07 0.00E+00 6.35E-10 0.00E+00 1.11E-11 0.00E+00
371031 3754820 1.64E-03 0.00E+00 1.70E-06 0.00E+00 3.24E-08 0.00E+00 371031 3754820 5.68E-07 0.00E+00 5.89E-10 0.00E+00 1.12E-11 0.00E+00
371051 3754820 1.64E-03 0.00E+00 1.55E-06 0.00E+00 3.26E-08 0.00E+00 371051 3754820 5.66E-07 0.00E+00 5.37E-10 0.00E+00 1.13E-11 0.00E+00
371071 3754820 1.63E-03 0.00E+00 1.42E-06 0.00E+00 3.28E-08 0.00E+00 371071 3754820 5.64E-07 0.00E+00 4.90E-10 0.00E+00 1.13E-11 0.00E+00
371091 3754820 1.62E-03 0.00E+00 1.29E-06 0.00E+00 3.29E-08 0.00E+00 371091 3754820 5.60E-07 0.00E+00 4.46E-10 0.00E+00 1.14E-11 0.00E+00
371111 3754820 1.60E-03 0.00E+00 1.19E-06 0.00E+00 3.29E-08 0.00E+00 371111 3754820 5.54E-07 0.00E+00 4.11E-10 0.00E+00 1.14E-11 0.00E+00
371131 3754820 1.58E-03 0.00E+00 1.09E-06 0.00E+00 3.29E-08 0.00E+00 371131 3754820 5.47E-07 0.00E+00 3.78E-10 0.00E+00 1.14E-11 0.00E+00
371151 3754820 1.56E-03 0.00E+00 1.01E-06 0.00E+00 3.30E-08 0.00E+00 371151 3754820 5.39E-07 0.00E+00 3.49E-10 0.00E+00 1.14E-11 0.00E+00
371171 3754820 1.53E-03 0.00E+00 9.33E-07 0.00E+00 3.30E-08 0.00E+00 371171 3754820 5.30E-07 0.00E+00 3.23E-10 0.00E+00 1.14E-11 0.00E+00
371191 3754820 1.50E-03 0.00E+00 8.66E-07 0.00E+00 3.31E-08 0.00E+00 371191 3754820 5.21E-07 0.00E+00 3.00E-10 0.00E+00 1.14E-11 0.00E+00
371211 3754820 1.47E-03 0.00E+00 8.08E-07 0.00E+00 3.30E-08 0.00E+00 371211 3754820 5.10E-07 0.00E+00 2.80E-10 0.00E+00 1.14E-11 0.00E+00
371231 3754820 1.44E-03 0.00E+00 7.57E-07 0.00E+00 3.30E-08 0.00E+00 371231 3754820 4.99E-07 0.00E+00 2.62E-10 0.00E+00 1.14E-11 0.00E+00
371251 3754820 1.41E-03 0.00E+00 7.11E-07 0.00E+00 3.29E-08 0.00E+00 371251 3754820 4.89E-07 0.00E+00 2.46E-10 0.00E+00 1.14E-11 0.00E+00
371271 3754820 1.38E-03 0.00E+00 6.70E-07 0.00E+00 3.29E-08 0.00E+00 371271 3754820 4.78E-07 0.00E+00 2.32E-10 0.00E+00 1.14E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371291 3754820 1.35E-03 0.00E+00 6.33E-07 0.00E+00 3.28E-08 0.00E+00 371291 3754820 4.67E-07 0.00E+00 2.19E-10 0.00E+00 1.13E-11 0.00E+00
371311 3754820 1.32E-03 0.00E+00 5.99E-07 0.00E+00 3.27E-08 0.00E+00 371311 3754820 4.57E-07 0.00E+00 2.07E-10 0.00E+00 1.13E-11 0.00E+00
371331 3754820 1.29E-03 0.00E+00 5.68E-07 0.00E+00 3.25E-08 0.00E+00 371331 3754820 4.48E-07 0.00E+00 1.97E-10 0.00E+00 1.13E-11 0.00E+00
371351 3754820 1.27E-03 0.00E+00 5.40E-07 0.00E+00 3.24E-08 0.00E+00 371351 3754820 4.39E-07 0.00E+00 1.87E-10 0.00E+00 1.12E-11 0.00E+00
371371 3754820 1.25E-03 0.00E+00 5.15E-07 0.00E+00 3.22E-08 0.00E+00 371371 3754820 4.31E-07 0.00E+00 1.78E-10 0.00E+00 1.12E-11 0.00E+00
371391 3754820 1.23E-03 0.00E+00 4.91E-07 0.00E+00 3.20E-08 0.00E+00 371391 3754820 4.25E-07 0.00E+00 1.70E-10 0.00E+00 1.11E-11 0.00E+00
371411 3754820 1.21E-03 0.00E+00 4.69E-07 0.00E+00 3.19E-08 0.00E+00 371411 3754820 4.19E-07 0.00E+00 1.62E-10 0.00E+00 1.10E-11 0.00E+00
371431 3754820 1.20E-03 0.00E+00 4.49E-07 0.00E+00 3.16E-08 0.00E+00 371431 3754820 4.14E-07 0.00E+00 1.55E-10 0.00E+00 1.10E-11 0.00E+00
371451 3754820 1.18E-03 0.00E+00 4.30E-07 0.00E+00 3.14E-08 0.00E+00 371451 3754820 4.10E-07 0.00E+00 1.49E-10 0.00E+00 1.09E-11 0.00E+00
371471 3754820 1.18E-03 0.00E+00 4.13E-07 0.00E+00 3.12E-08 0.00E+00 371471 3754820 4.07E-07 0.00E+00 1.43E-10 0.00E+00 1.08E-11 0.00E+00
371491 3754820 1.17E-03 0.00E+00 3.96E-07 0.00E+00 3.09E-08 0.00E+00 371491 3754820 4.05E-07 0.00E+00 1.37E-10 0.00E+00 1.07E-11 0.00E+00
371511 3754820 1.16E-03 0.00E+00 3.81E-07 0.00E+00 3.06E-08 0.00E+00 371511 3754820 4.03E-07 0.00E+00 1.32E-10 0.00E+00 1.06E-11 0.00E+00
371531 3754820 1.16E-03 0.00E+00 3.67E-07 0.00E+00 3.04E-08 0.00E+00 371531 3754820 4.02E-07 0.00E+00 1.27E-10 0.00E+00 1.05E-11 0.00E+00
371551 3754820 1.16E-03 0.00E+00 3.54E-07 0.00E+00 3.01E-08 0.00E+00 371551 3754820 4.02E-07 0.00E+00 1.22E-10 0.00E+00 1.04E-11 0.00E+00
371571 3754820 1.16E-03 0.00E+00 3.41E-07 0.00E+00 2.98E-08 0.00E+00 371571 3754820 4.03E-07 0.00E+00 1.18E-10 0.00E+00 1.03E-11 0.00E+00
371591 3754820 1.17E-03 0.00E+00 3.29E-07 0.00E+00 2.95E-08 0.00E+00 371591 3754820 4.05E-07 0.00E+00 1.14E-10 0.00E+00 1.02E-11 0.00E+00
371611 3754820 1.18E-03 0.00E+00 3.18E-07 0.00E+00 2.92E-08 0.00E+00 371611 3754820 4.07E-07 0.00E+00 1.10E-10 0.00E+00 1.01E-11 0.00E+00
371631 3754820 1.19E-03 0.00E+00 3.08E-07 0.00E+00 2.88E-08 0.00E+00 371631 3754820 4.11E-07 0.00E+00 1.07E-10 0.00E+00 9.98E-12 0.00E+00
371651 3754820 1.20E-03 0.00E+00 2.98E-07 0.00E+00 2.85E-08 0.00E+00 371651 3754820 4.15E-07 0.00E+00 1.03E-10 0.00E+00 9.87E-12 0.00E+00
371671 3754820 1.22E-03 0.00E+00 2.89E-07 0.00E+00 2.82E-08 0.00E+00 371671 3754820 4.21E-07 0.00E+00 1.00E-10 0.00E+00 9.76E-12 0.00E+00
371691 3754820 1.23E-03 0.00E+00 2.80E-07 0.00E+00 2.79E-08 0.00E+00 371691 3754820 4.27E-07 0.00E+00 9.69E-11 0.00E+00 9.65E-12 0.00E+00
371711 3754820 1.25E-03 0.00E+00 2.71E-07 0.00E+00 2.76E-08 0.00E+00 371711 3754820 4.34E-07 0.00E+00 9.40E-11 0.00E+00 9.54E-12 0.00E+00
371731 3754820 1.28E-03 0.00E+00 2.64E-07 0.00E+00 2.73E-08 0.00E+00 371731 3754820 4.43E-07 0.00E+00 9.13E-11 0.00E+00 9.44E-12 0.00E+00
371751 3754820 1.31E-03 0.00E+00 2.56E-07 0.00E+00 2.70E-08 0.00E+00 371751 3754820 4.53E-07 0.00E+00 8.87E-11 0.00E+00 9.34E-12 0.00E+00
371771 3754820 1.34E-03 0.00E+00 2.49E-07 0.00E+00 2.67E-08 0.00E+00 371771 3754820 4.63E-07 0.00E+00 8.62E-11 0.00E+00 9.24E-12 0.00E+00
371791 3754820 1.37E-03 0.00E+00 2.42E-07 0.00E+00 2.64E-08 0.00E+00 371791 3754820 4.74E-07 0.00E+00 8.39E-11 0.00E+00 9.15E-12 0.00E+00
371811 3754820 1.40E-03 0.00E+00 2.36E-07 0.00E+00 2.62E-08 0.00E+00 371811 3754820 4.86E-07 0.00E+00 8.16E-11 0.00E+00 9.07E-12 0.00E+00
371831 3754820 1.44E-03 0.00E+00 2.30E-07 0.00E+00 2.60E-08 0.00E+00 371831 3754820 4.98E-07 0.00E+00 7.95E-11 0.00E+00 8.99E-12 0.00E+00
370571 3754840 1.09E-03 0.00E+00 2.25E-07 0.00E+00 2.33E-08 0.00E+00 370571 3754840 3.78E-07 0.00E+00 7.78E-11 0.00E+00 8.08E-12 0.00E+00
370591 3754840 1.11E-03 0.00E+00 2.39E-07 0.00E+00 2.38E-08 0.00E+00 370591 3754840 3.86E-07 0.00E+00 8.26E-11 0.00E+00 8.23E-12 0.00E+00
370611 3754840 1.14E-03 0.00E+00 2.54E-07 0.00E+00 2.42E-08 0.00E+00 370611 3754840 3.93E-07 0.00E+00 8.80E-11 0.00E+00 8.39E-12 0.00E+00
370631 3754840 1.16E-03 0.00E+00 2.72E-07 0.00E+00 2.47E-08 0.00E+00 370631 3754840 4.01E-07 0.00E+00 9.41E-11 0.00E+00 8.54E-12 0.00E+00
370651 3754840 1.18E-03 0.00E+00 2.91E-07 0.00E+00 2.51E-08 0.00E+00 370651 3754840 4.09E-07 0.00E+00 1.01E-10 0.00E+00 8.69E-12 0.00E+00
370671 3754840 1.21E-03 0.00E+00 3.13E-07 0.00E+00 2.55E-08 0.00E+00 370671 3754840 4.17E-07 0.00E+00 1.08E-10 0.00E+00 8.81E-12 0.00E+00
370691 3754840 1.23E-03 0.00E+00 3.38E-07 0.00E+00 2.58E-08 0.00E+00 370691 3754840 4.26E-07 0.00E+00 1.17E-10 0.00E+00 8.93E-12 0.00E+00
370711 3754840 1.24E-03 0.00E+00 3.65E-07 0.00E+00 2.60E-08 0.00E+00 370711 3754840 4.31E-07 0.00E+00 1.26E-10 0.00E+00 9.00E-12 0.00E+00
370731 3754840 1.26E-03 0.00E+00 3.95E-07 0.00E+00 2.55E-08 0.00E+00 370731 3754840 4.37E-07 0.00E+00 1.37E-10 0.00E+00 8.82E-12 0.00E+00
370751 3754840 1.28E-03 0.00E+00 4.32E-07 0.00E+00 2.55E-08 0.00E+00 370751 3754840 4.45E-07 0.00E+00 1.50E-10 0.00E+00 8.82E-12 0.00E+00
370771 3754840 1.30E-03 0.00E+00 4.68E-07 0.00E+00 2.50E-08 0.00E+00 370771 3754840 4.49E-07 0.00E+00 1.62E-10 0.00E+00 8.66E-12 0.00E+00
370791 3754840 1.32E-03 0.00E+00 5.19E-07 0.00E+00 2.52E-08 0.00E+00 370791 3754840 4.56E-07 0.00E+00 1.80E-10 0.00E+00 8.73E-12 0.00E+00
370811 3754840 1.34E-03 0.00E+00 5.81E-07 0.00E+00 2.55E-08 0.00E+00 370811 3754840 4.64E-07 0.00E+00 2.01E-10 0.00E+00 8.82E-12 0.00E+00
370831 3754840 1.36E-03 0.00E+00 6.55E-07 0.00E+00 2.57E-08 0.00E+00 370831 3754840 4.71E-07 0.00E+00 2.27E-10 0.00E+00 8.91E-12 0.00E+00
370851 3754840 1.38E-03 0.00E+00 7.43E-07 0.00E+00 2.59E-08 0.00E+00 370851 3754840 4.78E-07 0.00E+00 2.57E-10 0.00E+00 8.98E-12 0.00E+00
370871 3754840 1.40E-03 0.00E+00 8.50E-07 0.00E+00 2.62E-08 0.00E+00 370871 3754840 4.84E-07 0.00E+00 2.94E-10 0.00E+00 9.07E-12 0.00E+00
370891 3754840 1.42E-03 0.00E+00 9.81E-07 0.00E+00 2.67E-08 0.00E+00 370891 3754840 4.92E-07 0.00E+00 3.40E-10 0.00E+00 9.25E-12 0.00E+00
370911 3754840 1.44E-03 0.00E+00 1.10E-06 0.00E+00 2.69E-08 0.00E+00 370911 3754840 4.98E-07 0.00E+00 3.79E-10 0.00E+00 9.33E-12 0.00E+00
370931 3754840 1.45E-03 0.00E+00 1.16E-06 0.00E+00 2.72E-08 0.00E+00 370931 3754840 5.03E-07 0.00E+00 4.03E-10 0.00E+00 9.42E-12 0.00E+00
370951 3754840 1.46E-03 0.00E+00 1.16E-06 0.00E+00 2.73E-08 0.00E+00 370951 3754840 5.07E-07 0.00E+00 4.01E-10 0.00E+00 9.46E-12 0.00E+00
370971 3754840 1.47E-03 0.00E+00 1.12E-06 0.00E+00 2.73E-08 0.00E+00 370971 3754840 5.09E-07 0.00E+00 3.88E-10 0.00E+00 9.46E-12 0.00E+00
370991 3754840 1.49E-03 0.00E+00 1.12E-06 0.00E+00 3.00E-08 0.00E+00 370991 3754840 5.15E-07 0.00E+00 3.87E-10 0.00E+00 1.04E-11 0.00E+00
371011 3754840 1.51E-03 0.00E+00 1.11E-06 0.00E+00 3.05E-08 0.00E+00 371011 3754840 5.21E-07 0.00E+00 3.85E-10 0.00E+00 1.05E-11 0.00E+00
371031 3754840 1.50E-03 0.00E+00 1.11E-06 0.00E+00 3.06E-08 0.00E+00 371031 3754840 5.20E-07 0.00E+00 3.83E-10 0.00E+00 1.06E-11 0.00E+00
371051 3754840 1.50E-03 0.00E+00 1.08E-06 0.00E+00 3.08E-08 0.00E+00 371051 3754840 5.19E-07 0.00E+00 3.73E-10 0.00E+00 1.07E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371071 3754840 1.49E-03 0.00E+00 1.04E-06 0.00E+00 3.10E-08 0.00E+00 371071 3754840 5.15E-07 0.00E+00 3.59E-10 0.00E+00 1.07E-11 0.00E+00
371091 3754840 1.48E-03 0.00E+00 9.83E-07 0.00E+00 3.11E-08 0.00E+00 371091 3754840 5.11E-07 0.00E+00 3.40E-10 0.00E+00 1.08E-11 0.00E+00
371111 3754840 1.46E-03 0.00E+00 9.34E-07 0.00E+00 3.11E-08 0.00E+00 371111 3754840 5.05E-07 0.00E+00 3.23E-10 0.00E+00 1.08E-11 0.00E+00
371131 3754840 1.44E-03 0.00E+00 8.83E-07 0.00E+00 3.11E-08 0.00E+00 371131 3754840 4.99E-07 0.00E+00 3.06E-10 0.00E+00 1.08E-11 0.00E+00
371151 3754840 1.42E-03 0.00E+00 8.33E-07 0.00E+00 3.12E-08 0.00E+00 371151 3754840 4.91E-07 0.00E+00 2.88E-10 0.00E+00 1.08E-11 0.00E+00
371171 3754840 1.39E-03 0.00E+00 7.86E-07 0.00E+00 3.12E-08 0.00E+00 371171 3754840 4.83E-07 0.00E+00 2.72E-10 0.00E+00 1.08E-11 0.00E+00
371191 3754840 1.37E-03 0.00E+00 7.41E-07 0.00E+00 3.12E-08 0.00E+00 371191 3754840 4.74E-07 0.00E+00 2.57E-10 0.00E+00 1.08E-11 0.00E+00
371211 3754840 1.34E-03 0.00E+00 7.01E-07 0.00E+00 3.12E-08 0.00E+00 371211 3754840 4.64E-07 0.00E+00 2.43E-10 0.00E+00 1.08E-11 0.00E+00
371231 3754840 1.31E-03 0.00E+00 6.64E-07 0.00E+00 3.12E-08 0.00E+00 371231 3754840 4.55E-07 0.00E+00 2.30E-10 0.00E+00 1.08E-11 0.00E+00
371251 3754840 1.29E-03 0.00E+00 6.30E-07 0.00E+00 3.11E-08 0.00E+00 371251 3754840 4.45E-07 0.00E+00 2.18E-10 0.00E+00 1.08E-11 0.00E+00
371271 3754840 1.26E-03 0.00E+00 5.98E-07 0.00E+00 3.10E-08 0.00E+00 371271 3754840 4.35E-07 0.00E+00 2.07E-10 0.00E+00 1.07E-11 0.00E+00
371291 3754840 1.23E-03 0.00E+00 5.69E-07 0.00E+00 3.09E-08 0.00E+00 371291 3754840 4.26E-07 0.00E+00 1.97E-10 0.00E+00 1.07E-11 0.00E+00
371311 3754840 1.20E-03 0.00E+00 5.42E-07 0.00E+00 3.08E-08 0.00E+00 371311 3754840 4.17E-07 0.00E+00 1.88E-10 0.00E+00 1.07E-11 0.00E+00
371331 3754840 1.18E-03 0.00E+00 5.17E-07 0.00E+00 3.07E-08 0.00E+00 371331 3754840 4.09E-07 0.00E+00 1.79E-10 0.00E+00 1.06E-11 0.00E+00
371351 3754840 1.16E-03 0.00E+00 4.94E-07 0.00E+00 3.06E-08 0.00E+00 371351 3754840 4.01E-07 0.00E+00 1.71E-10 0.00E+00 1.06E-11 0.00E+00
371371 3754840 1.14E-03 0.00E+00 4.73E-07 0.00E+00 3.04E-08 0.00E+00 371371 3754840 3.94E-07 0.00E+00 1.64E-10 0.00E+00 1.05E-11 0.00E+00
371391 3754840 1.12E-03 0.00E+00 4.53E-07 0.00E+00 3.03E-08 0.00E+00 371391 3754840 3.88E-07 0.00E+00 1.57E-10 0.00E+00 1.05E-11 0.00E+00
371411 3754840 1.11E-03 0.00E+00 4.34E-07 0.00E+00 3.01E-08 0.00E+00 371411 3754840 3.83E-07 0.00E+00 1.50E-10 0.00E+00 1.04E-11 0.00E+00
371431 3754840 1.09E-03 0.00E+00 4.17E-07 0.00E+00 2.99E-08 0.00E+00 371431 3754840 3.79E-07 0.00E+00 1.44E-10 0.00E+00 1.04E-11 0.00E+00
371451 3754840 1.08E-03 0.00E+00 4.01E-07 0.00E+00 2.97E-08 0.00E+00 371451 3754840 3.75E-07 0.00E+00 1.39E-10 0.00E+00 1.03E-11 0.00E+00
371471 3754840 1.08E-03 0.00E+00 3.86E-07 0.00E+00 2.95E-08 0.00E+00 371471 3754840 3.72E-07 0.00E+00 1.34E-10 0.00E+00 1.02E-11 0.00E+00
371491 3754840 1.07E-03 0.00E+00 3.72E-07 0.00E+00 2.93E-08 0.00E+00 371491 3754840 3.70E-07 0.00E+00 1.29E-10 0.00E+00 1.01E-11 0.00E+00
371511 3754840 1.06E-03 0.00E+00 3.58E-07 0.00E+00 2.90E-08 0.00E+00 371511 3754840 3.68E-07 0.00E+00 1.24E-10 0.00E+00 1.00E-11 0.00E+00
371531 3754840 1.06E-03 0.00E+00 3.46E-07 0.00E+00 2.88E-08 0.00E+00 371531 3754840 3.67E-07 0.00E+00 1.20E-10 0.00E+00 9.95E-12 0.00E+00
371551 3754840 1.06E-03 0.00E+00 3.34E-07 0.00E+00 2.85E-08 0.00E+00 371551 3754840 3.67E-07 0.00E+00 1.16E-10 0.00E+00 9.86E-12 0.00E+00
371571 3754840 1.06E-03 0.00E+00 3.23E-07 0.00E+00 2.82E-08 0.00E+00 371571 3754840 3.67E-07 0.00E+00 1.12E-10 0.00E+00 9.77E-12 0.00E+00
371591 3754840 1.06E-03 0.00E+00 3.12E-07 0.00E+00 2.79E-08 0.00E+00 371591 3754840 3.68E-07 0.00E+00 1.08E-10 0.00E+00 9.67E-12 0.00E+00
371611 3754840 1.07E-03 0.00E+00 3.02E-07 0.00E+00 2.77E-08 0.00E+00 371611 3754840 3.70E-07 0.00E+00 1.05E-10 0.00E+00 9.57E-12 0.00E+00
371631 3754840 1.08E-03 0.00E+00 2.93E-07 0.00E+00 2.74E-08 0.00E+00 371631 3754840 3.73E-07 0.00E+00 1.01E-10 0.00E+00 9.47E-12 0.00E+00
371651 3754840 1.09E-03 0.00E+00 2.84E-07 0.00E+00 2.71E-08 0.00E+00 371651 3754840 3.76E-07 0.00E+00 9.83E-11 0.00E+00 9.37E-12 0.00E+00
371671 3754840 1.10E-03 0.00E+00 2.76E-07 0.00E+00 2.68E-08 0.00E+00 371671 3754840 3.80E-07 0.00E+00 9.54E-11 0.00E+00 9.27E-12 0.00E+00
371691 3754840 1.11E-03 0.00E+00 2.67E-07 0.00E+00 2.65E-08 0.00E+00 371691 3754840 3.85E-07 0.00E+00 9.26E-11 0.00E+00 9.17E-12 0.00E+00
371711 3754840 1.13E-03 0.00E+00 2.60E-07 0.00E+00 2.62E-08 0.00E+00 371711 3754840 3.90E-07 0.00E+00 8.99E-11 0.00E+00 9.07E-12 0.00E+00
371731 3754840 1.15E-03 0.00E+00 2.53E-07 0.00E+00 2.59E-08 0.00E+00 371731 3754840 3.97E-07 0.00E+00 8.74E-11 0.00E+00 8.97E-12 0.00E+00
371751 3754840 1.17E-03 0.00E+00 2.46E-07 0.00E+00 2.56E-08 0.00E+00 371751 3754840 4.05E-07 0.00E+00 8.51E-11 0.00E+00 8.87E-12 0.00E+00
371771 3754840 1.19E-03 0.00E+00 2.39E-07 0.00E+00 2.54E-08 0.00E+00 371771 3754840 4.13E-07 0.00E+00 8.28E-11 0.00E+00 8.78E-12 0.00E+00
371791 3754840 1.22E-03 0.00E+00 2.33E-07 0.00E+00 2.51E-08 0.00E+00 371791 3754840 4.22E-07 0.00E+00 8.06E-11 0.00E+00 8.69E-12 0.00E+00
371811 3754840 1.25E-03 0.00E+00 2.27E-07 0.00E+00 2.49E-08 0.00E+00 371811 3754840 4.32E-07 0.00E+00 7.85E-11 0.00E+00 8.61E-12 0.00E+00
371831 3754840 1.28E-03 0.00E+00 2.21E-07 0.00E+00 2.46E-08 0.00E+00 371831 3754840 4.42E-07 0.00E+00 7.65E-11 0.00E+00 8.53E-12 0.00E+00
370571 3754860 1.04E-03 0.00E+00 2.13E-07 0.00E+00 2.26E-08 0.00E+00 370571 3754860 3.61E-07 0.00E+00 7.38E-11 0.00E+00 7.81E-12 0.00E+00
370591 3754860 1.06E-03 0.00E+00 2.26E-07 0.00E+00 2.30E-08 0.00E+00 370591 3754860 3.68E-07 0.00E+00 7.81E-11 0.00E+00 7.95E-12 0.00E+00
370611 3754860 1.08E-03 0.00E+00 2.40E-07 0.00E+00 2.34E-08 0.00E+00 370611 3754860 3.75E-07 0.00E+00 8.30E-11 0.00E+00 8.09E-12 0.00E+00
370631 3754860 1.10E-03 0.00E+00 2.55E-07 0.00E+00 2.38E-08 0.00E+00 370631 3754860 3.82E-07 0.00E+00 8.83E-11 0.00E+00 8.23E-12 0.00E+00
370651 3754860 1.12E-03 0.00E+00 2.72E-07 0.00E+00 2.41E-08 0.00E+00 370651 3754860 3.89E-07 0.00E+00 9.42E-11 0.00E+00 8.36E-12 0.00E+00
370671 3754860 1.14E-03 0.00E+00 2.91E-07 0.00E+00 2.44E-08 0.00E+00 370671 3754860 3.96E-07 0.00E+00 1.01E-10 0.00E+00 8.45E-12 0.00E+00
370691 3754860 1.16E-03 0.00E+00 3.12E-07 0.00E+00 2.48E-08 0.00E+00 370691 3754860 4.03E-07 0.00E+00 1.08E-10 0.00E+00 8.57E-12 0.00E+00
370711 3754860 1.18E-03 0.00E+00 3.35E-07 0.00E+00 2.50E-08 0.00E+00 370711 3754860 4.08E-07 0.00E+00 1.16E-10 0.00E+00 8.64E-12 0.00E+00
370731 3754860 1.19E-03 0.00E+00 3.59E-07 0.00E+00 2.46E-08 0.00E+00 370731 3754860 4.13E-07 0.00E+00 1.24E-10 0.00E+00 8.53E-12 0.00E+00
370751 3754860 1.21E-03 0.00E+00 3.89E-07 0.00E+00 2.47E-08 0.00E+00 370751 3754860 4.20E-07 0.00E+00 1.35E-10 0.00E+00 8.55E-12 0.00E+00
370771 3754860 1.22E-03 0.00E+00 4.17E-07 0.00E+00 2.40E-08 0.00E+00 370771 3754860 4.23E-07 0.00E+00 1.44E-10 0.00E+00 8.30E-12 0.00E+00
370791 3754860 1.24E-03 0.00E+00 4.55E-07 0.00E+00 2.41E-08 0.00E+00 370791 3754860 4.29E-07 0.00E+00 1.57E-10 0.00E+00 8.36E-12 0.00E+00
370811 3754860 1.26E-03 0.00E+00 4.99E-07 0.00E+00 2.44E-08 0.00E+00 370811 3754860 4.36E-07 0.00E+00 1.73E-10 0.00E+00 8.43E-12 0.00E+00
370831 3754860 1.28E-03 0.00E+00 5.50E-07 0.00E+00 2.46E-08 0.00E+00 370831 3754860 4.42E-07 0.00E+00 1.90E-10 0.00E+00 8.51E-12 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370851 3754860 1.29E-03 0.00E+00 6.03E-07 0.00E+00 2.47E-08 0.00E+00 370851 3754860 4.47E-07 0.00E+00 2.09E-10 0.00E+00 8.55E-12 0.00E+00
370871 3754860 1.31E-03 0.00E+00 6.62E-07 0.00E+00 2.49E-08 0.00E+00 370871 3754860 4.52E-07 0.00E+00 2.29E-10 0.00E+00 8.62E-12 0.00E+00
370891 3754860 1.32E-03 0.00E+00 7.25E-07 0.00E+00 2.53E-08 0.00E+00 370891 3754860 4.58E-07 0.00E+00 2.51E-10 0.00E+00 8.77E-12 0.00E+00
370911 3754860 1.34E-03 0.00E+00 7.71E-07 0.00E+00 2.55E-08 0.00E+00 370911 3754860 4.63E-07 0.00E+00 2.67E-10 0.00E+00 8.84E-12 0.00E+00
370931 3754860 1.35E-03 0.00E+00 7.94E-07 0.00E+00 2.58E-08 0.00E+00 370931 3754860 4.67E-07 0.00E+00 2.75E-10 0.00E+00 8.92E-12 0.00E+00
370951 3754860 1.36E-03 0.00E+00 7.87E-07 0.00E+00 2.59E-08 0.00E+00 370951 3754860 4.69E-07 0.00E+00 2.73E-10 0.00E+00 8.96E-12 0.00E+00
370971 3754860 1.36E-03 0.00E+00 7.65E-07 0.00E+00 2.63E-08 0.00E+00 370971 3754860 4.71E-07 0.00E+00 2.65E-10 0.00E+00 9.09E-12 0.00E+00
370991 3754860 1.37E-03 0.00E+00 7.50E-07 0.00E+00 2.84E-08 0.00E+00 370991 3754860 4.76E-07 0.00E+00 2.60E-10 0.00E+00 9.85E-12 0.00E+00
371011 3754860 1.39E-03 0.00E+00 7.43E-07 0.00E+00 2.89E-08 0.00E+00 371011 3754860 4.80E-07 0.00E+00 2.57E-10 0.00E+00 1.00E-11 0.00E+00
371031 3754860 1.38E-03 0.00E+00 7.49E-07 0.00E+00 2.90E-08 0.00E+00 371031 3754860 4.78E-07 0.00E+00 2.59E-10 0.00E+00 1.00E-11 0.00E+00
371051 3754860 1.37E-03 0.00E+00 7.53E-07 0.00E+00 2.92E-08 0.00E+00 371051 3754860 4.76E-07 0.00E+00 2.61E-10 0.00E+00 1.01E-11 0.00E+00
371071 3754860 1.36E-03 0.00E+00 7.49E-07 0.00E+00 2.93E-08 0.00E+00 371071 3754860 4.72E-07 0.00E+00 2.59E-10 0.00E+00 1.02E-11 0.00E+00
371091 3754860 1.35E-03 0.00E+00 7.35E-07 0.00E+00 2.94E-08 0.00E+00 371091 3754860 4.68E-07 0.00E+00 2.55E-10 0.00E+00 1.02E-11 0.00E+00
371111 3754860 1.34E-03 0.00E+00 7.20E-07 0.00E+00 2.94E-08 0.00E+00 371111 3754860 4.62E-07 0.00E+00 2.49E-10 0.00E+00 1.02E-11 0.00E+00
371131 3754860 1.32E-03 0.00E+00 6.98E-07 0.00E+00 2.95E-08 0.00E+00 371131 3754860 4.56E-07 0.00E+00 2.42E-10 0.00E+00 1.02E-11 0.00E+00
371151 3754860 1.30E-03 0.00E+00 6.73E-07 0.00E+00 2.95E-08 0.00E+00 371151 3754860 4.49E-07 0.00E+00 2.33E-10 0.00E+00 1.02E-11 0.00E+00
371171 3754860 1.27E-03 0.00E+00 6.48E-07 0.00E+00 2.95E-08 0.00E+00 371171 3754860 4.41E-07 0.00E+00 2.24E-10 0.00E+00 1.02E-11 0.00E+00
371191 3754860 1.25E-03 0.00E+00 6.22E-07 0.00E+00 2.95E-08 0.00E+00 371191 3754860 4.33E-07 0.00E+00 2.15E-10 0.00E+00 1.02E-11 0.00E+00
371211 3754860 1.23E-03 0.00E+00 5.96E-07 0.00E+00 2.95E-08 0.00E+00 371211 3754860 4.24E-07 0.00E+00 2.06E-10 0.00E+00 1.02E-11 0.00E+00
371231 3754860 1.20E-03 0.00E+00 5.72E-07 0.00E+00 2.95E-08 0.00E+00 371231 3754860 4.15E-07 0.00E+00 1.98E-10 0.00E+00 1.02E-11 0.00E+00
371251 3754860 1.17E-03 0.00E+00 5.48E-07 0.00E+00 2.94E-08 0.00E+00 371251 3754860 4.07E-07 0.00E+00 1.90E-10 0.00E+00 1.02E-11 0.00E+00
371271 3754860 1.15E-03 0.00E+00 5.26E-07 0.00E+00 2.93E-08 0.00E+00 371271 3754860 3.98E-07 0.00E+00 1.82E-10 0.00E+00 1.02E-11 0.00E+00
371291 3754860 1.13E-03 0.00E+00 5.04E-07 0.00E+00 2.93E-08 0.00E+00 371291 3754860 3.90E-07 0.00E+00 1.75E-10 0.00E+00 1.01E-11 0.00E+00
371311 3754860 1.10E-03 0.00E+00 4.84E-07 0.00E+00 2.92E-08 0.00E+00 371311 3754860 3.82E-07 0.00E+00 1.68E-10 0.00E+00 1.01E-11 0.00E+00
371331 3754860 1.08E-03 0.00E+00 4.65E-07 0.00E+00 2.91E-08 0.00E+00 371331 3754860 3.75E-07 0.00E+00 1.61E-10 0.00E+00 1.01E-11 0.00E+00
371351 3754860 1.06E-03 0.00E+00 4.47E-07 0.00E+00 2.89E-08 0.00E+00 371351 3754860 3.68E-07 0.00E+00 1.55E-10 0.00E+00 1.00E-11 0.00E+00
371371 3754860 1.05E-03 0.00E+00 4.30E-07 0.00E+00 2.88E-08 0.00E+00 371371 3754860 3.62E-07 0.00E+00 1.49E-10 0.00E+00 9.97E-12 0.00E+00
371391 3754860 1.03E-03 0.00E+00 4.14E-07 0.00E+00 2.87E-08 0.00E+00 371391 3754860 3.56E-07 0.00E+00 1.43E-10 0.00E+00 9.92E-12 0.00E+00
371411 3754860 1.02E-03 0.00E+00 3.99E-07 0.00E+00 2.85E-08 0.00E+00 371411 3754860 3.52E-07 0.00E+00 1.38E-10 0.00E+00 9.87E-12 0.00E+00
371431 3754860 1.00E-03 0.00E+00 3.84E-07 0.00E+00 2.83E-08 0.00E+00 371431 3754860 3.48E-07 0.00E+00 1.33E-10 0.00E+00 9.80E-12 0.00E+00
371451 3754860 9.95E-04 0.00E+00 3.71E-07 0.00E+00 2.81E-08 0.00E+00 371451 3754860 3.44E-07 0.00E+00 1.28E-10 0.00E+00 9.74E-12 0.00E+00
371471 3754860 9.87E-04 0.00E+00 3.58E-07 0.00E+00 2.79E-08 0.00E+00 371471 3754860 3.42E-07 0.00E+00 1.24E-10 0.00E+00 9.67E-12 0.00E+00
371491 3754860 9.81E-04 0.00E+00 3.46E-07 0.00E+00 2.77E-08 0.00E+00 371491 3754860 3.40E-07 0.00E+00 1.20E-10 0.00E+00 9.60E-12 0.00E+00
371511 3754860 9.77E-04 0.00E+00 3.35E-07 0.00E+00 2.75E-08 0.00E+00 371511 3754860 3.38E-07 0.00E+00 1.16E-10 0.00E+00 9.52E-12 0.00E+00
371531 3754860 9.74E-04 0.00E+00 3.24E-07 0.00E+00 2.73E-08 0.00E+00 371531 3754860 3.37E-07 0.00E+00 1.12E-10 0.00E+00 9.44E-12 0.00E+00
371551 3754860 9.72E-04 0.00E+00 3.13E-07 0.00E+00 2.70E-08 0.00E+00 371551 3754860 3.37E-07 0.00E+00 1.09E-10 0.00E+00 9.36E-12 0.00E+00
371571 3754860 9.72E-04 0.00E+00 3.04E-07 0.00E+00 2.68E-08 0.00E+00 371571 3754860 3.37E-07 0.00E+00 1.05E-10 0.00E+00 9.28E-12 0.00E+00
371591 3754860 9.74E-04 0.00E+00 2.94E-07 0.00E+00 2.65E-08 0.00E+00 371591 3754860 3.37E-07 0.00E+00 1.02E-10 0.00E+00 9.19E-12 0.00E+00
371611 3754860 9.78E-04 0.00E+00 2.86E-07 0.00E+00 2.63E-08 0.00E+00 371611 3754860 3.38E-07 0.00E+00 9.89E-11 0.00E+00 9.10E-12 0.00E+00
371631 3754860 9.82E-04 0.00E+00 2.77E-07 0.00E+00 2.60E-08 0.00E+00 371631 3754860 3.40E-07 0.00E+00 9.60E-11 0.00E+00 9.01E-12 0.00E+00
371651 3754860 9.89E-04 0.00E+00 2.69E-07 0.00E+00 2.57E-08 0.00E+00 371651 3754860 3.42E-07 0.00E+00 9.32E-11 0.00E+00 8.91E-12 0.00E+00
371671 3754860 9.97E-04 0.00E+00 2.62E-07 0.00E+00 2.55E-08 0.00E+00 371671 3754860 3.45E-07 0.00E+00 9.06E-11 0.00E+00 8.82E-12 0.00E+00
371691 3754860 1.01E-03 0.00E+00 2.54E-07 0.00E+00 2.52E-08 0.00E+00 371691 3754860 3.49E-07 0.00E+00 8.80E-11 0.00E+00 8.72E-12 0.00E+00
371711 3754860 1.02E-03 0.00E+00 2.47E-07 0.00E+00 2.49E-08 0.00E+00 371711 3754860 3.53E-07 0.00E+00 8.56E-11 0.00E+00 8.63E-12 0.00E+00
371731 3754860 1.04E-03 0.00E+00 2.41E-07 0.00E+00 2.47E-08 0.00E+00 371731 3754860 3.58E-07 0.00E+00 8.34E-11 0.00E+00 8.54E-12 0.00E+00
371751 3754860 1.05E-03 0.00E+00 2.35E-07 0.00E+00 2.44E-08 0.00E+00 371751 3754860 3.64E-07 0.00E+00 8.12E-11 0.00E+00 8.45E-12 0.00E+00
371771 3754860 1.07E-03 0.00E+00 2.29E-07 0.00E+00 2.41E-08 0.00E+00 371771 3754860 3.71E-07 0.00E+00 7.91E-11 0.00E+00 8.36E-12 0.00E+00
371791 3754860 1.09E-03 0.00E+00 2.23E-07 0.00E+00 2.39E-08 0.00E+00 371791 3754860 3.78E-07 0.00E+00 7.71E-11 0.00E+00 8.27E-12 0.00E+00
371811 3754860 1.12E-03 0.00E+00 2.17E-07 0.00E+00 2.37E-08 0.00E+00 371811 3754860 3.86E-07 0.00E+00 7.52E-11 0.00E+00 8.19E-12 0.00E+00
371831 3754860 1.14E-03 0.00E+00 2.12E-07 0.00E+00 2.34E-08 0.00E+00 371831 3754860 3.95E-07 0.00E+00 7.34E-11 0.00E+00 8.12E-12 0.00E+00
370571 3754880 9.97E-04 0.00E+00 2.02E-07 0.00E+00 2.18E-08 0.00E+00 370571 3754880 3.45E-07 0.00E+00 6.98E-11 0.00E+00 7.55E-12 0.00E+00
370591 3754880 1.01E-03 0.00E+00 2.13E-07 0.00E+00 2.22E-08 0.00E+00 370591 3754880 3.51E-07 0.00E+00 7.37E-11 0.00E+00 7.68E-12 0.00E+00
370611 3754880 1.03E-03 0.00E+00 2.25E-07 0.00E+00 2.25E-08 0.00E+00 370611 3754880 3.57E-07 0.00E+00 7.79E-11 0.00E+00 7.81E-12 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370631 3754880 1.05E-03 0.00E+00 2.38E-07 0.00E+00 2.29E-08 0.00E+00 370631 3754880 3.63E-07 0.00E+00 8.26E-11 0.00E+00 7.93E-12 0.00E+00
370651 3754880 1.07E-03 0.00E+00 2.53E-07 0.00E+00 2.32E-08 0.00E+00 370651 3754880 3.70E-07 0.00E+00 8.76E-11 0.00E+00 8.04E-12 0.00E+00
370671 3754880 1.09E-03 0.00E+00 2.69E-07 0.00E+00 2.35E-08 0.00E+00 370671 3754880 3.76E-07 0.00E+00 9.33E-11 0.00E+00 8.14E-12 0.00E+00
370691 3754880 1.10E-03 0.00E+00 2.87E-07 0.00E+00 2.38E-08 0.00E+00 370691 3754880 3.82E-07 0.00E+00 9.94E-11 0.00E+00 8.23E-12 0.00E+00
370711 3754880 1.12E-03 0.00E+00 3.06E-07 0.00E+00 2.40E-08 0.00E+00 370711 3754880 3.87E-07 0.00E+00 1.06E-10 0.00E+00 8.30E-12 0.00E+00
370731 3754880 1.13E-03 0.00E+00 3.26E-07 0.00E+00 2.39E-08 0.00E+00 370731 3754880 3.91E-07 0.00E+00 1.13E-10 0.00E+00 8.28E-12 0.00E+00
370751 3754880 1.14E-03 0.00E+00 3.49E-07 0.00E+00 2.36E-08 0.00E+00 370751 3754880 3.96E-07 0.00E+00 1.21E-10 0.00E+00 8.19E-12 0.00E+00
370771 3754880 1.15E-03 0.00E+00 3.71E-07 0.00E+00 2.30E-08 0.00E+00 370771 3754880 3.99E-07 0.00E+00 1.28E-10 0.00E+00 7.97E-12 0.00E+00
370791 3754880 1.17E-03 0.00E+00 3.98E-07 0.00E+00 2.31E-08 0.00E+00 370791 3754880 4.05E-07 0.00E+00 1.38E-10 0.00E+00 8.01E-12 0.00E+00
370811 3754880 1.18E-03 0.00E+00 4.29E-07 0.00E+00 2.33E-08 0.00E+00 370811 3754880 4.10E-07 0.00E+00 1.49E-10 0.00E+00 8.06E-12 0.00E+00
370831 3754880 1.20E-03 0.00E+00 4.63E-07 0.00E+00 2.35E-08 0.00E+00 370831 3754880 4.15E-07 0.00E+00 1.60E-10 0.00E+00 8.14E-12 0.00E+00
370851 3754880 1.21E-03 0.00E+00 4.95E-07 0.00E+00 2.36E-08 0.00E+00 370851 3754880 4.19E-07 0.00E+00 1.71E-10 0.00E+00 8.16E-12 0.00E+00
370871 3754880 1.22E-03 0.00E+00 5.27E-07 0.00E+00 2.37E-08 0.00E+00 370871 3754880 4.23E-07 0.00E+00 1.82E-10 0.00E+00 8.22E-12 0.00E+00
370891 3754880 1.23E-03 0.00E+00 5.55E-07 0.00E+00 2.39E-08 0.00E+00 370891 3754880 4.27E-07 0.00E+00 1.92E-10 0.00E+00 8.28E-12 0.00E+00
370911 3754880 1.24E-03 0.00E+00 5.74E-07 0.00E+00 2.41E-08 0.00E+00 370911 3754880 4.30E-07 0.00E+00 1.99E-10 0.00E+00 8.34E-12 0.00E+00
370931 3754880 1.25E-03 0.00E+00 5.88E-07 0.00E+00 2.44E-08 0.00E+00 370931 3754880 4.34E-07 0.00E+00 2.04E-10 0.00E+00 8.46E-12 0.00E+00
370951 3754880 1.26E-03 0.00E+00 5.83E-07 0.00E+00 2.45E-08 0.00E+00 370951 3754880 4.35E-07 0.00E+00 2.02E-10 0.00E+00 8.49E-12 0.00E+00
370971 3754880 1.26E-03 0.00E+00 5.70E-07 0.00E+00 2.46E-08 0.00E+00 370971 3754880 4.36E-07 0.00E+00 1.97E-10 0.00E+00 8.52E-12 0.00E+00
370991 3754880 1.27E-03 0.00E+00 5.58E-07 0.00E+00 2.65E-08 0.00E+00 370991 3754880 4.38E-07 0.00E+00 1.93E-10 0.00E+00 9.16E-12 0.00E+00
371011 3754880 1.28E-03 0.00E+00 5.49E-07 0.00E+00 2.74E-08 0.00E+00 371011 3754880 4.43E-07 0.00E+00 1.90E-10 0.00E+00 9.49E-12 0.00E+00
371031 3754880 1.27E-03 0.00E+00 5.47E-07 0.00E+00 2.75E-08 0.00E+00 371031 3754880 4.41E-07 0.00E+00 1.89E-10 0.00E+00 9.53E-12 0.00E+00
371051 3754880 1.27E-03 0.00E+00 5.51E-07 0.00E+00 2.77E-08 0.00E+00 371051 3754880 4.38E-07 0.00E+00 1.91E-10 0.00E+00 9.57E-12 0.00E+00
371071 3754880 1.25E-03 0.00E+00 5.54E-07 0.00E+00 2.78E-08 0.00E+00 371071 3754880 4.34E-07 0.00E+00 1.92E-10 0.00E+00 9.62E-12 0.00E+00
371091 3754880 1.24E-03 0.00E+00 5.54E-07 0.00E+00 2.79E-08 0.00E+00 371091 3754880 4.30E-07 0.00E+00 1.92E-10 0.00E+00 9.66E-12 0.00E+00
371111 3754880 1.23E-03 0.00E+00 5.52E-07 0.00E+00 2.79E-08 0.00E+00 371111 3754880 4.24E-07 0.00E+00 1.91E-10 0.00E+00 9.67E-12 0.00E+00
371131 3754880 1.21E-03 0.00E+00 5.47E-07 0.00E+00 2.80E-08 0.00E+00 371131 3754880 4.18E-07 0.00E+00 1.89E-10 0.00E+00 9.68E-12 0.00E+00
371151 3754880 1.19E-03 0.00E+00 5.38E-07 0.00E+00 2.80E-08 0.00E+00 371151 3754880 4.11E-07 0.00E+00 1.86E-10 0.00E+00 9.68E-12 0.00E+00
371171 3754880 1.17E-03 0.00E+00 5.27E-07 0.00E+00 2.80E-08 0.00E+00 371171 3754880 4.04E-07 0.00E+00 1.82E-10 0.00E+00 9.68E-12 0.00E+00
371191 3754880 1.15E-03 0.00E+00 5.14E-07 0.00E+00 2.80E-08 0.00E+00 371191 3754880 3.97E-07 0.00E+00 1.78E-10 0.00E+00 9.68E-12 0.00E+00
371211 3754880 1.12E-03 0.00E+00 5.00E-07 0.00E+00 2.79E-08 0.00E+00 371211 3754880 3.89E-07 0.00E+00 1.73E-10 0.00E+00 9.67E-12 0.00E+00
371231 3754880 1.10E-03 0.00E+00 4.86E-07 0.00E+00 2.79E-08 0.00E+00 371231 3754880 3.81E-07 0.00E+00 1.68E-10 0.00E+00 9.66E-12 0.00E+00
371251 3754880 1.08E-03 0.00E+00 4.71E-07 0.00E+00 2.79E-08 0.00E+00 371251 3754880 3.73E-07 0.00E+00 1.63E-10 0.00E+00 9.64E-12 0.00E+00
371271 3754880 1.06E-03 0.00E+00 4.56E-07 0.00E+00 2.78E-08 0.00E+00 371271 3754880 3.66E-07 0.00E+00 1.58E-10 0.00E+00 9.62E-12 0.00E+00
371291 3754880 1.03E-03 0.00E+00 4.42E-07 0.00E+00 2.77E-08 0.00E+00 371291 3754880 3.58E-07 0.00E+00 1.53E-10 0.00E+00 9.60E-12 0.00E+00
371311 3754880 1.01E-03 0.00E+00 4.27E-07 0.00E+00 2.76E-08 0.00E+00 371311 3754880 3.51E-07 0.00E+00 1.48E-10 0.00E+00 9.57E-12 0.00E+00
371331 3754880 9.95E-04 0.00E+00 4.14E-07 0.00E+00 2.75E-08 0.00E+00 371331 3754880 3.45E-07 0.00E+00 1.43E-10 0.00E+00 9.53E-12 0.00E+00
371351 3754880 9.78E-04 0.00E+00 4.00E-07 0.00E+00 2.74E-08 0.00E+00 371351 3754880 3.39E-07 0.00E+00 1.39E-10 0.00E+00 9.50E-12 0.00E+00
371371 3754880 9.62E-04 0.00E+00 3.87E-07 0.00E+00 2.73E-08 0.00E+00 371371 3754880 3.33E-07 0.00E+00 1.34E-10 0.00E+00 9.45E-12 0.00E+00
371391 3754880 9.48E-04 0.00E+00 3.75E-07 0.00E+00 2.72E-08 0.00E+00 371391 3754880 3.28E-07 0.00E+00 1.30E-10 0.00E+00 9.41E-12 0.00E+00
371411 3754880 9.36E-04 0.00E+00 3.63E-07 0.00E+00 2.70E-08 0.00E+00 371411 3754880 3.24E-07 0.00E+00 1.26E-10 0.00E+00 9.36E-12 0.00E+00
371431 3754880 9.26E-04 0.00E+00 3.51E-07 0.00E+00 2.69E-08 0.00E+00 371431 3754880 3.20E-07 0.00E+00 1.22E-10 0.00E+00 9.30E-12 0.00E+00
371451 3754880 9.17E-04 0.00E+00 3.40E-07 0.00E+00 2.67E-08 0.00E+00 371451 3754880 3.17E-07 0.00E+00 1.18E-10 0.00E+00 9.24E-12 0.00E+00
371471 3754880 9.10E-04 0.00E+00 3.30E-07 0.00E+00 2.65E-08 0.00E+00 371471 3754880 3.15E-07 0.00E+00 1.14E-10 0.00E+00 9.18E-12 0.00E+00
371491 3754880 9.04E-04 0.00E+00 3.20E-07 0.00E+00 2.63E-08 0.00E+00 371491 3754880 3.13E-07 0.00E+00 1.11E-10 0.00E+00 9.11E-12 0.00E+00
371511 3754880 8.99E-04 0.00E+00 3.10E-07 0.00E+00 2.61E-08 0.00E+00 371511 3754880 3.11E-07 0.00E+00 1.07E-10 0.00E+00 9.04E-12 0.00E+00
371531 3754880 8.96E-04 0.00E+00 3.01E-07 0.00E+00 2.59E-08 0.00E+00 371531 3754880 3.10E-07 0.00E+00 1.04E-10 0.00E+00 8.97E-12 0.00E+00
371551 3754880 8.95E-04 0.00E+00 2.92E-07 0.00E+00 2.57E-08 0.00E+00 371551 3754880 3.10E-07 0.00E+00 1.01E-10 0.00E+00 8.90E-12 0.00E+00
371571 3754880 8.94E-04 0.00E+00 2.84E-07 0.00E+00 2.55E-08 0.00E+00 371571 3754880 3.09E-07 0.00E+00 9.83E-11 0.00E+00 8.82E-12 0.00E+00
371591 3754880 8.95E-04 0.00E+00 2.76E-07 0.00E+00 2.52E-08 0.00E+00 371591 3754880 3.10E-07 0.00E+00 9.56E-11 0.00E+00 8.74E-12 0.00E+00
371611 3754880 8.97E-04 0.00E+00 2.68E-07 0.00E+00 2.50E-08 0.00E+00 371611 3754880 3.11E-07 0.00E+00 9.29E-11 0.00E+00 8.66E-12 0.00E+00
371631 3754880 9.00E-04 0.00E+00 2.61E-07 0.00E+00 2.48E-08 0.00E+00 371631 3754880 3.12E-07 0.00E+00 9.04E-11 0.00E+00 8.57E-12 0.00E+00
371651 3754880 9.05E-04 0.00E+00 2.54E-07 0.00E+00 2.45E-08 0.00E+00 371651 3754880 3.13E-07 0.00E+00 8.80E-11 0.00E+00 8.49E-12 0.00E+00
371671 3754880 9.11E-04 0.00E+00 2.47E-07 0.00E+00 2.43E-08 0.00E+00 371671 3754880 3.15E-07 0.00E+00 8.56E-11 0.00E+00 8.40E-12 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371691 3754880 9.19E-04 0.00E+00 2.41E-07 0.00E+00 2.40E-08 0.00E+00 371691 3754880 3.18E-07 0.00E+00 8.34E-11 0.00E+00 8.31E-12 0.00E+00
371711 3754880 9.28E-04 0.00E+00 2.35E-07 0.00E+00 2.38E-08 0.00E+00 371711 3754880 3.21E-07 0.00E+00 8.12E-11 0.00E+00 8.22E-12 0.00E+00
371731 3754880 9.40E-04 0.00E+00 2.29E-07 0.00E+00 2.35E-08 0.00E+00 371731 3754880 3.25E-07 0.00E+00 7.92E-11 0.00E+00 8.14E-12 0.00E+00
371751 3754880 9.54E-04 0.00E+00 2.23E-07 0.00E+00 2.33E-08 0.00E+00 371751 3754880 3.30E-07 0.00E+00 7.73E-11 0.00E+00 8.05E-12 0.00E+00
371771 3754880 9.69E-04 0.00E+00 2.18E-07 0.00E+00 2.30E-08 0.00E+00 371771 3754880 3.35E-07 0.00E+00 7.54E-11 0.00E+00 7.97E-12 0.00E+00
371791 3754880 9.86E-04 0.00E+00 2.13E-07 0.00E+00 2.28E-08 0.00E+00 371791 3754880 3.41E-07 0.00E+00 7.36E-11 0.00E+00 7.89E-12 0.00E+00
371811 3754880 1.00E-03 0.00E+00 2.08E-07 0.00E+00 2.26E-08 0.00E+00 371811 3754880 3.48E-07 0.00E+00 7.19E-11 0.00E+00 7.81E-12 0.00E+00
371831 3754880 1.02E-03 0.00E+00 2.03E-07 0.00E+00 2.23E-08 0.00E+00 371831 3754880 3.55E-07 0.00E+00 7.02E-11 0.00E+00 7.74E-12 0.00E+00
370571 3754900 9.52E-04 0.00E+00 1.90E-07 0.00E+00 2.10E-08 0.00E+00 370571 3754900 3.30E-07 0.00E+00 6.59E-11 0.00E+00 7.27E-12 0.00E+00
370591 3754900 9.68E-04 0.00E+00 2.00E-07 0.00E+00 2.13E-08 0.00E+00 370591 3754900 3.35E-07 0.00E+00 6.93E-11 0.00E+00 7.38E-12 0.00E+00
370611 3754900 9.84E-04 0.00E+00 2.11E-07 0.00E+00 2.17E-08 0.00E+00 370611 3754900 3.40E-07 0.00E+00 7.31E-11 0.00E+00 7.50E-12 0.00E+00
370631 3754900 9.99E-04 0.00E+00 2.23E-07 0.00E+00 2.20E-08 0.00E+00 370631 3754900 3.46E-07 0.00E+00 7.71E-11 0.00E+00 7.62E-12 0.00E+00
370651 3754900 1.02E-03 0.00E+00 2.35E-07 0.00E+00 2.23E-08 0.00E+00 370651 3754900 3.51E-07 0.00E+00 8.15E-11 0.00E+00 7.73E-12 0.00E+00
370671 3754900 1.03E-03 0.00E+00 2.49E-07 0.00E+00 2.26E-08 0.00E+00 370671 3754900 3.57E-07 0.00E+00 8.62E-11 0.00E+00 7.82E-12 0.00E+00
370691 3754900 1.05E-03 0.00E+00 2.64E-07 0.00E+00 2.28E-08 0.00E+00 370691 3754900 3.62E-07 0.00E+00 9.13E-11 0.00E+00 7.90E-12 0.00E+00
370711 3754900 1.06E-03 0.00E+00 2.79E-07 0.00E+00 2.31E-08 0.00E+00 370711 3754900 3.66E-07 0.00E+00 9.67E-11 0.00E+00 7.98E-12 0.00E+00
370731 3754900 1.07E-03 0.00E+00 2.95E-07 0.00E+00 2.32E-08 0.00E+00 370731 3754900 3.70E-07 0.00E+00 1.02E-10 0.00E+00 8.03E-12 0.00E+00
370751 3754900 1.08E-03 0.00E+00 3.13E-07 0.00E+00 2.27E-08 0.00E+00 370751 3754900 3.74E-07 0.00E+00 1.08E-10 0.00E+00 7.84E-12 0.00E+00
370771 3754900 1.09E-03 0.00E+00 3.31E-07 0.00E+00 2.22E-08 0.00E+00 370771 3754900 3.78E-07 0.00E+00 1.15E-10 0.00E+00 7.69E-12 0.00E+00
370791 3754900 1.10E-03 0.00E+00 3.51E-07 0.00E+00 2.23E-08 0.00E+00 370791 3754900 3.82E-07 0.00E+00 1.21E-10 0.00E+00 7.71E-12 0.00E+00
370811 3754900 1.12E-03 0.00E+00 3.72E-07 0.00E+00 2.24E-08 0.00E+00 370811 3754900 3.86E-07 0.00E+00 1.29E-10 0.00E+00 7.75E-12 0.00E+00
370831 3754900 1.13E-03 0.00E+00 3.94E-07 0.00E+00 2.25E-08 0.00E+00 370831 3754900 3.90E-07 0.00E+00 1.36E-10 0.00E+00 7.80E-12 0.00E+00
370851 3754900 1.14E-03 0.00E+00 4.13E-07 0.00E+00 2.26E-08 0.00E+00 370851 3754900 3.93E-07 0.00E+00 1.43E-10 0.00E+00 7.81E-12 0.00E+00
370871 3754900 1.14E-03 0.00E+00 4.29E-07 0.00E+00 2.26E-08 0.00E+00 370871 3754900 3.96E-07 0.00E+00 1.49E-10 0.00E+00 7.84E-12 0.00E+00
370891 3754900 1.15E-03 0.00E+00 4.45E-07 0.00E+00 2.28E-08 0.00E+00 370891 3754900 3.99E-07 0.00E+00 1.54E-10 0.00E+00 7.90E-12 0.00E+00
370911 3754900 1.16E-03 0.00E+00 4.56E-07 0.00E+00 2.30E-08 0.00E+00 370911 3754900 4.01E-07 0.00E+00 1.58E-10 0.00E+00 7.97E-12 0.00E+00
370931 3754900 1.17E-03 0.00E+00 4.60E-07 0.00E+00 2.32E-08 0.00E+00 370931 3754900 4.03E-07 0.00E+00 1.59E-10 0.00E+00 8.04E-12 0.00E+00
370951 3754900 1.17E-03 0.00E+00 4.56E-07 0.00E+00 2.33E-08 0.00E+00 370951 3754900 4.04E-07 0.00E+00 1.58E-10 0.00E+00 8.06E-12 0.00E+00
370971 3754900 1.16E-03 0.00E+00 4.44E-07 0.00E+00 2.31E-08 0.00E+00 370971 3754900 4.03E-07 0.00E+00 1.54E-10 0.00E+00 8.01E-12 0.00E+00
370991 3754900 1.17E-03 0.00E+00 4.39E-07 0.00E+00 2.41E-08 0.00E+00 370991 3754900 4.04E-07 0.00E+00 1.52E-10 0.00E+00 8.33E-12 0.00E+00
371011 3754900 1.18E-03 0.00E+00 4.33E-07 0.00E+00 2.61E-08 0.00E+00 371011 3754900 4.09E-07 0.00E+00 1.50E-10 0.00E+00 9.02E-12 0.00E+00
371031 3754900 1.18E-03 0.00E+00 4.27E-07 0.00E+00 2.62E-08 0.00E+00 371031 3754900 4.07E-07 0.00E+00 1.48E-10 0.00E+00 9.07E-12 0.00E+00
371051 3754900 1.17E-03 0.00E+00 4.26E-07 0.00E+00 2.64E-08 0.00E+00 371051 3754900 4.04E-07 0.00E+00 1.47E-10 0.00E+00 9.12E-12 0.00E+00
371071 3754900 1.16E-03 0.00E+00 4.27E-07 0.00E+00 2.64E-08 0.00E+00 371071 3754900 4.00E-07 0.00E+00 1.48E-10 0.00E+00 9.15E-12 0.00E+00
371091 3754900 1.14E-03 0.00E+00 4.29E-07 0.00E+00 2.65E-08 0.00E+00 371091 3754900 3.96E-07 0.00E+00 1.49E-10 0.00E+00 9.17E-12 0.00E+00
371111 3754900 1.13E-03 0.00E+00 4.32E-07 0.00E+00 2.65E-08 0.00E+00 371111 3754900 3.90E-07 0.00E+00 1.49E-10 0.00E+00 9.18E-12 0.00E+00
371131 3754900 1.11E-03 0.00E+00 4.32E-07 0.00E+00 2.65E-08 0.00E+00 371131 3754900 3.85E-07 0.00E+00 1.50E-10 0.00E+00 9.19E-12 0.00E+00
371151 3754900 1.09E-03 0.00E+00 4.31E-07 0.00E+00 2.65E-08 0.00E+00 371151 3754900 3.78E-07 0.00E+00 1.49E-10 0.00E+00 9.19E-12 0.00E+00
371171 3754900 1.07E-03 0.00E+00 4.28E-07 0.00E+00 2.65E-08 0.00E+00 371171 3754900 3.72E-07 0.00E+00 1.48E-10 0.00E+00 9.19E-12 0.00E+00
371191 3754900 1.05E-03 0.00E+00 4.23E-07 0.00E+00 2.65E-08 0.00E+00 371191 3754900 3.65E-07 0.00E+00 1.46E-10 0.00E+00 9.18E-12 0.00E+00
371211 3754900 1.03E-03 0.00E+00 4.17E-07 0.00E+00 2.65E-08 0.00E+00 371211 3754900 3.58E-07 0.00E+00 1.44E-10 0.00E+00 9.18E-12 0.00E+00
371231 3754900 1.01E-03 0.00E+00 4.09E-07 0.00E+00 2.65E-08 0.00E+00 371231 3754900 3.50E-07 0.00E+00 1.42E-10 0.00E+00 9.16E-12 0.00E+00
371251 3754900 9.92E-04 0.00E+00 4.01E-07 0.00E+00 2.64E-08 0.00E+00 371251 3754900 3.44E-07 0.00E+00 1.39E-10 0.00E+00 9.15E-12 0.00E+00
371271 3754900 9.72E-04 0.00E+00 3.92E-07 0.00E+00 2.64E-08 0.00E+00 371271 3754900 3.37E-07 0.00E+00 1.36E-10 0.00E+00 9.13E-12 0.00E+00
371291 3754900 9.53E-04 0.00E+00 3.83E-07 0.00E+00 2.63E-08 0.00E+00 371291 3754900 3.30E-07 0.00E+00 1.33E-10 0.00E+00 9.11E-12 0.00E+00
371311 3754900 9.35E-04 0.00E+00 3.74E-07 0.00E+00 2.62E-08 0.00E+00 371311 3754900 3.24E-07 0.00E+00 1.29E-10 0.00E+00 9.08E-12 0.00E+00
371331 3754900 9.18E-04 0.00E+00 3.64E-07 0.00E+00 2.61E-08 0.00E+00 371331 3754900 3.18E-07 0.00E+00 1.26E-10 0.00E+00 9.05E-12 0.00E+00
371351 3754900 9.03E-04 0.00E+00 3.55E-07 0.00E+00 2.60E-08 0.00E+00 371351 3754900 3.13E-07 0.00E+00 1.23E-10 0.00E+00 9.02E-12 0.00E+00
371371 3754900 8.89E-04 0.00E+00 3.46E-07 0.00E+00 2.59E-08 0.00E+00 371371 3754900 3.08E-07 0.00E+00 1.20E-10 0.00E+00 8.98E-12 0.00E+00
371391 3754900 8.76E-04 0.00E+00 3.36E-07 0.00E+00 2.58E-08 0.00E+00 371391 3754900 3.03E-07 0.00E+00 1.16E-10 0.00E+00 8.93E-12 0.00E+00
371411 3754900 8.65E-04 0.00E+00 3.27E-07 0.00E+00 2.57E-08 0.00E+00 371411 3754900 2.99E-07 0.00E+00 1.13E-10 0.00E+00 8.89E-12 0.00E+00
371431 3754900 8.55E-04 0.00E+00 3.19E-07 0.00E+00 2.55E-08 0.00E+00 371431 3754900 2.96E-07 0.00E+00 1.10E-10 0.00E+00 8.84E-12 0.00E+00
371451 3754900 8.47E-04 0.00E+00 3.10E-07 0.00E+00 2.54E-08 0.00E+00 371451 3754900 2.93E-07 0.00E+00 1.07E-10 0.00E+00 8.78E-12 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371471 3754900 8.41E-04 0.00E+00 3.02E-07 0.00E+00 2.52E-08 0.00E+00 371471 3754900 2.91E-07 0.00E+00 1.04E-10 0.00E+00 8.72E-12 0.00E+00
371491 3754900 8.35E-04 0.00E+00 2.94E-07 0.00E+00 2.50E-08 0.00E+00 371491 3754900 2.89E-07 0.00E+00 1.02E-10 0.00E+00 8.66E-12 0.00E+00
371511 3754900 8.31E-04 0.00E+00 2.86E-07 0.00E+00 2.48E-08 0.00E+00 371511 3754900 2.88E-07 0.00E+00 9.90E-11 0.00E+00 8.60E-12 0.00E+00
371531 3754900 8.28E-04 0.00E+00 2.78E-07 0.00E+00 2.47E-08 0.00E+00 371531 3754900 2.87E-07 0.00E+00 9.64E-11 0.00E+00 8.54E-12 0.00E+00
371551 3754900 8.26E-04 0.00E+00 2.71E-07 0.00E+00 2.45E-08 0.00E+00 371551 3754900 2.86E-07 0.00E+00 9.39E-11 0.00E+00 8.47E-12 0.00E+00
371571 3754900 8.25E-04 0.00E+00 2.64E-07 0.00E+00 2.43E-08 0.00E+00 371571 3754900 2.86E-07 0.00E+00 9.14E-11 0.00E+00 8.40E-12 0.00E+00
371591 3754900 8.25E-04 0.00E+00 2.57E-07 0.00E+00 2.40E-08 0.00E+00 371591 3754900 2.86E-07 0.00E+00 8.91E-11 0.00E+00 8.32E-12 0.00E+00
371611 3754900 8.26E-04 0.00E+00 2.51E-07 0.00E+00 2.38E-08 0.00E+00 371611 3754900 2.86E-07 0.00E+00 8.69E-11 0.00E+00 8.25E-12 0.00E+00
371631 3754900 8.28E-04 0.00E+00 2.45E-07 0.00E+00 2.36E-08 0.00E+00 371631 3754900 2.87E-07 0.00E+00 8.47E-11 0.00E+00 8.17E-12 0.00E+00
371651 3754900 8.32E-04 0.00E+00 2.38E-07 0.00E+00 2.34E-08 0.00E+00 371651 3754900 2.88E-07 0.00E+00 8.25E-11 0.00E+00 8.09E-12 0.00E+00
371671 3754900 8.36E-04 0.00E+00 2.33E-07 0.00E+00 2.31E-08 0.00E+00 371671 3754900 2.89E-07 0.00E+00 8.05E-11 0.00E+00 8.01E-12 0.00E+00
371691 3754900 8.42E-04 0.00E+00 2.27E-07 0.00E+00 2.29E-08 0.00E+00 371691 3754900 2.91E-07 0.00E+00 7.86E-11 0.00E+00 7.93E-12 0.00E+00
371711 3754900 8.49E-04 0.00E+00 2.22E-07 0.00E+00 2.27E-08 0.00E+00 371711 3754900 2.94E-07 0.00E+00 7.67E-11 0.00E+00 7.85E-12 0.00E+00
371731 3754900 8.59E-04 0.00E+00 2.17E-07 0.00E+00 2.24E-08 0.00E+00 371731 3754900 2.97E-07 0.00E+00 7.50E-11 0.00E+00 7.77E-12 0.00E+00
371751 3754900 8.69E-04 0.00E+00 2.12E-07 0.00E+00 2.22E-08 0.00E+00 371751 3754900 3.01E-07 0.00E+00 7.33E-11 0.00E+00 7.69E-12 0.00E+00
371771 3754900 8.81E-04 0.00E+00 2.07E-07 0.00E+00 2.20E-08 0.00E+00 371771 3754900 3.05E-07 0.00E+00 7.16E-11 0.00E+00 7.61E-12 0.00E+00
371791 3754900 8.95E-04 0.00E+00 2.02E-07 0.00E+00 2.18E-08 0.00E+00 371791 3754900 3.10E-07 0.00E+00 7.00E-11 0.00E+00 7.54E-12 0.00E+00
371811 3754900 9.10E-04 0.00E+00 1.98E-07 0.00E+00 2.15E-08 0.00E+00 371811 3754900 3.15E-07 0.00E+00 6.84E-11 0.00E+00 7.46E-12 0.00E+00
371831 3754900 9.26E-04 0.00E+00 1.93E-07 0.00E+00 2.13E-08 0.00E+00 371831 3754900 3.21E-07 0.00E+00 6.69E-11 0.00E+00 7.39E-12 0.00E+00
370571 3754920 9.09E-04 0.00E+00 1.79E-07 0.00E+00 2.02E-08 0.00E+00 370571 3754920 3.15E-07 0.00E+00 6.21E-11 0.00E+00 7.00E-12 0.00E+00
370591 3754920 9.24E-04 0.00E+00 1.88E-07 0.00E+00 2.05E-08 0.00E+00 370591 3754920 3.20E-07 0.00E+00 6.51E-11 0.00E+00 7.11E-12 0.00E+00
370611 3754920 9.38E-04 0.00E+00 1.97E-07 0.00E+00 2.08E-08 0.00E+00 370611 3754920 3.25E-07 0.00E+00 6.83E-11 0.00E+00 7.21E-12 0.00E+00
370631 3754920 9.52E-04 0.00E+00 2.07E-07 0.00E+00 2.11E-08 0.00E+00 370631 3754920 3.29E-07 0.00E+00 7.18E-11 0.00E+00 7.31E-12 0.00E+00
370651 3754920 9.65E-04 0.00E+00 2.18E-07 0.00E+00 2.14E-08 0.00E+00 370651 3754920 3.34E-07 0.00E+00 7.55E-11 0.00E+00 7.40E-12 0.00E+00
370671 3754920 9.79E-04 0.00E+00 2.30E-07 0.00E+00 2.17E-08 0.00E+00 370671 3754920 3.39E-07 0.00E+00 7.95E-11 0.00E+00 7.50E-12 0.00E+00
370691 3754920 9.92E-04 0.00E+00 2.42E-07 0.00E+00 2.19E-08 0.00E+00 370691 3754920 3.43E-07 0.00E+00 8.37E-11 0.00E+00 7.59E-12 0.00E+00
370711 3754920 1.00E-03 0.00E+00 2.55E-07 0.00E+00 2.22E-08 0.00E+00 370711 3754920 3.47E-07 0.00E+00 8.82E-11 0.00E+00 7.67E-12 0.00E+00
370731 3754920 1.01E-03 0.00E+00 2.67E-07 0.00E+00 2.24E-08 0.00E+00 370731 3754920 3.51E-07 0.00E+00 9.25E-11 0.00E+00 7.74E-12 0.00E+00
370751 3754920 1.02E-03 0.00E+00 2.81E-07 0.00E+00 2.19E-08 0.00E+00 370751 3754920 3.54E-07 0.00E+00 9.71E-11 0.00E+00 7.58E-12 0.00E+00
370771 3754920 1.03E-03 0.00E+00 2.95E-07 0.00E+00 2.16E-08 0.00E+00 370771 3754920 3.58E-07 0.00E+00 1.02E-10 0.00E+00 7.47E-12 0.00E+00
370791 3754920 1.04E-03 0.00E+00 3.09E-07 0.00E+00 2.15E-08 0.00E+00 370791 3754920 3.61E-07 0.00E+00 1.07E-10 0.00E+00 7.43E-12 0.00E+00
370811 3754920 1.05E-03 0.00E+00 3.23E-07 0.00E+00 2.15E-08 0.00E+00 370811 3754920 3.64E-07 0.00E+00 1.12E-10 0.00E+00 7.43E-12 0.00E+00
370831 3754920 1.06E-03 0.00E+00 3.37E-07 0.00E+00 2.16E-08 0.00E+00 370831 3754920 3.67E-07 0.00E+00 1.17E-10 0.00E+00 7.47E-12 0.00E+00
370851 3754920 1.07E-03 0.00E+00 3.48E-07 0.00E+00 2.15E-08 0.00E+00 370851 3754920 3.69E-07 0.00E+00 1.20E-10 0.00E+00 7.46E-12 0.00E+00
370871 3754920 1.07E-03 0.00E+00 3.57E-07 0.00E+00 2.16E-08 0.00E+00 370871 3754920 3.71E-07 0.00E+00 1.23E-10 0.00E+00 7.47E-12 0.00E+00
370891 3754920 1.08E-03 0.00E+00 3.64E-07 0.00E+00 2.17E-08 0.00E+00 370891 3754920 3.73E-07 0.00E+00 1.26E-10 0.00E+00 7.51E-12 0.00E+00
370911 3754920 1.08E-03 0.00E+00 3.70E-07 0.00E+00 2.19E-08 0.00E+00 370911 3754920 3.75E-07 0.00E+00 1.28E-10 0.00E+00 7.57E-12 0.00E+00
370931 3754920 1.09E-03 0.00E+00 3.73E-07 0.00E+00 2.21E-08 0.00E+00 370931 3754920 3.76E-07 0.00E+00 1.29E-10 0.00E+00 7.64E-12 0.00E+00
370951 3754920 1.09E-03 0.00E+00 3.71E-07 0.00E+00 2.21E-08 0.00E+00 370951 3754920 3.76E-07 0.00E+00 1.28E-10 0.00E+00 7.66E-12 0.00E+00
370971 3754920 1.08E-03 0.00E+00 3.62E-07 0.00E+00 2.20E-08 0.00E+00 370971 3754920 3.75E-07 0.00E+00 1.25E-10 0.00E+00 7.63E-12 0.00E+00
370991 3754920 1.09E-03 0.00E+00 3.60E-07 0.00E+00 2.32E-08 0.00E+00 370991 3754920 3.76E-07 0.00E+00 1.25E-10 0.00E+00 8.02E-12 0.00E+00
371011 3754920 1.09E-03 0.00E+00 3.55E-07 0.00E+00 2.45E-08 0.00E+00 371011 3754920 3.76E-07 0.00E+00 1.23E-10 0.00E+00 8.50E-12 0.00E+00
371031 3754920 1.09E-03 0.00E+00 3.50E-07 0.00E+00 2.47E-08 0.00E+00 371031 3754920 3.77E-07 0.00E+00 1.21E-10 0.00E+00 8.57E-12 0.00E+00
371051 3754920 1.08E-03 0.00E+00 3.46E-07 0.00E+00 2.50E-08 0.00E+00 371051 3754920 3.74E-07 0.00E+00 1.20E-10 0.00E+00 8.65E-12 0.00E+00
371071 3754920 1.07E-03 0.00E+00 3.44E-07 0.00E+00 2.51E-08 0.00E+00 371071 3754920 3.70E-07 0.00E+00 1.19E-10 0.00E+00 8.70E-12 0.00E+00
371091 3754920 1.06E-03 0.00E+00 3.45E-07 0.00E+00 2.52E-08 0.00E+00 371091 3754920 3.65E-07 0.00E+00 1.19E-10 0.00E+00 8.72E-12 0.00E+00
371111 3754920 1.04E-03 0.00E+00 3.46E-07 0.00E+00 2.52E-08 0.00E+00 371111 3754920 3.60E-07 0.00E+00 1.20E-10 0.00E+00 8.73E-12 0.00E+00
371131 3754920 1.02E-03 0.00E+00 3.48E-07 0.00E+00 2.52E-08 0.00E+00 371131 3754920 3.55E-07 0.00E+00 1.21E-10 0.00E+00 8.73E-12 0.00E+00
371151 3754920 1.01E-03 0.00E+00 3.49E-07 0.00E+00 2.52E-08 0.00E+00 371151 3754920 3.49E-07 0.00E+00 1.21E-10 0.00E+00 8.73E-12 0.00E+00
371171 3754920 9.90E-04 0.00E+00 3.50E-07 0.00E+00 2.52E-08 0.00E+00 371171 3754920 3.43E-07 0.00E+00 1.21E-10 0.00E+00 8.73E-12 0.00E+00
371191 3754920 9.72E-04 0.00E+00 3.49E-07 0.00E+00 2.52E-08 0.00E+00 371191 3754920 3.36E-07 0.00E+00 1.21E-10 0.00E+00 8.73E-12 0.00E+00
371211 3754920 9.53E-04 0.00E+00 3.47E-07 0.00E+00 2.52E-08 0.00E+00 371211 3754920 3.30E-07 0.00E+00 1.20E-10 0.00E+00 8.72E-12 0.00E+00
371231 3754920 9.35E-04 0.00E+00 3.44E-07 0.00E+00 2.52E-08 0.00E+00 371231 3754920 3.24E-07 0.00E+00 1.19E-10 0.00E+00 8.71E-12 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371251 3754920 9.16E-04 0.00E+00 3.40E-07 0.00E+00 2.51E-08 0.00E+00 371251 3754920 3.17E-07 0.00E+00 1.18E-10 0.00E+00 8.70E-12 0.00E+00
371271 3754920 8.98E-04 0.00E+00 3.36E-07 0.00E+00 2.51E-08 0.00E+00 371271 3754920 3.11E-07 0.00E+00 1.16E-10 0.00E+00 8.68E-12 0.00E+00
371291 3754920 8.81E-04 0.00E+00 3.31E-07 0.00E+00 2.50E-08 0.00E+00 371291 3754920 3.05E-07 0.00E+00 1.14E-10 0.00E+00 8.66E-12 0.00E+00
371311 3754920 8.65E-04 0.00E+00 3.25E-07 0.00E+00 2.49E-08 0.00E+00 371311 3754920 2.99E-07 0.00E+00 1.13E-10 0.00E+00 8.63E-12 0.00E+00
371331 3754920 8.50E-04 0.00E+00 3.19E-07 0.00E+00 2.49E-08 0.00E+00 371331 3754920 2.94E-07 0.00E+00 1.10E-10 0.00E+00 8.60E-12 0.00E+00
371351 3754920 8.36E-04 0.00E+00 3.13E-07 0.00E+00 2.48E-08 0.00E+00 371351 3754920 2.89E-07 0.00E+00 1.08E-10 0.00E+00 8.57E-12 0.00E+00
371371 3754920 8.23E-04 0.00E+00 3.07E-07 0.00E+00 2.47E-08 0.00E+00 371371 3754920 2.85E-07 0.00E+00 1.06E-10 0.00E+00 8.54E-12 0.00E+00
371391 3754920 8.12E-04 0.00E+00 3.00E-07 0.00E+00 2.45E-08 0.00E+00 371391 3754920 2.81E-07 0.00E+00 1.04E-10 0.00E+00 8.50E-12 0.00E+00
371411 3754920 8.02E-04 0.00E+00 2.94E-07 0.00E+00 2.44E-08 0.00E+00 371411 3754920 2.78E-07 0.00E+00 1.02E-10 0.00E+00 8.45E-12 0.00E+00
371431 3754920 7.93E-04 0.00E+00 2.87E-07 0.00E+00 2.43E-08 0.00E+00 371431 3754920 2.75E-07 0.00E+00 9.94E-11 0.00E+00 8.41E-12 0.00E+00
371451 3754920 7.86E-04 0.00E+00 2.81E-07 0.00E+00 2.41E-08 0.00E+00 371451 3754920 2.72E-07 0.00E+00 9.72E-11 0.00E+00 8.36E-12 0.00E+00
371471 3754920 7.79E-04 0.00E+00 2.74E-07 0.00E+00 2.40E-08 0.00E+00 371471 3754920 2.70E-07 0.00E+00 9.50E-11 0.00E+00 8.30E-12 0.00E+00
371491 3754920 7.74E-04 0.00E+00 2.68E-07 0.00E+00 2.38E-08 0.00E+00 371491 3754920 2.68E-07 0.00E+00 9.28E-11 0.00E+00 8.25E-12 0.00E+00
371511 3754920 7.70E-04 0.00E+00 2.62E-07 0.00E+00 2.37E-08 0.00E+00 371511 3754920 2.67E-07 0.00E+00 9.07E-11 0.00E+00 8.19E-12 0.00E+00
371531 3754920 7.67E-04 0.00E+00 2.56E-07 0.00E+00 2.35E-08 0.00E+00 371531 3754920 2.66E-07 0.00E+00 8.86E-11 0.00E+00 8.13E-12 0.00E+00
371551 3754920 7.65E-04 0.00E+00 2.50E-07 0.00E+00 2.33E-08 0.00E+00 371551 3754920 2.65E-07 0.00E+00 8.66E-11 0.00E+00 8.07E-12 0.00E+00
371571 3754920 7.64E-04 0.00E+00 2.44E-07 0.00E+00 2.31E-08 0.00E+00 371571 3754920 2.64E-07 0.00E+00 8.46E-11 0.00E+00 8.00E-12 0.00E+00
371591 3754920 7.63E-04 0.00E+00 2.39E-07 0.00E+00 2.29E-08 0.00E+00 371591 3754920 2.64E-07 0.00E+00 8.27E-11 0.00E+00 7.94E-12 0.00E+00
371611 3754920 7.64E-04 0.00E+00 2.33E-07 0.00E+00 2.27E-08 0.00E+00 371611 3754920 2.65E-07 0.00E+00 8.08E-11 0.00E+00 7.87E-12 0.00E+00
371631 3754920 7.66E-04 0.00E+00 2.28E-07 0.00E+00 2.25E-08 0.00E+00 371631 3754920 2.65E-07 0.00E+00 7.90E-11 0.00E+00 7.80E-12 0.00E+00
371651 3754920 7.68E-04 0.00E+00 2.23E-07 0.00E+00 2.23E-08 0.00E+00 371651 3754920 2.66E-07 0.00E+00 7.72E-11 0.00E+00 7.73E-12 0.00E+00
371671 3754920 7.71E-04 0.00E+00 2.18E-07 0.00E+00 2.21E-08 0.00E+00 371671 3754920 2.67E-07 0.00E+00 7.55E-11 0.00E+00 7.65E-12 0.00E+00
371691 3754920 7.76E-04 0.00E+00 2.13E-07 0.00E+00 2.19E-08 0.00E+00 371691 3754920 2.69E-07 0.00E+00 7.39E-11 0.00E+00 7.58E-12 0.00E+00
371711 3754920 7.81E-04 0.00E+00 2.09E-07 0.00E+00 2.17E-08 0.00E+00 371711 3754920 2.71E-07 0.00E+00 7.22E-11 0.00E+00 7.50E-12 0.00E+00
371731 3754920 7.88E-04 0.00E+00 2.04E-07 0.00E+00 2.15E-08 0.00E+00 371731 3754920 2.73E-07 0.00E+00 7.07E-11 0.00E+00 7.43E-12 0.00E+00
371751 3754920 7.96E-04 0.00E+00 2.00E-07 0.00E+00 2.12E-08 0.00E+00 371751 3754920 2.76E-07 0.00E+00 6.92E-11 0.00E+00 7.35E-12 0.00E+00
371771 3754920 8.06E-04 0.00E+00 1.96E-07 0.00E+00 2.10E-08 0.00E+00 371771 3754920 2.79E-07 0.00E+00 6.77E-11 0.00E+00 7.28E-12 0.00E+00
371791 3754920 8.16E-04 0.00E+00 1.91E-07 0.00E+00 2.08E-08 0.00E+00 371791 3754920 2.83E-07 0.00E+00 6.63E-11 0.00E+00 7.21E-12 0.00E+00
371811 3754920 8.29E-04 0.00E+00 1.88E-07 0.00E+00 2.06E-08 0.00E+00 371811 3754920 2.87E-07 0.00E+00 6.49E-11 0.00E+00 7.14E-12 0.00E+00
371831 3754920 8.42E-04 0.00E+00 1.84E-07 0.00E+00 2.04E-08 0.00E+00 371831 3754920 2.92E-07 0.00E+00 6.36E-11 0.00E+00 7.07E-12 0.00E+00
370571 3754940 8.65E-04 0.00E+00 1.68E-07 0.00E+00 1.95E-08 0.00E+00 370571 3754940 2.99E-07 0.00E+00 5.80E-11 0.00E+00 6.74E-12 0.00E+00
370591 3754940 8.77E-04 0.00E+00 1.75E-07 0.00E+00 1.98E-08 0.00E+00 370591 3754940 3.04E-07 0.00E+00 6.06E-11 0.00E+00 6.84E-12 0.00E+00
370611 3754940 8.90E-04 0.00E+00 1.84E-07 0.00E+00 2.00E-08 0.00E+00 370611 3754940 3.08E-07 0.00E+00 6.35E-11 0.00E+00 6.93E-12 0.00E+00
370631 3754940 9.03E-04 0.00E+00 1.92E-07 0.00E+00 2.03E-08 0.00E+00 370631 3754940 3.13E-07 0.00E+00 6.66E-11 0.00E+00 7.03E-12 0.00E+00
370651 3754940 9.16E-04 0.00E+00 2.02E-07 0.00E+00 2.06E-08 0.00E+00 370651 3754940 3.17E-07 0.00E+00 6.98E-11 0.00E+00 7.12E-12 0.00E+00
370671 3754940 9.28E-04 0.00E+00 2.11E-07 0.00E+00 2.08E-08 0.00E+00 370671 3754940 3.21E-07 0.00E+00 7.32E-11 0.00E+00 7.21E-12 0.00E+00
370691 3754940 9.40E-04 0.00E+00 2.22E-07 0.00E+00 2.11E-08 0.00E+00 370691 3754940 3.26E-07 0.00E+00 7.67E-11 0.00E+00 7.30E-12 0.00E+00
370711 3754940 9.51E-04 0.00E+00 2.32E-07 0.00E+00 2.13E-08 0.00E+00 370711 3754940 3.29E-07 0.00E+00 8.03E-11 0.00E+00 7.37E-12 0.00E+00
370731 3754940 9.60E-04 0.00E+00 2.42E-07 0.00E+00 2.15E-08 0.00E+00 370731 3754940 3.32E-07 0.00E+00 8.39E-11 0.00E+00 7.44E-12 0.00E+00
370751 3754940 9.69E-04 0.00E+00 2.53E-07 0.00E+00 2.16E-08 0.00E+00 370751 3754940 3.36E-07 0.00E+00 8.76E-11 0.00E+00 7.48E-12 0.00E+00
370771 3754940 9.78E-04 0.00E+00 2.64E-07 0.00E+00 2.13E-08 0.00E+00 370771 3754940 3.39E-07 0.00E+00 9.12E-11 0.00E+00 7.36E-12 0.00E+00
370791 3754940 9.86E-04 0.00E+00 2.74E-07 0.00E+00 2.11E-08 0.00E+00 370791 3754940 3.41E-07 0.00E+00 9.49E-11 0.00E+00 7.29E-12 0.00E+00
370811 3754940 9.92E-04 0.00E+00 2.84E-07 0.00E+00 2.07E-08 0.00E+00 370811 3754940 3.44E-07 0.00E+00 9.83E-11 0.00E+00 7.18E-12 0.00E+00
370831 3754940 9.98E-04 0.00E+00 2.93E-07 0.00E+00 2.07E-08 0.00E+00 370831 3754940 3.45E-07 0.00E+00 1.01E-10 0.00E+00 7.17E-12 0.00E+00
370851 3754940 1.00E-03 0.00E+00 2.99E-07 0.00E+00 2.07E-08 0.00E+00 370851 3754940 3.47E-07 0.00E+00 1.04E-10 0.00E+00 7.17E-12 0.00E+00
370871 3754940 1.01E-03 0.00E+00 3.04E-07 0.00E+00 2.07E-08 0.00E+00 370871 3754940 3.48E-07 0.00E+00 1.05E-10 0.00E+00 7.16E-12 0.00E+00
370891 3754940 1.01E-03 0.00E+00 3.07E-07 0.00E+00 2.07E-08 0.00E+00 370891 3754940 3.49E-07 0.00E+00 1.06E-10 0.00E+00 7.17E-12 0.00E+00
370911 3754940 1.01E-03 0.00E+00 3.10E-07 0.00E+00 2.08E-08 0.00E+00 370911 3754940 3.50E-07 0.00E+00 1.07E-10 0.00E+00 7.22E-12 0.00E+00
370931 3754940 1.01E-03 0.00E+00 3.12E-07 0.00E+00 2.10E-08 0.00E+00 370931 3754940 3.51E-07 0.00E+00 1.08E-10 0.00E+00 7.28E-12 0.00E+00
370951 3754940 1.01E-03 0.00E+00 3.10E-07 0.00E+00 2.11E-08 0.00E+00 370951 3754940 3.50E-07 0.00E+00 1.07E-10 0.00E+00 7.29E-12 0.00E+00
370971 3754940 1.01E-03 0.00E+00 3.05E-07 0.00E+00 2.11E-08 0.00E+00 370971 3754940 3.49E-07 0.00E+00 1.06E-10 0.00E+00 7.29E-12 0.00E+00
370991 3754940 1.01E-03 0.00E+00 3.01E-07 0.00E+00 2.12E-08 0.00E+00 370991 3754940 3.48E-07 0.00E+00 1.04E-10 0.00E+00 7.35E-12 0.00E+00
371011 3754940 1.01E-03 0.00E+00 3.00E-07 0.00E+00 2.34E-08 0.00E+00 371011 3754940 3.50E-07 0.00E+00 1.04E-10 0.00E+00 8.10E-12 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371031 3754940 1.01E-03 0.00E+00 2.96E-07 0.00E+00 2.36E-08 0.00E+00 371031 3754940 3.49E-07 0.00E+00 1.02E-10 0.00E+00 8.18E-12 0.00E+00
371051 3754940 1.00E-03 0.00E+00 2.91E-07 0.00E+00 2.38E-08 0.00E+00 371051 3754940 3.46E-07 0.00E+00 1.01E-10 0.00E+00 8.25E-12 0.00E+00
371071 3754940 9.89E-04 0.00E+00 2.88E-07 0.00E+00 2.40E-08 0.00E+00 371071 3754940 3.42E-07 0.00E+00 9.97E-11 0.00E+00 8.29E-12 0.00E+00
371091 3754940 9.77E-04 0.00E+00 2.87E-07 0.00E+00 2.40E-08 0.00E+00 371091 3754940 3.38E-07 0.00E+00 9.92E-11 0.00E+00 8.30E-12 0.00E+00
371111 3754940 9.63E-04 0.00E+00 2.87E-07 0.00E+00 2.40E-08 0.00E+00 371111 3754940 3.33E-07 0.00E+00 9.93E-11 0.00E+00 8.31E-12 0.00E+00
371131 3754940 9.48E-04 0.00E+00 2.88E-07 0.00E+00 2.40E-08 0.00E+00 371131 3754940 3.28E-07 0.00E+00 9.96E-11 0.00E+00 8.31E-12 0.00E+00
371151 3754940 9.32E-04 0.00E+00 2.89E-07 0.00E+00 2.40E-08 0.00E+00 371151 3754940 3.23E-07 0.00E+00 1.00E-10 0.00E+00 8.31E-12 0.00E+00
371171 3754940 9.16E-04 0.00E+00 2.90E-07 0.00E+00 2.40E-08 0.00E+00 371171 3754940 3.17E-07 0.00E+00 1.00E-10 0.00E+00 8.31E-12 0.00E+00
371191 3754940 8.99E-04 0.00E+00 2.91E-07 0.00E+00 2.40E-08 0.00E+00 371191 3754940 3.11E-07 0.00E+00 1.01E-10 0.00E+00 8.31E-12 0.00E+00
371211 3754940 8.82E-04 0.00E+00 2.91E-07 0.00E+00 2.40E-08 0.00E+00 371211 3754940 3.05E-07 0.00E+00 1.01E-10 0.00E+00 8.30E-12 0.00E+00
371231 3754940 8.65E-04 0.00E+00 2.90E-07 0.00E+00 2.39E-08 0.00E+00 371231 3754940 2.99E-07 0.00E+00 1.00E-10 0.00E+00 8.29E-12 0.00E+00
371251 3754940 8.49E-04 0.00E+00 2.89E-07 0.00E+00 2.39E-08 0.00E+00 371251 3754940 2.94E-07 0.00E+00 1.00E-10 0.00E+00 8.27E-12 0.00E+00
371271 3754940 8.33E-04 0.00E+00 2.87E-07 0.00E+00 2.39E-08 0.00E+00 371271 3754940 2.88E-07 0.00E+00 9.94E-11 0.00E+00 8.26E-12 0.00E+00
371291 3754940 8.17E-04 0.00E+00 2.85E-07 0.00E+00 2.38E-08 0.00E+00 371291 3754940 2.83E-07 0.00E+00 9.86E-11 0.00E+00 8.24E-12 0.00E+00
371311 3754940 8.02E-04 0.00E+00 2.82E-07 0.00E+00 2.37E-08 0.00E+00 371311 3754940 2.78E-07 0.00E+00 9.75E-11 0.00E+00 8.22E-12 0.00E+00
371331 3754940 7.89E-04 0.00E+00 2.78E-07 0.00E+00 2.37E-08 0.00E+00 371331 3754940 2.73E-07 0.00E+00 9.64E-11 0.00E+00 8.19E-12 0.00E+00
371351 3754940 7.76E-04 0.00E+00 2.75E-07 0.00E+00 2.36E-08 0.00E+00 371351 3754940 2.69E-07 0.00E+00 9.51E-11 0.00E+00 8.16E-12 0.00E+00
371371 3754940 7.65E-04 0.00E+00 2.71E-07 0.00E+00 2.35E-08 0.00E+00 371371 3754940 2.65E-07 0.00E+00 9.37E-11 0.00E+00 8.13E-12 0.00E+00
371391 3754940 7.55E-04 0.00E+00 2.66E-07 0.00E+00 2.34E-08 0.00E+00 371391 3754940 2.61E-07 0.00E+00 9.22E-11 0.00E+00 8.09E-12 0.00E+00
371411 3754940 7.45E-04 0.00E+00 2.62E-07 0.00E+00 2.33E-08 0.00E+00 371411 3754940 2.58E-07 0.00E+00 9.07E-11 0.00E+00 8.05E-12 0.00E+00
371431 3754940 7.37E-04 0.00E+00 2.58E-07 0.00E+00 2.31E-08 0.00E+00 371431 3754940 2.55E-07 0.00E+00 8.92E-11 0.00E+00 8.01E-12 0.00E+00
371451 3754940 7.30E-04 0.00E+00 2.53E-07 0.00E+00 2.30E-08 0.00E+00 371451 3754940 2.53E-07 0.00E+00 8.76E-11 0.00E+00 7.96E-12 0.00E+00
371471 3754940 7.24E-04 0.00E+00 2.48E-07 0.00E+00 2.29E-08 0.00E+00 371471 3754940 2.51E-07 0.00E+00 8.59E-11 0.00E+00 7.92E-12 0.00E+00
371491 3754940 7.19E-04 0.00E+00 2.44E-07 0.00E+00 2.27E-08 0.00E+00 371491 3754940 2.49E-07 0.00E+00 8.43E-11 0.00E+00 7.87E-12 0.00E+00
371511 3754940 7.16E-04 0.00E+00 2.39E-07 0.00E+00 2.26E-08 0.00E+00 371511 3754940 2.48E-07 0.00E+00 8.27E-11 0.00E+00 7.81E-12 0.00E+00
371531 3754940 7.13E-04 0.00E+00 2.34E-07 0.00E+00 2.24E-08 0.00E+00 371531 3754940 2.47E-07 0.00E+00 8.11E-11 0.00E+00 7.76E-12 0.00E+00
371551 3754940 7.11E-04 0.00E+00 2.30E-07 0.00E+00 2.22E-08 0.00E+00 371551 3754940 2.46E-07 0.00E+00 7.95E-11 0.00E+00 7.70E-12 0.00E+00
371571 3754940 7.09E-04 0.00E+00 2.25E-07 0.00E+00 2.21E-08 0.00E+00 371571 3754940 2.45E-07 0.00E+00 7.79E-11 0.00E+00 7.64E-12 0.00E+00
371591 3754940 7.08E-04 0.00E+00 2.21E-07 0.00E+00 2.19E-08 0.00E+00 371591 3754940 2.45E-07 0.00E+00 7.64E-11 0.00E+00 7.58E-12 0.00E+00
371611 3754940 7.09E-04 0.00E+00 2.16E-07 0.00E+00 2.17E-08 0.00E+00 371611 3754940 2.45E-07 0.00E+00 7.49E-11 0.00E+00 7.52E-12 0.00E+00
371631 3754940 7.10E-04 0.00E+00 2.12E-07 0.00E+00 2.15E-08 0.00E+00 371631 3754940 2.46E-07 0.00E+00 7.34E-11 0.00E+00 7.45E-12 0.00E+00
371651 3754940 7.11E-04 0.00E+00 2.08E-07 0.00E+00 2.13E-08 0.00E+00 371651 3754940 2.46E-07 0.00E+00 7.19E-11 0.00E+00 7.39E-12 0.00E+00
371671 3754940 7.14E-04 0.00E+00 2.04E-07 0.00E+00 2.11E-08 0.00E+00 371671 3754940 2.47E-07 0.00E+00 7.05E-11 0.00E+00 7.32E-12 0.00E+00
371691 3754940 7.17E-04 0.00E+00 2.00E-07 0.00E+00 2.09E-08 0.00E+00 371691 3754940 2.48E-07 0.00E+00 6.91E-11 0.00E+00 7.25E-12 0.00E+00
371711 3754940 7.21E-04 0.00E+00 1.96E-07 0.00E+00 2.07E-08 0.00E+00 371711 3754940 2.50E-07 0.00E+00 6.77E-11 0.00E+00 7.18E-12 0.00E+00
371731 3754940 7.27E-04 0.00E+00 1.92E-07 0.00E+00 2.05E-08 0.00E+00 371731 3754940 2.51E-07 0.00E+00 6.64E-11 0.00E+00 7.11E-12 0.00E+00
371751 3754940 7.33E-04 0.00E+00 1.88E-07 0.00E+00 2.03E-08 0.00E+00 371751 3754940 2.54E-07 0.00E+00 6.51E-11 0.00E+00 7.04E-12 0.00E+00
371771 3754940 7.40E-04 0.00E+00 1.84E-07 0.00E+00 2.01E-08 0.00E+00 371771 3754940 2.56E-07 0.00E+00 6.38E-11 0.00E+00 6.97E-12 0.00E+00
371791 3754940 7.49E-04 0.00E+00 1.81E-07 0.00E+00 1.99E-08 0.00E+00 371791 3754940 2.59E-07 0.00E+00 6.26E-11 0.00E+00 6.90E-12 0.00E+00
371811 3754940 7.59E-04 0.00E+00 1.77E-07 0.00E+00 1.97E-08 0.00E+00 371811 3754940 2.63E-07 0.00E+00 6.14E-11 0.00E+00 6.83E-12 0.00E+00
371831 3754940 7.69E-04 0.00E+00 1.74E-07 0.00E+00 1.96E-08 0.00E+00 371831 3754940 2.66E-07 0.00E+00 6.02E-11 0.00E+00 6.77E-12 0.00E+00
370571 3754960 8.24E-04 0.00E+00 1.56E-07 0.00E+00 1.80E-08 0.00E+00 370571 3754960 2.85E-07 0.00E+00 5.40E-11 0.00E+00 6.24E-12 0.00E+00
370591 3754960 8.34E-04 0.00E+00 1.63E-07 0.00E+00 1.81E-08 0.00E+00 370591 3754960 2.89E-07 0.00E+00 5.63E-11 0.00E+00 6.28E-12 0.00E+00
370611 3754960 8.45E-04 0.00E+00 1.70E-07 0.00E+00 1.85E-08 0.00E+00 370611 3754960 2.93E-07 0.00E+00 5.87E-11 0.00E+00 6.40E-12 0.00E+00
370631 3754960 8.57E-04 0.00E+00 1.78E-07 0.00E+00 1.91E-08 0.00E+00 370631 3754960 2.97E-07 0.00E+00 6.14E-11 0.00E+00 6.61E-12 0.00E+00
370651 3754960 8.69E-04 0.00E+00 1.85E-07 0.00E+00 1.95E-08 0.00E+00 370651 3754960 3.01E-07 0.00E+00 6.42E-11 0.00E+00 6.76E-12 0.00E+00
370671 3754960 8.80E-04 0.00E+00 1.94E-07 0.00E+00 2.00E-08 0.00E+00 370671 3754960 3.05E-07 0.00E+00 6.71E-11 0.00E+00 6.91E-12 0.00E+00
370691 3754960 8.90E-04 0.00E+00 2.02E-07 0.00E+00 2.02E-08 0.00E+00 370691 3754960 3.08E-07 0.00E+00 7.00E-11 0.00E+00 7.01E-12 0.00E+00
370711 3754960 9.00E-04 0.00E+00 2.11E-07 0.00E+00 2.04E-08 0.00E+00 370711 3754960 3.11E-07 0.00E+00 7.29E-11 0.00E+00 7.06E-12 0.00E+00
370731 3754960 9.08E-04 0.00E+00 2.19E-07 0.00E+00 2.03E-08 0.00E+00 370731 3754960 3.14E-07 0.00E+00 7.57E-11 0.00E+00 7.04E-12 0.00E+00
370751 3754960 9.14E-04 0.00E+00 2.26E-07 0.00E+00 1.95E-08 0.00E+00 370751 3754960 3.16E-07 0.00E+00 7.81E-11 0.00E+00 6.74E-12 0.00E+00
370771 3754960 9.23E-04 0.00E+00 2.35E-07 0.00E+00 1.98E-08 0.00E+00 370771 3754960 3.19E-07 0.00E+00 8.12E-11 0.00E+00 6.87E-12 0.00E+00
370791 3754960 9.29E-04 0.00E+00 2.42E-07 0.00E+00 1.97E-08 0.00E+00 370791 3754960 3.21E-07 0.00E+00 8.38E-11 0.00E+00 6.82E-12 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370811 3754960 9.34E-04 0.00E+00 2.49E-07 0.00E+00 1.97E-08 0.00E+00 370811 3754960 3.23E-07 0.00E+00 8.60E-11 0.00E+00 6.82E-12 0.00E+00
370831 3754960 9.38E-04 0.00E+00 2.54E-07 0.00E+00 1.97E-08 0.00E+00 370831 3754960 3.25E-07 0.00E+00 8.79E-11 0.00E+00 6.83E-12 0.00E+00
370851 3754960 9.40E-04 0.00E+00 2.56E-07 0.00E+00 1.96E-08 0.00E+00 370851 3754960 3.25E-07 0.00E+00 8.87E-11 0.00E+00 6.79E-12 0.00E+00
370871 3754960 9.41E-04 0.00E+00 2.59E-07 0.00E+00 1.96E-08 0.00E+00 370871 3754960 3.26E-07 0.00E+00 8.95E-11 0.00E+00 6.77E-12 0.00E+00
370891 3754960 9.42E-04 0.00E+00 2.60E-07 0.00E+00 1.96E-08 0.00E+00 370891 3754960 3.26E-07 0.00E+00 8.99E-11 0.00E+00 6.77E-12 0.00E+00
370911 3754960 9.43E-04 0.00E+00 2.61E-07 0.00E+00 1.96E-08 0.00E+00 370911 3754960 3.27E-07 0.00E+00 9.03E-11 0.00E+00 6.80E-12 0.00E+00
370931 3754960 9.48E-04 0.00E+00 2.66E-07 0.00E+00 2.01E-08 0.00E+00 370931 3754960 3.28E-07 0.00E+00 9.21E-11 0.00E+00 6.94E-12 0.00E+00
370951 3754960 9.45E-04 0.00E+00 2.64E-07 0.00E+00 2.01E-08 0.00E+00 370951 3754960 3.27E-07 0.00E+00 9.15E-11 0.00E+00 6.96E-12 0.00E+00
370971 3754960 9.43E-04 0.00E+00 2.62E-07 0.00E+00 2.03E-08 0.00E+00 370971 3754960 3.27E-07 0.00E+00 9.09E-11 0.00E+00 7.02E-12 0.00E+00
370991 3754960 9.48E-04 0.00E+00 2.63E-07 0.00E+00 2.23E-08 0.00E+00 370991 3754960 3.28E-07 0.00E+00 9.11E-11 0.00E+00 7.72E-12 0.00E+00
371011 3754960 9.47E-04 0.00E+00 2.59E-07 0.00E+00 2.27E-08 0.00E+00 371011 3754960 3.28E-07 0.00E+00 8.97E-11 0.00E+00 7.86E-12 0.00E+00
371031 3754960 9.39E-04 0.00E+00 2.55E-07 0.00E+00 2.28E-08 0.00E+00 371031 3754960 3.25E-07 0.00E+00 8.81E-11 0.00E+00 7.88E-12 0.00E+00
371051 3754960 9.30E-04 0.00E+00 2.50E-07 0.00E+00 2.28E-08 0.00E+00 371051 3754960 3.22E-07 0.00E+00 8.67E-11 0.00E+00 7.90E-12 0.00E+00
371071 3754960 9.18E-04 0.00E+00 2.47E-07 0.00E+00 2.28E-08 0.00E+00 371071 3754960 3.18E-07 0.00E+00 8.56E-11 0.00E+00 7.91E-12 0.00E+00
371091 3754960 9.06E-04 0.00E+00 2.45E-07 0.00E+00 2.29E-08 0.00E+00 371091 3754960 3.14E-07 0.00E+00 8.48E-11 0.00E+00 7.91E-12 0.00E+00
371111 3754960 8.93E-04 0.00E+00 2.44E-07 0.00E+00 2.29E-08 0.00E+00 371111 3754960 3.09E-07 0.00E+00 8.44E-11 0.00E+00 7.92E-12 0.00E+00
371131 3754960 8.79E-04 0.00E+00 2.44E-07 0.00E+00 2.29E-08 0.00E+00 371131 3754960 3.04E-07 0.00E+00 8.44E-11 0.00E+00 7.92E-12 0.00E+00
371151 3754960 8.65E-04 0.00E+00 2.44E-07 0.00E+00 2.29E-08 0.00E+00 371151 3754960 2.99E-07 0.00E+00 8.45E-11 0.00E+00 7.92E-12 0.00E+00
371171 3754960 8.49E-04 0.00E+00 2.45E-07 0.00E+00 2.29E-08 0.00E+00 371171 3754960 2.94E-07 0.00E+00 8.48E-11 0.00E+00 7.92E-12 0.00E+00
371191 3754960 8.34E-04 0.00E+00 2.46E-07 0.00E+00 2.29E-08 0.00E+00 371191 3754960 2.89E-07 0.00E+00 8.51E-11 0.00E+00 7.91E-12 0.00E+00
371211 3754960 8.19E-04 0.00E+00 2.46E-07 0.00E+00 2.28E-08 0.00E+00 371211 3754960 2.83E-07 0.00E+00 8.53E-11 0.00E+00 7.91E-12 0.00E+00
371231 3754960 8.03E-04 0.00E+00 2.47E-07 0.00E+00 2.28E-08 0.00E+00 371231 3754960 2.78E-07 0.00E+00 8.54E-11 0.00E+00 7.90E-12 0.00E+00
371251 3754960 7.88E-04 0.00E+00 2.47E-07 0.00E+00 2.28E-08 0.00E+00 371251 3754960 2.73E-07 0.00E+00 8.54E-11 0.00E+00 7.89E-12 0.00E+00
371271 3754960 7.73E-04 0.00E+00 2.46E-07 0.00E+00 2.27E-08 0.00E+00 371271 3754960 2.68E-07 0.00E+00 8.53E-11 0.00E+00 7.87E-12 0.00E+00
371291 3754960 7.59E-04 0.00E+00 2.46E-07 0.00E+00 2.27E-08 0.00E+00 371291 3754960 2.63E-07 0.00E+00 8.50E-11 0.00E+00 7.85E-12 0.00E+00
371311 3754960 7.46E-04 0.00E+00 2.44E-07 0.00E+00 2.26E-08 0.00E+00 371311 3754960 2.58E-07 0.00E+00 8.46E-11 0.00E+00 7.83E-12 0.00E+00
371331 3754960 7.34E-04 0.00E+00 2.43E-07 0.00E+00 2.26E-08 0.00E+00 371331 3754960 2.54E-07 0.00E+00 8.40E-11 0.00E+00 7.81E-12 0.00E+00
371351 3754960 7.23E-04 0.00E+00 2.41E-07 0.00E+00 2.25E-08 0.00E+00 371351 3754960 2.50E-07 0.00E+00 8.34E-11 0.00E+00 7.78E-12 0.00E+00
371371 3754960 7.12E-04 0.00E+00 2.39E-07 0.00E+00 2.24E-08 0.00E+00 371371 3754960 2.47E-07 0.00E+00 8.26E-11 0.00E+00 7.75E-12 0.00E+00
371391 3754960 7.03E-04 0.00E+00 2.36E-07 0.00E+00 2.23E-08 0.00E+00 371391 3754960 2.43E-07 0.00E+00 8.17E-11 0.00E+00 7.72E-12 0.00E+00
371411 3754960 6.95E-04 0.00E+00 2.33E-07 0.00E+00 2.22E-08 0.00E+00 371411 3754960 2.40E-07 0.00E+00 8.07E-11 0.00E+00 7.68E-12 0.00E+00
371431 3754960 6.87E-04 0.00E+00 2.30E-07 0.00E+00 2.21E-08 0.00E+00 371431 3754960 2.38E-07 0.00E+00 7.97E-11 0.00E+00 7.64E-12 0.00E+00
371451 3754960 6.81E-04 0.00E+00 2.27E-07 0.00E+00 2.20E-08 0.00E+00 371451 3754960 2.36E-07 0.00E+00 7.86E-11 0.00E+00 7.60E-12 0.00E+00
371471 3754960 6.75E-04 0.00E+00 2.24E-07 0.00E+00 2.18E-08 0.00E+00 371471 3754960 2.34E-07 0.00E+00 7.75E-11 0.00E+00 7.56E-12 0.00E+00
371491 3754960 6.70E-04 0.00E+00 2.20E-07 0.00E+00 2.17E-08 0.00E+00 371491 3754960 2.32E-07 0.00E+00 7.63E-11 0.00E+00 7.51E-12 0.00E+00
371511 3754960 6.67E-04 0.00E+00 2.17E-07 0.00E+00 2.15E-08 0.00E+00 371511 3754960 2.31E-07 0.00E+00 7.51E-11 0.00E+00 7.46E-12 0.00E+00
371531 3754960 6.64E-04 0.00E+00 2.14E-07 0.00E+00 2.14E-08 0.00E+00 371531 3754960 2.30E-07 0.00E+00 7.39E-11 0.00E+00 7.41E-12 0.00E+00
371551 3754960 6.62E-04 0.00E+00 2.10E-07 0.00E+00 2.13E-08 0.00E+00 371551 3754960 2.29E-07 0.00E+00 7.27E-11 0.00E+00 7.36E-12 0.00E+00
371571 3754960 6.61E-04 0.00E+00 2.07E-07 0.00E+00 2.11E-08 0.00E+00 371571 3754960 2.29E-07 0.00E+00 7.15E-11 0.00E+00 7.30E-12 0.00E+00
371591 3754960 6.60E-04 0.00E+00 2.03E-07 0.00E+00 2.09E-08 0.00E+00 371591 3754960 2.28E-07 0.00E+00 7.03E-11 0.00E+00 7.25E-12 0.00E+00
371611 3754960 6.60E-04 0.00E+00 2.00E-07 0.00E+00 2.08E-08 0.00E+00 371611 3754960 2.28E-07 0.00E+00 6.91E-11 0.00E+00 7.19E-12 0.00E+00
371631 3754960 6.60E-04 0.00E+00 1.96E-07 0.00E+00 2.06E-08 0.00E+00 371631 3754960 2.28E-07 0.00E+00 6.79E-11 0.00E+00 7.13E-12 0.00E+00
371651 3754960 6.61E-04 0.00E+00 1.93E-07 0.00E+00 2.04E-08 0.00E+00 371651 3754960 2.29E-07 0.00E+00 6.67E-11 0.00E+00 7.07E-12 0.00E+00
371671 3754960 6.63E-04 0.00E+00 1.89E-07 0.00E+00 2.02E-08 0.00E+00 371671 3754960 2.29E-07 0.00E+00 6.55E-11 0.00E+00 7.01E-12 0.00E+00
371691 3754960 6.65E-04 0.00E+00 1.86E-07 0.00E+00 2.01E-08 0.00E+00 371691 3754960 2.30E-07 0.00E+00 6.44E-11 0.00E+00 6.94E-12 0.00E+00
371711 3754960 6.68E-04 0.00E+00 1.83E-07 0.00E+00 1.99E-08 0.00E+00 371711 3754960 2.31E-07 0.00E+00 6.32E-11 0.00E+00 6.88E-12 0.00E+00
371731 3754960 6.73E-04 0.00E+00 1.79E-07 0.00E+00 1.97E-08 0.00E+00 371731 3754960 2.33E-07 0.00E+00 6.21E-11 0.00E+00 6.82E-12 0.00E+00
371751 3754960 6.77E-04 0.00E+00 1.76E-07 0.00E+00 1.95E-08 0.00E+00 371751 3754960 2.35E-07 0.00E+00 6.10E-11 0.00E+00 6.75E-12 0.00E+00
371771 3754960 6.83E-04 0.00E+00 1.73E-07 0.00E+00 1.93E-08 0.00E+00 371771 3754960 2.37E-07 0.00E+00 5.99E-11 0.00E+00 6.69E-12 0.00E+00
371791 3754960 6.90E-04 0.00E+00 1.70E-07 0.00E+00 1.91E-08 0.00E+00 371791 3754960 2.39E-07 0.00E+00 5.89E-11 0.00E+00 6.62E-12 0.00E+00
371811 3754960 6.98E-04 0.00E+00 1.67E-07 0.00E+00 1.89E-08 0.00E+00 371811 3754960 2.42E-07 0.00E+00 5.79E-11 0.00E+00 6.55E-12 0.00E+00
371831 3754960 7.07E-04 0.00E+00 1.64E-07 0.00E+00 1.88E-08 0.00E+00 371831 3754960 2.45E-07 0.00E+00 5.69E-11 0.00E+00 6.49E-12 0.00E+00
370571 3754980 7.87E-04 0.00E+00 1.46E-07 0.00E+00 1.73E-08 0.00E+00 370571 3754980 2.72E-07 0.00E+00 5.07E-11 0.00E+00 5.97E-12 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370591 3754980 7.96E-04 0.00E+00 1.52E-07 0.00E+00 1.74E-08 0.00E+00 370591 3754980 2.76E-07 0.00E+00 5.26E-11 0.00E+00 6.03E-12 0.00E+00
370611 3754980 8.06E-04 0.00E+00 1.58E-07 0.00E+00 1.76E-08 0.00E+00 370611 3754980 2.79E-07 0.00E+00 5.46E-11 0.00E+00 6.09E-12 0.00E+00
370631 3754980 8.16E-04 0.00E+00 1.64E-07 0.00E+00 1.78E-08 0.00E+00 370631 3754980 2.82E-07 0.00E+00 5.69E-11 0.00E+00 6.17E-12 0.00E+00
370651 3754980 8.25E-04 0.00E+00 1.71E-07 0.00E+00 1.80E-08 0.00E+00 370651 3754980 2.86E-07 0.00E+00 5.91E-11 0.00E+00 6.24E-12 0.00E+00
370671 3754980 8.35E-04 0.00E+00 1.78E-07 0.00E+00 1.85E-08 0.00E+00 370671 3754980 2.89E-07 0.00E+00 6.16E-11 0.00E+00 6.41E-12 0.00E+00
370691 3754980 8.45E-04 0.00E+00 1.85E-07 0.00E+00 1.90E-08 0.00E+00 370691 3754980 2.92E-07 0.00E+00 6.40E-11 0.00E+00 6.57E-12 0.00E+00
370711 3754980 8.53E-04 0.00E+00 1.92E-07 0.00E+00 1.91E-08 0.00E+00 370711 3754980 2.95E-07 0.00E+00 6.64E-11 0.00E+00 6.61E-12 0.00E+00
370731 3754980 8.60E-04 0.00E+00 1.98E-07 0.00E+00 1.90E-08 0.00E+00 370731 3754980 2.98E-07 0.00E+00 6.86E-11 0.00E+00 6.57E-12 0.00E+00
370751 3754980 8.64E-04 0.00E+00 2.03E-07 0.00E+00 1.85E-08 0.00E+00 370751 3754980 2.99E-07 0.00E+00 7.02E-11 0.00E+00 6.42E-12 0.00E+00
370771 3754980 8.71E-04 0.00E+00 2.10E-07 0.00E+00 1.87E-08 0.00E+00 370771 3754980 3.02E-07 0.00E+00 7.26E-11 0.00E+00 6.49E-12 0.00E+00
370791 3754980 8.76E-04 0.00E+00 2.15E-07 0.00E+00 1.88E-08 0.00E+00 370791 3754980 3.03E-07 0.00E+00 7.44E-11 0.00E+00 6.50E-12 0.00E+00
370811 3754980 8.79E-04 0.00E+00 2.19E-07 0.00E+00 1.88E-08 0.00E+00 370811 3754980 3.04E-07 0.00E+00 7.58E-11 0.00E+00 6.50E-12 0.00E+00
370831 3754980 8.82E-04 0.00E+00 2.22E-07 0.00E+00 1.87E-08 0.00E+00 370831 3754980 3.05E-07 0.00E+00 7.68E-11 0.00E+00 6.49E-12 0.00E+00
370851 3754980 8.82E-04 0.00E+00 2.22E-07 0.00E+00 1.86E-08 0.00E+00 370851 3754980 3.05E-07 0.00E+00 7.70E-11 0.00E+00 6.43E-12 0.00E+00
370871 3754980 8.67E-04 0.00E+00 2.23E-07 0.00E+00 1.85E-08 0.00E+00 370871 3754980 3.00E-07 0.00E+00 7.72E-11 0.00E+00 6.41E-12 0.00E+00
370891 3754980 8.68E-04 0.00E+00 2.23E-07 0.00E+00 1.85E-08 0.00E+00 370891 3754980 3.01E-07 0.00E+00 7.73E-11 0.00E+00 6.40E-12 0.00E+00
370911 3754980 8.86E-04 0.00E+00 2.28E-07 0.00E+00 1.89E-08 0.00E+00 370911 3754980 3.07E-07 0.00E+00 7.89E-11 0.00E+00 6.53E-12 0.00E+00
370931 3754980 8.87E-04 0.00E+00 2.31E-07 0.00E+00 1.92E-08 0.00E+00 370931 3754980 3.07E-07 0.00E+00 8.00E-11 0.00E+00 6.64E-12 0.00E+00
370951 3754980 8.85E-04 0.00E+00 2.30E-07 0.00E+00 1.92E-08 0.00E+00 370951 3754980 3.06E-07 0.00E+00 7.95E-11 0.00E+00 6.65E-12 0.00E+00
370971 3754980 8.86E-04 0.00E+00 2.31E-07 0.00E+00 2.11E-08 0.00E+00 370971 3754980 3.07E-07 0.00E+00 7.99E-11 0.00E+00 7.32E-12 0.00E+00
370991 3754980 8.90E-04 0.00E+00 2.31E-07 0.00E+00 2.14E-08 0.00E+00 370991 3754980 3.08E-07 0.00E+00 7.98E-11 0.00E+00 7.42E-12 0.00E+00
371011 3754980 8.83E-04 0.00E+00 2.27E-07 0.00E+00 2.17E-08 0.00E+00 371011 3754980 3.06E-07 0.00E+00 7.86E-11 0.00E+00 7.52E-12 0.00E+00
371031 3754980 8.75E-04 0.00E+00 2.23E-07 0.00E+00 2.18E-08 0.00E+00 371031 3754980 3.03E-07 0.00E+00 7.73E-11 0.00E+00 7.53E-12 0.00E+00
371051 3754980 8.65E-04 0.00E+00 2.20E-07 0.00E+00 2.18E-08 0.00E+00 371051 3754980 3.00E-07 0.00E+00 7.60E-11 0.00E+00 7.54E-12 0.00E+00
371071 3754980 8.55E-04 0.00E+00 2.16E-07 0.00E+00 2.18E-08 0.00E+00 371071 3754980 2.96E-07 0.00E+00 7.49E-11 0.00E+00 7.55E-12 0.00E+00
371091 3754980 8.43E-04 0.00E+00 2.14E-07 0.00E+00 2.18E-08 0.00E+00 371091 3754980 2.92E-07 0.00E+00 7.40E-11 0.00E+00 7.56E-12 0.00E+00
371111 3754980 8.31E-04 0.00E+00 2.12E-07 0.00E+00 2.18E-08 0.00E+00 371111 3754980 2.88E-07 0.00E+00 7.34E-11 0.00E+00 7.56E-12 0.00E+00
371131 3754980 8.17E-04 0.00E+00 2.11E-07 0.00E+00 2.18E-08 0.00E+00 371131 3754980 2.83E-07 0.00E+00 7.31E-11 0.00E+00 7.56E-12 0.00E+00
371151 3754980 8.04E-04 0.00E+00 2.11E-07 0.00E+00 2.18E-08 0.00E+00 371151 3754980 2.78E-07 0.00E+00 7.29E-11 0.00E+00 7.56E-12 0.00E+00
371171 3754980 7.90E-04 0.00E+00 2.11E-07 0.00E+00 2.18E-08 0.00E+00 371171 3754980 2.73E-07 0.00E+00 7.30E-11 0.00E+00 7.56E-12 0.00E+00
371191 3754980 7.76E-04 0.00E+00 2.11E-07 0.00E+00 2.18E-08 0.00E+00 371191 3754980 2.68E-07 0.00E+00 7.31E-11 0.00E+00 7.55E-12 0.00E+00
371211 3754980 7.62E-04 0.00E+00 2.12E-07 0.00E+00 2.18E-08 0.00E+00 371211 3754980 2.64E-07 0.00E+00 7.33E-11 0.00E+00 7.55E-12 0.00E+00
371231 3754980 7.48E-04 0.00E+00 2.12E-07 0.00E+00 2.18E-08 0.00E+00 371231 3754980 2.59E-07 0.00E+00 7.35E-11 0.00E+00 7.54E-12 0.00E+00
371251 3754980 7.34E-04 0.00E+00 2.13E-07 0.00E+00 2.17E-08 0.00E+00 371251 3754980 2.54E-07 0.00E+00 7.36E-11 0.00E+00 7.53E-12 0.00E+00
371271 3754980 7.21E-04 0.00E+00 2.13E-07 0.00E+00 2.17E-08 0.00E+00 371271 3754980 2.49E-07 0.00E+00 7.37E-11 0.00E+00 7.51E-12 0.00E+00
371291 3754980 7.08E-04 0.00E+00 2.13E-07 0.00E+00 2.17E-08 0.00E+00 371291 3754980 2.45E-07 0.00E+00 7.37E-11 0.00E+00 7.49E-12 0.00E+00
371311 3754980 6.96E-04 0.00E+00 2.13E-07 0.00E+00 2.16E-08 0.00E+00 371311 3754980 2.41E-07 0.00E+00 7.36E-11 0.00E+00 7.48E-12 0.00E+00
371331 3754980 6.85E-04 0.00E+00 2.12E-07 0.00E+00 2.15E-08 0.00E+00 371331 3754980 2.37E-07 0.00E+00 7.34E-11 0.00E+00 7.45E-12 0.00E+00
371351 3754980 6.75E-04 0.00E+00 2.11E-07 0.00E+00 2.15E-08 0.00E+00 371351 3754980 2.33E-07 0.00E+00 7.31E-11 0.00E+00 7.43E-12 0.00E+00
371371 3754980 6.65E-04 0.00E+00 2.10E-07 0.00E+00 2.14E-08 0.00E+00 371371 3754980 2.30E-07 0.00E+00 7.28E-11 0.00E+00 7.40E-12 0.00E+00
371391 3754980 6.56E-04 0.00E+00 2.09E-07 0.00E+00 2.13E-08 0.00E+00 371391 3754980 2.27E-07 0.00E+00 7.23E-11 0.00E+00 7.37E-12 0.00E+00
371411 3754980 6.49E-04 0.00E+00 2.07E-07 0.00E+00 2.12E-08 0.00E+00 371411 3754980 2.25E-07 0.00E+00 7.17E-11 0.00E+00 7.33E-12 0.00E+00
371431 3754980 6.42E-04 0.00E+00 2.05E-07 0.00E+00 2.11E-08 0.00E+00 371431 3754980 2.22E-07 0.00E+00 7.11E-11 0.00E+00 7.30E-12 0.00E+00
371451 3754980 6.36E-04 0.00E+00 2.03E-07 0.00E+00 2.10E-08 0.00E+00 371451 3754980 2.20E-07 0.00E+00 7.04E-11 0.00E+00 7.26E-12 0.00E+00
371471 3754980 6.31E-04 0.00E+00 2.01E-07 0.00E+00 2.09E-08 0.00E+00 371471 3754980 2.18E-07 0.00E+00 6.97E-11 0.00E+00 7.22E-12 0.00E+00
371491 3754980 6.26E-04 0.00E+00 1.99E-07 0.00E+00 2.07E-08 0.00E+00 371491 3754980 2.17E-07 0.00E+00 6.89E-11 0.00E+00 7.18E-12 0.00E+00
371511 3754980 6.23E-04 0.00E+00 1.97E-07 0.00E+00 2.06E-08 0.00E+00 371511 3754980 2.16E-07 0.00E+00 6.80E-11 0.00E+00 7.13E-12 0.00E+00
371531 3754980 6.20E-04 0.00E+00 1.94E-07 0.00E+00 2.05E-08 0.00E+00 371531 3754980 2.15E-07 0.00E+00 6.72E-11 0.00E+00 7.09E-12 0.00E+00
371551 3754980 6.18E-04 0.00E+00 1.92E-07 0.00E+00 2.03E-08 0.00E+00 371551 3754980 2.14E-07 0.00E+00 6.63E-11 0.00E+00 7.04E-12 0.00E+00
371571 3754980 6.17E-04 0.00E+00 1.89E-07 0.00E+00 2.02E-08 0.00E+00 371571 3754980 2.13E-07 0.00E+00 6.54E-11 0.00E+00 6.99E-12 0.00E+00
371591 3754980 6.16E-04 0.00E+00 1.86E-07 0.00E+00 2.00E-08 0.00E+00 371591 3754980 2.13E-07 0.00E+00 6.45E-11 0.00E+00 6.94E-12 0.00E+00
371611 3754980 6.16E-04 0.00E+00 1.84E-07 0.00E+00 1.99E-08 0.00E+00 371611 3754980 2.13E-07 0.00E+00 6.36E-11 0.00E+00 6.88E-12 0.00E+00
371631 3754980 6.16E-04 0.00E+00 1.81E-07 0.00E+00 1.97E-08 0.00E+00 371631 3754980 2.13E-07 0.00E+00 6.26E-11 0.00E+00 6.83E-12 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371651 3754980 6.16E-04 0.00E+00 1.78E-07 0.00E+00 1.96E-08 0.00E+00 371651 3754980 2.13E-07 0.00E+00 6.17E-11 0.00E+00 6.77E-12 0.00E+00
371671 3754980 6.18E-04 0.00E+00 1.75E-07 0.00E+00 1.94E-08 0.00E+00 371671 3754980 2.14E-07 0.00E+00 6.07E-11 0.00E+00 6.72E-12 0.00E+00
371691 3754980 6.19E-04 0.00E+00 1.73E-07 0.00E+00 1.92E-08 0.00E+00 371691 3754980 2.14E-07 0.00E+00 5.98E-11 0.00E+00 6.66E-12 0.00E+00
371711 3754980 6.22E-04 0.00E+00 1.70E-07 0.00E+00 1.91E-08 0.00E+00 371711 3754980 2.15E-07 0.00E+00 5.89E-11 0.00E+00 6.60E-12 0.00E+00
371731 3754980 6.25E-04 0.00E+00 1.67E-07 0.00E+00 1.89E-08 0.00E+00 371731 3754980 2.16E-07 0.00E+00 5.80E-11 0.00E+00 6.54E-12 0.00E+00
371751 3754980 6.29E-04 0.00E+00 1.65E-07 0.00E+00 1.87E-08 0.00E+00 371751 3754980 2.18E-07 0.00E+00 5.71E-11 0.00E+00 6.48E-12 0.00E+00
371771 3754980 6.33E-04 0.00E+00 1.62E-07 0.00E+00 1.85E-08 0.00E+00 371771 3754980 2.19E-07 0.00E+00 5.62E-11 0.00E+00 6.42E-12 0.00E+00
371791 3754980 6.39E-04 0.00E+00 1.60E-07 0.00E+00 1.84E-08 0.00E+00 371791 3754980 2.21E-07 0.00E+00 5.53E-11 0.00E+00 6.36E-12 0.00E+00
371811 3754980 6.45E-04 0.00E+00 1.57E-07 0.00E+00 1.82E-08 0.00E+00 371811 3754980 2.23E-07 0.00E+00 5.44E-11 0.00E+00 6.30E-12 0.00E+00
371831 3754980 6.52E-04 0.00E+00 1.55E-07 0.00E+00 1.80E-08 0.00E+00 371831 3754980 2.26E-07 0.00E+00 5.35E-11 0.00E+00 6.23E-12 0.00E+00
370571 3755000 7.53E-04 0.00E+00 1.38E-07 0.00E+00 1.67E-08 0.00E+00 370571 3755000 2.61E-07 0.00E+00 4.77E-11 0.00E+00 5.77E-12 0.00E+00
370591 3755000 7.61E-04 0.00E+00 1.42E-07 0.00E+00 1.68E-08 0.00E+00 370591 3755000 2.64E-07 0.00E+00 4.93E-11 0.00E+00 5.81E-12 0.00E+00
370611 3755000 7.70E-04 0.00E+00 1.48E-07 0.00E+00 1.70E-08 0.00E+00 370611 3755000 2.66E-07 0.00E+00 5.11E-11 0.00E+00 5.88E-12 0.00E+00
370631 3755000 7.78E-04 0.00E+00 1.53E-07 0.00E+00 1.71E-08 0.00E+00 370631 3755000 2.69E-07 0.00E+00 5.29E-11 0.00E+00 5.93E-12 0.00E+00
370651 3755000 7.86E-04 0.00E+00 1.58E-07 0.00E+00 1.73E-08 0.00E+00 370651 3755000 2.72E-07 0.00E+00 5.48E-11 0.00E+00 5.99E-12 0.00E+00
370671 3755000 7.94E-04 0.00E+00 1.64E-07 0.00E+00 1.75E-08 0.00E+00 370671 3755000 2.75E-07 0.00E+00 5.67E-11 0.00E+00 6.05E-12 0.00E+00
370691 3755000 8.03E-04 0.00E+00 1.70E-07 0.00E+00 1.80E-08 0.00E+00 370691 3755000 2.78E-07 0.00E+00 5.88E-11 0.00E+00 6.23E-12 0.00E+00
370711 3755000 8.09E-04 0.00E+00 1.75E-07 0.00E+00 1.79E-08 0.00E+00 370711 3755000 2.80E-07 0.00E+00 6.06E-11 0.00E+00 6.21E-12 0.00E+00
370731 3755000 8.15E-04 0.00E+00 1.80E-07 0.00E+00 1.79E-08 0.00E+00 370731 3755000 2.82E-07 0.00E+00 6.22E-11 0.00E+00 6.18E-12 0.00E+00
370751 3755000 8.19E-04 0.00E+00 1.84E-07 0.00E+00 1.78E-08 0.00E+00 370751 3755000 2.83E-07 0.00E+00 6.36E-11 0.00E+00 6.16E-12 0.00E+00
370771 3755000 8.23E-04 0.00E+00 1.88E-07 0.00E+00 1.79E-08 0.00E+00 370771 3755000 2.85E-07 0.00E+00 6.51E-11 0.00E+00 6.19E-12 0.00E+00
370791 3755000 8.25E-04 0.00E+00 1.90E-07 0.00E+00 1.77E-08 0.00E+00 370791 3755000 2.86E-07 0.00E+00 6.57E-11 0.00E+00 6.14E-12 0.00E+00
370811 3755000 8.09E-04 0.00E+00 1.90E-07 0.00E+00 1.75E-08 0.00E+00 370811 3755000 2.80E-07 0.00E+00 6.59E-11 0.00E+00 6.07E-12 0.00E+00
370831 3755000 8.11E-04 0.00E+00 1.92E-07 0.00E+00 1.75E-08 0.00E+00 370831 3755000 2.81E-07 0.00E+00 6.66E-11 0.00E+00 6.07E-12 0.00E+00
370851 3755000 8.12E-04 0.00E+00 1.93E-07 0.00E+00 1.75E-08 0.00E+00 370851 3755000 2.81E-07 0.00E+00 6.69E-11 0.00E+00 6.05E-12 0.00E+00
370871 3755000 8.12E-04 0.00E+00 1.93E-07 0.00E+00 1.74E-08 0.00E+00 370871 3755000 2.81E-07 0.00E+00 6.68E-11 0.00E+00 6.03E-12 0.00E+00
370891 3755000 8.12E-04 0.00E+00 1.94E-07 0.00E+00 1.74E-08 0.00E+00 370891 3755000 2.81E-07 0.00E+00 6.71E-11 0.00E+00 6.04E-12 0.00E+00
370911 3755000 8.33E-04 0.00E+00 2.02E-07 0.00E+00 1.82E-08 0.00E+00 370911 3755000 2.88E-07 0.00E+00 6.99E-11 0.00E+00 6.28E-12 0.00E+00
370931 3755000 8.33E-04 0.00E+00 2.03E-07 0.00E+00 1.84E-08 0.00E+00 370931 3755000 2.88E-07 0.00E+00 7.04E-11 0.00E+00 6.36E-12 0.00E+00
370951 3755000 8.29E-04 0.00E+00 2.02E-07 0.00E+00 1.84E-08 0.00E+00 370951 3755000 2.87E-07 0.00E+00 7.01E-11 0.00E+00 6.37E-12 0.00E+00
370971 3755000 8.31E-04 0.00E+00 2.04E-07 0.00E+00 2.03E-08 0.00E+00 370971 3755000 2.88E-07 0.00E+00 7.07E-11 0.00E+00 7.04E-12 0.00E+00
370991 3755000 8.32E-04 0.00E+00 2.04E-07 0.00E+00 2.06E-08 0.00E+00 370991 3755000 2.88E-07 0.00E+00 7.06E-11 0.00E+00 7.14E-12 0.00E+00
371011 3755000 8.25E-04 0.00E+00 2.01E-07 0.00E+00 2.08E-08 0.00E+00 371011 3755000 2.86E-07 0.00E+00 6.96E-11 0.00E+00 7.19E-12 0.00E+00
371031 3755000 8.17E-04 0.00E+00 1.98E-07 0.00E+00 2.08E-08 0.00E+00 371031 3755000 2.83E-07 0.00E+00 6.86E-11 0.00E+00 7.20E-12 0.00E+00
371051 3755000 8.08E-04 0.00E+00 1.95E-07 0.00E+00 2.08E-08 0.00E+00 371051 3755000 2.80E-07 0.00E+00 6.75E-11 0.00E+00 7.21E-12 0.00E+00
371071 3755000 7.97E-04 0.00E+00 1.92E-07 0.00E+00 2.08E-08 0.00E+00 371071 3755000 2.76E-07 0.00E+00 6.65E-11 0.00E+00 7.22E-12 0.00E+00
371091 3755000 7.86E-04 0.00E+00 1.90E-07 0.00E+00 2.09E-08 0.00E+00 371091 3755000 2.72E-07 0.00E+00 6.57E-11 0.00E+00 7.22E-12 0.00E+00
371111 3755000 7.74E-04 0.00E+00 1.88E-07 0.00E+00 2.09E-08 0.00E+00 371111 3755000 2.68E-07 0.00E+00 6.49E-11 0.00E+00 7.22E-12 0.00E+00
371131 3755000 7.62E-04 0.00E+00 1.86E-07 0.00E+00 2.09E-08 0.00E+00 371131 3755000 2.64E-07 0.00E+00 6.44E-11 0.00E+00 7.22E-12 0.00E+00
371151 3755000 7.49E-04 0.00E+00 1.85E-07 0.00E+00 2.09E-08 0.00E+00 371151 3755000 2.59E-07 0.00E+00 6.41E-11 0.00E+00 7.22E-12 0.00E+00
371171 3755000 7.36E-04 0.00E+00 1.85E-07 0.00E+00 2.09E-08 0.00E+00 371171 3755000 2.55E-07 0.00E+00 6.39E-11 0.00E+00 7.22E-12 0.00E+00
371191 3755000 7.23E-04 0.00E+00 1.84E-07 0.00E+00 2.08E-08 0.00E+00 371191 3755000 2.50E-07 0.00E+00 6.38E-11 0.00E+00 7.22E-12 0.00E+00
371211 3755000 7.10E-04 0.00E+00 1.85E-07 0.00E+00 2.08E-08 0.00E+00 371211 3755000 2.46E-07 0.00E+00 6.39E-11 0.00E+00 7.21E-12 0.00E+00
371231 3755000 6.98E-04 0.00E+00 1.85E-07 0.00E+00 2.08E-08 0.00E+00 371231 3755000 2.41E-07 0.00E+00 6.40E-11 0.00E+00 7.20E-12 0.00E+00
371251 3755000 6.85E-04 0.00E+00 1.85E-07 0.00E+00 2.08E-08 0.00E+00 371251 3755000 2.37E-07 0.00E+00 6.42E-11 0.00E+00 7.19E-12 0.00E+00
371271 3755000 6.73E-04 0.00E+00 1.86E-07 0.00E+00 2.07E-08 0.00E+00 371271 3755000 2.33E-07 0.00E+00 6.43E-11 0.00E+00 7.18E-12 0.00E+00
371291 3755000 6.62E-04 0.00E+00 1.86E-07 0.00E+00 2.07E-08 0.00E+00 371291 3755000 2.29E-07 0.00E+00 6.44E-11 0.00E+00 7.16E-12 0.00E+00
371311 3755000 6.51E-04 0.00E+00 1.86E-07 0.00E+00 2.06E-08 0.00E+00 371311 3755000 2.25E-07 0.00E+00 6.45E-11 0.00E+00 7.15E-12 0.00E+00
371331 3755000 6.41E-04 0.00E+00 1.86E-07 0.00E+00 2.06E-08 0.00E+00 371331 3755000 2.22E-07 0.00E+00 6.45E-11 0.00E+00 7.12E-12 0.00E+00
371351 3755000 6.31E-04 0.00E+00 1.86E-07 0.00E+00 2.05E-08 0.00E+00 371351 3755000 2.18E-07 0.00E+00 6.44E-11 0.00E+00 7.10E-12 0.00E+00
371371 3755000 6.22E-04 0.00E+00 1.86E-07 0.00E+00 2.04E-08 0.00E+00 371371 3755000 2.15E-07 0.00E+00 6.43E-11 0.00E+00 7.07E-12 0.00E+00
371391 3755000 6.15E-04 0.00E+00 1.85E-07 0.00E+00 2.04E-08 0.00E+00 371391 3755000 2.13E-07 0.00E+00 6.41E-11 0.00E+00 7.05E-12 0.00E+00
371411 3755000 6.08E-04 0.00E+00 1.84E-07 0.00E+00 2.03E-08 0.00E+00 371411 3755000 2.10E-07 0.00E+00 6.38E-11 0.00E+00 7.01E-12 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371431 3755000 6.01E-04 0.00E+00 1.83E-07 0.00E+00 2.02E-08 0.00E+00 371431 3755000 2.08E-07 0.00E+00 6.34E-11 0.00E+00 6.98E-12 0.00E+00
371451 3755000 5.96E-04 0.00E+00 1.82E-07 0.00E+00 2.01E-08 0.00E+00 371451 3755000 2.06E-07 0.00E+00 6.30E-11 0.00E+00 6.95E-12 0.00E+00
371471 3755000 5.91E-04 0.00E+00 1.81E-07 0.00E+00 2.00E-08 0.00E+00 371471 3755000 2.05E-07 0.00E+00 6.26E-11 0.00E+00 6.91E-12 0.00E+00
371491 3755000 5.87E-04 0.00E+00 1.79E-07 0.00E+00 1.98E-08 0.00E+00 371491 3755000 2.03E-07 0.00E+00 6.21E-11 0.00E+00 6.87E-12 0.00E+00
371511 3755000 5.83E-04 0.00E+00 1.78E-07 0.00E+00 1.97E-08 0.00E+00 371511 3755000 2.02E-07 0.00E+00 6.15E-11 0.00E+00 6.83E-12 0.00E+00
371531 3755000 5.81E-04 0.00E+00 1.76E-07 0.00E+00 1.96E-08 0.00E+00 371531 3755000 2.01E-07 0.00E+00 6.09E-11 0.00E+00 6.78E-12 0.00E+00
371551 3755000 5.79E-04 0.00E+00 1.74E-07 0.00E+00 1.95E-08 0.00E+00 371551 3755000 2.00E-07 0.00E+00 6.03E-11 0.00E+00 6.74E-12 0.00E+00
371571 3755000 5.77E-04 0.00E+00 1.72E-07 0.00E+00 1.93E-08 0.00E+00 371571 3755000 2.00E-07 0.00E+00 5.97E-11 0.00E+00 6.69E-12 0.00E+00
371591 3755000 5.76E-04 0.00E+00 1.70E-07 0.00E+00 1.92E-08 0.00E+00 371591 3755000 1.99E-07 0.00E+00 5.90E-11 0.00E+00 6.65E-12 0.00E+00
371611 3755000 5.76E-04 0.00E+00 1.68E-07 0.00E+00 1.91E-08 0.00E+00 371611 3755000 1.99E-07 0.00E+00 5.83E-11 0.00E+00 6.60E-12 0.00E+00
371631 3755000 5.76E-04 0.00E+00 1.66E-07 0.00E+00 1.89E-08 0.00E+00 371631 3755000 1.99E-07 0.00E+00 5.76E-11 0.00E+00 6.55E-12 0.00E+00
371651 3755000 5.76E-04 0.00E+00 1.64E-07 0.00E+00 1.88E-08 0.00E+00 371651 3755000 1.99E-07 0.00E+00 5.69E-11 0.00E+00 6.50E-12 0.00E+00
371671 3755000 5.77E-04 0.00E+00 1.62E-07 0.00E+00 1.86E-08 0.00E+00 371671 3755000 2.00E-07 0.00E+00 5.62E-11 0.00E+00 6.44E-12 0.00E+00
371691 3755000 5.78E-04 0.00E+00 1.60E-07 0.00E+00 1.85E-08 0.00E+00 371691 3755000 2.00E-07 0.00E+00 5.54E-11 0.00E+00 6.39E-12 0.00E+00
371711 3755000 5.80E-04 0.00E+00 1.58E-07 0.00E+00 1.83E-08 0.00E+00 371711 3755000 2.01E-07 0.00E+00 5.47E-11 0.00E+00 6.33E-12 0.00E+00
371731 3755000 5.83E-04 0.00E+00 1.56E-07 0.00E+00 1.81E-08 0.00E+00 371731 3755000 2.02E-07 0.00E+00 5.40E-11 0.00E+00 6.28E-12 0.00E+00
371751 3755000 5.86E-04 0.00E+00 1.54E-07 0.00E+00 1.80E-08 0.00E+00 371751 3755000 2.03E-07 0.00E+00 5.32E-11 0.00E+00 6.22E-12 0.00E+00
371771 3755000 5.89E-04 0.00E+00 1.52E-07 0.00E+00 1.78E-08 0.00E+00 371771 3755000 2.04E-07 0.00E+00 5.25E-11 0.00E+00 6.17E-12 0.00E+00
371791 3755000 5.93E-04 0.00E+00 1.49E-07 0.00E+00 1.77E-08 0.00E+00 371791 3755000 2.05E-07 0.00E+00 5.17E-11 0.00E+00 6.11E-12 0.00E+00
371811 3755000 5.98E-04 0.00E+00 1.47E-07 0.00E+00 1.75E-08 0.00E+00 371811 3755000 2.07E-07 0.00E+00 5.10E-11 0.00E+00 6.05E-12 0.00E+00
371831 3755000 6.04E-04 0.00E+00 1.45E-07 0.00E+00 1.73E-08 0.00E+00 371831 3755000 2.09E-07 0.00E+00 5.03E-11 0.00E+00 6.00E-12 0.00E+00
370571 3755020 7.22E-04 0.00E+00 1.30E-07 0.00E+00 1.62E-08 0.00E+00 370571 3755020 2.50E-07 0.00E+00 4.50E-11 0.00E+00 5.60E-12 0.00E+00
370591 3755020 7.29E-04 0.00E+00 1.34E-07 0.00E+00 1.62E-08 0.00E+00 370591 3755020 2.52E-07 0.00E+00 4.63E-11 0.00E+00 5.62E-12 0.00E+00
370611 3755020 7.37E-04 0.00E+00 1.38E-07 0.00E+00 1.64E-08 0.00E+00 370611 3755020 2.55E-07 0.00E+00 4.79E-11 0.00E+00 5.69E-12 0.00E+00
370631 3755020 7.43E-04 0.00E+00 1.42E-07 0.00E+00 1.65E-08 0.00E+00 370631 3755020 2.57E-07 0.00E+00 4.93E-11 0.00E+00 5.73E-12 0.00E+00
370651 3755020 7.50E-04 0.00E+00 1.47E-07 0.00E+00 1.67E-08 0.00E+00 370651 3755020 2.60E-07 0.00E+00 5.09E-11 0.00E+00 5.78E-12 0.00E+00
370671 3755020 7.57E-04 0.00E+00 1.52E-07 0.00E+00 1.68E-08 0.00E+00 370671 3755020 2.62E-07 0.00E+00 5.25E-11 0.00E+00 5.83E-12 0.00E+00
370691 3755020 7.64E-04 0.00E+00 1.56E-07 0.00E+00 1.72E-08 0.00E+00 370691 3755020 2.65E-07 0.00E+00 5.41E-11 0.00E+00 5.94E-12 0.00E+00
370711 3755020 7.69E-04 0.00E+00 1.60E-07 0.00E+00 1.71E-08 0.00E+00 370711 3755020 2.66E-07 0.00E+00 5.55E-11 0.00E+00 5.91E-12 0.00E+00
370731 3755020 7.73E-04 0.00E+00 1.64E-07 0.00E+00 1.71E-08 0.00E+00 370731 3755020 2.68E-07 0.00E+00 5.68E-11 0.00E+00 5.93E-12 0.00E+00
370751 3755020 7.76E-04 0.00E+00 1.66E-07 0.00E+00 1.70E-08 0.00E+00 370751 3755020 2.68E-07 0.00E+00 5.75E-11 0.00E+00 5.89E-12 0.00E+00
370771 3755020 7.78E-04 0.00E+00 1.68E-07 0.00E+00 1.69E-08 0.00E+00 370771 3755020 2.69E-07 0.00E+00 5.82E-11 0.00E+00 5.87E-12 0.00E+00
370791 3755020 7.80E-04 0.00E+00 1.70E-07 0.00E+00 1.69E-08 0.00E+00 370791 3755020 2.70E-07 0.00E+00 5.89E-11 0.00E+00 5.86E-12 0.00E+00
370811 3755020 7.62E-04 0.00E+00 1.69E-07 0.00E+00 1.66E-08 0.00E+00 370811 3755020 2.64E-07 0.00E+00 5.85E-11 0.00E+00 5.76E-12 0.00E+00
370831 3755020 7.63E-04 0.00E+00 1.70E-07 0.00E+00 1.66E-08 0.00E+00 370831 3755020 2.64E-07 0.00E+00 5.88E-11 0.00E+00 5.75E-12 0.00E+00
370851 3755020 7.63E-04 0.00E+00 1.70E-07 0.00E+00 1.66E-08 0.00E+00 370851 3755020 2.64E-07 0.00E+00 5.89E-11 0.00E+00 5.73E-12 0.00E+00
370871 3755020 7.64E-04 0.00E+00 1.71E-07 0.00E+00 1.66E-08 0.00E+00 370871 3755020 2.64E-07 0.00E+00 5.91E-11 0.00E+00 5.74E-12 0.00E+00
370891 3755020 7.64E-04 0.00E+00 1.71E-07 0.00E+00 1.66E-08 0.00E+00 370891 3755020 2.64E-07 0.00E+00 5.93E-11 0.00E+00 5.75E-12 0.00E+00
370911 3755020 7.83E-04 0.00E+00 1.80E-07 0.00E+00 1.74E-08 0.00E+00 370911 3755020 2.71E-07 0.00E+00 6.22E-11 0.00E+00 6.02E-12 0.00E+00
370931 3755020 7.83E-04 0.00E+00 1.81E-07 0.00E+00 1.77E-08 0.00E+00 370931 3755020 2.71E-07 0.00E+00 6.27E-11 0.00E+00 6.12E-12 0.00E+00
370951 3755020 7.79E-04 0.00E+00 1.80E-07 0.00E+00 1.77E-08 0.00E+00 370951 3755020 2.70E-07 0.00E+00 6.25E-11 0.00E+00 6.12E-12 0.00E+00
370971 3755020 7.81E-04 0.00E+00 1.83E-07 0.00E+00 1.95E-08 0.00E+00 370971 3755020 2.70E-07 0.00E+00 6.33E-11 0.00E+00 6.75E-12 0.00E+00
370991 3755020 7.80E-04 0.00E+00 1.82E-07 0.00E+00 1.98E-08 0.00E+00 370991 3755020 2.70E-07 0.00E+00 6.30E-11 0.00E+00 6.85E-12 0.00E+00
371011 3755020 7.72E-04 0.00E+00 1.80E-07 0.00E+00 1.99E-08 0.00E+00 371011 3755020 2.67E-07 0.00E+00 6.23E-11 0.00E+00 6.89E-12 0.00E+00
371031 3755020 7.64E-04 0.00E+00 1.78E-07 0.00E+00 1.99E-08 0.00E+00 371031 3755020 2.65E-07 0.00E+00 6.15E-11 0.00E+00 6.89E-12 0.00E+00
371051 3755020 7.55E-04 0.00E+00 1.75E-07 0.00E+00 1.99E-08 0.00E+00 371051 3755020 2.61E-07 0.00E+00 6.06E-11 0.00E+00 6.90E-12 0.00E+00
371071 3755020 7.45E-04 0.00E+00 1.73E-07 0.00E+00 2.00E-08 0.00E+00 371071 3755020 2.58E-07 0.00E+00 5.98E-11 0.00E+00 6.91E-12 0.00E+00
371091 3755020 7.35E-04 0.00E+00 1.70E-07 0.00E+00 2.00E-08 0.00E+00 371091 3755020 2.54E-07 0.00E+00 5.90E-11 0.00E+00 6.91E-12 0.00E+00
371111 3755020 7.23E-04 0.00E+00 1.68E-07 0.00E+00 2.00E-08 0.00E+00 371111 3755020 2.50E-07 0.00E+00 5.82E-11 0.00E+00 6.91E-12 0.00E+00
371131 3755020 7.12E-04 0.00E+00 1.66E-07 0.00E+00 2.00E-08 0.00E+00 371131 3755020 2.46E-07 0.00E+00 5.76E-11 0.00E+00 6.91E-12 0.00E+00
371151 3755020 7.00E-04 0.00E+00 1.65E-07 0.00E+00 2.00E-08 0.00E+00 371151 3755020 2.42E-07 0.00E+00 5.71E-11 0.00E+00 6.91E-12 0.00E+00
371171 3755020 6.88E-04 0.00E+00 1.64E-07 0.00E+00 2.00E-08 0.00E+00 371171 3755020 2.38E-07 0.00E+00 5.68E-11 0.00E+00 6.91E-12 0.00E+00
371191 3755020 6.76E-04 0.00E+00 1.64E-07 0.00E+00 1.99E-08 0.00E+00 371191 3755020 2.34E-07 0.00E+00 5.66E-11 0.00E+00 6.90E-12 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371211 3755020 6.64E-04 0.00E+00 1.63E-07 0.00E+00 1.99E-08 0.00E+00 371211 3755020 2.30E-07 0.00E+00 5.65E-11 0.00E+00 6.90E-12 0.00E+00
371231 3755020 6.53E-04 0.00E+00 1.63E-07 0.00E+00 1.99E-08 0.00E+00 371231 3755020 2.26E-07 0.00E+00 5.65E-11 0.00E+00 6.89E-12 0.00E+00
371251 3755020 6.41E-04 0.00E+00 1.63E-07 0.00E+00 1.99E-08 0.00E+00 371251 3755020 2.22E-07 0.00E+00 5.66E-11 0.00E+00 6.88E-12 0.00E+00
371271 3755020 6.30E-04 0.00E+00 1.64E-07 0.00E+00 1.98E-08 0.00E+00 371271 3755020 2.18E-07 0.00E+00 5.67E-11 0.00E+00 6.87E-12 0.00E+00
371291 3755020 6.20E-04 0.00E+00 1.64E-07 0.00E+00 1.98E-08 0.00E+00 371291 3755020 2.15E-07 0.00E+00 5.68E-11 0.00E+00 6.85E-12 0.00E+00
371311 3755020 6.10E-04 0.00E+00 1.64E-07 0.00E+00 1.97E-08 0.00E+00 371311 3755020 2.11E-07 0.00E+00 5.69E-11 0.00E+00 6.84E-12 0.00E+00
371331 3755020 6.01E-04 0.00E+00 1.65E-07 0.00E+00 1.97E-08 0.00E+00 371331 3755020 2.08E-07 0.00E+00 5.70E-11 0.00E+00 6.82E-12 0.00E+00
371351 3755020 5.92E-04 0.00E+00 1.65E-07 0.00E+00 1.96E-08 0.00E+00 371351 3755020 2.05E-07 0.00E+00 5.70E-11 0.00E+00 6.80E-12 0.00E+00
371371 3755020 5.84E-04 0.00E+00 1.65E-07 0.00E+00 1.96E-08 0.00E+00 371371 3755020 2.02E-07 0.00E+00 5.70E-11 0.00E+00 6.77E-12 0.00E+00
371391 3755020 5.77E-04 0.00E+00 1.65E-07 0.00E+00 1.95E-08 0.00E+00 371391 3755020 2.00E-07 0.00E+00 5.69E-11 0.00E+00 6.74E-12 0.00E+00
371411 3755020 5.70E-04 0.00E+00 1.64E-07 0.00E+00 1.94E-08 0.00E+00 371411 3755020 1.97E-07 0.00E+00 5.69E-11 0.00E+00 6.71E-12 0.00E+00
371431 3755020 5.64E-04 0.00E+00 1.64E-07 0.00E+00 1.93E-08 0.00E+00 371431 3755020 1.95E-07 0.00E+00 5.67E-11 0.00E+00 6.69E-12 0.00E+00
371451 3755020 5.59E-04 0.00E+00 1.63E-07 0.00E+00 1.92E-08 0.00E+00 371451 3755020 1.94E-07 0.00E+00 5.65E-11 0.00E+00 6.65E-12 0.00E+00
371471 3755020 5.55E-04 0.00E+00 1.62E-07 0.00E+00 1.91E-08 0.00E+00 371471 3755020 1.92E-07 0.00E+00 5.63E-11 0.00E+00 6.62E-12 0.00E+00
371491 3755020 5.51E-04 0.00E+00 1.62E-07 0.00E+00 1.90E-08 0.00E+00 371491 3755020 1.91E-07 0.00E+00 5.60E-11 0.00E+00 6.58E-12 0.00E+00
371511 3755020 5.48E-04 0.00E+00 1.61E-07 0.00E+00 1.89E-08 0.00E+00 371511 3755020 1.90E-07 0.00E+00 5.56E-11 0.00E+00 6.54E-12 0.00E+00
371531 3755020 5.45E-04 0.00E+00 1.60E-07 0.00E+00 1.88E-08 0.00E+00 371531 3755020 1.89E-07 0.00E+00 5.52E-11 0.00E+00 6.50E-12 0.00E+00
371551 3755020 5.43E-04 0.00E+00 1.58E-07 0.00E+00 1.87E-08 0.00E+00 371551 3755020 1.88E-07 0.00E+00 5.48E-11 0.00E+00 6.46E-12 0.00E+00
371571 3755020 5.42E-04 0.00E+00 1.57E-07 0.00E+00 1.85E-08 0.00E+00 371571 3755020 1.87E-07 0.00E+00 5.44E-11 0.00E+00 6.42E-12 0.00E+00
371591 3755020 5.41E-04 0.00E+00 1.56E-07 0.00E+00 1.84E-08 0.00E+00 371591 3755020 1.87E-07 0.00E+00 5.39E-11 0.00E+00 6.37E-12 0.00E+00
371611 3755020 5.40E-04 0.00E+00 1.54E-07 0.00E+00 1.83E-08 0.00E+00 371611 3755020 1.87E-07 0.00E+00 5.34E-11 0.00E+00 6.33E-12 0.00E+00
371631 3755020 5.40E-04 0.00E+00 1.53E-07 0.00E+00 1.82E-08 0.00E+00 371631 3755020 1.87E-07 0.00E+00 5.29E-11 0.00E+00 6.28E-12 0.00E+00
371651 3755020 5.40E-04 0.00E+00 1.51E-07 0.00E+00 1.80E-08 0.00E+00 371651 3755020 1.87E-07 0.00E+00 5.24E-11 0.00E+00 6.24E-12 0.00E+00
371671 3755020 5.40E-04 0.00E+00 1.50E-07 0.00E+00 1.79E-08 0.00E+00 371671 3755020 1.87E-07 0.00E+00 5.18E-11 0.00E+00 6.19E-12 0.00E+00
371691 3755020 5.41E-04 0.00E+00 1.48E-07 0.00E+00 1.77E-08 0.00E+00 371691 3755020 1.87E-07 0.00E+00 5.13E-11 0.00E+00 6.14E-12 0.00E+00
371711 3755020 5.43E-04 0.00E+00 1.46E-07 0.00E+00 1.76E-08 0.00E+00 371711 3755020 1.88E-07 0.00E+00 5.07E-11 0.00E+00 6.09E-12 0.00E+00
371731 3755020 5.45E-04 0.00E+00 1.45E-07 0.00E+00 1.74E-08 0.00E+00 371731 3755020 1.89E-07 0.00E+00 5.01E-11 0.00E+00 6.04E-12 0.00E+00
371751 3755020 5.47E-04 0.00E+00 1.43E-07 0.00E+00 1.73E-08 0.00E+00 371751 3755020 1.89E-07 0.00E+00 4.95E-11 0.00E+00 5.98E-12 0.00E+00
371771 3755020 5.50E-04 0.00E+00 1.41E-07 0.00E+00 1.71E-08 0.00E+00 371771 3755020 1.90E-07 0.00E+00 4.89E-11 0.00E+00 5.93E-12 0.00E+00
371791 3755020 5.53E-04 0.00E+00 1.40E-07 0.00E+00 1.70E-08 0.00E+00 371791 3755020 1.91E-07 0.00E+00 4.83E-11 0.00E+00 5.88E-12 0.00E+00
371811 3755020 5.57E-04 0.00E+00 1.38E-07 0.00E+00 1.68E-08 0.00E+00 371811 3755020 1.93E-07 0.00E+00 4.77E-11 0.00E+00 5.82E-12 0.00E+00
371831 3755020 5.62E-04 0.00E+00 1.36E-07 0.00E+00 1.67E-08 0.00E+00 371831 3755020 1.94E-07 0.00E+00 4.71E-11 0.00E+00 5.77E-12 0.00E+00
370571 3755040 6.93E-04 0.00E+00 1.23E-07 0.00E+00 1.58E-08 0.00E+00 370571 3755040 2.40E-07 0.00E+00 4.25E-11 0.00E+00 5.47E-12 0.00E+00
370591 3755040 6.98E-04 0.00E+00 1.26E-07 0.00E+00 1.57E-08 0.00E+00 370591 3755040 2.42E-07 0.00E+00 4.35E-11 0.00E+00 5.45E-12 0.00E+00
370611 3755040 7.05E-04 0.00E+00 1.30E-07 0.00E+00 1.59E-08 0.00E+00 370611 3755040 2.44E-07 0.00E+00 4.49E-11 0.00E+00 5.51E-12 0.00E+00
370631 3755040 7.11E-04 0.00E+00 1.33E-07 0.00E+00 1.60E-08 0.00E+00 370631 3755040 2.46E-07 0.00E+00 4.61E-11 0.00E+00 5.54E-12 0.00E+00
370651 3755040 7.17E-04 0.00E+00 1.37E-07 0.00E+00 1.61E-08 0.00E+00 370651 3755040 2.48E-07 0.00E+00 4.74E-11 0.00E+00 5.59E-12 0.00E+00
370671 3755040 7.22E-04 0.00E+00 1.40E-07 0.00E+00 1.62E-08 0.00E+00 370671 3755040 2.50E-07 0.00E+00 4.86E-11 0.00E+00 5.62E-12 0.00E+00
370691 3755040 7.28E-04 0.00E+00 1.44E-07 0.00E+00 1.64E-08 0.00E+00 370691 3755040 2.52E-07 0.00E+00 5.00E-11 0.00E+00 5.69E-12 0.00E+00
370711 3755040 7.32E-04 0.00E+00 1.47E-07 0.00E+00 1.64E-08 0.00E+00 370711 3755040 2.53E-07 0.00E+00 5.10E-11 0.00E+00 5.68E-12 0.00E+00
370731 3755040 7.35E-04 0.00E+00 1.50E-07 0.00E+00 1.65E-08 0.00E+00 370731 3755040 2.54E-07 0.00E+00 5.20E-11 0.00E+00 5.70E-12 0.00E+00
370751 3755040 7.36E-04 0.00E+00 1.52E-07 0.00E+00 1.63E-08 0.00E+00 370751 3755040 2.55E-07 0.00E+00 5.25E-11 0.00E+00 5.66E-12 0.00E+00
370771 3755040 7.23E-04 0.00E+00 1.52E-07 0.00E+00 1.62E-08 0.00E+00 370771 3755040 2.50E-07 0.00E+00 5.26E-11 0.00E+00 5.60E-12 0.00E+00
370791 3755040 7.24E-04 0.00E+00 1.53E-07 0.00E+00 1.61E-08 0.00E+00 370791 3755040 2.50E-07 0.00E+00 5.30E-11 0.00E+00 5.58E-12 0.00E+00
370811 3755040 7.22E-04 0.00E+00 1.52E-07 0.00E+00 1.60E-08 0.00E+00 370811 3755040 2.50E-07 0.00E+00 5.28E-11 0.00E+00 5.52E-12 0.00E+00
370831 3755040 7.21E-04 0.00E+00 1.52E-07 0.00E+00 1.59E-08 0.00E+00 370831 3755040 2.50E-07 0.00E+00 5.28E-11 0.00E+00 5.50E-12 0.00E+00
370851 3755040 7.19E-04 0.00E+00 1.51E-07 0.00E+00 1.58E-08 0.00E+00 370851 3755040 2.49E-07 0.00E+00 5.22E-11 0.00E+00 5.46E-12 0.00E+00
370871 3755040 7.20E-04 0.00E+00 1.53E-07 0.00E+00 1.58E-08 0.00E+00 370871 3755040 2.49E-07 0.00E+00 5.28E-11 0.00E+00 5.49E-12 0.00E+00
370891 3755040 7.21E-04 0.00E+00 1.54E-07 0.00E+00 1.59E-08 0.00E+00 370891 3755040 2.50E-07 0.00E+00 5.34E-11 0.00E+00 5.52E-12 0.00E+00
370911 3755040 7.38E-04 0.00E+00 1.62E-07 0.00E+00 1.67E-08 0.00E+00 370911 3755040 2.55E-07 0.00E+00 5.59E-11 0.00E+00 5.78E-12 0.00E+00
370931 3755040 7.37E-04 0.00E+00 1.63E-07 0.00E+00 1.72E-08 0.00E+00 370931 3755040 2.55E-07 0.00E+00 5.65E-11 0.00E+00 5.94E-12 0.00E+00
370951 3755040 7.33E-04 0.00E+00 1.62E-07 0.00E+00 1.72E-08 0.00E+00 370951 3755040 2.54E-07 0.00E+00 5.62E-11 0.00E+00 5.97E-12 0.00E+00
370971 3755040 7.34E-04 0.00E+00 1.65E-07 0.00E+00 1.87E-08 0.00E+00 370971 3755040 2.54E-07 0.00E+00 5.70E-11 0.00E+00 6.48E-12 0.00E+00

Unmitigated Construction HRA-Resident (02-20-19).xlsx 195 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370991 3755040 7.31E-04 0.00E+00 1.64E-07 0.00E+00 1.90E-08 0.00E+00 370991 3755040 2.53E-07 0.00E+00 5.68E-11 0.00E+00 6.59E-12 0.00E+00
371011 3755040 7.24E-04 0.00E+00 1.62E-07 0.00E+00 1.91E-08 0.00E+00 371011 3755040 2.51E-07 0.00E+00 5.62E-11 0.00E+00 6.60E-12 0.00E+00
371031 3755040 7.16E-04 0.00E+00 1.60E-07 0.00E+00 1.91E-08 0.00E+00 371031 3755040 2.48E-07 0.00E+00 5.55E-11 0.00E+00 6.61E-12 0.00E+00
371051 3755040 7.07E-04 0.00E+00 1.58E-07 0.00E+00 1.91E-08 0.00E+00 371051 3755040 2.45E-07 0.00E+00 5.48E-11 0.00E+00 6.61E-12 0.00E+00
371071 3755040 6.98E-04 0.00E+00 1.56E-07 0.00E+00 1.91E-08 0.00E+00 371071 3755040 2.42E-07 0.00E+00 5.41E-11 0.00E+00 6.62E-12 0.00E+00
371091 3755040 6.88E-04 0.00E+00 1.54E-07 0.00E+00 1.91E-08 0.00E+00 371091 3755040 2.38E-07 0.00E+00 5.34E-11 0.00E+00 6.62E-12 0.00E+00
371111 3755040 6.77E-04 0.00E+00 1.52E-07 0.00E+00 1.91E-08 0.00E+00 371111 3755040 2.34E-07 0.00E+00 5.27E-11 0.00E+00 6.62E-12 0.00E+00
371131 3755040 6.67E-04 0.00E+00 1.51E-07 0.00E+00 1.91E-08 0.00E+00 371131 3755040 2.31E-07 0.00E+00 5.21E-11 0.00E+00 6.62E-12 0.00E+00
371151 3755040 6.56E-04 0.00E+00 1.49E-07 0.00E+00 1.91E-08 0.00E+00 371151 3755040 2.27E-07 0.00E+00 5.16E-11 0.00E+00 6.62E-12 0.00E+00
371171 3755040 6.45E-04 0.00E+00 1.48E-07 0.00E+00 1.91E-08 0.00E+00 371171 3755040 2.23E-07 0.00E+00 5.12E-11 0.00E+00 6.62E-12 0.00E+00
371191 3755040 6.33E-04 0.00E+00 1.47E-07 0.00E+00 1.91E-08 0.00E+00 371191 3755040 2.19E-07 0.00E+00 5.09E-11 0.00E+00 6.61E-12 0.00E+00
371211 3755040 6.22E-04 0.00E+00 1.46E-07 0.00E+00 1.91E-08 0.00E+00 371211 3755040 2.15E-07 0.00E+00 5.07E-11 0.00E+00 6.61E-12 0.00E+00
371231 3755040 6.12E-04 0.00E+00 1.46E-07 0.00E+00 1.91E-08 0.00E+00 371231 3755040 2.12E-07 0.00E+00 5.06E-11 0.00E+00 6.60E-12 0.00E+00
371251 3755040 6.01E-04 0.00E+00 1.46E-07 0.00E+00 1.90E-08 0.00E+00 371251 3755040 2.08E-07 0.00E+00 5.05E-11 0.00E+00 6.59E-12 0.00E+00
371271 3755040 5.91E-04 0.00E+00 1.46E-07 0.00E+00 1.90E-08 0.00E+00 371271 3755040 2.05E-07 0.00E+00 5.05E-11 0.00E+00 6.58E-12 0.00E+00
371291 3755040 5.82E-04 0.00E+00 1.46E-07 0.00E+00 1.90E-08 0.00E+00 371291 3755040 2.01E-07 0.00E+00 5.06E-11 0.00E+00 6.56E-12 0.00E+00
371311 3755040 5.73E-04 0.00E+00 1.46E-07 0.00E+00 1.89E-08 0.00E+00 371311 3755040 1.98E-07 0.00E+00 5.06E-11 0.00E+00 6.55E-12 0.00E+00
371331 3755040 5.64E-04 0.00E+00 1.47E-07 0.00E+00 1.89E-08 0.00E+00 371331 3755040 1.95E-07 0.00E+00 5.07E-11 0.00E+00 6.53E-12 0.00E+00
371351 3755040 5.56E-04 0.00E+00 1.47E-07 0.00E+00 1.88E-08 0.00E+00 371351 3755040 1.93E-07 0.00E+00 5.08E-11 0.00E+00 6.51E-12 0.00E+00
371371 3755040 5.49E-04 0.00E+00 1.47E-07 0.00E+00 1.87E-08 0.00E+00 371371 3755040 1.90E-07 0.00E+00 5.08E-11 0.00E+00 6.49E-12 0.00E+00
371391 3755040 5.42E-04 0.00E+00 1.47E-07 0.00E+00 1.87E-08 0.00E+00 371391 3755040 1.88E-07 0.00E+00 5.09E-11 0.00E+00 6.46E-12 0.00E+00
371411 3755040 5.36E-04 0.00E+00 1.47E-07 0.00E+00 1.86E-08 0.00E+00 371411 3755040 1.86E-07 0.00E+00 5.09E-11 0.00E+00 6.44E-12 0.00E+00
371431 3755040 5.31E-04 0.00E+00 1.47E-07 0.00E+00 1.85E-08 0.00E+00 371431 3755040 1.84E-07 0.00E+00 5.08E-11 0.00E+00 6.41E-12 0.00E+00
371451 3755040 5.26E-04 0.00E+00 1.47E-07 0.00E+00 1.84E-08 0.00E+00 371451 3755040 1.82E-07 0.00E+00 5.08E-11 0.00E+00 6.38E-12 0.00E+00
371471 3755040 5.22E-04 0.00E+00 1.46E-07 0.00E+00 1.83E-08 0.00E+00 371471 3755040 1.81E-07 0.00E+00 5.06E-11 0.00E+00 6.35E-12 0.00E+00
371491 3755040 5.18E-04 0.00E+00 1.46E-07 0.00E+00 1.82E-08 0.00E+00 371491 3755040 1.79E-07 0.00E+00 5.05E-11 0.00E+00 6.31E-12 0.00E+00
371511 3755040 5.15E-04 0.00E+00 1.45E-07 0.00E+00 1.81E-08 0.00E+00 371511 3755040 1.78E-07 0.00E+00 5.03E-11 0.00E+00 6.28E-12 0.00E+00
371531 3755040 5.13E-04 0.00E+00 1.45E-07 0.00E+00 1.80E-08 0.00E+00 371531 3755040 1.77E-07 0.00E+00 5.01E-11 0.00E+00 6.24E-12 0.00E+00
371551 3755040 5.11E-04 0.00E+00 1.44E-07 0.00E+00 1.79E-08 0.00E+00 371551 3755040 1.77E-07 0.00E+00 4.98E-11 0.00E+00 6.20E-12 0.00E+00
371571 3755040 5.09E-04 0.00E+00 1.43E-07 0.00E+00 1.78E-08 0.00E+00 371571 3755040 1.76E-07 0.00E+00 4.96E-11 0.00E+00 6.16E-12 0.00E+00
371591 3755040 5.08E-04 0.00E+00 1.42E-07 0.00E+00 1.77E-08 0.00E+00 371591 3755040 1.76E-07 0.00E+00 4.92E-11 0.00E+00 6.12E-12 0.00E+00
371611 3755040 5.07E-04 0.00E+00 1.41E-07 0.00E+00 1.76E-08 0.00E+00 371611 3755040 1.76E-07 0.00E+00 4.89E-11 0.00E+00 6.08E-12 0.00E+00
371631 3755040 5.07E-04 0.00E+00 1.40E-07 0.00E+00 1.74E-08 0.00E+00 371631 3755040 1.76E-07 0.00E+00 4.85E-11 0.00E+00 6.04E-12 0.00E+00
371651 3755040 5.07E-04 0.00E+00 1.39E-07 0.00E+00 1.73E-08 0.00E+00 371651 3755040 1.76E-07 0.00E+00 4.82E-11 0.00E+00 5.99E-12 0.00E+00
371671 3755040 5.07E-04 0.00E+00 1.38E-07 0.00E+00 1.72E-08 0.00E+00 371671 3755040 1.76E-07 0.00E+00 4.78E-11 0.00E+00 5.95E-12 0.00E+00
371691 3755040 5.08E-04 0.00E+00 1.37E-07 0.00E+00 1.71E-08 0.00E+00 371691 3755040 1.76E-07 0.00E+00 4.73E-11 0.00E+00 5.90E-12 0.00E+00
371711 3755040 5.09E-04 0.00E+00 1.35E-07 0.00E+00 1.69E-08 0.00E+00 371711 3755040 1.76E-07 0.00E+00 4.69E-11 0.00E+00 5.86E-12 0.00E+00
371731 3755040 5.11E-04 0.00E+00 1.34E-07 0.00E+00 1.68E-08 0.00E+00 371731 3755040 1.77E-07 0.00E+00 4.65E-11 0.00E+00 5.81E-12 0.00E+00
371751 3755040 5.13E-04 0.00E+00 1.33E-07 0.00E+00 1.66E-08 0.00E+00 371751 3755040 1.77E-07 0.00E+00 4.60E-11 0.00E+00 5.76E-12 0.00E+00
371771 3755040 5.15E-04 0.00E+00 1.32E-07 0.00E+00 1.65E-08 0.00E+00 371771 3755040 1.78E-07 0.00E+00 4.55E-11 0.00E+00 5.71E-12 0.00E+00
371791 3755040 5.17E-04 0.00E+00 1.30E-07 0.00E+00 1.64E-08 0.00E+00 371791 3755040 1.79E-07 0.00E+00 4.51E-11 0.00E+00 5.66E-12 0.00E+00
371811 3755040 5.21E-04 0.00E+00 1.29E-07 0.00E+00 1.62E-08 0.00E+00 371811 3755040 1.80E-07 0.00E+00 4.46E-11 0.00E+00 5.61E-12 0.00E+00
371831 3755040 5.24E-04 0.00E+00 1.27E-07 0.00E+00 1.61E-08 0.00E+00 371831 3755040 1.81E-07 0.00E+00 4.41E-11 0.00E+00 5.56E-12 0.00E+00
370745 3754274 3.82E-03 0.00E+00 9.76E-07 0.00E+00 9.77E-08 0.00E+00 370745 3754274 1.32E-06 0.00E+00 3.38E-10 0.00E+00 3.38E-11 0.00E+00
370755 3754274 3.95E-03 0.00E+00 1.05E-06 0.00E+00 1.01E-07 0.00E+00 370755 3754274 1.37E-06 0.00E+00 3.63E-10 0.00E+00 3.50E-11 0.00E+00
370765 3754274 4.09E-03 0.00E+00 1.13E-06 0.00E+00 1.05E-07 0.00E+00 370765 3754274 1.41E-06 0.00E+00 3.90E-10 0.00E+00 3.63E-11 0.00E+00
370775 3754274 4.22E-03 0.00E+00 1.22E-06 0.00E+00 1.09E-07 0.00E+00 370775 3754274 1.46E-06 0.00E+00 4.21E-10 0.00E+00 3.76E-11 0.00E+00
370785 3754274 4.36E-03 0.00E+00 1.32E-06 0.00E+00 1.13E-07 0.00E+00 370785 3754274 1.51E-06 0.00E+00 4.56E-10 0.00E+00 3.90E-11 0.00E+00
370795 3754274 4.51E-03 0.00E+00 1.43E-06 0.00E+00 1.17E-07 0.00E+00 370795 3754274 1.56E-06 0.00E+00 4.96E-10 0.00E+00 4.05E-11 0.00E+00
370805 3754274 4.67E-03 0.00E+00 1.56E-06 0.00E+00 1.21E-07 0.00E+00 370805 3754274 1.62E-06 0.00E+00 5.42E-10 0.00E+00 4.20E-11 0.00E+00
370815 3754274 4.84E-03 0.00E+00 1.72E-06 0.00E+00 1.26E-07 0.00E+00 370815 3754274 1.68E-06 0.00E+00 5.95E-10 0.00E+00 4.37E-11 0.00E+00
370825 3754274 5.03E-03 0.00E+00 1.90E-06 0.00E+00 1.31E-07 0.00E+00 370825 3754274 1.74E-06 0.00E+00 6.59E-10 0.00E+00 4.54E-11 0.00E+00
370835 3754274 5.23E-03 0.00E+00 2.13E-06 0.00E+00 1.37E-07 0.00E+00 370835 3754274 1.81E-06 0.00E+00 7.36E-10 0.00E+00 4.73E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370745 3754284 3.86E-03 0.00E+00 9.81E-07 0.00E+00 9.62E-08 0.00E+00 370745 3754284 1.34E-06 0.00E+00 3.40E-10 0.00E+00 3.33E-11 0.00E+00
370755 3754284 3.99E-03 0.00E+00 1.05E-06 0.00E+00 9.95E-08 0.00E+00 370755 3754284 1.38E-06 0.00E+00 3.64E-10 0.00E+00 3.44E-11 0.00E+00
370765 3754284 4.12E-03 0.00E+00 1.13E-06 0.00E+00 1.03E-07 0.00E+00 370765 3754284 1.43E-06 0.00E+00 3.92E-10 0.00E+00 3.57E-11 0.00E+00
370775 3754284 4.26E-03 0.00E+00 1.22E-06 0.00E+00 1.07E-07 0.00E+00 370775 3754284 1.47E-06 0.00E+00 4.23E-10 0.00E+00 3.69E-11 0.00E+00
370785 3754284 4.39E-03 0.00E+00 1.32E-06 0.00E+00 1.11E-07 0.00E+00 370785 3754284 1.52E-06 0.00E+00 4.57E-10 0.00E+00 3.83E-11 0.00E+00
370795 3754284 4.55E-03 0.00E+00 1.44E-06 0.00E+00 1.15E-07 0.00E+00 370795 3754284 1.58E-06 0.00E+00 4.98E-10 0.00E+00 3.97E-11 0.00E+00
370805 3754284 4.72E-03 0.00E+00 1.57E-06 0.00E+00 1.19E-07 0.00E+00 370805 3754284 1.63E-06 0.00E+00 5.44E-10 0.00E+00 4.12E-11 0.00E+00
370815 3754284 4.90E-03 0.00E+00 1.73E-06 0.00E+00 1.24E-07 0.00E+00 370815 3754284 1.69E-06 0.00E+00 5.99E-10 0.00E+00 4.28E-11 0.00E+00
370825 3754284 5.08E-03 0.00E+00 1.91E-06 0.00E+00 1.28E-07 0.00E+00 370825 3754284 1.76E-06 0.00E+00 6.62E-10 0.00E+00 4.44E-11 0.00E+00
370835 3754284 5.28E-03 0.00E+00 2.13E-06 0.00E+00 1.34E-07 0.00E+00 370835 3754284 1.83E-06 0.00E+00 7.38E-10 0.00E+00 4.62E-11 0.00E+00
370745 3754294 3.89E-03 0.00E+00 9.85E-07 0.00E+00 9.46E-08 0.00E+00 370745 3754294 1.35E-06 0.00E+00 3.41E-10 0.00E+00 3.27E-11 0.00E+00
370755 3754294 4.02E-03 0.00E+00 1.06E-06 0.00E+00 9.78E-08 0.00E+00 370755 3754294 1.39E-06 0.00E+00 3.66E-10 0.00E+00 3.39E-11 0.00E+00
370765 3754294 4.16E-03 0.00E+00 1.14E-06 0.00E+00 1.01E-07 0.00E+00 370765 3754294 1.44E-06 0.00E+00 3.94E-10 0.00E+00 3.50E-11 0.00E+00
370775 3754294 4.30E-03 0.00E+00 1.23E-06 0.00E+00 1.05E-07 0.00E+00 370775 3754294 1.49E-06 0.00E+00 4.25E-10 0.00E+00 3.63E-11 0.00E+00
370785 3754294 4.43E-03 0.00E+00 1.33E-06 0.00E+00 1.08E-07 0.00E+00 370785 3754294 1.53E-06 0.00E+00 4.59E-10 0.00E+00 3.75E-11 0.00E+00
370795 3754294 4.59E-03 0.00E+00 1.44E-06 0.00E+00 1.12E-07 0.00E+00 370795 3754294 1.59E-06 0.00E+00 4.99E-10 0.00E+00 3.89E-11 0.00E+00
370805 3754294 4.76E-03 0.00E+00 1.58E-06 0.00E+00 1.17E-07 0.00E+00 370805 3754294 1.65E-06 0.00E+00 5.46E-10 0.00E+00 4.03E-11 0.00E+00
370815 3754294 4.94E-03 0.00E+00 1.73E-06 0.00E+00 1.21E-07 0.00E+00 370815 3754294 1.71E-06 0.00E+00 6.00E-10 0.00E+00 4.19E-11 0.00E+00
370825 3754294 5.13E-03 0.00E+00 1.92E-06 0.00E+00 1.26E-07 0.00E+00 370825 3754294 1.78E-06 0.00E+00 6.64E-10 0.00E+00 4.35E-11 0.00E+00
370835 3754294 5.33E-03 0.00E+00 2.13E-06 0.00E+00 1.30E-07 0.00E+00 370835 3754294 1.84E-06 0.00E+00 7.39E-10 0.00E+00 4.51E-11 0.00E+00
370745 3754304 3.91E-03 0.00E+00 9.88E-07 0.00E+00 9.29E-08 0.00E+00 370745 3754304 1.35E-06 0.00E+00 3.42E-10 0.00E+00 3.22E-11 0.00E+00
370755 3754304 4.05E-03 0.00E+00 1.06E-06 0.00E+00 9.60E-08 0.00E+00 370755 3754304 1.40E-06 0.00E+00 3.67E-10 0.00E+00 3.32E-11 0.00E+00
370765 3754304 4.19E-03 0.00E+00 1.14E-06 0.00E+00 9.93E-08 0.00E+00 370765 3754304 1.45E-06 0.00E+00 3.95E-10 0.00E+00 3.44E-11 0.00E+00
370775 3754304 4.33E-03 0.00E+00 1.23E-06 0.00E+00 1.03E-07 0.00E+00 370775 3754304 1.50E-06 0.00E+00 4.26E-10 0.00E+00 3.56E-11 0.00E+00
370785 3754304 4.46E-03 0.00E+00 1.33E-06 0.00E+00 1.06E-07 0.00E+00 370785 3754304 1.54E-06 0.00E+00 4.60E-10 0.00E+00 3.68E-11 0.00E+00
370795 3754304 4.62E-03 0.00E+00 1.44E-06 0.00E+00 1.10E-07 0.00E+00 370795 3754304 1.60E-06 0.00E+00 5.00E-10 0.00E+00 3.81E-11 0.00E+00
370805 3754304 4.79E-03 0.00E+00 1.58E-06 0.00E+00 1.14E-07 0.00E+00 370805 3754304 1.66E-06 0.00E+00 5.46E-10 0.00E+00 3.95E-11 0.00E+00
370815 3754304 4.97E-03 0.00E+00 1.73E-06 0.00E+00 1.18E-07 0.00E+00 370815 3754304 1.72E-06 0.00E+00 6.00E-10 0.00E+00 4.09E-11 0.00E+00
370825 3754304 5.16E-03 0.00E+00 1.92E-06 0.00E+00 1.23E-07 0.00E+00 370825 3754304 1.79E-06 0.00E+00 6.63E-10 0.00E+00 4.24E-11 0.00E+00
370835 3754304 5.36E-03 0.00E+00 2.13E-06 0.00E+00 1.27E-07 0.00E+00 370835 3754304 1.86E-06 0.00E+00 7.37E-10 0.00E+00 4.40E-11 0.00E+00
370745 3754314 3.93E-03 0.00E+00 9.90E-07 0.00E+00 9.12E-08 0.00E+00 370745 3754314 1.36E-06 0.00E+00 3.43E-10 0.00E+00 3.16E-11 0.00E+00
370755 3754314 4.06E-03 0.00E+00 1.06E-06 0.00E+00 9.42E-08 0.00E+00 370755 3754314 1.41E-06 0.00E+00 3.67E-10 0.00E+00 3.26E-11 0.00E+00
370765 3754314 4.19E-03 0.00E+00 1.14E-06 0.00E+00 9.73E-08 0.00E+00 370765 3754314 1.45E-06 0.00E+00 3.95E-10 0.00E+00 3.37E-11 0.00E+00
370775 3754314 4.33E-03 0.00E+00 1.23E-06 0.00E+00 1.01E-07 0.00E+00 370775 3754314 1.50E-06 0.00E+00 4.25E-10 0.00E+00 3.48E-11 0.00E+00
370785 3754314 4.48E-03 0.00E+00 1.33E-06 0.00E+00 1.04E-07 0.00E+00 370785 3754314 1.55E-06 0.00E+00 4.60E-10 0.00E+00 3.60E-11 0.00E+00
370795 3754314 4.63E-03 0.00E+00 1.44E-06 0.00E+00 1.08E-07 0.00E+00 370795 3754314 1.60E-06 0.00E+00 4.99E-10 0.00E+00 3.72E-11 0.00E+00
370805 3754314 4.80E-03 0.00E+00 1.57E-06 0.00E+00 1.11E-07 0.00E+00 370805 3754314 1.66E-06 0.00E+00 5.44E-10 0.00E+00 3.86E-11 0.00E+00
370815 3754314 4.98E-03 0.00E+00 1.73E-06 0.00E+00 1.15E-07 0.00E+00 370815 3754314 1.72E-06 0.00E+00 5.97E-10 0.00E+00 3.99E-11 0.00E+00
370825 3754314 5.17E-03 0.00E+00 1.91E-06 0.00E+00 1.20E-07 0.00E+00 370825 3754314 1.79E-06 0.00E+00 6.60E-10 0.00E+00 4.14E-11 0.00E+00
370835 3754314 5.38E-03 0.00E+00 2.12E-06 0.00E+00 1.24E-07 0.00E+00 370835 3754314 1.86E-06 0.00E+00 7.35E-10 0.00E+00 4.29E-11 0.00E+00
370745 3754324 3.95E-03 0.00E+00 9.92E-07 0.00E+00 8.95E-08 0.00E+00 370745 3754324 1.37E-06 0.00E+00 3.43E-10 0.00E+00 3.10E-11 0.00E+00
370755 3754324 4.08E-03 0.00E+00 1.06E-06 0.00E+00 9.23E-08 0.00E+00 370755 3754324 1.41E-06 0.00E+00 3.68E-10 0.00E+00 3.20E-11 0.00E+00
370765 3754324 4.21E-03 0.00E+00 1.14E-06 0.00E+00 9.53E-08 0.00E+00 370765 3754324 1.46E-06 0.00E+00 3.95E-10 0.00E+00 3.30E-11 0.00E+00
370775 3754324 4.35E-03 0.00E+00 1.23E-06 0.00E+00 9.85E-08 0.00E+00 370775 3754324 1.51E-06 0.00E+00 4.26E-10 0.00E+00 3.41E-11 0.00E+00
370785 3754324 4.50E-03 0.00E+00 1.33E-06 0.00E+00 1.02E-07 0.00E+00 370785 3754324 1.56E-06 0.00E+00 4.60E-10 0.00E+00 3.52E-11 0.00E+00
370795 3754324 4.65E-03 0.00E+00 1.44E-06 0.00E+00 1.05E-07 0.00E+00 370795 3754324 1.61E-06 0.00E+00 4.99E-10 0.00E+00 3.64E-11 0.00E+00
370805 3754324 4.82E-03 0.00E+00 1.57E-06 0.00E+00 1.09E-07 0.00E+00 370805 3754324 1.67E-06 0.00E+00 5.44E-10 0.00E+00 3.77E-11 0.00E+00
370815 3754324 5.01E-03 0.00E+00 1.73E-06 0.00E+00 1.13E-07 0.00E+00 370815 3754324 1.73E-06 0.00E+00 5.98E-10 0.00E+00 3.90E-11 0.00E+00
370825 3754324 5.20E-03 0.00E+00 1.91E-06 0.00E+00 1.17E-07 0.00E+00 370825 3754324 1.80E-06 0.00E+00 6.60E-10 0.00E+00 4.04E-11 0.00E+00
370835 3754324 5.40E-03 0.00E+00 2.12E-06 0.00E+00 1.21E-07 0.00E+00 370835 3754324 1.87E-06 0.00E+00 7.34E-10 0.00E+00 4.18E-11 0.00E+00
370745 3754334 3.96E-03 0.00E+00 9.93E-07 0.00E+00 8.77E-08 0.00E+00 370745 3754334 1.37E-06 0.00E+00 3.44E-10 0.00E+00 3.04E-11 0.00E+00
370755 3754334 4.10E-03 0.00E+00 1.06E-06 0.00E+00 9.05E-08 0.00E+00 370755 3754334 1.42E-06 0.00E+00 3.69E-10 0.00E+00 3.13E-11 0.00E+00
370765 3754334 4.23E-03 0.00E+00 1.14E-06 0.00E+00 9.34E-08 0.00E+00 370765 3754334 1.46E-06 0.00E+00 3.96E-10 0.00E+00 3.23E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370775 3754334 4.37E-03 0.00E+00 1.23E-06 0.00E+00 9.64E-08 0.00E+00 370775 3754334 1.51E-06 0.00E+00 4.26E-10 0.00E+00 3.34E-11 0.00E+00
370785 3754334 4.51E-03 0.00E+00 1.33E-06 0.00E+00 9.95E-08 0.00E+00 370785 3754334 1.56E-06 0.00E+00 4.60E-10 0.00E+00 3.44E-11 0.00E+00
370795 3754334 4.67E-03 0.00E+00 1.44E-06 0.00E+00 1.03E-07 0.00E+00 370795 3754334 1.62E-06 0.00E+00 4.99E-10 0.00E+00 3.56E-11 0.00E+00
370805 3754334 4.84E-03 0.00E+00 1.57E-06 0.00E+00 1.06E-07 0.00E+00 370805 3754334 1.67E-06 0.00E+00 5.44E-10 0.00E+00 3.68E-11 0.00E+00
370815 3754334 5.02E-03 0.00E+00 1.72E-06 0.00E+00 1.10E-07 0.00E+00 370815 3754334 1.74E-06 0.00E+00 5.97E-10 0.00E+00 3.80E-11 0.00E+00
370825 3754334 5.21E-03 0.00E+00 1.90E-06 0.00E+00 1.14E-07 0.00E+00 370825 3754334 1.80E-06 0.00E+00 6.59E-10 0.00E+00 3.94E-11 0.00E+00
370835 3754334 5.42E-03 0.00E+00 2.12E-06 0.00E+00 1.18E-07 0.00E+00 370835 3754334 1.88E-06 0.00E+00 7.33E-10 0.00E+00 4.08E-11 0.00E+00
370745 3754344 3.97E-03 0.00E+00 9.93E-07 0.00E+00 8.59E-08 0.00E+00 370745 3754344 1.37E-06 0.00E+00 3.44E-10 0.00E+00 2.97E-11 0.00E+00
370755 3754344 4.10E-03 0.00E+00 1.06E-06 0.00E+00 8.86E-08 0.00E+00 370755 3754344 1.42E-06 0.00E+00 3.69E-10 0.00E+00 3.07E-11 0.00E+00
370765 3754344 4.24E-03 0.00E+00 1.14E-06 0.00E+00 9.14E-08 0.00E+00 370765 3754344 1.47E-06 0.00E+00 3.96E-10 0.00E+00 3.16E-11 0.00E+00
370775 3754344 4.37E-03 0.00E+00 1.23E-06 0.00E+00 9.42E-08 0.00E+00 370775 3754344 1.51E-06 0.00E+00 4.26E-10 0.00E+00 3.26E-11 0.00E+00
370785 3754344 4.52E-03 0.00E+00 1.33E-06 0.00E+00 9.73E-08 0.00E+00 370785 3754344 1.56E-06 0.00E+00 4.60E-10 0.00E+00 3.37E-11 0.00E+00
370795 3754344 4.66E-03 0.00E+00 1.43E-06 0.00E+00 1.00E-07 0.00E+00 370795 3754344 1.61E-06 0.00E+00 4.97E-10 0.00E+00 3.47E-11 0.00E+00
370805 3754344 4.83E-03 0.00E+00 1.56E-06 0.00E+00 1.04E-07 0.00E+00 370805 3754344 1.67E-06 0.00E+00 5.40E-10 0.00E+00 3.59E-11 0.00E+00
370815 3754344 5.00E-03 0.00E+00 1.71E-06 0.00E+00 1.07E-07 0.00E+00 370815 3754344 1.73E-06 0.00E+00 5.91E-10 0.00E+00 3.71E-11 0.00E+00
370825 3754344 5.20E-03 0.00E+00 1.89E-06 0.00E+00 1.11E-07 0.00E+00 370825 3754344 1.80E-06 0.00E+00 6.54E-10 0.00E+00 3.83E-11 0.00E+00
370835 3754344 5.42E-03 0.00E+00 2.10E-06 0.00E+00 1.15E-07 0.00E+00 370835 3754344 1.87E-06 0.00E+00 7.28E-10 0.00E+00 3.96E-11 0.00E+00
370745 3754354 3.97E-03 0.00E+00 9.92E-07 0.00E+00 8.41E-08 0.00E+00 370745 3754354 1.37E-06 0.00E+00 3.44E-10 0.00E+00 2.91E-11 0.00E+00
370755 3754354 4.10E-03 0.00E+00 1.06E-06 0.00E+00 8.67E-08 0.00E+00 370755 3754354 1.42E-06 0.00E+00 3.68E-10 0.00E+00 3.00E-11 0.00E+00
370765 3754354 4.23E-03 0.00E+00 1.14E-06 0.00E+00 8.93E-08 0.00E+00 370765 3754354 1.47E-06 0.00E+00 3.95E-10 0.00E+00 3.09E-11 0.00E+00
370775 3754354 4.37E-03 0.00E+00 1.23E-06 0.00E+00 9.21E-08 0.00E+00 370775 3754354 1.51E-06 0.00E+00 4.25E-10 0.00E+00 3.19E-11 0.00E+00
370785 3754354 4.52E-03 0.00E+00 1.33E-06 0.00E+00 9.50E-08 0.00E+00 370785 3754354 1.56E-06 0.00E+00 4.59E-10 0.00E+00 3.29E-11 0.00E+00
370795 3754354 4.66E-03 0.00E+00 1.43E-06 0.00E+00 9.79E-08 0.00E+00 370795 3754354 1.61E-06 0.00E+00 4.95E-10 0.00E+00 3.39E-11 0.00E+00
370805 3754354 4.81E-03 0.00E+00 1.55E-06 0.00E+00 1.01E-07 0.00E+00 370805 3754354 1.67E-06 0.00E+00 5.37E-10 0.00E+00 3.50E-11 0.00E+00
370815 3754354 4.99E-03 0.00E+00 1.70E-06 0.00E+00 1.04E-07 0.00E+00 370815 3754354 1.73E-06 0.00E+00 5.88E-10 0.00E+00 3.61E-11 0.00E+00
370825 3754354 5.19E-03 0.00E+00 1.87E-06 0.00E+00 1.08E-07 0.00E+00 370825 3754354 1.80E-06 0.00E+00 6.49E-10 0.00E+00 3.73E-11 0.00E+00
370835 3754354 5.41E-03 0.00E+00 2.09E-06 0.00E+00 1.11E-07 0.00E+00 370835 3754354 1.87E-06 0.00E+00 7.24E-10 0.00E+00 3.86E-11 0.00E+00
370745 3754364 3.96E-03 0.00E+00 9.91E-07 0.00E+00 8.24E-08 0.00E+00 370745 3754364 1.37E-06 0.00E+00 3.43E-10 0.00E+00 2.85E-11 0.00E+00
370755 3754364 4.09E-03 0.00E+00 1.06E-06 0.00E+00 8.48E-08 0.00E+00 370755 3754364 1.42E-06 0.00E+00 3.67E-10 0.00E+00 2.94E-11 0.00E+00
370765 3754364 4.22E-03 0.00E+00 1.14E-06 0.00E+00 8.73E-08 0.00E+00 370765 3754364 1.46E-06 0.00E+00 3.94E-10 0.00E+00 3.02E-11 0.00E+00
370775 3754364 4.36E-03 0.00E+00 1.22E-06 0.00E+00 9.00E-08 0.00E+00 370775 3754364 1.51E-06 0.00E+00 4.24E-10 0.00E+00 3.11E-11 0.00E+00
370785 3754364 4.51E-03 0.00E+00 1.32E-06 0.00E+00 9.27E-08 0.00E+00 370785 3754364 1.56E-06 0.00E+00 4.58E-10 0.00E+00 3.21E-11 0.00E+00
370795 3754364 4.66E-03 0.00E+00 1.43E-06 0.00E+00 9.56E-08 0.00E+00 370795 3754364 1.61E-06 0.00E+00 4.95E-10 0.00E+00 3.31E-11 0.00E+00
370805 3754364 4.82E-03 0.00E+00 1.55E-06 0.00E+00 9.85E-08 0.00E+00 370805 3754364 1.67E-06 0.00E+00 5.38E-10 0.00E+00 3.41E-11 0.00E+00
370815 3754364 5.00E-03 0.00E+00 1.70E-06 0.00E+00 1.02E-07 0.00E+00 370815 3754364 1.73E-06 0.00E+00 5.90E-10 0.00E+00 3.52E-11 0.00E+00
370825 3754364 5.20E-03 0.00E+00 1.89E-06 0.00E+00 1.05E-07 0.00E+00 370825 3754364 1.80E-06 0.00E+00 6.53E-10 0.00E+00 3.63E-11 0.00E+00
370835 3754364 5.40E-03 0.00E+00 2.10E-06 0.00E+00 1.08E-07 0.00E+00 370835 3754364 1.87E-06 0.00E+00 7.26E-10 0.00E+00 3.75E-11 0.00E+00
370745 3754374 3.96E-03 0.00E+00 9.90E-07 0.00E+00 8.06E-08 0.00E+00 370745 3754374 1.37E-06 0.00E+00 3.43E-10 0.00E+00 2.79E-11 0.00E+00
370755 3754374 4.08E-03 0.00E+00 1.06E-06 0.00E+00 8.29E-08 0.00E+00 370755 3754374 1.41E-06 0.00E+00 3.67E-10 0.00E+00 2.87E-11 0.00E+00
370765 3754374 4.21E-03 0.00E+00 1.14E-06 0.00E+00 8.54E-08 0.00E+00 370765 3754374 1.46E-06 0.00E+00 3.94E-10 0.00E+00 2.95E-11 0.00E+00
370775 3754374 4.35E-03 0.00E+00 1.22E-06 0.00E+00 8.79E-08 0.00E+00 370775 3754374 1.50E-06 0.00E+00 4.23E-10 0.00E+00 3.04E-11 0.00E+00
370785 3754374 4.49E-03 0.00E+00 1.32E-06 0.00E+00 9.05E-08 0.00E+00 370785 3754374 1.55E-06 0.00E+00 4.56E-10 0.00E+00 3.13E-11 0.00E+00
370795 3754374 4.64E-03 0.00E+00 1.43E-06 0.00E+00 9.32E-08 0.00E+00 370795 3754374 1.61E-06 0.00E+00 4.94E-10 0.00E+00 3.23E-11 0.00E+00
370805 3754374 4.81E-03 0.00E+00 1.55E-06 0.00E+00 9.61E-08 0.00E+00 370805 3754374 1.66E-06 0.00E+00 5.38E-10 0.00E+00 3.33E-11 0.00E+00
370815 3754374 4.99E-03 0.00E+00 1.70E-06 0.00E+00 9.90E-08 0.00E+00 370815 3754374 1.73E-06 0.00E+00 5.90E-10 0.00E+00 3.43E-11 0.00E+00
370825 3754374 5.18E-03 0.00E+00 1.88E-06 0.00E+00 1.02E-07 0.00E+00 370825 3754374 1.79E-06 0.00E+00 6.52E-10 0.00E+00 3.54E-11 0.00E+00
370835 3754374 5.38E-03 0.00E+00 2.09E-06 0.00E+00 1.05E-07 0.00E+00 370835 3754374 1.86E-06 0.00E+00 7.23E-10 0.00E+00 3.65E-11 0.00E+00
370745 3754384 3.94E-03 0.00E+00 9.88E-07 0.00E+00 7.88E-08 0.00E+00 370745 3754384 1.36E-06 0.00E+00 3.42E-10 0.00E+00 2.73E-11 0.00E+00
370755 3754384 4.07E-03 0.00E+00 1.06E-06 0.00E+00 8.11E-08 0.00E+00 370755 3754384 1.41E-06 0.00E+00 3.66E-10 0.00E+00 2.81E-11 0.00E+00
370765 3754384 4.20E-03 0.00E+00 1.14E-06 0.00E+00 8.34E-08 0.00E+00 370765 3754384 1.45E-06 0.00E+00 3.93E-10 0.00E+00 2.89E-11 0.00E+00
370775 3754384 4.33E-03 0.00E+00 1.22E-06 0.00E+00 8.58E-08 0.00E+00 370775 3754384 1.50E-06 0.00E+00 4.22E-10 0.00E+00 2.97E-11 0.00E+00
370785 3754384 4.47E-03 0.00E+00 1.32E-06 0.00E+00 8.83E-08 0.00E+00 370785 3754384 1.55E-06 0.00E+00 4.55E-10 0.00E+00 3.06E-11 0.00E+00
370795 3754384 4.62E-03 0.00E+00 1.42E-06 0.00E+00 9.09E-08 0.00E+00 370795 3754384 1.60E-06 0.00E+00 4.93E-10 0.00E+00 3.15E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370805 3754384 4.78E-03 0.00E+00 1.55E-06 0.00E+00 9.36E-08 0.00E+00 370805 3754384 1.66E-06 0.00E+00 5.36E-10 0.00E+00 3.24E-11 0.00E+00
370815 3754384 4.96E-03 0.00E+00 1.70E-06 0.00E+00 9.64E-08 0.00E+00 370815 3754384 1.72E-06 0.00E+00 5.87E-10 0.00E+00 3.34E-11 0.00E+00
370825 3754384 5.15E-03 0.00E+00 1.87E-06 0.00E+00 9.94E-08 0.00E+00 370825 3754384 1.78E-06 0.00E+00 6.48E-10 0.00E+00 3.44E-11 0.00E+00
370835 3754384 5.35E-03 0.00E+00 2.08E-06 0.00E+00 1.02E-07 0.00E+00 370835 3754384 1.85E-06 0.00E+00 7.20E-10 0.00E+00 3.55E-11 0.00E+00
370745 3754394 3.92E-03 0.00E+00 9.86E-07 0.00E+00 7.70E-08 0.00E+00 370745 3754394 1.36E-06 0.00E+00 3.41E-10 0.00E+00 2.67E-11 0.00E+00
370755 3754394 4.05E-03 0.00E+00 1.06E-06 0.00E+00 7.92E-08 0.00E+00 370755 3754394 1.40E-06 0.00E+00 3.66E-10 0.00E+00 2.74E-11 0.00E+00
370765 3754394 4.17E-03 0.00E+00 1.13E-06 0.00E+00 8.14E-08 0.00E+00 370765 3754394 1.45E-06 0.00E+00 3.92E-10 0.00E+00 2.82E-11 0.00E+00
370775 3754394 4.31E-03 0.00E+00 1.22E-06 0.00E+00 8.37E-08 0.00E+00 370775 3754394 1.49E-06 0.00E+00 4.22E-10 0.00E+00 2.90E-11 0.00E+00
370785 3754394 4.45E-03 0.00E+00 1.31E-06 0.00E+00 8.61E-08 0.00E+00 370785 3754394 1.54E-06 0.00E+00 4.55E-10 0.00E+00 2.98E-11 0.00E+00
370795 3754394 4.60E-03 0.00E+00 1.42E-06 0.00E+00 8.86E-08 0.00E+00 370795 3754394 1.59E-06 0.00E+00 4.92E-10 0.00E+00 3.07E-11 0.00E+00
370805 3754394 4.75E-03 0.00E+00 1.54E-06 0.00E+00 9.12E-08 0.00E+00 370805 3754394 1.64E-06 0.00E+00 5.35E-10 0.00E+00 3.16E-11 0.00E+00
370815 3754394 4.92E-03 0.00E+00 1.69E-06 0.00E+00 9.38E-08 0.00E+00 370815 3754394 1.70E-06 0.00E+00 5.85E-10 0.00E+00 3.25E-11 0.00E+00
370825 3754394 5.11E-03 0.00E+00 1.87E-06 0.00E+00 9.67E-08 0.00E+00 370825 3754394 1.77E-06 0.00E+00 6.46E-10 0.00E+00 3.35E-11 0.00E+00
370835 3754394 5.31E-03 0.00E+00 2.07E-06 0.00E+00 9.96E-08 0.00E+00 370835 3754394 1.84E-06 0.00E+00 7.17E-10 0.00E+00 3.45E-11 0.00E+00
370745 3754404 3.90E-03 0.00E+00 9.83E-07 0.00E+00 7.53E-08 0.00E+00 370745 3754404 1.35E-06 0.00E+00 3.40E-10 0.00E+00 2.61E-11 0.00E+00
370755 3754404 4.02E-03 0.00E+00 1.05E-06 0.00E+00 7.74E-08 0.00E+00 370755 3754404 1.39E-06 0.00E+00 3.65E-10 0.00E+00 2.68E-11 0.00E+00
370765 3754404 4.15E-03 0.00E+00 1.13E-06 0.00E+00 7.95E-08 0.00E+00 370765 3754404 1.44E-06 0.00E+00 3.91E-10 0.00E+00 2.75E-11 0.00E+00
370775 3754404 4.28E-03 0.00E+00 1.22E-06 0.00E+00 8.17E-08 0.00E+00 370775 3754404 1.48E-06 0.00E+00 4.21E-10 0.00E+00 2.83E-11 0.00E+00
370785 3754404 4.42E-03 0.00E+00 1.31E-06 0.00E+00 8.40E-08 0.00E+00 370785 3754404 1.53E-06 0.00E+00 4.54E-10 0.00E+00 2.91E-11 0.00E+00
370795 3754404 4.57E-03 0.00E+00 1.42E-06 0.00E+00 8.64E-08 0.00E+00 370795 3754404 1.58E-06 0.00E+00 4.92E-10 0.00E+00 2.99E-11 0.00E+00
370805 3754404 4.72E-03 0.00E+00 1.55E-06 0.00E+00 8.88E-08 0.00E+00 370805 3754404 1.63E-06 0.00E+00 5.35E-10 0.00E+00 3.07E-11 0.00E+00
370815 3754404 4.89E-03 0.00E+00 1.69E-06 0.00E+00 9.14E-08 0.00E+00 370815 3754404 1.69E-06 0.00E+00 5.86E-10 0.00E+00 3.16E-11 0.00E+00
370825 3754404 5.07E-03 0.00E+00 1.86E-06 0.00E+00 9.40E-08 0.00E+00 370825 3754404 1.75E-06 0.00E+00 6.45E-10 0.00E+00 3.25E-11 0.00E+00
370835 3754404 5.26E-03 0.00E+00 2.06E-06 0.00E+00 9.67E-08 0.00E+00 370835 3754404 1.82E-06 0.00E+00 7.14E-10 0.00E+00 3.35E-11 0.00E+00
370745 3754414 3.87E-03 0.00E+00 9.80E-07 0.00E+00 7.35E-08 0.00E+00 370745 3754414 1.34E-06 0.00E+00 3.39E-10 0.00E+00 2.55E-11 0.00E+00
370755 3754414 3.99E-03 0.00E+00 1.05E-06 0.00E+00 7.56E-08 0.00E+00 370755 3754414 1.38E-06 0.00E+00 3.63E-10 0.00E+00 2.62E-11 0.00E+00
370765 3754414 4.11E-03 0.00E+00 1.13E-06 0.00E+00 7.76E-08 0.00E+00 370765 3754414 1.42E-06 0.00E+00 3.90E-10 0.00E+00 2.69E-11 0.00E+00
370775 3754414 4.24E-03 0.00E+00 1.21E-06 0.00E+00 7.97E-08 0.00E+00 370775 3754414 1.47E-06 0.00E+00 4.19E-10 0.00E+00 2.76E-11 0.00E+00
370785 3754414 4.38E-03 0.00E+00 1.31E-06 0.00E+00 8.19E-08 0.00E+00 370785 3754414 1.52E-06 0.00E+00 4.53E-10 0.00E+00 2.83E-11 0.00E+00
370795 3754414 4.52E-03 0.00E+00 1.42E-06 0.00E+00 8.41E-08 0.00E+00 370795 3754414 1.57E-06 0.00E+00 4.90E-10 0.00E+00 2.91E-11 0.00E+00
370805 3754414 4.68E-03 0.00E+00 1.54E-06 0.00E+00 8.65E-08 0.00E+00 370805 3754414 1.62E-06 0.00E+00 5.34E-10 0.00E+00 2.99E-11 0.00E+00
370815 3754414 4.84E-03 0.00E+00 1.69E-06 0.00E+00 8.89E-08 0.00E+00 370815 3754414 1.68E-06 0.00E+00 5.84E-10 0.00E+00 3.08E-11 0.00E+00
370825 3754414 5.01E-03 0.00E+00 1.85E-06 0.00E+00 9.14E-08 0.00E+00 370825 3754414 1.73E-06 0.00E+00 6.42E-10 0.00E+00 3.16E-11 0.00E+00
370835 3754414 5.19E-03 0.00E+00 2.05E-06 0.00E+00 9.40E-08 0.00E+00 370835 3754414 1.80E-06 0.00E+00 7.11E-10 0.00E+00 3.25E-11 0.00E+00
370745 3754424 3.83E-03 0.00E+00 9.77E-07 0.00E+00 7.18E-08 0.00E+00 370745 3754424 1.33E-06 0.00E+00 3.38E-10 0.00E+00 2.48E-11 0.00E+00
370755 3754424 3.95E-03 0.00E+00 1.05E-06 0.00E+00 7.36E-08 0.00E+00 370755 3754424 1.37E-06 0.00E+00 3.62E-10 0.00E+00 2.55E-11 0.00E+00
370765 3754424 4.08E-03 0.00E+00 1.12E-06 0.00E+00 7.56E-08 0.00E+00 370765 3754424 1.41E-06 0.00E+00 3.89E-10 0.00E+00 2.62E-11 0.00E+00
370775 3754424 4.20E-03 0.00E+00 1.21E-06 0.00E+00 7.77E-08 0.00E+00 370775 3754424 1.45E-06 0.00E+00 4.18E-10 0.00E+00 2.69E-11 0.00E+00
370785 3754424 4.34E-03 0.00E+00 1.31E-06 0.00E+00 7.98E-08 0.00E+00 370785 3754424 1.50E-06 0.00E+00 4.52E-10 0.00E+00 2.76E-11 0.00E+00
370795 3754424 4.48E-03 0.00E+00 1.42E-06 0.00E+00 8.20E-08 0.00E+00 370795 3754424 1.55E-06 0.00E+00 4.91E-10 0.00E+00 2.84E-11 0.00E+00
370805 3754424 4.63E-03 0.00E+00 1.54E-06 0.00E+00 8.42E-08 0.00E+00 370805 3754424 1.60E-06 0.00E+00 5.34E-10 0.00E+00 2.91E-11 0.00E+00
370815 3754424 4.79E-03 0.00E+00 1.69E-06 0.00E+00 8.65E-08 0.00E+00 370815 3754424 1.66E-06 0.00E+00 5.84E-10 0.00E+00 2.99E-11 0.00E+00
370825 3754424 4.96E-03 0.00E+00 1.85E-06 0.00E+00 8.88E-08 0.00E+00 370825 3754424 1.72E-06 0.00E+00 6.42E-10 0.00E+00 3.07E-11 0.00E+00
370835 3754424 5.13E-03 0.00E+00 2.06E-06 0.00E+00 9.13E-08 0.00E+00 370835 3754424 1.78E-06 0.00E+00 7.12E-10 0.00E+00 3.16E-11 0.00E+00
370745 3754434 3.79E-03 0.00E+00 9.73E-07 0.00E+00 7.00E-08 0.00E+00 370745 3754434 1.31E-06 0.00E+00 3.37E-10 0.00E+00 2.42E-11 0.00E+00
370755 3754434 3.91E-03 0.00E+00 1.04E-06 0.00E+00 7.19E-08 0.00E+00 370755 3754434 1.35E-06 0.00E+00 3.61E-10 0.00E+00 2.49E-11 0.00E+00
370765 3754434 4.03E-03 0.00E+00 1.12E-06 0.00E+00 7.39E-08 0.00E+00 370765 3754434 1.39E-06 0.00E+00 3.87E-10 0.00E+00 2.56E-11 0.00E+00
370775 3754434 4.15E-03 0.00E+00 1.20E-06 0.00E+00 7.58E-08 0.00E+00 370775 3754434 1.44E-06 0.00E+00 4.16E-10 0.00E+00 2.62E-11 0.00E+00
370785 3754434 4.28E-03 0.00E+00 1.30E-06 0.00E+00 7.78E-08 0.00E+00 370785 3754434 1.48E-06 0.00E+00 4.50E-10 0.00E+00 2.69E-11 0.00E+00
370795 3754434 4.43E-03 0.00E+00 1.41E-06 0.00E+00 7.98E-08 0.00E+00 370795 3754434 1.53E-06 0.00E+00 4.89E-10 0.00E+00 2.76E-11 0.00E+00
370805 3754434 4.58E-03 0.00E+00 1.54E-06 0.00E+00 8.19E-08 0.00E+00 370805 3754434 1.58E-06 0.00E+00 5.33E-10 0.00E+00 2.84E-11 0.00E+00
370815 3754434 4.73E-03 0.00E+00 1.69E-06 0.00E+00 8.41E-08 0.00E+00 370815 3754434 1.64E-06 0.00E+00 5.83E-10 0.00E+00 2.91E-11 0.00E+00
370825 3754434 4.89E-03 0.00E+00 1.85E-06 0.00E+00 8.63E-08 0.00E+00 370825 3754434 1.69E-06 0.00E+00 6.42E-10 0.00E+00 2.99E-11 0.00E+00

Unmitigated Construction HRA-Resident (02-20-19).xlsx 199 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370835 3754434 5.06E-03 0.00E+00 2.06E-06 0.00E+00 8.86E-08 0.00E+00 370835 3754434 1.75E-06 0.00E+00 7.12E-10 0.00E+00 3.07E-11 0.00E+00
370745 3754444 3.74E-03 0.00E+00 9.69E-07 0.00E+00 6.83E-08 0.00E+00 370745 3754444 1.30E-06 0.00E+00 3.35E-10 0.00E+00 2.36E-11 0.00E+00
370755 3754444 3.85E-03 0.00E+00 1.04E-06 0.00E+00 7.02E-08 0.00E+00 370755 3754444 1.33E-06 0.00E+00 3.59E-10 0.00E+00 2.43E-11 0.00E+00
370765 3754444 3.97E-03 0.00E+00 1.11E-06 0.00E+00 7.21E-08 0.00E+00 370765 3754444 1.37E-06 0.00E+00 3.85E-10 0.00E+00 2.50E-11 0.00E+00
370775 3754444 4.09E-03 0.00E+00 1.20E-06 0.00E+00 7.39E-08 0.00E+00 370775 3754444 1.41E-06 0.00E+00 4.14E-10 0.00E+00 2.56E-11 0.00E+00
370785 3754444 4.22E-03 0.00E+00 1.29E-06 0.00E+00 7.58E-08 0.00E+00 370785 3754444 1.46E-06 0.00E+00 4.48E-10 0.00E+00 2.62E-11 0.00E+00
370795 3754444 4.36E-03 0.00E+00 1.41E-06 0.00E+00 7.77E-08 0.00E+00 370795 3754444 1.51E-06 0.00E+00 4.87E-10 0.00E+00 2.69E-11 0.00E+00
370805 3754444 4.51E-03 0.00E+00 1.54E-06 0.00E+00 7.97E-08 0.00E+00 370805 3754444 1.56E-06 0.00E+00 5.31E-10 0.00E+00 2.76E-11 0.00E+00
370815 3754444 4.66E-03 0.00E+00 1.68E-06 0.00E+00 8.18E-08 0.00E+00 370815 3754444 1.61E-06 0.00E+00 5.82E-10 0.00E+00 2.83E-11 0.00E+00
370825 3754444 4.82E-03 0.00E+00 1.85E-06 0.00E+00 8.39E-08 0.00E+00 370825 3754444 1.67E-06 0.00E+00 6.40E-10 0.00E+00 2.90E-11 0.00E+00
370835 3754444 4.98E-03 0.00E+00 2.05E-06 0.00E+00 8.61E-08 0.00E+00 370835 3754444 1.73E-06 0.00E+00 7.11E-10 0.00E+00 2.98E-11 0.00E+00
370745 3754454 3.69E-03 0.00E+00 9.64E-07 0.00E+00 6.65E-08 0.00E+00 370745 3754454 1.28E-06 0.00E+00 3.34E-10 0.00E+00 2.30E-11 0.00E+00
370755 3754454 3.80E-03 0.00E+00 1.03E-06 0.00E+00 6.83E-08 0.00E+00 370755 3754454 1.32E-06 0.00E+00 3.57E-10 0.00E+00 2.36E-11 0.00E+00
370765 3754454 3.92E-03 0.00E+00 1.11E-06 0.00E+00 7.01E-08 0.00E+00 370765 3754454 1.36E-06 0.00E+00 3.84E-10 0.00E+00 2.43E-11 0.00E+00
370775 3754454 4.03E-03 0.00E+00 1.19E-06 0.00E+00 7.20E-08 0.00E+00 370775 3754454 1.40E-06 0.00E+00 4.13E-10 0.00E+00 2.49E-11 0.00E+00
370785 3754454 4.16E-03 0.00E+00 1.29E-06 0.00E+00 7.38E-08 0.00E+00 370785 3754454 1.44E-06 0.00E+00 4.46E-10 0.00E+00 2.56E-11 0.00E+00
370795 3754454 4.29E-03 0.00E+00 1.40E-06 0.00E+00 7.57E-08 0.00E+00 370795 3754454 1.49E-06 0.00E+00 4.85E-10 0.00E+00 2.62E-11 0.00E+00
370805 3754454 4.43E-03 0.00E+00 1.53E-06 0.00E+00 7.76E-08 0.00E+00 370805 3754454 1.53E-06 0.00E+00 5.29E-10 0.00E+00 2.68E-11 0.00E+00
370815 3754454 4.58E-03 0.00E+00 1.67E-06 0.00E+00 7.95E-08 0.00E+00 370815 3754454 1.59E-06 0.00E+00 5.80E-10 0.00E+00 2.75E-11 0.00E+00
370825 3754454 4.73E-03 0.00E+00 1.85E-06 0.00E+00 8.15E-08 0.00E+00 370825 3754454 1.64E-06 0.00E+00 6.39E-10 0.00E+00 2.82E-11 0.00E+00
370835 3754454 4.89E-03 0.00E+00 2.05E-06 0.00E+00 8.35E-08 0.00E+00 370835 3754454 1.69E-06 0.00E+00 7.09E-10 0.00E+00 2.89E-11 0.00E+00
370745 3754464 3.64E-03 0.00E+00 9.59E-07 0.00E+00 6.48E-08 0.00E+00 370745 3754464 1.26E-06 0.00E+00 3.32E-10 0.00E+00 2.24E-11 0.00E+00
370755 3754464 3.75E-03 0.00E+00 1.03E-06 0.00E+00 6.63E-08 0.00E+00 370755 3754464 1.30E-06 0.00E+00 3.56E-10 0.00E+00 2.30E-11 0.00E+00
370765 3754464 3.86E-03 0.00E+00 1.10E-06 0.00E+00 6.79E-08 0.00E+00 370765 3754464 1.34E-06 0.00E+00 3.82E-10 0.00E+00 2.35E-11 0.00E+00
370775 3754464 3.97E-03 0.00E+00 1.19E-06 0.00E+00 6.97E-08 0.00E+00 370775 3754464 1.38E-06 0.00E+00 4.12E-10 0.00E+00 2.41E-11 0.00E+00
370785 3754464 4.10E-03 0.00E+00 1.29E-06 0.00E+00 7.16E-08 0.00E+00 370785 3754464 1.42E-06 0.00E+00 4.45E-10 0.00E+00 2.48E-11 0.00E+00
370795 3754464 4.22E-03 0.00E+00 1.40E-06 0.00E+00 7.34E-08 0.00E+00 370795 3754464 1.46E-06 0.00E+00 4.84E-10 0.00E+00 2.54E-11 0.00E+00
370805 3754464 4.36E-03 0.00E+00 1.52E-06 0.00E+00 7.53E-08 0.00E+00 370805 3754464 1.51E-06 0.00E+00 5.28E-10 0.00E+00 2.61E-11 0.00E+00
370815 3754464 4.50E-03 0.00E+00 1.67E-06 0.00E+00 7.72E-08 0.00E+00 370815 3754464 1.56E-06 0.00E+00 5.79E-10 0.00E+00 2.67E-11 0.00E+00
370825 3754464 4.65E-03 0.00E+00 1.85E-06 0.00E+00 7.91E-08 0.00E+00 370825 3754464 1.61E-06 0.00E+00 6.39E-10 0.00E+00 2.74E-11 0.00E+00
370835 3754464 4.80E-03 0.00E+00 2.05E-06 0.00E+00 8.10E-08 0.00E+00 370835 3754464 1.66E-06 0.00E+00 7.10E-10 0.00E+00 2.81E-11 0.00E+00
370745 3754474 3.58E-03 0.00E+00 9.53E-07 0.00E+00 6.32E-08 0.00E+00 370745 3754474 1.24E-06 0.00E+00 3.30E-10 0.00E+00 2.19E-11 0.00E+00
370755 3754474 3.68E-03 0.00E+00 1.02E-06 0.00E+00 6.46E-08 0.00E+00 370755 3754474 1.27E-06 0.00E+00 3.54E-10 0.00E+00 2.24E-11 0.00E+00
370765 3754474 3.79E-03 0.00E+00 1.10E-06 0.00E+00 6.61E-08 0.00E+00 370765 3754474 1.31E-06 0.00E+00 3.80E-10 0.00E+00 2.29E-11 0.00E+00
370775 3754474 3.90E-03 0.00E+00 1.18E-06 0.00E+00 6.77E-08 0.00E+00 370775 3754474 1.35E-06 0.00E+00 4.10E-10 0.00E+00 2.34E-11 0.00E+00
370785 3754474 4.02E-03 0.00E+00 1.28E-06 0.00E+00 6.94E-08 0.00E+00 370785 3754474 1.39E-06 0.00E+00 4.43E-10 0.00E+00 2.40E-11 0.00E+00
370795 3754474 4.15E-03 0.00E+00 1.39E-06 0.00E+00 7.11E-08 0.00E+00 370795 3754474 1.44E-06 0.00E+00 4.82E-10 0.00E+00 2.46E-11 0.00E+00
370805 3754474 4.27E-03 0.00E+00 1.52E-06 0.00E+00 7.29E-08 0.00E+00 370805 3754474 1.48E-06 0.00E+00 5.26E-10 0.00E+00 2.52E-11 0.00E+00
370815 3754474 4.41E-03 0.00E+00 1.67E-06 0.00E+00 7.47E-08 0.00E+00 370815 3754474 1.53E-06 0.00E+00 5.77E-10 0.00E+00 2.59E-11 0.00E+00
370825 3754474 4.55E-03 0.00E+00 1.84E-06 0.00E+00 7.65E-08 0.00E+00 370825 3754474 1.58E-06 0.00E+00 6.37E-10 0.00E+00 2.65E-11 0.00E+00
370835 3754474 4.70E-03 0.00E+00 2.05E-06 0.00E+00 7.84E-08 0.00E+00 370835 3754474 1.63E-06 0.00E+00 7.08E-10 0.00E+00 2.71E-11 0.00E+00
370745 3754484 3.51E-03 0.00E+00 9.48E-07 0.00E+00 6.16E-08 0.00E+00 370745 3754484 1.22E-06 0.00E+00 3.28E-10 0.00E+00 2.13E-11 0.00E+00
370755 3754484 3.61E-03 0.00E+00 1.02E-06 0.00E+00 6.30E-08 0.00E+00 370755 3754484 1.25E-06 0.00E+00 3.51E-10 0.00E+00 2.18E-11 0.00E+00
370765 3754484 3.72E-03 0.00E+00 1.09E-06 0.00E+00 6.44E-08 0.00E+00 370765 3754484 1.29E-06 0.00E+00 3.78E-10 0.00E+00 2.23E-11 0.00E+00
370775 3754484 3.83E-03 0.00E+00 1.18E-06 0.00E+00 6.59E-08 0.00E+00 370775 3754484 1.33E-06 0.00E+00 4.07E-10 0.00E+00 2.28E-11 0.00E+00
370785 3754484 3.94E-03 0.00E+00 1.27E-06 0.00E+00 6.75E-08 0.00E+00 370785 3754484 1.36E-06 0.00E+00 4.41E-10 0.00E+00 2.34E-11 0.00E+00
370795 3754484 4.06E-03 0.00E+00 1.38E-06 0.00E+00 6.91E-08 0.00E+00 370795 3754484 1.41E-06 0.00E+00 4.79E-10 0.00E+00 2.39E-11 0.00E+00
370805 3754484 4.19E-03 0.00E+00 1.51E-06 0.00E+00 7.07E-08 0.00E+00 370805 3754484 1.45E-06 0.00E+00 5.23E-10 0.00E+00 2.45E-11 0.00E+00
370815 3754484 4.32E-03 0.00E+00 1.66E-06 0.00E+00 7.24E-08 0.00E+00 370815 3754484 1.49E-06 0.00E+00 5.74E-10 0.00E+00 2.51E-11 0.00E+00
370825 3754484 4.45E-03 0.00E+00 1.83E-06 0.00E+00 7.41E-08 0.00E+00 370825 3754484 1.54E-06 0.00E+00 6.34E-10 0.00E+00 2.57E-11 0.00E+00
370835 3754484 4.59E-03 0.00E+00 2.04E-06 0.00E+00 7.59E-08 0.00E+00 370835 3754484 1.59E-06 0.00E+00 7.05E-10 0.00E+00 2.63E-11 0.00E+00
370745 3754494 3.45E-03 0.00E+00 9.42E-07 0.00E+00 6.02E-08 0.00E+00 370745 3754494 1.19E-06 0.00E+00 3.26E-10 0.00E+00 2.08E-11 0.00E+00
370755 3754494 3.54E-03 0.00E+00 1.01E-06 0.00E+00 6.15E-08 0.00E+00 370755 3754494 1.23E-06 0.00E+00 3.49E-10 0.00E+00 2.13E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370765 3754494 3.64E-03 0.00E+00 1.08E-06 0.00E+00 6.28E-08 0.00E+00 370765 3754494 1.26E-06 0.00E+00 3.75E-10 0.00E+00 2.17E-11 0.00E+00
370775 3754494 3.75E-03 0.00E+00 1.17E-06 0.00E+00 6.42E-08 0.00E+00 370775 3754494 1.30E-06 0.00E+00 4.05E-10 0.00E+00 2.22E-11 0.00E+00
370785 3754494 3.86E-03 0.00E+00 1.27E-06 0.00E+00 6.57E-08 0.00E+00 370785 3754494 1.34E-06 0.00E+00 4.38E-10 0.00E+00 2.27E-11 0.00E+00
370795 3754494 3.97E-03 0.00E+00 1.38E-06 0.00E+00 6.72E-08 0.00E+00 370795 3754494 1.37E-06 0.00E+00 4.76E-10 0.00E+00 2.33E-11 0.00E+00
370805 3754494 4.09E-03 0.00E+00 1.50E-06 0.00E+00 6.87E-08 0.00E+00 370805 3754494 1.42E-06 0.00E+00 5.20E-10 0.00E+00 2.38E-11 0.00E+00
370815 3754494 4.21E-03 0.00E+00 1.65E-06 0.00E+00 7.03E-08 0.00E+00 370815 3754494 1.46E-06 0.00E+00 5.71E-10 0.00E+00 2.43E-11 0.00E+00
370825 3754494 4.34E-03 0.00E+00 1.82E-06 0.00E+00 7.19E-08 0.00E+00 370825 3754494 1.50E-06 0.00E+00 6.31E-10 0.00E+00 2.49E-11 0.00E+00
370835 3754494 4.48E-03 0.00E+00 2.03E-06 0.00E+00 7.35E-08 0.00E+00 370835 3754494 1.55E-06 0.00E+00 7.02E-10 0.00E+00 2.54E-11 0.00E+00
370745 3754504 3.38E-03 0.00E+00 9.36E-07 0.00E+00 5.88E-08 0.00E+00 370745 3754504 1.17E-06 0.00E+00 3.24E-10 0.00E+00 2.04E-11 0.00E+00
370755 3754504 3.47E-03 0.00E+00 1.00E-06 0.00E+00 6.00E-08 0.00E+00 370755 3754504 1.20E-06 0.00E+00 3.47E-10 0.00E+00 2.08E-11 0.00E+00
370765 3754504 3.57E-03 0.00E+00 1.08E-06 0.00E+00 6.13E-08 0.00E+00 370765 3754504 1.23E-06 0.00E+00 3.73E-10 0.00E+00 2.12E-11 0.00E+00
370775 3754504 3.67E-03 0.00E+00 1.16E-06 0.00E+00 6.27E-08 0.00E+00 370775 3754504 1.27E-06 0.00E+00 4.02E-10 0.00E+00 2.17E-11 0.00E+00
370785 3754504 3.77E-03 0.00E+00 1.26E-06 0.00E+00 6.41E-08 0.00E+00 370785 3754504 1.31E-06 0.00E+00 4.35E-10 0.00E+00 2.22E-11 0.00E+00
370795 3754504 3.88E-03 0.00E+00 1.37E-06 0.00E+00 6.54E-08 0.00E+00 370795 3754504 1.34E-06 0.00E+00 4.73E-10 0.00E+00 2.27E-11 0.00E+00
370805 3754504 3.99E-03 0.00E+00 1.49E-06 0.00E+00 6.68E-08 0.00E+00 370805 3754504 1.38E-06 0.00E+00 5.17E-10 0.00E+00 2.31E-11 0.00E+00
370815 3754504 4.11E-03 0.00E+00 1.64E-06 0.00E+00 6.83E-08 0.00E+00 370815 3754504 1.42E-06 0.00E+00 5.68E-10 0.00E+00 2.36E-11 0.00E+00
370825 3754504 4.23E-03 0.00E+00 1.81E-06 0.00E+00 6.97E-08 0.00E+00 370825 3754504 1.47E-06 0.00E+00 6.27E-10 0.00E+00 2.41E-11 0.00E+00
370835 3754504 4.36E-03 0.00E+00 2.02E-06 0.00E+00 7.12E-08 0.00E+00 370835 3754504 1.51E-06 0.00E+00 6.99E-10 0.00E+00 2.46E-11 0.00E+00
370745 3754514 3.31E-03 0.00E+00 9.29E-07 0.00E+00 5.74E-08 0.00E+00 370745 3754514 1.14E-06 0.00E+00 3.22E-10 0.00E+00 1.99E-11 0.00E+00
370755 3754514 3.39E-03 0.00E+00 9.96E-07 0.00E+00 5.87E-08 0.00E+00 370755 3754514 1.18E-06 0.00E+00 3.45E-10 0.00E+00 2.03E-11 0.00E+00
370765 3754514 3.49E-03 0.00E+00 1.07E-06 0.00E+00 5.99E-08 0.00E+00 370765 3754514 1.21E-06 0.00E+00 3.70E-10 0.00E+00 2.07E-11 0.00E+00
370775 3754514 3.58E-03 0.00E+00 1.15E-06 0.00E+00 6.12E-08 0.00E+00 370775 3754514 1.24E-06 0.00E+00 3.99E-10 0.00E+00 2.12E-11 0.00E+00
370785 3754514 3.68E-03 0.00E+00 1.25E-06 0.00E+00 6.24E-08 0.00E+00 370785 3754514 1.27E-06 0.00E+00 4.32E-10 0.00E+00 2.16E-11 0.00E+00
370795 3754514 3.78E-03 0.00E+00 1.36E-06 0.00E+00 6.37E-08 0.00E+00 370795 3754514 1.31E-06 0.00E+00 4.70E-10 0.00E+00 2.21E-11 0.00E+00
370805 3754514 3.89E-03 0.00E+00 1.48E-06 0.00E+00 6.49E-08 0.00E+00 370805 3754514 1.35E-06 0.00E+00 5.13E-10 0.00E+00 2.25E-11 0.00E+00
370815 3754514 4.00E-03 0.00E+00 1.63E-06 0.00E+00 6.63E-08 0.00E+00 370815 3754514 1.39E-06 0.00E+00 5.64E-10 0.00E+00 2.29E-11 0.00E+00
370825 3754514 4.12E-03 0.00E+00 1.80E-06 0.00E+00 6.76E-08 0.00E+00 370825 3754514 1.43E-06 0.00E+00 6.24E-10 0.00E+00 2.34E-11 0.00E+00
370835 3754514 4.24E-03 0.00E+00 2.01E-06 0.00E+00 6.90E-08 0.00E+00 370835 3754514 1.47E-06 0.00E+00 6.95E-10 0.00E+00 2.39E-11 0.00E+00
370745 3754524 3.23E-03 0.00E+00 9.22E-07 0.00E+00 5.61E-08 0.00E+00 370745 3754524 1.12E-06 0.00E+00 3.19E-10 0.00E+00 1.94E-11 0.00E+00
370755 3754524 3.32E-03 0.00E+00 9.88E-07 0.00E+00 5.73E-08 0.00E+00 370755 3754524 1.15E-06 0.00E+00 3.42E-10 0.00E+00 1.98E-11 0.00E+00
370765 3754524 3.40E-03 0.00E+00 1.06E-06 0.00E+00 5.84E-08 0.00E+00 370765 3754524 1.18E-06 0.00E+00 3.68E-10 0.00E+00 2.02E-11 0.00E+00
370775 3754524 3.49E-03 0.00E+00 1.14E-06 0.00E+00 5.97E-08 0.00E+00 370775 3754524 1.21E-06 0.00E+00 3.96E-10 0.00E+00 2.07E-11 0.00E+00
370785 3754524 3.59E-03 0.00E+00 1.24E-06 0.00E+00 6.08E-08 0.00E+00 370785 3754524 1.24E-06 0.00E+00 4.29E-10 0.00E+00 2.10E-11 0.00E+00
370795 3754524 3.69E-03 0.00E+00 1.35E-06 0.00E+00 6.20E-08 0.00E+00 370795 3754524 1.28E-06 0.00E+00 4.67E-10 0.00E+00 2.15E-11 0.00E+00
370805 3754524 3.79E-03 0.00E+00 1.47E-06 0.00E+00 6.32E-08 0.00E+00 370805 3754524 1.31E-06 0.00E+00 5.10E-10 0.00E+00 2.19E-11 0.00E+00
370815 3754524 3.90E-03 0.00E+00 1.62E-06 0.00E+00 6.44E-08 0.00E+00 370815 3754524 1.35E-06 0.00E+00 5.60E-10 0.00E+00 2.23E-11 0.00E+00
370825 3754524 4.01E-03 0.00E+00 1.79E-06 0.00E+00 6.56E-08 0.00E+00 370825 3754524 1.39E-06 0.00E+00 6.20E-10 0.00E+00 2.27E-11 0.00E+00
370835 3754524 4.12E-03 0.00E+00 1.99E-06 0.00E+00 6.69E-08 0.00E+00 370835 3754524 1.43E-06 0.00E+00 6.90E-10 0.00E+00 2.32E-11 0.00E+00
370745 3754534 3.16E-03 0.00E+00 9.15E-07 0.00E+00 5.48E-08 0.00E+00 370745 3754534 1.09E-06 0.00E+00 3.17E-10 0.00E+00 1.90E-11 0.00E+00
370755 3754534 3.24E-03 0.00E+00 9.80E-07 0.00E+00 5.60E-08 0.00E+00 370755 3754534 1.12E-06 0.00E+00 3.39E-10 0.00E+00 1.94E-11 0.00E+00
370765 3754534 3.32E-03 0.00E+00 1.05E-06 0.00E+00 5.71E-08 0.00E+00 370765 3754534 1.15E-06 0.00E+00 3.64E-10 0.00E+00 1.98E-11 0.00E+00
370775 3754534 3.41E-03 0.00E+00 1.13E-06 0.00E+00 5.84E-08 0.00E+00 370775 3754534 1.18E-06 0.00E+00 3.93E-10 0.00E+00 2.02E-11 0.00E+00
370785 3754534 3.50E-03 0.00E+00 1.23E-06 0.00E+00 5.94E-08 0.00E+00 370785 3754534 1.21E-06 0.00E+00 4.25E-10 0.00E+00 2.06E-11 0.00E+00
370795 3754534 3.59E-03 0.00E+00 1.34E-06 0.00E+00 6.06E-08 0.00E+00 370795 3754534 1.24E-06 0.00E+00 4.63E-10 0.00E+00 2.10E-11 0.00E+00
370805 3754534 3.69E-03 0.00E+00 1.46E-06 0.00E+00 6.13E-08 0.00E+00 370805 3754534 1.28E-06 0.00E+00 5.06E-10 0.00E+00 2.12E-11 0.00E+00
370815 3754534 3.78E-03 0.00E+00 1.61E-06 0.00E+00 6.25E-08 0.00E+00 370815 3754534 1.31E-06 0.00E+00 5.56E-10 0.00E+00 2.16E-11 0.00E+00
370825 3754534 3.89E-03 0.00E+00 1.78E-06 0.00E+00 6.36E-08 0.00E+00 370825 3754534 1.34E-06 0.00E+00 6.15E-10 0.00E+00 2.20E-11 0.00E+00
370835 3754534 3.99E-03 0.00E+00 1.98E-06 0.00E+00 6.48E-08 0.00E+00 370835 3754534 1.38E-06 0.00E+00 6.86E-10 0.00E+00 2.24E-11 0.00E+00
370745 3754544 3.08E-03 0.00E+00 9.07E-07 0.00E+00 5.35E-08 0.00E+00 370745 3754544 1.07E-06 0.00E+00 3.14E-10 0.00E+00 1.85E-11 0.00E+00
370755 3754544 3.16E-03 0.00E+00 9.72E-07 0.00E+00 5.46E-08 0.00E+00 370755 3754544 1.09E-06 0.00E+00 3.36E-10 0.00E+00 1.89E-11 0.00E+00
370765 3754544 3.24E-03 0.00E+00 1.04E-06 0.00E+00 5.57E-08 0.00E+00 370765 3754544 1.12E-06 0.00E+00 3.61E-10 0.00E+00 1.93E-11 0.00E+00
370775 3754544 3.32E-03 0.00E+00 1.13E-06 0.00E+00 5.68E-08 0.00E+00 370775 3754544 1.15E-06 0.00E+00 3.90E-10 0.00E+00 1.97E-11 0.00E+00
370785 3754544 3.40E-03 0.00E+00 1.22E-06 0.00E+00 5.79E-08 0.00E+00 370785 3754544 1.18E-06 0.00E+00 4.22E-10 0.00E+00 2.00E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370795 3754544 3.49E-03 0.00E+00 1.33E-06 0.00E+00 5.89E-08 0.00E+00 370795 3754544 1.21E-06 0.00E+00 4.59E-10 0.00E+00 2.04E-11 0.00E+00
370805 3754544 3.57E-03 0.00E+00 1.45E-06 0.00E+00 5.95E-08 0.00E+00 370805 3754544 1.24E-06 0.00E+00 5.02E-10 0.00E+00 2.06E-11 0.00E+00
370815 3754544 3.67E-03 0.00E+00 1.59E-06 0.00E+00 6.06E-08 0.00E+00 370815 3754544 1.27E-06 0.00E+00 5.52E-10 0.00E+00 2.10E-11 0.00E+00
370825 3754544 3.76E-03 0.00E+00 1.76E-06 0.00E+00 6.17E-08 0.00E+00 370825 3754544 1.30E-06 0.00E+00 6.11E-10 0.00E+00 2.14E-11 0.00E+00
370835 3754544 3.87E-03 0.00E+00 1.97E-06 0.00E+00 6.29E-08 0.00E+00 370835 3754544 1.34E-06 0.00E+00 6.81E-10 0.00E+00 2.18E-11 0.00E+00
370745 3754554 3.01E-03 0.00E+00 8.99E-07 0.00E+00 5.23E-08 0.00E+00 370745 3754554 1.04E-06 0.00E+00 3.11E-10 0.00E+00 1.81E-11 0.00E+00
370755 3754554 3.08E-03 0.00E+00 9.63E-07 0.00E+00 5.32E-08 0.00E+00 370755 3754554 1.07E-06 0.00E+00 3.33E-10 0.00E+00 1.84E-11 0.00E+00
370765 3754554 3.15E-03 0.00E+00 1.04E-06 0.00E+00 5.42E-08 0.00E+00 370765 3754554 1.09E-06 0.00E+00 3.59E-10 0.00E+00 1.87E-11 0.00E+00
370775 3754554 3.23E-03 0.00E+00 1.12E-06 0.00E+00 5.52E-08 0.00E+00 370775 3754554 1.12E-06 0.00E+00 3.87E-10 0.00E+00 1.91E-11 0.00E+00
370785 3754554 3.31E-03 0.00E+00 1.21E-06 0.00E+00 5.61E-08 0.00E+00 370785 3754554 1.15E-06 0.00E+00 4.19E-10 0.00E+00 1.94E-11 0.00E+00
370795 3754554 3.39E-03 0.00E+00 1.32E-06 0.00E+00 5.72E-08 0.00E+00 370795 3754554 1.17E-06 0.00E+00 4.56E-10 0.00E+00 1.98E-11 0.00E+00
370805 3754554 3.47E-03 0.00E+00 1.44E-06 0.00E+00 5.80E-08 0.00E+00 370805 3754554 1.20E-06 0.00E+00 4.98E-10 0.00E+00 2.01E-11 0.00E+00
370815 3754554 3.56E-03 0.00E+00 1.58E-06 0.00E+00 5.90E-08 0.00E+00 370815 3754554 1.23E-06 0.00E+00 5.48E-10 0.00E+00 2.04E-11 0.00E+00
370825 3754554 3.65E-03 0.00E+00 1.75E-06 0.00E+00 6.00E-08 0.00E+00 370825 3754554 1.26E-06 0.00E+00 6.06E-10 0.00E+00 2.08E-11 0.00E+00
370835 3754554 3.74E-03 0.00E+00 1.95E-06 0.00E+00 6.10E-08 0.00E+00 370835 3754554 1.30E-06 0.00E+00 6.76E-10 0.00E+00 2.11E-11 0.00E+00
370745 3754564 2.93E-03 0.00E+00 8.90E-07 0.00E+00 5.10E-08 0.00E+00 370745 3754564 1.01E-06 0.00E+00 3.08E-10 0.00E+00 1.77E-11 0.00E+00
370755 3754564 3.00E-03 0.00E+00 9.54E-07 0.00E+00 5.19E-08 0.00E+00 370755 3754564 1.04E-06 0.00E+00 3.30E-10 0.00E+00 1.80E-11 0.00E+00
370765 3754564 3.07E-03 0.00E+00 1.03E-06 0.00E+00 5.28E-08 0.00E+00 370765 3754564 1.06E-06 0.00E+00 3.55E-10 0.00E+00 1.83E-11 0.00E+00
370775 3754564 3.14E-03 0.00E+00 1.11E-06 0.00E+00 5.37E-08 0.00E+00 370775 3754564 1.09E-06 0.00E+00 3.83E-10 0.00E+00 1.86E-11 0.00E+00
370785 3754564 3.22E-03 0.00E+00 1.20E-06 0.00E+00 5.46E-08 0.00E+00 370785 3754564 1.11E-06 0.00E+00 4.15E-10 0.00E+00 1.89E-11 0.00E+00
370795 3754564 3.29E-03 0.00E+00 1.31E-06 0.00E+00 5.55E-08 0.00E+00 370795 3754564 1.14E-06 0.00E+00 4.52E-10 0.00E+00 1.92E-11 0.00E+00
370805 3754564 3.37E-03 0.00E+00 1.43E-06 0.00E+00 5.64E-08 0.00E+00 370805 3754564 1.17E-06 0.00E+00 4.94E-10 0.00E+00 1.95E-11 0.00E+00
370815 3754564 3.45E-03 0.00E+00 1.57E-06 0.00E+00 5.74E-08 0.00E+00 370815 3754564 1.19E-06 0.00E+00 5.43E-10 0.00E+00 1.99E-11 0.00E+00
370825 3754564 3.53E-03 0.00E+00 1.74E-06 0.00E+00 5.83E-08 0.00E+00 370825 3754564 1.22E-06 0.00E+00 6.01E-10 0.00E+00 2.02E-11 0.00E+00
370835 3754564 3.62E-03 0.00E+00 1.94E-06 0.00E+00 5.93E-08 0.00E+00 370835 3754564 1.25E-06 0.00E+00 6.71E-10 0.00E+00 2.05E-11 0.00E+00
370745 3754574 2.85E-03 0.00E+00 8.81E-07 0.00E+00 4.97E-08 0.00E+00 370745 3754574 9.88E-07 0.00E+00 3.05E-10 0.00E+00 1.72E-11 0.00E+00
370755 3754574 2.92E-03 0.00E+00 9.45E-07 0.00E+00 5.05E-08 0.00E+00 370755 3754574 1.01E-06 0.00E+00 3.27E-10 0.00E+00 1.75E-11 0.00E+00
370765 3754574 2.98E-03 0.00E+00 1.02E-06 0.00E+00 5.13E-08 0.00E+00 370765 3754574 1.03E-06 0.00E+00 3.52E-10 0.00E+00 1.78E-11 0.00E+00
370775 3754574 3.05E-03 0.00E+00 1.10E-06 0.00E+00 5.22E-08 0.00E+00 370775 3754574 1.06E-06 0.00E+00 3.80E-10 0.00E+00 1.81E-11 0.00E+00
370785 3754574 3.12E-03 0.00E+00 1.19E-06 0.00E+00 5.31E-08 0.00E+00 370785 3754574 1.08E-06 0.00E+00 4.11E-10 0.00E+00 1.84E-11 0.00E+00
370795 3754574 3.19E-03 0.00E+00 1.29E-06 0.00E+00 5.39E-08 0.00E+00 370795 3754574 1.10E-06 0.00E+00 4.48E-10 0.00E+00 1.87E-11 0.00E+00
370805 3754574 3.26E-03 0.00E+00 1.41E-06 0.00E+00 5.48E-08 0.00E+00 370805 3754574 1.13E-06 0.00E+00 4.89E-10 0.00E+00 1.90E-11 0.00E+00
370815 3754574 3.34E-03 0.00E+00 1.56E-06 0.00E+00 5.57E-08 0.00E+00 370815 3754574 1.16E-06 0.00E+00 5.38E-10 0.00E+00 1.93E-11 0.00E+00
370825 3754574 3.42E-03 0.00E+00 1.72E-06 0.00E+00 5.66E-08 0.00E+00 370825 3754574 1.18E-06 0.00E+00 5.96E-10 0.00E+00 1.96E-11 0.00E+00
370835 3754574 3.50E-03 0.00E+00 1.92E-06 0.00E+00 5.75E-08 0.00E+00 370835 3754574 1.21E-06 0.00E+00 6.65E-10 0.00E+00 1.99E-11 0.00E+00
370845 3754574 3.58E-03 0.00E+00 2.16E-06 0.00E+00 5.84E-08 0.00E+00 370845 3754574 1.24E-06 0.00E+00 7.49E-10 0.00E+00 2.02E-11 0.00E+00
370855 3754574 3.67E-03 0.00E+00 2.46E-06 0.00E+00 5.93E-08 0.00E+00 370855 3754574 1.27E-06 0.00E+00 8.52E-10 0.00E+00 2.05E-11 0.00E+00
370865 3754574 3.75E-03 0.00E+00 2.84E-06 0.00E+00 6.02E-08 0.00E+00 370865 3754574 1.30E-06 0.00E+00 9.82E-10 0.00E+00 2.08E-11 0.00E+00
370875 3754574 3.85E-03 0.00E+00 3.32E-06 0.00E+00 6.11E-08 0.00E+00 370875 3754574 1.33E-06 0.00E+00 1.15E-09 0.00E+00 2.11E-11 0.00E+00
370885 3754574 3.94E-03 0.00E+00 3.97E-06 0.00E+00 6.18E-08 0.00E+00 370885 3754574 1.36E-06 0.00E+00 1.38E-09 0.00E+00 2.14E-11 0.00E+00
370895 3754574 4.04E-03 0.00E+00 4.88E-06 0.00E+00 6.24E-08 0.00E+00 370895 3754574 1.40E-06 0.00E+00 1.69E-09 0.00E+00 2.16E-11 0.00E+00
370905 3754574 4.13E-03 0.00E+00 6.21E-06 0.00E+00 6.30E-08 0.00E+00 370905 3754574 1.43E-06 0.00E+00 2.15E-09 0.00E+00 2.18E-11 0.00E+00
370915 3754574 4.24E-03 0.00E+00 8.28E-06 0.00E+00 6.37E-08 0.00E+00 370915 3754574 1.47E-06 0.00E+00 2.87E-09 0.00E+00 2.21E-11 0.00E+00
370745 3754584 2.77E-03 0.00E+00 8.71E-07 0.00E+00 4.83E-08 0.00E+00 370745 3754584 9.58E-07 0.00E+00 3.01E-10 0.00E+00 1.67E-11 0.00E+00
370755 3754584 2.83E-03 0.00E+00 9.34E-07 0.00E+00 4.91E-08 0.00E+00 370755 3754584 9.79E-07 0.00E+00 3.23E-10 0.00E+00 1.70E-11 0.00E+00
370765 3754584 2.89E-03 0.00E+00 1.00E-06 0.00E+00 4.99E-08 0.00E+00 370765 3754584 9.99E-07 0.00E+00 3.47E-10 0.00E+00 1.73E-11 0.00E+00
370775 3754584 2.95E-03 0.00E+00 1.08E-06 0.00E+00 5.07E-08 0.00E+00 370775 3754584 1.02E-06 0.00E+00 3.75E-10 0.00E+00 1.75E-11 0.00E+00
370785 3754584 3.02E-03 0.00E+00 1.17E-06 0.00E+00 5.16E-08 0.00E+00 370785 3754584 1.05E-06 0.00E+00 4.07E-10 0.00E+00 1.79E-11 0.00E+00
370795 3754584 3.08E-03 0.00E+00 1.28E-06 0.00E+00 5.24E-08 0.00E+00 370795 3754584 1.07E-06 0.00E+00 4.43E-10 0.00E+00 1.81E-11 0.00E+00
370805 3754584 3.15E-03 0.00E+00 1.40E-06 0.00E+00 5.31E-08 0.00E+00 370805 3754584 1.09E-06 0.00E+00 4.84E-10 0.00E+00 1.84E-11 0.00E+00
370815 3754584 3.22E-03 0.00E+00 1.54E-06 0.00E+00 5.40E-08 0.00E+00 370815 3754584 1.11E-06 0.00E+00 5.32E-10 0.00E+00 1.87E-11 0.00E+00
370825 3754584 3.29E-03 0.00E+00 1.70E-06 0.00E+00 5.47E-08 0.00E+00 370825 3754584 1.14E-06 0.00E+00 5.89E-10 0.00E+00 1.89E-11 0.00E+00
370835 3754584 3.37E-03 0.00E+00 1.90E-06 0.00E+00 5.53E-08 0.00E+00 370835 3754584 1.17E-06 0.00E+00 6.58E-10 0.00E+00 1.92E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370845 3754584 3.45E-03 0.00E+00 2.14E-06 0.00E+00 5.66E-08 0.00E+00 370845 3754584 1.20E-06 0.00E+00 7.42E-10 0.00E+00 1.96E-11 0.00E+00
370855 3754584 3.53E-03 0.00E+00 2.44E-06 0.00E+00 5.75E-08 0.00E+00 370855 3754584 1.22E-06 0.00E+00 8.45E-10 0.00E+00 1.99E-11 0.00E+00
370865 3754584 3.61E-03 0.00E+00 2.81E-06 0.00E+00 5.82E-08 0.00E+00 370865 3754584 1.25E-06 0.00E+00 9.74E-10 0.00E+00 2.01E-11 0.00E+00
370875 3754584 3.70E-03 0.00E+00 3.30E-06 0.00E+00 5.89E-08 0.00E+00 370875 3754584 1.28E-06 0.00E+00 1.14E-09 0.00E+00 2.04E-11 0.00E+00
370885 3754584 3.79E-03 0.00E+00 3.94E-06 0.00E+00 5.93E-08 0.00E+00 370885 3754584 1.31E-06 0.00E+00 1.36E-09 0.00E+00 2.05E-11 0.00E+00
370895 3754584 3.87E-03 0.00E+00 4.83E-06 0.00E+00 5.94E-08 0.00E+00 370895 3754584 1.34E-06 0.00E+00 1.67E-09 0.00E+00 2.05E-11 0.00E+00
370905 3754584 3.96E-03 0.00E+00 6.15E-06 0.00E+00 6.01E-08 0.00E+00 370905 3754584 1.37E-06 0.00E+00 2.13E-09 0.00E+00 2.08E-11 0.00E+00
370915 3754584 4.06E-03 0.00E+00 8.20E-06 0.00E+00 6.10E-08 0.00E+00 370915 3754584 1.41E-06 0.00E+00 2.84E-09 0.00E+00 2.11E-11 0.00E+00
370745 3754594 2.68E-03 0.00E+00 8.58E-07 0.00E+00 4.70E-08 0.00E+00 370745 3754594 9.29E-07 0.00E+00 2.97E-10 0.00E+00 1.63E-11 0.00E+00
370755 3754594 2.74E-03 0.00E+00 9.21E-07 0.00E+00 4.78E-08 0.00E+00 370755 3754594 9.49E-07 0.00E+00 3.19E-10 0.00E+00 1.65E-11 0.00E+00
370765 3754594 2.80E-03 0.00E+00 9.90E-07 0.00E+00 4.85E-08 0.00E+00 370765 3754594 9.69E-07 0.00E+00 3.43E-10 0.00E+00 1.68E-11 0.00E+00
370775 3754594 2.86E-03 0.00E+00 1.07E-06 0.00E+00 4.93E-08 0.00E+00 370775 3754594 9.90E-07 0.00E+00 3.70E-10 0.00E+00 1.71E-11 0.00E+00
370785 3754594 2.92E-03 0.00E+00 1.16E-06 0.00E+00 5.01E-08 0.00E+00 370785 3754594 1.01E-06 0.00E+00 4.01E-10 0.00E+00 1.73E-11 0.00E+00
370795 3754594 2.98E-03 0.00E+00 1.26E-06 0.00E+00 5.08E-08 0.00E+00 370795 3754594 1.03E-06 0.00E+00 4.37E-10 0.00E+00 1.76E-11 0.00E+00
370805 3754594 3.04E-03 0.00E+00 1.38E-06 0.00E+00 5.10E-08 0.00E+00 370805 3754594 1.05E-06 0.00E+00 4.78E-10 0.00E+00 1.77E-11 0.00E+00
370815 3754594 3.11E-03 0.00E+00 1.52E-06 0.00E+00 5.15E-08 0.00E+00 370815 3754594 1.08E-06 0.00E+00 5.26E-10 0.00E+00 1.78E-11 0.00E+00
370825 3754594 3.18E-03 0.00E+00 1.68E-06 0.00E+00 5.22E-08 0.00E+00 370825 3754594 1.10E-06 0.00E+00 5.83E-10 0.00E+00 1.81E-11 0.00E+00
370835 3754594 3.25E-03 0.00E+00 1.88E-06 0.00E+00 5.29E-08 0.00E+00 370835 3754594 1.12E-06 0.00E+00 6.51E-10 0.00E+00 1.83E-11 0.00E+00
370845 3754594 3.33E-03 0.00E+00 2.12E-06 0.00E+00 5.48E-08 0.00E+00 370845 3754594 1.15E-06 0.00E+00 7.35E-10 0.00E+00 1.90E-11 0.00E+00
370855 3754594 3.40E-03 0.00E+00 2.42E-06 0.00E+00 5.54E-08 0.00E+00 370855 3754594 1.18E-06 0.00E+00 8.37E-10 0.00E+00 1.92E-11 0.00E+00
370865 3754594 3.48E-03 0.00E+00 2.79E-06 0.00E+00 5.59E-08 0.00E+00 370865 3754594 1.20E-06 0.00E+00 9.65E-10 0.00E+00 1.93E-11 0.00E+00
370875 3754594 3.56E-03 0.00E+00 3.27E-06 0.00E+00 5.67E-08 0.00E+00 370875 3754594 1.23E-06 0.00E+00 1.13E-09 0.00E+00 1.96E-11 0.00E+00
370885 3754594 3.64E-03 0.00E+00 3.91E-06 0.00E+00 5.71E-08 0.00E+00 370885 3754594 1.26E-06 0.00E+00 1.35E-09 0.00E+00 1.98E-11 0.00E+00
370895 3754594 3.72E-03 0.00E+00 4.79E-06 0.00E+00 5.68E-08 0.00E+00 370895 3754594 1.29E-06 0.00E+00 1.66E-09 0.00E+00 1.97E-11 0.00E+00
370905 3754594 3.80E-03 0.00E+00 6.10E-06 0.00E+00 5.78E-08 0.00E+00 370905 3754594 1.32E-06 0.00E+00 2.11E-09 0.00E+00 2.00E-11 0.00E+00
370915 3754594 3.90E-03 0.00E+00 8.13E-06 0.00E+00 5.90E-08 0.00E+00 370915 3754594 1.35E-06 0.00E+00 2.82E-09 0.00E+00 2.04E-11 0.00E+00
370745 3754604 2.60E-03 0.00E+00 8.45E-07 0.00E+00 4.54E-08 0.00E+00 370745 3754604 9.00E-07 0.00E+00 2.93E-10 0.00E+00 1.57E-11 0.00E+00
370755 3754604 2.65E-03 0.00E+00 9.06E-07 0.00E+00 4.59E-08 0.00E+00 370755 3754604 9.19E-07 0.00E+00 3.14E-10 0.00E+00 1.59E-11 0.00E+00
370765 3754604 2.71E-03 0.00E+00 9.75E-07 0.00E+00 4.65E-08 0.00E+00 370765 3754604 9.37E-07 0.00E+00 3.38E-10 0.00E+00 1.61E-11 0.00E+00
370775 3754604 2.76E-03 0.00E+00 1.05E-06 0.00E+00 4.72E-08 0.00E+00 370775 3754604 9.57E-07 0.00E+00 3.65E-10 0.00E+00 1.64E-11 0.00E+00
370785 3754604 2.82E-03 0.00E+00 1.14E-06 0.00E+00 4.79E-08 0.00E+00 370785 3754604 9.77E-07 0.00E+00 3.96E-10 0.00E+00 1.66E-11 0.00E+00
370795 3754604 2.88E-03 0.00E+00 1.24E-06 0.00E+00 4.84E-08 0.00E+00 370795 3754604 9.97E-07 0.00E+00 4.31E-10 0.00E+00 1.68E-11 0.00E+00
370805 3754604 2.94E-03 0.00E+00 1.36E-06 0.00E+00 4.86E-08 0.00E+00 370805 3754604 1.02E-06 0.00E+00 4.71E-10 0.00E+00 1.68E-11 0.00E+00
370815 3754604 3.00E-03 0.00E+00 1.50E-06 0.00E+00 4.91E-08 0.00E+00 370815 3754604 1.04E-06 0.00E+00 5.18E-10 0.00E+00 1.70E-11 0.00E+00
370825 3754604 3.06E-03 0.00E+00 1.66E-06 0.00E+00 4.98E-08 0.00E+00 370825 3754604 1.06E-06 0.00E+00 5.74E-10 0.00E+00 1.72E-11 0.00E+00
370835 3754604 3.13E-03 0.00E+00 1.85E-06 0.00E+00 5.05E-08 0.00E+00 370835 3754604 1.08E-06 0.00E+00 6.41E-10 0.00E+00 1.75E-11 0.00E+00
370845 3754604 3.21E-03 0.00E+00 2.10E-06 0.00E+00 5.25E-08 0.00E+00 370845 3754604 1.11E-06 0.00E+00 7.28E-10 0.00E+00 1.82E-11 0.00E+00
370855 3754604 3.28E-03 0.00E+00 2.40E-06 0.00E+00 5.32E-08 0.00E+00 370855 3754604 1.13E-06 0.00E+00 8.29E-10 0.00E+00 1.84E-11 0.00E+00
370865 3754604 3.35E-03 0.00E+00 2.76E-06 0.00E+00 5.37E-08 0.00E+00 370865 3754604 1.16E-06 0.00E+00 9.57E-10 0.00E+00 1.86E-11 0.00E+00
370875 3754604 3.42E-03 0.00E+00 3.24E-06 0.00E+00 5.44E-08 0.00E+00 370875 3754604 1.19E-06 0.00E+00 1.12E-09 0.00E+00 1.88E-11 0.00E+00
370885 3754604 3.50E-03 0.00E+00 3.88E-06 0.00E+00 5.51E-08 0.00E+00 370885 3754604 1.21E-06 0.00E+00 1.34E-09 0.00E+00 1.91E-11 0.00E+00
370895 3754604 3.57E-03 0.00E+00 4.75E-06 0.00E+00 5.50E-08 0.00E+00 370895 3754604 1.24E-06 0.00E+00 1.65E-09 0.00E+00 1.90E-11 0.00E+00
370905 3754604 3.65E-03 0.00E+00 6.05E-06 0.00E+00 5.60E-08 0.00E+00 370905 3754604 1.26E-06 0.00E+00 2.09E-09 0.00E+00 1.94E-11 0.00E+00
370915 3754604 3.74E-03 0.00E+00 8.06E-06 0.00E+00 5.71E-08 0.00E+00 370915 3754604 1.29E-06 0.00E+00 2.79E-09 0.00E+00 1.98E-11 0.00E+00
370745 3754614 2.51E-03 0.00E+00 8.27E-07 0.00E+00 4.32E-08 0.00E+00 370745 3754614 8.70E-07 0.00E+00 2.86E-10 0.00E+00 1.50E-11 0.00E+00
370755 3754614 2.56E-03 0.00E+00 8.85E-07 0.00E+00 4.38E-08 0.00E+00 370755 3754614 8.86E-07 0.00E+00 3.06E-10 0.00E+00 1.52E-11 0.00E+00
370765 3754614 2.61E-03 0.00E+00 9.53E-07 0.00E+00 4.44E-08 0.00E+00 370765 3754614 9.04E-07 0.00E+00 3.30E-10 0.00E+00 1.54E-11 0.00E+00
370775 3754614 2.66E-03 0.00E+00 1.03E-06 0.00E+00 4.50E-08 0.00E+00 370775 3754614 9.22E-07 0.00E+00 3.56E-10 0.00E+00 1.56E-11 0.00E+00
370785 3754614 2.72E-03 0.00E+00 1.12E-06 0.00E+00 4.58E-08 0.00E+00 370785 3754614 9.43E-07 0.00E+00 3.89E-10 0.00E+00 1.59E-11 0.00E+00
370795 3754614 2.78E-03 0.00E+00 1.22E-06 0.00E+00 4.64E-08 0.00E+00 370795 3754614 9.62E-07 0.00E+00 4.23E-10 0.00E+00 1.61E-11 0.00E+00
370805 3754614 2.83E-03 0.00E+00 1.33E-06 0.00E+00 4.68E-08 0.00E+00 370805 3754614 9.79E-07 0.00E+00 4.61E-10 0.00E+00 1.62E-11 0.00E+00
370815 3754614 2.89E-03 0.00E+00 1.47E-06 0.00E+00 4.74E-08 0.00E+00 370815 3754614 9.99E-07 0.00E+00 5.08E-10 0.00E+00 1.64E-11 0.00E+00
370825 3754614 2.95E-03 0.00E+00 1.62E-06 0.00E+00 4.80E-08 0.00E+00 370825 3754614 1.02E-06 0.00E+00 5.62E-10 0.00E+00 1.66E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370835 3754614 3.00E-03 0.00E+00 1.81E-06 0.00E+00 4.85E-08 0.00E+00 370835 3754614 1.04E-06 0.00E+00 6.27E-10 0.00E+00 1.68E-11 0.00E+00
370845 3754614 3.09E-03 0.00E+00 2.08E-06 0.00E+00 5.04E-08 0.00E+00 370845 3754614 1.07E-06 0.00E+00 7.19E-10 0.00E+00 1.74E-11 0.00E+00
370855 3754614 3.16E-03 0.00E+00 2.37E-06 0.00E+00 5.13E-08 0.00E+00 370855 3754614 1.09E-06 0.00E+00 8.21E-10 0.00E+00 1.78E-11 0.00E+00
370865 3754614 3.22E-03 0.00E+00 2.74E-06 0.00E+00 5.17E-08 0.00E+00 370865 3754614 1.12E-06 0.00E+00 9.47E-10 0.00E+00 1.79E-11 0.00E+00
370875 3754614 3.29E-03 0.00E+00 3.21E-06 0.00E+00 5.25E-08 0.00E+00 370875 3754614 1.14E-06 0.00E+00 1.11E-09 0.00E+00 1.82E-11 0.00E+00
370885 3754614 3.36E-03 0.00E+00 3.84E-06 0.00E+00 5.29E-08 0.00E+00 370885 3754614 1.16E-06 0.00E+00 1.33E-09 0.00E+00 1.83E-11 0.00E+00
370895 3754614 3.43E-03 0.00E+00 4.72E-06 0.00E+00 5.33E-08 0.00E+00 370895 3754614 1.19E-06 0.00E+00 1.63E-09 0.00E+00 1.85E-11 0.00E+00
370905 3754614 3.51E-03 0.00E+00 6.00E-06 0.00E+00 5.41E-08 0.00E+00 370905 3754614 1.21E-06 0.00E+00 2.08E-09 0.00E+00 1.87E-11 0.00E+00
370915 3754614 3.58E-03 0.00E+00 7.99E-06 0.00E+00 5.51E-08 0.00E+00 370915 3754614 1.24E-06 0.00E+00 2.76E-09 0.00E+00 1.91E-11 0.00E+00
370745 3754624 2.43E-03 0.00E+00 8.10E-07 0.00E+00 4.19E-08 0.00E+00 370745 3754624 8.42E-07 0.00E+00 2.80E-10 0.00E+00 1.45E-11 0.00E+00
370755 3754624 2.48E-03 0.00E+00 8.69E-07 0.00E+00 4.25E-08 0.00E+00 370755 3754624 8.59E-07 0.00E+00 3.01E-10 0.00E+00 1.47E-11 0.00E+00
370765 3754624 2.53E-03 0.00E+00 9.36E-07 0.00E+00 4.31E-08 0.00E+00 370765 3754624 8.75E-07 0.00E+00 3.24E-10 0.00E+00 1.49E-11 0.00E+00
370775 3754624 2.58E-03 0.00E+00 1.01E-06 0.00E+00 4.36E-08 0.00E+00 370775 3754624 8.92E-07 0.00E+00 3.50E-10 0.00E+00 1.51E-11 0.00E+00
370785 3754624 2.63E-03 0.00E+00 1.10E-06 0.00E+00 4.42E-08 0.00E+00 370785 3754624 9.10E-07 0.00E+00 3.80E-10 0.00E+00 1.53E-11 0.00E+00
370795 3754624 2.68E-03 0.00E+00 1.20E-06 0.00E+00 4.48E-08 0.00E+00 370795 3754624 9.27E-07 0.00E+00 4.14E-10 0.00E+00 1.55E-11 0.00E+00
370805 3754624 2.72E-03 0.00E+00 1.30E-06 0.00E+00 4.51E-08 0.00E+00 370805 3754624 9.43E-07 0.00E+00 4.50E-10 0.00E+00 1.56E-11 0.00E+00
370815 3754624 2.78E-03 0.00E+00 1.44E-06 0.00E+00 4.57E-08 0.00E+00 370815 3754624 9.63E-07 0.00E+00 4.97E-10 0.00E+00 1.58E-11 0.00E+00
370825 3754624 2.84E-03 0.00E+00 1.59E-06 0.00E+00 4.63E-08 0.00E+00 370825 3754624 9.82E-07 0.00E+00 5.51E-10 0.00E+00 1.60E-11 0.00E+00
370835 3754624 2.89E-03 0.00E+00 1.78E-06 0.00E+00 4.68E-08 0.00E+00 370835 3754624 1.00E-06 0.00E+00 6.16E-10 0.00E+00 1.62E-11 0.00E+00
370845 3754624 2.98E-03 0.00E+00 2.05E-06 0.00E+00 4.84E-08 0.00E+00 370845 3754624 1.03E-06 0.00E+00 7.11E-10 0.00E+00 1.68E-11 0.00E+00
370855 3754624 3.04E-03 0.00E+00 2.34E-06 0.00E+00 4.93E-08 0.00E+00 370855 3754624 1.05E-06 0.00E+00 8.12E-10 0.00E+00 1.71E-11 0.00E+00
370865 3754624 3.10E-03 0.00E+00 2.71E-06 0.00E+00 4.96E-08 0.00E+00 370865 3754624 1.07E-06 0.00E+00 9.37E-10 0.00E+00 1.72E-11 0.00E+00
370875 3754624 3.17E-03 0.00E+00 3.18E-06 0.00E+00 5.05E-08 0.00E+00 370875 3754624 1.10E-06 0.00E+00 1.10E-09 0.00E+00 1.75E-11 0.00E+00
370885 3754624 3.23E-03 0.00E+00 3.81E-06 0.00E+00 5.11E-08 0.00E+00 370885 3754624 1.12E-06 0.00E+00 1.32E-09 0.00E+00 1.77E-11 0.00E+00
370895 3754624 3.30E-03 0.00E+00 4.68E-06 0.00E+00 5.15E-08 0.00E+00 370895 3754624 1.14E-06 0.00E+00 1.62E-09 0.00E+00 1.78E-11 0.00E+00
370905 3754624 3.36E-03 0.00E+00 5.95E-06 0.00E+00 5.23E-08 0.00E+00 370905 3754624 1.16E-06 0.00E+00 2.06E-09 0.00E+00 1.81E-11 0.00E+00
370915 3754624 3.43E-03 0.00E+00 7.91E-06 0.00E+00 5.31E-08 0.00E+00 370915 3754624 1.19E-06 0.00E+00 2.74E-09 0.00E+00 1.84E-11 0.00E+00
370745 3754634 2.36E-03 0.00E+00 7.92E-07 0.00E+00 4.06E-08 0.00E+00 370745 3754634 8.16E-07 0.00E+00 2.74E-10 0.00E+00 1.41E-11 0.00E+00
370755 3754634 2.40E-03 0.00E+00 8.51E-07 0.00E+00 4.12E-08 0.00E+00 370755 3754634 8.31E-07 0.00E+00 2.95E-10 0.00E+00 1.43E-11 0.00E+00
370765 3754634 2.45E-03 0.00E+00 9.16E-07 0.00E+00 4.17E-08 0.00E+00 370765 3754634 8.46E-07 0.00E+00 3.17E-10 0.00E+00 1.44E-11 0.00E+00
370775 3754634 2.49E-03 0.00E+00 9.87E-07 0.00E+00 4.21E-08 0.00E+00 370775 3754634 8.61E-07 0.00E+00 3.42E-10 0.00E+00 1.46E-11 0.00E+00
370785 3754634 2.54E-03 0.00E+00 1.07E-06 0.00E+00 4.27E-08 0.00E+00 370785 3754634 8.78E-07 0.00E+00 3.71E-10 0.00E+00 1.48E-11 0.00E+00
370795 3754634 2.58E-03 0.00E+00 1.17E-06 0.00E+00 4.32E-08 0.00E+00 370795 3754634 8.95E-07 0.00E+00 4.05E-10 0.00E+00 1.50E-11 0.00E+00
370805 3754634 2.56E-03 0.00E+00 1.27E-06 0.00E+00 4.35E-08 0.00E+00 370805 3754634 8.87E-07 0.00E+00 4.40E-10 0.00E+00 1.51E-11 0.00E+00
370815 3754634 2.61E-03 0.00E+00 1.40E-06 0.00E+00 4.40E-08 0.00E+00 370815 3754634 9.03E-07 0.00E+00 4.85E-10 0.00E+00 1.52E-11 0.00E+00
370825 3754634 2.66E-03 0.00E+00 1.55E-06 0.00E+00 4.45E-08 0.00E+00 370825 3754634 9.20E-07 0.00E+00 5.37E-10 0.00E+00 1.54E-11 0.00E+00
370835 3754634 2.71E-03 0.00E+00 1.73E-06 0.00E+00 4.50E-08 0.00E+00 370835 3754634 9.37E-07 0.00E+00 6.00E-10 0.00E+00 1.56E-11 0.00E+00
370845 3754634 2.87E-03 0.00E+00 2.03E-06 0.00E+00 4.67E-08 0.00E+00 370845 3754634 9.93E-07 0.00E+00 7.01E-10 0.00E+00 1.62E-11 0.00E+00
370855 3754634 2.93E-03 0.00E+00 2.32E-06 0.00E+00 4.75E-08 0.00E+00 370855 3754634 1.01E-06 0.00E+00 8.02E-10 0.00E+00 1.64E-11 0.00E+00
370865 3754634 2.98E-03 0.00E+00 2.68E-06 0.00E+00 4.78E-08 0.00E+00 370865 3754634 1.03E-06 0.00E+00 9.27E-10 0.00E+00 1.66E-11 0.00E+00
370875 3754634 3.04E-03 0.00E+00 3.15E-06 0.00E+00 4.86E-08 0.00E+00 370875 3754634 1.05E-06 0.00E+00 1.09E-09 0.00E+00 1.68E-11 0.00E+00
370885 3754634 3.10E-03 0.00E+00 3.77E-06 0.00E+00 4.93E-08 0.00E+00 370885 3754634 1.07E-06 0.00E+00 1.31E-09 0.00E+00 1.71E-11 0.00E+00
370895 3754634 3.16E-03 0.00E+00 4.63E-06 0.00E+00 4.99E-08 0.00E+00 370895 3754634 1.10E-06 0.00E+00 1.60E-09 0.00E+00 1.73E-11 0.00E+00
370905 3754634 3.23E-03 0.00E+00 5.89E-06 0.00E+00 5.04E-08 0.00E+00 370905 3754634 1.12E-06 0.00E+00 2.04E-09 0.00E+00 1.75E-11 0.00E+00
370915 3754634 3.29E-03 0.00E+00 7.83E-06 0.00E+00 5.12E-08 0.00E+00 370915 3754634 1.14E-06 0.00E+00 2.71E-09 0.00E+00 1.77E-11 0.00E+00
370745 3754644 2.22E-03 0.00E+00 7.71E-07 0.00E+00 3.92E-08 0.00E+00 370745 3754644 7.69E-07 0.00E+00 2.67E-10 0.00E+00 1.36E-11 0.00E+00
370755 3754644 2.25E-03 0.00E+00 8.18E-07 0.00E+00 3.94E-08 0.00E+00 370755 3754644 7.77E-07 0.00E+00 2.83E-10 0.00E+00 1.36E-11 0.00E+00
370765 3754644 2.29E-03 0.00E+00 8.81E-07 0.00E+00 3.99E-08 0.00E+00 370765 3754644 7.91E-07 0.00E+00 3.05E-10 0.00E+00 1.38E-11 0.00E+00
370775 3754644 2.34E-03 0.00E+00 9.59E-07 0.00E+00 4.06E-08 0.00E+00 370775 3754644 8.09E-07 0.00E+00 3.32E-10 0.00E+00 1.41E-11 0.00E+00
370785 3754644 2.38E-03 0.00E+00 1.05E-06 0.00E+00 4.12E-08 0.00E+00 370785 3754644 8.25E-07 0.00E+00 3.62E-10 0.00E+00 1.43E-11 0.00E+00
370795 3754644 2.43E-03 0.00E+00 1.14E-06 0.00E+00 4.17E-08 0.00E+00 370795 3754644 8.40E-07 0.00E+00 3.95E-10 0.00E+00 1.44E-11 0.00E+00
370805 3754644 2.46E-03 0.00E+00 1.24E-06 0.00E+00 4.20E-08 0.00E+00 370805 3754644 8.52E-07 0.00E+00 4.30E-10 0.00E+00 1.45E-11 0.00E+00
370815 3754644 2.49E-03 0.00E+00 1.36E-06 0.00E+00 4.22E-08 0.00E+00 370815 3754644 8.63E-07 0.00E+00 4.69E-10 0.00E+00 1.46E-11 0.00E+00
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

370825 3754644 2.54E-03 0.00E+00 1.50E-06 0.00E+00 4.26E-08 0.00E+00 370825 3754644 8.79E-07 0.00E+00 5.20E-10 0.00E+00 1.48E-11 0.00E+00
370835 3754644 2.59E-03 0.00E+00 1.68E-06 0.00E+00 4.32E-08 0.00E+00 370835 3754644 8.96E-07 0.00E+00 5.82E-10 0.00E+00 1.49E-11 0.00E+00
370845 3754644 2.76E-03 0.00E+00 2.00E-06 0.00E+00 4.52E-08 0.00E+00 370845 3754644 9.56E-07 0.00E+00 6.91E-10 0.00E+00 1.56E-11 0.00E+00
370855 3754644 2.82E-03 0.00E+00 2.29E-06 0.00E+00 4.58E-08 0.00E+00 370855 3754644 9.75E-07 0.00E+00 7.92E-10 0.00E+00 1.59E-11 0.00E+00
370865 3754644 2.87E-03 0.00E+00 2.64E-06 0.00E+00 4.63E-08 0.00E+00 370865 3754644 9.93E-07 0.00E+00 9.16E-10 0.00E+00 1.60E-11 0.00E+00
370875 3754644 2.93E-03 0.00E+00 3.11E-06 0.00E+00 4.70E-08 0.00E+00 370875 3754644 1.01E-06 0.00E+00 1.08E-09 0.00E+00 1.63E-11 0.00E+00
370885 3754644 2.98E-03 0.00E+00 3.73E-06 0.00E+00 4.75E-08 0.00E+00 370885 3754644 1.03E-06 0.00E+00 1.29E-09 0.00E+00 1.65E-11 0.00E+00
370895 3754644 3.04E-03 0.00E+00 4.59E-06 0.00E+00 4.81E-08 0.00E+00 370895 3754644 1.05E-06 0.00E+00 1.59E-09 0.00E+00 1.66E-11 0.00E+00
370905 3754644 3.10E-03 0.00E+00 5.84E-06 0.00E+00 4.88E-08 0.00E+00 370905 3754644 1.07E-06 0.00E+00 2.02E-09 0.00E+00 1.69E-11 0.00E+00
370915 3754644 3.15E-03 0.00E+00 7.76E-06 0.00E+00 4.93E-08 0.00E+00 370915 3754644 1.09E-06 0.00E+00 2.69E-09 0.00E+00 1.71E-11 0.00E+00
370745 3754654 2.15E-03 0.00E+00 7.56E-07 0.00E+00 3.81E-08 0.00E+00 370745 3754654 7.44E-07 0.00E+00 2.62E-10 0.00E+00 1.32E-11 0.00E+00
370755 3754654 2.17E-03 0.00E+00 8.04E-07 0.00E+00 3.84E-08 0.00E+00 370755 3754654 7.53E-07 0.00E+00 2.78E-10 0.00E+00 1.33E-11 0.00E+00
370765 3754654 2.21E-03 0.00E+00 8.66E-07 0.00E+00 3.88E-08 0.00E+00 370765 3754654 7.66E-07 0.00E+00 3.00E-10 0.00E+00 1.34E-11 0.00E+00
370775 3754654 2.25E-03 0.00E+00 9.37E-07 0.00E+00 3.93E-08 0.00E+00 370775 3754654 7.79E-07 0.00E+00 3.24E-10 0.00E+00 1.36E-11 0.00E+00
370785 3754654 2.30E-03 0.00E+00 1.02E-06 0.00E+00 3.99E-08 0.00E+00 370785 3754654 7.94E-07 0.00E+00 3.53E-10 0.00E+00 1.38E-11 0.00E+00
370795 3754654 2.34E-03 0.00E+00 1.11E-06 0.00E+00 4.03E-08 0.00E+00 370795 3754654 8.08E-07 0.00E+00 3.85E-10 0.00E+00 1.40E-11 0.00E+00
370805 3754654 2.37E-03 0.00E+00 1.21E-06 0.00E+00 4.06E-08 0.00E+00 370805 3754654 8.20E-07 0.00E+00 4.20E-10 0.00E+00 1.40E-11 0.00E+00
370815 3754654 2.41E-03 0.00E+00 1.33E-06 0.00E+00 4.10E-08 0.00E+00 370815 3754654 8.34E-07 0.00E+00 4.62E-10 0.00E+00 1.42E-11 0.00E+00
370825 3754654 2.45E-03 0.00E+00 1.48E-06 0.00E+00 4.14E-08 0.00E+00 370825 3754654 8.48E-07 0.00E+00 5.12E-10 0.00E+00 1.43E-11 0.00E+00
370835 3754654 2.49E-03 0.00E+00 1.66E-06 0.00E+00 4.19E-08 0.00E+00 370835 3754654 8.63E-07 0.00E+00 5.73E-10 0.00E+00 1.45E-11 0.00E+00
370845 3754654 2.66E-03 0.00E+00 1.96E-06 0.00E+00 4.37E-08 0.00E+00 370845 3754654 9.20E-07 0.00E+00 6.79E-10 0.00E+00 1.51E-11 0.00E+00
370855 3754654 2.71E-03 0.00E+00 2.25E-06 0.00E+00 4.44E-08 0.00E+00 370855 3754654 9.39E-07 0.00E+00 7.80E-10 0.00E+00 1.54E-11 0.00E+00
370865 3754654 2.76E-03 0.00E+00 2.61E-06 0.00E+00 4.49E-08 0.00E+00 370865 3754654 9.57E-07 0.00E+00 9.05E-10 0.00E+00 1.55E-11 0.00E+00
370875 3754654 2.82E-03 0.00E+00 3.08E-06 0.00E+00 4.56E-08 0.00E+00 370875 3754654 9.75E-07 0.00E+00 1.07E-09 0.00E+00 1.58E-11 0.00E+00
370885 3754654 2.87E-03 0.00E+00 3.70E-06 0.00E+00 4.61E-08 0.00E+00 370885 3754654 9.93E-07 0.00E+00 1.28E-09 0.00E+00 1.60E-11 0.00E+00
370895 3754654 2.92E-03 0.00E+00 4.55E-06 0.00E+00 4.67E-08 0.00E+00 370895 3754654 1.01E-06 0.00E+00 1.57E-09 0.00E+00 1.62E-11 0.00E+00
370905 3754654 2.97E-03 0.00E+00 5.78E-06 0.00E+00 4.74E-08 0.00E+00 370905 3754654 1.03E-06 0.00E+00 2.00E-09 0.00E+00 1.64E-11 0.00E+00
370915 3754654 3.03E-03 0.00E+00 7.68E-06 0.00E+00 4.80E-08 0.00E+00 370915 3754654 1.05E-06 0.00E+00 2.66E-09 0.00E+00 1.66E-11 0.00E+00
370745 3754664 2.08E-03 0.00E+00 7.42E-07 0.00E+00 3.71E-08 0.00E+00 370745 3754664 7.21E-07 0.00E+00 2.57E-10 0.00E+00 1.29E-11 0.00E+00
370755 3754664 2.11E-03 0.00E+00 7.90E-07 0.00E+00 3.74E-08 0.00E+00 370755 3754664 7.29E-07 0.00E+00 2.74E-10 0.00E+00 1.29E-11 0.00E+00
370765 3754664 2.14E-03 0.00E+00 8.50E-07 0.00E+00 3.78E-08 0.00E+00 370765 3754664 7.41E-07 0.00E+00 2.94E-10 0.00E+00 1.31E-11 0.00E+00
370775 3754664 2.18E-03 0.00E+00 9.18E-07 0.00E+00 3.82E-08 0.00E+00 370775 3754664 7.53E-07 0.00E+00 3.18E-10 0.00E+00 1.32E-11 0.00E+00
370785 3754664 2.22E-03 0.00E+00 9.99E-07 0.00E+00 3.87E-08 0.00E+00 370785 3754664 7.67E-07 0.00E+00 3.46E-10 0.00E+00 1.34E-11 0.00E+00
370795 3754664 2.25E-03 0.00E+00 1.09E-06 0.00E+00 3.90E-08 0.00E+00 370795 3754664 7.79E-07 0.00E+00 3.76E-10 0.00E+00 1.35E-11 0.00E+00
370805 3754664 2.29E-03 0.00E+00 1.19E-06 0.00E+00 3.94E-08 0.00E+00 370805 3754664 7.92E-07 0.00E+00 4.12E-10 0.00E+00 1.37E-11 0.00E+00
370815 3754664 2.33E-03 0.00E+00 1.31E-06 0.00E+00 3.98E-08 0.00E+00 370815 3754664 8.05E-07 0.00E+00 4.54E-10 0.00E+00 1.38E-11 0.00E+00
370825 3754664 2.36E-03 0.00E+00 1.45E-06 0.00E+00 4.02E-08 0.00E+00 370825 3754664 8.18E-07 0.00E+00 5.03E-10 0.00E+00 1.39E-11 0.00E+00
370835 3754664 2.40E-03 0.00E+00 1.63E-06 0.00E+00 4.06E-08 0.00E+00 370835 3754664 8.32E-07 0.00E+00 5.64E-10 0.00E+00 1.41E-11 0.00E+00
370845 3754664 2.56E-03 0.00E+00 1.93E-06 0.00E+00 4.23E-08 0.00E+00 370845 3754664 8.86E-07 0.00E+00 6.66E-10 0.00E+00 1.46E-11 0.00E+00
370855 3754664 2.61E-03 0.00E+00 2.22E-06 0.00E+00 4.30E-08 0.00E+00 370855 3754664 9.04E-07 0.00E+00 7.67E-10 0.00E+00 1.49E-11 0.00E+00
370865 3754664 2.66E-03 0.00E+00 2.58E-06 0.00E+00 4.35E-08 0.00E+00 370865 3754664 9.20E-07 0.00E+00 8.92E-10 0.00E+00 1.51E-11 0.00E+00
370875 3754664 2.71E-03 0.00E+00 3.04E-06 0.00E+00 4.40E-08 0.00E+00 370875 3754664 9.37E-07 0.00E+00 1.05E-09 0.00E+00 1.52E-11 0.00E+00
370885 3754664 2.76E-03 0.00E+00 3.65E-06 0.00E+00 4.46E-08 0.00E+00 370885 3754664 9.54E-07 0.00E+00 1.26E-09 0.00E+00 1.55E-11 0.00E+00
370895 3754664 2.80E-03 0.00E+00 4.50E-06 0.00E+00 4.52E-08 0.00E+00 370895 3754664 9.71E-07 0.00E+00 1.56E-09 0.00E+00 1.56E-11 0.00E+00
370905 3754664 2.85E-03 0.00E+00 5.73E-06 0.00E+00 4.58E-08 0.00E+00 370905 3754664 9.88E-07 0.00E+00 1.98E-09 0.00E+00 1.58E-11 0.00E+00
370915 3754664 2.90E-03 0.00E+00 7.62E-06 0.00E+00 4.63E-08 0.00E+00 370915 3754664 1.00E-06 0.00E+00 2.64E-09 0.00E+00 1.60E-11 0.00E+00

371174.86 3754349.87 6.04E-02 0.00E+00 1.80E-06 0.00E+00 3.11E-07 0.00E+00 371174.86 3754349.87 2.09E-05 0.00E+00 6.22E-10 0.00E+00 1.08E-10 0.00E+00
371172.53 3754117.07 1.23E-02 0.00E+00 1.90E-05 0.00E+00 9.44E-06 0.00E+00 371172.53 3754117.07 4.25E-06 0.00E+00 6.58E-09 0.00E+00 3.27E-09 0.00E+00
371264.36 3754116.05 1.22E-02 0.00E+00 1.92E-05 0.00E+00 3.36E-05 0.00E+00 371264.36 3754116.05 4.21E-06 0.00E+00 6.63E-09 0.00E+00 1.16E-08 0.00E+00
371265.01 3754192.26 3.29E-02 0.00E+00 4.01E-06 0.00E+00 3.06E-06 0.00E+00 371265.01 3754192.26 1.14E-05 0.00E+00 1.39E-09 0.00E+00 1.06E-09 0.00E+00
371315.6 3754191.6 2.91E-02 0.00E+00 3.85E-06 0.00E+00 3.58E-06 0.00E+00 371315.6 3754191.6 1.01E-05 0.00E+00 1.33E-09 0.00E+00 1.24E-09 0.00E+00

371314.95 3754150.28 1.57E-02 0.00E+00 9.20E-06 0.00E+00 1.27E-05 0.00E+00 371314.95 3754150.28 5.43E-06 0.00E+00 3.19E-09 0.00E+00 4.38E-09 0.00E+00
371379.04 3754149.02 1.06E-02 0.00E+00 8.27E-06 0.00E+00 1.20E-05 0.00E+00 371379.04 3754149.02 3.65E-06 0.00E+00 2.86E-09 0.00E+00 4.17E-09 0.00E+00
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CONCENTRATIONS 3rd Trimester Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y 3rd Trimester Dose (mg/kg-day)Project Concentrations (ug/m3)

Receptor Receptor

371394.32 3754135.4 8.18E-03 0.00E+00 1.18E-05 0.00E+00 1.88E-05 0.00E+00 371394.32 3754135.4 2.83E-06 0.00E+00 4.09E-09 0.00E+00 6.50E-09 0.00E+00
371394.67 3754113.78 6.57E-03 0.00E+00 1.52E-05 0.00E+00 3.08E-05 0.00E+00 371394.67 3754113.78 2.28E-06 0.00E+00 5.25E-09 0.00E+00 1.07E-08 0.00E+00
371409.19 3754113.9 6.02E-03 0.00E+00 1.46E-05 0.00E+00 2.62E-05 0.00E+00 371409.19 3754113.9 2.08E-06 0.00E+00 5.06E-09 0.00E+00 9.08E-09 0.00E+00
371410.87 3754303.95 5.18E-01 0.00E+00 1.11E-06 0.00E+00 5.09E-07 0.00E+00 371410.87 3754303.95 1.79E-04 0.00E+00 3.84E-10 0.00E+00 1.76E-10 0.00E+00
371397.23 3754347.91 5.22E-01 0.00E+00 9.45E-07 0.00E+00 3.19E-07 0.00E+00 371397.23 3754347.91 1.81E-04 0.00E+00 3.27E-10 0.00E+00 1.10E-10 0.00E+00
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3rd Tri 0 <  2 2<5

DBR

Daily Breathing Rate 
(L/kg (body weight) per 
day) 361 1090 631

A
Inhalation absorption 
factor (default = 1). 1 1 1

EF
Exposure Frequency 
unitless (days/days) 0.96 0.96 0.96

ED
Exposure Duration 
(years) 0.25 2 0.92

FAH
Fraction of Time at 
Home 1.00 1.00 1.00

AT
Averaged Exposure 
Time Period (years) 70 70 70

ASF Age Sensitvity Factor 10 10 3
CF Conversion Factor 1.00E-06 1.00E-06 1.00E-06
DOSE

CPF
Cancer Potency Factor 
(mg/kg-day)-1 1.1 1.1 1.1
Diesel Particulate 
Matter

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

370571.00 3753660.00 7.28E-04 3.90E-04 2.16E-06 1.43E-07 6.74E-07 5.14E-08 370571.00 3753660.00 7.61E-07 4.08E-07 2.26E-09 1.49E-10 7.04E-10 5.38E-11
370591.00 3753660.00 7.40E-04 3.98E-04 2.22E-06 1.46E-07 6.99E-07 5.34E-08 370591.00 3753660.00 7.73E-07 4.16E-07 2.32E-09 1.53E-10 7.30E-10 5.58E-11
370611.00 3753660.00 7.51E-04 4.06E-04 2.28E-06 1.50E-07 7.25E-07 5.54E-08 370611.00 3753660.00 7.85E-07 4.24E-07 2.38E-09 1.57E-10 7.58E-10 5.79E-11
370631.00 3753660.00 7.59E-04 4.10E-04 2.33E-06 1.54E-07 7.52E-07 5.74E-08 370631.00 3753660.00 7.93E-07 4.29E-07 2.44E-09 1.61E-10 7.85E-10 6.00E-11
370651.00 3753660.00 7.70E-04 4.17E-04 2.39E-06 1.58E-07 7.80E-07 5.96E-08 370651.00 3753660.00 8.05E-07 4.36E-07 2.50E-09 1.65E-10 8.15E-10 6.23E-11
370671.00 3753660.00 7.80E-04 4.24E-04 2.45E-06 1.61E-07 8.10E-07 6.18E-08 370671.00 3753660.00 8.15E-07 4.43E-07 2.56E-09 1.69E-10 8.46E-10 6.46E-11
370691.00 3753660.00 7.90E-04 4.30E-04 2.50E-06 1.65E-07 8.40E-07 6.42E-08 370691.00 3753660.00 8.25E-07 4.50E-07 2.62E-09 1.72E-10 8.78E-10 6.71E-11
370711.00 3753660.00 7.99E-04 4.36E-04 2.56E-06 1.69E-07 8.73E-07 6.66E-08 370711.00 3753660.00 8.35E-07 4.56E-07 2.67E-09 1.76E-10 9.12E-10 6.97E-11
370731.00 3753660.00 8.09E-04 4.42E-04 2.61E-06 1.72E-07 9.06E-07 6.92E-08 370731.00 3753660.00 8.45E-07 4.62E-07 2.73E-09 1.80E-10 9.47E-10 7.23E-11
370751.00 3753660.00 8.17E-04 4.48E-04 2.67E-06 1.76E-07 9.40E-07 7.18E-08 370751.00 3753660.00 8.54E-07 4.68E-07 2.79E-09 1.84E-10 9.83E-10 7.51E-11
370771.00 3753660.00 8.25E-04 4.53E-04 2.72E-06 1.79E-07 9.76E-07 7.45E-08 370771.00 3753660.00 8.62E-07 4.73E-07 2.84E-09 1.87E-10 1.02E-09 7.79E-11
370791.00 3753660.00 8.32E-04 4.57E-04 2.77E-06 1.82E-07 1.01E-06 7.73E-08 370791.00 3753660.00 8.70E-07 4.78E-07 2.89E-09 1.91E-10 1.06E-09 8.08E-11
370811.00 3753660.00 8.40E-04 4.62E-04 2.81E-06 1.85E-07 1.05E-06 8.02E-08 370811.00 3753660.00 8.78E-07 4.83E-07 2.94E-09 1.94E-10 1.10E-09 8.39E-11
370831.00 3753660.00 8.48E-04 4.67E-04 2.84E-06 1.87E-07 1.09E-06 8.31E-08 370831.00 3753660.00 8.86E-07 4.88E-07 2.97E-09 1.96E-10 1.14E-09 8.68E-11
370851.00 3753660.00 8.48E-04 4.65E-04 2.90E-06 1.91E-07 1.13E-06 8.61E-08 370851.00 3753660.00 8.86E-07 4.86E-07 3.03E-09 1.99E-10 1.18E-09 9.00E-11
370871.00 3753660.00 8.52E-04 4.67E-04 2.93E-06 1.93E-07 1.17E-06 8.91E-08 370871.00 3753660.00 8.90E-07 4.88E-07 3.06E-09 2.02E-10 1.22E-09 9.31E-11
370891.00 3753660.00 8.55E-04 4.68E-04 2.96E-06 1.95E-07 1.21E-06 9.22E-08 370891.00 3753660.00 8.94E-07 4.89E-07 3.10E-09 2.04E-10 1.26E-09 9.63E-11
370911.00 3753660.00 8.57E-04 4.67E-04 2.99E-06 1.97E-07 1.25E-06 9.52E-08 370911.00 3753660.00 8.95E-07 4.88E-07 3.12E-09 2.06E-10 1.30E-09 9.95E-11
370931.00 3753660.00 8.56E-04 4.64E-04 3.02E-06 1.99E-07 1.29E-06 9.82E-08 370931.00 3753660.00 8.95E-07 4.85E-07 3.15E-09 2.08E-10 1.34E-09 1.03E-10
370951.00 3753660.00 8.54E-04 4.60E-04 3.04E-06 2.00E-07 1.33E-06 1.01E-07 370951.00 3753660.00 8.93E-07 4.81E-07 3.17E-09 2.09E-10 1.39E-09 1.06E-10
370971.00 3753660.00 8.51E-04 4.55E-04 3.05E-06 2.01E-07 1.36E-06 1.04E-07 370971.00 3753660.00 8.90E-07 4.76E-07 3.19E-09 2.10E-10 1.43E-09 1.09E-10
370991.00 3753660.00 8.49E-04 4.50E-04 3.06E-06 2.02E-07 1.40E-06 1.07E-07 370991.00 3753660.00 8.87E-07 4.70E-07 3.20E-09 2.11E-10 1.46E-09 1.12E-10
371011.00 3753660.00 8.41E-04 4.42E-04 2.94E-06 1.94E-07 1.43E-06 1.09E-07 371011.00 3753660.00 8.79E-07 4.62E-07 3.07E-09 2.03E-10 1.49E-09 1.14E-10
371031.00 3753660.00 8.32E-04 4.33E-04 2.93E-06 1.93E-07 1.48E-06 1.13E-07 371031.00 3753660.00 8.70E-07 4.52E-07 3.06E-09 2.02E-10 1.54E-09 1.18E-10
371051.00 3753660.00 8.25E-04 4.24E-04 2.91E-06 1.92E-07 1.47E-06 1.12E-07 371051.00 3753660.00 8.63E-07 4.43E-07 3.04E-09 2.00E-10 1.54E-09 1.17E-10
371071.00 3753660.00 8.18E-04 4.14E-04 2.92E-06 1.93E-07 1.49E-06 1.14E-07 371071.00 3753660.00 8.55E-07 4.33E-07 3.06E-09 2.01E-10 1.55E-09 1.19E-10
371091.00 3753660.00 8.06E-04 4.02E-04 2.92E-06 1.93E-07 1.51E-06 1.16E-07 371091.00 3753660.00 8.43E-07 4.20E-07 3.06E-09 2.01E-10 1.58E-09 1.21E-10
371111.00 3753660.00 7.93E-04 3.89E-04 2.91E-06 1.92E-07 1.53E-06 1.17E-07 371111.00 3753660.00 8.29E-07 4.06E-07 3.04E-09 2.01E-10 1.60E-09 1.22E-10
371131.00 3753660.00 7.78E-04 3.74E-04 2.89E-06 1.91E-07 1.55E-06 1.18E-07 371131.00 3753660.00 8.13E-07 3.91E-07 3.02E-09 1.99E-10 1.62E-09 1.24E-10

Receptor

Parameter

Project Concentrations (ug/m3)
Receptor

0-2 Year Dose (mg/kg-day)

Age Bins

[= CONC × DBR × A × EF × CF]  (mg/kg-day)
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CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371151.00 3753660.00 7.62E-04 3.60E-04 2.88E-06 1.90E-07 1.57E-06 1.20E-07 371151.00 3753660.00 7.96E-07 3.76E-07 3.01E-09 1.98E-10 1.64E-09 1.25E-10
371171.00 3753660.00 7.43E-04 3.44E-04 2.84E-06 1.87E-07 1.58E-06 1.20E-07 371171.00 3753660.00 7.77E-07 3.60E-07 2.97E-09 1.96E-10 1.65E-09 1.26E-10
371191.00 3753660.00 7.23E-04 3.28E-04 2.80E-06 1.85E-07 1.58E-06 1.21E-07 371191.00 3753660.00 7.56E-07 3.43E-07 2.93E-09 1.93E-10 1.65E-09 1.26E-10
371211.00 3753660.00 7.01E-04 3.12E-04 2.76E-06 1.82E-07 1.58E-06 1.21E-07 371211.00 3753660.00 7.33E-07 3.26E-07 2.89E-09 1.90E-10 1.65E-09 1.26E-10
371231.00 3753660.00 6.78E-04 2.96E-04 2.71E-06 1.79E-07 1.58E-06 1.20E-07 371231.00 3753660.00 7.09E-07 3.10E-07 2.83E-09 1.87E-10 1.65E-09 1.26E-10
371251.00 3753660.00 6.54E-04 2.81E-04 2.66E-06 1.75E-07 1.56E-06 1.20E-07 371251.00 3753660.00 6.84E-07 2.93E-07 2.78E-09 1.83E-10 1.64E-09 1.25E-10
371271.00 3753660.00 6.31E-04 2.66E-04 2.62E-06 1.73E-07 1.56E-06 1.19E-07 371271.00 3753660.00 6.59E-07 2.78E-07 2.74E-09 1.80E-10 1.63E-09 1.24E-10
371291.00 3753660.00 6.06E-04 2.52E-04 2.57E-06 1.69E-07 1.55E-06 1.18E-07 371291.00 3753660.00 6.33E-07 2.63E-07 2.68E-09 1.77E-10 1.62E-09 1.23E-10
371311.00 3753660.00 5.80E-04 2.38E-04 2.51E-06 1.66E-07 1.53E-06 1.17E-07 371311.00 3753660.00 6.07E-07 2.49E-07 2.63E-09 1.73E-10 1.60E-09 1.22E-10
371331.00 3753660.00 5.55E-04 2.26E-04 2.45E-06 1.61E-07 1.51E-06 1.15E-07 371331.00 3753660.00 5.80E-07 2.36E-07 2.56E-09 1.69E-10 1.57E-09 1.20E-10
371351.00 3753660.00 5.30E-04 2.15E-04 2.39E-06 1.57E-07 1.48E-06 1.13E-07 371351.00 3753660.00 5.54E-07 2.24E-07 2.49E-09 1.64E-10 1.54E-09 1.18E-10
371371.00 3753660.00 5.06E-04 2.04E-04 2.32E-06 1.53E-07 1.45E-06 1.11E-07 371371.00 3753660.00 5.29E-07 2.13E-07 2.42E-09 1.60E-10 1.51E-09 1.16E-10
371391.00 3753660.00 4.82E-04 1.95E-04 2.26E-06 1.49E-07 1.42E-06 1.08E-07 371391.00 3753660.00 5.04E-07 2.03E-07 2.36E-09 1.55E-10 1.48E-09 1.13E-10
371411.00 3753660.00 4.59E-04 1.86E-04 2.20E-06 1.45E-07 1.39E-06 1.06E-07 371411.00 3753660.00 4.80E-07 1.94E-07 2.29E-09 1.51E-10 1.45E-09 1.11E-10
371431.00 3753660.00 4.38E-04 1.78E-04 2.13E-06 1.40E-07 1.35E-06 1.03E-07 371431.00 3753660.00 4.58E-07 1.86E-07 2.22E-09 1.47E-10 1.41E-09 1.08E-10
371451.00 3753660.00 4.18E-04 1.71E-04 2.05E-06 1.35E-07 1.31E-06 1.00E-07 371451.00 3753660.00 4.37E-07 1.79E-07 2.15E-09 1.41E-10 1.37E-09 1.05E-10
371471.00 3753660.00 3.99E-04 1.64E-04 2.00E-06 1.31E-07 1.28E-06 9.77E-08 371471.00 3753660.00 4.17E-07 1.72E-07 2.09E-09 1.37E-10 1.34E-09 1.02E-10
371491.00 3753660.00 3.81E-04 1.58E-04 1.93E-06 1.27E-07 1.24E-06 9.47E-08 371491.00 3753660.00 3.99E-07 1.65E-07 2.02E-09 1.33E-10 1.30E-09 9.90E-11
371511.00 3753660.00 3.65E-04 1.52E-04 1.87E-06 1.23E-07 1.20E-06 9.16E-08 371511.00 3753660.00 3.82E-07 1.59E-07 1.95E-09 1.29E-10 1.25E-09 9.57E-11
371531.00 3753660.00 3.51E-04 1.46E-04 1.80E-06 1.19E-07 1.16E-06 8.84E-08 371531.00 3753660.00 3.66E-07 1.53E-07 1.88E-09 1.24E-10 1.21E-09 9.23E-11
371551.00 3753660.00 3.37E-04 1.41E-04 1.74E-06 1.14E-07 1.11E-06 8.50E-08 371551.00 3753660.00 3.52E-07 1.48E-07 1.82E-09 1.20E-10 1.16E-09 8.88E-11
371571.00 3753660.00 3.25E-04 1.36E-04 1.67E-06 1.10E-07 1.07E-06 8.17E-08 371571.00 3753660.00 3.39E-07 1.42E-07 1.75E-09 1.15E-10 1.12E-09 8.54E-11
371591.00 3753660.00 3.13E-04 1.31E-04 1.61E-06 1.06E-07 1.03E-06 7.84E-08 371591.00 3753660.00 3.27E-07 1.37E-07 1.69E-09 1.11E-10 1.07E-09 8.19E-11
371611.00 3753660.00 3.03E-04 1.26E-04 1.55E-06 1.02E-07 9.83E-07 7.51E-08 371611.00 3753660.00 3.16E-07 1.32E-07 1.62E-09 1.07E-10 1.03E-09 7.85E-11
371631.00 3753660.00 2.93E-04 1.22E-04 1.50E-06 9.86E-08 9.41E-07 7.19E-08 371631.00 3753660.00 3.06E-07 1.27E-07 1.56E-09 1.03E-10 9.84E-10 7.51E-11
371651.00 3753660.00 2.84E-04 1.17E-04 1.44E-06 9.50E-08 9.00E-07 6.88E-08 371651.00 3753660.00 2.97E-07 1.23E-07 1.51E-09 9.93E-11 9.41E-10 7.19E-11
371671.00 3753660.00 2.75E-04 1.13E-04 1.39E-06 9.15E-08 8.61E-07 6.57E-08 371671.00 3753660.00 2.88E-07 1.18E-07 1.45E-09 9.56E-11 8.99E-10 6.87E-11
371691.00 3753660.00 2.67E-04 1.09E-04 1.34E-06 8.81E-08 8.22E-07 6.28E-08 371691.00 3753660.00 2.79E-07 1.14E-07 1.40E-09 9.21E-11 8.59E-10 6.56E-11
371711.00 3753660.00 2.59E-04 1.05E-04 1.29E-06 8.49E-08 7.85E-07 6.00E-08 371711.00 3753660.00 2.71E-07 1.10E-07 1.35E-09 8.87E-11 8.21E-10 6.27E-11
371731.00 3753660.00 2.51E-04 1.01E-04 1.24E-06 8.18E-08 7.50E-07 5.73E-08 371731.00 3753660.00 2.63E-07 1.06E-07 1.30E-09 8.55E-11 7.84E-10 5.99E-11
371751.00 3753660.00 2.44E-04 9.75E-05 1.20E-06 7.89E-08 7.16E-07 5.47E-08 371751.00 3753660.00 2.55E-07 1.02E-07 1.25E-09 8.24E-11 7.49E-10 5.72E-11
371771.00 3753660.00 2.37E-04 9.45E-05 1.15E-06 7.60E-08 6.85E-07 5.23E-08 371771.00 3753660.00 2.48E-07 9.87E-08 1.21E-09 7.95E-11 7.16E-10 5.47E-11
371791.00 3753660.00 2.30E-04 9.11E-05 1.11E-06 7.35E-08 6.55E-07 5.00E-08 371791.00 3753660.00 2.41E-07 9.52E-08 1.16E-09 7.68E-11 6.84E-10 5.23E-11
371811.00 3753660.00 2.22E-04 8.76E-05 1.08E-06 7.09E-08 6.25E-07 4.78E-08 371811.00 3753660.00 2.32E-07 9.16E-08 1.12E-09 7.41E-11 6.54E-10 4.99E-11
371831.00 3753660.00 2.16E-04 8.46E-05 1.04E-06 6.86E-08 5.98E-07 4.57E-08 371831.00 3753660.00 2.25E-07 8.85E-08 1.09E-09 7.17E-11 6.25E-10 4.78E-11
370571.00 3753680.00 7.53E-04 4.06E-04 2.26E-06 1.49E-07 6.92E-07 5.28E-08 370571.00 3753680.00 7.87E-07 4.25E-07 2.36E-09 1.56E-10 7.23E-10 5.52E-11
370591.00 3753680.00 7.67E-04 4.15E-04 2.32E-06 1.53E-07 7.19E-07 5.49E-08 370591.00 3753680.00 8.02E-07 4.34E-07 2.43E-09 1.60E-10 7.51E-10 5.74E-11
370611.00 3753680.00 7.79E-04 4.23E-04 2.39E-06 1.58E-07 7.47E-07 5.71E-08 370611.00 3753680.00 8.15E-07 4.43E-07 2.50E-09 1.65E-10 7.81E-10 5.97E-11
370631.00 3753680.00 7.88E-04 4.29E-04 2.45E-06 1.62E-07 7.76E-07 5.92E-08 370631.00 3753680.00 8.24E-07 4.48E-07 2.56E-09 1.69E-10 8.11E-10 6.19E-11
370651.00 3753680.00 8.00E-04 4.37E-04 2.52E-06 1.66E-07 8.06E-07 6.16E-08 370651.00 3753680.00 8.36E-07 4.57E-07 2.63E-09 1.73E-10 8.43E-10 6.44E-11
370671.00 3753680.00 8.12E-04 4.45E-04 2.58E-06 1.70E-07 8.38E-07 6.40E-08 370671.00 3753680.00 8.49E-07 4.65E-07 2.70E-09 1.78E-10 8.76E-10 6.69E-11
370691.00 3753680.00 8.24E-04 4.53E-04 2.64E-06 1.74E-07 8.72E-07 6.66E-08 370691.00 3753680.00 8.61E-07 4.73E-07 2.76E-09 1.82E-10 9.11E-10 6.96E-11
370711.00 3753680.00 8.35E-04 4.60E-04 2.71E-06 1.78E-07 9.07E-07 6.93E-08 370711.00 3753680.00 8.73E-07 4.81E-07 2.83E-09 1.87E-10 9.48E-10 7.24E-11
370731.00 3753680.00 8.46E-04 4.67E-04 2.77E-06 1.83E-07 9.44E-07 7.21E-08 370731.00 3753680.00 8.84E-07 4.88E-07 2.90E-09 1.91E-10 9.86E-10 7.53E-11
370751.00 3753680.00 8.56E-04 4.74E-04 2.83E-06 1.87E-07 9.82E-07 7.50E-08 370751.00 3753680.00 8.95E-07 4.95E-07 2.96E-09 1.95E-10 1.03E-09 7.84E-11
370771.00 3753680.00 8.66E-04 4.80E-04 2.89E-06 1.91E-07 1.02E-06 7.80E-08 370771.00 3753680.00 9.05E-07 5.02E-07 3.02E-09 1.99E-10 1.07E-09 8.15E-11
370791.00 3753680.00 8.75E-04 4.86E-04 2.95E-06 1.94E-07 1.06E-06 8.11E-08 370791.00 3753680.00 9.14E-07 5.08E-07 3.08E-09 2.03E-10 1.11E-09 8.48E-11
370811.00 3753680.00 8.83E-04 4.91E-04 3.00E-06 1.98E-07 1.10E-06 8.44E-08 370811.00 3753680.00 9.23E-07 5.13E-07 3.14E-09 2.07E-10 1.15E-09 8.82E-11
370831.00 3753680.00 8.90E-04 4.95E-04 3.05E-06 2.01E-07 1.15E-06 8.77E-08 370831.00 3753680.00 9.30E-07 5.17E-07 3.19E-09 2.10E-10 1.20E-09 9.16E-11
370851.00 3753680.00 8.96E-04 4.98E-04 3.10E-06 2.04E-07 1.19E-06 9.10E-08 370851.00 3753680.00 9.36E-07 5.21E-07 3.24E-09 2.14E-10 1.25E-09 9.51E-11
370871.00 3753680.00 9.01E-04 5.01E-04 3.14E-06 2.07E-07 1.24E-06 9.45E-08 370871.00 3753680.00 9.42E-07 5.23E-07 3.29E-09 2.17E-10 1.29E-09 9.88E-11
370891.00 3753680.00 9.06E-04 5.03E-04 3.18E-06 2.09E-07 1.28E-06 9.80E-08 370891.00 3753680.00 9.47E-07 5.25E-07 3.32E-09 2.19E-10 1.34E-09 1.02E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370911.00 3753680.00 9.08E-04 5.02E-04 3.21E-06 2.12E-07 1.33E-06 1.01E-07 370911.00 3753680.00 9.50E-07 5.25E-07 3.35E-09 2.21E-10 1.39E-09 1.06E-10
370931.00 3753680.00 9.08E-04 5.00E-04 3.25E-06 2.14E-07 1.37E-06 1.05E-07 370931.00 3753680.00 9.49E-07 5.22E-07 3.39E-09 2.24E-10 1.44E-09 1.10E-10
370951.00 3753680.00 9.08E-04 4.96E-04 3.27E-06 2.16E-07 1.42E-06 1.08E-07 370951.00 3753680.00 9.49E-07 5.19E-07 3.42E-09 2.25E-10 1.48E-09 1.13E-10
370971.00 3753680.00 9.05E-04 4.92E-04 3.29E-06 2.17E-07 1.46E-06 1.12E-07 370971.00 3753680.00 9.46E-07 5.14E-07 3.44E-09 2.27E-10 1.53E-09 1.17E-10
370991.00 3753680.00 9.05E-04 4.88E-04 3.27E-06 2.16E-07 1.50E-06 1.14E-07 370991.00 3753680.00 9.46E-07 5.10E-07 3.42E-09 2.26E-10 1.57E-09 1.20E-10
371011.00 3753680.00 8.93E-04 4.77E-04 3.18E-06 2.09E-07 1.57E-06 1.20E-07 371011.00 3753680.00 9.34E-07 4.99E-07 3.32E-09 2.19E-10 1.64E-09 1.25E-10
371031.00 3753680.00 8.87E-04 4.68E-04 3.17E-06 2.09E-07 1.59E-06 1.22E-07 371031.00 3753680.00 9.27E-07 4.90E-07 3.31E-09 2.18E-10 1.66E-09 1.27E-10
371051.00 3753680.00 8.81E-04 4.59E-04 3.15E-06 2.07E-07 1.58E-06 1.21E-07 371051.00 3753680.00 9.20E-07 4.80E-07 3.29E-09 2.17E-10 1.65E-09 1.26E-10
371071.00 3753680.00 8.72E-04 4.48E-04 3.16E-06 2.08E-07 1.61E-06 1.23E-07 371071.00 3753680.00 9.11E-07 4.68E-07 3.30E-09 2.18E-10 1.69E-09 1.29E-10
371091.00 3753680.00 8.60E-04 4.35E-04 3.15E-06 2.07E-07 1.64E-06 1.26E-07 371091.00 3753680.00 8.99E-07 4.54E-07 3.29E-09 2.17E-10 1.72E-09 1.31E-10
371111.00 3753680.00 8.46E-04 4.20E-04 3.14E-06 2.07E-07 1.67E-06 1.28E-07 371111.00 3753680.00 8.84E-07 4.39E-07 3.28E-09 2.16E-10 1.75E-09 1.33E-10
371131.00 3753680.00 8.30E-04 4.05E-04 3.12E-06 2.06E-07 1.69E-06 1.29E-07 371131.00 3753680.00 8.68E-07 4.23E-07 3.27E-09 2.15E-10 1.77E-09 1.35E-10
371151.00 3753680.00 8.14E-04 3.89E-04 3.11E-06 2.05E-07 1.71E-06 1.31E-07 371151.00 3753680.00 8.50E-07 4.06E-07 3.25E-09 2.14E-10 1.79E-09 1.37E-10
371171.00 3753680.00 7.94E-04 3.72E-04 3.07E-06 2.03E-07 1.73E-06 1.32E-07 371171.00 3753680.00 8.30E-07 3.88E-07 3.21E-09 2.12E-10 1.81E-09 1.38E-10
371191.00 3753680.00 7.72E-04 3.54E-04 3.03E-06 2.00E-07 1.73E-06 1.32E-07 371191.00 3753680.00 8.07E-07 3.70E-07 3.17E-09 2.09E-10 1.81E-09 1.38E-10
371211.00 3753680.00 7.49E-04 3.36E-04 2.99E-06 1.97E-07 1.73E-06 1.32E-07 371211.00 3753680.00 7.83E-07 3.51E-07 3.12E-09 2.06E-10 1.81E-09 1.38E-10
371231.00 3753680.00 7.24E-04 3.19E-04 2.93E-06 1.93E-07 1.73E-06 1.32E-07 371231.00 3753680.00 7.57E-07 3.33E-07 3.06E-09 2.02E-10 1.81E-09 1.38E-10
371251.00 3753680.00 6.98E-04 3.02E-04 2.87E-06 1.89E-07 1.72E-06 1.31E-07 371251.00 3753680.00 7.30E-07 3.15E-07 3.00E-09 1.97E-10 1.80E-09 1.37E-10
371271.00 3753680.00 6.72E-04 2.85E-04 2.82E-06 1.86E-07 1.71E-06 1.31E-07 371271.00 3753680.00 7.03E-07 2.98E-07 2.95E-09 1.94E-10 1.79E-09 1.36E-10
371291.00 3753680.00 6.46E-04 2.70E-04 2.76E-06 1.82E-07 1.70E-06 1.30E-07 371291.00 3753680.00 6.75E-07 2.82E-07 2.89E-09 1.90E-10 1.77E-09 1.35E-10
371311.00 3753680.00 6.18E-04 2.55E-04 2.70E-06 1.78E-07 1.68E-06 1.28E-07 371311.00 3753680.00 6.46E-07 2.66E-07 2.82E-09 1.86E-10 1.75E-09 1.34E-10
371331.00 3753680.00 5.91E-04 2.41E-04 2.63E-06 1.73E-07 1.65E-06 1.26E-07 371331.00 3753680.00 6.17E-07 2.52E-07 2.75E-09 1.81E-10 1.73E-09 1.32E-10
371351.00 3753680.00 5.64E-04 2.29E-04 2.55E-06 1.68E-07 1.62E-06 1.23E-07 371351.00 3753680.00 5.89E-07 2.39E-07 2.67E-09 1.76E-10 1.69E-09 1.29E-10
371371.00 3753680.00 5.37E-04 2.17E-04 2.48E-06 1.63E-07 1.58E-06 1.21E-07 371371.00 3753680.00 5.62E-07 2.27E-07 2.59E-09 1.71E-10 1.65E-09 1.26E-10
371391.00 3753680.00 5.12E-04 2.07E-04 2.40E-06 1.58E-07 1.55E-06 1.18E-07 371391.00 3753680.00 5.35E-07 2.16E-07 2.51E-09 1.66E-10 1.62E-09 1.23E-10
371411.00 3753680.00 4.87E-04 1.98E-04 2.33E-06 1.54E-07 1.51E-06 1.15E-07 371411.00 3753680.00 5.09E-07 2.07E-07 2.44E-09 1.61E-10 1.58E-09 1.20E-10
371431.00 3753680.00 4.64E-04 1.89E-04 2.25E-06 1.49E-07 1.46E-06 1.12E-07 371431.00 3753680.00 4.85E-07 1.98E-07 2.36E-09 1.55E-10 1.53E-09 1.17E-10
371451.00 3753680.00 4.42E-04 1.81E-04 2.17E-06 1.43E-07 1.42E-06 1.08E-07 371451.00 3753680.00 4.62E-07 1.90E-07 2.27E-09 1.50E-10 1.48E-09 1.13E-10
371471.00 3753680.00 4.22E-04 1.74E-04 2.11E-06 1.39E-07 1.38E-06 1.05E-07 371471.00 3753680.00 4.41E-07 1.82E-07 2.20E-09 1.45E-10 1.44E-09 1.10E-10
371491.00 3753680.00 4.03E-04 1.67E-04 2.04E-06 1.34E-07 1.34E-06 1.02E-07 371491.00 3753680.00 4.21E-07 1.75E-07 2.13E-09 1.40E-10 1.40E-09 1.07E-10
371511.00 3753680.00 3.86E-04 1.61E-04 1.97E-06 1.30E-07 1.29E-06 9.85E-08 371511.00 3753680.00 4.03E-07 1.68E-07 2.05E-09 1.35E-10 1.35E-09 1.03E-10
371531.00 3753680.00 3.70E-04 1.55E-04 1.90E-06 1.25E-07 1.24E-06 9.49E-08 371531.00 3753680.00 3.86E-07 1.62E-07 1.98E-09 1.31E-10 1.30E-09 9.92E-11
371551.00 3753680.00 3.55E-04 1.49E-04 1.83E-06 1.20E-07 1.19E-06 9.12E-08 371551.00 3753680.00 3.71E-07 1.55E-07 1.91E-09 1.26E-10 1.25E-09 9.53E-11
371571.00 3753680.00 3.42E-04 1.43E-04 1.76E-06 1.16E-07 1.14E-06 8.74E-08 371571.00 3753680.00 3.57E-07 1.50E-07 1.84E-09 1.21E-10 1.20E-09 9.14E-11
371591.00 3753680.00 3.30E-04 1.38E-04 1.69E-06 1.11E-07 1.10E-06 8.36E-08 371591.00 3753680.00 3.45E-07 1.44E-07 1.77E-09 1.16E-10 1.14E-09 8.74E-11
371611.00 3753680.00 3.18E-04 1.32E-04 1.63E-06 1.07E-07 1.05E-06 7.99E-08 371611.00 3753680.00 3.33E-07 1.38E-07 1.70E-09 1.12E-10 1.09E-09 8.36E-11
371631.00 3753680.00 3.08E-04 1.28E-04 1.56E-06 1.03E-07 9.99E-07 7.63E-08 371631.00 3753680.00 3.22E-07 1.33E-07 1.63E-09 1.08E-10 1.04E-09 7.98E-11
371651.00 3753680.00 2.98E-04 1.23E-04 1.50E-06 9.90E-08 9.54E-07 7.28E-08 371651.00 3753680.00 3.12E-07 1.28E-07 1.57E-09 1.03E-10 9.97E-10 7.61E-11
371671.00 3753680.00 2.89E-04 1.18E-04 1.44E-06 9.52E-08 9.09E-07 6.94E-08 371671.00 3753680.00 3.02E-07 1.23E-07 1.51E-09 9.95E-11 9.50E-10 7.26E-11
371691.00 3753680.00 2.80E-04 1.14E-04 1.39E-06 9.16E-08 8.67E-07 6.62E-08 371691.00 3753680.00 2.92E-07 1.19E-07 1.45E-09 9.57E-11 9.06E-10 6.92E-11
371711.00 3753680.00 2.71E-04 1.09E-04 1.34E-06 8.81E-08 8.26E-07 6.31E-08 371711.00 3753680.00 2.83E-07 1.14E-07 1.40E-09 9.21E-11 8.63E-10 6.59E-11
371731.00 3753680.00 2.62E-04 1.05E-04 1.29E-06 8.48E-08 7.87E-07 6.01E-08 371731.00 3753680.00 2.74E-07 1.10E-07 1.35E-09 8.87E-11 8.22E-10 6.28E-11
371751.00 3753680.00 2.54E-04 1.01E-04 1.24E-06 8.17E-08 7.50E-07 5.73E-08 371751.00 3753680.00 2.66E-07 1.06E-07 1.30E-09 8.54E-11 7.84E-10 5.99E-11
371771.00 3753680.00 2.47E-04 9.79E-05 1.20E-06 7.88E-08 7.16E-07 5.47E-08 371771.00 3753680.00 2.58E-07 1.02E-07 1.25E-09 8.23E-11 7.48E-10 5.71E-11
371791.00 3753680.00 2.39E-04 9.42E-05 1.15E-06 7.60E-08 6.83E-07 5.21E-08 371791.00 3753680.00 2.49E-07 9.84E-08 1.20E-09 7.94E-11 7.14E-10 5.45E-11
371811.00 3753680.00 2.31E-04 9.09E-05 1.11E-06 7.33E-08 6.52E-07 4.98E-08 371811.00 3753680.00 2.41E-07 9.50E-08 1.16E-09 7.66E-11 6.81E-10 5.20E-11
371831.00 3753680.00 2.24E-04 8.78E-05 1.07E-06 7.08E-08 6.23E-07 4.76E-08 371831.00 3753680.00 2.34E-07 9.17E-08 1.12E-09 7.40E-11 6.51E-10 4.97E-11
370571.00 3753700.00 7.79E-04 4.23E-04 2.37E-06 1.56E-07 7.10E-07 5.42E-08 370571.00 3753700.00 8.14E-07 4.42E-07 2.47E-09 1.63E-10 7.42E-10 5.67E-11
370591.00 3753700.00 7.94E-04 4.33E-04 2.44E-06 1.61E-07 7.39E-07 5.65E-08 370591.00 3753700.00 8.30E-07 4.52E-07 2.55E-09 1.68E-10 7.73E-10 5.90E-11
370611.00 3753700.00 8.09E-04 4.42E-04 2.51E-06 1.65E-07 7.70E-07 5.88E-08 370611.00 3753700.00 8.45E-07 4.62E-07 2.62E-09 1.73E-10 8.05E-10 6.14E-11
370631.00 3753700.00 8.17E-04 4.48E-04 2.58E-06 1.70E-07 7.99E-07 6.11E-08 370631.00 3753700.00 8.54E-07 4.68E-07 2.69E-09 1.78E-10 8.36E-10 6.38E-11
370651.00 3753700.00 8.32E-04 4.58E-04 2.65E-06 1.75E-07 8.33E-07 6.36E-08 370651.00 3753700.00 8.69E-07 4.78E-07 2.77E-09 1.83E-10 8.70E-10 6.65E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370671.00 3753700.00 8.46E-04 4.67E-04 2.72E-06 1.79E-07 8.67E-07 6.62E-08 370671.00 3753700.00 8.84E-07 4.88E-07 2.85E-09 1.88E-10 9.07E-10 6.92E-11
370691.00 3753700.00 8.58E-04 4.76E-04 2.79E-06 1.84E-07 9.04E-07 6.90E-08 370691.00 3753700.00 8.97E-07 4.97E-07 2.92E-09 1.93E-10 9.45E-10 7.21E-11
370711.00 3753700.00 8.72E-04 4.84E-04 2.87E-06 1.89E-07 9.42E-07 7.20E-08 370711.00 3753700.00 9.11E-07 5.06E-07 3.00E-09 1.98E-10 9.85E-10 7.52E-11
370731.00 3753700.00 8.85E-04 4.93E-04 2.94E-06 1.94E-07 9.83E-07 7.50E-08 370731.00 3753700.00 9.25E-07 5.16E-07 3.07E-09 2.03E-10 1.03E-09 7.84E-11
370751.00 3753700.00 8.97E-04 5.02E-04 3.01E-06 1.98E-07 1.02E-06 7.83E-08 370751.00 3753700.00 9.37E-07 5.24E-07 3.15E-09 2.07E-10 1.07E-09 8.18E-11
370771.00 3753700.00 9.09E-04 5.09E-04 3.08E-06 2.03E-07 1.07E-06 8.16E-08 370771.00 3753700.00 9.50E-07 5.32E-07 3.22E-09 2.12E-10 1.12E-09 8.53E-11
370791.00 3753700.00 9.20E-04 5.17E-04 3.15E-06 2.08E-07 1.11E-06 8.51E-08 370791.00 3753700.00 9.61E-07 5.40E-07 3.29E-09 2.17E-10 1.16E-09 8.90E-11
370811.00 3753700.00 9.30E-04 5.24E-04 3.21E-06 2.12E-07 1.16E-06 8.87E-08 370811.00 3753700.00 9.72E-07 5.47E-07 3.36E-09 2.21E-10 1.21E-09 9.27E-11
370831.00 3753700.00 9.39E-04 5.29E-04 3.27E-06 2.16E-07 1.21E-06 9.24E-08 370831.00 3753700.00 9.81E-07 5.53E-07 3.42E-09 2.26E-10 1.27E-09 9.66E-11
370851.00 3753700.00 9.46E-04 5.33E-04 3.33E-06 2.19E-07 1.26E-06 9.62E-08 370851.00 3753700.00 9.88E-07 5.57E-07 3.48E-09 2.29E-10 1.32E-09 1.01E-10
370871.00 3753700.00 9.54E-04 5.38E-04 3.38E-06 2.23E-07 1.31E-06 1.00E-07 370871.00 3753700.00 9.97E-07 5.62E-07 3.53E-09 2.33E-10 1.37E-09 1.05E-10
370891.00 3753700.00 9.61E-04 5.41E-04 3.41E-06 2.25E-07 1.36E-06 1.04E-07 370891.00 3753700.00 1.00E-06 5.66E-07 3.57E-09 2.35E-10 1.42E-09 1.09E-10
370911.00 3753700.00 9.65E-04 5.42E-04 3.45E-06 2.28E-07 1.42E-06 1.08E-07 370911.00 3753700.00 1.01E-06 5.66E-07 3.61E-09 2.38E-10 1.48E-09 1.13E-10
370931.00 3753700.00 9.65E-04 5.39E-04 3.50E-06 2.31E-07 1.47E-06 1.12E-07 370931.00 3753700.00 1.01E-06 5.64E-07 3.66E-09 2.41E-10 1.54E-09 1.17E-10
370951.00 3753700.00 9.65E-04 5.37E-04 3.53E-06 2.33E-07 1.52E-06 1.16E-07 370951.00 3753700.00 1.01E-06 5.61E-07 3.69E-09 2.43E-10 1.59E-09 1.22E-10
370971.00 3753700.00 9.64E-04 5.33E-04 3.56E-06 2.34E-07 1.58E-06 1.20E-07 370971.00 3753700.00 1.01E-06 5.57E-07 3.72E-09 2.45E-10 1.65E-09 1.26E-10
370991.00 3753700.00 9.61E-04 5.28E-04 3.43E-06 2.26E-07 1.58E-06 1.21E-07 370991.00 3753700.00 1.00E-06 5.52E-07 3.59E-09 2.37E-10 1.65E-09 1.26E-10
371011.00 3753700.00 9.53E-04 5.17E-04 3.44E-06 2.27E-07 1.70E-06 1.30E-07 371011.00 3753700.00 9.96E-07 5.41E-07 3.60E-09 2.37E-10 1.78E-09 1.36E-10
371031.00 3753700.00 9.47E-04 5.08E-04 3.43E-06 2.26E-07 1.72E-06 1.32E-07 371031.00 3753700.00 9.89E-07 5.31E-07 3.59E-09 2.36E-10 1.80E-09 1.38E-10
371051.00 3753700.00 9.41E-04 4.99E-04 3.42E-06 2.25E-07 1.72E-06 1.31E-07 371051.00 3753700.00 9.84E-07 5.21E-07 3.57E-09 2.35E-10 1.79E-09 1.37E-10
371071.00 3753700.00 9.32E-04 4.87E-04 3.42E-06 2.26E-07 1.76E-06 1.34E-07 371071.00 3753700.00 9.74E-07 5.09E-07 3.58E-09 2.36E-10 1.84E-09 1.40E-10
371091.00 3753700.00 9.19E-04 4.72E-04 3.41E-06 2.24E-07 1.79E-06 1.37E-07 371091.00 3753700.00 9.60E-07 4.93E-07 3.56E-09 2.35E-10 1.87E-09 1.43E-10
371111.00 3753700.00 9.04E-04 4.56E-04 3.39E-06 2.23E-07 1.82E-06 1.39E-07 371111.00 3753700.00 9.45E-07 4.76E-07 3.54E-09 2.33E-10 1.91E-09 1.46E-10
371131.00 3753700.00 8.88E-04 4.39E-04 3.39E-06 2.23E-07 1.86E-06 1.42E-07 371131.00 3753700.00 9.29E-07 4.59E-07 3.54E-09 2.33E-10 1.94E-09 1.48E-10
371151.00 3753700.00 8.71E-04 4.22E-04 3.38E-06 2.23E-07 1.88E-06 1.44E-07 371151.00 3753700.00 9.10E-07 4.41E-07 3.53E-09 2.33E-10 1.97E-09 1.50E-10
371171.00 3753700.00 8.50E-04 4.03E-04 3.34E-06 2.20E-07 1.90E-06 1.45E-07 371171.00 3753700.00 8.88E-07 4.21E-07 3.49E-09 2.30E-10 1.99E-09 1.52E-10
371191.00 3753700.00 8.27E-04 3.83E-04 3.29E-06 2.17E-07 1.91E-06 1.46E-07 371191.00 3753700.00 8.64E-07 4.00E-07 3.44E-09 2.27E-10 2.00E-09 1.52E-10
371211.00 3753700.00 8.02E-04 3.63E-04 3.24E-06 2.13E-07 1.91E-06 1.46E-07 371211.00 3753700.00 8.38E-07 3.80E-07 3.38E-09 2.23E-10 2.00E-09 1.53E-10
371231.00 3753700.00 7.75E-04 3.44E-04 3.17E-06 2.09E-07 1.91E-06 1.46E-07 371231.00 3753700.00 8.10E-07 3.59E-07 3.32E-09 2.19E-10 1.99E-09 1.52E-10
371251.00 3753700.00 7.47E-04 3.25E-04 3.11E-06 2.05E-07 1.90E-06 1.45E-07 371251.00 3753700.00 7.81E-07 3.40E-07 3.25E-09 2.14E-10 1.98E-09 1.51E-10
371271.00 3753700.00 7.19E-04 3.07E-04 3.05E-06 2.01E-07 1.89E-06 1.44E-07 371271.00 3753700.00 7.51E-07 3.21E-07 3.18E-09 2.10E-10 1.97E-09 1.51E-10
371291.00 3753700.00 6.89E-04 2.89E-04 2.98E-06 1.96E-07 1.87E-06 1.43E-07 371291.00 3753700.00 7.21E-07 3.03E-07 3.11E-09 2.05E-10 1.95E-09 1.49E-10
371311.00 3753700.00 6.60E-04 2.73E-04 2.91E-06 1.92E-07 1.85E-06 1.41E-07 371311.00 3753700.00 6.89E-07 2.86E-07 3.04E-09 2.00E-10 1.93E-09 1.47E-10
371331.00 3753700.00 6.30E-04 2.58E-04 2.83E-06 1.86E-07 1.82E-06 1.39E-07 371331.00 3753700.00 6.58E-07 2.70E-07 2.95E-09 1.95E-10 1.90E-09 1.45E-10
371351.00 3753700.00 6.00E-04 2.44E-04 2.74E-06 1.81E-07 1.78E-06 1.36E-07 371351.00 3753700.00 6.27E-07 2.56E-07 2.87E-09 1.89E-10 1.86E-09 1.42E-10
371371.00 3753700.00 5.72E-04 2.32E-04 2.66E-06 1.75E-07 1.74E-06 1.33E-07 371371.00 3753700.00 5.97E-07 2.43E-07 2.78E-09 1.83E-10 1.82E-09 1.39E-10
371391.00 3753700.00 5.44E-04 2.21E-04 2.57E-06 1.70E-07 1.70E-06 1.30E-07 371391.00 3753700.00 5.68E-07 2.31E-07 2.69E-09 1.77E-10 1.77E-09 1.35E-10
371411.00 3753700.00 5.17E-04 2.11E-04 2.47E-06 1.63E-07 1.64E-06 1.25E-07 371411.00 3753700.00 5.41E-07 2.20E-07 2.59E-09 1.70E-10 1.71E-09 1.31E-10
371431.00 3753700.00 4.92E-04 2.01E-04 2.39E-06 1.58E-07 1.59E-06 1.22E-07 371431.00 3753700.00 5.14E-07 2.10E-07 2.50E-09 1.65E-10 1.66E-09 1.27E-10
371451.00 3753700.00 4.69E-04 1.93E-04 2.31E-06 1.52E-07 1.54E-06 1.18E-07 371451.00 3753700.00 4.90E-07 2.01E-07 2.41E-09 1.59E-10 1.61E-09 1.23E-10
371471.00 3753700.00 4.46E-04 1.85E-04 2.23E-06 1.47E-07 1.50E-06 1.14E-07 371471.00 3753700.00 4.67E-07 1.93E-07 2.34E-09 1.54E-10 1.56E-09 1.19E-10
371491.00 3753700.00 4.26E-04 1.77E-04 2.15E-06 1.42E-07 1.44E-06 1.10E-07 371491.00 3753700.00 4.45E-07 1.85E-07 2.25E-09 1.48E-10 1.51E-09 1.15E-10
371511.00 3753700.00 4.08E-04 1.70E-04 2.07E-06 1.37E-07 1.39E-06 1.06E-07 371511.00 3753700.00 4.26E-07 1.78E-07 2.17E-09 1.43E-10 1.45E-09 1.11E-10
371531.00 3753700.00 3.91E-04 1.63E-04 1.99E-06 1.31E-07 1.33E-06 1.01E-07 371531.00 3753700.00 4.08E-07 1.71E-07 2.08E-09 1.37E-10 1.39E-09 1.06E-10
371551.00 3753700.00 3.75E-04 1.57E-04 1.92E-06 1.26E-07 1.28E-06 9.78E-08 371551.00 3753700.00 3.92E-07 1.64E-07 2.01E-09 1.32E-10 1.34E-09 1.02E-10
371571.00 3753700.00 3.60E-04 1.51E-04 1.84E-06 1.22E-07 1.23E-06 9.36E-08 371571.00 3753700.00 3.77E-07 1.57E-07 1.93E-09 1.27E-10 1.28E-09 9.78E-11
371591.00 3753700.00 3.47E-04 1.45E-04 1.77E-06 1.17E-07 1.17E-06 8.94E-08 371591.00 3753700.00 3.63E-07 1.51E-07 1.85E-09 1.22E-10 1.22E-09 9.34E-11
371611.00 3753700.00 3.35E-04 1.39E-04 1.70E-06 1.12E-07 1.12E-06 8.52E-08 371611.00 3753700.00 3.50E-07 1.45E-07 1.78E-09 1.17E-10 1.17E-09 8.91E-11
371631.00 3753700.00 3.24E-04 1.34E-04 1.63E-06 1.08E-07 1.06E-06 8.11E-08 371631.00 3753700.00 3.38E-07 1.40E-07 1.71E-09 1.12E-10 1.11E-09 8.48E-11
371651.00 3753700.00 3.13E-04 1.28E-04 1.57E-06 1.03E-07 1.01E-06 7.72E-08 371651.00 3753700.00 3.27E-07 1.34E-07 1.64E-09 1.08E-10 1.06E-09 8.07E-11
371671.00 3753700.00 3.03E-04 1.23E-04 1.51E-06 9.92E-08 9.61E-07 7.34E-08 371671.00 3753700.00 3.17E-07 1.29E-07 1.57E-09 1.04E-10 1.00E-09 7.67E-11
371691.00 3753700.00 2.93E-04 1.18E-04 1.45E-06 9.53E-08 9.14E-07 6.98E-08 371691.00 3753700.00 3.06E-07 1.24E-07 1.51E-09 9.96E-11 9.55E-10 7.30E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371711.00 3753700.00 2.84E-04 1.14E-04 1.39E-06 9.16E-08 8.69E-07 6.64E-08 371711.00 3753700.00 2.97E-07 1.19E-07 1.45E-09 9.58E-11 9.08E-10 6.94E-11
371731.00 3753700.00 2.74E-04 1.09E-04 1.34E-06 8.81E-08 8.26E-07 6.31E-08 371731.00 3753700.00 2.86E-07 1.14E-07 1.40E-09 9.21E-11 8.63E-10 6.59E-11
371751.00 3753700.00 2.65E-04 1.05E-04 1.29E-06 8.47E-08 7.86E-07 6.00E-08 371751.00 3753700.00 2.77E-07 1.10E-07 1.34E-09 8.86E-11 8.21E-10 6.27E-11
371771.00 3753700.00 2.57E-04 1.02E-04 1.24E-06 8.17E-08 7.49E-07 5.72E-08 371771.00 3753700.00 2.69E-07 1.06E-07 1.29E-09 8.53E-11 7.83E-10 5.98E-11
371791.00 3753700.00 2.48E-04 9.79E-05 1.19E-06 7.87E-08 7.14E-07 5.45E-08 371791.00 3753700.00 2.60E-07 1.02E-07 1.25E-09 8.23E-11 7.46E-10 5.70E-11
371811.00 3753700.00 2.40E-04 9.45E-05 1.15E-06 7.59E-08 6.81E-07 5.20E-08 371811.00 3753700.00 2.51E-07 9.87E-08 1.20E-09 7.94E-11 7.11E-10 5.43E-11
371831.00 3753700.00 2.32E-04 9.12E-05 1.11E-06 7.33E-08 6.50E-07 4.96E-08 371831.00 3753700.00 2.43E-07 9.53E-08 1.16E-09 7.66E-11 6.79E-10 5.19E-11
370571.00 3753720.00 8.05E-04 4.39E-04 2.48E-06 1.63E-07 7.29E-07 5.57E-08 370571.00 3753720.00 8.42E-07 4.59E-07 2.59E-09 1.71E-10 7.62E-10 5.82E-11
370591.00 3753720.00 8.22E-04 4.51E-04 2.55E-06 1.68E-07 7.60E-07 5.80E-08 370591.00 3753720.00 8.59E-07 4.71E-07 2.67E-09 1.76E-10 7.94E-10 6.06E-11
370611.00 3753720.00 8.39E-04 4.62E-04 2.63E-06 1.74E-07 7.92E-07 6.05E-08 370611.00 3753720.00 8.77E-07 4.83E-07 2.75E-09 1.81E-10 8.28E-10 6.32E-11
370631.00 3753720.00 8.47E-04 4.67E-04 2.71E-06 1.79E-07 8.23E-07 6.29E-08 370631.00 3753720.00 8.85E-07 4.88E-07 2.83E-09 1.87E-10 8.60E-10 6.57E-11
370651.00 3753720.00 8.64E-04 4.79E-04 2.79E-06 1.84E-07 8.59E-07 6.56E-08 370651.00 3753720.00 9.03E-07 5.00E-07 2.92E-09 1.92E-10 8.98E-10 6.86E-11
370671.00 3753720.00 8.80E-04 4.90E-04 2.88E-06 1.90E-07 8.97E-07 6.85E-08 370671.00 3753720.00 9.20E-07 5.12E-07 3.01E-09 1.98E-10 9.37E-10 7.16E-11
370691.00 3753720.00 8.95E-04 5.00E-04 2.96E-06 1.95E-07 9.36E-07 7.15E-08 370691.00 3753720.00 9.35E-07 5.22E-07 3.09E-09 2.04E-10 9.78E-10 7.47E-11
370711.00 3753720.00 9.09E-04 5.10E-04 3.04E-06 2.00E-07 9.78E-07 7.47E-08 370711.00 3753720.00 9.51E-07 5.33E-07 3.18E-09 2.09E-10 1.02E-09 7.80E-11
370731.00 3753720.00 9.25E-04 5.21E-04 3.12E-06 2.06E-07 1.02E-06 7.81E-08 370731.00 3753720.00 9.67E-07 5.44E-07 3.27E-09 2.15E-10 1.07E-09 8.16E-11
370751.00 3753720.00 9.40E-04 5.31E-04 3.21E-06 2.11E-07 1.07E-06 8.16E-08 370751.00 3753720.00 9.82E-07 5.55E-07 3.35E-09 2.21E-10 1.12E-09 8.53E-11
370771.00 3753720.00 9.54E-04 5.41E-04 3.29E-06 2.17E-07 1.12E-06 8.53E-08 370771.00 3753720.00 9.97E-07 5.65E-07 3.44E-09 2.27E-10 1.17E-09 8.92E-11
370791.00 3753720.00 9.67E-04 5.50E-04 3.37E-06 2.22E-07 1.17E-06 8.92E-08 370791.00 3753720.00 1.01E-06 5.75E-07 3.52E-09 2.32E-10 1.22E-09 9.33E-11
370811.00 3753720.00 9.79E-04 5.58E-04 3.44E-06 2.27E-07 1.22E-06 9.33E-08 370811.00 3753720.00 1.02E-06 5.83E-07 3.60E-09 2.37E-10 1.28E-09 9.75E-11
370831.00 3753720.00 9.90E-04 5.65E-04 3.52E-06 2.32E-07 1.28E-06 9.74E-08 370831.00 3753720.00 1.04E-06 5.91E-07 3.67E-09 2.42E-10 1.33E-09 1.02E-10
370851.00 3753720.00 1.00E-03 5.71E-04 3.58E-06 2.36E-07 1.33E-06 1.02E-07 370851.00 3753720.00 1.04E-06 5.97E-07 3.75E-09 2.47E-10 1.39E-09 1.06E-10
370871.00 3753720.00 1.01E-03 5.77E-04 3.64E-06 2.40E-07 1.39E-06 1.06E-07 370871.00 3753720.00 1.05E-06 6.03E-07 3.81E-09 2.51E-10 1.45E-09 1.11E-10
370891.00 3753720.00 1.02E-03 5.82E-04 3.69E-06 2.43E-07 1.45E-06 1.11E-07 370891.00 3753720.00 1.06E-06 6.08E-07 3.86E-09 2.54E-10 1.52E-09 1.16E-10
370911.00 3753720.00 1.02E-03 5.84E-04 3.74E-06 2.47E-07 1.51E-06 1.15E-07 370911.00 3753720.00 1.07E-06 6.10E-07 3.91E-09 2.58E-10 1.58E-09 1.21E-10
370931.00 3753720.00 1.03E-03 5.83E-04 3.79E-06 2.50E-07 1.57E-06 1.20E-07 370931.00 3753720.00 1.07E-06 6.10E-07 3.96E-09 2.61E-10 1.64E-09 1.26E-10
370951.00 3753720.00 1.03E-03 5.82E-04 3.83E-06 2.52E-07 1.64E-06 1.25E-07 370951.00 3753720.00 1.07E-06 6.08E-07 4.00E-09 2.64E-10 1.71E-09 1.31E-10
370971.00 3753720.00 1.03E-03 5.78E-04 3.86E-06 2.54E-07 1.70E-06 1.30E-07 370971.00 3753720.00 1.07E-06 6.04E-07 4.04E-09 2.66E-10 1.77E-09 1.35E-10
370991.00 3753720.00 1.02E-03 5.72E-04 3.73E-06 2.46E-07 1.75E-06 1.34E-07 370991.00 3753720.00 1.07E-06 5.98E-07 3.90E-09 2.57E-10 1.83E-09 1.40E-10
371011.00 3753720.00 1.02E-03 5.62E-04 3.73E-06 2.46E-07 1.85E-06 1.41E-07 371011.00 3753720.00 1.06E-06 5.87E-07 3.90E-09 2.57E-10 1.93E-09 1.48E-10
371031.00 3753720.00 1.01E-03 5.54E-04 3.73E-06 2.46E-07 1.86E-06 1.42E-07 371031.00 3753720.00 1.06E-06 5.79E-07 3.90E-09 2.57E-10 1.94E-09 1.48E-10
371051.00 3753720.00 1.01E-03 5.43E-04 3.71E-06 2.45E-07 1.87E-06 1.43E-07 371051.00 3753720.00 1.05E-06 5.67E-07 3.88E-09 2.56E-10 1.96E-09 1.49E-10
371071.00 3753720.00 9.97E-04 5.30E-04 3.71E-06 2.45E-07 1.92E-06 1.47E-07 371071.00 3753720.00 1.04E-06 5.54E-07 3.88E-09 2.56E-10 2.00E-09 1.53E-10
371091.00 3753720.00 9.85E-04 5.14E-04 3.70E-06 2.44E-07 1.96E-06 1.50E-07 371091.00 3753720.00 1.03E-06 5.38E-07 3.87E-09 2.55E-10 2.05E-09 1.57E-10
371111.00 3753720.00 9.70E-04 4.97E-04 3.70E-06 2.44E-07 2.00E-06 1.53E-07 371111.00 3753720.00 1.01E-06 5.19E-07 3.87E-09 2.55E-10 2.10E-09 1.60E-10
371131.00 3753720.00 9.53E-04 4.78E-04 3.69E-06 2.43E-07 2.04E-06 1.56E-07 371131.00 3753720.00 9.96E-07 5.00E-07 3.86E-09 2.54E-10 2.13E-09 1.63E-10
371151.00 3753720.00 9.33E-04 4.59E-04 3.66E-06 2.41E-07 2.07E-06 1.58E-07 371151.00 3753720.00 9.76E-07 4.79E-07 3.83E-09 2.52E-10 2.17E-09 1.65E-10
371171.00 3753720.00 9.11E-04 4.38E-04 3.63E-06 2.39E-07 2.09E-06 1.60E-07 371171.00 3753720.00 9.52E-07 4.57E-07 3.79E-09 2.50E-10 2.19E-09 1.67E-10
371191.00 3753720.00 8.86E-04 4.16E-04 3.57E-06 2.35E-07 2.11E-06 1.61E-07 371191.00 3753720.00 9.26E-07 4.35E-07 3.73E-09 2.46E-10 2.20E-09 1.68E-10
371211.00 3753720.00 8.60E-04 3.94E-04 3.52E-06 2.32E-07 2.12E-06 1.62E-07 371211.00 3753720.00 8.99E-07 4.12E-07 3.68E-09 2.43E-10 2.21E-09 1.69E-10
371231.00 3753720.00 8.31E-04 3.72E-04 3.45E-06 2.28E-07 2.11E-06 1.61E-07 371231.00 3753720.00 8.69E-07 3.89E-07 3.61E-09 2.38E-10 2.21E-09 1.69E-10
371251.00 3753720.00 8.01E-04 3.51E-04 3.38E-06 2.23E-07 2.11E-06 1.61E-07 371251.00 3753720.00 8.37E-07 3.67E-07 3.53E-09 2.33E-10 2.20E-09 1.68E-10
371271.00 3753720.00 7.70E-04 3.31E-04 3.30E-06 2.18E-07 2.09E-06 1.60E-07 371271.00 3753720.00 8.05E-07 3.46E-07 3.45E-09 2.27E-10 2.18E-09 1.67E-10
371291.00 3753720.00 7.38E-04 3.12E-04 3.22E-06 2.12E-07 2.07E-06 1.58E-07 371291.00 3753720.00 7.71E-07 3.26E-07 3.36E-09 2.22E-10 2.16E-09 1.65E-10
371311.00 3753720.00 7.05E-04 2.94E-04 3.12E-06 2.06E-07 2.03E-06 1.55E-07 371311.00 3753720.00 7.37E-07 3.07E-07 3.26E-09 2.15E-10 2.12E-09 1.62E-10
371331.00 3753720.00 6.72E-04 2.77E-04 3.03E-06 2.00E-07 1.99E-06 1.52E-07 371331.00 3753720.00 7.03E-07 2.90E-07 3.17E-09 2.09E-10 2.08E-09 1.59E-10
371351.00 3753720.00 6.41E-04 2.62E-04 2.94E-06 1.94E-07 1.95E-06 1.49E-07 371351.00 3753720.00 6.70E-07 2.74E-07 3.07E-09 2.03E-10 2.04E-09 1.56E-10
371371.00 3753720.00 6.09E-04 2.48E-04 2.84E-06 1.87E-07 1.91E-06 1.46E-07 371371.00 3753720.00 6.37E-07 2.60E-07 2.97E-09 1.96E-10 1.99E-09 1.52E-10
371391.00 3753720.00 5.78E-04 2.36E-04 2.73E-06 1.80E-07 1.84E-06 1.41E-07 371391.00 3753720.00 6.04E-07 2.47E-07 2.85E-09 1.88E-10 1.93E-09 1.47E-10
371411.00 3753720.00 5.50E-04 2.25E-04 2.65E-06 1.75E-07 1.80E-06 1.38E-07 371411.00 3753720.00 5.75E-07 2.35E-07 2.77E-09 1.83E-10 1.88E-09 1.44E-10
371431.00 3753720.00 5.23E-04 2.14E-04 2.56E-06 1.69E-07 1.75E-06 1.34E-07 371431.00 3753720.00 5.47E-07 2.24E-07 2.68E-09 1.77E-10 1.83E-09 1.40E-10
371451.00 3753720.00 4.97E-04 2.05E-04 2.46E-06 1.62E-07 1.69E-06 1.29E-07 371451.00 3753720.00 5.20E-07 2.14E-07 2.58E-09 1.70E-10 1.76E-09 1.35E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371471.00 3753720.00 4.73E-04 1.96E-04 2.37E-06 1.56E-07 1.63E-06 1.24E-07 371471.00 3753720.00 4.95E-07 2.05E-07 2.48E-09 1.63E-10 1.70E-09 1.30E-10
371491.00 3753720.00 4.52E-04 1.88E-04 2.28E-06 1.50E-07 1.56E-06 1.19E-07 371491.00 3753720.00 4.72E-07 1.96E-07 2.38E-09 1.57E-10 1.63E-09 1.25E-10
371511.00 3753720.00 4.31E-04 1.80E-04 2.19E-06 1.44E-07 1.50E-06 1.15E-07 371511.00 3753720.00 4.51E-07 1.88E-07 2.29E-09 1.51E-10 1.57E-09 1.20E-10
371531.00 3753720.00 4.13E-04 1.73E-04 2.10E-06 1.39E-07 1.44E-06 1.10E-07 371531.00 3753720.00 4.32E-07 1.80E-07 2.20E-09 1.45E-10 1.50E-09 1.15E-10
371551.00 3753720.00 3.96E-04 1.66E-04 2.02E-06 1.33E-07 1.37E-06 1.05E-07 371551.00 3753720.00 4.14E-07 1.73E-07 2.11E-09 1.39E-10 1.44E-09 1.10E-10
371571.00 3753720.00 3.80E-04 1.59E-04 1.94E-06 1.28E-07 1.31E-06 1.00E-07 371571.00 3753720.00 3.98E-07 1.66E-07 2.03E-09 1.34E-10 1.37E-09 1.05E-10
371591.00 3753720.00 3.66E-04 1.52E-04 1.86E-06 1.23E-07 1.25E-06 9.56E-08 371591.00 3753720.00 3.83E-07 1.59E-07 1.94E-09 1.28E-10 1.31E-09 1.00E-10
371611.00 3753720.00 3.53E-04 1.46E-04 1.78E-06 1.18E-07 1.19E-06 9.09E-08 371611.00 3753720.00 3.69E-07 1.52E-07 1.86E-09 1.23E-10 1.24E-09 9.51E-11
371631.00 3753720.00 3.41E-04 1.40E-04 1.71E-06 1.13E-07 1.13E-06 8.64E-08 371631.00 3753720.00 3.56E-07 1.46E-07 1.79E-09 1.18E-10 1.18E-09 9.03E-11
371651.00 3753720.00 3.29E-04 1.34E-04 1.64E-06 1.08E-07 1.07E-06 8.19E-08 371651.00 3753720.00 3.44E-07 1.40E-07 1.71E-09 1.13E-10 1.12E-09 8.56E-11
371671.00 3753720.00 3.18E-04 1.29E-04 1.57E-06 1.04E-07 1.02E-06 7.77E-08 371671.00 3753720.00 3.32E-07 1.35E-07 1.64E-09 1.08E-10 1.06E-09 8.12E-11
371691.00 3753720.00 3.07E-04 1.24E-04 1.51E-06 9.94E-08 9.65E-07 7.37E-08 371691.00 3753720.00 3.21E-07 1.29E-07 1.58E-09 1.04E-10 1.01E-09 7.70E-11
371711.00 3753720.00 2.97E-04 1.19E-04 1.45E-06 9.54E-08 9.15E-07 6.99E-08 371711.00 3753720.00 3.10E-07 1.24E-07 1.51E-09 9.97E-11 9.57E-10 7.31E-11
371731.00 3753720.00 2.86E-04 1.14E-04 1.39E-06 9.16E-08 8.68E-07 6.63E-08 371731.00 3753720.00 2.99E-07 1.19E-07 1.45E-09 9.57E-11 9.07E-10 6.93E-11
371751.00 3753720.00 2.76E-04 1.09E-04 1.33E-06 8.80E-08 8.24E-07 6.29E-08 371751.00 3753720.00 2.88E-07 1.14E-07 1.40E-09 9.20E-11 8.61E-10 6.58E-11
371771.00 3753720.00 2.68E-04 1.06E-04 1.29E-06 8.48E-08 7.84E-07 5.99E-08 371771.00 3753720.00 2.80E-07 1.10E-07 1.34E-09 8.86E-11 8.20E-10 6.26E-11
371791.00 3753720.00 2.58E-04 1.02E-04 1.24E-06 8.16E-08 7.46E-07 5.70E-08 371791.00 3753720.00 2.70E-07 1.06E-07 1.29E-09 8.53E-11 7.80E-10 5.96E-11
371811.00 3753720.00 2.49E-04 9.83E-05 1.19E-06 7.87E-08 7.11E-07 5.43E-08 371811.00 3753720.00 2.61E-07 1.03E-07 1.25E-09 8.23E-11 7.43E-10 5.68E-11
371831.00 3753720.00 2.40E-04 9.49E-05 1.15E-06 7.59E-08 6.78E-07 5.18E-08 371831.00 3753720.00 2.51E-07 9.92E-08 1.20E-09 7.94E-11 7.09E-10 5.41E-11
370571.00 3753740.00 8.24E-04 4.51E-04 2.59E-06 1.71E-07 7.46E-07 5.70E-08 370571.00 3753740.00 8.62E-07 4.72E-07 2.71E-09 1.78E-10 7.80E-10 5.96E-11
370591.00 3753740.00 8.44E-04 4.64E-04 2.68E-06 1.77E-07 7.79E-07 5.95E-08 370591.00 3753740.00 8.82E-07 4.85E-07 2.80E-09 1.85E-10 8.14E-10 6.22E-11
370611.00 3753740.00 8.69E-04 4.82E-04 2.77E-06 1.82E-07 8.14E-07 6.22E-08 370611.00 3753740.00 9.09E-07 5.04E-07 2.89E-09 1.91E-10 8.51E-10 6.50E-11
370631.00 3753740.00 8.78E-04 4.87E-04 2.85E-06 1.88E-07 8.47E-07 6.47E-08 370631.00 3753740.00 9.17E-07 5.09E-07 2.98E-09 1.96E-10 8.86E-10 6.76E-11
370651.00 3753740.00 8.93E-04 4.98E-04 2.94E-06 1.94E-07 8.84E-07 6.75E-08 370651.00 3753740.00 9.34E-07 5.21E-07 3.07E-09 2.02E-10 9.24E-10 7.06E-11
370671.00 3753740.00 9.12E-04 5.11E-04 3.03E-06 2.00E-07 9.25E-07 7.07E-08 370671.00 3753740.00 9.54E-07 5.34E-07 3.17E-09 2.09E-10 9.67E-10 7.38E-11
370691.00 3753740.00 9.31E-04 5.24E-04 3.13E-06 2.06E-07 9.68E-07 7.39E-08 370691.00 3753740.00 9.73E-07 5.48E-07 3.27E-09 2.16E-10 1.01E-09 7.73E-11
370711.00 3753740.00 9.49E-04 5.37E-04 3.23E-06 2.13E-07 1.01E-06 7.74E-08 370711.00 3753740.00 9.92E-07 5.61E-07 3.37E-09 2.22E-10 1.06E-09 8.09E-11
370731.00 3753740.00 9.67E-04 5.50E-04 3.33E-06 2.19E-07 1.06E-06 8.12E-08 370731.00 3753740.00 1.01E-06 5.75E-07 3.48E-09 2.29E-10 1.11E-09 8.48E-11
370751.00 3753740.00 9.85E-04 5.62E-04 3.42E-06 2.26E-07 1.11E-06 8.51E-08 370751.00 3753740.00 1.03E-06 5.88E-07 3.58E-09 2.36E-10 1.16E-09 8.89E-11
370771.00 3753740.00 1.00E-03 5.74E-04 3.52E-06 2.32E-07 1.17E-06 8.92E-08 370771.00 3753740.00 1.05E-06 6.00E-07 3.68E-09 2.42E-10 1.22E-09 9.32E-11
370791.00 3753740.00 1.02E-03 5.85E-04 3.61E-06 2.38E-07 1.22E-06 9.34E-08 370791.00 3753740.00 1.06E-06 6.12E-07 3.77E-09 2.49E-10 1.28E-09 9.77E-11
370811.00 3753740.00 1.03E-03 5.95E-04 3.70E-06 2.44E-07 1.28E-06 9.79E-08 370811.00 3753740.00 1.08E-06 6.22E-07 3.87E-09 2.55E-10 1.34E-09 1.02E-10
370831.00 3753740.00 1.04E-03 6.04E-04 3.78E-06 2.49E-07 1.34E-06 1.03E-07 370831.00 3753740.00 1.09E-06 6.31E-07 3.95E-09 2.61E-10 1.40E-09 1.07E-10
370851.00 3753740.00 1.06E-03 6.12E-04 3.87E-06 2.55E-07 1.41E-06 1.08E-07 370851.00 3753740.00 1.10E-06 6.40E-07 4.04E-09 2.66E-10 1.47E-09 1.12E-10
370871.00 3753740.00 1.07E-03 6.20E-04 3.94E-06 2.60E-07 1.47E-06 1.13E-07 370871.00 3753740.00 1.12E-06 6.48E-07 4.12E-09 2.71E-10 1.54E-09 1.18E-10
370891.00 3753740.00 1.08E-03 6.26E-04 4.01E-06 2.64E-07 1.54E-06 1.18E-07 370891.00 3753740.00 1.13E-06 6.55E-07 4.19E-09 2.76E-10 1.61E-09 1.23E-10
370911.00 3753740.00 1.09E-03 6.30E-04 4.07E-06 2.68E-07 1.61E-06 1.23E-07 370911.00 3753740.00 1.14E-06 6.59E-07 4.25E-09 2.80E-10 1.69E-09 1.29E-10
370931.00 3753740.00 1.09E-03 6.32E-04 4.12E-06 2.72E-07 1.69E-06 1.29E-07 370931.00 3753740.00 1.14E-06 6.60E-07 4.31E-09 2.84E-10 1.76E-09 1.35E-10
370951.00 3753740.00 1.10E-03 6.31E-04 4.17E-06 2.75E-07 1.76E-06 1.34E-07 370951.00 3753740.00 1.15E-06 6.60E-07 4.35E-09 2.87E-10 1.84E-09 1.40E-10
370971.00 3753740.00 1.10E-03 6.29E-04 4.21E-06 2.77E-07 1.83E-06 1.40E-07 370971.00 3753740.00 1.15E-06 6.57E-07 4.40E-09 2.90E-10 1.91E-09 1.46E-10
370991.00 3753740.00 1.10E-03 6.28E-04 4.12E-06 2.72E-07 1.86E-06 1.42E-07 370991.00 3753740.00 1.15E-06 6.56E-07 4.31E-09 2.84E-10 1.95E-09 1.49E-10
371011.00 3753740.00 1.09E-03 6.18E-04 4.08E-06 2.69E-07 1.92E-06 1.47E-07 371011.00 3753740.00 1.14E-06 6.46E-07 4.27E-09 2.81E-10 2.01E-09 1.53E-10
371031.00 3753740.00 1.09E-03 6.11E-04 4.17E-06 2.75E-07 2.00E-06 1.53E-07 371031.00 3753740.00 1.14E-06 6.38E-07 4.36E-09 2.87E-10 2.09E-09 1.60E-10
371051.00 3753740.00 1.09E-03 5.98E-04 4.18E-06 2.75E-07 2.07E-06 1.58E-07 371051.00 3753740.00 1.14E-06 6.25E-07 4.37E-09 2.88E-10 2.16E-09 1.65E-10
371071.00 3753740.00 1.08E-03 5.83E-04 4.17E-06 2.75E-07 2.13E-06 1.62E-07 371071.00 3753740.00 1.12E-06 6.09E-07 4.36E-09 2.87E-10 2.22E-09 1.70E-10
371091.00 3753740.00 1.06E-03 5.66E-04 4.16E-06 2.74E-07 2.18E-06 1.67E-07 371091.00 3753740.00 1.11E-06 5.91E-07 4.35E-09 2.87E-10 2.28E-09 1.74E-10
371111.00 3753740.00 1.05E-03 5.46E-04 4.13E-06 2.73E-07 2.23E-06 1.71E-07 371111.00 3753740.00 1.09E-06 5.71E-07 4.32E-09 2.85E-10 2.33E-09 1.78E-10
371131.00 3753740.00 1.03E-03 5.24E-04 4.11E-06 2.71E-07 2.28E-06 1.74E-07 371131.00 3753740.00 1.07E-06 5.48E-07 4.29E-09 2.83E-10 2.38E-09 1.82E-10
371151.00 3753740.00 1.01E-03 5.02E-04 4.06E-06 2.68E-07 2.32E-06 1.77E-07 371151.00 3753740.00 1.05E-06 5.24E-07 4.25E-09 2.80E-10 2.42E-09 1.85E-10
371171.00 3753740.00 9.82E-04 4.78E-04 4.00E-06 2.64E-07 2.34E-06 1.79E-07 371171.00 3753740.00 1.03E-06 4.99E-07 4.19E-09 2.76E-10 2.45E-09 1.87E-10
371191.00 3753740.00 9.55E-04 4.53E-04 3.94E-06 2.60E-07 2.36E-06 1.80E-07 371191.00 3753740.00 9.98E-07 4.74E-07 4.12E-09 2.71E-10 2.46E-09 1.88E-10
371211.00 3753740.00 9.26E-04 4.29E-04 3.86E-06 2.55E-07 2.36E-06 1.81E-07 371211.00 3753740.00 9.68E-07 4.48E-07 4.04E-09 2.66E-10 2.47E-09 1.89E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371231.00 3753740.00 8.95E-04 4.05E-04 3.78E-06 2.49E-07 2.36E-06 1.80E-07 371231.00 3753740.00 9.35E-07 4.23E-07 3.95E-09 2.60E-10 2.47E-09 1.88E-10
371251.00 3753740.00 8.62E-04 3.81E-04 3.69E-06 2.43E-07 2.35E-06 1.79E-07 371251.00 3753740.00 9.01E-07 3.98E-07 3.86E-09 2.54E-10 2.46E-09 1.88E-10
371271.00 3753740.00 8.27E-04 3.58E-04 3.59E-06 2.37E-07 2.33E-06 1.78E-07 371271.00 3753740.00 8.65E-07 3.74E-07 3.76E-09 2.48E-10 2.43E-09 1.86E-10
371291.00 3753740.00 7.92E-04 3.37E-04 3.50E-06 2.31E-07 2.30E-06 1.76E-07 371291.00 3753740.00 8.28E-07 3.52E-07 3.66E-09 2.41E-10 2.41E-09 1.84E-10
371311.00 3753740.00 7.56E-04 3.17E-04 3.40E-06 2.24E-07 2.27E-06 1.73E-07 371311.00 3753740.00 7.91E-07 3.31E-07 3.55E-09 2.34E-10 2.37E-09 1.81E-10
371331.00 3753740.00 7.21E-04 2.98E-04 3.30E-06 2.17E-07 2.23E-06 1.70E-07 371331.00 3753740.00 7.53E-07 3.12E-07 3.44E-09 2.27E-10 2.33E-09 1.78E-10
371351.00 3753740.00 6.86E-04 2.82E-04 3.19E-06 2.10E-07 2.18E-06 1.66E-07 371351.00 3753740.00 7.17E-07 2.94E-07 3.33E-09 2.20E-10 2.28E-09 1.74E-10
371371.00 3753740.00 6.51E-04 2.66E-04 3.08E-06 2.03E-07 2.12E-06 1.62E-07 371371.00 3753740.00 6.81E-07 2.79E-07 3.22E-09 2.12E-10 2.22E-09 1.69E-10
371391.00 3753740.00 6.18E-04 2.53E-04 2.97E-06 1.96E-07 2.06E-06 1.58E-07 371391.00 3753740.00 6.46E-07 2.64E-07 3.11E-09 2.05E-10 2.16E-09 1.65E-10
371411.00 3753740.00 5.86E-04 2.40E-04 2.86E-06 1.89E-07 2.00E-06 1.53E-07 371411.00 3753740.00 6.13E-07 2.51E-07 2.99E-09 1.97E-10 2.09E-09 1.60E-10
371431.00 3753740.00 5.56E-04 2.29E-04 2.76E-06 1.82E-07 1.94E-06 1.48E-07 371431.00 3753740.00 5.82E-07 2.39E-07 2.88E-09 1.90E-10 2.02E-09 1.54E-10
371451.00 3753740.00 5.28E-04 2.18E-04 2.65E-06 1.75E-07 1.87E-06 1.42E-07 371451.00 3753740.00 5.52E-07 2.28E-07 2.77E-09 1.83E-10 1.95E-09 1.49E-10
371471.00 3753740.00 5.02E-04 2.09E-04 2.55E-06 1.68E-07 1.80E-06 1.37E-07 371471.00 3753740.00 5.25E-07 2.18E-07 2.66E-09 1.75E-10 1.88E-09 1.43E-10
371491.00 3753740.00 4.78E-04 1.99E-04 2.45E-06 1.61E-07 1.73E-06 1.32E-07 371491.00 3753740.00 5.00E-07 2.08E-07 2.56E-09 1.69E-10 1.80E-09 1.38E-10
371511.00 3753740.00 4.56E-04 1.91E-04 2.35E-06 1.55E-07 1.65E-06 1.26E-07 371511.00 3753740.00 4.77E-07 1.99E-07 2.45E-09 1.62E-10 1.73E-09 1.32E-10
371531.00 3753740.00 4.36E-04 1.82E-04 2.25E-06 1.48E-07 1.58E-06 1.20E-07 371531.00 3753740.00 4.56E-07 1.90E-07 2.35E-09 1.55E-10 1.65E-09 1.26E-10
371551.00 3753740.00 4.18E-04 1.74E-04 2.15E-06 1.42E-07 1.50E-06 1.14E-07 371551.00 3753740.00 4.37E-07 1.82E-07 2.25E-09 1.48E-10 1.57E-09 1.20E-10
371571.00 3753740.00 4.01E-04 1.67E-04 2.06E-06 1.36E-07 1.42E-06 1.08E-07 371571.00 3753740.00 4.19E-07 1.74E-07 2.15E-09 1.42E-10 1.48E-09 1.13E-10
371591.00 3753740.00 3.85E-04 1.59E-04 1.97E-06 1.30E-07 1.35E-06 1.03E-07 371591.00 3753740.00 4.03E-07 1.67E-07 2.05E-09 1.35E-10 1.41E-09 1.07E-10
371611.00 3753740.00 3.71E-04 1.53E-04 1.88E-06 1.24E-07 1.27E-06 9.73E-08 371611.00 3753740.00 3.88E-07 1.59E-07 1.96E-09 1.29E-10 1.33E-09 1.02E-10
371631.00 3753740.00 3.58E-04 1.46E-04 1.80E-06 1.18E-07 1.20E-06 9.20E-08 371631.00 3753740.00 3.74E-07 1.53E-07 1.88E-09 1.24E-10 1.26E-09 9.61E-11
371651.00 3753740.00 3.45E-04 1.40E-04 1.72E-06 1.13E-07 1.14E-06 8.70E-08 371651.00 3753740.00 3.60E-07 1.46E-07 1.79E-09 1.18E-10 1.19E-09 9.09E-11
371671.00 3753740.00 3.33E-04 1.34E-04 1.64E-06 1.08E-07 1.08E-06 8.22E-08 371671.00 3753740.00 3.48E-07 1.40E-07 1.72E-09 1.13E-10 1.13E-09 8.60E-11
371691.00 3753740.00 3.21E-04 1.29E-04 1.57E-06 1.04E-07 1.02E-06 7.78E-08 371691.00 3753740.00 3.35E-07 1.34E-07 1.64E-09 1.08E-10 1.06E-09 8.13E-11
371711.00 3753740.00 3.09E-04 1.23E-04 1.51E-06 9.94E-08 9.64E-07 7.36E-08 371711.00 3753740.00 3.23E-07 1.29E-07 1.58E-09 1.04E-10 1.01E-09 7.69E-11
371731.00 3753740.00 2.99E-04 1.19E-04 1.45E-06 9.54E-08 9.13E-07 6.97E-08 371731.00 3753740.00 3.12E-07 1.24E-07 1.51E-09 9.97E-11 9.54E-10 7.29E-11
371751.00 3753740.00 2.88E-04 1.14E-04 1.39E-06 9.16E-08 8.65E-07 6.61E-08 371751.00 3753740.00 3.01E-07 1.19E-07 1.45E-09 9.57E-11 9.05E-10 6.91E-11
371771.00 3753740.00 2.78E-04 1.10E-04 1.34E-06 8.80E-08 8.21E-07 6.27E-08 371771.00 3753740.00 2.90E-07 1.15E-07 1.40E-09 9.20E-11 8.59E-10 6.56E-11
371791.00 3753740.00 2.68E-04 1.06E-04 1.29E-06 8.48E-08 7.81E-07 5.96E-08 371791.00 3753740.00 2.80E-07 1.11E-07 1.34E-09 8.86E-11 8.16E-10 6.23E-11
371811.00 3753740.00 2.58E-04 1.02E-04 1.24E-06 8.17E-08 7.43E-07 5.67E-08 371811.00 3753740.00 2.70E-07 1.07E-07 1.30E-09 8.54E-11 7.77E-10 5.93E-11
371831.00 3753740.00 2.49E-04 9.89E-05 1.20E-06 7.88E-08 7.08E-07 5.41E-08 371831.00 3753740.00 2.60E-07 1.03E-07 1.25E-09 8.24E-11 7.40E-10 5.65E-11
370571.00 3753760.00 8.43E-04 4.64E-04 2.70E-06 1.78E-07 7.61E-07 5.81E-08 370571.00 3753760.00 8.82E-07 4.84E-07 2.82E-09 1.86E-10 7.95E-10 6.07E-11
370591.00 3753760.00 8.63E-04 4.77E-04 2.79E-06 1.84E-07 7.95E-07 6.07E-08 370591.00 3753760.00 9.03E-07 4.99E-07 2.92E-09 1.92E-10 8.31E-10 6.34E-11
370611.00 3753760.00 8.86E-04 4.92E-04 2.90E-06 1.91E-07 8.32E-07 6.35E-08 370611.00 3753760.00 9.26E-07 5.14E-07 3.03E-09 1.99E-10 8.69E-10 6.64E-11
370631.00 3753760.00 9.05E-04 5.05E-04 2.99E-06 1.97E-07 8.69E-07 6.64E-08 370631.00 3753760.00 9.46E-07 5.28E-07 3.13E-09 2.06E-10 9.08E-10 6.94E-11
370651.00 3753760.00 9.26E-04 5.20E-04 3.10E-06 2.04E-07 9.10E-07 6.95E-08 370651.00 3753760.00 9.67E-07 5.43E-07 3.24E-09 2.13E-10 9.51E-10 7.26E-11
370671.00 3753760.00 9.46E-04 5.34E-04 3.21E-06 2.11E-07 9.54E-07 7.28E-08 370671.00 3753760.00 9.89E-07 5.59E-07 3.35E-09 2.21E-10 9.97E-10 7.61E-11
370691.00 3753760.00 9.67E-04 5.49E-04 3.32E-06 2.19E-07 1.00E-06 7.64E-08 370691.00 3753760.00 1.01E-06 5.74E-07 3.47E-09 2.28E-10 1.05E-09 7.98E-11
370711.00 3753760.00 9.88E-04 5.64E-04 3.43E-06 2.26E-07 1.05E-06 8.02E-08 370711.00 3753760.00 1.03E-06 5.89E-07 3.58E-09 2.36E-10 1.10E-09 8.38E-11
370731.00 3753760.00 1.01E-03 5.79E-04 3.54E-06 2.33E-07 1.10E-06 8.42E-08 370731.00 3753760.00 1.05E-06 6.05E-07 3.70E-09 2.44E-10 1.15E-09 8.80E-11
370751.00 3753760.00 1.03E-03 5.94E-04 3.65E-06 2.41E-07 1.16E-06 8.85E-08 370751.00 3753760.00 1.08E-06 6.20E-07 3.82E-09 2.52E-10 1.21E-09 9.25E-11
370771.00 3753760.00 1.05E-03 6.08E-04 3.77E-06 2.48E-07 1.22E-06 9.30E-08 370771.00 3753760.00 1.10E-06 6.36E-07 3.94E-09 2.59E-10 1.27E-09 9.72E-11
370791.00 3753760.00 1.07E-03 6.22E-04 3.88E-06 2.55E-07 1.28E-06 9.78E-08 370791.00 3753760.00 1.12E-06 6.50E-07 4.05E-09 2.67E-10 1.34E-09 1.02E-10
370811.00 3753760.00 1.09E-03 6.35E-04 3.98E-06 2.62E-07 1.35E-06 1.03E-07 370811.00 3753760.00 1.14E-06 6.64E-07 4.16E-09 2.74E-10 1.41E-09 1.07E-10
370831.00 3753760.00 1.10E-03 6.47E-04 4.09E-06 2.69E-07 1.42E-06 1.08E-07 370831.00 3753760.00 1.15E-06 6.77E-07 4.27E-09 2.81E-10 1.48E-09 1.13E-10
370851.00 3753760.00 1.12E-03 6.59E-04 4.18E-06 2.76E-07 1.49E-06 1.14E-07 370851.00 3753760.00 1.17E-06 6.88E-07 4.37E-09 2.88E-10 1.56E-09 1.19E-10
370871.00 3753760.00 1.13E-03 6.68E-04 4.27E-06 2.82E-07 1.56E-06 1.19E-07 370871.00 3753760.00 1.18E-06 6.98E-07 4.47E-09 2.94E-10 1.63E-09 1.25E-10
370891.00 3753760.00 1.15E-03 6.76E-04 4.35E-06 2.87E-07 1.64E-06 1.25E-07 370891.00 3753760.00 1.20E-06 7.07E-07 4.55E-09 3.00E-10 1.72E-09 1.31E-10
370911.00 3753760.00 1.16E-03 6.82E-04 4.43E-06 2.92E-07 1.72E-06 1.32E-07 370911.00 3753760.00 1.21E-06 7.13E-07 4.63E-09 3.05E-10 1.80E-09 1.38E-10
370931.00 3753760.00 1.16E-03 6.86E-04 4.50E-06 2.96E-07 1.81E-06 1.38E-07 370931.00 3753760.00 1.22E-06 7.17E-07 4.70E-09 3.10E-10 1.89E-09 1.44E-10
370951.00 3753760.00 1.17E-03 6.87E-04 4.55E-06 3.00E-07 1.89E-06 1.44E-07 370951.00 3753760.00 1.22E-06 7.18E-07 4.76E-09 3.14E-10 1.98E-09 1.51E-10
370971.00 3753760.00 1.17E-03 6.86E-04 4.59E-06 3.03E-07 1.98E-06 1.51E-07 370971.00 3753760.00 1.23E-06 7.17E-07 4.80E-09 3.16E-10 2.07E-09 1.58E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370991.00 3753760.00 1.18E-03 6.83E-04 4.63E-06 3.05E-07 2.06E-06 1.57E-07 370991.00 3753760.00 1.23E-06 7.14E-07 4.84E-09 3.19E-10 2.15E-09 1.64E-10
371011.00 3753760.00 1.18E-03 6.76E-04 4.65E-06 3.06E-07 2.14E-06 1.64E-07 371011.00 3753760.00 1.23E-06 7.07E-07 4.86E-09 3.20E-10 2.24E-09 1.71E-10
371031.00 3753760.00 1.17E-03 6.67E-04 4.66E-06 3.07E-07 2.22E-06 1.70E-07 371031.00 3753760.00 1.22E-06 6.97E-07 4.87E-09 3.21E-10 2.32E-09 1.77E-10
371051.00 3753760.00 1.16E-03 6.54E-04 4.66E-06 3.07E-07 2.30E-06 1.76E-07 371051.00 3753760.00 1.22E-06 6.84E-07 4.87E-09 3.21E-10 2.40E-09 1.84E-10
371071.00 3753760.00 1.16E-03 6.38E-04 4.65E-06 3.06E-07 2.37E-06 1.81E-07 371071.00 3753760.00 1.21E-06 6.67E-07 4.86E-09 3.20E-10 2.48E-09 1.89E-10
371091.00 3753760.00 1.14E-03 6.20E-04 4.62E-06 3.05E-07 2.44E-06 1.86E-07 371091.00 3753760.00 1.19E-06 6.48E-07 4.83E-09 3.18E-10 2.55E-09 1.95E-10
371111.00 3753760.00 1.13E-03 5.99E-04 4.59E-06 3.02E-07 2.50E-06 1.91E-07 371111.00 3753760.00 1.18E-06 6.26E-07 4.79E-09 3.16E-10 2.61E-09 1.99E-10
371131.00 3753760.00 1.11E-03 5.75E-04 4.54E-06 2.99E-07 2.54E-06 1.94E-07 371131.00 3753760.00 1.16E-06 6.01E-07 4.74E-09 3.12E-10 2.66E-09 2.03E-10
371151.00 3753760.00 1.08E-03 5.50E-04 4.48E-06 2.95E-07 2.59E-06 1.98E-07 371151.00 3753760.00 1.13E-06 5.75E-07 4.68E-09 3.09E-10 2.70E-09 2.07E-10
371171.00 3753760.00 1.06E-03 5.24E-04 4.41E-06 2.91E-07 2.62E-06 2.00E-07 371171.00 3753760.00 1.11E-06 5.47E-07 4.61E-09 3.04E-10 2.73E-09 2.09E-10
371191.00 3753760.00 1.03E-03 4.96E-04 4.33E-06 2.85E-07 2.64E-06 2.01E-07 371191.00 3753760.00 1.08E-06 5.19E-07 4.53E-09 2.98E-10 2.76E-09 2.11E-10
371211.00 3753760.00 9.99E-04 4.69E-04 4.24E-06 2.79E-07 2.64E-06 2.02E-07 371211.00 3753760.00 1.04E-06 4.90E-07 4.43E-09 2.92E-10 2.76E-09 2.11E-10
371231.00 3753760.00 9.65E-04 4.41E-04 4.14E-06 2.73E-07 2.64E-06 2.02E-07 371231.00 3753760.00 1.01E-06 4.61E-07 4.33E-09 2.85E-10 2.76E-09 2.11E-10
371251.00 3753760.00 9.28E-04 4.15E-04 4.04E-06 2.66E-07 2.63E-06 2.01E-07 371251.00 3753760.00 9.70E-07 4.33E-07 4.22E-09 2.78E-10 2.75E-09 2.10E-10
371271.00 3753760.00 8.90E-04 3.89E-04 3.92E-06 2.59E-07 2.61E-06 1.99E-07 371271.00 3753760.00 9.31E-07 4.07E-07 4.10E-09 2.70E-10 2.72E-09 2.08E-10
371291.00 3753760.00 8.52E-04 3.65E-04 3.81E-06 2.51E-07 2.57E-06 1.97E-07 371291.00 3753760.00 8.90E-07 3.82E-07 3.98E-09 2.62E-10 2.69E-09 2.05E-10
371311.00 3753760.00 8.13E-04 3.43E-04 3.69E-06 2.43E-07 2.53E-06 1.93E-07 371311.00 3753760.00 8.49E-07 3.58E-07 3.86E-09 2.54E-10 2.65E-09 2.02E-10
371331.00 3753760.00 7.74E-04 3.22E-04 3.57E-06 2.36E-07 2.48E-06 1.90E-07 371331.00 3753760.00 8.09E-07 3.37E-07 3.74E-09 2.46E-10 2.60E-09 1.98E-10
371351.00 3753760.00 7.35E-04 3.04E-04 3.46E-06 2.28E-07 2.43E-06 1.85E-07 371351.00 3753760.00 7.69E-07 3.17E-07 3.61E-09 2.38E-10 2.54E-09 1.94E-10
371371.00 3753760.00 6.98E-04 2.87E-04 3.33E-06 2.20E-07 2.36E-06 1.80E-07 371371.00 3753760.00 7.29E-07 3.00E-07 3.48E-09 2.29E-10 2.47E-09 1.88E-10
371391.00 3753760.00 6.61E-04 2.71E-04 3.21E-06 2.11E-07 2.29E-06 1.75E-07 371391.00 3753760.00 6.91E-07 2.84E-07 3.35E-09 2.21E-10 2.40E-09 1.83E-10
371411.00 3753760.00 6.27E-04 2.58E-04 3.08E-06 2.03E-07 2.22E-06 1.69E-07 371411.00 3753760.00 6.55E-07 2.69E-07 3.22E-09 2.12E-10 2.32E-09 1.77E-10
371431.00 3753760.00 5.94E-04 2.45E-04 2.96E-06 1.95E-07 2.14E-06 1.63E-07 371431.00 3753760.00 6.21E-07 2.56E-07 3.10E-09 2.04E-10 2.23E-09 1.71E-10
371451.00 3753760.00 5.63E-04 2.33E-04 2.84E-06 1.87E-07 2.05E-06 1.57E-07 371451.00 3753760.00 5.89E-07 2.44E-07 2.97E-09 1.96E-10 2.15E-09 1.64E-10
371471.00 3753760.00 5.35E-04 2.22E-04 2.72E-06 1.79E-07 1.97E-06 1.50E-07 371471.00 3753760.00 5.59E-07 2.32E-07 2.85E-09 1.88E-10 2.06E-09 1.57E-10
371491.00 3753760.00 5.09E-04 2.12E-04 2.61E-06 1.72E-07 1.89E-06 1.44E-07 371491.00 3753760.00 5.32E-07 2.22E-07 2.73E-09 1.80E-10 1.97E-09 1.51E-10
371511.00 3753760.00 4.85E-04 2.02E-04 2.50E-06 1.65E-07 1.80E-06 1.38E-07 371511.00 3753760.00 5.07E-07 2.11E-07 2.61E-09 1.72E-10 1.88E-09 1.44E-10
371531.00 3753760.00 4.63E-04 1.93E-04 2.39E-06 1.57E-07 1.71E-06 1.31E-07 371531.00 3753760.00 4.84E-07 2.02E-07 2.50E-09 1.65E-10 1.79E-09 1.37E-10
371551.00 3753760.00 4.43E-04 1.84E-04 2.28E-06 1.50E-07 1.62E-06 1.24E-07 371551.00 3753760.00 4.63E-07 1.93E-07 2.38E-09 1.57E-10 1.70E-09 1.29E-10
371571.00 3753760.00 4.25E-04 1.76E-04 2.18E-06 1.43E-07 1.53E-06 1.17E-07 371571.00 3753760.00 4.44E-07 1.84E-07 2.27E-09 1.50E-10 1.60E-09 1.22E-10
371591.00 3753760.00 4.08E-04 1.68E-04 2.07E-06 1.37E-07 1.45E-06 1.10E-07 371591.00 3753760.00 4.26E-07 1.76E-07 2.17E-09 1.43E-10 1.51E-09 1.15E-10
371611.00 3753760.00 3.92E-04 1.60E-04 1.98E-06 1.30E-07 1.36E-06 1.04E-07 371611.00 3753760.00 4.10E-07 1.68E-07 2.07E-09 1.36E-10 1.43E-09 1.09E-10
371631.00 3753760.00 3.77E-04 1.53E-04 1.89E-06 1.24E-07 1.29E-06 9.82E-08 371631.00 3753760.00 3.94E-07 1.60E-07 1.97E-09 1.30E-10 1.34E-09 1.03E-10
371651.00 3753760.00 3.63E-04 1.47E-04 1.80E-06 1.19E-07 1.21E-06 9.25E-08 371651.00 3753760.00 3.80E-07 1.53E-07 1.88E-09 1.24E-10 1.27E-09 9.67E-11
371671.00 3753760.00 3.50E-04 1.40E-04 1.72E-06 1.13E-07 1.14E-06 8.73E-08 371671.00 3753760.00 3.66E-07 1.47E-07 1.80E-09 1.19E-10 1.19E-09 9.12E-11
371691.00 3753760.00 3.37E-04 1.35E-04 1.65E-06 1.09E-07 1.08E-06 8.23E-08 371691.00 3753760.00 3.52E-07 1.41E-07 1.72E-09 1.13E-10 1.13E-09 8.61E-11
371711.00 3753760.00 3.25E-04 1.29E-04 1.58E-06 1.04E-07 1.02E-06 7.78E-08 371711.00 3753760.00 3.39E-07 1.35E-07 1.65E-09 1.09E-10 1.06E-09 8.13E-11
371731.00 3753760.00 3.13E-04 1.24E-04 1.51E-06 9.96E-08 9.63E-07 7.35E-08 371731.00 3753760.00 3.27E-07 1.30E-07 1.58E-09 1.04E-10 1.01E-09 7.68E-11
371751.00 3753760.00 3.01E-04 1.19E-04 1.45E-06 9.56E-08 9.11E-07 6.96E-08 371751.00 3753760.00 3.15E-07 1.25E-07 1.52E-09 9.99E-11 9.52E-10 7.27E-11
371771.00 3753760.00 2.90E-04 1.15E-04 1.39E-06 9.19E-08 8.64E-07 6.60E-08 371771.00 3753760.00 3.03E-07 1.20E-07 1.46E-09 9.60E-11 9.03E-10 6.90E-11
371791.00 3753760.00 2.79E-04 1.11E-04 1.34E-06 8.84E-08 8.20E-07 6.26E-08 371791.00 3753760.00 2.92E-07 1.16E-07 1.40E-09 9.24E-11 8.57E-10 6.55E-11
371811.00 3753760.00 2.69E-04 1.07E-04 1.29E-06 8.52E-08 7.80E-07 5.96E-08 371811.00 3753760.00 2.81E-07 1.12E-07 1.35E-09 8.91E-11 8.16E-10 6.23E-11
371831.00 3753760.00 2.59E-04 1.04E-04 1.25E-06 8.22E-08 7.43E-07 5.68E-08 371831.00 3753760.00 2.70E-07 1.09E-07 1.30E-09 8.59E-11 7.77E-10 5.93E-11
370571.00 3753780.00 8.72E-04 4.82E-04 2.83E-06 1.87E-07 7.81E-07 5.96E-08 370571.00 3753780.00 9.12E-07 5.04E-07 2.96E-09 1.95E-10 8.16E-10 6.23E-11
370591.00 3753780.00 8.94E-04 4.97E-04 2.94E-06 1.94E-07 8.17E-07 6.24E-08 370591.00 3753780.00 9.35E-07 5.20E-07 3.07E-09 2.02E-10 8.53E-10 6.52E-11
370611.00 3753780.00 9.17E-04 5.13E-04 3.05E-06 2.01E-07 8.55E-07 6.53E-08 370611.00 3753780.00 9.58E-07 5.36E-07 3.19E-09 2.10E-10 8.93E-10 6.82E-11
370631.00 3753780.00 9.39E-04 5.29E-04 3.16E-06 2.08E-07 8.95E-07 6.84E-08 370631.00 3753780.00 9.82E-07 5.52E-07 3.31E-09 2.18E-10 9.36E-10 7.15E-11
370651.00 3753780.00 9.64E-04 5.45E-04 3.28E-06 2.16E-07 9.39E-07 7.17E-08 370651.00 3753780.00 1.01E-06 5.70E-07 3.43E-09 2.26E-10 9.82E-10 7.50E-11
370671.00 3753780.00 9.87E-04 5.62E-04 3.40E-06 2.24E-07 9.86E-07 7.53E-08 370671.00 3753780.00 1.03E-06 5.88E-07 3.56E-09 2.35E-10 1.03E-09 7.87E-11
370691.00 3753780.00 1.01E-03 5.77E-04 3.52E-06 2.32E-07 1.03E-06 7.90E-08 370691.00 3753780.00 1.05E-06 6.03E-07 3.68E-09 2.43E-10 1.08E-09 8.26E-11
370711.00 3753780.00 1.03E-03 5.94E-04 3.65E-06 2.41E-07 1.09E-06 8.31E-08 370711.00 3753780.00 1.08E-06 6.21E-07 3.82E-09 2.51E-10 1.14E-09 8.68E-11
370731.00 3753780.00 1.05E-03 6.11E-04 3.78E-06 2.49E-07 1.14E-06 8.74E-08 370731.00 3753780.00 1.10E-06 6.38E-07 3.95E-09 2.60E-10 1.20E-09 9.13E-11
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CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370751.00 3753780.00 1.08E-03 6.28E-04 3.91E-06 2.58E-07 1.21E-06 9.20E-08 370751.00 3753780.00 1.13E-06 6.57E-07 4.09E-09 2.69E-10 1.26E-09 9.62E-11
370771.00 3753780.00 1.10E-03 6.46E-04 4.04E-06 2.66E-07 1.27E-06 9.70E-08 370771.00 3753780.00 1.15E-06 6.75E-07 4.23E-09 2.79E-10 1.33E-09 1.01E-10
370791.00 3753780.00 1.12E-03 6.62E-04 4.17E-06 2.75E-07 1.34E-06 1.02E-07 370791.00 3753780.00 1.17E-06 6.92E-07 4.36E-09 2.87E-10 1.40E-09 1.07E-10
370811.00 3753780.00 1.14E-03 6.78E-04 4.30E-06 2.83E-07 1.41E-06 1.08E-07 370811.00 3753780.00 1.20E-06 7.09E-07 4.49E-09 2.96E-10 1.48E-09 1.13E-10
370831.00 3753780.00 1.17E-03 6.94E-04 4.42E-06 2.91E-07 1.49E-06 1.14E-07 370831.00 3753780.00 1.22E-06 7.25E-07 4.62E-09 3.05E-10 1.56E-09 1.19E-10
370851.00 3753780.00 1.19E-03 7.09E-04 4.54E-06 2.99E-07 1.57E-06 1.20E-07 370851.00 3753780.00 1.24E-06 7.41E-07 4.74E-09 3.13E-10 1.64E-09 1.25E-10
370871.00 3753780.00 1.20E-03 7.21E-04 4.65E-06 3.06E-07 1.66E-06 1.27E-07 370871.00 3753780.00 1.26E-06 7.53E-07 4.86E-09 3.20E-10 1.73E-09 1.32E-10
370891.00 3753780.00 1.22E-03 7.32E-04 4.75E-06 3.13E-07 1.75E-06 1.33E-07 370891.00 3753780.00 1.27E-06 7.65E-07 4.96E-09 3.27E-10 1.83E-09 1.39E-10
370911.00 3753780.00 1.23E-03 7.41E-04 4.83E-06 3.19E-07 1.84E-06 1.41E-07 370911.00 3753780.00 1.29E-06 7.74E-07 5.05E-09 3.33E-10 1.92E-09 1.47E-10
370931.00 3753780.00 1.24E-03 7.46E-04 4.92E-06 3.24E-07 1.94E-06 1.48E-07 370931.00 3753780.00 1.30E-06 7.80E-07 5.14E-09 3.39E-10 2.02E-09 1.55E-10
370951.00 3753780.00 1.25E-03 7.50E-04 4.99E-06 3.29E-07 2.04E-06 1.55E-07 370951.00 3753780.00 1.31E-06 7.84E-07 5.22E-09 3.44E-10 2.13E-09 1.63E-10
370971.00 3753780.00 1.26E-03 7.50E-04 5.06E-06 3.33E-07 2.14E-06 1.63E-07 370971.00 3753780.00 1.31E-06 7.84E-07 5.29E-09 3.48E-10 2.23E-09 1.71E-10
370991.00 3753780.00 1.26E-03 7.48E-04 5.10E-06 3.36E-07 2.24E-06 1.71E-07 370991.00 3753780.00 1.32E-06 7.82E-07 5.33E-09 3.51E-10 2.34E-09 1.79E-10
371011.00 3753780.00 1.26E-03 7.43E-04 5.13E-06 3.38E-07 2.34E-06 1.79E-07 371011.00 3753780.00 1.32E-06 7.76E-07 5.36E-09 3.53E-10 2.44E-09 1.87E-10
371031.00 3753780.00 1.26E-03 7.33E-04 5.15E-06 3.39E-07 2.44E-06 1.86E-07 371031.00 3753780.00 1.32E-06 7.66E-07 5.38E-09 3.55E-10 2.55E-09 1.95E-10
371051.00 3753780.00 1.25E-03 7.20E-04 5.16E-06 3.40E-07 2.54E-06 1.94E-07 371051.00 3753780.00 1.31E-06 7.53E-07 5.39E-09 3.55E-10 2.65E-09 2.02E-10
371071.00 3753780.00 1.24E-03 7.04E-04 5.15E-06 3.39E-07 2.63E-06 2.01E-07 371071.00 3753780.00 1.30E-06 7.35E-07 5.38E-09 3.55E-10 2.75E-09 2.10E-10
371091.00 3753780.00 1.23E-03 6.83E-04 5.13E-06 3.38E-07 2.72E-06 2.07E-07 371091.00 3753780.00 1.29E-06 7.14E-07 5.36E-09 3.54E-10 2.84E-09 2.17E-10
371111.00 3753780.00 1.22E-03 6.61E-04 5.08E-06 3.35E-07 2.79E-06 2.13E-07 371111.00 3753780.00 1.27E-06 6.90E-07 5.31E-09 3.50E-10 2.91E-09 2.22E-10
371131.00 3753780.00 1.20E-03 6.36E-04 5.00E-06 3.30E-07 2.83E-06 2.16E-07 371131.00 3753780.00 1.25E-06 6.65E-07 5.23E-09 3.45E-10 2.96E-09 2.26E-10
371151.00 3753780.00 1.17E-03 6.07E-04 4.94E-06 3.25E-07 2.89E-06 2.21E-07 371151.00 3753780.00 1.23E-06 6.35E-07 5.16E-09 3.40E-10 3.02E-09 2.30E-10
371171.00 3753780.00 1.15E-03 5.77E-04 4.86E-06 3.20E-07 2.93E-06 2.24E-07 371171.00 3753780.00 1.20E-06 6.04E-07 5.08E-09 3.35E-10 3.06E-09 2.34E-10
371191.00 3753780.00 1.11E-03 5.46E-04 4.77E-06 3.14E-07 2.96E-06 2.26E-07 371191.00 3753780.00 1.17E-06 5.71E-07 4.99E-09 3.29E-10 3.09E-09 2.36E-10
371211.00 3753780.00 1.08E-03 5.15E-04 4.67E-06 3.08E-07 2.98E-06 2.27E-07 371211.00 3753780.00 1.13E-06 5.38E-07 4.88E-09 3.22E-10 3.11E-09 2.37E-10
371231.00 3753780.00 1.04E-03 4.84E-04 4.56E-06 3.00E-07 2.98E-06 2.27E-07 371231.00 3753780.00 1.09E-06 5.06E-07 4.76E-09 3.14E-10 3.11E-09 2.38E-10
371251.00 3753780.00 1.00E-03 4.53E-04 4.45E-06 2.93E-07 2.97E-06 2.27E-07 371251.00 3753780.00 1.05E-06 4.74E-07 4.65E-09 3.06E-10 3.10E-09 2.37E-10
371271.00 3753780.00 9.62E-04 4.24E-04 4.32E-06 2.85E-07 2.95E-06 2.25E-07 371271.00 3753780.00 1.01E-06 4.44E-07 4.51E-09 2.98E-10 3.08E-09 2.35E-10
371291.00 3753780.00 9.19E-04 3.97E-04 4.18E-06 2.75E-07 2.90E-06 2.22E-07 371291.00 3753780.00 9.61E-07 4.15E-07 4.37E-09 2.88E-10 3.04E-09 2.32E-10
371311.00 3753780.00 8.76E-04 3.72E-04 4.04E-06 2.66E-07 2.85E-06 2.18E-07 371311.00 3753780.00 9.15E-07 3.89E-07 4.22E-09 2.78E-10 2.98E-09 2.28E-10
371331.00 3753780.00 8.34E-04 3.49E-04 3.91E-06 2.58E-07 2.80E-06 2.14E-07 371331.00 3753780.00 8.71E-07 3.65E-07 4.09E-09 2.69E-10 2.92E-09 2.23E-10
371351.00 3753780.00 7.91E-04 3.28E-04 3.79E-06 2.50E-07 2.75E-06 2.10E-07 371351.00 3753780.00 8.27E-07 3.43E-07 3.96E-09 2.61E-10 2.87E-09 2.19E-10
371371.00 3753780.00 7.49E-04 3.09E-04 3.62E-06 2.39E-07 2.65E-06 2.02E-07 371371.00 3753780.00 7.83E-07 3.23E-07 3.79E-09 2.50E-10 2.77E-09 2.11E-10
371391.00 3753780.00 7.09E-04 2.92E-04 3.48E-06 2.29E-07 2.56E-06 1.96E-07 371391.00 3753780.00 7.41E-07 3.06E-07 3.64E-09 2.40E-10 2.68E-09 2.05E-10
371411.00 3753780.00 6.71E-04 2.77E-04 3.34E-06 2.20E-07 2.47E-06 1.89E-07 371411.00 3753780.00 7.02E-07 2.89E-07 3.49E-09 2.30E-10 2.58E-09 1.97E-10
371431.00 3753780.00 6.35E-04 2.63E-04 3.20E-06 2.11E-07 2.37E-06 1.81E-07 371431.00 3753780.00 6.64E-07 2.75E-07 3.34E-09 2.20E-10 2.48E-09 1.90E-10
371451.00 3753780.00 6.02E-04 2.50E-04 3.05E-06 2.01E-07 2.26E-06 1.73E-07 371451.00 3753780.00 6.29E-07 2.61E-07 3.18E-09 2.10E-10 2.36E-09 1.81E-10
371471.00 3753780.00 5.71E-04 2.38E-04 2.90E-06 1.91E-07 2.15E-06 1.64E-07 371471.00 3753780.00 5.97E-07 2.49E-07 3.04E-09 2.00E-10 2.25E-09 1.72E-10
371491.00 3753780.00 5.43E-04 2.26E-04 2.77E-06 1.83E-07 2.05E-06 1.56E-07 371491.00 3753780.00 5.67E-07 2.37E-07 2.89E-09 1.91E-10 2.14E-09 1.63E-10
371511.00 3753780.00 5.17E-04 2.15E-04 2.65E-06 1.74E-07 1.95E-06 1.49E-07 371511.00 3753780.00 5.40E-07 2.25E-07 2.77E-09 1.82E-10 2.04E-09 1.56E-10
371531.00 3753780.00 4.93E-04 2.05E-04 2.54E-06 1.67E-07 1.86E-06 1.42E-07 371531.00 3753780.00 5.15E-07 2.14E-07 2.65E-09 1.75E-10 1.94E-09 1.48E-10
371551.00 3753780.00 4.71E-04 1.95E-04 2.42E-06 1.60E-07 1.76E-06 1.34E-07 371551.00 3753780.00 4.92E-07 2.04E-07 2.53E-09 1.67E-10 1.84E-09 1.41E-10
371571.00 3753780.00 4.50E-04 1.86E-04 2.31E-06 1.52E-07 1.66E-06 1.27E-07 371571.00 3753780.00 4.71E-07 1.94E-07 2.41E-09 1.59E-10 1.73E-09 1.32E-10
371591.00 3753780.00 4.32E-04 1.77E-04 2.19E-06 1.45E-07 1.56E-06 1.19E-07 371591.00 3753780.00 4.52E-07 1.85E-07 2.29E-09 1.51E-10 1.63E-09 1.24E-10
371611.00 3753780.00 4.15E-04 1.69E-04 2.09E-06 1.38E-07 1.46E-06 1.12E-07 371611.00 3753780.00 4.34E-07 1.77E-07 2.18E-09 1.44E-10 1.53E-09 1.17E-10
371631.00 3753780.00 3.99E-04 1.62E-04 1.99E-06 1.31E-07 1.37E-06 1.05E-07 371631.00 3753780.00 4.17E-07 1.69E-07 2.08E-09 1.37E-10 1.44E-09 1.10E-10
371651.00 3753780.00 3.83E-04 1.54E-04 1.90E-06 1.25E-07 1.29E-06 9.87E-08 371651.00 3753780.00 4.01E-07 1.61E-07 1.98E-09 1.31E-10 1.35E-09 1.03E-10
371671.00 3753780.00 3.68E-04 1.48E-04 1.81E-06 1.19E-07 1.21E-06 9.27E-08 371671.00 3753780.00 3.85E-07 1.54E-07 1.89E-09 1.25E-10 1.27E-09 9.69E-11
371691.00 3753780.00 3.54E-04 1.41E-04 1.73E-06 1.14E-07 1.14E-06 8.73E-08 371691.00 3753780.00 3.70E-07 1.48E-07 1.81E-09 1.19E-10 1.19E-09 9.12E-11
371711.00 3753780.00 3.41E-04 1.36E-04 1.65E-06 1.09E-07 1.08E-06 8.23E-08 371711.00 3753780.00 3.56E-07 1.42E-07 1.73E-09 1.14E-10 1.13E-09 8.60E-11
371731.00 3753780.00 3.28E-04 1.31E-04 1.58E-06 1.04E-07 1.02E-06 7.77E-08 371731.00 3753780.00 3.42E-07 1.37E-07 1.66E-09 1.09E-10 1.06E-09 8.12E-11
371751.00 3753780.00 3.15E-04 1.26E-04 1.52E-06 1.00E-07 9.62E-07 7.35E-08 371751.00 3753780.00 3.29E-07 1.31E-07 1.59E-09 1.05E-10 1.01E-09 7.68E-11
371771.00 3753780.00 3.03E-04 1.21E-04 1.46E-06 9.63E-08 9.12E-07 6.96E-08 371771.00 3753780.00 3.17E-07 1.27E-07 1.53E-09 1.01E-10 9.53E-10 7.28E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371791.00 3753780.00 2.91E-04 1.17E-04 1.41E-06 9.26E-08 8.65E-07 6.61E-08 371791.00 3753780.00 3.04E-07 1.23E-07 1.47E-09 9.68E-11 9.04E-10 6.91E-11
371811.00 3753780.00 2.80E-04 1.14E-04 1.35E-06 8.92E-08 8.23E-07 6.28E-08 371811.00 3753780.00 2.92E-07 1.19E-07 1.42E-09 9.33E-11 8.60E-10 6.57E-11
371831.00 3753780.00 2.69E-04 1.10E-04 1.31E-06 8.61E-08 7.84E-07 5.98E-08 371831.00 3753780.00 2.81E-07 1.15E-07 1.37E-09 9.00E-11 8.19E-10 6.26E-11
370571.00 3753800.00 9.00E-04 5.00E-04 2.97E-06 1.96E-07 8.00E-07 6.11E-08 370571.00 3753800.00 9.40E-07 5.23E-07 3.10E-09 2.05E-10 8.36E-10 6.39E-11
370591.00 3753800.00 9.24E-04 5.17E-04 3.09E-06 2.03E-07 8.38E-07 6.40E-08 370591.00 3753800.00 9.66E-07 5.40E-07 3.23E-09 2.13E-10 8.75E-10 6.69E-11
370611.00 3753800.00 9.48E-04 5.34E-04 3.21E-06 2.12E-07 8.78E-07 6.70E-08 370611.00 3753800.00 9.91E-07 5.58E-07 3.35E-09 2.21E-10 9.17E-10 7.01E-11
370631.00 3753800.00 9.73E-04 5.51E-04 3.34E-06 2.20E-07 9.21E-07 7.03E-08 370631.00 3753800.00 1.02E-06 5.76E-07 3.49E-09 2.30E-10 9.62E-10 7.35E-11
370651.00 3753800.00 1.00E-03 5.70E-04 3.47E-06 2.29E-07 9.67E-07 7.39E-08 370651.00 3753800.00 1.05E-06 5.96E-07 3.63E-09 2.39E-10 1.01E-09 7.72E-11
370671.00 3753800.00 1.03E-03 5.89E-04 3.61E-06 2.38E-07 1.02E-06 7.77E-08 370671.00 3753800.00 1.07E-06 6.15E-07 3.77E-09 2.49E-10 1.06E-09 8.12E-11
370691.00 3753800.00 1.05E-03 6.07E-04 3.75E-06 2.47E-07 1.07E-06 8.16E-08 370691.00 3753800.00 1.10E-06 6.34E-07 3.92E-09 2.58E-10 1.12E-09 8.53E-11
370711.00 3753800.00 1.08E-03 6.26E-04 3.89E-06 2.57E-07 1.13E-06 8.60E-08 370711.00 3753800.00 1.12E-06 6.54E-07 4.07E-09 2.68E-10 1.18E-09 8.99E-11
370731.00 3753800.00 1.10E-03 6.45E-04 4.04E-06 2.66E-07 1.19E-06 9.07E-08 370731.00 3753800.00 1.15E-06 6.74E-07 4.23E-09 2.79E-10 1.24E-09 9.48E-11
370751.00 3753800.00 1.13E-03 6.65E-04 4.20E-06 2.77E-07 1.25E-06 9.57E-08 370751.00 3753800.00 1.18E-06 6.96E-07 4.39E-09 2.89E-10 1.31E-09 1.00E-10
370771.00 3753800.00 1.16E-03 6.92E-04 4.36E-06 2.87E-07 1.33E-06 1.01E-07 370771.00 3753800.00 1.22E-06 7.23E-07 4.56E-09 3.00E-10 1.39E-09 1.06E-10
370791.00 3753800.00 1.19E-03 7.12E-04 4.50E-06 2.97E-07 1.40E-06 1.07E-07 370791.00 3753800.00 1.24E-06 7.44E-07 4.71E-09 3.10E-10 1.47E-09 1.12E-10
370811.00 3753800.00 1.21E-03 7.31E-04 4.64E-06 3.06E-07 1.48E-06 1.13E-07 370811.00 3753800.00 1.27E-06 7.64E-07 4.85E-09 3.20E-10 1.55E-09 1.18E-10
370831.00 3753800.00 1.24E-03 7.49E-04 4.79E-06 3.16E-07 1.57E-06 1.20E-07 370831.00 3753800.00 1.29E-06 7.82E-07 5.00E-09 3.30E-10 1.64E-09 1.25E-10
370851.00 3753800.00 1.26E-03 7.65E-04 4.92E-06 3.25E-07 1.66E-06 1.27E-07 370851.00 3753800.00 1.32E-06 8.00E-07 5.15E-09 3.39E-10 1.73E-09 1.32E-10
370871.00 3753800.00 1.28E-03 7.80E-04 5.06E-06 3.33E-07 1.76E-06 1.34E-07 370871.00 3753800.00 1.34E-06 8.15E-07 5.29E-09 3.48E-10 1.83E-09 1.40E-10
370891.00 3753800.00 1.30E-03 7.93E-04 5.19E-06 3.42E-07 1.86E-06 1.42E-07 370891.00 3753800.00 1.35E-06 8.28E-07 5.42E-09 3.58E-10 1.94E-09 1.48E-10
370911.00 3753800.00 1.31E-03 8.05E-04 5.30E-06 3.49E-07 1.96E-06 1.50E-07 370911.00 3753800.00 1.37E-06 8.42E-07 5.53E-09 3.65E-10 2.05E-09 1.57E-10
370931.00 3753800.00 1.33E-03 8.14E-04 5.40E-06 3.56E-07 2.08E-06 1.59E-07 370931.00 3753800.00 1.39E-06 8.51E-07 5.65E-09 3.72E-10 2.17E-09 1.66E-10
370951.00 3753800.00 1.34E-03 8.20E-04 5.50E-06 3.62E-07 2.19E-06 1.67E-07 370951.00 3753800.00 1.40E-06 8.57E-07 5.75E-09 3.79E-10 2.29E-09 1.75E-10
370971.00 3753800.00 1.35E-03 8.22E-04 5.59E-06 3.68E-07 2.31E-06 1.77E-07 370971.00 3753800.00 1.41E-06 8.59E-07 5.84E-09 3.85E-10 2.42E-09 1.85E-10
370991.00 3753800.00 1.35E-03 8.21E-04 5.66E-06 3.73E-07 2.44E-06 1.86E-07 370991.00 3753800.00 1.41E-06 8.58E-07 5.91E-09 3.90E-10 2.55E-09 1.94E-10
371011.00 3753800.00 1.36E-03 8.19E-04 5.69E-06 3.75E-07 2.56E-06 1.95E-07 371011.00 3753800.00 1.42E-06 8.56E-07 5.94E-09 3.92E-10 2.67E-09 2.04E-10
371031.00 3753800.00 1.36E-03 8.10E-04 5.72E-06 3.77E-07 2.68E-06 2.05E-07 371031.00 3753800.00 1.42E-06 8.46E-07 5.98E-09 3.94E-10 2.80E-09 2.14E-10
371051.00 3753800.00 1.35E-03 7.94E-04 5.77E-06 3.80E-07 2.81E-06 2.15E-07 371051.00 3753800.00 1.41E-06 8.30E-07 6.03E-09 3.98E-10 2.94E-09 2.24E-10
371071.00 3753800.00 1.34E-03 7.72E-04 5.79E-06 3.82E-07 2.93E-06 2.24E-07 371071.00 3753800.00 1.40E-06 8.07E-07 6.06E-09 3.99E-10 3.06E-09 2.34E-10
371091.00 3753800.00 1.32E-03 7.51E-04 5.78E-06 3.81E-07 3.04E-06 2.32E-07 371091.00 3753800.00 1.38E-06 7.85E-07 6.04E-09 3.98E-10 3.18E-09 2.43E-10
371111.00 3753800.00 1.31E-03 7.25E-04 5.75E-06 3.79E-07 3.15E-06 2.40E-07 371111.00 3753800.00 1.37E-06 7.58E-07 6.01E-09 3.96E-10 3.29E-09 2.51E-10
371131.00 3753800.00 1.30E-03 7.05E-04 5.57E-06 3.67E-07 3.19E-06 2.44E-07 371131.00 3753800.00 1.36E-06 7.37E-07 5.83E-09 3.84E-10 3.33E-09 2.55E-10
371151.00 3753800.00 1.27E-03 6.74E-04 5.50E-06 3.62E-07 3.26E-06 2.49E-07 371151.00 3753800.00 1.33E-06 7.04E-07 5.74E-09 3.79E-10 3.40E-09 2.60E-10
371171.00 3753800.00 1.24E-03 6.39E-04 5.41E-06 3.57E-07 3.32E-06 2.53E-07 371171.00 3753800.00 1.30E-06 6.68E-07 5.65E-09 3.73E-10 3.47E-09 2.65E-10
371191.00 3753800.00 1.21E-03 6.04E-04 5.31E-06 3.50E-07 3.36E-06 2.57E-07 371191.00 3753800.00 1.26E-06 6.31E-07 5.55E-09 3.66E-10 3.51E-09 2.68E-10
371211.00 3753800.00 1.17E-03 5.68E-04 5.19E-06 3.42E-07 3.38E-06 2.58E-07 371211.00 3753800.00 1.23E-06 5.94E-07 5.43E-09 3.58E-10 3.54E-09 2.70E-10
371231.00 3753800.00 1.13E-03 5.33E-04 5.06E-06 3.34E-07 3.39E-06 2.59E-07 371231.00 3753800.00 1.18E-06 5.57E-07 5.29E-09 3.49E-10 3.54E-09 2.70E-10
371251.00 3753800.00 1.09E-03 4.98E-04 4.93E-06 3.25E-07 3.38E-06 2.58E-07 371251.00 3753800.00 1.14E-06 5.20E-07 5.15E-09 3.39E-10 3.53E-09 2.70E-10
371271.00 3753800.00 1.04E-03 4.65E-04 4.79E-06 3.15E-07 3.36E-06 2.57E-07 371271.00 3753800.00 1.09E-06 4.86E-07 5.00E-09 3.30E-10 3.51E-09 2.68E-10
371291.00 3753800.00 9.96E-04 4.34E-04 4.63E-06 3.05E-07 3.31E-06 2.53E-07 371291.00 3753800.00 1.04E-06 4.54E-07 4.83E-09 3.19E-10 3.46E-09 2.64E-10
371311.00 3753800.00 9.48E-04 4.05E-04 4.46E-06 2.94E-07 3.24E-06 2.48E-07 371311.00 3753800.00 9.91E-07 4.24E-07 4.66E-09 3.07E-10 3.39E-09 2.59E-10
371331.00 3753800.00 8.88E-04 3.73E-04 4.44E-06 2.92E-07 3.29E-06 2.51E-07 371331.00 3753800.00 9.28E-07 3.90E-07 4.64E-09 3.06E-10 3.44E-09 2.63E-10
371351.00 3753800.00 8.49E-04 3.54E-04 4.25E-06 2.80E-07 3.20E-06 2.45E-07 371351.00 3753800.00 8.87E-07 3.70E-07 4.44E-09 2.93E-10 3.35E-09 2.56E-10
371371.00 3753800.00 8.06E-04 3.34E-04 4.01E-06 2.64E-07 3.04E-06 2.32E-07 371371.00 3753800.00 8.43E-07 3.49E-07 4.19E-09 2.76E-10 3.17E-09 2.42E-10
371391.00 3753800.00 7.63E-04 3.16E-04 3.81E-06 2.51E-07 2.90E-06 2.21E-07 371391.00 3753800.00 7.97E-07 3.30E-07 3.98E-09 2.62E-10 3.03E-09 2.31E-10
371411.00 3753800.00 7.21E-04 2.98E-04 3.64E-06 2.40E-07 2.78E-06 2.12E-07 371411.00 3753800.00 7.53E-07 3.12E-07 3.80E-09 2.51E-10 2.90E-09 2.22E-10
371431.00 3753800.00 6.81E-04 2.83E-04 3.47E-06 2.29E-07 2.65E-06 2.03E-07 371431.00 3753800.00 7.12E-07 2.95E-07 3.62E-09 2.39E-10 2.77E-09 2.12E-10
371451.00 3753800.00 6.45E-04 2.68E-04 3.29E-06 2.17E-07 2.51E-06 1.92E-07 371451.00 3753800.00 6.74E-07 2.80E-07 3.44E-09 2.27E-10 2.63E-09 2.01E-10
371471.00 3753800.00 6.11E-04 2.54E-04 3.13E-06 2.06E-07 2.38E-06 1.82E-07 371471.00 3753800.00 6.38E-07 2.66E-07 3.27E-09 2.16E-10 2.49E-09 1.90E-10
371491.00 3753800.00 5.80E-04 2.42E-04 2.97E-06 1.96E-07 2.26E-06 1.72E-07 371491.00 3753800.00 6.06E-07 2.53E-07 3.11E-09 2.05E-10 2.36E-09 1.80E-10
371511.00 3753800.00 5.51E-04 2.29E-04 2.84E-06 1.87E-07 2.14E-06 1.63E-07 371511.00 3753800.00 5.76E-07 2.40E-07 2.97E-09 1.95E-10 2.24E-09 1.71E-10
371531.00 3753800.00 5.25E-04 2.18E-04 2.71E-06 1.79E-07 2.03E-06 1.55E-07 371531.00 3753800.00 5.48E-07 2.28E-07 2.83E-09 1.87E-10 2.13E-09 1.62E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371551.00 3753800.00 5.00E-04 2.07E-04 2.58E-06 1.70E-07 1.92E-06 1.46E-07 371551.00 3753800.00 5.23E-07 2.16E-07 2.70E-09 1.78E-10 2.00E-09 1.53E-10
371571.00 3753800.00 4.79E-04 1.97E-04 2.45E-06 1.61E-07 1.79E-06 1.37E-07 371571.00 3753800.00 5.00E-07 2.06E-07 2.56E-09 1.69E-10 1.88E-09 1.43E-10
371591.00 3753800.00 4.59E-04 1.88E-04 2.33E-06 1.53E-07 1.68E-06 1.28E-07 371591.00 3753800.00 4.80E-07 1.96E-07 2.43E-09 1.60E-10 1.76E-09 1.34E-10
371611.00 3753800.00 4.40E-04 1.79E-04 2.21E-06 1.46E-07 1.57E-06 1.20E-07 371611.00 3753800.00 4.60E-07 1.87E-07 2.31E-09 1.52E-10 1.64E-09 1.26E-10
371631.00 3753800.00 4.22E-04 1.71E-04 2.10E-06 1.38E-07 1.47E-06 1.12E-07 371631.00 3753800.00 4.42E-07 1.78E-07 2.20E-09 1.45E-10 1.54E-09 1.18E-10
371651.00 3753800.00 4.05E-04 1.63E-04 2.00E-06 1.32E-07 1.38E-06 1.05E-07 371651.00 3753800.00 4.23E-07 1.70E-07 2.09E-09 1.38E-10 1.44E-09 1.10E-10
371671.00 3753800.00 3.88E-04 1.56E-04 1.91E-06 1.26E-07 1.29E-06 9.88E-08 371671.00 3753800.00 4.06E-07 1.63E-07 1.99E-09 1.31E-10 1.35E-09 1.03E-10
371691.00 3753800.00 3.73E-04 1.49E-04 1.82E-06 1.20E-07 1.22E-06 9.28E-08 371691.00 3753800.00 3.89E-07 1.56E-07 1.90E-09 1.25E-10 1.27E-09 9.70E-11
371711.00 3753800.00 3.58E-04 1.44E-04 1.74E-06 1.15E-07 1.14E-06 8.74E-08 371711.00 3753800.00 3.74E-07 1.50E-07 1.82E-09 1.20E-10 1.20E-09 9.13E-11
371731.00 3753800.00 3.43E-04 1.38E-04 1.67E-06 1.10E-07 1.08E-06 8.24E-08 371731.00 3753800.00 3.59E-07 1.44E-07 1.74E-09 1.15E-10 1.13E-09 8.61E-11
371751.00 3753800.00 3.30E-04 1.33E-04 1.60E-06 1.05E-07 1.02E-06 7.78E-08 371751.00 3753800.00 3.44E-07 1.39E-07 1.67E-09 1.10E-10 1.07E-09 8.14E-11
371771.00 3753800.00 3.16E-04 1.29E-04 1.54E-06 1.01E-07 9.65E-07 7.37E-08 371771.00 3753800.00 3.31E-07 1.35E-07 1.61E-09 1.06E-10 1.01E-09 7.71E-11
371791.00 3753800.00 3.04E-04 1.25E-04 1.48E-06 9.75E-08 9.17E-07 7.00E-08 371791.00 3753800.00 3.18E-07 1.31E-07 1.55E-09 1.02E-10 9.58E-10 7.32E-11
371811.00 3753800.00 2.92E-04 1.21E-04 1.43E-06 9.40E-08 8.72E-07 6.66E-08 371811.00 3753800.00 3.06E-07 1.27E-07 1.49E-09 9.83E-11 9.12E-10 6.96E-11
371831.00 3753800.00 2.81E-04 1.18E-04 1.38E-06 9.08E-08 8.32E-07 6.35E-08 371831.00 3753800.00 2.94E-07 1.23E-07 1.44E-09 9.49E-11 8.69E-10 6.64E-11
370571.00 3753820.00 9.30E-04 5.20E-04 3.12E-06 2.06E-07 8.21E-07 6.27E-08 370571.00 3753820.00 9.72E-07 5.44E-07 3.26E-09 2.15E-10 8.58E-10 6.55E-11
370591.00 3753820.00 9.56E-04 5.39E-04 3.25E-06 2.14E-07 8.60E-07 6.57E-08 370591.00 3753820.00 9.99E-07 5.63E-07 3.40E-09 2.24E-10 8.99E-10 6.87E-11
370611.00 3753820.00 9.82E-04 5.56E-04 3.38E-06 2.23E-07 9.02E-07 6.89E-08 370611.00 3753820.00 1.03E-06 5.81E-07 3.54E-09 2.33E-10 9.42E-10 7.20E-11
370631.00 3753820.00 1.01E-03 5.75E-04 3.52E-06 2.32E-07 9.46E-07 7.23E-08 370631.00 3753820.00 1.05E-06 6.01E-07 3.68E-09 2.43E-10 9.89E-10 7.55E-11
370651.00 3753820.00 1.04E-03 5.95E-04 3.67E-06 2.42E-07 9.95E-07 7.60E-08 370651.00 3753820.00 1.08E-06 6.22E-07 3.84E-09 2.53E-10 1.04E-09 7.94E-11
370671.00 3753820.00 1.06E-03 6.16E-04 3.83E-06 2.52E-07 1.05E-06 8.00E-08 370671.00 3753820.00 1.11E-06 6.44E-07 4.00E-09 2.64E-10 1.09E-09 8.36E-11
370691.00 3753820.00 1.09E-03 6.38E-04 4.00E-06 2.63E-07 1.10E-06 8.44E-08 370691.00 3753820.00 1.14E-06 6.67E-07 4.18E-09 2.75E-10 1.15E-09 8.82E-11
370711.00 3753820.00 1.12E-03 6.59E-04 4.16E-06 2.74E-07 1.17E-06 8.90E-08 370711.00 3753820.00 1.17E-06 6.89E-07 4.35E-09 2.87E-10 1.22E-09 9.30E-11
370731.00 3753820.00 1.15E-03 6.81E-04 4.33E-06 2.86E-07 1.23E-06 9.40E-08 370731.00 3753820.00 1.20E-06 7.12E-07 4.53E-09 2.98E-10 1.29E-09 9.83E-11
370751.00 3753820.00 1.18E-03 7.04E-04 4.51E-06 2.97E-07 1.30E-06 9.94E-08 370751.00 3753820.00 1.24E-06 7.36E-07 4.71E-09 3.11E-10 1.36E-09 1.04E-10
370771.00 3753820.00 1.22E-03 7.34E-04 4.70E-06 3.10E-07 1.38E-06 1.06E-07 370771.00 3753820.00 1.28E-06 7.67E-07 4.91E-09 3.24E-10 1.44E-09 1.10E-10
370791.00 3753820.00 1.25E-03 7.58E-04 4.87E-06 3.21E-07 1.46E-06 1.12E-07 370791.00 3753820.00 1.31E-06 7.92E-07 5.09E-09 3.36E-10 1.53E-09 1.17E-10
370811.00 3753820.00 1.28E-03 7.80E-04 5.05E-06 3.33E-07 1.55E-06 1.19E-07 370811.00 3753820.00 1.34E-06 8.15E-07 5.27E-09 3.48E-10 1.62E-09 1.24E-10
370831.00 3753820.00 1.31E-03 8.02E-04 5.21E-06 3.44E-07 1.65E-06 1.26E-07 370831.00 3753820.00 1.37E-06 8.38E-07 5.45E-09 3.59E-10 1.72E-09 1.32E-10
370851.00 3753820.00 1.33E-03 8.23E-04 5.38E-06 3.55E-07 1.75E-06 1.34E-07 370851.00 3753820.00 1.39E-06 8.60E-07 5.62E-09 3.71E-10 1.83E-09 1.40E-10
370871.00 3753820.00 1.36E-03 8.42E-04 5.54E-06 3.65E-07 1.86E-06 1.42E-07 370871.00 3753820.00 1.42E-06 8.80E-07 5.79E-09 3.82E-10 1.94E-09 1.48E-10
370891.00 3753820.00 1.38E-03 8.59E-04 5.70E-06 3.76E-07 1.97E-06 1.51E-07 370891.00 3753820.00 1.44E-06 8.97E-07 5.96E-09 3.93E-10 2.06E-09 1.57E-10
370911.00 3753820.00 1.40E-03 8.78E-04 5.80E-06 3.82E-07 2.09E-06 1.60E-07 370911.00 3753820.00 1.47E-06 9.18E-07 6.06E-09 4.00E-10 2.18E-09 1.67E-10
370931.00 3753820.00 1.42E-03 8.88E-04 5.97E-06 3.94E-07 2.23E-06 1.70E-07 370931.00 3753820.00 1.48E-06 9.29E-07 6.24E-09 4.11E-10 2.33E-09 1.78E-10
370951.00 3753820.00 1.43E-03 8.98E-04 6.09E-06 4.02E-07 2.36E-06 1.80E-07 370951.00 3753820.00 1.50E-06 9.39E-07 6.37E-09 4.20E-10 2.47E-09 1.89E-10
370971.00 3753820.00 1.44E-03 9.03E-04 6.21E-06 4.09E-07 2.50E-06 1.91E-07 370971.00 3753820.00 1.51E-06 9.44E-07 6.49E-09 4.28E-10 2.62E-09 2.00E-10
370991.00 3753820.00 1.46E-03 9.09E-04 6.26E-06 4.13E-07 2.65E-06 2.02E-07 370991.00 3753820.00 1.52E-06 9.50E-07 6.54E-09 4.31E-10 2.77E-09 2.11E-10
371011.00 3753820.00 1.46E-03 9.06E-04 6.33E-06 4.17E-07 2.80E-06 2.14E-07 371011.00 3753820.00 1.53E-06 9.47E-07 6.62E-09 4.36E-10 2.93E-09 2.23E-10
371031.00 3753820.00 1.46E-03 8.99E-04 6.38E-06 4.21E-07 2.95E-06 2.25E-07 371031.00 3753820.00 1.53E-06 9.40E-07 6.67E-09 4.40E-10 3.09E-09 2.36E-10
371051.00 3753820.00 1.46E-03 8.84E-04 6.44E-06 4.24E-07 3.11E-06 2.37E-07 371051.00 3753820.00 1.53E-06 9.24E-07 6.73E-09 4.43E-10 3.25E-09 2.48E-10
371071.00 3753820.00 1.43E-03 8.48E-04 6.45E-06 4.25E-07 3.24E-06 2.47E-07 371071.00 3753820.00 1.50E-06 8.86E-07 6.74E-09 4.44E-10 3.38E-09 2.58E-10
371091.00 3753820.00 1.42E-03 8.27E-04 6.45E-06 4.25E-07 3.39E-06 2.59E-07 371091.00 3753820.00 1.49E-06 8.65E-07 6.74E-09 4.44E-10 3.54E-09 2.70E-10
371111.00 3753820.00 1.41E-03 8.02E-04 6.42E-06 4.23E-07 3.53E-06 2.69E-07 371111.00 3753820.00 1.47E-06 8.38E-07 6.72E-09 4.43E-10 3.69E-09 2.81E-10
371131.00 3753820.00 1.41E-03 7.86E-04 6.26E-06 4.13E-07 3.62E-06 2.76E-07 371131.00 3753820.00 1.47E-06 8.22E-07 6.55E-09 4.32E-10 3.78E-09 2.89E-10
371151.00 3753820.00 1.38E-03 7.52E-04 6.15E-06 4.05E-07 3.69E-06 2.82E-07 371151.00 3753820.00 1.45E-06 7.85E-07 6.43E-09 4.24E-10 3.86E-09 2.95E-10
371171.00 3753820.00 1.35E-03 7.12E-04 6.05E-06 3.99E-07 3.77E-06 2.88E-07 371171.00 3753820.00 1.41E-06 7.45E-07 6.33E-09 4.17E-10 3.95E-09 3.01E-10
371191.00 3753820.00 1.32E-03 6.72E-04 5.94E-06 3.91E-07 3.83E-06 2.93E-07 371191.00 3753820.00 1.38E-06 7.02E-07 6.20E-09 4.09E-10 4.01E-09 3.06E-10
371211.00 3753820.00 1.28E-03 6.30E-04 5.80E-06 3.82E-07 3.87E-06 2.96E-07 371211.00 3753820.00 1.34E-06 6.59E-07 6.06E-09 4.00E-10 4.05E-09 3.09E-10
371231.00 3753820.00 1.23E-03 5.89E-04 5.65E-06 3.73E-07 3.89E-06 2.97E-07 371231.00 3753820.00 1.29E-06 6.16E-07 5.91E-09 3.89E-10 4.06E-09 3.10E-10
371251.00 3753820.00 1.19E-03 5.49E-04 5.50E-06 3.62E-07 3.88E-06 2.97E-07 371251.00 3753820.00 1.24E-06 5.74E-07 5.75E-09 3.79E-10 4.06E-09 3.10E-10
371271.00 3753820.00 1.13E-03 5.12E-04 5.33E-06 3.51E-07 3.86E-06 2.95E-07 371271.00 3753820.00 1.19E-06 5.35E-07 5.57E-09 3.67E-10 4.03E-09 3.08E-10
371291.00 3753820.00 1.08E-03 4.76E-04 5.14E-06 3.39E-07 3.80E-06 2.90E-07 371291.00 3753820.00 1.13E-06 4.98E-07 5.38E-09 3.54E-10 3.97E-09 3.03E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371311.00 3753820.00 1.03E-03 4.44E-04 4.95E-06 3.26E-07 3.72E-06 2.84E-07 371311.00 3753820.00 1.08E-06 4.64E-07 5.17E-09 3.41E-10 3.89E-09 2.97E-10
371331.00 3753820.00 9.70E-04 4.11E-04 4.91E-06 3.24E-07 3.78E-06 2.88E-07 371331.00 3753820.00 1.01E-06 4.29E-07 5.13E-09 3.38E-10 3.95E-09 3.01E-10
371351.00 3753820.00 9.19E-04 3.85E-04 4.69E-06 3.09E-07 3.66E-06 2.79E-07 371351.00 3753820.00 9.60E-07 4.03E-07 4.91E-09 3.23E-10 3.82E-09 2.92E-10
371371.00 3753820.00 8.70E-04 3.63E-04 4.43E-06 2.92E-07 3.48E-06 2.65E-07 371371.00 3753820.00 9.10E-07 3.79E-07 4.63E-09 3.05E-10 3.63E-09 2.77E-10
371391.00 3753820.00 8.23E-04 3.42E-04 4.18E-06 2.76E-07 3.29E-06 2.51E-07 371391.00 3753820.00 8.60E-07 3.57E-07 4.37E-09 2.88E-10 3.44E-09 2.63E-10
371411.00 3753820.00 7.76E-04 3.23E-04 3.98E-06 2.62E-07 3.14E-06 2.40E-07 371411.00 3753820.00 8.11E-07 3.37E-07 4.16E-09 2.74E-10 3.28E-09 2.51E-10
371431.00 3753820.00 7.32E-04 3.05E-04 3.78E-06 2.49E-07 2.99E-06 2.28E-07 371431.00 3753820.00 7.65E-07 3.18E-07 3.95E-09 2.60E-10 3.12E-09 2.38E-10
371451.00 3753820.00 6.92E-04 2.88E-04 3.57E-06 2.36E-07 2.81E-06 2.15E-07 371451.00 3753820.00 7.23E-07 3.01E-07 3.74E-09 2.46E-10 2.94E-09 2.25E-10
371471.00 3753820.00 6.55E-04 2.73E-04 3.39E-06 2.23E-07 2.66E-06 2.03E-07 371471.00 3753820.00 6.84E-07 2.85E-07 3.54E-09 2.33E-10 2.78E-09 2.12E-10
371491.00 3753820.00 6.20E-04 2.58E-04 3.21E-06 2.12E-07 2.50E-06 1.91E-07 371491.00 3753820.00 6.48E-07 2.70E-07 3.36E-09 2.21E-10 2.61E-09 2.00E-10
371511.00 3753820.00 5.89E-04 2.45E-04 3.05E-06 2.01E-07 2.36E-06 1.80E-07 371511.00 3753820.00 6.16E-07 2.56E-07 3.19E-09 2.10E-10 2.47E-09 1.88E-10
371531.00 3753820.00 5.60E-04 2.32E-04 2.91E-06 1.92E-07 2.23E-06 1.70E-07 371531.00 3753820.00 5.85E-07 2.42E-07 3.04E-09 2.00E-10 2.33E-09 1.78E-10
371551.00 3753820.00 5.34E-04 2.20E-04 2.76E-06 1.82E-07 2.09E-06 1.59E-07 371551.00 3753820.00 5.58E-07 2.30E-07 2.88E-09 1.90E-10 2.18E-09 1.67E-10
371571.00 3753820.00 5.10E-04 2.09E-04 2.61E-06 1.72E-07 1.95E-06 1.49E-07 371571.00 3753820.00 5.33E-07 2.19E-07 2.73E-09 1.80E-10 2.04E-09 1.56E-10
371591.00 3753820.00 4.88E-04 1.99E-04 2.47E-06 1.63E-07 1.82E-06 1.39E-07 371591.00 3753820.00 5.10E-07 2.08E-07 2.58E-09 1.70E-10 1.90E-09 1.45E-10
371611.00 3753820.00 4.67E-04 1.89E-04 2.35E-06 1.55E-07 1.69E-06 1.29E-07 371611.00 3753820.00 4.88E-07 1.98E-07 2.45E-09 1.62E-10 1.77E-09 1.35E-10
371631.00 3753820.00 4.47E-04 1.81E-04 2.23E-06 1.47E-07 1.58E-06 1.21E-07 371631.00 3753820.00 4.68E-07 1.89E-07 2.33E-09 1.54E-10 1.65E-09 1.26E-10
371651.00 3753820.00 4.29E-04 1.73E-04 2.12E-06 1.40E-07 1.48E-06 1.13E-07 371651.00 3753820.00 4.48E-07 1.81E-07 2.22E-09 1.46E-10 1.55E-09 1.18E-10
371671.00 3753820.00 4.10E-04 1.66E-04 2.02E-06 1.33E-07 1.38E-06 1.06E-07 371671.00 3753820.00 4.29E-07 1.73E-07 2.11E-09 1.39E-10 1.45E-09 1.10E-10
371691.00 3753820.00 3.92E-04 1.59E-04 1.93E-06 1.27E-07 1.30E-06 9.91E-08 371691.00 3753820.00 4.10E-07 1.66E-07 2.01E-09 1.33E-10 1.36E-09 1.04E-10
371711.00 3753820.00 3.76E-04 1.53E-04 1.84E-06 1.21E-07 1.22E-06 9.31E-08 371711.00 3753820.00 3.93E-07 1.60E-07 1.93E-09 1.27E-10 1.27E-09 9.73E-11
371731.00 3753820.00 3.60E-04 1.47E-04 1.76E-06 1.16E-07 1.15E-06 8.78E-08 371731.00 3753820.00 3.77E-07 1.54E-07 1.84E-09 1.22E-10 1.20E-09 9.17E-11
371751.00 3753820.00 3.45E-04 1.42E-04 1.69E-06 1.12E-07 1.09E-06 8.29E-08 371751.00 3753820.00 3.61E-07 1.49E-07 1.77E-09 1.17E-10 1.13E-09 8.67E-11
371771.00 3753820.00 3.31E-04 1.38E-04 1.63E-06 1.07E-07 1.03E-06 7.86E-08 371771.00 3753820.00 3.46E-07 1.44E-07 1.70E-09 1.12E-10 1.08E-09 8.21E-11
371791.00 3753820.00 3.18E-04 1.34E-04 1.57E-06 1.03E-07 9.77E-07 7.46E-08 371791.00 3753820.00 3.32E-07 1.40E-07 1.64E-09 1.08E-10 1.02E-09 7.80E-11
371811.00 3753820.00 3.05E-04 1.30E-04 1.51E-06 9.96E-08 9.31E-07 7.11E-08 371811.00 3753820.00 3.19E-07 1.36E-07 1.58E-09 1.04E-10 9.73E-10 7.43E-11
371831.00 3753820.00 2.93E-04 1.27E-04 1.46E-06 9.62E-08 8.88E-07 6.78E-08 371831.00 3753820.00 3.06E-07 1.32E-07 1.53E-09 1.01E-10 9.28E-10 7.09E-11
370571.00 3753840.00 9.59E-04 5.40E-04 3.27E-06 2.16E-07 8.41E-07 6.42E-08 370571.00 3753840.00 1.00E-06 5.64E-07 3.42E-09 2.26E-10 8.79E-10 6.71E-11
370591.00 3753840.00 9.88E-04 5.60E-04 3.42E-06 2.25E-07 8.82E-07 6.74E-08 370591.00 3753840.00 1.03E-06 5.86E-07 3.58E-09 2.36E-10 9.22E-10 7.04E-11
370611.00 3753840.00 1.02E-03 5.80E-04 3.57E-06 2.35E-07 9.26E-07 7.07E-08 370611.00 3753840.00 1.06E-06 6.07E-07 3.73E-09 2.46E-10 9.68E-10 7.39E-11
370631.00 3753840.00 1.04E-03 6.01E-04 3.73E-06 2.46E-07 9.73E-07 7.43E-08 370631.00 3753840.00 1.09E-06 6.28E-07 3.90E-09 2.57E-10 1.02E-09 7.77E-11
370651.00 3753840.00 1.07E-03 6.20E-04 3.89E-06 2.56E-07 1.02E-06 7.81E-08 370651.00 3753840.00 1.12E-06 6.48E-07 4.07E-09 2.68E-10 1.07E-09 8.17E-11
370671.00 3753840.00 1.10E-03 6.44E-04 4.07E-06 2.68E-07 1.08E-06 8.24E-08 370671.00 3753840.00 1.15E-06 6.73E-07 4.25E-09 2.80E-10 1.13E-09 8.61E-11
370691.00 3753840.00 1.14E-03 6.69E-04 4.26E-06 2.81E-07 1.14E-06 8.70E-08 370691.00 3753840.00 1.19E-06 6.99E-07 4.45E-09 2.93E-10 1.19E-09 9.10E-11
370711.00 3753840.00 1.17E-03 6.94E-04 4.45E-06 2.93E-07 1.21E-06 9.21E-08 370711.00 3753840.00 1.23E-06 7.26E-07 4.65E-09 3.07E-10 1.26E-09 9.62E-11
370731.00 3753840.00 1.20E-03 7.19E-04 4.65E-06 3.06E-07 1.28E-06 9.74E-08 370731.00 3753840.00 1.26E-06 7.51E-07 4.86E-09 3.20E-10 1.33E-09 1.02E-10
370751.00 3753840.00 1.24E-03 7.45E-04 4.85E-06 3.20E-07 1.35E-06 1.03E-07 370751.00 3753840.00 1.29E-06 7.78E-07 5.07E-09 3.34E-10 1.41E-09 1.08E-10
370771.00 3753840.00 1.27E-03 7.74E-04 5.07E-06 3.34E-07 1.44E-06 1.10E-07 370771.00 3753840.00 1.33E-06 8.09E-07 5.30E-09 3.49E-10 1.50E-09 1.15E-10
370791.00 3753840.00 1.31E-03 8.02E-04 5.29E-06 3.49E-07 1.53E-06 1.17E-07 370791.00 3753840.00 1.37E-06 8.38E-07 5.53E-09 3.64E-10 1.59E-09 1.22E-10
370811.00 3753840.00 1.34E-03 8.29E-04 5.50E-06 3.63E-07 1.62E-06 1.24E-07 370811.00 3753840.00 1.40E-06 8.66E-07 5.75E-09 3.79E-10 1.70E-09 1.30E-10
370831.00 3753840.00 1.37E-03 8.55E-04 5.71E-06 3.77E-07 1.73E-06 1.32E-07 370831.00 3753840.00 1.44E-06 8.93E-07 5.97E-09 3.94E-10 1.81E-09 1.38E-10
370851.00 3753840.00 1.41E-03 8.81E-04 5.92E-06 3.90E-07 1.84E-06 1.41E-07 370851.00 3753840.00 1.47E-06 9.21E-07 6.19E-09 4.08E-10 1.92E-09 1.47E-10
370871.00 3753840.00 1.43E-03 9.05E-04 6.12E-06 4.03E-07 1.96E-06 1.50E-07 370871.00 3753840.00 1.50E-06 9.46E-07 6.40E-09 4.22E-10 2.05E-09 1.57E-10
370891.00 3753840.00 1.46E-03 9.28E-04 6.31E-06 4.16E-07 2.09E-06 1.60E-07 370891.00 3753840.00 1.53E-06 9.70E-07 6.60E-09 4.35E-10 2.19E-09 1.67E-10
370911.00 3753840.00 1.49E-03 9.51E-04 6.49E-06 4.28E-07 2.23E-06 1.71E-07 370911.00 3753840.00 1.56E-06 9.94E-07 6.78E-09 4.47E-10 2.34E-09 1.78E-10
370931.00 3753840.00 1.51E-03 9.70E-04 6.65E-06 4.38E-07 2.38E-06 1.82E-07 370931.00 3753840.00 1.58E-06 1.01E-06 6.95E-09 4.58E-10 2.49E-09 1.90E-10
370951.00 3753840.00 1.54E-03 9.86E-04 6.79E-06 4.48E-07 2.54E-06 1.94E-07 370951.00 3753840.00 1.61E-06 1.03E-06 7.10E-09 4.68E-10 2.66E-09 2.03E-10
370971.00 3753840.00 1.55E-03 9.95E-04 6.94E-06 4.58E-07 2.71E-06 2.07E-07 370971.00 3753840.00 1.62E-06 1.04E-06 7.26E-09 4.78E-10 2.83E-09 2.16E-10
370991.00 3753840.00 1.57E-03 1.01E-03 7.01E-06 4.62E-07 2.89E-06 2.20E-07 370991.00 3753840.00 1.64E-06 1.05E-06 7.32E-09 4.83E-10 3.02E-09 2.30E-10
371011.00 3753840.00 1.58E-03 1.01E-03 7.09E-06 4.67E-07 3.07E-06 2.34E-07 371011.00 3753840.00 1.65E-06 1.05E-06 7.41E-09 4.89E-10 3.21E-09 2.45E-10
371031.00 3753840.00 1.59E-03 1.00E-03 7.16E-06 4.72E-07 3.25E-06 2.49E-07 371031.00 3753840.00 1.66E-06 1.05E-06 7.48E-09 4.93E-10 3.40E-09 2.60E-10
371051.00 3753840.00 1.59E-03 9.91E-04 7.20E-06 4.75E-07 3.44E-06 2.63E-07 371051.00 3753840.00 1.66E-06 1.04E-06 7.53E-09 4.96E-10 3.60E-09 2.75E-10
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CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371071.00 3753840.00 1.54E-03 9.41E-04 7.23E-06 4.77E-07 3.60E-06 2.75E-07 371071.00 3753840.00 1.61E-06 9.84E-07 7.56E-09 4.98E-10 3.76E-09 2.87E-10
371091.00 3753840.00 1.54E-03 9.23E-04 7.25E-06 4.78E-07 3.79E-06 2.90E-07 371091.00 3753840.00 1.61E-06 9.65E-07 7.58E-09 4.99E-10 3.96E-09 3.03E-10
371111.00 3753840.00 1.53E-03 8.99E-04 7.23E-06 4.77E-07 3.98E-06 3.04E-07 371111.00 3753840.00 1.60E-06 9.40E-07 7.56E-09 4.98E-10 4.16E-09 3.18E-10
371131.00 3753840.00 1.54E-03 8.83E-04 7.07E-06 4.66E-07 4.12E-06 3.14E-07 371131.00 3753840.00 1.61E-06 9.23E-07 7.39E-09 4.87E-10 4.30E-09 3.28E-10
371151.00 3753840.00 1.51E-03 8.44E-04 6.93E-06 4.57E-07 4.22E-06 3.22E-07 371151.00 3753840.00 1.58E-06 8.82E-07 7.25E-09 4.78E-10 4.41E-09 3.37E-10
371171.00 3753840.00 1.48E-03 7.99E-04 6.82E-06 4.50E-07 4.33E-06 3.31E-07 371171.00 3753840.00 1.55E-06 8.35E-07 7.13E-09 4.70E-10 4.52E-09 3.46E-10
371191.00 3753840.00 1.44E-03 7.52E-04 6.68E-06 4.41E-07 4.41E-06 3.37E-07 371191.00 3753840.00 1.51E-06 7.86E-07 6.99E-09 4.61E-10 4.61E-09 3.52E-10
371211.00 3753840.00 1.40E-03 7.04E-04 6.53E-06 4.30E-07 4.47E-06 3.41E-07 371211.00 3753840.00 1.46E-06 7.36E-07 6.82E-09 4.50E-10 4.67E-09 3.57E-10
371231.00 3753840.00 1.35E-03 6.56E-04 6.36E-06 4.19E-07 4.50E-06 3.43E-07 371231.00 3753840.00 1.41E-06 6.86E-07 6.64E-09 4.38E-10 4.70E-09 3.59E-10
371251.00 3753840.00 1.29E-03 6.10E-04 6.17E-06 4.07E-07 4.50E-06 3.44E-07 371251.00 3753840.00 1.35E-06 6.37E-07 6.45E-09 4.25E-10 4.70E-09 3.59E-10
371271.00 3753840.00 1.24E-03 5.66E-04 5.98E-06 3.94E-07 4.47E-06 3.42E-07 371271.00 3753840.00 1.29E-06 5.91E-07 6.25E-09 4.12E-10 4.68E-09 3.57E-10
371291.00 3753840.00 1.18E-03 5.25E-04 5.76E-06 3.80E-07 4.41E-06 3.37E-07 371291.00 3753840.00 1.23E-06 5.49E-07 6.02E-09 3.97E-10 4.61E-09 3.52E-10
371311.00 3753840.00 1.12E-03 4.88E-04 5.53E-06 3.65E-07 4.31E-06 3.29E-07 371311.00 3753840.00 1.17E-06 5.10E-07 5.78E-09 3.81E-10 4.51E-09 3.44E-10
371331.00 3753840.00 1.06E-03 4.52E-04 5.44E-06 3.58E-07 4.34E-06 3.31E-07 371331.00 3753840.00 1.11E-06 4.72E-07 5.68E-09 3.75E-10 4.53E-09 3.46E-10
371351.00 3753840.00 9.99E-04 4.22E-04 5.20E-06 3.43E-07 4.20E-06 3.20E-07 371351.00 3753840.00 1.04E-06 4.41E-07 5.43E-09 3.58E-10 4.39E-09 3.35E-10
371371.00 3753840.00 9.44E-04 3.96E-04 4.90E-06 3.23E-07 3.98E-06 3.04E-07 371371.00 3753840.00 9.87E-07 4.14E-07 5.12E-09 3.37E-10 4.16E-09 3.17E-10
371391.00 3753840.00 8.90E-04 3.72E-04 4.62E-06 3.05E-07 3.77E-06 2.88E-07 371391.00 3753840.00 9.30E-07 3.88E-07 4.83E-09 3.19E-10 3.94E-09 3.01E-10
371411.00 3753840.00 8.38E-04 3.50E-04 4.38E-06 2.89E-07 3.57E-06 2.73E-07 371411.00 3753840.00 8.76E-07 3.65E-07 4.58E-09 3.02E-10 3.73E-09 2.85E-10
371431.00 3753840.00 7.89E-04 3.29E-04 4.15E-06 2.73E-07 3.38E-06 2.58E-07 371431.00 3753840.00 8.25E-07 3.44E-07 4.33E-09 2.86E-10 3.53E-09 2.70E-10
371451.00 3753840.00 7.45E-04 3.11E-04 3.91E-06 2.57E-07 3.17E-06 2.42E-07 371451.00 3753840.00 7.78E-07 3.25E-07 4.08E-09 2.69E-10 3.31E-09 2.53E-10
371471.00 3753840.00 7.03E-04 2.93E-04 3.68E-06 2.43E-07 2.97E-06 2.27E-07 371471.00 3753840.00 7.35E-07 3.07E-07 3.85E-09 2.54E-10 3.10E-09 2.37E-10
371491.00 3753840.00 6.66E-04 2.77E-04 3.48E-06 2.29E-07 2.78E-06 2.12E-07 371491.00 3753840.00 6.96E-07 2.90E-07 3.64E-09 2.40E-10 2.90E-09 2.22E-10
371511.00 3753840.00 6.31E-04 2.62E-04 3.30E-06 2.17E-07 2.61E-06 1.99E-07 371511.00 3753840.00 6.60E-07 2.74E-07 3.45E-09 2.27E-10 2.73E-09 2.08E-10
371531.00 3753840.00 6.00E-04 2.48E-04 3.12E-06 2.06E-07 2.44E-06 1.86E-07 371531.00 3753840.00 6.27E-07 2.59E-07 3.26E-09 2.15E-10 2.55E-09 1.95E-10
371551.00 3753840.00 5.71E-04 2.35E-04 2.95E-06 1.94E-07 2.27E-06 1.73E-07 371551.00 3753840.00 5.97E-07 2.46E-07 3.08E-09 2.03E-10 2.37E-09 1.81E-10
371571.00 3753840.00 5.44E-04 2.23E-04 2.79E-06 1.84E-07 2.11E-06 1.61E-07 371571.00 3753840.00 5.69E-07 2.33E-07 2.91E-09 1.92E-10 2.21E-09 1.69E-10
371591.00 3753840.00 5.20E-04 2.12E-04 2.64E-06 1.74E-07 1.97E-06 1.50E-07 371591.00 3753840.00 5.43E-07 2.22E-07 2.76E-09 1.82E-10 2.06E-09 1.57E-10
371611.00 3753840.00 4.96E-04 2.02E-04 2.51E-06 1.65E-07 1.83E-06 1.40E-07 371611.00 3753840.00 5.18E-07 2.11E-07 2.62E-09 1.73E-10 1.91E-09 1.46E-10
371631.00 3753840.00 4.74E-04 1.93E-04 2.38E-06 1.57E-07 1.70E-06 1.30E-07 371631.00 3753840.00 4.96E-07 2.02E-07 2.49E-09 1.64E-10 1.78E-09 1.36E-10
371651.00 3753840.00 4.53E-04 1.84E-04 2.26E-06 1.49E-07 1.59E-06 1.21E-07 371651.00 3753840.00 4.74E-07 1.93E-07 2.36E-09 1.56E-10 1.66E-09 1.27E-10
371671.00 3753840.00 4.33E-04 1.77E-04 2.15E-06 1.42E-07 1.49E-06 1.13E-07 371671.00 3753840.00 4.53E-07 1.85E-07 2.25E-09 1.48E-10 1.55E-09 1.19E-10
371691.00 3753840.00 4.15E-04 1.70E-04 2.05E-06 1.35E-07 1.39E-06 1.06E-07 371691.00 3753840.00 4.33E-07 1.78E-07 2.15E-09 1.41E-10 1.46E-09 1.11E-10
371711.00 3753840.00 3.96E-04 1.64E-04 1.96E-06 1.29E-07 1.31E-06 9.99E-08 371711.00 3753840.00 4.14E-07 1.72E-07 2.05E-09 1.35E-10 1.37E-09 1.04E-10
371731.00 3753840.00 3.79E-04 1.59E-04 1.88E-06 1.24E-07 1.23E-06 9.42E-08 371731.00 3753840.00 3.96E-07 1.66E-07 1.97E-09 1.30E-10 1.29E-09 9.84E-11
371751.00 3753840.00 3.62E-04 1.53E-04 1.80E-06 1.19E-07 1.17E-06 8.90E-08 371751.00 3753840.00 3.78E-07 1.60E-07 1.89E-09 1.24E-10 1.22E-09 9.30E-11
371771.00 3753840.00 3.47E-04 1.49E-04 1.74E-06 1.14E-07 1.11E-06 8.44E-08 371771.00 3753840.00 3.62E-07 1.56E-07 1.81E-09 1.20E-10 1.16E-09 8.82E-11
371791.00 3753840.00 3.32E-04 1.45E-04 1.67E-06 1.10E-07 1.05E-06 8.03E-08 371791.00 3753840.00 3.47E-07 1.52E-07 1.75E-09 1.15E-10 1.10E-09 8.39E-11
371811.00 3753840.00 3.18E-04 1.41E-04 1.61E-06 1.06E-07 1.00E-06 7.65E-08 371811.00 3753840.00 3.33E-07 1.48E-07 1.69E-09 1.11E-10 1.05E-09 8.00E-11
371831.00 3753840.00 3.05E-04 1.38E-04 1.56E-06 1.03E-07 9.58E-07 7.31E-08 371831.00 3753840.00 3.19E-07 1.44E-07 1.63E-09 1.07E-10 1.00E-09 7.64E-11
370571.00 3753860.00 9.87E-04 5.59E-04 3.44E-06 2.26E-07 8.61E-07 6.57E-08 370571.00 3753860.00 1.03E-06 5.85E-07 3.59E-09 2.37E-10 9.00E-10 6.87E-11
370591.00 3753860.00 1.02E-03 5.81E-04 3.60E-06 2.37E-07 9.04E-07 6.90E-08 370591.00 3753860.00 1.07E-06 6.08E-07 3.76E-09 2.48E-10 9.45E-10 7.22E-11
370611.00 3753860.00 1.05E-03 6.04E-04 3.77E-06 2.48E-07 9.51E-07 7.26E-08 370611.00 3753860.00 1.10E-06 6.32E-07 3.94E-09 2.60E-10 9.94E-10 7.59E-11
370631.00 3753860.00 1.08E-03 6.27E-04 3.95E-06 2.60E-07 1.00E-06 7.64E-08 370631.00 3753860.00 1.13E-06 6.55E-07 4.12E-09 2.72E-10 1.05E-09 7.98E-11
370651.00 3753860.00 1.12E-03 6.51E-04 4.14E-06 2.73E-07 1.05E-06 8.05E-08 370651.00 3753860.00 1.17E-06 6.81E-07 4.32E-09 2.85E-10 1.10E-09 8.42E-11
370671.00 3753860.00 1.15E-03 6.78E-04 4.34E-06 2.86E-07 1.11E-06 8.51E-08 370671.00 3753860.00 1.20E-06 7.09E-07 4.54E-09 2.99E-10 1.16E-09 8.89E-11
370691.00 3753860.00 1.19E-03 7.04E-04 4.55E-06 3.00E-07 1.18E-06 8.99E-08 370691.00 3753860.00 1.24E-06 7.36E-07 4.76E-09 3.13E-10 1.23E-09 9.40E-11
370711.00 3753860.00 1.22E-03 7.31E-04 4.77E-06 3.14E-07 1.25E-06 9.52E-08 370711.00 3753860.00 1.28E-06 7.64E-07 4.99E-09 3.29E-10 1.30E-09 9.95E-11
370731.00 3753860.00 1.26E-03 7.59E-04 5.00E-06 3.30E-07 1.32E-06 1.01E-07 370731.00 3753860.00 1.32E-06 7.94E-07 5.23E-09 3.44E-10 1.38E-09 1.05E-10
370751.00 3753860.00 1.30E-03 7.90E-04 5.24E-06 3.46E-07 1.40E-06 1.07E-07 370751.00 3753860.00 1.36E-06 8.25E-07 5.48E-09 3.61E-10 1.47E-09 1.12E-10
370771.00 3753860.00 1.34E-03 8.21E-04 5.49E-06 3.62E-07 1.49E-06 1.14E-07 370771.00 3753860.00 1.40E-06 8.58E-07 5.74E-09 3.78E-10 1.56E-09 1.19E-10
370791.00 3753860.00 1.38E-03 8.54E-04 5.75E-06 3.79E-07 1.59E-06 1.21E-07 370791.00 3753860.00 1.44E-06 8.93E-07 6.01E-09 3.96E-10 1.66E-09 1.27E-10
370811.00 3753860.00 1.41E-03 8.86E-04 6.00E-06 3.96E-07 1.70E-06 1.30E-07 370811.00 3753860.00 1.48E-06 9.26E-07 6.28E-09 4.14E-10 1.77E-09 1.35E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370831.00 3753860.00 1.45E-03 9.17E-04 6.26E-06 4.13E-07 1.81E-06 1.38E-07 370831.00 3753860.00 1.52E-06 9.58E-07 6.54E-09 4.31E-10 1.89E-09 1.45E-10
370851.00 3753860.00 1.49E-03 9.48E-04 6.52E-06 4.30E-07 1.94E-06 1.48E-07 370851.00 3753860.00 1.55E-06 9.90E-07 6.81E-09 4.49E-10 2.02E-09 1.55E-10
370871.00 3753860.00 1.52E-03 9.78E-04 6.77E-06 4.46E-07 2.07E-06 1.58E-07 370871.00 3753860.00 1.59E-06 1.02E-06 7.07E-09 4.66E-10 2.17E-09 1.65E-10
370891.00 3753860.00 1.56E-03 1.01E-03 7.01E-06 4.62E-07 2.22E-06 1.70E-07 370891.00 3753860.00 1.63E-06 1.05E-06 7.32E-09 4.83E-10 2.32E-09 1.77E-10
370911.00 3753860.00 1.59E-03 1.04E-03 7.23E-06 4.76E-07 2.38E-06 1.82E-07 370911.00 3753860.00 1.66E-06 1.08E-06 7.55E-09 4.98E-10 2.49E-09 1.90E-10
370931.00 3753860.00 1.62E-03 1.06E-03 7.44E-06 4.90E-07 2.55E-06 1.95E-07 370931.00 3753860.00 1.69E-06 1.11E-06 7.77E-09 5.12E-10 2.67E-09 2.04E-10
370951.00 3753860.00 1.65E-03 1.08E-03 7.63E-06 5.03E-07 2.74E-06 2.09E-07 370951.00 3753860.00 1.72E-06 1.13E-06 7.97E-09 5.25E-10 2.86E-09 2.19E-10
370971.00 3753860.00 1.67E-03 1.10E-03 7.81E-06 5.15E-07 2.94E-06 2.24E-07 370971.00 3753860.00 1.74E-06 1.15E-06 8.16E-09 5.38E-10 3.07E-09 2.34E-10
370991.00 3753860.00 1.69E-03 1.11E-03 7.94E-06 5.23E-07 3.15E-06 2.40E-07 370991.00 3753860.00 1.77E-06 1.16E-06 8.30E-09 5.47E-10 3.29E-09 2.51E-10
371011.00 3753860.00 1.71E-03 1.12E-03 8.01E-06 5.28E-07 3.37E-06 2.57E-07 371011.00 3753860.00 1.79E-06 1.17E-06 8.38E-09 5.52E-10 3.52E-09 2.69E-10
371031.00 3753860.00 1.72E-03 1.12E-03 8.09E-06 5.33E-07 3.60E-06 2.75E-07 371031.00 3753860.00 1.80E-06 1.17E-06 8.46E-09 5.57E-10 3.76E-09 2.87E-10
371051.00 3753860.00 1.72E-03 1.12E-03 8.14E-06 5.37E-07 3.83E-06 2.92E-07 371051.00 3753860.00 1.80E-06 1.17E-06 8.51E-09 5.61E-10 4.00E-09 3.06E-10
371071.00 3753860.00 1.72E-03 1.09E-03 8.23E-06 5.42E-07 4.08E-06 3.11E-07 371071.00 3753860.00 1.80E-06 1.14E-06 8.60E-09 5.67E-10 4.26E-09 3.25E-10
371091.00 3753860.00 1.70E-03 1.06E-03 8.26E-06 5.44E-07 4.31E-06 3.29E-07 371091.00 3753860.00 1.78E-06 1.11E-06 8.63E-09 5.69E-10 4.50E-09 3.44E-10
371111.00 3753860.00 1.68E-03 1.02E-03 8.23E-06 5.42E-07 4.53E-06 3.46E-07 371111.00 3753860.00 1.76E-06 1.07E-06 8.60E-09 5.67E-10 4.73E-09 3.61E-10
371131.00 3753860.00 1.68E-03 1.00E-03 8.02E-06 5.29E-07 4.70E-06 3.59E-07 371131.00 3753860.00 1.76E-06 1.05E-06 8.39E-09 5.53E-10 4.92E-09 3.76E-10
371151.00 3753860.00 1.66E-03 9.55E-04 7.88E-06 5.19E-07 4.86E-06 3.71E-07 371151.00 3753860.00 1.73E-06 9.99E-07 8.23E-09 5.43E-10 5.07E-09 3.88E-10
371171.00 3753860.00 1.62E-03 9.03E-04 7.75E-06 5.11E-07 5.01E-06 3.82E-07 371171.00 3753860.00 1.69E-06 9.44E-07 8.10E-09 5.34E-10 5.23E-09 4.00E-10
371191.00 3753860.00 1.58E-03 8.48E-04 7.59E-06 5.00E-07 5.13E-06 3.91E-07 371191.00 3753860.00 1.65E-06 8.87E-07 7.93E-09 5.23E-10 5.36E-09 4.09E-10
371211.00 3753860.00 1.53E-03 7.92E-04 7.41E-06 4.88E-07 5.21E-06 3.98E-07 371211.00 3753860.00 1.60E-06 8.28E-07 7.74E-09 5.10E-10 5.44E-09 4.16E-10
371231.00 3753860.00 1.48E-03 7.35E-04 7.22E-06 4.76E-07 5.26E-06 4.02E-07 371231.00 3753860.00 1.55E-06 7.69E-07 7.54E-09 4.97E-10 5.50E-09 4.20E-10
371251.00 3753860.00 1.42E-03 6.81E-04 7.00E-06 4.62E-07 5.28E-06 4.03E-07 371251.00 3753860.00 1.48E-06 7.12E-07 7.32E-09 4.82E-10 5.51E-09 4.21E-10
371271.00 3753860.00 1.36E-03 6.30E-04 6.77E-06 4.46E-07 5.25E-06 4.01E-07 371271.00 3753860.00 1.42E-06 6.58E-07 7.08E-09 4.66E-10 5.49E-09 4.19E-10
371291.00 3753860.00 1.29E-03 5.82E-04 6.52E-06 4.29E-07 5.17E-06 3.95E-07 371291.00 3753860.00 1.35E-06 6.08E-07 6.81E-09 4.49E-10 5.41E-09 4.13E-10
371311.00 3753860.00 1.23E-03 5.39E-04 6.24E-06 4.11E-07 5.05E-06 3.85E-07 371311.00 3753860.00 1.28E-06 5.63E-07 6.52E-09 4.30E-10 5.28E-09 4.03E-10
371331.00 3753860.00 1.16E-03 5.00E-04 5.99E-06 3.95E-07 4.93E-06 3.76E-07 371331.00 3753860.00 1.21E-06 5.22E-07 6.26E-09 4.12E-10 5.15E-09 3.93E-10
371351.00 3753860.00 1.09E-03 4.64E-04 5.73E-06 3.78E-07 4.78E-06 3.65E-07 371351.00 3753860.00 1.14E-06 4.85E-07 5.99E-09 3.95E-10 5.00E-09 3.82E-10
371371.00 3753860.00 1.03E-03 4.33E-04 5.44E-06 3.58E-07 4.57E-06 3.49E-07 371371.00 3753860.00 1.07E-06 4.53E-07 5.68E-09 3.75E-10 4.78E-09 3.65E-10
371391.00 3753860.00 9.66E-04 4.05E-04 5.15E-06 3.39E-07 4.35E-06 3.32E-07 371391.00 3753860.00 1.01E-06 4.24E-07 5.38E-09 3.55E-10 4.54E-09 3.47E-10
371411.00 3753860.00 9.08E-04 3.80E-04 4.87E-06 3.21E-07 4.11E-06 3.14E-07 371411.00 3753860.00 9.49E-07 3.97E-07 5.09E-09 3.35E-10 4.30E-09 3.28E-10
371431.00 3753860.00 8.54E-04 3.57E-04 4.58E-06 3.02E-07 3.85E-06 2.94E-07 371431.00 3753860.00 8.92E-07 3.73E-07 4.79E-09 3.15E-10 4.03E-09 3.08E-10
371451.00 3753860.00 8.04E-04 3.36E-04 4.29E-06 2.82E-07 3.58E-06 2.73E-07 371451.00 3753860.00 8.41E-07 3.51E-07 4.48E-09 2.95E-10 3.74E-09 2.86E-10
371471.00 3753860.00 7.58E-04 3.16E-04 4.03E-06 2.66E-07 3.34E-06 2.55E-07 371471.00 3753860.00 7.92E-07 3.30E-07 4.22E-09 2.78E-10 3.49E-09 2.67E-10
371491.00 3753860.00 7.16E-04 2.98E-04 3.79E-06 2.50E-07 3.11E-06 2.37E-07 371491.00 3753860.00 7.49E-07 3.11E-07 3.97E-09 2.61E-10 3.25E-09 2.48E-10
371511.00 3753860.00 6.78E-04 2.81E-04 3.57E-06 2.35E-07 2.88E-06 2.20E-07 371511.00 3753860.00 7.09E-07 2.94E-07 3.73E-09 2.46E-10 3.01E-09 2.30E-10
371531.00 3753860.00 6.43E-04 2.66E-04 3.36E-06 2.21E-07 2.67E-06 2.04E-07 371531.00 3753860.00 6.73E-07 2.78E-07 3.51E-09 2.31E-10 2.79E-09 2.13E-10
371551.00 3753860.00 6.12E-04 2.52E-04 3.17E-06 2.09E-07 2.48E-06 1.89E-07 371551.00 3753860.00 6.39E-07 2.63E-07 3.31E-09 2.18E-10 2.59E-09 1.98E-10
371571.00 3753860.00 5.82E-04 2.39E-04 2.99E-06 1.97E-07 2.30E-06 1.76E-07 371571.00 3753860.00 6.08E-07 2.50E-07 3.13E-09 2.06E-10 2.40E-09 1.84E-10
371591.00 3753860.00 5.55E-04 2.27E-04 2.84E-06 1.87E-07 2.14E-06 1.63E-07 371591.00 3753860.00 5.80E-07 2.38E-07 2.96E-09 1.95E-10 2.24E-09 1.71E-10
371611.00 3753860.00 5.28E-04 2.17E-04 2.70E-06 1.78E-07 1.99E-06 1.52E-07 371611.00 3753860.00 5.51E-07 2.26E-07 2.82E-09 1.86E-10 2.08E-09 1.59E-10
371631.00 3753860.00 5.03E-04 2.07E-04 2.56E-06 1.68E-07 1.85E-06 1.41E-07 371631.00 3753860.00 5.26E-07 2.17E-07 2.67E-09 1.76E-10 1.93E-09 1.47E-10
371651.00 3753860.00 4.80E-04 1.99E-04 2.43E-06 1.60E-07 1.72E-06 1.31E-07 371651.00 3753860.00 5.02E-07 2.08E-07 2.54E-09 1.67E-10 1.80E-09 1.37E-10
371671.00 3753860.00 4.58E-04 1.91E-04 2.31E-06 1.52E-07 1.61E-06 1.23E-07 371671.00 3753860.00 4.79E-07 2.00E-07 2.42E-09 1.59E-10 1.68E-09 1.28E-10
371691.00 3753860.00 4.37E-04 1.84E-04 2.21E-06 1.45E-07 1.50E-06 1.15E-07 371691.00 3753860.00 4.57E-07 1.93E-07 2.31E-09 1.52E-10 1.57E-09 1.20E-10
371711.00 3753860.00 4.18E-04 1.78E-04 2.11E-06 1.39E-07 1.42E-06 1.08E-07 371711.00 3753860.00 4.36E-07 1.86E-07 2.21E-09 1.45E-10 1.48E-09 1.13E-10
371731.00 3753860.00 3.98E-04 1.73E-04 2.02E-06 1.33E-07 1.34E-06 1.02E-07 371731.00 3753860.00 4.16E-07 1.81E-07 2.11E-09 1.39E-10 1.40E-09 1.07E-10
371751.00 3753860.00 3.80E-04 1.68E-04 1.94E-06 1.28E-07 1.26E-06 9.65E-08 371751.00 3753860.00 3.97E-07 1.75E-07 2.03E-09 1.34E-10 1.32E-09 1.01E-10
371771.00 3753860.00 3.63E-04 1.63E-04 1.87E-06 1.23E-07 1.20E-06 9.17E-08 371771.00 3753860.00 3.80E-07 1.71E-07 1.95E-09 1.29E-10 1.25E-09 9.58E-11
371791.00 3753860.00 3.48E-04 1.60E-04 1.80E-06 1.19E-07 1.14E-06 8.73E-08 371791.00 3753860.00 3.63E-07 1.67E-07 1.88E-09 1.24E-10 1.20E-09 9.13E-11
371811.00 3753860.00 3.33E-04 1.56E-04 1.74E-06 1.15E-07 1.09E-06 8.34E-08 371811.00 3753860.00 3.48E-07 1.63E-07 1.82E-09 1.20E-10 1.14E-09 8.72E-11
371831.00 3753860.00 3.19E-04 1.53E-04 1.68E-06 1.11E-07 1.05E-06 7.99E-08 371831.00 3753860.00 3.34E-07 1.60E-07 1.76E-09 1.16E-10 1.09E-09 8.35E-11
370571.00 3753880.00 1.02E-03 5.79E-04 3.60E-06 2.37E-07 8.81E-07 6.73E-08 370571.00 3753880.00 1.06E-06 6.05E-07 3.76E-09 2.48E-10 9.21E-10 7.03E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370591.00 3753880.00 1.05E-03 6.02E-04 3.78E-06 2.49E-07 9.26E-07 7.07E-08 370591.00 3753880.00 1.10E-06 6.30E-07 3.95E-09 2.60E-10 9.68E-10 7.39E-11
370611.00 3753880.00 1.08E-03 6.27E-04 3.97E-06 2.62E-07 9.75E-07 7.44E-08 370611.00 3753880.00 1.13E-06 6.55E-07 4.15E-09 2.73E-10 1.02E-09 7.78E-11
370631.00 3753880.00 1.12E-03 6.52E-04 4.17E-06 2.75E-07 1.03E-06 7.84E-08 370631.00 3753880.00 1.17E-06 6.81E-07 4.36E-09 2.87E-10 1.07E-09 8.20E-11
370651.00 3753880.00 1.16E-03 6.80E-04 4.39E-06 2.89E-07 1.08E-06 8.28E-08 370651.00 3753880.00 1.21E-06 7.11E-07 4.59E-09 3.02E-10 1.13E-09 8.65E-11
370671.00 3753880.00 1.20E-03 7.09E-04 4.62E-06 3.04E-07 1.15E-06 8.76E-08 370671.00 3753880.00 1.25E-06 7.41E-07 4.82E-09 3.18E-10 1.20E-09 9.15E-11
370691.00 3753880.00 1.23E-03 7.39E-04 4.86E-06 3.20E-07 1.21E-06 9.27E-08 370691.00 3753880.00 1.29E-06 7.72E-07 5.08E-09 3.35E-10 1.27E-09 9.69E-11
370711.00 3753880.00 1.27E-03 7.70E-04 5.11E-06 3.37E-07 1.29E-06 9.83E-08 370711.00 3753880.00 1.33E-06 8.05E-07 5.35E-09 3.52E-10 1.35E-09 1.03E-10
370731.00 3753880.00 1.32E-03 8.02E-04 5.38E-06 3.55E-07 1.37E-06 1.04E-07 370731.00 3753880.00 1.37E-06 8.39E-07 5.63E-09 3.71E-10 1.43E-09 1.09E-10
370751.00 3753880.00 1.36E-03 8.36E-04 5.67E-06 3.74E-07 1.45E-06 1.11E-07 370751.00 3753880.00 1.42E-06 8.74E-07 5.92E-09 3.90E-10 1.52E-09 1.16E-10
370771.00 3753880.00 1.40E-03 8.71E-04 5.96E-06 3.93E-07 1.55E-06 1.18E-07 370771.00 3753880.00 1.46E-06 9.11E-07 6.23E-09 4.11E-10 1.62E-09 1.24E-10
370791.00 3753880.00 1.44E-03 9.08E-04 6.26E-06 4.13E-07 1.66E-06 1.26E-07 370791.00 3753880.00 1.51E-06 9.49E-07 6.55E-09 4.32E-10 1.73E-09 1.32E-10
370811.00 3753880.00 1.49E-03 9.44E-04 6.58E-06 4.33E-07 1.77E-06 1.35E-07 370811.00 3753880.00 1.55E-06 9.87E-07 6.87E-09 4.53E-10 1.85E-09 1.41E-10
370831.00 3753880.00 1.53E-03 9.81E-04 6.89E-06 4.54E-07 1.90E-06 1.45E-07 370831.00 3753880.00 1.60E-06 1.03E-06 7.20E-09 4.75E-10 1.98E-09 1.51E-10
370851.00 3753880.00 1.57E-03 1.02E-03 7.21E-06 4.75E-07 2.03E-06 1.55E-07 370851.00 3753880.00 1.64E-06 1.06E-06 7.53E-09 4.96E-10 2.13E-09 1.62E-10
370871.00 3753880.00 1.61E-03 1.06E-03 7.52E-06 4.96E-07 2.19E-06 1.67E-07 370871.00 3753880.00 1.69E-06 1.10E-06 7.86E-09 5.18E-10 2.28E-09 1.74E-10
370891.00 3753880.00 1.66E-03 1.09E-03 7.82E-06 5.15E-07 2.35E-06 1.80E-07 370891.00 3753880.00 1.73E-06 1.14E-06 8.17E-09 5.38E-10 2.46E-09 1.88E-10
370911.00 3753880.00 1.70E-03 1.13E-03 8.10E-06 5.34E-07 2.53E-06 1.93E-07 370911.00 3753880.00 1.77E-06 1.18E-06 8.47E-09 5.58E-10 2.65E-09 2.02E-10
370931.00 3753880.00 1.73E-03 1.16E-03 8.38E-06 5.52E-07 2.73E-06 2.09E-07 370931.00 3753880.00 1.81E-06 1.21E-06 8.76E-09 5.77E-10 2.85E-09 2.18E-10
370951.00 3753880.00 1.77E-03 1.19E-03 8.63E-06 5.69E-07 2.95E-06 2.25E-07 370951.00 3753880.00 1.85E-06 1.25E-06 9.02E-09 5.94E-10 3.08E-09 2.35E-10
370971.00 3753880.00 1.79E-03 1.21E-03 8.86E-06 5.84E-07 3.18E-06 2.43E-07 370971.00 3753880.00 1.87E-06 1.27E-06 9.26E-09 6.10E-10 3.32E-09 2.54E-10
370991.00 3753880.00 1.82E-03 1.24E-03 9.04E-06 5.96E-07 3.43E-06 2.62E-07 370991.00 3753880.00 1.90E-06 1.29E-06 9.45E-09 6.23E-10 3.59E-09 2.74E-10
371011.00 3753880.00 1.85E-03 1.26E-03 9.10E-06 6.00E-07 3.70E-06 2.82E-07 371011.00 3753880.00 1.93E-06 1.32E-06 9.51E-09 6.27E-10 3.86E-09 2.95E-10
371031.00 3753880.00 1.87E-03 1.26E-03 9.22E-06 6.07E-07 3.98E-06 3.04E-07 371031.00 3753880.00 1.95E-06 1.32E-06 9.63E-09 6.35E-10 4.16E-09 3.18E-10
371051.00 3753880.00 1.88E-03 1.26E-03 9.28E-06 6.11E-07 4.27E-06 3.26E-07 371051.00 3753880.00 1.96E-06 1.32E-06 9.69E-09 6.39E-10 4.46E-09 3.40E-10
371071.00 3753880.00 1.87E-03 1.23E-03 9.45E-06 6.23E-07 4.58E-06 3.49E-07 371071.00 3753880.00 1.95E-06 1.29E-06 9.88E-09 6.51E-10 4.78E-09 3.65E-10
371091.00 3753880.00 1.85E-03 1.20E-03 9.44E-06 6.22E-07 4.87E-06 3.72E-07 371091.00 3753880.00 1.94E-06 1.25E-06 9.87E-09 6.51E-10 5.09E-09 3.89E-10
371111.00 3753880.00 1.84E-03 1.16E-03 9.40E-06 6.20E-07 5.16E-06 3.94E-07 371111.00 3753880.00 1.92E-06 1.21E-06 9.83E-09 6.48E-10 5.39E-09 4.12E-10
371131.00 3753880.00 1.85E-03 1.14E-03 9.18E-06 6.05E-07 5.41E-06 4.13E-07 371131.00 3753880.00 1.93E-06 1.19E-06 9.60E-09 6.33E-10 5.66E-09 4.32E-10
371151.00 3753880.00 1.82E-03 1.09E-03 9.02E-06 5.95E-07 5.63E-06 4.30E-07 371151.00 3753880.00 1.90E-06 1.14E-06 9.43E-09 6.22E-10 5.89E-09 4.50E-10
371171.00 3753880.00 1.78E-03 1.03E-03 8.88E-06 5.85E-07 5.84E-06 4.46E-07 371171.00 3753880.00 1.87E-06 1.08E-06 9.28E-09 6.12E-10 6.11E-09 4.67E-10
371191.00 3753880.00 1.74E-03 9.66E-04 8.65E-06 5.70E-07 5.98E-06 4.56E-07 371191.00 3753880.00 1.82E-06 1.01E-06 9.04E-09 5.96E-10 6.25E-09 4.77E-10
371211.00 3753880.00 1.69E-03 8.98E-04 8.48E-06 5.59E-07 6.13E-06 4.68E-07 371211.00 3753880.00 1.77E-06 9.39E-07 8.86E-09 5.84E-10 6.41E-09 4.89E-10
371231.00 3753880.00 1.63E-03 8.30E-04 8.30E-06 5.47E-07 6.25E-06 4.78E-07 371231.00 3753880.00 1.70E-06 8.67E-07 8.67E-09 5.72E-10 6.54E-09 4.99E-10
371251.00 3753880.00 1.57E-03 7.67E-04 7.98E-06 5.26E-07 6.22E-06 4.75E-07 371251.00 3753880.00 1.64E-06 8.01E-07 8.34E-09 5.50E-10 6.50E-09 4.97E-10
371271.00 3753880.00 1.50E-03 7.06E-04 7.71E-06 5.08E-07 6.20E-06 4.73E-07 371271.00 3753880.00 1.56E-06 7.38E-07 8.06E-09 5.31E-10 6.48E-09 4.95E-10
371291.00 3753880.00 1.42E-03 6.49E-04 7.42E-06 4.89E-07 6.12E-06 4.67E-07 371291.00 3753880.00 1.49E-06 6.79E-07 7.75E-09 5.11E-10 6.40E-09 4.89E-10
371311.00 3753880.00 1.35E-03 5.98E-04 7.12E-06 4.69E-07 6.00E-06 4.58E-07 371311.00 3753880.00 1.41E-06 6.25E-07 7.44E-09 4.91E-10 6.27E-09 4.79E-10
371331.00 3753880.00 1.27E-03 5.53E-04 6.77E-06 4.46E-07 5.80E-06 4.43E-07 371331.00 3753880.00 1.33E-06 5.78E-07 7.08E-09 4.67E-10 6.06E-09 4.63E-10
371351.00 3753880.00 1.20E-03 5.12E-04 6.46E-06 4.26E-07 5.60E-06 4.27E-07 371351.00 3753880.00 1.25E-06 5.36E-07 6.75E-09 4.45E-10 5.85E-09 4.47E-10
371371.00 3753880.00 1.12E-03 4.76E-04 6.12E-06 4.04E-07 5.34E-06 4.08E-07 371371.00 3753880.00 1.17E-06 4.98E-07 6.40E-09 4.22E-10 5.58E-09 4.26E-10
371391.00 3753880.00 1.05E-03 4.44E-04 5.78E-06 3.81E-07 5.06E-06 3.86E-07 371391.00 3753880.00 1.10E-06 4.64E-07 6.04E-09 3.98E-10 5.29E-09 4.04E-10
371411.00 3753880.00 9.87E-04 4.14E-04 5.45E-06 3.59E-07 4.76E-06 3.64E-07 371411.00 3753880.00 1.03E-06 4.33E-07 5.70E-09 3.76E-10 4.98E-09 3.80E-10
371431.00 3753880.00 9.27E-04 3.88E-04 5.10E-06 3.36E-07 4.44E-06 3.39E-07 371431.00 3753880.00 9.69E-07 4.05E-07 5.34E-09 3.52E-10 4.64E-09 3.54E-10
371451.00 3753880.00 8.71E-04 3.64E-04 4.77E-06 3.14E-07 4.10E-06 3.13E-07 371451.00 3753880.00 9.10E-07 3.80E-07 4.98E-09 3.29E-10 4.29E-09 3.28E-10
371471.00 3753880.00 8.20E-04 3.42E-04 4.45E-06 2.94E-07 3.79E-06 2.89E-07 371471.00 3753880.00 8.57E-07 3.57E-07 4.66E-09 3.07E-10 3.96E-09 3.02E-10
371491.00 3753880.00 7.73E-04 3.22E-04 4.16E-06 2.74E-07 3.49E-06 2.66E-07 371491.00 3753880.00 8.08E-07 3.36E-07 4.35E-09 2.87E-10 3.64E-09 2.78E-10
371511.00 3753880.00 7.31E-04 3.03E-04 3.89E-06 2.57E-07 3.21E-06 2.45E-07 371511.00 3753880.00 7.64E-07 3.17E-07 4.07E-09 2.68E-10 3.35E-09 2.56E-10
371531.00 3753880.00 6.92E-04 2.87E-04 3.65E-06 2.41E-07 2.95E-06 2.25E-07 371531.00 3753880.00 7.23E-07 3.00E-07 3.82E-09 2.52E-10 3.08E-09 2.35E-10
371551.00 3753880.00 6.56E-04 2.72E-04 3.44E-06 2.27E-07 2.73E-06 2.08E-07 371551.00 3753880.00 6.86E-07 2.84E-07 3.60E-09 2.37E-10 2.85E-09 2.18E-10
371571.00 3753880.00 6.23E-04 2.58E-04 3.25E-06 2.14E-07 2.52E-06 1.93E-07 371571.00 3753880.00 6.52E-07 2.70E-07 3.40E-09 2.24E-10 2.64E-09 2.01E-10
371591.00 3753880.00 5.92E-04 2.46E-04 3.08E-06 2.03E-07 2.35E-06 1.79E-07 371591.00 3753880.00 6.19E-07 2.57E-07 3.22E-09 2.12E-10 2.45E-09 1.87E-10
371611.00 3753880.00 5.62E-04 2.35E-04 2.93E-06 1.93E-07 2.17E-06 1.66E-07 371611.00 3753880.00 5.87E-07 2.45E-07 3.06E-09 2.02E-10 2.27E-09 1.74E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371631.00 3753880.00 5.35E-04 2.25E-04 2.77E-06 1.83E-07 2.02E-06 1.54E-07 371631.00 3753880.00 5.59E-07 2.35E-07 2.90E-09 1.91E-10 2.11E-09 1.61E-10
371651.00 3753880.00 5.10E-04 2.17E-04 2.63E-06 1.73E-07 1.88E-06 1.43E-07 371651.00 3753880.00 5.33E-07 2.27E-07 2.75E-09 1.81E-10 1.96E-09 1.50E-10
371671.00 3753880.00 4.85E-04 2.09E-04 2.51E-06 1.65E-07 1.75E-06 1.34E-07 371671.00 3753880.00 5.07E-07 2.19E-07 2.62E-09 1.73E-10 1.83E-09 1.40E-10
371691.00 3753880.00 4.62E-04 2.03E-04 2.39E-06 1.58E-07 1.64E-06 1.26E-07 371691.00 3753880.00 4.83E-07 2.12E-07 2.50E-09 1.65E-10 1.72E-09 1.31E-10
371711.00 3753880.00 4.40E-04 1.97E-04 2.29E-06 1.51E-07 1.55E-06 1.18E-07 371711.00 3753880.00 4.60E-07 2.05E-07 2.40E-09 1.58E-10 1.62E-09 1.24E-10
371731.00 3753880.00 4.19E-04 1.91E-04 2.20E-06 1.45E-07 1.46E-06 1.12E-07 371731.00 3753880.00 4.38E-07 2.00E-07 2.30E-09 1.52E-10 1.53E-09 1.17E-10
371751.00 3753880.00 4.00E-04 1.86E-04 2.11E-06 1.39E-07 1.39E-06 1.06E-07 371751.00 3753880.00 4.18E-07 1.95E-07 2.21E-09 1.46E-10 1.45E-09 1.11E-10
371771.00 3753880.00 3.82E-04 1.82E-04 2.04E-06 1.34E-07 1.32E-06 1.01E-07 371771.00 3753880.00 3.99E-07 1.90E-07 2.13E-09 1.40E-10 1.38E-09 1.06E-10
371791.00 3753880.00 3.66E-04 1.78E-04 1.97E-06 1.30E-07 1.26E-06 9.65E-08 371791.00 3753880.00 3.82E-07 1.86E-07 2.05E-09 1.35E-10 1.32E-09 1.01E-10
371811.00 3753880.00 3.50E-04 1.75E-04 1.90E-06 1.25E-07 1.21E-06 9.24E-08 371811.00 3753880.00 3.66E-07 1.83E-07 1.99E-09 1.31E-10 1.26E-09 9.65E-11
371831.00 3753880.00 3.35E-04 1.71E-04 1.84E-06 1.21E-07 1.16E-06 8.86E-08 371831.00 3753880.00 3.50E-07 1.79E-07 1.92E-09 1.27E-10 1.21E-09 9.26E-11
370571.00 3753900.00 1.04E-03 5.98E-04 3.77E-06 2.49E-07 9.01E-07 6.88E-08 370571.00 3753900.00 1.09E-06 6.25E-07 3.94E-09 2.60E-10 9.42E-10 7.19E-11
370591.00 3753900.00 1.08E-03 6.23E-04 3.97E-06 2.62E-07 9.48E-07 7.24E-08 370591.00 3753900.00 1.13E-06 6.51E-07 4.15E-09 2.74E-10 9.91E-10 7.57E-11
370611.00 3753900.00 1.12E-03 6.49E-04 4.18E-06 2.76E-07 9.99E-07 7.63E-08 370611.00 3753900.00 1.17E-06 6.79E-07 4.37E-09 2.88E-10 1.04E-09 7.97E-11
370631.00 3753900.00 1.15E-03 6.77E-04 4.41E-06 2.90E-07 1.05E-06 8.05E-08 370631.00 3753900.00 1.21E-06 7.08E-07 4.61E-09 3.04E-10 1.10E-09 8.41E-11
370651.00 3753900.00 1.20E-03 7.10E-04 4.65E-06 3.06E-07 1.11E-06 8.51E-08 370651.00 3753900.00 1.25E-06 7.42E-07 4.86E-09 3.20E-10 1.16E-09 8.89E-11
370671.00 3753900.00 1.24E-03 7.42E-04 4.90E-06 3.23E-07 1.18E-06 9.01E-08 370671.00 3753900.00 1.30E-06 7.76E-07 5.12E-09 3.37E-10 1.23E-09 9.41E-11
370691.00 3753900.00 1.28E-03 7.75E-04 5.18E-06 3.41E-07 1.25E-06 9.55E-08 370691.00 3753900.00 1.34E-06 8.10E-07 5.41E-09 3.57E-10 1.31E-09 9.98E-11
370711.00 3753900.00 1.33E-03 8.10E-04 5.47E-06 3.61E-07 1.33E-06 1.01E-07 370711.00 3753900.00 1.39E-06 8.46E-07 5.72E-09 3.77E-10 1.39E-09 1.06E-10
370731.00 3753900.00 1.37E-03 8.46E-04 5.79E-06 3.82E-07 1.41E-06 1.08E-07 370731.00 3753900.00 1.43E-06 8.84E-07 6.05E-09 3.99E-10 1.48E-09 1.13E-10
370751.00 3753900.00 1.42E-03 8.83E-04 6.13E-06 4.04E-07 1.51E-06 1.15E-07 370751.00 3753900.00 1.48E-06 9.23E-07 6.40E-09 4.22E-10 1.57E-09 1.20E-10
370771.00 3753900.00 1.47E-03 9.23E-04 6.48E-06 4.27E-07 1.61E-06 1.23E-07 370771.00 3753900.00 1.53E-06 9.64E-07 6.77E-09 4.46E-10 1.68E-09 1.28E-10
370791.00 3753900.00 1.52E-03 9.64E-04 6.84E-06 4.51E-07 1.72E-06 1.31E-07 370791.00 3753900.00 1.58E-06 1.01E-06 7.15E-09 4.71E-10 1.80E-09 1.37E-10
370811.00 3753900.00 1.56E-03 1.01E-03 7.22E-06 4.76E-07 1.85E-06 1.41E-07 370811.00 3753900.00 1.64E-06 1.05E-06 7.55E-09 4.97E-10 1.93E-09 1.47E-10
370831.00 3753900.00 1.61E-03 1.05E-03 7.61E-06 5.02E-07 1.98E-06 1.51E-07 370831.00 3753900.00 1.69E-06 1.10E-06 7.95E-09 5.24E-10 2.07E-09 1.58E-10
370851.00 3753900.00 1.66E-03 1.10E-03 8.01E-06 5.28E-07 2.13E-06 1.63E-07 370851.00 3753900.00 1.74E-06 1.14E-06 8.37E-09 5.52E-10 2.23E-09 1.70E-10
370871.00 3753900.00 1.71E-03 1.14E-03 8.40E-06 5.53E-07 2.30E-06 1.76E-07 370871.00 3753900.00 1.79E-06 1.19E-06 8.78E-09 5.78E-10 2.41E-09 1.84E-10
370891.00 3753900.00 1.76E-03 1.19E-03 8.79E-06 5.79E-07 2.49E-06 1.90E-07 370891.00 3753900.00 1.84E-06 1.24E-06 9.18E-09 6.05E-10 2.60E-09 1.99E-10
370911.00 3753900.00 1.81E-03 1.23E-03 9.16E-06 6.04E-07 2.69E-06 2.06E-07 370911.00 3753900.00 1.89E-06 1.29E-06 9.57E-09 6.31E-10 2.81E-09 2.15E-10
370931.00 3753900.00 1.85E-03 1.27E-03 9.52E-06 6.27E-07 2.92E-06 2.23E-07 370931.00 3753900.00 1.94E-06 1.33E-06 9.95E-09 6.55E-10 3.05E-09 2.33E-10
370951.00 3753900.00 1.89E-03 1.31E-03 9.84E-06 6.49E-07 3.17E-06 2.42E-07 370951.00 3753900.00 1.98E-06 1.37E-06 1.03E-08 6.78E-10 3.31E-09 2.53E-10
370971.00 3753900.00 1.93E-03 1.34E-03 1.01E-05 6.68E-07 3.44E-06 2.63E-07 370971.00 3753900.00 2.02E-06 1.41E-06 1.06E-08 6.98E-10 3.59E-09 2.74E-10
370991.00 3753900.00 1.98E-03 1.39E-03 1.03E-05 6.77E-07 3.74E-06 2.86E-07 370991.00 3753900.00 2.07E-06 1.45E-06 1.07E-08 7.07E-10 3.91E-09 2.99E-10
371011.00 3753900.00 2.01E-03 1.41E-03 1.05E-05 6.89E-07 4.06E-06 3.10E-07 371011.00 3753900.00 2.10E-06 1.48E-06 1.09E-08 7.20E-10 4.24E-09 3.24E-10
371031.00 3753900.00 2.03E-03 1.43E-03 1.06E-05 6.99E-07 4.41E-06 3.37E-07 371031.00 3753900.00 2.12E-06 1.49E-06 1.11E-08 7.31E-10 4.61E-09 3.52E-10
371051.00 3753900.00 2.05E-03 1.43E-03 1.08E-05 7.09E-07 4.78E-06 3.65E-07 371051.00 3753900.00 2.14E-06 1.50E-06 1.13E-08 7.42E-10 5.00E-09 3.82E-10
371071.00 3753900.00 2.01E-03 1.37E-03 1.08E-05 7.12E-07 5.10E-06 3.90E-07 371071.00 3753900.00 2.10E-06 1.43E-06 1.13E-08 7.45E-10 5.33E-09 4.07E-10
371091.00 3753900.00 2.02E-03 1.36E-03 1.09E-05 7.16E-07 5.51E-06 4.21E-07 371091.00 3753900.00 2.11E-06 1.42E-06 1.14E-08 7.48E-10 5.76E-09 4.40E-10
371111.00 3753900.00 2.02E-03 1.33E-03 1.09E-05 7.16E-07 5.93E-06 4.53E-07 371111.00 3753900.00 2.11E-06 1.39E-06 1.14E-08 7.49E-10 6.19E-09 4.73E-10
371131.00 3753900.00 2.03E-03 1.32E-03 1.06E-05 7.02E-07 6.30E-06 4.81E-07 371131.00 3753900.00 2.13E-06 1.38E-06 1.11E-08 7.33E-10 6.58E-09 5.03E-10
371151.00 3753900.00 2.01E-03 1.26E-03 1.05E-05 6.89E-07 6.60E-06 5.04E-07 371151.00 3753900.00 2.10E-06 1.31E-06 1.09E-08 7.20E-10 6.90E-09 5.27E-10
371171.00 3753900.00 1.97E-03 1.19E-03 1.03E-05 6.78E-07 6.90E-06 5.27E-07 371171.00 3753900.00 2.06E-06 1.24E-06 1.07E-08 7.09E-10 7.21E-09 5.50E-10
371191.00 3753900.00 1.93E-03 1.11E-03 1.01E-05 6.64E-07 7.14E-06 5.45E-07 371191.00 3753900.00 2.01E-06 1.16E-06 1.05E-08 6.94E-10 7.47E-09 5.70E-10
371211.00 3753900.00 1.87E-03 1.03E-03 9.84E-06 6.48E-07 7.33E-06 5.60E-07 371211.00 3753900.00 1.95E-06 1.07E-06 1.03E-08 6.78E-10 7.66E-09 5.85E-10
371231.00 3753900.00 1.80E-03 9.46E-04 9.59E-06 6.32E-07 7.48E-06 5.71E-07 371231.00 3753900.00 1.88E-06 9.89E-07 1.00E-08 6.61E-10 7.82E-09 5.97E-10
371251.00 3753900.00 1.73E-03 8.71E-04 9.19E-06 6.05E-07 7.43E-06 5.67E-07 371251.00 3753900.00 1.81E-06 9.10E-07 9.60E-09 6.33E-10 7.77E-09 5.93E-10
371271.00 3753900.00 1.65E-03 7.97E-04 8.87E-06 5.84E-07 7.41E-06 5.66E-07 371271.00 3753900.00 1.73E-06 8.33E-07 9.27E-09 6.11E-10 7.74E-09 5.91E-10
371291.00 3753900.00 1.57E-03 7.30E-04 8.53E-06 5.62E-07 7.32E-06 5.59E-07 371291.00 3753900.00 1.64E-06 7.63E-07 8.92E-09 5.88E-10 7.65E-09 5.85E-10
371311.00 3753900.00 1.48E-03 6.69E-04 8.23E-06 5.42E-07 7.23E-06 5.52E-07 371311.00 3753900.00 1.55E-06 6.99E-07 8.60E-09 5.67E-10 7.55E-09 5.77E-10
371331.00 3753900.00 1.40E-03 6.16E-04 7.78E-06 5.13E-07 6.93E-06 5.30E-07 371331.00 3753900.00 1.46E-06 6.44E-07 8.13E-09 5.36E-10 7.25E-09 5.54E-10
371351.00 3753900.00 1.32E-03 5.68E-04 7.38E-06 4.86E-07 6.64E-06 5.07E-07 371351.00 3753900.00 1.37E-06 5.94E-07 7.71E-09 5.08E-10 6.94E-09 5.30E-10
371371.00 3753900.00 1.23E-03 5.26E-04 6.97E-06 4.59E-07 6.31E-06 4.82E-07 371371.00 3753900.00 1.29E-06 5.50E-07 7.29E-09 4.80E-10 6.60E-09 5.04E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371391.00 3753900.00 1.15E-03 4.88E-04 6.56E-06 4.32E-07 5.95E-06 4.54E-07 371391.00 3753900.00 1.21E-06 5.10E-07 6.86E-09 4.52E-10 6.22E-09 4.75E-10
371411.00 3753900.00 1.08E-03 4.54E-04 6.16E-06 4.06E-07 5.56E-06 4.25E-07 371411.00 3753900.00 1.13E-06 4.75E-07 6.44E-09 4.24E-10 5.82E-09 4.44E-10
371431.00 3753900.00 1.01E-03 4.24E-04 5.75E-06 3.79E-07 5.15E-06 3.93E-07 371431.00 3753900.00 1.06E-06 4.43E-07 6.01E-09 3.96E-10 5.38E-09 4.11E-10
371451.00 3753900.00 9.46E-04 3.96E-04 5.36E-06 3.53E-07 4.74E-06 3.62E-07 371451.00 3753900.00 9.89E-07 4.14E-07 5.60E-09 3.69E-10 4.95E-09 3.78E-10
371471.00 3753900.00 8.89E-04 3.71E-04 4.97E-06 3.28E-07 4.33E-06 3.31E-07 371471.00 3753900.00 9.29E-07 3.88E-07 5.20E-09 3.42E-10 4.52E-09 3.46E-10
371491.00 3753900.00 8.37E-04 3.49E-04 4.61E-06 3.04E-07 3.94E-06 3.01E-07 371491.00 3753900.00 8.75E-07 3.65E-07 4.82E-09 3.18E-10 4.12E-09 3.14E-10
371511.00 3753900.00 7.89E-04 3.30E-04 4.29E-06 2.83E-07 3.59E-06 2.74E-07 371511.00 3753900.00 8.25E-07 3.44E-07 4.49E-09 2.96E-10 3.75E-09 2.86E-10
371531.00 3753900.00 7.46E-04 3.12E-04 4.00E-06 2.64E-07 3.28E-06 2.50E-07 371531.00 3753900.00 7.80E-07 3.26E-07 4.19E-09 2.76E-10 3.42E-09 2.61E-10
371551.00 3753900.00 7.06E-04 2.96E-04 3.77E-06 2.48E-07 3.02E-06 2.30E-07 371551.00 3753900.00 7.38E-07 3.10E-07 3.94E-09 2.60E-10 3.15E-09 2.41E-10
371571.00 3753900.00 6.69E-04 2.82E-04 3.55E-06 2.34E-07 2.78E-06 2.12E-07 371571.00 3753900.00 6.99E-07 2.95E-07 3.71E-09 2.45E-10 2.91E-09 2.22E-10
371591.00 3753900.00 6.34E-04 2.70E-04 3.37E-06 2.22E-07 2.59E-06 1.97E-07 371591.00 3753900.00 6.63E-07 2.82E-07 3.52E-09 2.32E-10 2.70E-09 2.06E-10
371611.00 3753900.00 6.00E-04 2.58E-04 3.21E-06 2.12E-07 2.40E-06 1.83E-07 371611.00 3753900.00 6.27E-07 2.70E-07 3.36E-09 2.21E-10 2.51E-09 1.92E-10
371631.00 3753900.00 5.70E-04 2.49E-04 3.04E-06 2.00E-07 2.23E-06 1.70E-07 371631.00 3753900.00 5.96E-07 2.60E-07 3.18E-09 2.10E-10 2.33E-09 1.78E-10
371651.00 3753900.00 5.42E-04 2.41E-04 2.89E-06 1.90E-07 2.07E-06 1.58E-07 371651.00 3753900.00 5.66E-07 2.52E-07 3.02E-09 1.99E-10 2.17E-09 1.66E-10
371671.00 3753900.00 5.15E-04 2.33E-04 2.75E-06 1.82E-07 1.94E-06 1.48E-07 371671.00 3753900.00 5.38E-07 2.44E-07 2.88E-09 1.90E-10 2.03E-09 1.55E-10
371691.00 3753900.00 4.90E-04 2.27E-04 2.63E-06 1.74E-07 1.83E-06 1.39E-07 371691.00 3753900.00 5.12E-07 2.37E-07 2.75E-09 1.81E-10 1.91E-09 1.46E-10
371711.00 3753900.00 4.65E-04 2.21E-04 2.52E-06 1.66E-07 1.72E-06 1.32E-07 371711.00 3753900.00 4.86E-07 2.31E-07 2.64E-09 1.74E-10 1.80E-09 1.38E-10
371731.00 3753900.00 4.42E-04 2.15E-04 2.42E-06 1.60E-07 1.63E-06 1.25E-07 371731.00 3753900.00 4.62E-07 2.25E-07 2.53E-09 1.67E-10 1.71E-09 1.30E-10
371751.00 3753900.00 4.21E-04 2.11E-04 2.33E-06 1.54E-07 1.56E-06 1.19E-07 371751.00 3753900.00 4.40E-07 2.20E-07 2.44E-09 1.61E-10 1.63E-09 1.24E-10
371771.00 3753900.00 4.02E-04 2.06E-04 2.25E-06 1.48E-07 1.48E-06 1.13E-07 371771.00 3753900.00 4.20E-07 2.16E-07 2.35E-09 1.55E-10 1.55E-09 1.18E-10
371791.00 3753900.00 3.85E-04 2.02E-04 2.17E-06 1.43E-07 1.42E-06 1.08E-07 371791.00 3753900.00 4.02E-07 2.12E-07 2.27E-09 1.50E-10 1.48E-09 1.13E-10
371811.00 3753900.00 3.68E-04 1.99E-04 2.10E-06 1.38E-07 1.36E-06 1.04E-07 371811.00 3753900.00 3.85E-07 2.08E-07 2.19E-09 1.45E-10 1.42E-09 1.09E-10
371831.00 3753900.00 3.53E-04 1.95E-04 2.03E-06 1.34E-07 1.31E-06 1.00E-07 371831.00 3753900.00 3.69E-07 2.04E-07 2.12E-09 1.40E-10 1.37E-09 1.05E-10
370571.00 3753920.00 1.07E-03 6.17E-04 3.95E-06 2.61E-07 9.22E-07 7.04E-08 370571.00 3753920.00 1.12E-06 6.45E-07 4.13E-09 2.72E-10 9.63E-10 7.36E-11
370591.00 3753920.00 1.11E-03 6.44E-04 4.17E-06 2.75E-07 9.70E-07 7.41E-08 370591.00 3753920.00 1.16E-06 6.74E-07 4.36E-09 2.87E-10 1.01E-09 7.75E-11
370611.00 3753920.00 1.15E-03 6.73E-04 4.40E-06 2.90E-07 1.02E-06 7.81E-08 370611.00 3753920.00 1.20E-06 7.04E-07 4.60E-09 3.03E-10 1.07E-09 8.17E-11
370631.00 3753920.00 1.19E-03 7.04E-04 4.65E-06 3.07E-07 1.08E-06 8.25E-08 370631.00 3753920.00 1.24E-06 7.36E-07 4.87E-09 3.21E-10 1.13E-09 8.63E-11
370651.00 3753920.00 1.24E-03 7.38E-04 4.92E-06 3.24E-07 1.14E-06 8.73E-08 370651.00 3753920.00 1.29E-06 7.72E-07 5.14E-09 3.39E-10 1.20E-09 9.13E-11
370671.00 3753920.00 1.28E-03 7.73E-04 5.21E-06 3.43E-07 1.21E-06 9.25E-08 370671.00 3753920.00 1.34E-06 8.08E-07 5.44E-09 3.59E-10 1.27E-09 9.67E-11
370691.00 3753920.00 1.33E-03 8.10E-04 5.52E-06 3.64E-07 1.29E-06 9.83E-08 370691.00 3753920.00 1.39E-06 8.46E-07 5.77E-09 3.80E-10 1.34E-09 1.03E-10
370711.00 3753920.00 1.38E-03 8.49E-04 5.86E-06 3.86E-07 1.37E-06 1.05E-07 370711.00 3753920.00 1.44E-06 8.87E-07 6.12E-09 4.04E-10 1.43E-09 1.09E-10
370731.00 3753920.00 1.43E-03 8.89E-04 6.23E-06 4.10E-07 1.46E-06 1.11E-07 370731.00 3753920.00 1.49E-06 9.29E-07 6.51E-09 4.29E-10 1.53E-09 1.16E-10
370751.00 3753920.00 1.48E-03 9.32E-04 6.62E-06 4.36E-07 1.56E-06 1.19E-07 370751.00 3753920.00 1.55E-06 9.74E-07 6.92E-09 4.56E-10 1.63E-09 1.24E-10
370771.00 3753920.00 1.53E-03 9.75E-04 7.05E-06 4.65E-07 1.67E-06 1.27E-07 370771.00 3753920.00 1.60E-06 1.02E-06 7.37E-09 4.86E-10 1.74E-09 1.33E-10
370791.00 3753920.00 1.59E-03 1.02E-03 7.49E-06 4.94E-07 1.79E-06 1.37E-07 370791.00 3753920.00 1.66E-06 1.07E-06 7.83E-09 5.16E-10 1.87E-09 1.43E-10
370811.00 3753920.00 1.64E-03 1.07E-03 7.96E-06 5.25E-07 1.92E-06 1.47E-07 370811.00 3753920.00 1.72E-06 1.12E-06 8.32E-09 5.48E-10 2.01E-09 1.53E-10
370831.00 3753920.00 1.70E-03 1.12E-03 8.44E-06 5.57E-07 2.07E-06 1.58E-07 370831.00 3753920.00 1.78E-06 1.17E-06 8.83E-09 5.82E-10 2.16E-09 1.65E-10
370851.00 3753920.00 1.76E-03 1.18E-03 8.95E-06 5.90E-07 2.24E-06 1.71E-07 370851.00 3753920.00 1.84E-06 1.23E-06 9.35E-09 6.16E-10 2.34E-09 1.79E-10
370871.00 3753920.00 1.81E-03 1.23E-03 9.45E-06 6.23E-07 2.42E-06 1.85E-07 370871.00 3753920.00 1.89E-06 1.28E-06 9.88E-09 6.51E-10 2.53E-09 1.93E-10
370891.00 3753920.00 1.87E-03 1.28E-03 9.95E-06 6.56E-07 2.63E-06 2.01E-07 370891.00 3753920.00 1.95E-06 1.34E-06 1.04E-08 6.86E-10 2.75E-09 2.10E-10
370911.00 3753920.00 1.93E-03 1.34E-03 1.04E-05 6.88E-07 2.86E-06 2.18E-07 370911.00 3753920.00 2.01E-06 1.40E-06 1.09E-08 7.19E-10 2.99E-09 2.28E-10
370931.00 3753920.00 1.98E-03 1.39E-03 1.09E-05 7.19E-07 3.11E-06 2.38E-07 370931.00 3753920.00 2.07E-06 1.46E-06 1.14E-08 7.51E-10 3.25E-09 2.48E-10
370951.00 3753920.00 2.03E-03 1.45E-03 1.13E-05 7.47E-07 3.40E-06 2.60E-07 370951.00 3753920.00 2.12E-06 1.51E-06 1.19E-08 7.81E-10 3.55E-09 2.71E-10
370971.00 3753920.00 2.08E-03 1.49E-03 1.17E-05 7.73E-07 3.71E-06 2.84E-07 370971.00 3753920.00 2.17E-06 1.56E-06 1.23E-08 8.07E-10 3.88E-09 2.97E-10
370991.00 3753920.00 2.14E-03 1.56E-03 1.19E-05 7.83E-07 4.07E-06 3.11E-07 370991.00 3753920.00 2.24E-06 1.63E-06 1.24E-08 8.18E-10 4.26E-09 3.25E-10
371011.00 3753920.00 2.18E-03 1.59E-03 1.21E-05 8.00E-07 4.46E-06 3.41E-07 371011.00 3753920.00 2.28E-06 1.67E-06 1.27E-08 8.36E-10 4.66E-09 3.56E-10
371031.00 3753920.00 2.21E-03 1.62E-03 1.23E-05 8.14E-07 4.89E-06 3.73E-07 371031.00 3753920.00 2.31E-06 1.70E-06 1.29E-08 8.51E-10 5.11E-09 3.90E-10
371051.00 3753920.00 2.24E-03 1.64E-03 1.25E-05 8.22E-07 5.34E-06 4.08E-07 371051.00 3753920.00 2.34E-06 1.71E-06 1.30E-08 8.59E-10 5.59E-09 4.27E-10
371071.00 3753920.00 2.20E-03 1.57E-03 1.26E-05 8.32E-07 5.77E-06 4.41E-07 371071.00 3753920.00 2.30E-06 1.65E-06 1.32E-08 8.69E-10 6.03E-09 4.61E-10
371091.00 3753920.00 2.22E-03 1.57E-03 1.27E-05 8.37E-07 6.31E-06 4.82E-07 371091.00 3753920.00 2.32E-06 1.64E-06 1.33E-08 8.75E-10 6.59E-09 5.03E-10
371111.00 3753920.00 2.23E-03 1.55E-03 1.27E-05 8.38E-07 6.85E-06 5.23E-07 371111.00 3753920.00 2.33E-06 1.62E-06 1.33E-08 8.75E-10 7.16E-09 5.47E-10
371131.00 3753920.00 2.25E-03 1.53E-03 1.25E-05 8.22E-07 7.37E-06 5.63E-07 371131.00 3753920.00 2.35E-06 1.60E-06 1.30E-08 8.59E-10 7.71E-09 5.89E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371151.00 3753920.00 2.23E-03 1.47E-03 1.22E-05 8.05E-07 7.79E-06 5.95E-07 371151.00 3753920.00 2.33E-06 1.53E-06 1.28E-08 8.42E-10 8.14E-09 6.22E-10
371171.00 3753920.00 2.19E-03 1.38E-03 1.21E-05 7.95E-07 8.23E-06 6.29E-07 371171.00 3753920.00 2.29E-06 1.44E-06 1.26E-08 8.31E-10 8.61E-09 6.57E-10
371191.00 3753920.00 2.14E-03 1.29E-03 1.18E-05 7.80E-07 8.61E-06 6.57E-07 371191.00 3753920.00 2.24E-06 1.34E-06 1.24E-08 8.15E-10 9.00E-09 6.87E-10
371211.00 3753920.00 2.08E-03 1.19E-03 1.16E-05 7.62E-07 8.89E-06 6.79E-07 371211.00 3753920.00 2.17E-06 1.24E-06 1.21E-08 7.96E-10 9.29E-09 7.09E-10
371231.00 3753920.00 2.01E-03 1.09E-03 1.12E-05 7.41E-07 9.08E-06 6.93E-07 371231.00 3753920.00 2.10E-06 1.14E-06 1.17E-08 7.74E-10 9.49E-09 7.24E-10
371251.00 3753920.00 1.93E-03 9.98E-04 1.07E-05 7.06E-07 9.00E-06 6.88E-07 371251.00 3753920.00 2.02E-06 1.04E-06 1.12E-08 7.38E-10 9.41E-09 7.19E-10
371271.00 3753920.00 1.84E-03 9.08E-04 1.04E-05 6.86E-07 9.06E-06 6.92E-07 371271.00 3753920.00 1.92E-06 9.49E-07 1.09E-08 7.17E-10 9.47E-09 7.23E-10
371291.00 3753920.00 1.74E-03 8.22E-04 1.02E-05 6.76E-07 9.22E-06 7.04E-07 371291.00 3753920.00 1.82E-06 8.59E-07 1.07E-08 7.06E-10 9.64E-09 7.36E-10
371311.00 3753920.00 1.65E-03 7.52E-04 9.67E-06 6.37E-07 8.86E-06 6.77E-07 371311.00 3753920.00 1.72E-06 7.86E-07 1.01E-08 6.66E-10 9.26E-09 7.07E-10
371331.00 3753920.00 1.55E-03 6.90E-04 9.11E-06 6.00E-07 8.46E-06 6.46E-07 371331.00 3753920.00 1.62E-06 7.21E-07 9.52E-09 6.27E-10 8.84E-09 6.75E-10
371351.00 3753920.00 1.45E-03 6.33E-04 8.61E-06 5.68E-07 8.07E-06 6.17E-07 371351.00 3753920.00 1.52E-06 6.62E-07 9.00E-09 5.93E-10 8.44E-09 6.44E-10
371371.00 3753920.00 1.36E-03 5.83E-04 8.11E-06 5.34E-07 7.62E-06 5.82E-07 371371.00 3753920.00 1.42E-06 6.10E-07 8.47E-09 5.58E-10 7.97E-09 6.09E-10
371391.00 3753920.00 1.27E-03 5.39E-04 7.60E-06 5.01E-07 7.13E-06 5.45E-07 371391.00 3753920.00 1.32E-06 5.63E-07 7.94E-09 5.23E-10 7.46E-09 5.69E-10
371411.00 3753920.00 1.18E-03 5.00E-04 7.09E-06 4.67E-07 6.61E-06 5.05E-07 371411.00 3753920.00 1.24E-06 5.22E-07 7.41E-09 4.88E-10 6.91E-09 5.27E-10
371431.00 3753920.00 1.10E-03 4.65E-04 6.57E-06 4.33E-07 6.06E-06 4.62E-07 371431.00 3753920.00 1.15E-06 4.86E-07 6.87E-09 4.53E-10 6.33E-09 4.83E-10
371451.00 3753920.00 1.03E-03 4.34E-04 6.07E-06 4.00E-07 5.50E-06 4.20E-07 371451.00 3753920.00 1.08E-06 4.54E-07 6.34E-09 4.18E-10 5.75E-09 4.39E-10
371471.00 3753920.00 9.68E-04 4.07E-04 5.60E-06 3.69E-07 4.97E-06 3.80E-07 371471.00 3753920.00 1.01E-06 4.26E-07 5.85E-09 3.86E-10 5.20E-09 3.97E-10
371491.00 3753920.00 9.09E-04 3.83E-04 5.17E-06 3.41E-07 4.49E-06 3.43E-07 371491.00 3753920.00 9.50E-07 4.01E-07 5.41E-09 3.56E-10 4.70E-09 3.59E-10
371511.00 3753920.00 8.55E-04 3.62E-04 4.80E-06 3.16E-07 4.07E-06 3.11E-07 371511.00 3753920.00 8.94E-07 3.79E-07 5.01E-09 3.30E-10 4.25E-09 3.25E-10
371531.00 3753920.00 8.06E-04 3.44E-04 4.46E-06 2.94E-07 3.69E-06 2.82E-07 371531.00 3753920.00 8.43E-07 3.60E-07 4.67E-09 3.08E-10 3.86E-09 2.94E-10
371551.00 3753920.00 7.61E-04 3.28E-04 4.18E-06 2.76E-07 3.37E-06 2.57E-07 371551.00 3753920.00 7.96E-07 3.43E-07 4.37E-09 2.88E-10 3.52E-09 2.69E-10
371571.00 3753920.00 7.20E-04 3.14E-04 3.94E-06 2.60E-07 3.10E-06 2.37E-07 371571.00 3753920.00 7.52E-07 3.28E-07 4.12E-09 2.71E-10 3.24E-09 2.48E-10
371591.00 3753920.00 6.81E-04 3.02E-04 3.71E-06 2.45E-07 2.86E-06 2.18E-07 371591.00 3753920.00 7.12E-07 3.15E-07 3.88E-09 2.56E-10 2.99E-09 2.28E-10
371611.00 3753920.00 6.43E-04 2.90E-04 3.57E-06 2.35E-07 2.69E-06 2.05E-07 371611.00 3753920.00 6.72E-07 3.04E-07 3.73E-09 2.46E-10 2.81E-09 2.15E-10
371631.00 3753920.00 6.09E-04 2.81E-04 3.39E-06 2.23E-07 2.50E-06 1.91E-07 371631.00 3753920.00 6.36E-07 2.94E-07 3.54E-09 2.33E-10 2.61E-09 2.00E-10
371651.00 3753920.00 5.77E-04 2.73E-04 3.22E-06 2.12E-07 2.33E-06 1.78E-07 371651.00 3753920.00 6.03E-07 2.85E-07 3.37E-09 2.22E-10 2.44E-09 1.86E-10
371671.00 3753920.00 5.47E-04 2.66E-04 3.08E-06 2.03E-07 2.19E-06 1.67E-07 371671.00 3753920.00 5.71E-07 2.78E-07 3.22E-09 2.12E-10 2.29E-09 1.75E-10
371691.00 3753920.00 5.18E-04 2.59E-04 2.94E-06 1.94E-07 2.07E-06 1.58E-07 371691.00 3753920.00 5.42E-07 2.71E-07 3.08E-09 2.03E-10 2.16E-09 1.65E-10
371711.00 3753920.00 4.92E-04 2.53E-04 2.82E-06 1.86E-07 1.96E-06 1.50E-07 371711.00 3753920.00 5.14E-07 2.64E-07 2.95E-09 1.95E-10 2.05E-09 1.56E-10
371731.00 3753920.00 4.68E-04 2.48E-04 2.71E-06 1.79E-07 1.86E-06 1.42E-07 371731.00 3753920.00 4.89E-07 2.59E-07 2.84E-09 1.87E-10 1.95E-09 1.49E-10
371751.00 3753920.00 4.45E-04 2.42E-04 2.61E-06 1.72E-07 1.78E-06 1.36E-07 371751.00 3753920.00 4.65E-07 2.53E-07 2.73E-09 1.80E-10 1.86E-09 1.42E-10
371771.00 3753920.00 4.25E-04 2.38E-04 2.52E-06 1.66E-07 1.70E-06 1.30E-07 371771.00 3753920.00 4.44E-07 2.49E-07 2.63E-09 1.74E-10 1.78E-09 1.36E-10
371791.00 3753920.00 4.06E-04 2.34E-04 2.43E-06 1.60E-07 1.63E-06 1.24E-07 371791.00 3753920.00 4.25E-07 2.44E-07 2.54E-09 1.68E-10 1.70E-09 1.30E-10
371811.00 3753920.00 3.89E-04 2.30E-04 2.35E-06 1.55E-07 1.57E-06 1.20E-07 371811.00 3753920.00 4.07E-07 2.40E-07 2.46E-09 1.62E-10 1.64E-09 1.25E-10
371831.00 3753920.00 3.74E-04 2.26E-04 2.27E-06 1.50E-07 1.51E-06 1.15E-07 371831.00 3753920.00 3.90E-07 2.36E-07 2.38E-09 1.57E-10 1.57E-09 1.20E-10
370571.00 3753940.00 1.10E-03 6.36E-04 4.14E-06 2.73E-07 9.42E-07 7.20E-08 370571.00 3753940.00 1.15E-06 6.64E-07 4.33E-09 2.85E-10 9.85E-10 7.52E-11
370591.00 3753940.00 1.14E-03 6.65E-04 4.38E-06 2.89E-07 9.93E-07 7.58E-08 370591.00 3753940.00 1.19E-06 6.95E-07 4.58E-09 3.02E-10 1.04E-09 7.93E-11
370611.00 3753940.00 1.18E-03 6.97E-04 4.63E-06 3.05E-07 1.05E-06 8.01E-08 370611.00 3753940.00 1.23E-06 7.28E-07 4.84E-09 3.19E-10 1.10E-09 8.37E-11
370631.00 3753940.00 1.23E-03 7.30E-04 4.91E-06 3.24E-07 1.11E-06 8.46E-08 370631.00 3753940.00 1.28E-06 7.63E-07 5.13E-09 3.38E-10 1.16E-09 8.85E-11
370651.00 3753940.00 1.27E-03 7.66E-04 5.21E-06 3.43E-07 1.17E-06 8.96E-08 370651.00 3753940.00 1.33E-06 8.01E-07 5.44E-09 3.59E-10 1.23E-09 9.37E-11
370671.00 3753940.00 1.32E-03 8.04E-04 5.54E-06 3.65E-07 1.24E-06 9.51E-08 370671.00 3753940.00 1.38E-06 8.41E-07 5.79E-09 3.81E-10 1.30E-09 9.94E-11
370691.00 3753940.00 1.37E-03 8.45E-04 5.89E-06 3.88E-07 1.32E-06 1.01E-07 370691.00 3753940.00 1.44E-06 8.83E-07 6.15E-09 4.06E-10 1.38E-09 1.06E-10
370711.00 3753940.00 1.43E-03 8.88E-04 6.28E-06 4.14E-07 1.41E-06 1.08E-07 370711.00 3753940.00 1.49E-06 9.28E-07 6.56E-09 4.32E-10 1.47E-09 1.12E-10
370731.00 3753940.00 1.48E-03 9.33E-04 6.70E-06 4.42E-07 1.50E-06 1.15E-07 370731.00 3753940.00 1.55E-06 9.75E-07 7.00E-09 4.62E-10 1.57E-09 1.20E-10
370751.00 3753940.00 1.54E-03 9.82E-04 7.16E-06 4.72E-07 1.61E-06 1.23E-07 370751.00 3753940.00 1.61E-06 1.03E-06 7.48E-09 4.93E-10 1.68E-09 1.28E-10
370771.00 3753940.00 1.60E-03 1.03E-03 7.68E-06 5.06E-07 1.73E-06 1.32E-07 370771.00 3753940.00 1.67E-06 1.08E-06 8.02E-09 5.29E-10 1.81E-09 1.38E-10
370791.00 3753940.00 1.66E-03 1.08E-03 8.22E-06 5.42E-07 1.86E-06 1.42E-07 370791.00 3753940.00 1.74E-06 1.13E-06 8.59E-09 5.66E-10 1.94E-09 1.48E-10
370811.00 3753940.00 1.73E-03 1.14E-03 8.77E-06 5.78E-07 2.00E-06 1.53E-07 370811.00 3753940.00 1.80E-06 1.19E-06 9.17E-09 6.04E-10 2.09E-09 1.60E-10
370831.00 3753940.00 1.79E-03 1.20E-03 9.37E-06 6.18E-07 2.16E-06 1.65E-07 370831.00 3753940.00 1.87E-06 1.26E-06 9.79E-09 6.45E-10 2.26E-09 1.73E-10
370851.00 3753940.00 1.85E-03 1.26E-03 1.01E-05 6.63E-07 2.34E-06 1.79E-07 370851.00 3753940.00 1.94E-06 1.32E-06 1.05E-08 6.93E-10 2.45E-09 1.87E-10
370871.00 3753940.00 1.92E-03 1.32E-03 1.07E-05 7.06E-07 2.54E-06 1.94E-07 370871.00 3753940.00 2.00E-06 1.38E-06 1.12E-08 7.38E-10 2.66E-09 2.03E-10
370891.00 3753940.00 1.98E-03 1.39E-03 1.14E-05 7.50E-07 2.77E-06 2.11E-07 370891.00 3753940.00 2.07E-06 1.45E-06 1.19E-08 7.84E-10 2.89E-09 2.21E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370911.00 3753940.00 2.05E-03 1.46E-03 1.20E-05 7.93E-07 3.02E-06 2.31E-07 370911.00 3753940.00 2.14E-06 1.52E-06 1.26E-08 8.28E-10 3.16E-09 2.41E-10
370931.00 3753940.00 2.12E-03 1.53E-03 1.26E-05 8.34E-07 3.31E-06 2.53E-07 370931.00 3753940.00 2.21E-06 1.59E-06 1.32E-08 8.71E-10 3.46E-09 2.65E-10
370951.00 3753940.00 2.18E-03 1.59E-03 1.32E-05 8.72E-07 3.64E-06 2.78E-07 370951.00 3753940.00 2.28E-06 1.66E-06 1.38E-08 9.11E-10 3.81E-09 2.91E-10
370971.00 3753940.00 2.24E-03 1.66E-03 1.37E-05 9.05E-07 4.01E-06 3.06E-07 370971.00 3753940.00 2.34E-06 1.73E-06 1.44E-08 9.46E-10 4.19E-09 3.20E-10
370991.00 3753940.00 2.32E-03 1.74E-03 1.40E-05 9.22E-07 4.43E-06 3.39E-07 370991.00 3753940.00 2.42E-06 1.82E-06 1.46E-08 9.64E-10 4.64E-09 3.54E-10
371011.00 3753940.00 2.37E-03 1.80E-03 1.43E-05 9.42E-07 4.90E-06 3.74E-07 371011.00 3753940.00 2.48E-06 1.88E-06 1.49E-08 9.85E-10 5.12E-09 3.91E-10
371031.00 3753940.00 2.42E-03 1.85E-03 1.46E-05 9.60E-07 5.42E-06 4.14E-07 371031.00 3753940.00 2.53E-06 1.93E-06 1.52E-08 1.00E-09 5.67E-09 4.33E-10
371051.00 3753940.00 2.41E-03 1.83E-03 1.49E-05 9.82E-07 5.96E-06 4.55E-07 371051.00 3753940.00 2.51E-06 1.91E-06 1.56E-08 1.03E-09 6.23E-09 4.76E-10
371071.00 3753940.00 2.42E-03 1.82E-03 1.49E-05 9.84E-07 6.55E-06 5.00E-07 371071.00 3753940.00 2.53E-06 1.90E-06 1.56E-08 1.03E-09 6.84E-09 5.23E-10
371091.00 3753940.00 2.45E-03 1.83E-03 1.50E-05 9.91E-07 7.25E-06 5.54E-07 371091.00 3753940.00 2.56E-06 1.91E-06 1.57E-08 1.04E-09 7.58E-09 5.79E-10
371111.00 3753940.00 2.47E-03 1.81E-03 1.51E-05 9.93E-07 7.98E-06 6.10E-07 371111.00 3753940.00 2.58E-06 1.90E-06 1.57E-08 1.04E-09 8.34E-09 6.37E-10
371131.00 3753940.00 2.49E-03 1.79E-03 1.50E-05 9.89E-07 8.76E-06 6.69E-07 371131.00 3753940.00 2.60E-06 1.88E-06 1.57E-08 1.03E-09 9.15E-09 6.99E-10
371151.00 3753940.00 2.48E-03 1.74E-03 1.45E-05 9.54E-07 9.29E-06 7.10E-07 371151.00 3753940.00 2.60E-06 1.81E-06 1.51E-08 9.97E-10 9.71E-09 7.42E-10
371171.00 3753940.00 2.45E-03 1.63E-03 1.43E-05 9.42E-07 9.93E-06 7.58E-07 371171.00 3753940.00 2.56E-06 1.71E-06 1.49E-08 9.85E-10 1.04E-08 7.93E-10
371191.00 3753940.00 2.40E-03 1.52E-03 1.40E-05 9.20E-07 1.04E-05 7.95E-07 371191.00 3753940.00 2.51E-06 1.59E-06 1.46E-08 9.61E-10 1.09E-08 8.30E-10
371211.00 3753940.00 2.33E-03 1.40E-03 1.35E-05 8.89E-07 1.07E-05 8.17E-07 371211.00 3753940.00 2.44E-06 1.46E-06 1.41E-08 9.30E-10 1.12E-08 8.54E-10
371231.00 3753940.00 2.25E-03 1.28E-03 1.30E-05 8.56E-07 1.09E-05 8.31E-07 371231.00 3753940.00 2.35E-06 1.33E-06 1.36E-08 8.95E-10 1.14E-08 8.68E-10
371251.00 3753940.00 2.16E-03 1.16E-03 1.27E-05 8.35E-07 1.11E-05 8.47E-07 371251.00 3753940.00 2.26E-06 1.21E-06 1.32E-08 8.73E-10 1.16E-08 8.85E-10
371271.00 3753940.00 2.06E-03 1.04E-03 1.26E-05 8.28E-07 1.14E-05 8.73E-07 371271.00 3753940.00 2.15E-06 1.09E-06 1.31E-08 8.66E-10 1.19E-08 9.12E-10
371291.00 3753940.00 1.95E-03 9.42E-04 1.21E-05 7.96E-07 1.13E-05 8.63E-07 371291.00 3753940.00 2.04E-06 9.84E-07 1.26E-08 8.32E-10 1.18E-08 9.02E-10
371311.00 3753940.00 1.84E-03 8.55E-04 1.15E-05 7.56E-07 1.09E-05 8.36E-07 371311.00 3753940.00 1.92E-06 8.93E-07 1.20E-08 7.90E-10 1.14E-08 8.74E-10
371331.00 3753940.00 1.73E-03 7.78E-04 1.08E-05 7.15E-07 1.05E-05 8.01E-07 371331.00 3753940.00 1.80E-06 8.13E-07 1.13E-08 7.47E-10 1.10E-08 8.37E-10
371351.00 3753940.00 1.61E-03 7.10E-04 1.02E-05 6.73E-07 9.94E-06 7.59E-07 371351.00 3753940.00 1.69E-06 7.43E-07 1.07E-08 7.03E-10 1.04E-08 7.93E-10
371371.00 3753940.00 1.50E-03 6.51E-04 9.56E-06 6.30E-07 9.32E-06 7.12E-07 371371.00 3753940.00 1.57E-06 6.81E-07 1.00E-08 6.59E-10 9.74E-09 7.44E-10
371391.00 3753940.00 1.40E-03 5.99E-04 8.94E-06 5.89E-07 8.67E-06 6.62E-07 371391.00 3753940.00 1.46E-06 6.26E-07 9.34E-09 6.16E-10 9.06E-09 6.92E-10
371411.00 3753940.00 1.30E-03 5.54E-04 8.28E-06 5.46E-07 7.95E-06 6.07E-07 371411.00 3753940.00 1.36E-06 5.79E-07 8.66E-09 5.71E-10 8.31E-09 6.35E-10
371431.00 3753940.00 1.21E-03 5.15E-04 7.65E-06 5.04E-07 7.23E-06 5.52E-07 371431.00 3753940.00 1.27E-06 5.38E-07 7.99E-09 5.27E-10 7.56E-09 5.77E-10
371451.00 3753940.00 1.13E-03 4.81E-04 7.11E-06 4.69E-07 6.61E-06 5.04E-07 371451.00 3753940.00 1.18E-06 5.02E-07 7.43E-09 4.90E-10 6.90E-09 5.27E-10
371471.00 3753940.00 1.06E-03 4.52E-04 6.48E-06 4.27E-07 5.87E-06 4.48E-07 371471.00 3753940.00 1.10E-06 4.72E-07 6.78E-09 4.47E-10 6.14E-09 4.69E-10
371491.00 3753940.00 9.89E-04 4.27E-04 5.97E-06 3.94E-07 5.27E-06 4.02E-07 371491.00 3753940.00 1.03E-06 4.46E-07 6.24E-09 4.11E-10 5.51E-09 4.21E-10
371511.00 3753940.00 9.28E-04 4.05E-04 5.52E-06 3.64E-07 4.74E-06 3.62E-07 371511.00 3753940.00 9.70E-07 4.24E-07 5.76E-09 3.80E-10 4.95E-09 3.78E-10
371531.00 3753940.00 8.73E-04 3.87E-04 5.12E-06 3.37E-07 4.27E-06 3.26E-07 371531.00 3753940.00 9.12E-07 4.04E-07 5.35E-09 3.53E-10 4.47E-09 3.41E-10
371551.00 3753940.00 8.22E-04 3.71E-04 4.77E-06 3.15E-07 3.88E-06 2.97E-07 371551.00 3753940.00 8.59E-07 3.88E-07 4.99E-09 3.29E-10 4.06E-09 3.10E-10
371571.00 3753940.00 7.76E-04 3.57E-04 4.45E-06 2.94E-07 3.53E-06 2.70E-07 371571.00 3753940.00 8.11E-07 3.73E-07 4.66E-09 3.07E-10 3.69E-09 2.82E-10
371591.00 3753940.00 7.32E-04 3.45E-04 4.22E-06 2.78E-07 3.28E-06 2.50E-07 371591.00 3753940.00 7.65E-07 3.61E-07 4.41E-09 2.91E-10 3.43E-09 2.62E-10
371611.00 3753940.00 6.89E-04 3.34E-04 4.04E-06 2.67E-07 3.08E-06 2.35E-07 371611.00 3753940.00 7.20E-07 3.49E-07 4.23E-09 2.79E-10 3.22E-09 2.46E-10
371631.00 3753940.00 6.51E-04 3.25E-04 3.84E-06 2.53E-07 2.87E-06 2.20E-07 371631.00 3753940.00 6.81E-07 3.40E-07 4.02E-09 2.65E-10 3.00E-09 2.29E-10
371651.00 3753940.00 6.15E-04 3.17E-04 3.66E-06 2.41E-07 2.70E-06 2.06E-07 371651.00 3753940.00 6.43E-07 3.31E-07 3.83E-09 2.52E-10 2.82E-09 2.15E-10
371671.00 3753940.00 5.82E-04 3.09E-04 3.50E-06 2.31E-07 2.54E-06 1.94E-07 371671.00 3753940.00 6.08E-07 3.23E-07 3.66E-09 2.41E-10 2.66E-09 2.03E-10
371691.00 3753940.00 5.51E-04 3.02E-04 3.35E-06 2.21E-07 2.41E-06 1.84E-07 371691.00 3753940.00 5.76E-07 3.16E-07 3.50E-09 2.31E-10 2.51E-09 1.92E-10
371711.00 3753940.00 5.22E-04 2.96E-04 3.22E-06 2.12E-07 2.29E-06 1.75E-07 371711.00 3753940.00 5.46E-07 3.09E-07 3.36E-09 2.22E-10 2.39E-09 1.82E-10
371731.00 3753940.00 4.96E-04 2.90E-04 3.09E-06 2.04E-07 2.18E-06 1.66E-07 371731.00 3753940.00 5.18E-07 3.03E-07 3.23E-09 2.13E-10 2.28E-09 1.74E-10
371751.00 3753940.00 4.72E-04 2.85E-04 2.98E-06 1.96E-07 2.08E-06 1.59E-07 371751.00 3753940.00 4.93E-07 2.97E-07 3.11E-09 2.05E-10 2.17E-09 1.66E-10
371771.00 3753940.00 4.51E-04 2.79E-04 2.87E-06 1.89E-07 1.99E-06 1.52E-07 371771.00 3753940.00 4.71E-07 2.92E-07 3.00E-09 1.97E-10 2.08E-09 1.59E-10
371791.00 3753940.00 4.32E-04 2.75E-04 2.76E-06 1.82E-07 1.91E-06 1.46E-07 371791.00 3753940.00 4.52E-07 2.87E-07 2.89E-09 1.90E-10 1.99E-09 1.52E-10
371811.00 3753940.00 4.14E-04 2.70E-04 2.67E-06 1.76E-07 1.83E-06 1.40E-07 371811.00 3753940.00 4.33E-07 2.82E-07 2.79E-09 1.84E-10 1.92E-09 1.46E-10
371831.00 3753940.00 3.98E-04 2.65E-04 2.58E-06 1.70E-07 1.76E-06 1.34E-07 371831.00 3753940.00 4.16E-07 2.77E-07 2.69E-09 1.78E-10 1.84E-09 1.41E-10
370571.00 3753960.00 1.12E-03 6.56E-04 4.34E-06 2.86E-07 9.63E-07 7.36E-08 370571.00 3753960.00 1.17E-06 6.85E-07 4.53E-09 2.99E-10 1.01E-09 7.69E-11
370591.00 3753960.00 1.17E-03 6.87E-04 4.59E-06 3.03E-07 1.02E-06 7.76E-08 370591.00 3753960.00 1.22E-06 7.18E-07 4.80E-09 3.16E-10 1.06E-09 8.11E-11
370611.00 3753960.00 1.21E-03 7.21E-04 4.87E-06 3.21E-07 1.07E-06 8.19E-08 370611.00 3753960.00 1.27E-06 7.54E-07 5.09E-09 3.36E-10 1.12E-09 8.56E-11
370631.00 3753960.00 1.26E-03 7.57E-04 5.18E-06 3.41E-07 1.13E-06 8.66E-08 370631.00 3753960.00 1.32E-06 7.92E-07 5.41E-09 3.57E-10 1.19E-09 9.06E-11
370651.00 3753960.00 1.31E-03 7.95E-04 5.52E-06 3.64E-07 1.20E-06 9.19E-08 370651.00 3753960.00 1.37E-06 8.31E-07 5.77E-09 3.80E-10 1.26E-09 9.61E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370671.00 3753960.00 1.37E-03 8.37E-04 5.88E-06 3.88E-07 1.28E-06 9.76E-08 370671.00 3753960.00 1.43E-06 8.74E-07 6.15E-09 4.05E-10 1.34E-09 1.02E-10
370691.00 3753960.00 1.42E-03 8.81E-04 6.28E-06 4.14E-07 1.36E-06 1.04E-07 370691.00 3753960.00 1.49E-06 9.21E-07 6.56E-09 4.32E-10 1.42E-09 1.08E-10
370711.00 3753960.00 1.48E-03 9.28E-04 6.72E-06 4.43E-07 1.45E-06 1.11E-07 370711.00 3753960.00 1.55E-06 9.70E-07 7.03E-09 4.63E-10 1.51E-09 1.16E-10
370731.00 3753960.00 1.54E-03 9.78E-04 7.22E-06 4.76E-07 1.55E-06 1.18E-07 370731.00 3753960.00 1.61E-06 1.02E-06 7.55E-09 4.97E-10 1.62E-09 1.24E-10
370751.00 3753960.00 1.60E-03 1.03E-03 7.77E-06 5.12E-07 1.66E-06 1.27E-07 370751.00 3753960.00 1.68E-06 1.08E-06 8.12E-09 5.35E-10 1.74E-09 1.33E-10
370771.00 3753960.00 1.67E-03 1.09E-03 8.36E-06 5.51E-07 1.79E-06 1.36E-07 370771.00 3753960.00 1.74E-06 1.14E-06 8.74E-09 5.76E-10 1.87E-09 1.43E-10
370791.00 3753960.00 1.74E-03 1.15E-03 9.02E-06 5.94E-07 1.92E-06 1.47E-07 370791.00 3753960.00 1.82E-06 1.20E-06 9.43E-09 6.21E-10 2.01E-09 1.54E-10
370811.00 3753960.00 1.81E-03 1.21E-03 9.73E-06 6.41E-07 2.08E-06 1.59E-07 370811.00 3753960.00 1.89E-06 1.27E-06 1.02E-08 6.70E-10 2.17E-09 1.66E-10
370831.00 3753960.00 1.88E-03 1.28E-03 1.05E-05 6.91E-07 2.25E-06 1.72E-07 370831.00 3753960.00 1.97E-06 1.34E-06 1.10E-08 7.22E-10 2.35E-09 1.80E-10
370851.00 3753960.00 1.95E-03 1.35E-03 1.14E-05 7.50E-07 2.45E-06 1.87E-07 370851.00 3753960.00 2.04E-06 1.41E-06 1.19E-08 7.83E-10 2.56E-09 1.95E-10
370871.00 3753960.00 2.03E-03 1.42E-03 1.22E-05 8.07E-07 2.67E-06 2.04E-07 370871.00 3753960.00 2.12E-06 1.49E-06 1.28E-08 8.43E-10 2.79E-09 2.13E-10
370891.00 3753960.00 2.10E-03 1.50E-03 1.31E-05 8.65E-07 2.91E-06 2.23E-07 370891.00 3753960.00 2.20E-06 1.57E-06 1.37E-08 9.04E-10 3.05E-09 2.33E-10
370911.00 3753960.00 2.18E-03 1.58E-03 1.40E-05 9.23E-07 3.20E-06 2.44E-07 370911.00 3753960.00 2.28E-06 1.66E-06 1.46E-08 9.65E-10 3.34E-09 2.55E-10
370931.00 3753960.00 2.26E-03 1.67E-03 1.49E-05 9.79E-07 3.52E-06 2.69E-07 370931.00 3753960.00 2.36E-06 1.74E-06 1.55E-08 1.02E-09 3.68E-09 2.81E-10
370951.00 3753960.00 2.34E-03 1.76E-03 1.57E-05 1.03E-06 3.89E-06 2.97E-07 370951.00 3753960.00 2.44E-06 1.84E-06 1.64E-08 1.08E-09 4.07E-09 3.11E-10
370971.00 3753960.00 2.41E-03 1.84E-03 1.64E-05 1.08E-06 4.32E-06 3.30E-07 370971.00 3753960.00 2.52E-06 1.92E-06 1.71E-08 1.13E-09 4.51E-09 3.45E-10
370991.00 3753960.00 2.48E-03 1.92E-03 1.70E-05 1.12E-06 4.80E-06 3.67E-07 370991.00 3753960.00 2.59E-06 2.01E-06 1.77E-08 1.17E-09 5.02E-09 3.83E-10
371011.00 3753960.00 2.53E-03 1.99E-03 1.74E-05 1.15E-06 5.35E-06 4.08E-07 371011.00 3753960.00 2.65E-06 2.08E-06 1.82E-08 1.20E-09 5.59E-09 4.27E-10
371031.00 3753960.00 2.58E-03 2.05E-03 1.77E-05 1.16E-06 5.97E-06 4.56E-07 371031.00 3753960.00 2.70E-06 2.14E-06 1.85E-08 1.22E-09 6.24E-09 4.76E-10
371051.00 3753960.00 2.62E-03 2.09E-03 1.78E-05 1.18E-06 6.66E-06 5.09E-07 371051.00 3753960.00 2.74E-06 2.19E-06 1.87E-08 1.23E-09 6.96E-09 5.32E-10
371071.00 3753960.00 2.66E-03 2.12E-03 1.79E-05 1.18E-06 7.45E-06 5.69E-07 371071.00 3753960.00 2.78E-06 2.22E-06 1.88E-08 1.24E-09 7.79E-09 5.95E-10
371091.00 3753960.00 2.71E-03 2.15E-03 1.81E-05 1.19E-06 8.37E-06 6.39E-07 371091.00 3753960.00 2.83E-06 2.25E-06 1.89E-08 1.25E-09 8.75E-09 6.68E-10
371111.00 3753960.00 2.74E-03 2.15E-03 1.82E-05 1.20E-06 9.37E-06 7.15E-07 371111.00 3753960.00 2.86E-06 2.25E-06 1.90E-08 1.25E-09 9.79E-09 7.48E-10
371131.00 3753960.00 2.78E-03 2.14E-03 1.81E-05 1.19E-06 1.04E-05 7.98E-07 371131.00 3753960.00 2.90E-06 2.24E-06 1.89E-08 1.25E-09 1.09E-08 8.34E-10
371151.00 3753960.00 2.78E-03 2.08E-03 1.74E-05 1.15E-06 1.12E-05 8.58E-07 371151.00 3753960.00 2.91E-06 2.18E-06 1.82E-08 1.20E-09 1.17E-08 8.97E-10
371171.00 3753960.00 2.75E-03 1.96E-03 1.72E-05 1.14E-06 1.22E-05 9.29E-07 371171.00 3753960.00 2.87E-06 2.05E-06 1.80E-08 1.19E-09 1.27E-08 9.71E-10
371191.00 3753960.00 2.69E-03 1.81E-03 1.71E-05 1.13E-06 1.31E-05 9.98E-07 371191.00 3753960.00 2.81E-06 1.89E-06 1.79E-08 1.18E-09 1.37E-08 1.04E-09
371211.00 3753960.00 2.62E-03 1.65E-03 1.68E-05 1.11E-06 1.38E-05 1.05E-06 371211.00 3753960.00 2.73E-06 1.73E-06 1.76E-08 1.16E-09 1.44E-08 1.10E-09
371231.00 3753960.00 2.52E-03 1.50E-03 1.55E-05 1.02E-06 1.35E-05 1.03E-06 371231.00 3753960.00 2.64E-06 1.57E-06 1.62E-08 1.07E-09 1.41E-08 1.08E-09
371251.00 3753960.00 2.42E-03 1.35E-03 1.51E-05 9.98E-07 1.38E-05 1.05E-06 371251.00 3753960.00 2.53E-06 1.41E-06 1.58E-08 1.04E-09 1.44E-08 1.10E-09
371271.00 3753960.00 2.31E-03 1.21E-03 1.54E-05 1.01E-06 1.46E-05 1.11E-06 371271.00 3753960.00 2.42E-06 1.27E-06 1.61E-08 1.06E-09 1.52E-08 1.16E-09
371291.00 3753960.00 2.19E-03 1.09E-03 1.48E-05 9.75E-07 1.44E-05 1.10E-06 371291.00 3753960.00 2.29E-06 1.14E-06 1.55E-08 1.02E-09 1.51E-08 1.15E-09
371311.00 3753960.00 2.06E-03 9.79E-04 1.40E-05 9.22E-07 1.39E-05 1.06E-06 371311.00 3753960.00 2.16E-06 1.02E-06 1.46E-08 9.64E-10 1.45E-08 1.11E-09
371331.00 3753960.00 1.93E-03 8.85E-04 1.32E-05 8.69E-07 1.32E-05 1.01E-06 371331.00 3753960.00 2.02E-06 9.25E-07 1.38E-08 9.09E-10 1.38E-08 1.06E-09
371351.00 3753960.00 1.80E-03 8.04E-04 1.24E-05 8.17E-07 1.25E-05 9.55E-07 371351.00 3753960.00 1.88E-06 8.40E-07 1.30E-08 8.54E-10 1.31E-08 9.98E-10
371371.00 3753960.00 1.68E-03 7.33E-04 1.16E-05 7.61E-07 1.16E-05 8.88E-07 371371.00 3753960.00 1.75E-06 7.67E-07 1.21E-08 7.96E-10 1.21E-08 9.28E-10
371391.00 3753960.00 1.55E-03 6.73E-04 1.08E-05 7.11E-07 1.08E-05 8.23E-07 371391.00 3753960.00 1.62E-06 7.03E-07 1.13E-08 7.43E-10 1.13E-08 8.60E-10
371411.00 3753960.00 1.44E-03 6.22E-04 9.93E-06 6.54E-07 9.78E-06 7.47E-07 371411.00 3753960.00 1.51E-06 6.50E-07 1.04E-08 6.84E-10 1.02E-08 7.81E-10
371431.00 3753960.00 1.34E-03 5.79E-04 9.10E-06 6.00E-07 8.80E-06 6.72E-07 371431.00 3753960.00 1.40E-06 6.05E-07 9.52E-09 6.27E-10 9.20E-09 7.02E-10
371451.00 3753960.00 1.24E-03 5.42E-04 8.43E-06 5.56E-07 7.98E-06 6.10E-07 371451.00 3753960.00 1.30E-06 5.67E-07 8.81E-09 5.81E-10 8.34E-09 6.37E-10
371471.00 3753960.00 1.15E-03 5.12E-04 7.76E-06 5.11E-07 7.15E-06 5.46E-07 371471.00 3753960.00 1.21E-06 5.35E-07 8.11E-09 5.34E-10 7.48E-09 5.71E-10
371491.00 3753960.00 1.08E-03 4.87E-04 7.07E-06 4.66E-07 6.33E-06 4.84E-07 371491.00 3753960.00 1.13E-06 5.09E-07 7.39E-09 4.87E-10 6.62E-09 5.06E-10
371511.00 3753960.00 1.01E-03 4.65E-04 6.51E-06 4.29E-07 5.66E-06 4.32E-07 371511.00 3753960.00 1.06E-06 4.87E-07 6.80E-09 4.48E-10 5.92E-09 4.52E-10
371531.00 3753960.00 9.47E-04 4.48E-04 6.01E-06 3.96E-07 5.08E-06 3.88E-07 371531.00 3753960.00 9.90E-07 4.68E-07 6.29E-09 4.14E-10 5.31E-09 4.06E-10
371551.00 3753960.00 8.90E-04 4.32E-04 5.59E-06 3.69E-07 4.60E-06 3.52E-07 371551.00 3753960.00 9.30E-07 4.52E-07 5.84E-09 3.85E-10 4.81E-09 3.68E-10
371571.00 3753960.00 8.38E-04 4.19E-04 5.16E-06 3.40E-07 4.14E-06 3.16E-07 371571.00 3753960.00 8.76E-07 4.38E-07 5.40E-09 3.56E-10 4.32E-09 3.30E-10
371591.00 3753960.00 7.88E-04 4.07E-04 4.91E-06 3.24E-07 3.87E-06 2.95E-07 371591.00 3753960.00 8.23E-07 4.25E-07 5.13E-09 3.38E-10 4.04E-09 3.09E-10
371611.00 3753960.00 7.40E-04 3.96E-04 4.70E-06 3.10E-07 3.64E-06 2.78E-07 371611.00 3753960.00 7.74E-07 4.14E-07 4.91E-09 3.24E-10 3.81E-09 2.91E-10
371631.00 3753960.00 6.97E-04 3.86E-04 4.47E-06 2.95E-07 3.41E-06 2.61E-07 371631.00 3753960.00 7.29E-07 4.04E-07 4.67E-09 3.08E-10 3.57E-09 2.72E-10
371651.00 3753960.00 6.57E-04 3.77E-04 4.26E-06 2.81E-07 3.21E-06 2.45E-07 371651.00 3753960.00 6.87E-07 3.94E-07 4.45E-09 2.93E-10 3.36E-09 2.56E-10
371671.00 3753960.00 6.21E-04 3.69E-04 4.07E-06 2.68E-07 3.04E-06 2.32E-07 371671.00 3753960.00 6.49E-07 3.86E-07 4.25E-09 2.80E-10 3.17E-09 2.42E-10
371691.00 3753960.00 5.87E-04 3.61E-04 3.89E-06 2.57E-07 2.88E-06 2.20E-07 371691.00 3753960.00 6.14E-07 3.77E-07 4.07E-09 2.68E-10 3.01E-09 2.30E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371711.00 3753960.00 5.57E-04 3.54E-04 3.73E-06 2.46E-07 2.74E-06 2.09E-07 371711.00 3753960.00 5.82E-07 3.70E-07 3.90E-09 2.57E-10 2.86E-09 2.19E-10
371731.00 3753960.00 5.29E-04 3.47E-04 3.58E-06 2.36E-07 2.61E-06 1.99E-07 371731.00 3753960.00 5.53E-07 3.62E-07 3.74E-09 2.47E-10 2.73E-09 2.08E-10
371751.00 3753960.00 5.04E-04 3.40E-04 3.44E-06 2.27E-07 2.49E-06 1.90E-07 371751.00 3753960.00 5.26E-07 3.55E-07 3.60E-09 2.37E-10 2.60E-09 1.99E-10
371771.00 3753960.00 4.82E-04 3.33E-04 3.31E-06 2.18E-07 2.38E-06 1.82E-07 371771.00 3753960.00 5.03E-07 3.48E-07 3.46E-09 2.28E-10 2.49E-09 1.90E-10
371791.00 3753960.00 4.62E-04 3.27E-04 3.18E-06 2.10E-07 2.28E-06 1.74E-07 371791.00 3753960.00 4.83E-07 3.42E-07 3.32E-09 2.19E-10 2.38E-09 1.82E-10
371811.00 3753960.00 4.44E-04 3.21E-04 3.06E-06 2.02E-07 2.18E-06 1.67E-07 371811.00 3753960.00 4.64E-07 3.35E-07 3.20E-09 2.11E-10 2.28E-09 1.74E-10
371831.00 3753960.00 4.28E-04 3.14E-04 2.95E-06 1.94E-07 2.09E-06 1.60E-07 371831.00 3753960.00 4.48E-07 3.29E-07 3.08E-09 2.03E-10 2.18E-09 1.67E-10
370571.00 3753980.00 1.15E-03 6.76E-04 4.54E-06 2.99E-07 9.84E-07 7.52E-08 370571.00 3753980.00 1.20E-06 7.06E-07 4.74E-09 3.12E-10 1.03E-09 7.86E-11
370591.00 3753980.00 1.20E-03 7.09E-04 4.82E-06 3.18E-07 1.04E-06 7.93E-08 370591.00 3753980.00 1.25E-06 7.41E-07 5.04E-09 3.32E-10 1.09E-09 8.29E-11
370611.00 3753980.00 1.25E-03 7.45E-04 5.13E-06 3.38E-07 1.10E-06 8.38E-08 370611.00 3753980.00 1.30E-06 7.79E-07 5.36E-09 3.53E-10 1.15E-09 8.76E-11
370631.00 3753980.00 1.30E-03 7.83E-04 5.47E-06 3.61E-07 1.16E-06 8.89E-08 370631.00 3753980.00 1.35E-06 8.18E-07 5.72E-09 3.77E-10 1.22E-09 9.29E-11
370651.00 3753980.00 1.35E-03 8.22E-04 5.86E-06 3.86E-07 1.23E-06 9.43E-08 370651.00 3753980.00 1.41E-06 8.59E-07 6.13E-09 4.04E-10 1.29E-09 9.86E-11
370671.00 3753980.00 1.41E-03 8.68E-04 6.27E-06 4.13E-07 1.31E-06 1.00E-07 370671.00 3753980.00 1.47E-06 9.07E-07 6.55E-09 4.32E-10 1.37E-09 1.05E-10
370691.00 3753980.00 1.47E-03 9.17E-04 6.71E-06 4.42E-07 1.40E-06 1.07E-07 370691.00 3753980.00 1.53E-06 9.58E-07 7.01E-09 4.62E-10 1.46E-09 1.11E-10
370711.00 3753980.00 1.53E-03 9.68E-04 7.22E-06 4.76E-07 1.49E-06 1.14E-07 370711.00 3753980.00 1.60E-06 1.01E-06 7.55E-09 4.97E-10 1.56E-09 1.19E-10
370731.00 3753980.00 1.60E-03 1.02E-03 7.79E-06 5.14E-07 1.60E-06 1.22E-07 370731.00 3753980.00 1.67E-06 1.07E-06 8.15E-09 5.37E-10 1.67E-09 1.27E-10
370751.00 3753980.00 1.66E-03 1.08E-03 8.43E-06 5.56E-07 1.72E-06 1.31E-07 370751.00 3753980.00 1.74E-06 1.13E-06 8.82E-09 5.81E-10 1.79E-09 1.37E-10
370771.00 3753980.00 1.74E-03 1.15E-03 9.15E-06 6.03E-07 1.85E-06 1.41E-07 370771.00 3753980.00 1.82E-06 1.20E-06 9.56E-09 6.30E-10 1.93E-09 1.47E-10
370791.00 3753980.00 1.81E-03 1.21E-03 9.93E-06 6.55E-07 1.99E-06 1.52E-07 370791.00 3753980.00 1.90E-06 1.27E-06 1.04E-08 6.84E-10 2.08E-09 1.59E-10
370811.00 3753980.00 1.89E-03 1.29E-03 1.08E-05 7.13E-07 2.16E-06 1.65E-07 370811.00 3753980.00 1.98E-06 1.35E-06 1.13E-08 7.45E-10 2.26E-09 1.72E-10
370831.00 3753980.00 1.98E-03 1.37E-03 1.18E-05 7.77E-07 2.34E-06 1.79E-07 370831.00 3753980.00 2.07E-06 1.43E-06 1.23E-08 8.12E-10 2.45E-09 1.87E-10
370851.00 3753980.00 2.05E-03 1.44E-03 1.29E-05 8.53E-07 2.55E-06 1.95E-07 370851.00 3753980.00 2.15E-06 1.51E-06 1.35E-08 8.92E-10 2.67E-09 2.04E-10
370871.00 3753980.00 2.14E-03 1.53E-03 1.41E-05 9.29E-07 2.79E-06 2.13E-07 370871.00 3753980.00 2.23E-06 1.60E-06 1.47E-08 9.71E-10 2.92E-09 2.23E-10
370891.00 3753980.00 2.22E-03 1.62E-03 1.53E-05 1.01E-06 3.06E-06 2.34E-07 370891.00 3753980.00 2.33E-06 1.69E-06 1.60E-08 1.05E-09 3.20E-09 2.44E-10
370911.00 3753980.00 2.32E-03 1.72E-03 1.65E-05 1.09E-06 3.37E-06 2.58E-07 370911.00 3753980.00 2.42E-06 1.80E-06 1.73E-08 1.14E-09 3.53E-09 2.69E-10
370931.00 3753980.00 2.41E-03 1.83E-03 1.78E-05 1.17E-06 3.74E-06 2.85E-07 370931.00 3753980.00 2.52E-06 1.91E-06 1.86E-08 1.22E-09 3.90E-09 2.98E-10
370951.00 3753980.00 2.50E-03 1.93E-03 1.89E-05 1.25E-06 4.15E-06 3.17E-07 370951.00 3753980.00 2.62E-06 2.02E-06 1.97E-08 1.30E-09 4.34E-09 3.31E-10
370971.00 3753980.00 2.59E-03 2.04E-03 1.99E-05 1.31E-06 4.64E-06 3.54E-07 370971.00 3753980.00 2.71E-06 2.14E-06 2.08E-08 1.37E-09 4.85E-09 3.70E-10
370991.00 3753980.00 2.68E-03 2.15E-03 2.07E-05 1.37E-06 5.20E-06 3.97E-07 370991.00 3753980.00 2.80E-06 2.25E-06 2.17E-08 1.43E-09 5.44E-09 4.15E-10
371011.00 3753980.00 2.76E-03 2.26E-03 2.13E-05 1.41E-06 5.86E-06 4.47E-07 371011.00 3753980.00 2.89E-06 2.36E-06 2.23E-08 1.47E-09 6.12E-09 4.68E-10
371031.00 3753980.00 2.86E-03 2.40E-03 2.19E-05 1.44E-06 6.66E-06 5.09E-07 371031.00 3753980.00 2.99E-06 2.50E-06 2.29E-08 1.51E-09 6.96E-09 5.32E-10
371051.00 3753980.00 2.93E-03 2.49E-03 2.22E-05 1.46E-06 7.57E-06 5.78E-07 371051.00 3753980.00 3.07E-06 2.60E-06 2.32E-08 1.53E-09 7.91E-09 6.04E-10
371071.00 3753980.00 2.93E-03 2.49E-03 2.20E-05 1.45E-06 8.48E-06 6.48E-07 371071.00 3753980.00 3.07E-06 2.60E-06 2.30E-08 1.52E-09 8.86E-09 6.77E-10
371091.00 3753980.00 3.00E-03 2.55E-03 2.22E-05 1.47E-06 9.71E-06 7.41E-07 371091.00 3753980.00 3.13E-06 2.67E-06 2.32E-08 1.53E-09 1.01E-08 7.75E-10
371111.00 3753980.00 3.05E-03 2.58E-03 2.23E-05 1.47E-06 1.11E-05 8.46E-07 371111.00 3753980.00 3.19E-06 2.70E-06 2.34E-08 1.54E-09 1.16E-08 8.84E-10
371131.00 3753980.00 3.11E-03 2.60E-03 2.24E-05 1.47E-06 1.26E-05 9.63E-07 371131.00 3753980.00 3.25E-06 2.72E-06 2.34E-08 1.54E-09 1.32E-08 1.01E-09
371151.00 3753980.00 3.13E-03 2.55E-03 2.14E-05 1.41E-06 1.38E-05 1.05E-06 371151.00 3753980.00 3.27E-06 2.67E-06 2.24E-08 1.47E-09 1.44E-08 1.10E-09
371171.00 3753980.00 3.10E-03 2.41E-03 2.12E-05 1.40E-06 1.51E-05 1.15E-06 371171.00 3753980.00 3.24E-06 2.52E-06 2.21E-08 1.46E-09 1.58E-08 1.21E-09
371191.00 3753980.00 3.03E-03 2.21E-03 2.15E-05 1.42E-06 1.68E-05 1.28E-06 371191.00 3753980.00 3.17E-06 2.31E-06 2.24E-08 1.48E-09 1.75E-08 1.34E-09
371211.00 3753980.00 2.96E-03 2.01E-03 2.10E-05 1.38E-06 1.78E-05 1.36E-06 371211.00 3753980.00 3.10E-06 2.10E-06 2.19E-08 1.45E-09 1.86E-08 1.42E-09
371231.00 3753980.00 2.87E-03 1.82E-03 1.94E-05 1.28E-06 1.75E-05 1.34E-06 371231.00 3753980.00 3.00E-06 1.90E-06 2.03E-08 1.34E-09 1.83E-08 1.40E-09
371251.00 3753980.00 2.77E-03 1.62E-03 1.93E-05 1.27E-06 1.83E-05 1.40E-06 371251.00 3753980.00 2.89E-06 1.69E-06 2.02E-08 1.33E-09 1.91E-08 1.46E-09
371271.00 3753980.00 2.63E-03 1.43E-03 1.93E-05 1.27E-06 1.90E-05 1.45E-06 371271.00 3753980.00 2.74E-06 1.49E-06 2.02E-08 1.33E-09 1.99E-08 1.52E-09
371291.00 3753980.00 2.48E-03 1.27E-03 1.87E-05 1.23E-06 1.89E-05 1.45E-06 371291.00 3753980.00 2.59E-06 1.33E-06 1.95E-08 1.29E-09 1.98E-08 1.51E-09
371311.00 3753980.00 2.33E-03 1.13E-03 1.77E-05 1.16E-06 1.82E-05 1.39E-06 371311.00 3753980.00 2.44E-06 1.18E-06 1.85E-08 1.22E-09 1.90E-08 1.45E-09
371331.00 3753980.00 2.18E-03 1.02E-03 1.67E-05 1.10E-06 1.74E-05 1.33E-06 371331.00 3753980.00 2.28E-06 1.06E-06 1.75E-08 1.15E-09 1.82E-08 1.39E-09
371351.00 3753980.00 2.03E-03 9.18E-04 1.57E-05 1.04E-06 1.64E-05 1.25E-06 371351.00 3753980.00 2.12E-06 9.59E-07 1.64E-08 1.08E-09 1.71E-08 1.31E-09
371371.00 3753980.00 1.88E-03 8.36E-04 1.46E-05 9.61E-07 1.51E-05 1.16E-06 371371.00 3753980.00 1.96E-06 8.74E-07 1.52E-08 1.00E-09 1.58E-08 1.21E-09
371391.00 3753980.00 1.74E-03 7.68E-04 1.35E-05 8.89E-07 1.38E-05 1.06E-06 371391.00 3753980.00 1.81E-06 8.02E-07 1.41E-08 9.30E-10 1.45E-08 1.11E-09
371411.00 3753980.00 1.60E-03 7.13E-04 1.23E-05 8.10E-07 1.24E-05 9.46E-07 371411.00 3753980.00 1.68E-06 7.45E-07 1.28E-08 8.46E-10 1.29E-08 9.89E-10
371431.00 3753980.00 1.48E-03 6.68E-04 1.12E-05 7.38E-07 1.10E-05 8.43E-07 371431.00 3753980.00 1.55E-06 6.98E-07 1.17E-08 7.72E-10 1.15E-08 8.82E-10
371451.00 3753980.00 1.37E-03 6.32E-04 1.01E-05 6.65E-07 9.68E-06 7.39E-07 371451.00 3753980.00 1.44E-06 6.60E-07 1.06E-08 6.95E-10 1.01E-08 7.72E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371471.00 3753980.00 1.28E-03 6.02E-04 9.06E-06 5.97E-07 8.40E-06 6.42E-07 371471.00 3753980.00 1.33E-06 6.29E-07 9.47E-09 6.24E-10 8.78E-09 6.71E-10
371491.00 3753980.00 1.19E-03 5.77E-04 8.27E-06 5.45E-07 7.44E-06 5.68E-07 371491.00 3753980.00 1.24E-06 6.03E-07 8.64E-09 5.70E-10 7.78E-09 5.94E-10
371511.00 3753980.00 1.11E-03 5.56E-04 7.60E-06 5.01E-07 6.64E-06 5.07E-07 371511.00 3753980.00 1.16E-06 5.81E-07 7.94E-09 5.23E-10 6.94E-09 5.30E-10
371531.00 3753980.00 1.03E-03 5.38E-04 7.04E-06 4.64E-07 6.00E-06 4.58E-07 371531.00 3753980.00 1.08E-06 5.62E-07 7.36E-09 4.85E-10 6.27E-09 4.79E-10
371551.00 3753980.00 9.68E-04 5.22E-04 6.57E-06 4.33E-07 5.47E-06 4.18E-07 371551.00 3753980.00 1.01E-06 5.46E-07 6.87E-09 4.52E-10 5.72E-09 4.37E-10
371571.00 3753980.00 9.08E-04 5.08E-04 6.15E-06 4.06E-07 5.02E-06 3.84E-07 371571.00 3753980.00 9.49E-07 5.31E-07 6.43E-09 4.24E-10 5.25E-09 4.01E-10
371591.00 3753980.00 8.51E-04 4.95E-04 5.86E-06 3.86E-07 4.73E-06 3.61E-07 371591.00 3753980.00 8.89E-07 5.17E-07 6.12E-09 4.04E-10 4.95E-09 3.78E-10
371611.00 3753980.00 7.96E-04 4.82E-04 5.61E-06 3.70E-07 4.47E-06 3.41E-07 371611.00 3753980.00 8.32E-07 5.04E-07 5.86E-09 3.87E-10 4.67E-09 3.57E-10
371631.00 3753980.00 7.48E-04 4.71E-04 5.33E-06 3.51E-07 4.20E-06 3.20E-07 371631.00 3753980.00 7.82E-07 4.92E-07 5.57E-09 3.67E-10 4.39E-09 3.35E-10
371651.00 3753980.00 7.05E-04 4.60E-04 5.07E-06 3.34E-07 3.96E-06 3.02E-07 371651.00 3753980.00 7.37E-07 4.81E-07 5.30E-09 3.49E-10 4.13E-09 3.16E-10
371671.00 3753980.00 6.66E-04 4.50E-04 4.83E-06 3.18E-07 3.74E-06 2.85E-07 371671.00 3753980.00 6.96E-07 4.70E-07 5.04E-09 3.32E-10 3.91E-09 2.98E-10
371691.00 3753980.00 6.30E-04 4.40E-04 4.60E-06 3.03E-07 3.54E-06 2.70E-07 371691.00 3753980.00 6.58E-07 4.60E-07 4.81E-09 3.17E-10 3.70E-09 2.83E-10
371711.00 3753980.00 5.97E-04 4.30E-04 4.40E-06 2.90E-07 3.36E-06 2.57E-07 371711.00 3753980.00 6.24E-07 4.50E-07 4.60E-09 3.03E-10 3.51E-09 2.68E-10
371731.00 3753980.00 5.68E-04 4.21E-04 4.21E-06 2.77E-07 3.19E-06 2.44E-07 371731.00 3753980.00 5.94E-07 4.40E-07 4.40E-09 2.90E-10 3.34E-09 2.55E-10
371751.00 3753980.00 5.42E-04 4.11E-04 4.03E-06 2.66E-07 3.04E-06 2.32E-07 371751.00 3753980.00 5.66E-07 4.30E-07 4.21E-09 2.78E-10 3.18E-09 2.43E-10
371771.00 3753980.00 5.20E-04 4.03E-04 3.86E-06 2.54E-07 2.89E-06 2.21E-07 371771.00 3753980.00 5.43E-07 4.21E-07 4.03E-09 2.66E-10 3.02E-09 2.31E-10
371791.00 3753980.00 5.00E-04 3.94E-04 3.70E-06 2.44E-07 2.76E-06 2.10E-07 371791.00 3753980.00 5.22E-07 4.11E-07 3.87E-09 2.55E-10 2.88E-09 2.20E-10
371811.00 3753980.00 4.82E-04 3.85E-04 3.55E-06 2.34E-07 2.63E-06 2.01E-07 371811.00 3753980.00 5.04E-07 4.02E-07 3.71E-09 2.44E-10 2.75E-09 2.10E-10
371831.00 3753980.00 4.67E-04 3.76E-04 3.41E-06 2.25E-07 2.51E-06 1.92E-07 371831.00 3753980.00 4.88E-07 3.93E-07 3.56E-09 2.35E-10 2.62E-09 2.00E-10
370571.00 3754000.00 1.18E-03 6.96E-04 4.74E-06 3.13E-07 1.00E-06 7.67E-08 370571.00 3754000.00 1.23E-06 7.28E-07 4.96E-09 3.27E-10 1.05E-09 8.02E-11
370591.00 3754000.00 1.23E-03 7.31E-04 5.05E-06 3.33E-07 1.06E-06 8.10E-08 370591.00 3754000.00 1.28E-06 7.64E-07 5.28E-09 3.48E-10 1.11E-09 8.47E-11
370611.00 3754000.00 1.28E-03 7.69E-04 5.39E-06 3.55E-07 1.12E-06 8.57E-08 370611.00 3754000.00 1.34E-06 8.04E-07 5.64E-09 3.71E-10 1.17E-09 8.96E-11
370631.00 3754000.00 1.33E-03 8.10E-04 5.77E-06 3.80E-07 1.19E-06 9.09E-08 370631.00 3754000.00 1.39E-06 8.47E-07 6.03E-09 3.97E-10 1.24E-09 9.50E-11
370651.00 3754000.00 1.39E-03 8.53E-04 6.19E-06 4.08E-07 1.26E-06 9.66E-08 370651.00 3754000.00 1.45E-06 8.92E-07 6.47E-09 4.27E-10 1.32E-09 1.01E-10
370671.00 3754000.00 1.45E-03 9.00E-04 6.67E-06 4.39E-07 1.35E-06 1.03E-07 370671.00 3754000.00 1.51E-06 9.41E-07 6.97E-09 4.59E-10 1.41E-09 1.08E-10
370691.00 3754000.00 1.51E-03 9.53E-04 7.17E-06 4.73E-07 1.43E-06 1.10E-07 370691.00 3754000.00 1.58E-06 9.96E-07 7.50E-09 4.94E-10 1.50E-09 1.15E-10
370711.00 3754000.00 1.58E-03 1.01E-03 7.76E-06 5.12E-07 1.53E-06 1.17E-07 370711.00 3754000.00 1.65E-06 1.05E-06 8.11E-09 5.35E-10 1.60E-09 1.23E-10
370731.00 3754000.00 1.65E-03 1.07E-03 8.42E-06 5.55E-07 1.65E-06 1.26E-07 370731.00 3754000.00 1.73E-06 1.12E-06 8.80E-09 5.80E-10 1.72E-09 1.31E-10
370751.00 3754000.00 1.73E-03 1.13E-03 9.16E-06 6.04E-07 1.77E-06 1.35E-07 370751.00 3754000.00 1.81E-06 1.19E-06 9.58E-09 6.31E-10 1.85E-09 1.41E-10
370771.00 3754000.00 1.81E-03 1.21E-03 9.99E-06 6.58E-07 1.90E-06 1.45E-07 370771.00 3754000.00 1.89E-06 1.26E-06 1.04E-08 6.88E-10 1.99E-09 1.52E-10
370791.00 3754000.00 1.89E-03 1.28E-03 1.09E-05 7.21E-07 2.06E-06 1.57E-07 370791.00 3754000.00 1.98E-06 1.34E-06 1.14E-08 7.53E-10 2.15E-09 1.64E-10
370811.00 3754000.00 1.98E-03 1.36E-03 1.21E-05 7.94E-07 2.24E-06 1.71E-07 370811.00 3754000.00 2.07E-06 1.43E-06 1.26E-08 8.30E-10 2.34E-09 1.79E-10
370831.00 3754000.00 2.07E-03 1.45E-03 1.33E-05 8.78E-07 2.44E-06 1.86E-07 370831.00 3754000.00 2.16E-06 1.52E-06 1.39E-08 9.18E-10 2.55E-09 1.94E-10
370851.00 3754000.00 2.16E-03 1.54E-03 1.48E-05 9.77E-07 2.66E-06 2.03E-07 370851.00 3754000.00 2.25E-06 1.61E-06 1.55E-08 1.02E-09 2.78E-09 2.12E-10
370871.00 3754000.00 2.25E-03 1.64E-03 1.64E-05 1.08E-06 2.92E-06 2.23E-07 370871.00 3754000.00 2.36E-06 1.71E-06 1.71E-08 1.13E-09 3.05E-09 2.33E-10
370891.00 3754000.00 2.36E-03 1.75E-03 1.81E-05 1.19E-06 3.21E-06 2.45E-07 370891.00 3754000.00 2.46E-06 1.83E-06 1.89E-08 1.25E-09 3.36E-09 2.56E-10
370911.00 3754000.00 2.46E-03 1.87E-03 1.99E-05 1.31E-06 3.55E-06 2.71E-07 370911.00 3754000.00 2.57E-06 1.95E-06 2.08E-08 1.37E-09 3.71E-09 2.84E-10
370931.00 3754000.00 2.57E-03 1.99E-03 2.17E-05 1.43E-06 3.95E-06 3.02E-07 370931.00 3754000.00 2.68E-06 2.08E-06 2.27E-08 1.49E-09 4.13E-09 3.15E-10
370951.00 3754000.00 2.68E-03 2.13E-03 2.34E-05 1.54E-06 4.42E-06 3.37E-07 370951.00 3754000.00 2.80E-06 2.23E-06 2.45E-08 1.61E-09 4.62E-09 3.53E-10
370971.00 3754000.00 2.79E-03 2.27E-03 2.49E-05 1.64E-06 4.97E-06 3.79E-07 370971.00 3754000.00 2.92E-06 2.37E-06 2.60E-08 1.71E-09 5.19E-09 3.97E-10
370991.00 3754000.00 2.90E-03 2.42E-03 2.61E-05 1.72E-06 5.62E-06 4.30E-07 370991.00 3754000.00 3.03E-06 2.53E-06 2.73E-08 1.80E-09 5.88E-09 4.49E-10
371011.00 3754000.00 3.03E-03 2.60E-03 2.71E-05 1.79E-06 6.43E-06 4.91E-07 371011.00 3754000.00 3.17E-06 2.72E-06 2.83E-08 1.87E-09 6.72E-09 5.13E-10
371031.00 3754000.00 3.15E-03 2.78E-03 2.76E-05 1.82E-06 7.38E-06 5.63E-07 371031.00 3754000.00 3.29E-06 2.90E-06 2.88E-08 1.90E-09 7.71E-09 5.89E-10
371051.00 3754000.00 3.24E-03 2.92E-03 2.81E-05 1.85E-06 8.50E-06 6.50E-07 371051.00 3754000.00 3.39E-06 3.05E-06 2.94E-08 1.94E-09 8.89E-09 6.79E-10
371071.00 3754000.00 3.23E-03 2.92E-03 2.76E-05 1.82E-06 9.63E-06 7.36E-07 371071.00 3754000.00 3.38E-06 3.05E-06 2.88E-08 1.90E-09 1.01E-08 7.69E-10
371091.00 3754000.00 3.33E-03 3.05E-03 2.80E-05 1.85E-06 1.13E-05 8.61E-07 371091.00 3754000.00 3.48E-06 3.18E-06 2.93E-08 1.93E-09 1.18E-08 9.00E-10
371111.00 3754000.00 3.41E-03 3.14E-03 2.83E-05 1.86E-06 1.32E-05 1.01E-06 371111.00 3754000.00 3.56E-06 3.28E-06 2.96E-08 1.95E-09 1.38E-08 1.05E-09
371131.00 3754000.00 3.49E-03 3.21E-03 2.85E-05 1.88E-06 1.54E-05 1.18E-06 371131.00 3754000.00 3.65E-06 3.35E-06 2.97E-08 1.96E-09 1.61E-08 1.23E-09
371151.00 3754000.00 3.54E-03 3.19E-03 2.71E-05 1.79E-06 1.72E-05 1.32E-06 371151.00 3754000.00 3.70E-06 3.33E-06 2.84E-08 1.87E-09 1.80E-08 1.38E-09
371171.00 3754000.00 3.52E-03 3.02E-03 2.70E-05 1.78E-06 1.94E-05 1.48E-06 371171.00 3754000.00 3.68E-06 3.16E-06 2.82E-08 1.86E-09 2.03E-08 1.55E-09
371191.00 3754000.00 3.47E-03 2.79E-03 2.69E-05 1.78E-06 2.15E-05 1.64E-06 371191.00 3754000.00 3.62E-06 2.91E-06 2.82E-08 1.86E-09 2.24E-08 1.71E-09
371211.00 3754000.00 3.39E-03 2.51E-03 2.66E-05 1.76E-06 2.32E-05 1.77E-06 371211.00 3754000.00 3.54E-06 2.63E-06 2.78E-08 1.84E-09 2.42E-08 1.85E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371231.00 3754000.00 3.29E-03 2.23E-03 2.62E-05 1.73E-06 2.45E-05 1.87E-06 371231.00 3754000.00 3.44E-06 2.33E-06 2.74E-08 1.81E-09 2.56E-08 1.95E-09
371251.00 3754000.00 3.16E-03 1.96E-03 2.57E-05 1.70E-06 2.52E-05 1.93E-06 371251.00 3754000.00 3.30E-06 2.05E-06 2.69E-08 1.77E-09 2.64E-08 2.02E-09
371271.00 3754000.00 3.00E-03 1.71E-03 2.56E-05 1.69E-06 2.61E-05 2.00E-06 371271.00 3754000.00 3.13E-06 1.78E-06 2.68E-08 1.76E-09 2.73E-08 2.09E-09
371291.00 3754000.00 2.83E-03 1.50E-03 2.50E-05 1.65E-06 2.62E-05 2.00E-06 371291.00 3754000.00 2.95E-06 1.56E-06 2.61E-08 1.72E-09 2.74E-08 2.09E-09
371311.00 3754000.00 2.65E-03 1.32E-03 2.40E-05 1.58E-06 2.55E-05 1.95E-06 371311.00 3754000.00 2.77E-06 1.38E-06 2.50E-08 1.65E-09 2.67E-08 2.04E-09
371331.00 3754000.00 2.47E-03 1.18E-03 2.27E-05 1.50E-06 2.44E-05 1.86E-06 371331.00 3754000.00 2.58E-06 1.23E-06 2.37E-08 1.56E-09 2.55E-08 1.95E-09
371351.00 3754000.00 2.29E-03 1.06E-03 2.12E-05 1.40E-06 2.29E-05 1.75E-06 371351.00 3754000.00 2.39E-06 1.11E-06 2.22E-08 1.46E-09 2.39E-08 1.82E-09
371371.00 3754000.00 2.12E-03 9.74E-04 1.95E-05 1.29E-06 2.09E-05 1.59E-06 371371.00 3754000.00 2.21E-06 1.02E-06 2.04E-08 1.34E-09 2.18E-08 1.66E-09
371391.00 3754000.00 1.95E-03 9.03E-04 1.77E-05 1.17E-06 1.86E-05 1.42E-06 371391.00 3754000.00 2.04E-06 9.44E-07 1.85E-08 1.22E-09 1.95E-08 1.49E-09
371411.00 3754000.00 1.80E-03 8.48E-04 1.58E-05 1.04E-06 1.63E-05 1.24E-06 371411.00 3754000.00 1.88E-06 8.86E-07 1.65E-08 1.09E-09 1.70E-08 1.30E-09
371431.00 3754000.00 1.65E-03 8.04E-04 1.42E-05 9.35E-07 1.43E-05 1.09E-06 371431.00 3754000.00 1.73E-06 8.40E-07 1.48E-08 9.78E-10 1.49E-08 1.14E-09
371451.00 3754000.00 1.53E-03 7.69E-04 1.25E-05 8.27E-07 1.22E-05 9.32E-07 371451.00 3754000.00 1.60E-06 8.04E-07 1.31E-08 8.64E-10 1.28E-08 9.74E-10
371471.00 3754000.00 1.41E-03 7.40E-04 1.12E-05 7.36E-07 1.05E-05 8.02E-07 371471.00 3754000.00 1.48E-06 7.73E-07 1.17E-08 7.69E-10 1.10E-08 8.38E-10
371491.00 3754000.00 1.31E-03 7.15E-04 1.01E-05 6.68E-07 9.24E-06 7.06E-07 371491.00 3754000.00 1.37E-06 7.47E-07 1.06E-08 6.98E-10 9.66E-09 7.38E-10
371511.00 3754000.00 1.22E-03 6.93E-04 9.28E-06 6.11E-07 8.24E-06 6.29E-07 371511.00 3754000.00 1.27E-06 7.24E-07 9.70E-09 6.39E-10 8.61E-09 6.57E-10
371531.00 3754000.00 1.13E-03 6.73E-04 8.65E-06 5.70E-07 7.53E-06 5.75E-07 371531.00 3754000.00 1.18E-06 7.03E-07 9.04E-09 5.96E-10 7.87E-09 6.01E-10
371551.00 3754000.00 1.06E-03 6.55E-04 8.06E-06 5.31E-07 6.90E-06 5.27E-07 371551.00 3754000.00 1.10E-06 6.84E-07 8.42E-09 5.55E-10 7.21E-09 5.51E-10
371571.00 3754000.00 9.87E-04 6.37E-04 7.55E-06 4.98E-07 6.38E-06 4.87E-07 371571.00 3754000.00 1.03E-06 6.66E-07 7.89E-09 5.20E-10 6.66E-09 5.09E-10
371591.00 3754000.00 9.22E-04 6.20E-04 7.16E-06 4.72E-07 5.99E-06 4.58E-07 371591.00 3754000.00 9.64E-07 6.48E-07 7.48E-09 4.93E-10 6.27E-09 4.78E-10
371611.00 3754000.00 8.61E-04 6.04E-04 6.87E-06 4.53E-07 5.71E-06 4.36E-07 371611.00 3754000.00 9.00E-07 6.31E-07 7.18E-09 4.73E-10 5.96E-09 4.55E-10
371631.00 3754000.00 8.08E-04 5.89E-04 6.49E-06 4.28E-07 5.35E-06 4.08E-07 371631.00 3754000.00 8.45E-07 6.15E-07 6.78E-09 4.47E-10 5.59E-09 4.27E-10
371651.00 3754000.00 7.61E-04 5.74E-04 6.14E-06 4.05E-07 5.02E-06 3.84E-07 371651.00 3754000.00 7.95E-07 5.99E-07 6.42E-09 4.23E-10 5.25E-09 4.01E-10
371671.00 3754000.00 7.19E-04 5.59E-04 5.82E-06 3.83E-07 4.72E-06 3.61E-07 371671.00 3754000.00 7.51E-07 5.84E-07 6.08E-09 4.01E-10 4.94E-09 3.77E-10
371691.00 3754000.00 6.81E-04 5.44E-04 5.52E-06 3.64E-07 4.45E-06 3.40E-07 371691.00 3754000.00 7.12E-07 5.69E-07 5.77E-09 3.80E-10 4.65E-09 3.55E-10
371711.00 3754000.00 6.47E-04 5.30E-04 5.25E-06 3.46E-07 4.20E-06 3.21E-07 371711.00 3754000.00 6.76E-07 5.54E-07 5.49E-09 3.62E-10 4.39E-09 3.35E-10
371731.00 3754000.00 6.17E-04 5.17E-04 5.00E-06 3.29E-07 3.97E-06 3.03E-07 371731.00 3754000.00 6.45E-07 5.40E-07 5.22E-09 3.44E-10 4.15E-09 3.17E-10
371751.00 3754000.00 5.90E-04 5.03E-04 4.76E-06 3.14E-07 3.75E-06 2.87E-07 371751.00 3754000.00 6.17E-07 5.26E-07 4.98E-09 3.28E-10 3.92E-09 3.00E-10
371771.00 3754000.00 5.68E-04 4.90E-04 4.54E-06 2.99E-07 3.55E-06 2.71E-07 371771.00 3754000.00 5.94E-07 5.12E-07 4.74E-09 3.13E-10 3.71E-09 2.83E-10
371791.00 3754000.00 5.49E-04 4.78E-04 4.33E-06 2.85E-07 3.36E-06 2.57E-07 371791.00 3754000.00 5.73E-07 4.99E-07 4.53E-09 2.98E-10 3.51E-09 2.68E-10
371811.00 3754000.00 5.32E-04 4.65E-04 4.13E-06 2.72E-07 3.19E-06 2.43E-07 371811.00 3754000.00 5.56E-07 4.86E-07 4.32E-09 2.85E-10 3.33E-09 2.54E-10
371831.00 3754000.00 5.17E-04 4.53E-04 3.95E-06 2.60E-07 3.02E-06 2.31E-07 371831.00 3754000.00 5.40E-07 4.73E-07 4.13E-09 2.72E-10 3.16E-09 2.41E-10
370571.00 3754020.00 1.21E-03 7.16E-04 4.96E-06 3.27E-07 1.03E-06 7.83E-08 370571.00 3754020.00 1.26E-06 7.49E-07 5.19E-09 3.42E-10 1.07E-09 8.18E-11
370591.00 3754020.00 1.26E-03 7.53E-04 5.30E-06 3.49E-07 1.08E-06 8.27E-08 370591.00 3754020.00 1.31E-06 7.87E-07 5.54E-09 3.65E-10 1.13E-09 8.65E-11
370611.00 3754020.00 1.31E-03 7.94E-04 5.67E-06 3.74E-07 1.15E-06 8.76E-08 370611.00 3754020.00 1.37E-06 8.29E-07 5.93E-09 3.91E-10 1.20E-09 9.16E-11
370631.00 3754020.00 1.37E-03 8.37E-04 6.09E-06 4.01E-07 1.22E-06 9.29E-08 370631.00 3754020.00 1.43E-06 8.75E-07 6.36E-09 4.19E-10 1.27E-09 9.71E-11
370651.00 3754020.00 1.43E-03 8.84E-04 6.55E-06 4.32E-07 1.29E-06 9.88E-08 370651.00 3754020.00 1.49E-06 9.24E-07 6.85E-09 4.51E-10 1.35E-09 1.03E-10
370671.00 3754020.00 1.49E-03 9.34E-04 7.08E-06 4.66E-07 1.38E-06 1.05E-07 370671.00 3754020.00 1.56E-06 9.77E-07 7.40E-09 4.88E-10 1.44E-09 1.10E-10
370691.00 3754020.00 1.56E-03 9.90E-04 7.66E-06 5.05E-07 1.47E-06 1.12E-07 370691.00 3754020.00 1.63E-06 1.04E-06 8.00E-09 5.27E-10 1.54E-09 1.17E-10
370711.00 3754020.00 1.63E-03 1.05E-03 8.31E-06 5.48E-07 1.57E-06 1.20E-07 370711.00 3754020.00 1.71E-06 1.10E-06 8.69E-09 5.73E-10 1.65E-09 1.26E-10
370731.00 3754020.00 1.71E-03 1.12E-03 9.07E-06 5.98E-07 1.69E-06 1.29E-07 370731.00 3754020.00 1.79E-06 1.17E-06 9.48E-09 6.25E-10 1.77E-09 1.35E-10
370751.00 3754020.00 1.79E-03 1.19E-03 9.93E-06 6.54E-07 1.82E-06 1.39E-07 370751.00 3754020.00 1.87E-06 1.24E-06 1.04E-08 6.84E-10 1.90E-09 1.45E-10
370771.00 3754020.00 1.88E-03 1.27E-03 1.09E-05 7.19E-07 1.96E-06 1.50E-07 370771.00 3754020.00 1.97E-06 1.32E-06 1.14E-08 7.51E-10 2.05E-09 1.56E-10
370791.00 3754020.00 1.97E-03 1.35E-03 1.20E-05 7.94E-07 2.12E-06 1.62E-07 370791.00 3754020.00 2.06E-06 1.41E-06 1.26E-08 8.30E-10 2.22E-09 1.69E-10
370811.00 3754020.00 2.07E-03 1.45E-03 1.34E-05 8.82E-07 2.31E-06 1.76E-07 370811.00 3754020.00 2.16E-06 1.51E-06 1.40E-08 9.22E-10 2.41E-09 1.84E-10
370831.00 3754020.00 2.16E-03 1.54E-03 1.52E-05 1.00E-06 2.53E-06 1.93E-07 370831.00 3754020.00 2.26E-06 1.61E-06 1.59E-08 1.04E-09 2.64E-09 2.02E-10
370851.00 3754020.00 2.26E-03 1.64E-03 1.71E-05 1.13E-06 2.77E-06 2.11E-07 370851.00 3754020.00 2.37E-06 1.71E-06 1.79E-08 1.18E-09 2.89E-09 2.21E-10
370871.00 3754020.00 2.37E-03 1.76E-03 1.93E-05 1.27E-06 3.04E-06 2.32E-07 370871.00 3754020.00 2.48E-06 1.84E-06 2.01E-08 1.33E-09 3.18E-09 2.43E-10
370891.00 3754020.00 2.49E-03 1.89E-03 2.17E-05 1.43E-06 3.36E-06 2.57E-07 370891.00 3754020.00 2.60E-06 1.97E-06 2.27E-08 1.50E-09 3.51E-09 2.68E-10
370911.00 3754020.00 2.61E-03 2.03E-03 2.45E-05 1.61E-06 3.73E-06 2.85E-07 370911.00 3754020.00 2.73E-06 2.12E-06 2.56E-08 1.69E-09 3.90E-09 2.98E-10
370931.00 3754020.00 2.74E-03 2.18E-03 2.73E-05 1.80E-06 4.17E-06 3.18E-07 370931.00 3754020.00 2.86E-06 2.28E-06 2.85E-08 1.88E-09 4.36E-09 3.33E-10
370951.00 3754020.00 2.87E-03 2.34E-03 3.00E-05 1.98E-06 4.69E-06 3.58E-07 370951.00 3754020.00 3.00E-06 2.45E-06 3.14E-08 2.07E-09 4.90E-09 3.74E-10
370971.00 3754020.00 3.00E-03 2.52E-03 3.24E-05 2.13E-06 5.31E-06 4.05E-07 370971.00 3754020.00 3.13E-06 2.64E-06 3.38E-08 2.23E-09 5.55E-09 4.24E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370991.00 3754020.00 3.16E-03 2.75E-03 3.44E-05 2.27E-06 6.08E-06 4.64E-07 370991.00 3754020.00 3.30E-06 2.87E-06 3.60E-08 2.37E-09 6.35E-09 4.85E-10
371011.00 3754020.00 3.31E-03 2.97E-03 3.56E-05 2.34E-06 7.00E-06 5.34E-07 371011.00 3754020.00 3.46E-06 3.11E-06 3.72E-08 2.45E-09 7.31E-09 5.59E-10
371031.00 3754020.00 3.44E-03 3.20E-03 3.64E-05 2.40E-06 8.13E-06 6.21E-07 371031.00 3754020.00 3.60E-06 3.34E-06 3.80E-08 2.51E-09 8.49E-09 6.49E-10
371051.00 3754020.00 3.57E-03 3.42E-03 3.70E-05 2.44E-06 9.52E-06 7.27E-07 371051.00 3754020.00 3.73E-06 3.58E-06 3.86E-08 2.55E-09 9.95E-09 7.60E-10
371071.00 3754020.00 3.57E-03 3.45E-03 3.59E-05 2.36E-06 1.09E-05 8.35E-07 371071.00 3754020.00 3.73E-06 3.61E-06 3.75E-08 2.47E-09 1.14E-08 8.73E-10
371091.00 3754020.00 3.70E-03 3.68E-03 3.67E-05 2.42E-06 1.31E-05 1.00E-06 371091.00 3754020.00 3.87E-06 3.84E-06 3.83E-08 2.52E-09 1.37E-08 1.05E-09
371111.00 3754020.00 3.82E-03 3.86E-03 3.73E-05 2.46E-06 1.59E-05 1.21E-06 371111.00 3754020.00 3.99E-06 4.04E-06 3.90E-08 2.57E-09 1.66E-08 1.27E-09
371131.00 3754020.00 3.94E-03 4.03E-03 3.78E-05 2.49E-06 1.92E-05 1.47E-06 371131.00 3754020.00 4.12E-06 4.21E-06 3.95E-08 2.61E-09 2.01E-08 1.53E-09
371151.00 3754020.00 4.01E-03 4.08E-03 3.62E-05 2.39E-06 2.23E-05 1.70E-06 371151.00 3754020.00 4.19E-06 4.27E-06 3.78E-08 2.49E-09 2.33E-08 1.78E-09
371171.00 3754020.00 4.01E-03 3.90E-03 3.62E-05 2.39E-06 2.58E-05 1.97E-06 371171.00 3754020.00 4.19E-06 4.08E-06 3.78E-08 2.49E-09 2.70E-08 2.06E-09
371191.00 3754020.00 3.98E-03 3.61E-03 3.60E-05 2.38E-06 2.91E-05 2.22E-06 371191.00 3754020.00 4.16E-06 3.77E-06 3.77E-08 2.48E-09 3.04E-08 2.32E-09
371211.00 3754020.00 3.90E-03 3.23E-03 3.59E-05 2.36E-06 3.19E-05 2.44E-06 371211.00 3754020.00 4.08E-06 3.38E-06 3.75E-08 2.47E-09 3.33E-08 2.55E-09
371231.00 3754020.00 3.79E-03 2.83E-03 3.55E-05 2.34E-06 3.40E-05 2.60E-06 371231.00 3754020.00 3.96E-06 2.96E-06 3.71E-08 2.45E-09 3.55E-08 2.71E-09
371251.00 3754020.00 3.64E-03 2.44E-03 3.52E-05 2.32E-06 3.55E-05 2.71E-06 371251.00 3754020.00 3.81E-06 2.55E-06 3.67E-08 2.42E-09 3.71E-08 2.83E-09
371271.00 3754020.00 3.46E-03 2.09E-03 3.54E-05 2.33E-06 3.71E-05 2.83E-06 371271.00 3754020.00 3.61E-06 2.18E-06 3.70E-08 2.44E-09 3.88E-08 2.96E-09
371291.00 3754020.00 3.27E-03 1.82E-03 3.38E-05 2.23E-06 3.63E-05 2.77E-06 371291.00 3754020.00 3.42E-06 1.90E-06 3.53E-08 2.33E-09 3.80E-08 2.90E-09
371311.00 3754020.00 3.06E-03 1.59E-03 3.27E-05 2.16E-06 3.58E-05 2.73E-06 371311.00 3754020.00 3.19E-06 1.66E-06 3.42E-08 2.26E-09 3.74E-08 2.85E-09
371331.00 3754020.00 2.84E-03 1.42E-03 3.11E-05 2.05E-06 3.42E-05 2.61E-06 371331.00 3754020.00 2.97E-06 1.48E-06 3.25E-08 2.14E-09 3.57E-08 2.73E-09
371351.00 3754020.00 2.62E-03 1.29E-03 2.91E-05 1.92E-06 3.21E-05 2.45E-06 371351.00 3754020.00 2.74E-06 1.35E-06 3.04E-08 2.00E-09 3.35E-08 2.56E-09
371371.00 3754020.00 2.41E-03 1.19E-03 2.68E-05 1.77E-06 2.94E-05 2.25E-06 371371.00 3754020.00 2.52E-06 1.25E-06 2.80E-08 1.85E-09 3.07E-08 2.35E-09
371391.00 3754020.00 2.21E-03 1.12E-03 2.43E-05 1.60E-06 2.63E-05 2.01E-06 371391.00 3754020.00 2.31E-06 1.17E-06 2.54E-08 1.67E-09 2.75E-08 2.10E-09
371411.00 3754020.00 2.03E-03 1.07E-03 2.14E-05 1.41E-06 2.26E-05 1.73E-06 371411.00 3754020.00 2.12E-06 1.12E-06 2.24E-08 1.47E-09 2.37E-08 1.81E-09
371431.00 3754020.00 1.86E-03 1.03E-03 1.89E-05 1.25E-06 1.95E-05 1.49E-06 371431.00 3754020.00 1.94E-06 1.07E-06 1.98E-08 1.30E-09 2.04E-08 1.56E-09
371451.00 3754020.00 1.71E-03 9.92E-04 1.64E-05 1.08E-06 1.64E-05 1.25E-06 371451.00 3754020.00 1.79E-06 1.04E-06 1.72E-08 1.13E-09 1.71E-08 1.31E-09
371471.00 3754020.00 1.57E-03 9.60E-04 1.44E-05 9.51E-07 1.39E-05 1.06E-06 371471.00 3754020.00 1.64E-06 1.00E-06 1.51E-08 9.94E-10 1.45E-08 1.11E-09
371491.00 3754020.00 1.45E-03 9.30E-04 1.30E-05 8.57E-07 1.22E-05 9.31E-07 371491.00 3754020.00 1.52E-06 9.72E-07 1.36E-08 8.96E-10 1.27E-08 9.73E-10
371511.00 3754020.00 1.34E-03 9.02E-04 1.19E-05 7.81E-07 1.09E-05 8.30E-07 371511.00 3754020.00 1.40E-06 9.42E-07 1.24E-08 8.17E-10 1.14E-08 8.68E-10
371531.00 3754020.00 1.25E-03 8.74E-04 1.10E-05 7.26E-07 9.96E-06 7.60E-07 371531.00 3754020.00 1.30E-06 9.14E-07 1.15E-08 7.58E-10 1.04E-08 7.95E-10
371551.00 3754020.00 1.16E-03 8.47E-04 1.03E-05 6.77E-07 9.20E-06 7.02E-07 371551.00 3754020.00 1.21E-06 8.86E-07 1.07E-08 7.08E-10 9.61E-09 7.34E-10
371571.00 3754020.00 1.08E-03 8.22E-04 9.57E-06 6.30E-07 8.47E-06 6.47E-07 371571.00 3754020.00 1.13E-06 8.59E-07 1.00E-08 6.59E-10 8.85E-09 6.76E-10
371591.00 3754020.00 1.00E-03 7.96E-04 9.02E-06 5.94E-07 7.94E-06 6.06E-07 371591.00 3754020.00 1.05E-06 8.32E-07 9.42E-09 6.21E-10 8.30E-09 6.34E-10
371611.00 3754020.00 9.36E-04 7.72E-04 8.60E-06 5.67E-07 7.53E-06 5.75E-07 371611.00 3754020.00 9.78E-07 8.07E-07 8.99E-09 5.92E-10 7.87E-09 6.01E-10
371631.00 3754020.00 8.79E-04 7.48E-04 8.04E-06 5.30E-07 6.99E-06 5.34E-07 371631.00 3754020.00 9.19E-07 7.82E-07 8.40E-09 5.54E-10 7.30E-09 5.58E-10
371651.00 3754020.00 8.29E-04 7.25E-04 7.54E-06 4.97E-07 6.50E-06 4.96E-07 371651.00 3754020.00 8.66E-07 7.57E-07 7.88E-09 5.19E-10 6.79E-09 5.19E-10
371671.00 3754020.00 7.83E-04 7.02E-04 7.09E-06 4.68E-07 6.06E-06 4.63E-07 371671.00 3754020.00 8.19E-07 7.34E-07 7.41E-09 4.89E-10 6.33E-09 4.84E-10
371691.00 3754020.00 7.44E-04 6.80E-04 6.68E-06 4.41E-07 5.66E-06 4.32E-07 371691.00 3754020.00 7.78E-07 7.11E-07 6.99E-09 4.61E-10 5.91E-09 4.52E-10
371711.00 3754020.00 7.09E-04 6.59E-04 6.31E-06 4.16E-07 5.29E-06 4.04E-07 371711.00 3754020.00 7.42E-07 6.89E-07 6.60E-09 4.35E-10 5.53E-09 4.22E-10
371731.00 3754020.00 6.80E-04 6.39E-04 5.97E-06 3.93E-07 4.95E-06 3.78E-07 371731.00 3754020.00 7.10E-07 6.67E-07 6.24E-09 4.11E-10 5.18E-09 3.96E-10
371751.00 3754020.00 6.53E-04 6.19E-04 5.65E-06 3.73E-07 4.65E-06 3.55E-07 371751.00 3754020.00 6.82E-07 6.47E-07 5.91E-09 3.90E-10 4.86E-09 3.71E-10
371771.00 3754020.00 6.31E-04 6.00E-04 5.35E-06 3.53E-07 4.37E-06 3.33E-07 371771.00 3754020.00 6.60E-07 6.27E-07 5.60E-09 3.69E-10 4.56E-09 3.48E-10
371791.00 3754020.00 6.13E-04 5.81E-04 5.08E-06 3.35E-07 4.10E-06 3.13E-07 371791.00 3754020.00 6.41E-07 6.07E-07 5.31E-09 3.50E-10 4.29E-09 3.28E-10
371811.00 3754020.00 5.97E-04 5.63E-04 4.82E-06 3.18E-07 3.86E-06 2.95E-07 371811.00 3754020.00 6.24E-07 5.89E-07 5.04E-09 3.32E-10 4.04E-09 3.08E-10
371831.00 3754020.00 5.84E-04 5.46E-04 4.59E-06 3.02E-07 3.64E-06 2.78E-07 371831.00 3754020.00 6.10E-07 5.71E-07 4.79E-09 3.16E-10 3.81E-09 2.91E-10
370571.00 3754040.00 1.24E-03 7.38E-04 5.16E-06 3.40E-07 1.04E-06 7.94E-08 370571.00 3754040.00 1.29E-06 7.72E-07 5.39E-09 3.56E-10 1.09E-09 8.30E-11
370591.00 3754040.00 1.29E-03 7.77E-04 5.53E-06 3.64E-07 1.10E-06 8.40E-08 370591.00 3754040.00 1.35E-06 8.13E-07 5.78E-09 3.81E-10 1.15E-09 8.78E-11
370611.00 3754040.00 1.35E-03 8.20E-04 5.93E-06 3.91E-07 1.17E-06 8.90E-08 370611.00 3754040.00 1.41E-06 8.57E-07 6.20E-09 4.09E-10 1.22E-09 9.31E-11
370631.00 3754040.00 1.41E-03 8.66E-04 6.38E-06 4.21E-07 1.24E-06 9.45E-08 370631.00 3754040.00 1.47E-06 9.05E-07 6.67E-09 4.40E-10 1.29E-09 9.88E-11
370651.00 3754040.00 1.47E-03 9.16E-04 6.89E-06 4.54E-07 1.32E-06 1.01E-07 370651.00 3754040.00 1.54E-06 9.58E-07 7.20E-09 4.75E-10 1.38E-09 1.05E-10
370671.00 3754040.00 1.54E-03 9.71E-04 7.46E-06 4.92E-07 1.40E-06 1.07E-07 370671.00 3754040.00 1.61E-06 1.01E-06 7.80E-09 5.14E-10 1.47E-09 1.12E-10
370691.00 3754040.00 1.61E-03 1.03E-03 8.15E-06 5.37E-07 1.51E-06 1.15E-07 370691.00 3754040.00 1.68E-06 1.07E-06 8.52E-09 5.62E-10 1.57E-09 1.20E-10
370711.00 3754040.00 1.69E-03 1.09E-03 8.90E-06 5.87E-07 1.61E-06 1.23E-07 370711.00 3754040.00 1.76E-06 1.14E-06 9.30E-09 6.13E-10 1.69E-09 1.29E-10
370731.00 3754040.00 1.77E-03 1.16E-03 9.76E-06 6.43E-07 1.73E-06 1.32E-07 370731.00 3754040.00 1.85E-06 1.22E-06 1.02E-08 6.72E-10 1.81E-09 1.38E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370751.00 3754040.00 1.86E-03 1.24E-03 1.08E-05 7.09E-07 1.87E-06 1.42E-07 370751.00 3754040.00 1.94E-06 1.30E-06 1.12E-08 7.41E-10 1.95E-09 1.49E-10
370771.00 3754040.00 1.95E-03 1.33E-03 1.19E-05 7.85E-07 2.02E-06 1.54E-07 370771.00 3754040.00 2.04E-06 1.39E-06 1.25E-08 8.21E-10 2.11E-09 1.61E-10
370791.00 3754040.00 2.05E-03 1.42E-03 1.33E-05 8.76E-07 2.19E-06 1.67E-07 370791.00 3754040.00 2.15E-06 1.49E-06 1.39E-08 9.16E-10 2.28E-09 1.74E-10
370811.00 3754040.00 2.16E-03 1.52E-03 1.50E-05 9.91E-07 2.39E-06 1.82E-07 370811.00 3754040.00 2.25E-06 1.59E-06 1.57E-08 1.04E-09 2.50E-09 1.91E-10
370831.00 3754040.00 2.26E-03 1.63E-03 1.73E-05 1.14E-06 2.61E-06 2.00E-07 370831.00 3754040.00 2.36E-06 1.70E-06 1.80E-08 1.19E-09 2.73E-09 2.09E-10
370851.00 3754040.00 2.37E-03 1.75E-03 1.98E-05 1.30E-06 2.87E-06 2.19E-07 370851.00 3754040.00 2.48E-06 1.82E-06 2.07E-08 1.36E-09 3.00E-09 2.29E-10
370871.00 3754040.00 2.50E-03 1.88E-03 2.28E-05 1.50E-06 3.16E-06 2.42E-07 370871.00 3754040.00 2.61E-06 1.96E-06 2.38E-08 1.57E-09 3.31E-09 2.52E-10
370891.00 3754040.00 2.63E-03 2.03E-03 2.65E-05 1.75E-06 3.51E-06 2.68E-07 370891.00 3754040.00 2.75E-06 2.12E-06 2.77E-08 1.83E-09 3.66E-09 2.80E-10
370911.00 3754040.00 2.77E-03 2.20E-03 3.09E-05 2.04E-06 3.91E-06 2.99E-07 370911.00 3754040.00 2.90E-06 2.30E-06 3.23E-08 2.13E-09 4.09E-09 3.12E-10
370931.00 3754040.00 2.91E-03 2.38E-03 3.57E-05 2.35E-06 4.38E-06 3.35E-07 370931.00 3754040.00 3.05E-06 2.48E-06 3.73E-08 2.46E-09 4.58E-09 3.50E-10
370951.00 3754040.00 3.07E-03 2.58E-03 4.05E-05 2.67E-06 4.95E-06 3.78E-07 370951.00 3754040.00 3.20E-06 2.69E-06 4.23E-08 2.79E-09 5.18E-09 3.95E-10
370971.00 3754040.00 3.22E-03 2.80E-03 4.46E-05 2.94E-06 5.64E-06 4.31E-07 370971.00 3754040.00 3.37E-06 2.93E-06 4.66E-08 3.07E-09 5.90E-09 4.50E-10
370991.00 3754040.00 3.42E-03 3.09E-03 4.78E-05 3.15E-06 6.51E-06 4.97E-07 370991.00 3754040.00 3.57E-06 3.23E-06 5.00E-08 3.29E-09 6.81E-09 5.20E-10
371011.00 3754040.00 3.60E-03 3.38E-03 4.95E-05 3.27E-06 7.57E-06 5.78E-07 371011.00 3754040.00 3.76E-06 3.53E-06 5.18E-08 3.41E-09 7.91E-09 6.04E-10
371031.00 3754040.00 3.77E-03 3.69E-03 5.07E-05 3.34E-06 8.90E-06 6.80E-07 371031.00 3754040.00 3.94E-06 3.85E-06 5.30E-08 3.49E-09 9.30E-09 7.10E-10
371051.00 3754040.00 3.93E-03 4.01E-03 5.16E-05 3.40E-06 1.06E-05 8.09E-07 371051.00 3754040.00 4.11E-06 4.19E-06 5.39E-08 3.55E-09 1.11E-08 8.46E-10
371071.00 3754040.00 3.98E-03 4.16E-03 5.02E-05 3.31E-06 1.25E-05 9.55E-07 371071.00 3754040.00 4.16E-06 4.35E-06 5.25E-08 3.46E-09 1.31E-08 9.98E-10
371091.00 3754040.00 4.15E-03 4.52E-03 5.15E-05 3.39E-06 1.54E-05 1.18E-06 371091.00 3754040.00 4.34E-06 4.72E-06 5.38E-08 3.55E-09 1.61E-08 1.23E-09
371111.00 3754040.00 4.30E-03 4.85E-03 5.26E-05 3.47E-06 1.92E-05 1.47E-06 371111.00 3754040.00 4.50E-06 5.07E-06 5.50E-08 3.63E-09 2.01E-08 1.53E-09
371131.00 3754040.00 4.45E-03 5.16E-03 5.38E-05 3.54E-06 2.43E-05 1.85E-06 371131.00 3754040.00 4.66E-06 5.40E-06 5.62E-08 3.70E-09 2.53E-08 1.94E-09
371151.00 3754040.00 4.57E-03 5.37E-03 5.20E-05 3.42E-06 2.98E-05 2.28E-06 371151.00 3754040.00 4.78E-06 5.61E-06 5.43E-08 3.58E-09 3.12E-08 2.38E-09
371171.00 3754040.00 4.60E-03 5.22E-03 5.21E-05 3.43E-06 3.61E-05 2.76E-06 371171.00 3754040.00 4.81E-06 5.46E-06 5.45E-08 3.59E-09 3.77E-08 2.88E-09
371191.00 3754040.00 4.59E-03 4.87E-03 5.19E-05 3.42E-06 4.19E-05 3.20E-06 371191.00 3754040.00 4.80E-06 5.09E-06 5.43E-08 3.58E-09 4.38E-08 3.35E-09
371211.00 3754040.00 4.52E-03 4.34E-03 5.17E-05 3.41E-06 4.67E-05 3.57E-06 371211.00 3754040.00 4.73E-06 4.54E-06 5.40E-08 3.56E-09 4.88E-08 3.73E-09
371231.00 3754040.00 4.41E-03 3.74E-03 5.15E-05 3.39E-06 5.03E-05 3.84E-06 371231.00 3754040.00 4.61E-06 3.91E-06 5.38E-08 3.55E-09 5.26E-08 4.01E-09
371251.00 3754040.00 4.24E-03 3.15E-03 5.13E-05 3.38E-06 5.29E-05 4.04E-06 371251.00 3754040.00 4.44E-06 3.29E-06 5.36E-08 3.54E-09 5.53E-08 4.22E-09
371271.00 3754040.00 4.03E-03 2.63E-03 5.24E-05 3.46E-06 5.61E-05 4.28E-06 371271.00 3754040.00 4.21E-06 2.75E-06 5.48E-08 3.61E-09 5.86E-08 4.48E-09
371291.00 3754040.00 3.81E-03 2.28E-03 4.98E-05 3.28E-06 5.45E-05 4.17E-06 371291.00 3754040.00 3.98E-06 2.38E-06 5.20E-08 3.43E-09 5.70E-08 4.35E-09
371311.00 3754040.00 3.56E-03 2.00E-03 4.83E-05 3.19E-06 5.40E-05 4.12E-06 371311.00 3754040.00 3.72E-06 2.09E-06 5.05E-08 3.33E-09 5.64E-08 4.31E-09
371331.00 3754040.00 3.29E-03 1.80E-03 4.64E-05 3.06E-06 5.25E-05 4.01E-06 371331.00 3754040.00 3.44E-06 1.89E-06 4.85E-08 3.20E-09 5.48E-08 4.19E-09
371351.00 3754040.00 3.03E-03 1.67E-03 4.38E-05 2.89E-06 4.98E-05 3.80E-06 371351.00 3754040.00 3.16E-06 1.75E-06 4.58E-08 3.02E-09 5.20E-08 3.97E-09
371371.00 3754040.00 2.77E-03 1.59E-03 4.03E-05 2.65E-06 4.57E-05 3.49E-06 371371.00 3754040.00 2.90E-06 1.66E-06 4.21E-08 2.77E-09 4.78E-08 3.65E-09
371391.00 3754040.00 2.53E-03 1.52E-03 3.61E-05 2.38E-06 4.06E-05 3.10E-06 371391.00 3754040.00 2.64E-06 1.59E-06 3.78E-08 2.49E-09 4.24E-08 3.24E-09
371411.00 3754040.00 2.30E-03 1.46E-03 3.13E-05 2.06E-06 3.44E-05 2.63E-06 371411.00 3754040.00 2.41E-06 1.53E-06 3.27E-08 2.15E-09 3.60E-08 2.75E-09
371431.00 3754040.00 2.10E-03 1.41E-03 2.68E-05 1.76E-06 2.87E-05 2.19E-06 371431.00 3754040.00 2.19E-06 1.47E-06 2.80E-08 1.84E-09 3.00E-08 2.29E-09
371451.00 3754040.00 1.92E-03 1.36E-03 2.26E-05 1.49E-06 2.34E-05 1.79E-06 371451.00 3754040.00 2.01E-06 1.42E-06 2.37E-08 1.56E-09 2.45E-08 1.87E-09
371471.00 3754040.00 1.76E-03 1.31E-03 1.96E-05 1.29E-06 1.96E-05 1.50E-06 371471.00 3754040.00 1.84E-06 1.37E-06 2.05E-08 1.35E-09 2.05E-08 1.57E-09
371491.00 3754040.00 1.62E-03 1.26E-03 1.76E-05 1.16E-06 1.73E-05 1.32E-06 371491.00 3754040.00 1.69E-06 1.32E-06 1.84E-08 1.21E-09 1.81E-08 1.38E-09
371511.00 3754040.00 1.49E-03 1.21E-03 1.61E-05 1.06E-06 1.56E-05 1.19E-06 371511.00 3754040.00 1.56E-06 1.27E-06 1.68E-08 1.11E-09 1.63E-08 1.24E-09
371531.00 3754040.00 1.37E-03 1.17E-03 1.48E-05 9.77E-07 1.42E-05 1.09E-06 371531.00 3754040.00 1.44E-06 1.22E-06 1.55E-08 1.02E-09 1.49E-08 1.14E-09
371551.00 3754040.00 1.27E-03 1.12E-03 1.36E-05 8.96E-07 1.29E-05 9.88E-07 371551.00 3754040.00 1.33E-06 1.17E-06 1.42E-08 9.36E-10 1.35E-08 1.03E-09
371571.00 3754040.00 1.18E-03 1.08E-03 1.25E-05 8.26E-07 1.18E-05 9.02E-07 371571.00 3754040.00 1.24E-06 1.13E-06 1.31E-08 8.63E-10 1.23E-08 9.43E-10
371591.00 3754040.00 1.10E-03 1.04E-03 1.16E-05 7.64E-07 1.08E-05 8.27E-07 371591.00 3754040.00 1.15E-06 1.08E-06 1.21E-08 7.98E-10 1.13E-08 8.64E-10
371611.00 3754040.00 1.02E-03 9.97E-04 1.09E-05 7.19E-07 1.01E-05 7.72E-07 371611.00 3754040.00 1.07E-06 1.04E-06 1.14E-08 7.51E-10 1.06E-08 8.07E-10
371631.00 3754040.00 9.64E-04 9.59E-04 1.01E-05 6.64E-07 9.24E-06 7.06E-07 371631.00 3754040.00 1.01E-06 1.00E-06 1.05E-08 6.94E-10 9.66E-09 7.38E-10
371651.00 3754040.00 9.11E-04 9.22E-04 9.34E-06 6.16E-07 8.47E-06 6.47E-07 371651.00 3754040.00 9.52E-07 9.63E-07 9.76E-09 6.44E-10 8.86E-09 6.76E-10
371671.00 3754040.00 8.65E-04 8.86E-04 8.69E-06 5.73E-07 7.80E-06 5.95E-07 371671.00 3754040.00 9.04E-07 9.27E-07 9.09E-09 5.99E-10 8.15E-09 6.22E-10
371691.00 3754040.00 8.25E-04 8.53E-04 8.12E-06 5.35E-07 7.20E-06 5.50E-07 371691.00 3754040.00 8.62E-07 8.92E-07 8.48E-09 5.59E-10 7.52E-09 5.74E-10
371711.00 3754040.00 7.91E-04 8.21E-04 7.60E-06 5.01E-07 6.66E-06 5.08E-07 371711.00 3754040.00 8.27E-07 8.58E-07 7.94E-09 5.24E-10 6.96E-09 5.31E-10
371731.00 3754040.00 7.62E-04 7.90E-04 7.12E-06 4.70E-07 6.17E-06 4.71E-07 371731.00 3754040.00 7.97E-07 8.26E-07 7.45E-09 4.91E-10 6.45E-09 4.92E-10
371751.00 3754040.00 7.37E-04 7.61E-04 6.70E-06 4.41E-07 5.74E-06 4.38E-07 371751.00 3754040.00 7.71E-07 7.96E-07 7.00E-09 4.61E-10 5.99E-09 4.58E-10
371771.00 3754040.00 7.18E-04 7.34E-04 6.30E-06 4.15E-07 5.34E-06 4.07E-07 371771.00 3754040.00 7.50E-07 7.67E-07 6.58E-09 4.34E-10 5.58E-09 4.26E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371791.00 3754040.00 7.01E-04 7.07E-04 5.94E-06 3.91E-07 4.98E-06 3.80E-07 371791.00 3754040.00 7.33E-07 7.39E-07 6.20E-09 4.09E-10 5.20E-09 3.97E-10
371811.00 3754040.00 6.87E-04 6.82E-04 5.60E-06 3.69E-07 4.65E-06 3.55E-07 371811.00 3754040.00 7.18E-07 7.13E-07 5.86E-09 3.86E-10 4.86E-09 3.71E-10
371831.00 3754040.00 6.74E-04 6.58E-04 5.30E-06 3.49E-07 4.35E-06 3.32E-07 371831.00 3754040.00 7.05E-07 6.87E-07 5.54E-09 3.65E-10 4.55E-09 3.47E-10
370571.00 3754060.00 1.27E-03 7.59E-04 5.38E-06 3.54E-07 1.06E-06 8.07E-08 370571.00 3754060.00 1.33E-06 7.93E-07 5.62E-09 3.70E-10 1.10E-09 8.43E-11
370591.00 3754060.00 1.32E-03 8.00E-04 5.78E-06 3.81E-07 1.12E-06 8.55E-08 370591.00 3754060.00 1.38E-06 8.36E-07 6.04E-09 3.98E-10 1.17E-09 8.94E-11
370611.00 3754060.00 1.38E-03 8.45E-04 6.22E-06 4.10E-07 1.19E-06 9.06E-08 370611.00 3754060.00 1.44E-06 8.83E-07 6.50E-09 4.28E-10 1.24E-09 9.47E-11
370631.00 3754060.00 1.44E-03 8.93E-04 6.71E-06 4.42E-07 1.26E-06 9.63E-08 370631.00 3754060.00 1.51E-06 9.34E-07 7.02E-09 4.62E-10 1.32E-09 1.01E-10
370651.00 3754060.00 1.51E-03 9.46E-04 7.28E-06 4.80E-07 1.34E-06 1.03E-07 370651.00 3754060.00 1.58E-06 9.89E-07 7.61E-09 5.01E-10 1.40E-09 1.07E-10
370671.00 3754060.00 1.58E-03 1.00E-03 7.93E-06 5.23E-07 1.44E-06 1.10E-07 370671.00 3754060.00 1.65E-06 1.05E-06 8.29E-09 5.46E-10 1.50E-09 1.15E-10
370691.00 3754060.00 1.66E-03 1.07E-03 8.67E-06 5.71E-07 1.54E-06 1.17E-07 370691.00 3754060.00 1.73E-06 1.11E-06 9.06E-09 5.97E-10 1.61E-09 1.23E-10
370711.00 3754060.00 1.74E-03 1.14E-03 9.52E-06 6.27E-07 1.65E-06 1.26E-07 370711.00 3754060.00 1.82E-06 1.19E-06 9.95E-09 6.56E-10 1.72E-09 1.32E-10
370731.00 3754060.00 1.83E-03 1.21E-03 1.05E-05 6.91E-07 1.77E-06 1.35E-07 370731.00 3754060.00 1.91E-06 1.27E-06 1.10E-08 7.23E-10 1.85E-09 1.41E-10
370751.00 3754060.00 1.92E-03 1.30E-03 1.16E-05 7.68E-07 1.91E-06 1.46E-07 370751.00 3754060.00 2.01E-06 1.36E-06 1.22E-08 8.02E-10 2.00E-09 1.53E-10
370771.00 3754060.00 2.03E-03 1.39E-03 1.30E-05 8.58E-07 2.07E-06 1.58E-07 370771.00 3754060.00 2.12E-06 1.45E-06 1.36E-08 8.97E-10 2.16E-09 1.65E-10
370791.00 3754060.00 2.13E-03 1.49E-03 1.47E-05 9.70E-07 2.25E-06 1.72E-07 370791.00 3754060.00 2.23E-06 1.56E-06 1.54E-08 1.01E-09 2.35E-09 1.80E-10
370811.00 3754060.00 2.24E-03 1.60E-03 1.70E-05 1.12E-06 2.46E-06 1.88E-07 370811.00 3754060.00 2.34E-06 1.67E-06 1.77E-08 1.17E-09 2.57E-09 1.97E-10
370831.00 3754060.00 2.36E-03 1.72E-03 1.96E-05 1.29E-06 2.70E-06 2.06E-07 370831.00 3754060.00 2.47E-06 1.80E-06 2.05E-08 1.35E-09 2.82E-09 2.15E-10
370851.00 3754060.00 2.49E-03 1.85E-03 2.29E-05 1.51E-06 2.96E-06 2.26E-07 370851.00 3754060.00 2.60E-06 1.94E-06 2.40E-08 1.58E-09 3.10E-09 2.37E-10
370871.00 3754060.00 2.63E-03 2.01E-03 2.72E-05 1.79E-06 3.28E-06 2.50E-07 370871.00 3754060.00 2.74E-06 2.10E-06 2.84E-08 1.87E-09 3.42E-09 2.61E-10
370891.00 3754060.00 2.78E-03 2.18E-03 3.28E-05 2.16E-06 3.64E-06 2.78E-07 370891.00 3754060.00 2.90E-06 2.28E-06 3.43E-08 2.26E-09 3.81E-09 2.91E-10
370911.00 3754060.00 2.93E-03 2.37E-03 4.02E-05 2.65E-06 4.07E-06 3.11E-07 370911.00 3754060.00 3.07E-06 2.48E-06 4.20E-08 2.77E-09 4.26E-09 3.25E-10
370931.00 3754060.00 3.10E-03 2.59E-03 4.93E-05 3.25E-06 4.58E-06 3.50E-07 370931.00 3754060.00 3.24E-06 2.70E-06 5.15E-08 3.40E-09 4.79E-09 3.66E-10
370951.00 3754060.00 3.28E-03 2.83E-03 5.92E-05 3.90E-06 5.20E-06 3.97E-07 370951.00 3754060.00 3.43E-06 2.96E-06 6.18E-08 4.08E-09 5.44E-09 4.15E-10
370971.00 3754060.00 3.47E-03 3.10E-03 6.72E-05 4.43E-06 5.96E-06 4.55E-07 370971.00 3754060.00 3.62E-06 3.24E-06 7.03E-08 4.63E-09 6.23E-09 4.76E-10
370991.00 3754060.00 3.70E-03 3.47E-03 7.27E-05 4.79E-06 6.93E-06 5.29E-07 370991.00 3754060.00 3.86E-06 3.62E-06 7.60E-08 5.01E-09 7.24E-09 5.53E-10
371011.00 3754060.00 3.91E-03 3.84E-03 7.55E-05 4.97E-06 8.12E-06 6.20E-07 371011.00 3754060.00 4.09E-06 4.01E-06 7.89E-08 5.20E-09 8.49E-09 6.49E-10
371031.00 3754060.00 4.12E-03 4.25E-03 7.76E-05 5.11E-06 9.66E-06 7.38E-07 371031.00 3754060.00 4.31E-06 4.44E-06 8.11E-08 5.34E-09 1.01E-08 7.71E-10
371051.00 3754060.00 4.34E-03 4.71E-03 7.95E-05 5.24E-06 1.17E-05 8.92E-07 371051.00 3754060.00 4.53E-06 4.93E-06 8.30E-08 5.47E-09 1.22E-08 9.32E-10
371071.00 3754060.00 4.48E-03 5.09E-03 7.91E-05 5.21E-06 1.42E-05 1.09E-06 371071.00 3754060.00 4.68E-06 5.32E-06 8.26E-08 5.45E-09 1.49E-08 1.14E-09
371091.00 3754060.00 4.69E-03 5.66E-03 8.14E-05 5.37E-06 1.80E-05 1.38E-06 371091.00 3754060.00 4.91E-06 5.91E-06 8.51E-08 5.61E-09 1.88E-08 1.44E-09
371111.00 3754060.00 4.90E-03 6.25E-03 8.34E-05 5.50E-06 2.34E-05 1.79E-06 371111.00 3754060.00 5.12E-06 6.54E-06 8.72E-08 5.75E-09 2.45E-08 1.87E-09
371131.00 3754060.00 5.06E-03 6.77E-03 8.47E-05 5.58E-06 3.11E-05 2.37E-06 371131.00 3754060.00 5.29E-06 7.07E-06 8.85E-08 5.84E-09 3.25E-08 2.48E-09
371151.00 3754060.00 5.23E-03 7.28E-03 8.39E-05 5.53E-06 4.19E-05 3.20E-06 371151.00 3754060.00 5.47E-06 7.61E-06 8.77E-08 5.78E-09 4.37E-08 3.34E-09
371171.00 3754060.00 5.30E-03 7.28E-03 8.44E-05 5.56E-06 5.48E-05 4.19E-06 371171.00 3754060.00 5.54E-06 7.61E-06 8.82E-08 5.81E-09 5.73E-08 4.38E-09
371191.00 3754060.00 5.32E-03 6.89E-03 8.40E-05 5.54E-06 6.70E-05 5.12E-06 371191.00 3754060.00 5.57E-06 7.20E-06 8.78E-08 5.79E-09 7.01E-08 5.35E-09
371211.00 3754060.00 5.28E-03 6.13E-03 8.42E-05 5.55E-06 7.67E-05 5.86E-06 371211.00 3754060.00 5.52E-06 6.40E-06 8.80E-08 5.80E-09 8.02E-08 6.13E-09
371231.00 3754060.00 5.17E-03 5.19E-03 8.33E-05 5.49E-06 8.24E-05 6.29E-06 371231.00 3754060.00 5.41E-06 5.43E-06 8.70E-08 5.74E-09 8.61E-08 6.58E-09
371251.00 3754060.00 4.99E-03 4.25E-03 8.37E-05 5.52E-06 8.75E-05 6.68E-06 371251.00 3754060.00 5.22E-06 4.44E-06 8.75E-08 5.77E-09 9.14E-08 6.98E-09
371271.00 3754060.00 4.74E-03 3.49E-03 8.63E-05 5.68E-06 9.40E-05 7.18E-06 371271.00 3754060.00 4.96E-06 3.65E-06 9.02E-08 5.94E-09 9.82E-08 7.50E-09
371291.00 3754060.00 4.47E-03 3.02E-03 8.47E-05 5.58E-06 9.53E-05 7.28E-06 371291.00 3754060.00 4.67E-06 3.16E-06 8.85E-08 5.84E-09 9.96E-08 7.61E-09
371311.00 3754060.00 4.17E-03 2.73E-03 8.31E-05 5.48E-06 9.59E-05 7.32E-06 371311.00 3754060.00 4.36E-06 2.85E-06 8.69E-08 5.73E-09 1.00E-07 7.66E-09
371331.00 3754060.00 3.85E-03 2.56E-03 7.98E-05 5.26E-06 9.37E-05 7.15E-06 371331.00 3754060.00 4.02E-06 2.68E-06 8.34E-08 5.49E-09 9.79E-08 7.48E-09
371351.00 3754060.00 3.52E-03 2.45E-03 7.64E-05 5.03E-06 9.09E-05 6.94E-06 371351.00 3754060.00 3.68E-06 2.56E-06 7.98E-08 5.26E-09 9.50E-08 7.25E-09
371371.00 3754060.00 3.21E-03 2.35E-03 6.98E-05 4.60E-06 8.32E-05 6.36E-06 371371.00 3754060.00 3.35E-06 2.45E-06 7.30E-08 4.81E-09 8.70E-08 6.64E-09
371391.00 3754060.00 2.91E-03 2.25E-03 6.16E-05 4.06E-06 7.30E-05 5.57E-06 371391.00 3754060.00 3.04E-06 2.35E-06 6.44E-08 4.25E-09 7.63E-08 5.83E-09
371411.00 3754060.00 2.64E-03 2.15E-03 5.02E-05 3.31E-06 5.82E-05 4.44E-06 371411.00 3754060.00 2.76E-06 2.25E-06 5.25E-08 3.46E-09 6.08E-08 4.64E-09
371431.00 3754060.00 2.39E-03 2.05E-03 4.18E-05 2.75E-06 4.72E-05 3.61E-06 371431.00 3754060.00 2.50E-06 2.14E-06 4.37E-08 2.88E-09 4.93E-08 3.77E-09
371451.00 3754060.00 2.18E-03 1.95E-03 3.41E-05 2.25E-06 3.73E-05 2.85E-06 371451.00 3754060.00 2.27E-06 2.04E-06 3.57E-08 2.35E-09 3.90E-08 2.98E-09
371471.00 3754060.00 1.98E-03 1.85E-03 2.91E-05 1.92E-06 3.11E-05 2.38E-06 371471.00 3754060.00 2.07E-06 1.93E-06 3.05E-08 2.01E-09 3.25E-08 2.48E-09
371491.00 3754060.00 1.81E-03 1.76E-03 2.58E-05 1.70E-06 2.72E-05 2.08E-06 371491.00 3754060.00 1.89E-06 1.84E-06 2.69E-08 1.78E-09 2.84E-08 2.17E-09
371511.00 3754060.00 1.66E-03 1.67E-03 2.29E-05 1.51E-06 2.38E-05 1.82E-06 371511.00 3754060.00 1.74E-06 1.74E-06 2.39E-08 1.58E-09 2.49E-08 1.90E-09
371531.00 3754060.00 1.53E-03 1.58E-03 2.05E-05 1.35E-06 2.12E-05 1.62E-06 371531.00 3754060.00 1.60E-06 1.65E-06 2.14E-08 1.41E-09 2.21E-08 1.69E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371551.00 3754060.00 1.41E-03 1.50E-03 1.83E-05 1.21E-06 1.86E-05 1.42E-06 371551.00 3754060.00 1.47E-06 1.57E-06 1.92E-08 1.26E-09 1.95E-08 1.49E-09
371571.00 3754060.00 1.31E-03 1.43E-03 1.65E-05 1.09E-06 1.66E-05 1.27E-06 371571.00 3754060.00 1.37E-06 1.49E-06 1.73E-08 1.14E-09 1.73E-08 1.32E-09
371591.00 3754060.00 1.22E-03 1.36E-03 1.50E-05 9.90E-07 1.49E-05 1.14E-06 371591.00 3754060.00 1.27E-06 1.42E-06 1.57E-08 1.04E-09 1.56E-08 1.19E-09
371611.00 3754060.00 1.14E-03 1.29E-03 1.38E-05 9.09E-07 1.35E-05 1.03E-06 371611.00 3754060.00 1.19E-06 1.35E-06 1.44E-08 9.50E-10 1.41E-08 1.08E-09
371631.00 3754060.00 1.07E-03 1.23E-03 1.26E-05 8.28E-07 1.21E-05 9.25E-07 371631.00 3754060.00 1.12E-06 1.29E-06 1.31E-08 8.65E-10 1.27E-08 9.67E-10
371651.00 3754060.00 1.02E-03 1.17E-03 1.15E-05 7.58E-07 1.09E-05 8.35E-07 371651.00 3754060.00 1.06E-06 1.23E-06 1.20E-08 7.92E-10 1.14E-08 8.73E-10
371671.00 3754060.00 9.74E-04 1.12E-03 1.06E-05 6.97E-07 9.91E-06 7.57E-07 371671.00 3754060.00 1.02E-06 1.17E-06 1.11E-08 7.29E-10 1.04E-08 7.91E-10
371691.00 3754060.00 9.35E-04 1.07E-03 9.77E-06 6.44E-07 9.03E-06 6.89E-07 371691.00 3754060.00 9.78E-07 1.12E-06 1.02E-08 6.73E-10 9.44E-09 7.21E-10
371711.00 3754060.00 9.04E-04 1.02E-03 9.07E-06 5.98E-07 8.26E-06 6.31E-07 371711.00 3754060.00 9.44E-07 1.07E-06 9.48E-09 6.25E-10 8.63E-09 6.59E-10
371731.00 3754060.00 8.78E-04 9.75E-04 8.43E-06 5.56E-07 7.57E-06 5.79E-07 371731.00 3754060.00 9.17E-07 1.02E-06 8.81E-09 5.81E-10 7.92E-09 6.05E-10
371751.00 3754060.00 8.55E-04 9.34E-04 7.86E-06 5.18E-07 6.98E-06 5.33E-07 371751.00 3754060.00 8.94E-07 9.76E-07 8.22E-09 5.42E-10 7.29E-09 5.57E-10
371771.00 3754060.00 8.38E-04 8.94E-04 7.35E-06 4.84E-07 6.44E-06 4.92E-07 371771.00 3754060.00 8.76E-07 9.34E-07 7.68E-09 5.06E-10 6.73E-09 5.14E-10
371791.00 3754060.00 8.23E-04 8.57E-04 6.88E-06 4.54E-07 5.96E-06 4.55E-07 371791.00 3754060.00 8.60E-07 8.95E-07 7.19E-09 4.74E-10 6.22E-09 4.75E-10
371811.00 3754060.00 8.10E-04 8.22E-04 6.47E-06 4.26E-07 5.53E-06 4.22E-07 371811.00 3754060.00 8.46E-07 8.59E-07 6.76E-09 4.45E-10 5.78E-09 4.41E-10
371831.00 3754060.00 7.98E-04 7.88E-04 6.08E-06 4.01E-07 5.14E-06 3.93E-07 371831.00 3754060.00 8.34E-07 8.24E-07 6.36E-09 4.19E-10 5.37E-09 4.10E-10
370571.00 3754080.00 1.30E-03 7.79E-04 5.61E-06 3.69E-07 1.07E-06 8.20E-08 370571.00 3754080.00 1.36E-06 8.14E-07 5.86E-09 3.86E-10 1.12E-09 8.57E-11
370591.00 3754080.00 1.36E-03 8.22E-04 6.03E-06 3.97E-07 1.14E-06 8.68E-08 370591.00 3754080.00 1.42E-06 8.60E-07 6.30E-09 4.15E-10 1.19E-09 9.07E-11
370611.00 3754080.00 1.42E-03 8.70E-04 6.50E-06 4.29E-07 1.21E-06 9.21E-08 370611.00 3754080.00 1.48E-06 9.09E-07 6.80E-09 4.48E-10 1.26E-09 9.62E-11
370631.00 3754080.00 1.48E-03 9.20E-04 7.05E-06 4.65E-07 1.28E-06 9.80E-08 370631.00 3754080.00 1.55E-06 9.62E-07 7.37E-09 4.86E-10 1.34E-09 1.02E-10
370651.00 3754080.00 1.55E-03 9.76E-04 7.66E-06 5.05E-07 1.37E-06 1.04E-07 370651.00 3754080.00 1.62E-06 1.02E-06 8.01E-09 5.28E-10 1.43E-09 1.09E-10
370671.00 3754080.00 1.63E-03 1.04E-03 8.38E-06 5.52E-07 1.46E-06 1.12E-07 370671.00 3754080.00 1.70E-06 1.08E-06 8.76E-09 5.77E-10 1.53E-09 1.17E-10
370691.00 3754080.00 1.71E-03 1.10E-03 9.20E-06 6.06E-07 1.57E-06 1.20E-07 370691.00 3754080.00 1.79E-06 1.15E-06 9.61E-09 6.34E-10 1.64E-09 1.25E-10
370711.00 3754080.00 1.80E-03 1.18E-03 1.01E-05 6.69E-07 1.68E-06 1.28E-07 370711.00 3754080.00 1.88E-06 1.23E-06 1.06E-08 6.99E-10 1.76E-09 1.34E-10
370731.00 3754080.00 1.89E-03 1.26E-03 1.13E-05 7.42E-07 1.81E-06 1.38E-07 370731.00 3754080.00 1.97E-06 1.32E-06 1.18E-08 7.76E-10 1.89E-09 1.44E-10
370751.00 3754080.00 1.99E-03 1.35E-03 1.26E-05 8.31E-07 1.96E-06 1.49E-07 370751.00 3754080.00 2.08E-06 1.41E-06 1.32E-08 8.69E-10 2.05E-09 1.56E-10
370771.00 3754080.00 2.10E-03 1.45E-03 1.42E-05 9.39E-07 2.12E-06 1.62E-07 370771.00 3754080.00 2.19E-06 1.51E-06 1.49E-08 9.82E-10 2.22E-09 1.70E-10
370791.00 3754080.00 2.21E-03 1.56E-03 1.63E-05 1.07E-06 2.31E-06 1.76E-07 370791.00 3754080.00 2.31E-06 1.63E-06 1.70E-08 1.12E-09 2.42E-09 1.84E-10
370811.00 3754080.00 2.33E-03 1.68E-03 1.89E-05 1.24E-06 2.52E-06 1.93E-07 370811.00 3754080.00 2.44E-06 1.75E-06 1.97E-08 1.30E-09 2.64E-09 2.01E-10
370831.00 3754080.00 2.46E-03 1.81E-03 2.22E-05 1.46E-06 2.77E-06 2.11E-07 370831.00 3754080.00 2.57E-06 1.89E-06 2.32E-08 1.53E-09 2.89E-09 2.21E-10
370851.00 3754080.00 2.60E-03 1.96E-03 2.65E-05 1.75E-06 3.05E-06 2.33E-07 370851.00 3754080.00 2.72E-06 2.05E-06 2.77E-08 1.82E-09 3.18E-09 2.43E-10
370871.00 3754080.00 2.76E-03 2.13E-03 3.24E-05 2.13E-06 3.37E-06 2.58E-07 370871.00 3754080.00 2.88E-06 2.23E-06 3.39E-08 2.23E-09 3.53E-09 2.69E-10
370891.00 3754080.00 2.93E-03 2.33E-03 4.09E-05 2.69E-06 3.76E-06 2.87E-07 370891.00 3754080.00 3.06E-06 2.44E-06 4.27E-08 2.82E-09 3.93E-09 3.00E-10
370911.00 3754080.00 3.11E-03 2.55E-03 5.36E-05 3.53E-06 4.22E-06 3.22E-07 370911.00 3754080.00 3.25E-06 2.67E-06 5.60E-08 3.69E-09 4.41E-09 3.36E-10
370931.00 3754080.00 3.30E-03 2.81E-03 7.30E-05 4.81E-06 4.76E-06 3.64E-07 370931.00 3754080.00 3.45E-06 2.94E-06 7.63E-08 5.03E-09 4.98E-09 3.80E-10
370951.00 3754080.00 3.50E-03 3.10E-03 9.89E-05 6.52E-06 5.43E-06 4.14E-07 370951.00 3754080.00 3.66E-06 3.24E-06 1.03E-07 6.81E-09 5.67E-09 4.33E-10
370971.00 3754080.00 3.72E-03 3.43E-03 1.19E-04 7.86E-06 6.24E-06 4.77E-07 370971.00 3754080.00 3.89E-06 3.59E-06 1.25E-07 8.22E-09 6.52E-09 4.98E-10
370991.00 3754080.00 3.98E-03 3.86E-03 1.31E-04 8.65E-06 7.29E-06 5.57E-07 370991.00 3754080.00 4.16E-06 4.03E-06 1.37E-07 9.04E-09 7.62E-09 5.82E-10
371011.00 3754080.00 4.24E-03 4.33E-03 1.37E-04 9.06E-06 8.61E-06 6.57E-07 371011.00 3754080.00 4.43E-06 4.53E-06 1.44E-07 9.47E-09 9.00E-09 6.87E-10
371031.00 3754080.00 4.51E-03 4.88E-03 1.43E-04 9.45E-06 1.03E-05 7.89E-07 371031.00 3754080.00 4.71E-06 5.10E-06 1.50E-07 9.87E-09 1.08E-08 8.25E-10
371051.00 3754080.00 4.78E-03 5.52E-03 1.48E-04 9.78E-06 1.27E-05 9.67E-07 371051.00 3754080.00 4.99E-06 5.77E-06 1.55E-07 1.02E-08 1.32E-08 1.01E-09
371071.00 3754080.00 5.04E-03 6.24E-03 1.52E-04 1.00E-05 1.59E-05 1.21E-06 371071.00 3754080.00 5.26E-06 6.52E-06 1.59E-07 1.05E-08 1.66E-08 1.27E-09
371091.00 3754080.00 5.31E-03 7.13E-03 1.55E-04 1.02E-05 2.07E-05 1.58E-06 371091.00 3754080.00 5.55E-06 7.45E-06 1.63E-07 1.07E-08 2.16E-08 1.65E-09
371111.00 3754080.00 5.56E-03 8.10E-03 1.57E-04 1.04E-05 2.80E-05 2.14E-06 371111.00 3754080.00 5.81E-06 8.47E-06 1.65E-07 1.08E-08 2.92E-08 2.23E-09
371131.00 3754080.00 5.79E-03 9.19E-03 1.60E-04 1.06E-05 4.01E-05 3.06E-06 371131.00 3754080.00 6.05E-06 9.61E-06 1.67E-07 1.10E-08 4.19E-08 3.20E-09
371151.00 3754080.00 6.01E-03 1.03E-02 1.62E-04 1.07E-05 6.11E-05 4.67E-06 371151.00 3754080.00 6.28E-06 1.08E-05 1.69E-07 1.12E-08 6.39E-08 4.88E-09
371171.00 3754080.00 6.14E-03 1.07E-02 1.64E-04 1.08E-05 9.40E-05 7.18E-06 371171.00 3754080.00 6.42E-06 1.12E-05 1.72E-07 1.13E-08 9.83E-08 7.50E-09
371191.00 3754080.00 6.21E-03 1.03E-02 1.66E-04 1.09E-05 1.29E-04 9.82E-06 371191.00 3754080.00 6.49E-06 1.08E-05 1.73E-07 1.14E-08 1.34E-07 1.03E-08
371211.00 3754080.00 6.20E-03 9.18E-03 1.67E-04 1.10E-05 1.52E-04 1.16E-05 371211.00 3754080.00 6.48E-06 9.60E-06 1.74E-07 1.15E-08 1.59E-07 1.21E-08
371231.00 3754080.00 6.10E-03 7.62E-03 1.67E-04 1.10E-05 1.68E-04 1.28E-05 371231.00 3754080.00 6.37E-06 7.96E-06 1.75E-07 1.15E-08 1.75E-07 1.34E-08
371251.00 3754080.00 5.92E-03 6.16E-03 1.68E-04 1.11E-05 1.80E-04 1.37E-05 371251.00 3754080.00 6.18E-06 6.44E-06 1.75E-07 1.16E-08 1.88E-07 1.44E-08
371271.00 3754080.00 5.65E-03 5.20E-03 1.68E-04 1.11E-05 1.89E-04 1.44E-05 371271.00 3754080.00 5.90E-06 5.44E-06 1.76E-07 1.16E-08 1.98E-07 1.51E-08
371291.00 3754080.00 5.33E-03 4.75E-03 1.67E-04 1.10E-05 1.96E-04 1.49E-05 371291.00 3754080.00 5.57E-06 4.96E-06 1.75E-07 1.15E-08 2.05E-07 1.56E-08
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371311.00 3754080.00 4.96E-03 4.51E-03 1.66E-04 1.09E-05 2.00E-04 1.53E-05 371311.00 3754080.00 5.19E-06 4.72E-06 1.73E-07 1.14E-08 2.09E-07 1.59E-08
371331.00 3754080.00 4.56E-03 4.32E-03 1.63E-04 1.07E-05 2.01E-04 1.53E-05 371331.00 3754080.00 4.77E-06 4.52E-06 1.70E-07 1.12E-08 2.10E-07 1.60E-08
371351.00 3754080.00 4.16E-03 4.09E-03 1.58E-04 1.04E-05 1.98E-04 1.51E-05 371351.00 3754080.00 4.35E-06 4.27E-06 1.65E-07 1.09E-08 2.07E-07 1.58E-08
371371.00 3754080.00 3.76E-03 3.83E-03 1.49E-04 9.79E-06 1.87E-04 1.43E-05 371371.00 3754080.00 3.93E-06 4.00E-06 1.55E-07 1.02E-08 1.96E-07 1.50E-08
371391.00 3754080.00 3.39E-03 3.56E-03 1.30E-04 8.57E-06 1.63E-04 1.25E-05 371391.00 3754080.00 3.54E-06 3.72E-06 1.36E-07 8.95E-09 1.71E-07 1.30E-08
371411.00 3754080.00 3.05E-03 3.30E-03 1.01E-04 6.63E-06 1.24E-04 9.48E-06 371411.00 3754080.00 3.19E-06 3.45E-06 1.05E-07 6.93E-09 1.30E-07 9.91E-09
371431.00 3754080.00 2.74E-03 3.06E-03 7.55E-05 4.98E-06 9.06E-05 6.92E-06 371431.00 3754080.00 2.87E-06 3.20E-06 7.89E-08 5.20E-09 9.46E-08 7.23E-09
371451.00 3754080.00 2.48E-03 2.84E-03 5.96E-05 3.93E-06 7.04E-05 5.37E-06 371451.00 3754080.00 2.59E-06 2.97E-06 6.23E-08 4.10E-09 7.35E-08 5.62E-09
371471.00 3754080.00 2.25E-03 2.64E-03 4.77E-05 3.14E-06 5.55E-05 4.24E-06 371471.00 3754080.00 2.35E-06 2.76E-06 4.98E-08 3.29E-09 5.80E-08 4.43E-09
371491.00 3754080.00 2.04E-03 2.46E-03 3.93E-05 2.59E-06 4.51E-05 3.44E-06 371491.00 3754080.00 2.14E-06 2.57E-06 4.11E-08 2.71E-09 4.71E-08 3.60E-09
371511.00 3754080.00 1.87E-03 2.29E-03 3.30E-05 2.17E-06 3.71E-05 2.83E-06 371511.00 3754080.00 1.95E-06 2.39E-06 3.45E-08 2.27E-09 3.87E-08 2.96E-09
371531.00 3754080.00 1.71E-03 2.14E-03 2.83E-05 1.86E-06 3.12E-05 2.39E-06 371531.00 3754080.00 1.79E-06 2.24E-06 2.96E-08 1.95E-09 3.27E-08 2.49E-09
371551.00 3754080.00 1.58E-03 2.00E-03 2.44E-05 1.61E-06 2.65E-05 2.02E-06 371551.00 3754080.00 1.65E-06 2.09E-06 2.55E-08 1.68E-09 2.76E-08 2.11E-09
371571.00 3754080.00 1.47E-03 1.88E-03 2.14E-05 1.41E-06 2.27E-05 1.74E-06 371571.00 3754080.00 1.53E-06 1.96E-06 2.24E-08 1.47E-09 2.37E-08 1.81E-09
371591.00 3754080.00 1.37E-03 1.76E-03 1.90E-05 1.25E-06 1.98E-05 1.51E-06 371591.00 3754080.00 1.43E-06 1.84E-06 1.99E-08 1.31E-09 2.07E-08 1.58E-09
371611.00 3754080.00 1.28E-03 1.66E-03 1.71E-05 1.13E-06 1.75E-05 1.34E-06 371611.00 3754080.00 1.34E-06 1.74E-06 1.79E-08 1.18E-09 1.83E-08 1.40E-09
371631.00 3754080.00 1.22E-03 1.57E-03 1.54E-05 1.01E-06 1.54E-05 1.18E-06 371631.00 3754080.00 1.27E-06 1.64E-06 1.61E-08 1.06E-09 1.61E-08 1.23E-09
371651.00 3754080.00 1.17E-03 1.48E-03 1.39E-05 9.17E-07 1.37E-05 1.05E-06 371651.00 3754080.00 1.22E-06 1.55E-06 1.45E-08 9.58E-10 1.44E-08 1.10E-09
371671.00 3754080.00 1.13E-03 1.40E-03 1.27E-05 8.34E-07 1.23E-05 9.38E-07 371671.00 3754080.00 1.18E-06 1.46E-06 1.32E-08 8.72E-10 1.28E-08 9.81E-10
371691.00 3754080.00 1.09E-03 1.33E-03 1.16E-05 7.63E-07 1.11E-05 8.44E-07 371691.00 3754080.00 1.14E-06 1.39E-06 1.21E-08 7.97E-10 1.16E-08 8.82E-10
371711.00 3754080.00 1.07E-03 1.26E-03 1.06E-05 7.01E-07 1.00E-05 7.64E-07 371711.00 3754080.00 1.11E-06 1.32E-06 1.11E-08 7.33E-10 1.05E-08 7.99E-10
371731.00 3754080.00 1.04E-03 1.20E-03 9.83E-06 6.48E-07 9.10E-06 6.95E-07 371731.00 3754080.00 1.09E-06 1.25E-06 1.03E-08 6.77E-10 9.51E-09 7.26E-10
371751.00 3754080.00 1.02E-03 1.14E-03 9.11E-06 6.00E-07 8.31E-06 6.35E-07 371751.00 3754080.00 1.07E-06 1.19E-06 9.52E-09 6.27E-10 8.69E-09 6.64E-10
371771.00 3754080.00 1.01E-03 1.08E-03 8.46E-06 5.58E-07 7.61E-06 5.81E-07 371771.00 3754080.00 1.05E-06 1.13E-06 8.84E-09 5.83E-10 7.96E-09 6.08E-10
371791.00 3754080.00 9.93E-04 1.03E-03 7.88E-06 5.20E-07 7.00E-06 5.34E-07 371791.00 3754080.00 1.04E-06 1.08E-06 8.24E-09 5.43E-10 7.31E-09 5.59E-10
371811.00 3754080.00 9.79E-04 9.84E-04 7.37E-06 4.86E-07 6.46E-06 4.93E-07 371811.00 3754080.00 1.02E-06 1.03E-06 7.70E-09 5.08E-10 6.75E-09 5.15E-10
371831.00 3754080.00 9.67E-04 9.39E-04 6.91E-06 4.55E-07 5.97E-06 4.56E-07 371831.00 3754080.00 1.01E-06 9.82E-07 7.22E-09 4.76E-10 6.24E-09 4.77E-10
370571.00 3754100.00 1.33E-03 7.99E-04 5.84E-06 3.85E-07 1.09E-06 8.32E-08 370571.00 3754100.00 1.39E-06 8.35E-07 6.10E-09 4.02E-10 1.14E-09 8.70E-11
370591.00 3754100.00 1.39E-03 8.44E-04 6.29E-06 4.15E-07 1.15E-06 8.82E-08 370591.00 3754100.00 1.45E-06 8.82E-07 6.58E-09 4.34E-10 1.21E-09 9.21E-11
370611.00 3754100.00 1.45E-03 8.92E-04 6.81E-06 4.49E-07 1.23E-06 9.36E-08 370611.00 3754100.00 1.52E-06 9.33E-07 7.12E-09 4.69E-10 1.28E-09 9.79E-11
370631.00 3754100.00 1.52E-03 9.46E-04 7.41E-06 4.88E-07 1.31E-06 9.97E-08 370631.00 3754100.00 1.59E-06 9.88E-07 7.74E-09 5.10E-10 1.36E-09 1.04E-10
370651.00 3754100.00 1.59E-03 1.00E-03 8.08E-06 5.33E-07 1.39E-06 1.06E-07 370651.00 3754100.00 1.67E-06 1.05E-06 8.45E-09 5.57E-10 1.45E-09 1.11E-10
370671.00 3754100.00 1.67E-03 1.07E-03 8.86E-06 5.84E-07 1.49E-06 1.14E-07 370671.00 3754100.00 1.75E-06 1.12E-06 9.26E-09 6.10E-10 1.56E-09 1.19E-10
370691.00 3754100.00 1.76E-03 1.14E-03 9.76E-06 6.43E-07 1.59E-06 1.22E-07 370691.00 3754100.00 1.84E-06 1.19E-06 1.02E-08 6.72E-10 1.67E-09 1.27E-10
370711.00 3754100.00 1.85E-03 1.22E-03 1.08E-05 7.13E-07 1.71E-06 1.31E-07 370711.00 3754100.00 1.93E-06 1.27E-06 1.13E-08 7.45E-10 1.79E-09 1.37E-10
370731.00 3754100.00 1.95E-03 1.30E-03 1.21E-05 7.96E-07 1.85E-06 1.41E-07 370731.00 3754100.00 2.04E-06 1.36E-06 1.26E-08 8.32E-10 1.93E-09 1.47E-10
370751.00 3754100.00 2.05E-03 1.40E-03 1.36E-05 8.98E-07 2.00E-06 1.53E-07 370751.00 3754100.00 2.15E-06 1.46E-06 1.42E-08 9.38E-10 2.09E-09 1.59E-10
370771.00 3754100.00 2.17E-03 1.50E-03 1.55E-05 1.02E-06 2.17E-06 1.65E-07 370771.00 3754100.00 2.26E-06 1.57E-06 1.62E-08 1.07E-09 2.26E-09 1.73E-10
370791.00 3754100.00 2.29E-03 1.62E-03 1.79E-05 1.18E-06 2.36E-06 1.80E-07 370791.00 3754100.00 2.39E-06 1.69E-06 1.87E-08 1.23E-09 2.46E-09 1.88E-10
370811.00 3754100.00 2.42E-03 1.75E-03 2.09E-05 1.38E-06 2.57E-06 1.97E-07 370811.00 3754100.00 2.53E-06 1.83E-06 2.18E-08 1.44E-09 2.69E-09 2.05E-10
370831.00 3754100.00 2.56E-03 1.90E-03 2.48E-05 1.64E-06 2.82E-06 2.16E-07 370831.00 3754100.00 2.68E-06 1.99E-06 2.60E-08 1.71E-09 2.95E-09 2.25E-10
370851.00 3754100.00 2.72E-03 2.07E-03 3.03E-05 1.99E-06 3.11E-06 2.38E-07 370851.00 3754100.00 2.84E-06 2.16E-06 3.16E-08 2.08E-09 3.25E-09 2.49E-10
370871.00 3754100.00 2.89E-03 2.26E-03 3.81E-05 2.51E-06 3.45E-06 2.64E-07 370871.00 3754100.00 3.02E-06 2.36E-06 3.98E-08 2.63E-09 3.61E-09 2.76E-10
370891.00 3754100.00 3.08E-03 2.48E-03 5.03E-05 3.32E-06 3.85E-06 2.94E-07 370891.00 3754100.00 3.22E-06 2.60E-06 5.26E-08 3.47E-09 4.03E-09 3.08E-10
370911.00 3754100.00 3.28E-03 2.74E-03 7.13E-05 4.70E-06 4.33E-06 3.30E-07 370911.00 3754100.00 3.43E-06 2.86E-06 7.46E-08 4.91E-09 4.52E-09 3.45E-10
370931.00 3754100.00 3.50E-03 3.03E-03 1.13E-04 7.47E-06 4.90E-06 3.74E-07 370931.00 3754100.00 3.66E-06 3.17E-06 1.18E-07 7.81E-09 5.12E-09 3.91E-10
370951.00 3754100.00 3.74E-03 3.38E-03 1.46E-04 9.63E-06 5.60E-06 4.28E-07 370951.00 3754100.00 3.91E-06 3.53E-06 1.53E-07 1.01E-08 5.85E-09 4.47E-10
370971.00 3754100.00 4.00E-03 3.77E-03 2.22E-04 1.47E-05 6.46E-06 4.93E-07 370971.00 3754100.00 4.18E-06 3.95E-06 2.33E-07 1.53E-08 6.75E-09 5.16E-10
370991.00 3754100.00 4.28E-03 4.27E-03 2.06E-04 1.36E-05 7.56E-06 5.77E-07 370991.00 3754100.00 4.48E-06 4.46E-06 2.15E-07 1.42E-08 7.90E-09 6.03E-10
371011.00 3754100.00 4.60E-03 4.86E-03 2.93E-04 1.93E-05 8.98E-06 6.85E-07 371011.00 3754100.00 4.80E-06 5.08E-06 3.07E-07 2.02E-08 9.38E-09 7.16E-10
371031.00 3754100.00 4.92E-03 5.56E-03 2.43E-04 1.60E-05 1.08E-05 8.28E-07 371031.00 3754100.00 5.14E-06 5.81E-06 2.54E-07 1.67E-08 1.13E-08 8.66E-10
371051.00 3754100.00 5.26E-03 6.42E-03 3.18E-04 2.10E-05 1.34E-05 1.02E-06 371051.00 3754100.00 5.50E-06 6.71E-06 3.33E-07 2.19E-08 1.40E-08 1.07E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371071.00 3754100.00 5.61E-03 7.47E-03 2.58E-04 1.70E-05 1.71E-05 1.30E-06 371071.00 3754100.00 5.86E-06 7.81E-06 2.70E-07 1.78E-08 1.78E-08 1.36E-09
371091.00 3754100.00 5.96E-03 8.81E-03 3.32E-04 2.19E-05 2.27E-05 1.73E-06 371091.00 3754100.00 6.23E-06 9.21E-06 3.47E-07 2.29E-08 2.37E-08 1.81E-09
371111.00 3754100.00 6.31E-03 1.05E-02 2.68E-04 1.77E-05 3.19E-05 2.43E-06 371111.00 3754100.00 6.60E-06 1.10E-05 2.80E-07 1.85E-08 3.33E-08 2.54E-09
371131.00 3754100.00 6.65E-03 1.27E-02 3.42E-04 2.25E-05 4.92E-05 3.76E-06 371131.00 3754100.00 6.95E-06 1.32E-05 3.57E-07 2.35E-08 5.14E-08 3.93E-09
371151.00 3754100.00 6.94E-03 1.51E-02 2.75E-04 1.81E-05 8.88E-05 6.78E-06 371151.00 3754100.00 7.25E-06 1.58E-05 2.87E-07 1.89E-08 9.28E-08 7.09E-09
371171.00 3754100.00 7.17E-03 1.69E-02 3.49E-04 2.30E-05 1.92E-04 1.47E-05 371171.00 3754100.00 7.50E-06 1.77E-05 3.65E-07 2.41E-08 2.01E-07 1.53E-08
371191.00 3754100.00 7.33E-03 1.68E-02 2.80E-04 1.85E-05 3.19E-04 2.44E-05 371191.00 3754100.00 7.66E-06 1.76E-05 2.93E-07 1.93E-08 3.34E-07 2.55E-08
371211.00 3754100.00 7.38E-03 1.53E-02 3.56E-04 2.35E-05 4.01E-04 3.06E-05 371211.00 3754100.00 7.71E-06 1.60E-05 3.72E-07 2.45E-08 4.19E-07 3.20E-08
371231.00 3754100.00 7.31E-03 1.32E-02 2.84E-04 1.87E-05 4.52E-04 3.46E-05 371231.00 3754100.00 7.64E-06 1.38E-05 2.97E-07 1.96E-08 4.73E-07 3.61E-08
371251.00 3754100.00 7.13E-03 1.12E-02 2.78E-04 1.83E-05 4.87E-04 3.72E-05 371251.00 3754100.00 7.46E-06 1.17E-05 2.90E-07 1.91E-08 5.09E-07 3.89E-08
371271.00 3754100.00 6.84E-03 1.03E-02 2.87E-04 1.89E-05 5.11E-04 3.91E-05 371271.00 3754100.00 7.15E-06 1.07E-05 3.00E-07 1.98E-08 5.34E-07 4.08E-08
371291.00 3754100.00 6.46E-03 9.95E-03 2.78E-04 1.83E-05 5.29E-04 4.04E-05 371291.00 3754100.00 6.75E-06 1.04E-05 2.90E-07 1.91E-08 5.53E-07 4.22E-08
371311.00 3754100.00 6.00E-03 9.23E-03 2.87E-04 1.89E-05 5.43E-04 4.15E-05 371311.00 3754100.00 6.27E-06 9.64E-06 3.00E-07 1.98E-08 5.68E-07 4.34E-08
371331.00 3754100.00 5.49E-03 8.24E-03 2.74E-04 1.81E-05 5.52E-04 4.22E-05 371331.00 3754100.00 5.74E-06 8.61E-06 2.86E-07 1.89E-08 5.77E-07 4.41E-08
371351.00 3754100.00 4.98E-03 7.27E-03 2.80E-04 1.84E-05 5.56E-04 4.24E-05 371351.00 3754100.00 5.20E-06 7.60E-06 2.92E-07 1.93E-08 5.81E-07 4.44E-08
371371.00 3754100.00 4.47E-03 6.42E-03 2.54E-04 1.68E-05 5.44E-04 4.16E-05 371371.00 3754100.00 4.68E-06 6.71E-06 2.66E-07 1.75E-08 5.69E-07 4.35E-08
371391.00 3754100.00 4.00E-03 5.69E-03 2.29E-04 1.51E-05 4.94E-04 3.77E-05 371391.00 3754100.00 4.18E-06 5.94E-06 2.40E-07 1.58E-08 5.17E-07 3.94E-08
371411.00 3754100.00 3.57E-03 5.07E-03 1.90E-04 1.26E-05 3.48E-04 2.66E-05 371411.00 3754100.00 3.73E-06 5.30E-06 1.99E-07 1.31E-08 3.64E-07 2.78E-08
371431.00 3754100.00 3.19E-03 4.55E-03 1.60E-04 1.06E-05 2.13E-04 1.62E-05 371431.00 3754100.00 3.33E-06 4.75E-06 1.68E-07 1.10E-08 2.22E-07 1.70E-08
371451.00 3754100.00 2.86E-03 4.10E-03 1.03E-04 6.76E-06 1.34E-04 1.02E-05 371451.00 3754100.00 2.99E-06 4.29E-06 1.07E-07 7.06E-09 1.40E-07 1.07E-08
371471.00 3754100.00 2.57E-03 3.72E-03 7.30E-05 4.81E-06 9.24E-05 7.06E-06 371471.00 3754100.00 2.69E-06 3.89E-06 7.63E-08 5.03E-09 9.66E-08 7.38E-09
371491.00 3754100.00 2.32E-03 3.39E-03 5.57E-05 3.67E-06 6.85E-05 5.23E-06 371491.00 3754100.00 2.43E-06 3.54E-06 5.83E-08 3.84E-09 7.16E-08 5.47E-09
371511.00 3754100.00 2.12E-03 3.10E-03 4.45E-05 2.93E-06 5.32E-05 4.06E-06 371511.00 3754100.00 2.21E-06 3.24E-06 4.65E-08 3.07E-09 5.56E-08 4.25E-09
371531.00 3754100.00 1.94E-03 2.85E-03 3.67E-05 2.42E-06 4.27E-05 3.26E-06 371531.00 3754100.00 2.03E-06 2.98E-06 3.84E-08 2.53E-09 4.46E-08 3.41E-09
371551.00 3754100.00 1.79E-03 2.63E-03 3.09E-05 2.04E-06 3.51E-05 2.68E-06 371551.00 3754100.00 1.87E-06 2.75E-06 3.23E-08 2.13E-09 3.67E-08 2.80E-09
371571.00 3754100.00 1.67E-03 2.44E-03 2.66E-05 1.75E-06 2.94E-05 2.25E-06 371571.00 3754100.00 1.75E-06 2.55E-06 2.78E-08 1.83E-09 3.07E-08 2.35E-09
371591.00 3754100.00 1.58E-03 2.27E-03 2.31E-05 1.53E-06 2.50E-05 1.91E-06 371591.00 3754100.00 1.65E-06 2.37E-06 2.42E-08 1.59E-09 2.62E-08 2.00E-09
371611.00 3754100.00 1.50E-03 2.11E-03 2.04E-05 1.34E-06 2.16E-05 1.65E-06 371611.00 3754100.00 1.57E-06 2.21E-06 2.13E-08 1.41E-09 2.26E-08 1.72E-09
371631.00 3754100.00 1.44E-03 1.97E-03 1.82E-05 1.20E-06 1.88E-05 1.44E-06 371631.00 3754100.00 1.50E-06 2.06E-06 1.90E-08 1.25E-09 1.97E-08 1.50E-09
371651.00 3754100.00 1.39E-03 1.85E-03 1.63E-05 1.07E-06 1.66E-05 1.27E-06 371651.00 3754100.00 1.45E-06 1.93E-06 1.70E-08 1.12E-09 1.73E-08 1.32E-09
371671.00 3754100.00 1.35E-03 1.73E-03 1.47E-05 9.71E-07 1.47E-05 1.12E-06 371671.00 3754100.00 1.41E-06 1.81E-06 1.54E-08 1.01E-09 1.54E-08 1.17E-09
371691.00 3754100.00 1.32E-03 1.63E-03 1.34E-05 8.82E-07 1.31E-05 1.00E-06 371691.00 3754100.00 1.38E-06 1.70E-06 1.40E-08 9.22E-10 1.37E-08 1.05E-09
371711.00 3754100.00 1.30E-03 1.54E-03 1.22E-05 8.06E-07 1.18E-05 8.99E-07 371711.00 3754100.00 1.36E-06 1.61E-06 1.28E-08 8.43E-10 1.23E-08 9.40E-10
371731.00 3754100.00 1.28E-03 1.45E-03 1.12E-05 7.40E-07 1.06E-05 8.12E-07 371731.00 3754100.00 1.34E-06 1.52E-06 1.17E-08 7.73E-10 1.11E-08 8.48E-10
371751.00 3754100.00 1.26E-03 1.37E-03 1.04E-05 6.82E-07 9.65E-06 7.37E-07 371751.00 3754100.00 1.32E-06 1.43E-06 1.08E-08 7.13E-10 1.01E-08 7.70E-10
371771.00 3754100.00 1.25E-03 1.30E-03 9.58E-06 6.31E-07 8.79E-06 6.71E-07 371771.00 3754100.00 1.30E-06 1.36E-06 1.00E-08 6.60E-10 9.19E-09 7.02E-10
371791.00 3754100.00 1.23E-03 1.23E-03 8.89E-06 5.86E-07 8.04E-06 6.14E-07 371791.00 3754100.00 1.28E-06 1.28E-06 9.29E-09 6.12E-10 8.41E-09 6.42E-10
371811.00 3754100.00 1.21E-03 1.17E-03 8.28E-06 5.46E-07 7.39E-06 5.64E-07 371811.00 3754100.00 1.27E-06 1.22E-06 8.66E-09 5.70E-10 7.72E-09 5.90E-10
371831.00 3754100.00 1.20E-03 1.11E-03 7.73E-06 5.10E-07 6.80E-06 5.20E-07 371831.00 3754100.00 1.25E-06 1.16E-06 8.08E-09 5.33E-10 7.11E-09 5.43E-10
370571.00 3754120.00 1.36E-03 8.18E-04 6.05E-06 3.99E-07 1.10E-06 8.40E-08 370571.00 3754120.00 1.42E-06 8.55E-07 6.33E-09 4.17E-10 1.15E-09 8.78E-11
370591.00 3754120.00 1.42E-03 8.65E-04 6.54E-06 4.31E-07 1.17E-06 8.91E-08 370591.00 3754120.00 1.49E-06 9.04E-07 6.83E-09 4.50E-10 1.22E-09 9.31E-11
370611.00 3754120.00 1.49E-03 9.16E-04 7.08E-06 4.67E-07 1.24E-06 9.45E-08 370611.00 3754120.00 1.56E-06 9.58E-07 7.40E-09 4.88E-10 1.29E-09 9.88E-11
370631.00 3754120.00 1.56E-03 9.72E-04 7.71E-06 5.08E-07 1.32E-06 1.01E-07 370631.00 3754120.00 1.63E-06 1.02E-06 8.06E-09 5.31E-10 1.38E-09 1.05E-10
370651.00 3754120.00 1.64E-03 1.03E-03 8.43E-06 5.55E-07 1.40E-06 1.07E-07 370651.00 3754120.00 1.71E-06 1.08E-06 8.81E-09 5.81E-10 1.47E-09 1.12E-10
370671.00 3754120.00 1.72E-03 1.10E-03 9.28E-06 6.11E-07 1.50E-06 1.15E-07 370671.00 3754120.00 1.80E-06 1.15E-06 9.69E-09 6.39E-10 1.57E-09 1.20E-10
370691.00 3754120.00 1.81E-03 1.18E-03 1.03E-05 6.76E-07 1.61E-06 1.23E-07 370691.00 3754120.00 1.89E-06 1.23E-06 1.07E-08 7.07E-10 1.68E-09 1.29E-10
370711.00 3754120.00 1.91E-03 1.26E-03 1.14E-05 7.53E-07 1.73E-06 1.32E-07 370711.00 3754120.00 1.99E-06 1.32E-06 1.19E-08 7.87E-10 1.81E-09 1.38E-10
370731.00 3754120.00 2.01E-03 1.35E-03 1.28E-05 8.44E-07 1.87E-06 1.42E-07 370731.00 3754120.00 2.10E-06 1.41E-06 1.34E-08 8.82E-10 1.95E-09 1.49E-10
370751.00 3754120.00 2.12E-03 1.45E-03 1.45E-05 9.58E-07 2.02E-06 1.54E-07 370751.00 3754120.00 2.22E-06 1.52E-06 1.52E-08 1.00E-09 2.11E-09 1.61E-10
370771.00 3754120.00 2.24E-03 1.56E-03 1.67E-05 1.10E-06 2.19E-06 1.68E-07 370771.00 3754120.00 2.34E-06 1.63E-06 1.74E-08 1.15E-09 2.29E-09 1.75E-10
370791.00 3754120.00 2.37E-03 1.68E-03 1.93E-05 1.27E-06 2.39E-06 1.82E-07 370791.00 3754120.00 2.47E-06 1.76E-06 2.02E-08 1.33E-09 2.49E-09 1.90E-10
370811.00 3754120.00 2.50E-03 1.82E-03 2.28E-05 1.50E-06 2.61E-06 1.99E-07 370811.00 3754120.00 2.62E-06 1.90E-06 2.38E-08 1.57E-09 2.72E-09 2.08E-10
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CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370831.00 3754120.00 2.66E-03 1.98E-03 2.73E-05 1.80E-06 2.86E-06 2.18E-07 370831.00 3754120.00 2.78E-06 2.07E-06 2.86E-08 1.88E-09 2.99E-09 2.28E-10
370851.00 3754120.00 2.84E-03 2.17E-03 3.40E-05 2.24E-06 3.16E-06 2.41E-07 370851.00 3754120.00 2.97E-06 2.27E-06 3.55E-08 2.34E-09 3.30E-09 2.52E-10
370871.00 3754120.00 3.04E-03 2.39E-03 4.39E-05 2.89E-06 3.51E-06 2.68E-07 370871.00 3754120.00 3.17E-06 2.50E-06 4.58E-08 3.02E-09 3.67E-09 2.80E-10
370891.00 3754120.00 3.24E-03 2.64E-03 5.99E-05 3.95E-06 3.92E-06 2.99E-07 370891.00 3754120.00 3.39E-06 2.76E-06 6.26E-08 4.13E-09 4.09E-09 3.13E-10
370911.00 3754120.00 3.47E-03 2.93E-03 9.01E-05 5.94E-06 4.40E-06 3.36E-07 370911.00 3754120.00 3.63E-06 3.06E-06 9.41E-08 6.20E-09 4.60E-09 3.52E-10
370931.00 3754120.00 3.71E-03 3.26E-03 1.60E-04 1.05E-05 4.99E-06 3.81E-07 370931.00 3754120.00 3.88E-06 3.41E-06 1.67E-07 1.10E-08 5.21E-09 3.98E-10
370951.00 3754120.00 3.99E-03 3.66E-03 1.79E-04 1.18E-05 5.71E-06 4.36E-07 370951.00 3754120.00 4.17E-06 3.82E-06 1.87E-07 1.24E-08 5.96E-09 4.56E-10
370971.00 3754120.00 4.29E-03 4.13E-03 1.92E-04 1.27E-05 6.59E-06 5.04E-07 370971.00 3754120.00 4.48E-06 4.31E-06 2.01E-07 1.32E-08 6.89E-09 5.26E-10
370991.00 3754120.00 4.63E-03 4.72E-03 3.33E-04 2.19E-05 7.72E-06 5.90E-07 370991.00 3754120.00 4.84E-06 4.93E-06 3.48E-07 2.29E-08 8.07E-09 6.17E-10
371011.00 3754120.00 4.99E-03 5.43E-03 4.39E-04 2.90E-05 9.18E-06 7.01E-07 371011.00 3754120.00 5.22E-06 5.68E-06 4.59E-07 3.03E-08 9.60E-09 7.33E-10
371031.00 3754120.00 5.39E-03 6.32E-03 3.50E-04 2.31E-05 1.11E-05 8.49E-07 371031.00 3754120.00 5.63E-06 6.60E-06 3.66E-07 2.41E-08 1.16E-08 8.87E-10
371051.00 3754120.00 5.81E-03 7.42E-03 4.50E-04 2.97E-05 1.38E-05 1.05E-06 371051.00 3754120.00 6.07E-06 7.76E-06 4.70E-07 3.10E-08 1.44E-08 1.10E-09
371071.00 3754120.00 6.25E-03 8.86E-03 3.59E-04 2.36E-05 1.76E-05 1.34E-06 371071.00 3754120.00 6.54E-06 9.26E-06 3.75E-07 2.47E-08 1.84E-08 1.41E-09
371091.00 3754120.00 6.72E-03 1.08E-02 4.53E-04 2.99E-05 2.35E-05 1.79E-06 371091.00 3754120.00 7.02E-06 1.13E-05 4.74E-07 3.12E-08 2.45E-08 1.87E-09
371111.00 3754120.00 7.18E-03 1.34E-02 3.62E-04 2.38E-05 3.33E-05 2.54E-06 371111.00 3754120.00 7.50E-06 1.40E-05 3.78E-07 2.49E-08 3.48E-08 2.66E-09
371131.00 3754120.00 7.65E-03 1.72E-02 4.54E-04 2.99E-05 5.24E-05 4.00E-06 371131.00 3754120.00 7.99E-06 1.80E-05 4.74E-07 3.12E-08 5.48E-08 4.18E-09
371151.00 3754120.00 8.09E-03 2.29E-02 3.64E-04 2.40E-05 1.00E-04 7.64E-06 371151.00 3754120.00 8.45E-06 2.39E-05 3.80E-07 2.51E-08 1.05E-07 7.98E-09
371171.00 3754120.00 8.48E-03 2.77E-02 4.53E-04 2.99E-05 1.58E-04 1.20E-05 371171.00 3754120.00 8.86E-06 2.90E-05 4.74E-07 3.12E-08 1.65E-07 1.26E-08
371271.00 3754120.00 8.47E-03 2.96E-02 4.25E-04 2.80E-05 6.23E-04 4.76E-05 371271.00 3754120.00 8.85E-06 3.10E-05 4.45E-07 2.93E-08 6.51E-07 4.97E-08
371291.00 3754120.00 8.04E-03 2.54E-02 4.41E-04 2.90E-05 6.30E-04 4.81E-05 371291.00 3754120.00 8.40E-06 2.65E-05 4.61E-07 3.04E-08 6.59E-07 5.03E-08
371311.00 3754120.00 7.46E-03 1.97E-02 4.18E-04 2.76E-05 6.29E-04 4.81E-05 371311.00 3754120.00 7.80E-06 2.06E-05 4.37E-07 2.88E-08 6.58E-07 5.02E-08
371331.00 3754120.00 6.82E-03 1.55E-02 4.30E-04 2.83E-05 6.23E-04 4.75E-05 371331.00 3754120.00 7.12E-06 1.62E-05 4.49E-07 2.96E-08 6.51E-07 4.97E-08
371351.00 3754120.00 6.12E-03 1.25E-02 4.04E-04 2.66E-05 7.34E-04 5.60E-05 371351.00 3754120.00 6.40E-06 1.30E-05 4.22E-07 2.78E-08 7.67E-07 5.86E-08
371371.00 3754120.00 5.46E-03 1.03E-02 4.04E-04 2.66E-05 7.07E-04 5.40E-05 371371.00 3754120.00 5.71E-06 1.08E-05 4.22E-07 2.78E-08 7.39E-07 5.64E-08
371391.00 3754120.00 4.83E-03 8.71E-03 3.48E-04 2.29E-05 6.34E-04 4.84E-05 371391.00 3754120.00 5.05E-06 9.11E-06 3.64E-07 2.40E-08 6.62E-07 5.06E-08
371411.00 3754120.00 4.25E-03 7.47E-03 3.38E-04 2.23E-05 5.48E-04 4.18E-05 371411.00 3754120.00 4.44E-06 7.81E-06 3.54E-07 2.33E-08 5.72E-07 4.37E-08
371431.00 3754120.00 3.76E-03 6.50E-03 2.02E-04 1.33E-05 3.09E-04 2.36E-05 371431.00 3754120.00 3.93E-06 6.79E-06 2.11E-07 1.39E-08 3.23E-07 2.47E-08
371451.00 3754120.00 3.34E-03 5.72E-03 1.28E-04 8.43E-06 1.80E-04 1.37E-05 371451.00 3754120.00 3.49E-06 5.98E-06 1.34E-07 8.81E-09 1.88E-07 1.44E-08
371471.00 3754120.00 3.00E-03 5.08E-03 9.05E-05 5.96E-06 1.21E-04 9.23E-06 371471.00 3754120.00 3.13E-06 5.31E-06 9.45E-08 6.23E-09 1.26E-07 9.65E-09
371491.00 3754120.00 2.70E-03 4.55E-03 6.78E-05 4.47E-06 8.69E-05 6.64E-06 371491.00 3754120.00 2.82E-06 4.75E-06 7.08E-08 4.67E-09 9.08E-08 6.94E-09
371511.00 3754120.00 2.46E-03 4.10E-03 5.33E-05 3.51E-06 6.60E-05 5.04E-06 371511.00 3754120.00 2.57E-06 4.28E-06 5.57E-08 3.67E-09 6.90E-08 5.27E-09
371531.00 3754120.00 2.26E-03 3.72E-03 4.34E-05 2.86E-06 5.20E-05 3.97E-06 371531.00 3754120.00 2.36E-06 3.88E-06 4.53E-08 2.99E-09 5.44E-08 4.15E-09
371551.00 3754120.00 2.10E-03 3.39E-03 3.62E-05 2.38E-06 4.21E-05 3.21E-06 371551.00 3754120.00 2.20E-06 3.54E-06 3.78E-08 2.49E-09 4.40E-08 3.36E-09
371571.00 3754120.00 1.98E-03 3.10E-03 3.08E-05 2.03E-06 3.49E-05 2.66E-06 371571.00 3754120.00 2.07E-06 3.24E-06 3.22E-08 2.12E-09 3.64E-08 2.78E-09
371591.00 3754120.00 1.89E-03 2.86E-03 2.66E-05 1.75E-06 2.94E-05 2.25E-06 371591.00 3754120.00 1.97E-06 2.98E-06 2.78E-08 1.83E-09 3.08E-08 2.35E-09
371611.00 3754120.00 1.82E-03 2.64E-03 2.33E-05 1.54E-06 2.52E-05 1.92E-06 371611.00 3754120.00 1.90E-06 2.76E-06 2.44E-08 1.61E-09 2.63E-08 2.01E-09
371631.00 3754120.00 1.77E-03 2.44E-03 2.06E-05 1.36E-06 2.18E-05 1.66E-06 371631.00 3754120.00 1.85E-06 2.55E-06 2.16E-08 1.42E-09 2.28E-08 1.74E-09
371651.00 3754120.00 1.73E-03 2.27E-03 1.84E-05 1.22E-06 1.91E-05 1.46E-06 371651.00 3754120.00 1.81E-06 2.37E-06 1.93E-08 1.27E-09 1.99E-08 1.52E-09
371671.00 3754120.00 1.70E-03 2.12E-03 1.66E-05 1.09E-06 1.68E-05 1.28E-06 371671.00 3754120.00 1.77E-06 2.21E-06 1.73E-08 1.14E-09 1.76E-08 1.34E-09
371691.00 3754120.00 1.67E-03 1.98E-03 1.50E-05 9.91E-07 1.50E-05 1.14E-06 371691.00 3754120.00 1.75E-06 2.07E-06 1.57E-08 1.04E-09 1.56E-08 1.19E-09
371711.00 3754120.00 1.65E-03 1.85E-03 1.37E-05 9.03E-07 1.34E-05 1.02E-06 371711.00 3754120.00 1.72E-06 1.93E-06 1.43E-08 9.43E-10 1.40E-08 1.07E-09
371731.00 3754120.00 1.62E-03 1.74E-03 1.25E-05 8.26E-07 1.20E-05 9.19E-07 371731.00 3754120.00 1.70E-06 1.81E-06 1.31E-08 8.63E-10 1.26E-08 9.60E-10
371751.00 3754120.00 1.60E-03 1.63E-03 1.15E-05 7.59E-07 1.09E-05 8.30E-07 371751.00 3754120.00 1.68E-06 1.71E-06 1.20E-08 7.93E-10 1.14E-08 8.68E-10
371771.00 3754120.00 1.58E-03 1.54E-03 1.06E-05 7.00E-07 9.88E-06 7.54E-07 371771.00 3754120.00 1.65E-06 1.61E-06 1.11E-08 7.32E-10 1.03E-08 7.88E-10
371791.00 3754120.00 1.56E-03 1.45E-03 9.84E-06 6.49E-07 9.01E-06 6.88E-07 371791.00 3754120.00 1.63E-06 1.52E-06 1.03E-08 6.78E-10 9.41E-09 7.19E-10
371811.00 3754120.00 1.53E-03 1.37E-03 9.15E-06 6.03E-07 8.25E-06 6.30E-07 371811.00 3754120.00 1.60E-06 1.43E-06 9.56E-09 6.30E-10 8.62E-09 6.59E-10
371831.00 3754120.00 1.50E-03 1.30E-03 8.52E-06 5.62E-07 7.58E-06 5.79E-07 371831.00 3754120.00 1.57E-06 1.35E-06 8.91E-09 5.87E-10 7.92E-09 6.05E-10
370571.00 3754140.00 1.39E-03 8.36E-04 6.27E-06 4.13E-07 1.11E-06 8.48E-08 370571.00 3754140.00 1.46E-06 8.74E-07 6.55E-09 4.32E-10 1.16E-09 8.86E-11
370591.00 3754140.00 1.46E-03 8.85E-04 6.77E-06 4.46E-07 1.17E-06 8.97E-08 370591.00 3754140.00 1.52E-06 9.25E-07 7.08E-09 4.67E-10 1.23E-09 9.38E-11
370611.00 3754140.00 1.53E-03 9.39E-04 7.34E-06 4.84E-07 1.24E-06 9.50E-08 370611.00 3754140.00 1.60E-06 9.81E-07 7.67E-09 5.06E-10 1.30E-09 9.93E-11
370631.00 3754140.00 1.60E-03 9.98E-04 8.00E-06 5.28E-07 1.32E-06 1.01E-07 370631.00 3754140.00 1.68E-06 1.04E-06 8.37E-09 5.51E-10 1.38E-09 1.06E-10
370651.00 3754140.00 1.68E-03 1.06E-03 8.76E-06 5.78E-07 1.41E-06 1.08E-07 370651.00 3754140.00 1.76E-06 1.11E-06 9.16E-09 6.04E-10 1.47E-09 1.13E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370671.00 3754140.00 1.77E-03 1.13E-03 9.65E-06 6.36E-07 1.51E-06 1.15E-07 370671.00 3754140.00 1.85E-06 1.18E-06 1.01E-08 6.65E-10 1.58E-09 1.20E-10
370691.00 3754140.00 1.87E-03 1.21E-03 1.07E-05 7.04E-07 1.61E-06 1.23E-07 370691.00 3754140.00 1.95E-06 1.27E-06 1.12E-08 7.36E-10 1.69E-09 1.29E-10
370711.00 3754140.00 1.97E-03 1.30E-03 1.20E-05 7.88E-07 1.74E-06 1.33E-07 370711.00 3754140.00 2.06E-06 1.36E-06 1.25E-08 8.24E-10 1.82E-09 1.39E-10
370731.00 3754140.00 2.08E-03 1.39E-03 1.35E-05 8.92E-07 1.88E-06 1.44E-07 370731.00 3754140.00 2.17E-06 1.46E-06 1.41E-08 9.32E-10 1.97E-09 1.50E-10
370751.00 3754140.00 2.19E-03 1.50E-03 1.55E-05 1.02E-06 2.04E-06 1.56E-07 370751.00 3754140.00 2.29E-06 1.56E-06 1.62E-08 1.06E-09 2.13E-09 1.63E-10
370771.00 3754140.00 2.31E-03 1.61E-03 1.78E-05 1.17E-06 2.21E-06 1.69E-07 370771.00 3754140.00 2.41E-06 1.68E-06 1.86E-08 1.22E-09 2.31E-09 1.76E-10
370791.00 3754140.00 2.44E-03 1.74E-03 2.07E-05 1.36E-06 2.40E-06 1.83E-07 370791.00 3754140.00 2.56E-06 1.81E-06 2.16E-08 1.42E-09 2.51E-09 1.92E-10
370811.00 3754140.00 2.60E-03 1.89E-03 2.45E-05 1.61E-06 2.62E-06 2.00E-07 370811.00 3754140.00 2.71E-06 1.97E-06 2.56E-08 1.69E-09 2.74E-09 2.09E-10
370831.00 3754140.00 2.76E-03 2.06E-03 2.97E-05 1.96E-06 2.88E-06 2.20E-07 370831.00 3754140.00 2.89E-06 2.15E-06 3.10E-08 2.05E-09 3.01E-09 2.30E-10
370851.00 3754140.00 2.96E-03 2.27E-03 3.73E-05 2.46E-06 3.18E-06 2.43E-07 370851.00 3754140.00 3.09E-06 2.37E-06 3.90E-08 2.57E-09 3.32E-09 2.54E-10
370871.00 3754140.00 3.18E-03 2.51E-03 4.89E-05 3.22E-06 3.53E-06 2.70E-07 370871.00 3754140.00 3.32E-06 2.63E-06 5.11E-08 3.37E-09 3.69E-09 2.82E-10
370891.00 3754140.00 3.40E-03 2.78E-03 6.79E-05 4.48E-06 3.94E-06 3.01E-07 370891.00 3754140.00 3.56E-06 2.91E-06 7.10E-08 4.68E-09 4.12E-09 3.15E-10
370911.00 3754140.00 3.66E-03 3.10E-03 1.04E-04 6.87E-06 4.43E-06 3.38E-07 370911.00 3754140.00 3.82E-06 3.24E-06 1.09E-07 7.18E-09 4.63E-09 3.54E-10
370931.00 3754140.00 3.94E-03 3.48E-03 1.89E-04 1.25E-05 5.02E-06 3.83E-07 370931.00 3754140.00 4.11E-06 3.63E-06 1.98E-07 1.30E-08 5.24E-09 4.00E-10
370951.00 3754140.00 4.25E-03 3.93E-03 1.97E-04 1.30E-05 5.73E-06 4.38E-07 370951.00 3754140.00 4.44E-06 4.11E-06 2.06E-07 1.36E-08 5.99E-09 4.58E-10
370971.00 3754140.00 4.60E-03 4.48E-03 4.12E-04 2.72E-05 6.62E-06 5.06E-07 370971.00 3754140.00 4.81E-06 4.69E-06 4.31E-07 2.84E-08 6.92E-09 5.29E-10
370991.00 3754140.00 5.01E-03 5.18E-03 2.96E-04 1.95E-05 7.74E-06 5.91E-07 370991.00 3754140.00 5.23E-06 5.42E-06 3.09E-07 2.04E-08 8.09E-09 6.18E-10
371011.00 3754140.00 5.44E-03 6.03E-03 2.58E-04 1.70E-05 9.17E-06 7.00E-07 371011.00 3754140.00 5.68E-06 6.30E-06 2.69E-07 1.78E-08 9.58E-09 7.32E-10
371031.00 3754140.00 5.91E-03 7.10E-03 2.46E-04 1.62E-05 1.10E-05 8.43E-07 371031.00 3754140.00 6.18E-06 7.43E-06 2.57E-07 1.69E-08 1.15E-08 8.81E-10
371051.00 3754140.00 6.43E-03 8.49E-03 2.43E-04 1.60E-05 1.36E-05 1.04E-06 371051.00 3754140.00 6.72E-06 8.87E-06 2.54E-07 1.67E-08 1.42E-08 1.08E-09
371071.00 3754140.00 6.99E-03 1.03E-02 2.42E-04 1.59E-05 1.72E-05 1.31E-06 371071.00 3754140.00 7.30E-06 1.08E-05 2.53E-07 1.67E-08 1.80E-08 1.37E-09
371091.00 3754140.00 7.60E-03 1.29E-02 2.40E-04 1.58E-05 2.26E-05 1.72E-06 371091.00 3754140.00 7.94E-06 1.35E-05 2.51E-07 1.65E-08 2.36E-08 1.80E-09
371111.00 3754140.00 8.24E-03 1.68E-02 2.40E-04 1.58E-05 3.11E-05 2.37E-06 371111.00 3754140.00 8.62E-06 1.76E-05 2.51E-07 1.65E-08 3.25E-08 2.48E-09
371131.00 3754140.00 8.90E-03 2.29E-02 2.40E-04 1.58E-05 4.60E-05 3.51E-06 371131.00 3754140.00 9.30E-06 2.39E-05 2.51E-07 1.66E-08 4.81E-08 3.67E-09
371151.00 3754140.00 9.53E-03 3.25E-02 2.43E-04 1.60E-05 7.46E-05 5.70E-06 371151.00 3754140.00 9.96E-06 3.40E-05 2.54E-07 1.67E-08 7.80E-08 5.96E-09
371171.00 3754140.00 1.01E-02 4.11E-02 2.46E-04 1.62E-05 1.26E-04 9.63E-06 371171.00 3754140.00 1.05E-05 4.29E-05 2.57E-07 1.70E-08 1.32E-07 1.01E-08
371271.00 3754140.00 1.07E-02 5.74E-02 2.41E-04 1.59E-05 3.41E-04 2.60E-05 371271.00 3754140.00 1.12E-05 6.00E-05 2.52E-07 1.66E-08 3.56E-07 2.72E-08
371291.00 3754140.00 1.02E-02 4.62E-02 2.36E-04 1.55E-05 3.46E-04 2.64E-05 371291.00 3754140.00 1.06E-05 4.83E-05 2.47E-07 1.63E-08 3.62E-07 2.76E-08
371311.00 3754140.00 9.47E-03 3.33E-02 2.32E-04 1.53E-05 3.48E-04 2.66E-05 371311.00 3754140.00 9.90E-06 3.48E-05 2.42E-07 1.60E-08 3.64E-07 2.78E-08
371331.00 3754140.00 8.62E-03 2.45E-02 2.27E-04 1.50E-05 3.48E-04 2.65E-05 371331.00 3754140.00 9.01E-06 2.57E-05 2.38E-07 1.57E-08 3.63E-07 2.77E-08
371351.00 3754140.00 7.70E-03 1.89E-02 2.20E-04 1.45E-05 3.41E-04 2.60E-05 371351.00 3754140.00 8.05E-06 1.97E-05 2.30E-07 1.52E-08 3.56E-07 2.72E-08
371371.00 3754140.00 6.78E-03 1.51E-02 2.10E-04 1.38E-05 3.26E-04 2.49E-05 371371.00 3754140.00 7.09E-06 1.57E-05 2.19E-07 1.44E-08 3.41E-07 2.60E-08
371411.00 3754140.00 5.17E-03 1.03E-02 1.65E-04 1.09E-05 2.50E-04 1.91E-05 371411.00 3754140.00 5.40E-06 1.08E-05 1.73E-07 1.14E-08 2.61E-07 1.99E-08
371431.00 3754140.00 4.50E-03 8.80E-03 1.38E-04 9.12E-06 2.03E-04 1.55E-05 371431.00 3754140.00 4.71E-06 9.20E-06 1.45E-07 9.53E-09 2.12E-07 1.62E-08
371451.00 3754140.00 3.98E-03 7.61E-03 1.10E-04 7.23E-06 1.54E-04 1.17E-05 371451.00 3754140.00 4.16E-06 7.96E-06 1.15E-07 7.56E-09 1.61E-07 1.23E-08
371471.00 3754140.00 3.55E-03 6.66E-03 8.63E-05 5.69E-06 1.16E-04 8.85E-06 371471.00 3754140.00 3.71E-06 6.96E-06 9.02E-08 5.94E-09 1.21E-07 9.25E-09
371491.00 3754140.00 3.20E-03 5.88E-03 6.86E-05 4.52E-06 8.86E-05 6.77E-06 371491.00 3754140.00 3.35E-06 6.15E-06 7.17E-08 4.73E-09 9.26E-08 7.07E-09
371511.00 3754140.00 2.93E-03 5.24E-03 5.57E-05 3.67E-06 6.94E-05 5.30E-06 371511.00 3754140.00 3.06E-06 5.47E-06 5.82E-08 3.84E-09 7.26E-08 5.54E-09
371531.00 3754140.00 2.72E-03 4.70E-03 4.62E-05 3.04E-06 5.58E-05 4.26E-06 371531.00 3754140.00 2.85E-06 4.91E-06 4.82E-08 3.18E-09 5.83E-08 4.45E-09
371551.00 3754140.00 2.57E-03 4.25E-03 3.87E-05 2.55E-06 4.53E-05 3.46E-06 371551.00 3754140.00 2.68E-06 4.44E-06 4.05E-08 2.67E-09 4.74E-08 3.62E-09
371571.00 3754140.00 2.46E-03 3.85E-03 3.33E-05 2.19E-06 3.80E-05 2.90E-06 371571.00 3754140.00 2.57E-06 4.03E-06 3.48E-08 2.29E-09 3.97E-08 3.03E-09
371591.00 3754140.00 2.38E-03 3.52E-03 2.89E-05 1.90E-06 3.21E-05 2.45E-06 371591.00 3754140.00 2.49E-06 3.68E-06 3.02E-08 1.99E-09 3.36E-08 2.56E-09
371611.00 3754140.00 2.33E-03 3.22E-03 2.53E-05 1.67E-06 2.75E-05 2.10E-06 371611.00 3754140.00 2.43E-06 3.37E-06 2.65E-08 1.74E-09 2.87E-08 2.19E-09
371631.00 3754140.00 2.28E-03 2.97E-03 2.24E-05 1.48E-06 2.38E-05 1.82E-06 371631.00 3754140.00 2.39E-06 3.10E-06 2.35E-08 1.55E-09 2.49E-08 1.90E-09
371651.00 3754140.00 2.25E-03 2.74E-03 2.01E-05 1.32E-06 2.08E-05 1.59E-06 371651.00 3754140.00 2.35E-06 2.86E-06 2.10E-08 1.38E-09 2.18E-08 1.66E-09
371671.00 3754140.00 2.22E-03 2.54E-03 1.81E-05 1.19E-06 1.84E-05 1.40E-06 371671.00 3754140.00 2.32E-06 2.65E-06 1.89E-08 1.24E-09 1.92E-08 1.47E-09
371691.00 3754140.00 2.19E-03 2.36E-03 1.64E-05 1.08E-06 1.63E-05 1.25E-06 371691.00 3754140.00 2.29E-06 2.46E-06 1.71E-08 1.13E-09 1.71E-08 1.30E-09
371711.00 3754140.00 2.15E-03 2.19E-03 1.49E-05 9.81E-07 1.46E-05 1.12E-06 371711.00 3754140.00 2.25E-06 2.29E-06 1.56E-08 1.03E-09 1.53E-08 1.17E-09
371731.00 3754140.00 2.12E-03 2.05E-03 1.36E-05 8.97E-07 1.31E-05 1.00E-06 371731.00 3754140.00 2.22E-06 2.14E-06 1.42E-08 9.38E-10 1.37E-08 1.05E-09
371751.00 3754140.00 2.08E-03 1.92E-03 1.25E-05 8.25E-07 1.19E-05 9.07E-07 371751.00 3754140.00 2.18E-06 2.00E-06 1.31E-08 8.62E-10 1.24E-08 9.48E-10
371771.00 3754140.00 2.04E-03 1.80E-03 1.15E-05 7.60E-07 1.08E-05 8.23E-07 371771.00 3754140.00 2.14E-06 1.88E-06 1.21E-08 7.95E-10 1.13E-08 8.60E-10
371791.00 3754140.00 2.00E-03 1.69E-03 1.07E-05 7.04E-07 9.81E-06 7.50E-07 371791.00 3754140.00 2.09E-06 1.76E-06 1.12E-08 7.35E-10 1.03E-08 7.83E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371811.00 3754140.00 1.96E-03 1.59E-03 9.91E-06 6.53E-07 8.98E-06 6.86E-07 371811.00 3754140.00 2.04E-06 1.66E-06 1.04E-08 6.83E-10 9.39E-09 7.17E-10
371831.00 3754140.00 1.91E-03 1.50E-03 9.23E-06 6.08E-07 8.25E-06 6.30E-07 371831.00 3754140.00 2.00E-06 1.57E-06 9.65E-09 6.36E-10 8.62E-09 6.58E-10
370571.00 3754160.00 1.42E-03 8.52E-04 6.47E-06 4.27E-07 1.12E-06 8.53E-08 370571.00 3754160.00 1.49E-06 8.90E-07 6.77E-09 4.46E-10 1.17E-09 8.91E-11
370591.00 3754160.00 1.49E-03 9.03E-04 7.00E-06 4.62E-07 1.18E-06 9.02E-08 370591.00 3754160.00 1.56E-06 9.44E-07 7.32E-09 4.82E-10 1.23E-09 9.43E-11
370611.00 3754160.00 1.57E-03 9.59E-04 7.60E-06 5.01E-07 1.25E-06 9.55E-08 370611.00 3754160.00 1.64E-06 1.00E-06 7.94E-09 5.23E-10 1.31E-09 9.98E-11
370631.00 3754160.00 1.64E-03 1.02E-03 8.36E-06 5.51E-07 1.32E-06 1.01E-07 370631.00 3754160.00 1.72E-06 1.07E-06 8.74E-09 5.76E-10 1.38E-09 1.06E-10
370651.00 3754160.00 1.72E-03 1.09E-03 9.18E-06 6.05E-07 1.41E-06 1.08E-07 370651.00 3754160.00 1.80E-06 1.13E-06 9.60E-09 6.32E-10 1.47E-09 1.13E-10
370671.00 3754160.00 1.82E-03 1.16E-03 1.01E-05 6.66E-07 1.51E-06 1.15E-07 370671.00 3754160.00 1.90E-06 1.21E-06 1.06E-08 6.96E-10 1.57E-09 1.20E-10
370691.00 3754160.00 1.92E-03 1.24E-03 1.12E-05 7.37E-07 1.61E-06 1.23E-07 370691.00 3754160.00 2.00E-06 1.30E-06 1.17E-08 7.70E-10 1.69E-09 1.29E-10
370711.00 3754160.00 2.03E-03 1.33E-03 1.25E-05 8.24E-07 1.74E-06 1.33E-07 370711.00 3754160.00 2.12E-06 1.39E-06 1.31E-08 8.61E-10 1.82E-09 1.39E-10
370731.00 3754160.00 2.14E-03 1.43E-03 1.42E-05 9.36E-07 1.89E-06 1.44E-07 370731.00 3754160.00 2.24E-06 1.50E-06 1.48E-08 9.78E-10 1.97E-09 1.51E-10
370751.00 3754160.00 2.26E-03 1.54E-03 1.63E-05 1.07E-06 2.04E-06 1.56E-07 370751.00 3754160.00 2.36E-06 1.61E-06 1.70E-08 1.12E-09 2.13E-09 1.63E-10
370771.00 3754160.00 2.38E-03 1.65E-03 1.87E-05 1.23E-06 2.21E-06 1.69E-07 370771.00 3754160.00 2.49E-06 1.73E-06 1.95E-08 1.29E-09 2.31E-09 1.76E-10
370791.00 3754160.00 2.53E-03 1.79E-03 2.19E-05 1.44E-06 2.40E-06 1.84E-07 370791.00 3754160.00 2.64E-06 1.87E-06 2.29E-08 1.51E-09 2.51E-09 1.92E-10
370811.00 3754160.00 2.70E-03 1.95E-03 2.61E-05 1.72E-06 2.62E-06 2.00E-07 370811.00 3754160.00 2.82E-06 2.04E-06 2.72E-08 1.80E-09 2.74E-09 2.09E-10
370831.00 3754160.00 2.88E-03 2.14E-03 3.18E-05 2.09E-06 2.88E-06 2.20E-07 370831.00 3754160.00 3.01E-06 2.23E-06 3.32E-08 2.19E-09 3.01E-09 2.30E-10
370851.00 3754160.00 3.08E-03 2.36E-03 4.01E-05 2.64E-06 3.17E-06 2.42E-07 370851.00 3754160.00 3.22E-06 2.46E-06 4.19E-08 2.76E-09 3.32E-09 2.53E-10
370871.00 3754160.00 3.32E-03 2.62E-03 5.29E-05 3.49E-06 3.52E-06 2.69E-07 370871.00 3754160.00 3.47E-06 2.74E-06 5.53E-08 3.65E-09 3.68E-09 2.81E-10
370891.00 3754160.00 3.57E-03 2.91E-03 7.40E-05 4.88E-06 3.93E-06 3.00E-07 370891.00 3754160.00 3.73E-06 3.04E-06 7.74E-08 5.10E-09 4.10E-09 3.13E-10
370911.00 3754160.00 3.86E-03 3.27E-03 1.14E-04 7.54E-06 4.41E-06 3.37E-07 370911.00 3754160.00 4.04E-06 3.42E-06 1.20E-07 7.88E-09 4.61E-09 3.52E-10
370931.00 3754160.00 4.17E-03 3.68E-03 2.08E-04 1.37E-05 4.98E-06 3.80E-07 370931.00 3754160.00 4.36E-06 3.84E-06 2.18E-07 1.44E-08 5.20E-09 3.98E-10
370951.00 3754160.00 4.51E-03 4.17E-03 1.84E-04 1.21E-05 5.67E-06 4.33E-07 370951.00 3754160.00 4.72E-06 4.36E-06 1.93E-07 1.27E-08 5.93E-09 4.53E-10
370971.00 3754160.00 4.93E-03 4.81E-03 3.55E-04 2.34E-05 6.53E-06 4.99E-07 370971.00 3754160.00 5.15E-06 5.03E-06 3.71E-07 2.45E-08 6.83E-09 5.21E-10
370991.00 3754160.00 5.38E-03 5.58E-03 2.37E-04 1.56E-05 7.59E-06 5.80E-07 370991.00 3754160.00 5.62E-06 5.83E-06 2.48E-07 1.63E-08 7.94E-09 6.06E-10
371011.00 3754160.00 5.88E-03 6.55E-03 1.85E-04 1.22E-05 8.93E-06 6.82E-07 371011.00 3754160.00 6.15E-06 6.85E-06 1.93E-07 1.27E-08 9.33E-09 7.12E-10
371031.00 3754160.00 6.45E-03 7.79E-03 1.60E-04 1.06E-05 1.06E-05 8.13E-07 371031.00 3754160.00 6.74E-06 8.14E-06 1.67E-07 1.10E-08 1.11E-08 8.50E-10
371051.00 3754160.00 7.07E-03 9.42E-03 1.49E-04 9.83E-06 1.30E-05 9.90E-07 371051.00 3754160.00 7.39E-06 9.84E-06 1.56E-07 1.03E-08 1.35E-08 1.03E-09
371071.00 3754160.00 7.77E-03 1.16E-02 1.44E-04 9.47E-06 1.61E-05 1.23E-06 371071.00 3754160.00 8.12E-06 1.22E-05 1.50E-07 9.90E-09 1.68E-08 1.29E-09
371091.00 3754160.00 8.56E-03 1.48E-02 1.39E-04 9.17E-06 2.04E-05 1.56E-06 371091.00 3754160.00 8.95E-06 1.55E-05 1.45E-07 9.58E-09 2.14E-08 1.63E-09
371111.00 3754160.00 9.37E-03 1.97E-02 1.33E-04 8.78E-06 2.64E-05 2.01E-06 371111.00 3754160.00 9.79E-06 2.06E-05 1.39E-07 9.18E-09 2.76E-08 2.11E-09
371131.00 3754160.00 1.03E-02 2.77E-02 1.34E-04 8.80E-06 3.57E-05 2.73E-06 371131.00 3754160.00 1.08E-05 2.89E-05 1.40E-07 9.20E-09 3.73E-08 2.85E-09
371151.00 3754160.00 1.12E-02 4.01E-02 1.38E-04 9.08E-06 5.02E-05 3.84E-06 371151.00 3754160.00 1.17E-05 4.20E-05 1.44E-07 9.49E-09 5.25E-08 4.01E-09
371171.00 3754160.00 1.21E-02 4.99E-02 1.42E-04 9.35E-06 6.96E-05 5.31E-06 371171.00 3754160.00 1.26E-05 5.21E-05 1.48E-07 9.77E-09 7.27E-08 5.55E-09
371271.00 3754160.00 1.38E-02 7.25E-02 1.38E-04 9.12E-06 1.53E-04 1.17E-05 371271.00 3754160.00 1.44E-05 7.58E-05 1.45E-07 9.53E-09 1.60E-07 1.22E-08
371291.00 3754160.00 1.32E-02 5.93E-02 1.37E-04 9.00E-06 1.62E-04 1.24E-05 371291.00 3754160.00 1.38E-05 6.19E-05 1.43E-07 9.40E-09 1.69E-07 1.29E-08
371311.00 3754160.00 1.23E-02 4.37E-02 1.34E-04 8.83E-06 1.67E-04 1.28E-05 371311.00 3754160.00 1.28E-05 4.57E-05 1.40E-07 9.23E-09 1.75E-07 1.33E-08
371411.00 3754160.00 6.41E-03 1.33E-02 1.00E-04 6.60E-06 1.34E-04 1.03E-05 371411.00 3754160.00 6.70E-06 1.39E-05 1.05E-07 6.90E-09 1.40E-07 1.07E-08
371431.00 3754160.00 5.53E-03 1.12E-02 9.11E-05 6.00E-06 1.21E-04 9.25E-06 371431.00 3754160.00 5.78E-06 1.17E-05 9.52E-08 6.27E-09 1.27E-07 9.67E-09
371451.00 3754160.00 4.86E-03 9.63E-03 8.09E-05 5.33E-06 1.06E-04 8.09E-06 371451.00 3754160.00 5.07E-06 1.01E-05 8.45E-08 5.57E-09 1.11E-07 8.46E-09
371471.00 3754160.00 4.34E-03 8.35E-03 7.03E-05 4.63E-06 9.01E-05 6.88E-06 371471.00 3754160.00 4.54E-06 8.73E-06 7.35E-08 4.84E-09 9.42E-08 7.19E-09
371491.00 3754160.00 3.96E-03 7.31E-03 6.04E-05 3.98E-06 7.55E-05 5.77E-06 371491.00 3754160.00 4.14E-06 7.64E-06 6.32E-08 4.16E-09 7.89E-08 6.03E-09
371511.00 3754160.00 3.68E-03 6.46E-03 5.18E-05 3.41E-06 6.30E-05 4.81E-06 371511.00 3754160.00 3.84E-06 6.75E-06 5.41E-08 3.57E-09 6.59E-08 5.03E-09
371531.00 3754160.00 3.48E-03 5.76E-03 4.46E-05 2.94E-06 5.28E-05 4.03E-06 371531.00 3754160.00 3.64E-06 6.02E-06 4.66E-08 3.07E-09 5.52E-08 4.21E-09
371551.00 3754160.00 3.35E-03 5.17E-03 3.85E-05 2.54E-06 4.44E-05 3.39E-06 371551.00 3754160.00 3.50E-06 5.40E-06 4.02E-08 2.65E-09 4.64E-08 3.54E-09
371571.00 3754160.00 3.26E-03 4.66E-03 3.36E-05 2.22E-06 3.79E-05 2.89E-06 371571.00 3754160.00 3.41E-06 4.87E-06 3.52E-08 2.32E-09 3.96E-08 3.03E-09
371591.00 3754160.00 3.20E-03 4.23E-03 2.96E-05 1.95E-06 3.26E-05 2.49E-06 371591.00 3754160.00 3.35E-06 4.42E-06 3.09E-08 2.04E-09 3.40E-08 2.60E-09
371611.00 3754160.00 3.15E-03 3.85E-03 2.61E-05 1.72E-06 2.81E-05 2.15E-06 371611.00 3754160.00 3.29E-06 4.03E-06 2.73E-08 1.80E-09 2.94E-08 2.24E-09
371631.00 3754160.00 3.11E-03 3.52E-03 2.34E-05 1.54E-06 2.46E-05 1.88E-06 371631.00 3754160.00 3.25E-06 3.68E-06 2.44E-08 1.61E-09 2.57E-08 1.96E-09
371651.00 3754160.00 3.06E-03 3.24E-03 2.10E-05 1.38E-06 2.16E-05 1.65E-06 371651.00 3754160.00 3.20E-06 3.38E-06 2.19E-08 1.45E-09 2.26E-08 1.73E-09
371671.00 3754160.00 3.01E-03 2.98E-03 1.90E-05 1.25E-06 1.92E-05 1.47E-06 371671.00 3754160.00 3.14E-06 3.12E-06 1.98E-08 1.31E-09 2.01E-08 1.53E-09
371691.00 3754160.00 2.95E-03 2.76E-03 1.72E-05 1.13E-06 1.71E-05 1.31E-06 371691.00 3754160.00 3.08E-06 2.88E-06 1.80E-08 1.19E-09 1.79E-08 1.37E-09
371711.00 3754160.00 2.89E-03 2.56E-03 1.57E-05 1.04E-06 1.54E-05 1.17E-06 371711.00 3754160.00 3.02E-06 2.67E-06 1.64E-08 1.08E-09 1.60E-08 1.23E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371731.00 3754160.00 2.82E-03 2.38E-03 1.44E-05 9.49E-07 1.38E-05 1.06E-06 371731.00 3754160.00 2.94E-06 2.49E-06 1.51E-08 9.92E-10 1.45E-08 1.10E-09
371751.00 3754160.00 2.74E-03 2.22E-03 1.33E-05 8.74E-07 1.25E-05 9.58E-07 371751.00 3754160.00 2.87E-06 2.32E-06 1.39E-08 9.14E-10 1.31E-08 1.00E-09
371771.00 3754160.00 2.67E-03 2.07E-03 1.22E-05 8.07E-07 1.14E-05 8.70E-07 371771.00 3754160.00 2.79E-06 2.16E-06 1.28E-08 8.43E-10 1.19E-08 9.09E-10
371791.00 3754160.00 2.59E-03 1.94E-03 1.13E-05 7.47E-07 1.04E-05 7.94E-07 371791.00 3754160.00 2.71E-06 2.03E-06 1.18E-08 7.81E-10 1.09E-08 8.30E-10
371811.00 3754160.00 2.51E-03 1.82E-03 1.05E-05 6.95E-07 9.52E-06 7.27E-07 371811.00 3754160.00 2.63E-06 1.90E-06 1.10E-08 7.26E-10 9.95E-09 7.60E-10
371831.00 3754160.00 2.43E-03 1.71E-03 9.82E-06 6.47E-07 8.75E-06 6.68E-07 371831.00 3754160.00 2.54E-06 1.79E-06 1.03E-08 6.77E-10 9.15E-09 6.99E-10
370571.00 3754180.00 1.45E-03 8.65E-04 6.67E-06 4.39E-07 1.12E-06 8.56E-08 370571.00 3754180.00 1.52E-06 9.05E-07 6.97E-09 4.59E-10 1.17E-09 8.95E-11
370591.00 3754180.00 1.53E-03 9.19E-04 7.22E-06 4.76E-07 1.18E-06 9.04E-08 370591.00 3754180.00 1.60E-06 9.60E-07 7.54E-09 4.97E-10 1.24E-09 9.44E-11
370611.00 3754180.00 1.60E-03 9.77E-04 7.83E-06 5.16E-07 1.25E-06 9.55E-08 370611.00 3754180.00 1.68E-06 1.02E-06 8.18E-09 5.39E-10 1.31E-09 9.98E-11
370631.00 3754180.00 1.68E-03 1.04E-03 8.62E-06 5.68E-07 1.32E-06 1.01E-07 370631.00 3754180.00 1.76E-06 1.09E-06 9.01E-09 5.94E-10 1.38E-09 1.06E-10
370651.00 3754180.00 1.77E-03 1.11E-03 9.49E-06 6.25E-07 1.41E-06 1.08E-07 370651.00 3754180.00 1.85E-06 1.16E-06 9.92E-09 6.54E-10 1.47E-09 1.12E-10
370671.00 3754180.00 1.86E-03 1.18E-03 1.05E-05 6.90E-07 1.50E-06 1.15E-07 370671.00 3754180.00 1.95E-06 1.24E-06 1.09E-08 7.21E-10 1.57E-09 1.20E-10
370691.00 3754180.00 1.97E-03 1.27E-03 1.16E-05 7.65E-07 1.61E-06 1.23E-07 370691.00 3754180.00 2.06E-06 1.33E-06 1.21E-08 7.99E-10 1.68E-09 1.29E-10
370711.00 3754180.00 2.09E-03 1.36E-03 1.30E-05 8.57E-07 1.74E-06 1.33E-07 370711.00 3754180.00 2.18E-06 1.42E-06 1.36E-08 8.96E-10 1.82E-09 1.39E-10
370731.00 3754180.00 2.20E-03 1.46E-03 1.48E-05 9.75E-07 1.88E-06 1.44E-07 370731.00 3754180.00 2.30E-06 1.53E-06 1.55E-08 1.02E-09 1.97E-09 1.50E-10
370751.00 3754180.00 2.33E-03 1.57E-03 1.70E-05 1.12E-06 2.03E-06 1.55E-07 370751.00 3754180.00 2.44E-06 1.65E-06 1.77E-08 1.17E-09 2.13E-09 1.62E-10
370771.00 3754180.00 2.46E-03 1.69E-03 1.95E-05 1.29E-06 2.20E-06 1.68E-07 370771.00 3754180.00 2.57E-06 1.77E-06 2.04E-08 1.35E-09 2.30E-09 1.76E-10
370791.00 3754180.00 2.62E-03 1.84E-03 2.29E-05 1.51E-06 2.39E-06 1.82E-07 370791.00 3754180.00 2.74E-06 1.92E-06 2.39E-08 1.58E-09 2.50E-09 1.91E-10
370811.00 3754180.00 2.80E-03 2.01E-03 2.74E-05 1.81E-06 2.61E-06 1.99E-07 370811.00 3754180.00 2.93E-06 2.10E-06 2.87E-08 1.89E-09 2.72E-09 2.08E-10
370831.00 3754180.00 2.99E-03 2.20E-03 3.35E-05 2.21E-06 2.85E-06 2.18E-07 370831.00 3754180.00 3.12E-06 2.30E-06 3.50E-08 2.30E-09 2.98E-09 2.28E-10
370851.00 3754180.00 3.21E-03 2.43E-03 4.23E-05 2.79E-06 3.14E-06 2.40E-07 370851.00 3754180.00 3.36E-06 2.54E-06 4.42E-08 2.91E-09 3.28E-09 2.51E-10
370871.00 3754180.00 3.47E-03 2.71E-03 5.60E-05 3.69E-06 3.48E-06 2.66E-07 370871.00 3754180.00 3.62E-06 2.83E-06 5.86E-08 3.86E-09 3.64E-09 2.78E-10
370891.00 3754180.00 3.74E-03 3.03E-03 7.87E-05 5.19E-06 3.87E-06 2.96E-07 370891.00 3754180.00 3.91E-06 3.16E-06 8.23E-08 5.42E-09 4.05E-09 3.09E-10
370911.00 3754180.00 4.06E-03 3.41E-03 1.22E-04 8.07E-06 4.33E-06 3.31E-07 370911.00 3754180.00 4.25E-06 3.57E-06 1.28E-07 8.43E-09 4.53E-09 3.46E-10
370931.00 3754180.00 4.40E-03 3.85E-03 2.27E-04 1.49E-05 4.88E-06 3.73E-07 370931.00 3754180.00 4.60E-06 4.03E-06 2.37E-07 1.56E-08 5.10E-09 3.89E-10
370951.00 3754180.00 4.78E-03 4.38E-03 1.92E-04 1.26E-05 5.54E-06 4.23E-07 370951.00 3754180.00 5.00E-06 4.58E-06 2.00E-07 1.32E-08 5.79E-09 4.42E-10
370971.00 3754180.00 5.26E-03 5.08E-03 3.20E-04 2.11E-05 6.33E-06 4.84E-07 370971.00 3754180.00 5.50E-06 5.31E-06 3.34E-07 2.20E-08 6.62E-09 5.05E-10
370991.00 3754180.00 5.78E-03 5.94E-03 2.07E-04 1.37E-05 7.29E-06 5.56E-07 370991.00 3754180.00 6.04E-06 6.21E-06 2.17E-07 1.43E-08 7.62E-09 5.82E-10
371011.00 3754180.00 6.36E-03 7.01E-03 1.56E-04 1.03E-05 8.48E-06 6.47E-07 371011.00 3754180.00 6.65E-06 7.33E-06 1.63E-07 1.07E-08 8.86E-09 6.77E-10
371031.00 3754180.00 7.02E-03 8.39E-03 1.28E-04 8.46E-06 9.99E-06 7.63E-07 371031.00 3754180.00 7.34E-06 8.77E-06 1.34E-07 8.85E-09 1.04E-08 7.97E-10
371051.00 3754180.00 7.78E-03 1.02E-02 1.13E-04 7.47E-06 1.19E-05 9.12E-07 371051.00 3754180.00 8.13E-06 1.07E-05 1.18E-07 7.81E-09 1.25E-08 9.53E-10
371071.00 3754180.00 8.63E-03 1.27E-02 1.05E-04 6.90E-06 1.45E-05 1.11E-06 371071.00 3754180.00 9.02E-06 1.33E-05 1.09E-07 7.21E-09 1.52E-08 1.16E-09
371091.00 3754180.00 9.57E-03 1.63E-02 9.81E-05 6.46E-06 1.77E-05 1.36E-06 371091.00 3754180.00 1.00E-05 1.71E-05 1.03E-07 6.76E-09 1.85E-08 1.42E-09
371111.00 3754180.00 1.07E-02 2.17E-02 9.52E-05 6.27E-06 2.22E-05 1.69E-06 371111.00 3754180.00 1.11E-05 2.27E-05 9.95E-08 6.56E-09 2.32E-08 1.77E-09
371131.00 3754180.00 1.19E-02 3.04E-02 9.43E-05 6.21E-06 2.81E-05 2.15E-06 371131.00 3754180.00 1.25E-05 3.18E-05 9.85E-08 6.50E-09 2.94E-08 2.25E-09
371151.00 3754180.00 1.32E-02 4.36E-02 9.48E-05 6.25E-06 3.58E-05 2.73E-06 371151.00 3754180.00 1.38E-05 4.56E-05 9.91E-08 6.53E-09 3.74E-08 2.85E-09
371171.00 3754180.00 1.45E-02 5.49E-02 9.56E-05 6.30E-06 4.45E-05 3.40E-06 371171.00 3754180.00 1.52E-05 5.74E-05 9.99E-08 6.58E-09 4.65E-08 3.55E-09
371271.00 3754180.00 1.83E-02 8.07E-02 9.11E-05 6.01E-06 8.02E-05 6.12E-06 371271.00 3754180.00 1.92E-05 8.44E-05 9.52E-08 6.28E-09 8.38E-08 6.40E-09
371291.00 3754180.00 1.77E-02 6.72E-02 8.97E-05 5.91E-06 8.58E-05 6.55E-06 371291.00 3754180.00 1.85E-05 7.02E-05 9.37E-08 6.18E-09 8.97E-08 6.85E-09
371311.00 3754180.00 1.66E-02 5.06E-02 8.78E-05 5.79E-06 8.99E-05 6.87E-06 371311.00 3754180.00 1.73E-05 5.29E-05 9.18E-08 6.05E-09 9.40E-08 7.18E-09
371411.00 3754180.00 8.23E-03 1.61E-02 6.90E-05 4.55E-06 8.12E-05 6.20E-06 371411.00 3754180.00 8.60E-06 1.68E-05 7.21E-08 4.75E-09 8.49E-08 6.48E-09
371431.00 3754180.00 7.07E-03 1.36E-02 6.46E-05 4.26E-06 7.65E-05 5.84E-06 371431.00 3754180.00 7.39E-06 1.42E-05 6.75E-08 4.45E-09 8.00E-08 6.11E-09
371451.00 3754180.00 6.24E-03 1.16E-02 5.97E-05 3.93E-06 7.07E-05 5.40E-06 371451.00 3754180.00 6.52E-06 1.21E-05 6.24E-08 4.11E-09 7.39E-08 5.64E-09
371471.00 3754180.00 5.63E-03 1.00E-02 5.49E-05 3.62E-06 6.49E-05 4.95E-06 371471.00 3754180.00 5.89E-06 1.05E-05 5.74E-08 3.78E-09 6.78E-08 5.18E-09
371491.00 3754180.00 5.24E-03 8.74E-03 4.99E-05 3.29E-06 5.83E-05 4.45E-06 371491.00 3754180.00 5.48E-06 9.14E-06 5.21E-08 3.43E-09 6.09E-08 4.65E-09
371511.00 3754180.00 4.98E-03 7.69E-03 4.49E-05 2.96E-06 5.17E-05 3.95E-06 371511.00 3754180.00 5.21E-06 8.04E-06 4.69E-08 3.09E-09 5.41E-08 4.13E-09
371531.00 3754180.00 4.83E-03 6.83E-03 4.02E-05 2.65E-06 4.55E-05 3.48E-06 371531.00 3754180.00 5.04E-06 7.13E-06 4.20E-08 2.77E-09 4.76E-08 3.64E-09
371551.00 3754180.00 4.72E-03 6.10E-03 3.59E-05 2.37E-06 4.00E-05 3.05E-06 371551.00 3754180.00 4.94E-06 6.37E-06 3.75E-08 2.47E-09 4.18E-08 3.19E-09
371571.00 3754180.00 4.65E-03 5.48E-03 3.21E-05 2.12E-06 3.51E-05 2.68E-06 371571.00 3754180.00 4.86E-06 5.73E-06 3.36E-08 2.21E-09 3.66E-08 2.80E-09
371591.00 3754180.00 4.57E-03 4.95E-03 2.88E-05 1.90E-06 3.08E-05 2.35E-06 371591.00 3754180.00 4.78E-06 5.17E-06 3.01E-08 1.98E-09 3.22E-08 2.46E-09
371611.00 3754180.00 4.49E-03 4.50E-03 2.58E-05 1.70E-06 2.71E-05 2.07E-06 371611.00 3754180.00 4.69E-06 4.70E-06 2.70E-08 1.78E-09 2.83E-08 2.16E-09
371631.00 3754180.00 4.39E-03 4.10E-03 2.33E-05 1.54E-06 2.40E-05 1.84E-06 371631.00 3754180.00 4.59E-06 4.28E-06 2.44E-08 1.61E-09 2.51E-08 1.92E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371651.00 3754180.00 4.29E-03 3.75E-03 2.12E-05 1.39E-06 2.14E-05 1.64E-06 371651.00 3754180.00 4.48E-06 3.92E-06 2.21E-08 1.46E-09 2.24E-08 1.71E-09
371671.00 3754180.00 4.17E-03 3.44E-03 1.93E-05 1.27E-06 1.92E-05 1.46E-06 371671.00 3754180.00 4.36E-06 3.60E-06 2.01E-08 1.33E-09 2.00E-08 1.53E-09
371691.00 3754180.00 4.04E-03 3.17E-03 1.76E-05 1.16E-06 1.72E-05 1.32E-06 371691.00 3754180.00 4.22E-06 3.31E-06 1.84E-08 1.21E-09 1.80E-08 1.37E-09
371711.00 3754180.00 3.91E-03 2.93E-03 1.61E-05 1.06E-06 1.55E-05 1.19E-06 371711.00 3754180.00 4.08E-06 3.06E-06 1.69E-08 1.11E-09 1.62E-08 1.24E-09
371731.00 3754180.00 3.77E-03 2.72E-03 1.49E-05 9.79E-07 1.41E-05 1.08E-06 371731.00 3754180.00 3.94E-06 2.84E-06 1.55E-08 1.02E-09 1.47E-08 1.12E-09
371751.00 3754180.00 3.63E-03 2.53E-03 1.37E-05 9.05E-07 1.28E-05 9.80E-07 371751.00 3754180.00 3.79E-06 2.64E-06 1.44E-08 9.46E-10 1.34E-08 1.02E-09
371771.00 3754180.00 3.49E-03 2.35E-03 1.27E-05 8.38E-07 1.17E-05 8.94E-07 371771.00 3754180.00 3.65E-06 2.46E-06 1.33E-08 8.76E-10 1.22E-08 9.34E-10
371791.00 3754180.00 3.35E-03 2.19E-03 1.18E-05 7.78E-07 1.07E-05 8.18E-07 371791.00 3754180.00 3.50E-06 2.29E-06 1.23E-08 8.13E-10 1.12E-08 8.55E-10
371811.00 3754180.00 3.22E-03 2.05E-03 1.10E-05 7.25E-07 9.84E-06 7.51E-07 371811.00 3754180.00 3.36E-06 2.15E-06 1.15E-08 7.57E-10 1.03E-08 7.85E-10
371831.00 3754180.00 3.09E-03 1.92E-03 1.03E-05 6.77E-07 9.07E-06 6.92E-07 371831.00 3754180.00 3.23E-06 2.01E-06 1.07E-08 7.07E-10 9.48E-09 7.24E-10
370571.00 3754200.00 1.48E-03 8.75E-04 6.84E-06 4.51E-07 1.12E-06 8.54E-08 370571.00 3754200.00 1.55E-06 9.15E-07 7.15E-09 4.71E-10 1.17E-09 8.93E-11
370591.00 3754200.00 1.56E-03 9.29E-04 7.43E-06 4.89E-07 1.18E-06 9.04E-08 370591.00 3754200.00 1.63E-06 9.71E-07 7.76E-09 5.12E-10 1.24E-09 9.45E-11
370611.00 3754200.00 1.64E-03 9.89E-04 8.08E-06 5.33E-07 1.25E-06 9.57E-08 370611.00 3754200.00 1.71E-06 1.03E-06 8.45E-09 5.57E-10 1.31E-09 1.00E-10
370631.00 3754200.00 1.72E-03 1.06E-03 8.82E-06 5.82E-07 1.32E-06 1.01E-07 370631.00 3754200.00 1.80E-06 1.10E-06 9.22E-09 6.08E-10 1.38E-09 1.05E-10
370651.00 3754200.00 1.81E-03 1.12E-03 9.73E-06 6.42E-07 1.40E-06 1.07E-07 370651.00 3754200.00 1.90E-06 1.18E-06 1.02E-08 6.71E-10 1.47E-09 1.12E-10
370671.00 3754200.00 1.91E-03 1.20E-03 1.08E-05 7.10E-07 1.49E-06 1.14E-07 370671.00 3754200.00 2.00E-06 1.26E-06 1.13E-08 7.42E-10 1.56E-09 1.19E-10
370691.00 3754200.00 2.02E-03 1.29E-03 1.20E-05 7.88E-07 1.60E-06 1.22E-07 370691.00 3754200.00 2.11E-06 1.35E-06 1.25E-08 8.24E-10 1.67E-09 1.28E-10
370711.00 3754200.00 2.15E-03 1.39E-03 1.34E-05 8.84E-07 1.72E-06 1.32E-07 370711.00 3754200.00 2.24E-06 1.45E-06 1.40E-08 9.24E-10 1.80E-09 1.38E-10
370731.00 3754200.00 2.27E-03 1.49E-03 1.53E-05 1.01E-06 1.87E-06 1.42E-07 370731.00 3754200.00 2.37E-06 1.56E-06 1.60E-08 1.05E-09 1.95E-09 1.49E-10
370751.00 3754200.00 2.40E-03 1.61E-03 1.75E-05 1.16E-06 2.01E-06 1.54E-07 370751.00 3754200.00 2.51E-06 1.68E-06 1.83E-08 1.21E-09 2.10E-09 1.61E-10
370771.00 3754200.00 2.55E-03 1.73E-03 2.03E-05 1.34E-06 2.18E-06 1.66E-07 370771.00 3754200.00 2.66E-06 1.81E-06 2.12E-08 1.40E-09 2.27E-09 1.74E-10
370791.00 3754200.00 2.71E-03 1.88E-03 2.38E-05 1.57E-06 2.36E-06 1.80E-07 370791.00 3754200.00 2.83E-06 1.97E-06 2.49E-08 1.64E-09 2.47E-09 1.88E-10
370811.00 3754200.00 2.89E-03 2.06E-03 2.84E-05 1.87E-06 2.57E-06 1.96E-07 370811.00 3754200.00 3.02E-06 2.15E-06 2.97E-08 1.96E-09 2.68E-09 2.05E-10
370831.00 3754200.00 3.10E-03 2.26E-03 3.48E-05 2.29E-06 2.81E-06 2.14E-07 370831.00 3754200.00 3.24E-06 2.36E-06 3.64E-08 2.40E-09 2.93E-09 2.24E-10
370851.00 3754200.00 3.34E-03 2.50E-03 4.41E-05 2.91E-06 3.08E-06 2.36E-07 370851.00 3754200.00 3.49E-06 2.61E-06 4.61E-08 3.04E-09 3.22E-09 2.46E-10
370871.00 3754200.00 3.62E-03 2.79E-03 5.86E-05 3.86E-06 3.41E-06 2.60E-07 370871.00 3754200.00 3.78E-06 2.91E-06 6.12E-08 4.03E-09 3.56E-09 2.72E-10
370891.00 3754200.00 3.92E-03 3.13E-03 8.28E-05 5.46E-06 3.78E-06 2.88E-07 370891.00 3754200.00 4.10E-06 3.27E-06 8.65E-08 5.70E-09 3.95E-09 3.02E-10
370911.00 3754200.00 4.26E-03 3.52E-03 1.30E-04 8.58E-06 4.21E-06 3.22E-07 370911.00 3754200.00 4.45E-06 3.68E-06 1.36E-07 8.97E-09 4.40E-09 3.36E-10
370931.00 3754200.00 4.64E-03 3.99E-03 2.48E-04 1.63E-05 4.72E-06 3.61E-07 370931.00 3754200.00 4.85E-06 4.17E-06 2.59E-07 1.71E-08 4.93E-09 3.77E-10
370951.00 3754200.00 5.06E-03 4.55E-03 1.73E-04 1.14E-05 5.33E-06 4.07E-07 370951.00 3754200.00 5.29E-06 4.75E-06 1.80E-07 1.19E-08 5.57E-09 4.25E-10
370971.00 3754200.00 5.59E-03 5.29E-03 2.96E-04 1.95E-05 6.05E-06 4.62E-07 370971.00 3754200.00 5.84E-06 5.53E-06 3.09E-07 2.04E-08 6.32E-09 4.83E-10
370991.00 3754200.00 6.19E-03 6.23E-03 1.83E-04 1.21E-05 6.84E-06 5.22E-07 370991.00 3754200.00 6.47E-06 6.51E-06 1.92E-07 1.26E-08 7.15E-09 5.46E-10
371011.00 3754200.00 6.82E-03 7.36E-03 1.35E-04 8.92E-06 7.84E-06 5.98E-07 371011.00 3754200.00 7.13E-06 7.69E-06 1.41E-07 9.32E-09 8.19E-09 6.25E-10
371031.00 3754200.00 7.57E-03 8.82E-03 1.11E-04 7.32E-06 9.12E-06 6.97E-07 371031.00 3754200.00 7.92E-06 9.22E-06 1.16E-07 7.65E-09 9.54E-09 7.28E-10
371051.00 3754200.00 8.45E-03 1.08E-02 9.58E-05 6.32E-06 1.07E-05 8.19E-07 371051.00 3754200.00 8.83E-06 1.13E-05 1.00E-07 6.60E-09 1.12E-08 8.56E-10
371071.00 3754200.00 9.47E-03 1.34E-02 8.59E-05 5.66E-06 1.27E-05 9.71E-07 371071.00 3754200.00 9.89E-06 1.40E-05 8.98E-08 5.92E-09 1.33E-08 1.01E-09
371091.00 3754200.00 1.07E-02 1.72E-02 7.95E-05 5.24E-06 1.52E-05 1.16E-06 371091.00 3754200.00 1.11E-05 1.80E-05 8.31E-08 5.48E-09 1.59E-08 1.21E-09
371111.00 3754200.00 1.21E-02 2.30E-02 7.57E-05 4.99E-06 1.83E-05 1.40E-06 371111.00 3754200.00 1.26E-05 2.40E-05 7.92E-08 5.22E-09 1.91E-08 1.46E-09
371131.00 3754200.00 1.37E-02 3.19E-02 7.36E-05 4.85E-06 2.21E-05 1.69E-06 371131.00 3754200.00 1.44E-05 3.34E-05 7.70E-08 5.07E-09 2.31E-08 1.77E-09
371151.00 3754200.00 1.56E-02 4.55E-02 7.23E-05 4.77E-06 2.64E-05 2.02E-06 371151.00 3754200.00 1.63E-05 4.76E-05 7.56E-08 4.98E-09 2.76E-08 2.11E-09
371171.00 3754200.00 1.76E-02 5.86E-02 7.11E-05 4.69E-06 3.09E-05 2.36E-06 371171.00 3754200.00 1.84E-05 6.12E-05 7.44E-08 4.90E-09 3.22E-08 2.46E-09
371411.00 3754200.00 1.12E-02 1.84E-02 5.14E-05 3.39E-06 5.24E-05 4.00E-06 371411.00 3754200.00 1.17E-05 1.93E-05 5.37E-08 3.54E-09 5.48E-08 4.18E-09
371431.00 3754200.00 9.70E-03 1.56E-02 4.85E-05 3.20E-06 5.01E-05 3.83E-06 371431.00 3754200.00 1.01E-05 1.63E-05 5.07E-08 3.34E-09 5.24E-08 4.00E-09
371451.00 3754200.00 8.67E-03 1.33E-02 4.59E-05 3.03E-06 4.82E-05 3.68E-06 371451.00 3754200.00 9.06E-06 1.39E-05 4.80E-08 3.16E-09 5.03E-08 3.84E-09
371471.00 3754200.00 8.04E-03 1.15E-02 4.33E-05 2.85E-06 4.59E-05 3.50E-06 371471.00 3754200.00 8.40E-06 1.21E-05 4.52E-08 2.98E-09 4.79E-08 3.66E-09
371491.00 3754200.00 7.68E-03 1.01E-02 4.05E-05 2.67E-06 4.31E-05 3.29E-06 371491.00 3754200.00 8.03E-06 1.05E-05 4.23E-08 2.79E-09 4.50E-08 3.44E-09
371511.00 3754200.00 7.47E-03 8.85E-03 3.77E-05 2.49E-06 4.01E-05 3.06E-06 371511.00 3754200.00 7.81E-06 9.25E-06 3.94E-08 2.60E-09 4.19E-08 3.20E-09
371531.00 3754200.00 7.33E-03 7.84E-03 3.49E-05 2.30E-06 3.69E-05 2.82E-06 371531.00 3754200.00 7.66E-06 8.20E-06 3.65E-08 2.40E-09 3.86E-08 2.95E-09
371551.00 3754200.00 7.19E-03 6.99E-03 3.21E-05 2.11E-06 3.36E-05 2.57E-06 371551.00 3754200.00 7.51E-06 7.31E-06 3.35E-08 2.21E-09 3.52E-08 2.69E-09
371571.00 3754200.00 7.02E-03 6.27E-03 2.94E-05 1.94E-06 3.05E-05 2.33E-06 371571.00 3754200.00 7.34E-06 6.55E-06 3.07E-08 2.03E-09 3.19E-08 2.43E-09
371591.00 3754200.00 6.82E-03 5.65E-03 2.69E-05 1.77E-06 2.76E-05 2.11E-06 371591.00 3754200.00 7.13E-06 5.91E-06 2.81E-08 1.86E-09 2.88E-08 2.20E-09
371611.00 3754200.00 6.59E-03 5.12E-03 2.46E-05 1.62E-06 2.48E-05 1.89E-06 371611.00 3754200.00 6.89E-06 5.35E-06 2.57E-08 1.70E-09 2.59E-08 1.98E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371631.00 3754200.00 6.35E-03 4.66E-03 2.25E-05 1.49E-06 2.24E-05 1.71E-06 371631.00 3754200.00 6.63E-06 4.87E-06 2.36E-08 1.55E-09 2.34E-08 1.79E-09
371651.00 3754200.00 6.09E-03 4.25E-03 2.07E-05 1.36E-06 2.03E-05 1.55E-06 371651.00 3754200.00 6.36E-06 4.44E-06 2.16E-08 1.42E-09 2.12E-08 1.62E-09
371671.00 3754200.00 5.82E-03 3.89E-03 1.90E-05 1.25E-06 1.84E-05 1.40E-06 371671.00 3754200.00 6.08E-06 4.07E-06 1.99E-08 1.31E-09 1.92E-08 1.47E-09
371691.00 3754200.00 5.55E-03 3.58E-03 1.75E-05 1.15E-06 1.67E-05 1.27E-06 371691.00 3754200.00 5.80E-06 3.74E-06 1.83E-08 1.21E-09 1.74E-08 1.33E-09
371711.00 3754200.00 5.28E-03 3.30E-03 1.62E-05 1.07E-06 1.52E-05 1.16E-06 371711.00 3754200.00 5.52E-06 3.45E-06 1.69E-08 1.11E-09 1.59E-08 1.21E-09
371731.00 3754200.00 5.02E-03 3.05E-03 1.50E-05 9.88E-07 1.39E-05 1.06E-06 371731.00 3754200.00 5.25E-06 3.19E-06 1.57E-08 1.03E-09 1.45E-08 1.11E-09
371751.00 3754200.00 4.77E-03 2.83E-03 1.39E-05 9.17E-07 1.27E-05 9.72E-07 371751.00 3754200.00 4.99E-06 2.96E-06 1.45E-08 9.59E-10 1.33E-08 1.02E-09
371771.00 3754200.00 4.53E-03 2.63E-03 1.29E-05 8.53E-07 1.17E-05 8.92E-07 371771.00 3754200.00 4.74E-06 2.75E-06 1.35E-08 8.91E-10 1.22E-08 9.32E-10
371791.00 3754200.00 4.31E-03 2.45E-03 1.21E-05 7.95E-07 1.07E-05 8.20E-07 371791.00 3754200.00 4.50E-06 2.56E-06 1.26E-08 8.31E-10 1.12E-08 8.57E-10
371811.00 3754200.00 4.09E-03 2.29E-03 1.13E-05 7.42E-07 9.91E-06 7.57E-07 371811.00 3754200.00 4.27E-06 2.39E-06 1.18E-08 7.76E-10 1.04E-08 7.91E-10
371831.00 3754200.00 3.88E-03 2.14E-03 1.06E-05 6.95E-07 9.17E-06 7.00E-07 371831.00 3754200.00 4.06E-06 2.24E-06 1.10E-08 7.27E-10 9.58E-09 7.32E-10
370571.00 3754220.00 1.51E-03 8.82E-04 6.97E-06 4.59E-07 1.11E-06 8.48E-08 370571.00 3754220.00 1.58E-06 9.22E-07 7.28E-09 4.80E-10 1.16E-09 8.87E-11
370591.00 3754220.00 1.59E-03 9.37E-04 7.58E-06 5.00E-07 1.18E-06 8.98E-08 370591.00 3754220.00 1.66E-06 9.79E-07 7.93E-09 5.22E-10 1.23E-09 9.38E-11
370611.00 3754220.00 1.67E-03 9.99E-04 8.27E-06 5.45E-07 1.25E-06 9.51E-08 370611.00 3754220.00 1.75E-06 1.04E-06 8.65E-09 5.70E-10 1.30E-09 9.94E-11
370631.00 3754220.00 1.76E-03 1.07E-03 9.02E-06 5.95E-07 1.31E-06 1.00E-07 370631.00 3754220.00 1.84E-06 1.12E-06 9.43E-09 6.21E-10 1.37E-09 1.05E-10
370651.00 3754220.00 1.86E-03 1.14E-03 9.94E-06 6.55E-07 1.39E-06 1.06E-07 370651.00 3754220.00 1.94E-06 1.19E-06 1.04E-08 6.85E-10 1.45E-09 1.11E-10
370671.00 3754220.00 1.96E-03 1.22E-03 1.10E-05 7.25E-07 1.48E-06 1.13E-07 370671.00 3754220.00 2.05E-06 1.27E-06 1.15E-08 7.57E-10 1.55E-09 1.18E-10
370691.00 3754220.00 2.08E-03 1.31E-03 1.22E-05 8.06E-07 1.58E-06 1.21E-07 370691.00 3754220.00 2.17E-06 1.37E-06 1.28E-08 8.42E-10 1.66E-09 1.26E-10
370711.00 3754220.00 2.20E-03 1.41E-03 1.38E-05 9.07E-07 1.70E-06 1.30E-07 370711.00 3754220.00 2.30E-06 1.47E-06 1.44E-08 9.48E-10 1.78E-09 1.36E-10
370731.00 3754220.00 2.33E-03 1.51E-03 1.57E-05 1.03E-06 1.84E-06 1.40E-07 370731.00 3754220.00 2.44E-06 1.58E-06 1.64E-08 1.08E-09 1.92E-09 1.47E-10
370751.00 3754220.00 2.47E-03 1.63E-03 1.80E-05 1.19E-06 1.98E-06 1.51E-07 370751.00 3754220.00 2.58E-06 1.70E-06 1.88E-08 1.24E-09 2.07E-09 1.58E-10
370771.00 3754220.00 2.63E-03 1.76E-03 2.09E-05 1.38E-06 2.14E-06 1.63E-07 370771.00 3754220.00 2.75E-06 1.84E-06 2.18E-08 1.44E-09 2.24E-09 1.71E-10
370791.00 3754220.00 2.80E-03 1.92E-03 2.45E-05 1.62E-06 2.32E-06 1.77E-07 370791.00 3754220.00 2.93E-06 2.01E-06 2.57E-08 1.69E-09 2.42E-09 1.85E-10
370811.00 3754220.00 2.99E-03 2.09E-03 2.93E-05 1.93E-06 2.52E-06 1.92E-07 370811.00 3754220.00 3.13E-06 2.19E-06 3.06E-08 2.02E-09 2.63E-09 2.01E-10
370831.00 3754220.00 3.22E-03 2.30E-03 3.60E-05 2.37E-06 2.74E-06 2.10E-07 370831.00 3754220.00 3.36E-06 2.41E-06 3.76E-08 2.48E-09 2.87E-09 2.19E-10
370851.00 3754220.00 3.47E-03 2.55E-03 4.56E-05 3.00E-06 3.00E-06 2.29E-07 370851.00 3754220.00 3.63E-06 2.66E-06 4.76E-08 3.14E-09 3.14E-09 2.40E-10
370871.00 3754220.00 3.76E-03 2.84E-03 6.06E-05 3.99E-06 3.31E-06 2.52E-07 370871.00 3754220.00 3.93E-06 2.97E-06 6.33E-08 4.17E-09 3.45E-09 2.64E-10
370891.00 3754220.00 4.09E-03 3.19E-03 8.63E-05 5.69E-06 3.65E-06 2.79E-07 370891.00 3754220.00 4.27E-06 3.33E-06 9.02E-08 5.94E-09 3.82E-09 2.91E-10
370911.00 3754220.00 4.46E-03 3.60E-03 1.38E-04 9.11E-06 4.05E-06 3.09E-07 370911.00 3754220.00 4.66E-06 3.76E-06 1.44E-07 9.52E-09 4.24E-09 3.23E-10
370931.00 3754220.00 4.87E-03 4.08E-03 2.72E-04 1.79E-05 4.52E-06 3.45E-07 370931.00 3754220.00 5.09E-06 4.27E-06 2.84E-07 1.87E-08 4.72E-09 3.61E-10
370951.00 3754220.00 5.33E-03 4.66E-03 1.87E-04 1.24E-05 5.07E-06 3.87E-07 370951.00 3754220.00 5.57E-06 4.87E-06 1.96E-07 1.29E-08 5.30E-09 4.05E-10
370971.00 3754220.00 5.91E-03 5.43E-03 2.75E-04 1.81E-05 5.70E-06 4.35E-07 370971.00 3754220.00 6.18E-06 5.67E-06 2.88E-07 1.90E-08 5.96E-09 4.55E-10
370991.00 3754220.00 6.58E-03 6.40E-03 1.72E-04 1.13E-05 6.38E-06 4.87E-07 370991.00 3754220.00 6.87E-06 6.69E-06 1.79E-07 1.18E-08 6.66E-09 5.09E-10
371011.00 3754220.00 7.29E-03 7.56E-03 1.27E-04 8.39E-06 7.24E-06 5.53E-07 371011.00 3754220.00 7.62E-06 7.90E-06 1.33E-07 8.76E-09 7.57E-09 5.78E-10
371031.00 3754220.00 8.16E-03 9.08E-03 1.03E-04 6.79E-06 8.31E-06 6.35E-07 371031.00 3754220.00 8.53E-06 9.49E-06 1.08E-07 7.10E-09 8.69E-09 6.64E-10
371051.00 3754220.00 9.18E-03 1.11E-02 8.75E-05 5.77E-06 9.60E-06 7.33E-07 371051.00 3754220.00 9.59E-06 1.16E-05 9.15E-08 6.03E-09 1.00E-08 7.66E-10
371071.00 3754220.00 1.04E-02 1.39E-02 7.69E-05 5.07E-06 1.11E-05 8.49E-07 371071.00 3754220.00 1.09E-05 1.45E-05 8.04E-08 5.30E-09 1.16E-08 8.88E-10
371091.00 3754220.00 1.18E-02 1.78E-02 6.97E-05 4.60E-06 1.29E-05 9.88E-07 371091.00 3754220.00 1.24E-05 1.86E-05 7.29E-08 4.80E-09 1.35E-08 1.03E-09
371111.00 3754220.00 1.36E-02 2.36E-02 6.47E-05 4.26E-06 1.50E-05 1.15E-06 371111.00 3754220.00 1.42E-05 2.47E-05 6.76E-08 4.46E-09 1.57E-08 1.20E-09
371131.00 3754220.00 1.58E-02 3.28E-02 6.18E-05 4.07E-06 1.75E-05 1.34E-06 371131.00 3754220.00 1.65E-05 3.43E-05 6.45E-08 4.25E-09 1.83E-08 1.40E-09
371151.00 3754220.00 1.83E-02 4.60E-02 5.98E-05 3.94E-06 2.03E-05 1.55E-06 371151.00 3754220.00 1.91E-05 4.81E-05 6.25E-08 4.12E-09 2.12E-08 1.62E-09
371171.00 3754220.00 2.13E-02 5.92E-02 5.78E-05 3.81E-06 2.29E-05 1.75E-06 371171.00 3754220.00 2.22E-05 6.19E-05 6.04E-08 3.98E-09 2.39E-08 1.83E-09
371411.00 3754220.00 1.69E-02 2.02E-02 4.00E-05 2.64E-06 3.49E-05 2.66E-06 371411.00 3754220.00 1.77E-05 2.11E-05 4.19E-08 2.76E-09 3.65E-08 2.78E-09
371431.00 3754220.00 1.49E-02 1.72E-02 3.82E-05 2.52E-06 3.41E-05 2.60E-06 371431.00 3754220.00 1.56E-05 1.80E-05 3.99E-08 2.63E-09 3.56E-08 2.72E-09
371451.00 3754220.00 1.37E-02 1.48E-02 3.67E-05 2.42E-06 3.37E-05 2.57E-06 371451.00 3754220.00 1.43E-05 1.55E-05 3.84E-08 2.53E-09 3.52E-08 2.69E-09
371471.00 3754220.00 1.31E-02 1.28E-02 3.50E-05 2.31E-06 3.27E-05 2.50E-06 371471.00 3754220.00 1.37E-05 1.34E-05 3.66E-08 2.41E-09 3.41E-08 2.61E-09
371491.00 3754220.00 1.27E-02 1.12E-02 3.32E-05 2.19E-06 3.15E-05 2.40E-06 371491.00 3754220.00 1.33E-05 1.17E-05 3.47E-08 2.29E-09 3.29E-08 2.51E-09
371511.00 3754220.00 1.24E-02 9.87E-03 3.15E-05 2.08E-06 3.02E-05 2.31E-06 371511.00 3754220.00 1.30E-05 1.03E-05 3.30E-08 2.17E-09 3.16E-08 2.41E-09
371531.00 3754220.00 1.20E-02 8.75E-03 2.98E-05 1.97E-06 2.88E-05 2.20E-06 371531.00 3754220.00 1.25E-05 9.14E-06 3.12E-08 2.06E-09 3.01E-08 2.30E-09
371551.00 3754220.00 1.15E-02 7.80E-03 2.81E-05 1.85E-06 2.71E-05 2.07E-06 371551.00 3754220.00 1.20E-05 8.15E-06 2.93E-08 1.93E-09 2.84E-08 2.17E-09
371571.00 3754220.00 1.09E-02 6.98E-03 2.63E-05 1.73E-06 2.53E-05 1.94E-06 371571.00 3754220.00 1.14E-05 7.30E-06 2.74E-08 1.81E-09 2.65E-08 2.02E-09
371591.00 3754220.00 1.03E-02 6.29E-03 2.45E-05 1.61E-06 2.35E-05 1.80E-06 371591.00 3754220.00 1.08E-05 6.57E-06 2.56E-08 1.69E-09 2.46E-08 1.88E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371611.00 3754220.00 9.74E-03 5.69E-03 2.28E-05 1.50E-06 2.18E-05 1.66E-06 371611.00 3754220.00 1.02E-05 5.94E-06 2.38E-08 1.57E-09 2.27E-08 1.74E-09
371631.00 3754220.00 9.16E-03 5.17E-03 2.12E-05 1.40E-06 2.01E-05 1.53E-06 371631.00 3754220.00 9.57E-06 5.41E-06 2.22E-08 1.46E-09 2.10E-08 1.60E-09
371651.00 3754220.00 8.59E-03 4.72E-03 1.97E-05 1.30E-06 1.84E-05 1.41E-06 371651.00 3754220.00 8.97E-06 4.93E-06 2.06E-08 1.36E-09 1.93E-08 1.47E-09
371671.00 3754220.00 8.04E-03 4.32E-03 1.83E-05 1.21E-06 1.70E-05 1.30E-06 371671.00 3754220.00 8.41E-06 4.51E-06 1.91E-08 1.26E-09 1.77E-08 1.35E-09
371691.00 3754220.00 7.53E-03 3.96E-03 1.70E-05 1.12E-06 1.56E-05 1.19E-06 371691.00 3754220.00 7.87E-06 4.14E-06 1.78E-08 1.17E-09 1.63E-08 1.25E-09
371711.00 3754220.00 7.05E-03 3.65E-03 1.59E-05 1.05E-06 1.44E-05 1.10E-06 371711.00 3754220.00 7.37E-06 3.81E-06 1.66E-08 1.09E-09 1.50E-08 1.15E-09
371731.00 3754220.00 6.60E-03 3.37E-03 1.48E-05 9.75E-07 1.33E-05 1.01E-06 371731.00 3754220.00 6.90E-06 3.52E-06 1.55E-08 1.02E-09 1.39E-08 1.06E-09
371751.00 3754220.00 6.19E-03 3.12E-03 1.38E-05 9.11E-07 1.23E-05 9.37E-07 371751.00 3754220.00 6.47E-06 3.26E-06 1.44E-08 9.52E-10 1.28E-08 9.79E-10
371771.00 3754220.00 5.81E-03 2.89E-03 1.29E-05 8.51E-07 1.13E-05 8.66E-07 371771.00 3754220.00 6.07E-06 3.02E-06 1.35E-08 8.90E-10 1.18E-08 9.05E-10
371791.00 3754220.00 5.45E-03 2.69E-03 1.21E-05 7.97E-07 1.05E-05 8.02E-07 371791.00 3754220.00 5.70E-06 2.81E-06 1.26E-08 8.33E-10 1.10E-08 8.38E-10
371811.00 3754220.00 5.12E-03 2.51E-03 1.13E-05 7.48E-07 9.74E-06 7.44E-07 371811.00 3754220.00 5.35E-06 2.62E-06 1.19E-08 7.82E-10 1.02E-08 7.77E-10
371831.00 3754220.00 4.82E-03 2.34E-03 1.07E-05 7.03E-07 9.06E-06 6.92E-07 371831.00 3754220.00 5.04E-06 2.45E-06 1.12E-08 7.35E-10 9.47E-09 7.23E-10
370571.00 3754240.00 1.53E-03 8.85E-04 7.07E-06 4.66E-07 1.10E-06 8.39E-08 370571.00 3754240.00 1.60E-06 9.25E-07 7.39E-09 4.87E-10 1.15E-09 8.77E-11
370591.00 3754240.00 1.61E-03 9.41E-04 7.70E-06 5.08E-07 1.16E-06 8.87E-08 370591.00 3754240.00 1.68E-06 9.83E-07 8.05E-09 5.30E-10 1.21E-09 9.27E-11
370611.00 3754240.00 1.70E-03 1.01E-03 8.43E-06 5.56E-07 1.23E-06 9.40E-08 370611.00 3754240.00 1.78E-06 1.05E-06 8.81E-09 5.81E-10 1.29E-09 9.83E-11
370631.00 3754240.00 1.80E-03 1.07E-03 9.24E-06 6.09E-07 1.31E-06 9.97E-08 370631.00 3754240.00 1.88E-06 1.12E-06 9.66E-09 6.37E-10 1.36E-09 1.04E-10
370651.00 3754240.00 1.90E-03 1.15E-03 1.01E-05 6.67E-07 1.38E-06 1.05E-07 370651.00 3754240.00 1.99E-06 1.20E-06 1.06E-08 6.97E-10 1.44E-09 1.10E-10
370671.00 3754240.00 2.01E-03 1.23E-03 1.12E-05 7.38E-07 1.46E-06 1.12E-07 370671.00 3754240.00 2.10E-06 1.29E-06 1.17E-08 7.72E-10 1.53E-09 1.17E-10
370691.00 3754240.00 2.13E-03 1.32E-03 1.25E-05 8.23E-07 1.56E-06 1.19E-07 370691.00 3754240.00 2.22E-06 1.38E-06 1.31E-08 8.61E-10 1.63E-09 1.25E-10
370711.00 3754240.00 2.25E-03 1.42E-03 1.41E-05 9.28E-07 1.67E-06 1.28E-07 370711.00 3754240.00 2.36E-06 1.48E-06 1.47E-08 9.70E-10 1.75E-09 1.34E-10
370731.00 3754240.00 2.39E-03 1.53E-03 1.60E-05 1.06E-06 1.80E-06 1.38E-07 370731.00 3754240.00 2.50E-06 1.60E-06 1.68E-08 1.10E-09 1.88E-09 1.44E-10
370751.00 3754240.00 2.54E-03 1.64E-03 1.84E-05 1.21E-06 1.94E-06 1.48E-07 370751.00 3754240.00 2.65E-06 1.72E-06 1.93E-08 1.27E-09 2.03E-09 1.55E-10
370771.00 3754240.00 2.70E-03 1.78E-03 2.13E-05 1.41E-06 2.09E-06 1.60E-07 370771.00 3754240.00 2.82E-06 1.86E-06 2.23E-08 1.47E-09 2.18E-09 1.67E-10
370791.00 3754240.00 2.88E-03 1.94E-03 2.51E-05 1.65E-06 2.26E-06 1.72E-07 370791.00 3754240.00 3.01E-06 2.02E-06 2.62E-08 1.73E-09 2.36E-09 1.80E-10
370811.00 3754240.00 3.09E-03 2.11E-03 3.00E-05 1.98E-06 2.45E-06 1.87E-07 370811.00 3754240.00 3.23E-06 2.21E-06 3.13E-08 2.07E-09 2.56E-09 1.95E-10
370831.00 3754240.00 3.32E-03 2.33E-03 3.68E-05 2.43E-06 2.66E-06 2.03E-07 370831.00 3754240.00 3.47E-06 2.43E-06 3.85E-08 2.54E-09 2.78E-09 2.12E-10
370851.00 3754240.00 3.60E-03 2.58E-03 4.68E-05 3.09E-06 2.91E-06 2.22E-07 370851.00 3754240.00 3.76E-06 2.70E-06 4.89E-08 3.22E-09 3.04E-09 2.32E-10
370871.00 3754240.00 3.91E-03 2.88E-03 6.25E-05 4.12E-06 3.18E-06 2.43E-07 370871.00 3754240.00 4.09E-06 3.01E-06 6.53E-08 4.30E-09 3.33E-09 2.54E-10
370891.00 3754240.00 4.25E-03 3.23E-03 8.95E-05 5.90E-06 3.50E-06 2.67E-07 370891.00 3754240.00 4.44E-06 3.37E-06 9.35E-08 6.16E-09 3.66E-09 2.79E-10
370911.00 3754240.00 4.65E-03 3.64E-03 1.46E-04 9.65E-06 3.87E-06 2.95E-07 370911.00 3754240.00 4.86E-06 3.81E-06 1.53E-07 1.01E-08 4.04E-09 3.09E-10
370931.00 3754240.00 5.09E-03 4.13E-03 2.18E-04 1.43E-05 4.29E-06 3.27E-07 370931.00 3754240.00 5.32E-06 4.32E-06 2.27E-07 1.50E-08 4.48E-09 3.42E-10
370951.00 3754240.00 5.59E-03 4.72E-03 1.63E-04 1.07E-05 4.78E-06 3.65E-07 370951.00 3754240.00 5.85E-06 4.93E-06 1.70E-07 1.12E-08 4.99E-09 3.81E-10
370971.00 3754240.00 6.22E-03 5.49E-03 2.58E-04 1.70E-05 5.32E-06 4.06E-07 370971.00 3754240.00 6.50E-06 5.74E-06 2.70E-07 1.78E-08 5.56E-09 4.25E-10
370991.00 3754240.00 6.95E-03 6.45E-03 1.68E-04 1.11E-05 5.93E-06 4.53E-07 370991.00 3754240.00 7.26E-06 6.74E-06 1.75E-07 1.16E-08 6.20E-09 4.74E-10
371011.00 3754240.00 7.78E-03 7.64E-03 1.24E-04 8.20E-06 6.68E-06 5.10E-07 371011.00 3754240.00 8.13E-06 7.99E-06 1.30E-07 8.57E-09 6.98E-09 5.33E-10
371031.00 3754240.00 8.77E-03 9.18E-03 9.95E-05 6.56E-06 7.57E-06 5.78E-07 371031.00 3754240.00 9.17E-06 9.60E-06 1.04E-07 6.86E-09 7.91E-09 6.04E-10
371051.00 3754240.00 9.92E-03 1.12E-02 8.24E-05 5.43E-06 8.53E-06 6.52E-07 371051.00 3754240.00 1.04E-05 1.18E-05 8.61E-08 5.67E-09 8.92E-09 6.81E-10
371071.00 3754240.00 1.13E-02 1.40E-02 7.13E-05 4.70E-06 9.68E-06 7.39E-07 371071.00 3754240.00 1.18E-05 1.46E-05 7.45E-08 4.91E-09 1.01E-08 7.73E-10
371091.00 3754240.00 1.31E-02 1.79E-02 6.37E-05 4.20E-06 1.10E-05 8.40E-07 371091.00 3754240.00 1.37E-05 1.88E-05 6.66E-08 4.39E-09 1.15E-08 8.78E-10
371111.00 3754240.00 1.52E-02 2.37E-02 5.81E-05 3.83E-06 1.24E-05 9.49E-07 371111.00 3754240.00 1.59E-05 2.48E-05 6.07E-08 4.00E-09 1.30E-08 9.92E-10
371131.00 3754240.00 1.79E-02 3.22E-02 5.54E-05 3.65E-06 1.44E-05 1.10E-06 371131.00 3754240.00 1.87E-05 3.36E-05 5.79E-08 3.82E-09 1.51E-08 1.15E-09
371151.00 3754240.00 2.14E-02 4.60E-02 5.20E-05 3.43E-06 1.60E-05 1.22E-06 371151.00 3754240.00 2.23E-05 4.81E-05 5.43E-08 3.58E-09 1.67E-08 1.27E-09
371171.00 3754240.00 2.57E-02 6.00E-02 4.93E-05 3.25E-06 1.75E-05 1.34E-06 371171.00 3754240.00 2.69E-05 6.27E-05 5.16E-08 3.40E-09 1.83E-08 1.40E-09
371411.00 3754240.00 3.00E-02 2.14E-02 3.27E-05 2.15E-06 2.43E-05 1.86E-06 371411.00 3754240.00 3.13E-05 2.24E-05 3.41E-08 2.25E-09 2.54E-08 1.94E-09
371431.00 3754240.00 2.69E-02 1.83E-02 3.15E-05 2.07E-06 2.42E-05 1.85E-06 371431.00 3754240.00 2.82E-05 1.92E-05 3.29E-08 2.17E-09 2.53E-08 1.93E-09
371451.00 3754240.00 2.55E-02 1.59E-02 3.02E-05 1.99E-06 2.40E-05 1.83E-06 371451.00 3754240.00 2.67E-05 1.66E-05 3.16E-08 2.08E-09 2.51E-08 1.91E-09
371471.00 3754240.00 2.46E-02 1.38E-02 2.89E-05 1.90E-06 2.34E-05 1.79E-06 371471.00 3754240.00 2.57E-05 1.44E-05 3.02E-08 1.99E-09 2.45E-08 1.87E-09
371491.00 3754240.00 2.34E-02 1.21E-02 2.77E-05 1.83E-06 2.30E-05 1.76E-06 371491.00 3754240.00 2.44E-05 1.27E-05 2.90E-08 1.91E-09 2.41E-08 1.84E-09
371511.00 3754240.00 2.18E-02 1.07E-02 2.66E-05 1.75E-06 2.26E-05 1.73E-06 371511.00 3754240.00 2.28E-05 1.12E-05 2.78E-08 1.83E-09 2.36E-08 1.80E-09
371531.00 3754240.00 2.02E-02 9.48E-03 2.55E-05 1.68E-06 2.21E-05 1.68E-06 371531.00 3754240.00 2.11E-05 9.91E-06 2.67E-08 1.76E-09 2.31E-08 1.76E-09
371551.00 3754240.00 1.85E-02 8.46E-03 2.43E-05 1.60E-06 2.13E-05 1.62E-06 371551.00 3754240.00 1.94E-05 8.84E-06 2.54E-08 1.68E-09 2.22E-08 1.70E-09
371571.00 3754240.00 1.69E-02 7.59E-03 2.32E-05 1.53E-06 2.04E-05 1.56E-06 371571.00 3754240.00 1.77E-05 7.93E-06 2.42E-08 1.60E-09 2.14E-08 1.63E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371591.00 3754240.00 1.55E-02 6.84E-03 2.20E-05 1.45E-06 1.95E-05 1.49E-06 371591.00 3754240.00 1.62E-05 7.15E-06 2.30E-08 1.51E-09 2.04E-08 1.55E-09
371611.00 3754240.00 1.41E-02 6.19E-03 2.08E-05 1.37E-06 1.85E-05 1.41E-06 371611.00 3754240.00 1.48E-05 6.47E-06 2.17E-08 1.43E-09 1.93E-08 1.48E-09
371631.00 3754240.00 1.29E-02 5.63E-03 1.96E-05 1.29E-06 1.74E-05 1.33E-06 371631.00 3754240.00 1.35E-05 5.88E-06 2.05E-08 1.35E-09 1.81E-08 1.39E-09
371651.00 3754240.00 1.18E-02 5.13E-03 1.84E-05 1.21E-06 1.63E-05 1.24E-06 371651.00 3754240.00 1.24E-05 5.36E-06 1.93E-08 1.27E-09 1.70E-08 1.30E-09
371671.00 3754240.00 1.09E-02 4.69E-03 1.73E-05 1.14E-06 1.52E-05 1.16E-06 371671.00 3754240.00 1.14E-05 4.91E-06 1.81E-08 1.19E-09 1.59E-08 1.21E-09
371691.00 3754240.00 9.99E-03 4.31E-03 1.63E-05 1.07E-06 1.42E-05 1.08E-06 371691.00 3754240.00 1.04E-05 4.50E-06 1.70E-08 1.12E-09 1.48E-08 1.13E-09
371711.00 3754240.00 9.20E-03 3.96E-03 1.53E-05 1.01E-06 1.32E-05 1.01E-06 371711.00 3754240.00 9.62E-06 4.14E-06 1.60E-08 1.05E-09 1.38E-08 1.06E-09
371731.00 3754240.00 8.50E-03 3.66E-03 1.44E-05 9.46E-07 1.23E-05 9.43E-07 371731.00 3754240.00 8.88E-06 3.82E-06 1.50E-08 9.89E-10 1.29E-08 9.86E-10
371751.00 3754240.00 7.86E-03 3.38E-03 1.35E-05 8.89E-07 1.15E-05 8.80E-07 371751.00 3754240.00 8.22E-06 3.53E-06 1.41E-08 9.30E-10 1.20E-08 9.19E-10
371771.00 3754240.00 7.29E-03 3.13E-03 1.27E-05 8.37E-07 1.07E-05 8.20E-07 371771.00 3754240.00 7.62E-06 3.28E-06 1.33E-08 8.74E-10 1.12E-08 8.57E-10
371791.00 3754240.00 6.77E-03 2.91E-03 1.20E-05 7.88E-07 1.00E-05 7.66E-07 371791.00 3754240.00 7.08E-06 3.05E-06 1.25E-08 8.24E-10 1.05E-08 8.01E-10
371811.00 3754240.00 6.30E-03 2.71E-03 1.13E-05 7.42E-07 9.36E-06 7.15E-07 371811.00 3754240.00 6.58E-06 2.84E-06 1.18E-08 7.76E-10 9.78E-09 7.47E-10
371831.00 3754240.00 5.88E-03 2.53E-03 1.06E-05 7.01E-07 8.77E-06 6.69E-07 371831.00 3754240.00 6.14E-06 2.65E-06 1.11E-08 7.33E-10 9.16E-09 7.00E-10
370571.00 3754260.00 1.55E-03 8.87E-04 7.15E-06 4.71E-07 1.08E-06 8.27E-08 370571.00 3754260.00 1.63E-06 9.27E-07 7.48E-09 4.93E-10 1.13E-09 8.65E-11
370591.00 3754260.00 1.64E-03 9.43E-04 7.80E-06 5.14E-07 1.14E-06 8.74E-08 370591.00 3754260.00 1.71E-06 9.86E-07 8.15E-09 5.37E-10 1.20E-09 9.14E-11
370611.00 3754260.00 1.73E-03 1.01E-03 8.55E-06 5.63E-07 1.21E-06 9.26E-08 370611.00 3754260.00 1.81E-06 1.05E-06 8.93E-09 5.89E-10 1.27E-09 9.67E-11
370631.00 3754260.00 1.83E-03 1.08E-03 9.39E-06 6.19E-07 1.28E-06 9.81E-08 370631.00 3754260.00 1.91E-06 1.12E-06 9.81E-09 6.47E-10 1.34E-09 1.03E-10
370651.00 3754260.00 1.94E-03 1.15E-03 1.03E-05 6.81E-07 1.36E-06 1.04E-07 370651.00 3754260.00 2.02E-06 1.20E-06 1.08E-08 7.11E-10 1.42E-09 1.08E-10
370671.00 3754260.00 2.05E-03 1.23E-03 1.14E-05 7.53E-07 1.44E-06 1.10E-07 370671.00 3754260.00 2.14E-06 1.29E-06 1.19E-08 7.87E-10 1.51E-09 1.15E-10
370691.00 3754260.00 2.17E-03 1.32E-03 1.27E-05 8.40E-07 1.53E-06 1.17E-07 370691.00 3754260.00 2.27E-06 1.38E-06 1.33E-08 8.78E-10 1.60E-09 1.22E-10
370711.00 3754260.00 2.30E-03 1.42E-03 1.44E-05 9.47E-07 1.64E-06 1.25E-07 370711.00 3754260.00 2.40E-06 1.48E-06 1.50E-08 9.90E-10 1.72E-09 1.31E-10
370731.00 3754260.00 2.44E-03 1.53E-03 1.63E-05 1.08E-06 1.76E-06 1.35E-07 370731.00 3754260.00 2.55E-06 1.60E-06 1.71E-08 1.13E-09 1.84E-09 1.41E-10
370751.00 3754260.00 2.60E-03 1.65E-03 1.87E-05 1.23E-06 1.89E-06 1.44E-07 370751.00 3754260.00 2.71E-06 1.72E-06 1.96E-08 1.29E-09 1.98E-09 1.51E-10
370771.00 3754260.00 2.77E-03 1.79E-03 2.17E-05 1.43E-06 2.03E-06 1.55E-07 370771.00 3754260.00 2.89E-06 1.87E-06 2.27E-08 1.49E-09 2.12E-09 1.62E-10
370791.00 3754260.00 2.96E-03 1.94E-03 2.55E-05 1.68E-06 2.19E-06 1.67E-07 370791.00 3754260.00 3.09E-06 2.03E-06 2.66E-08 1.75E-09 2.29E-09 1.75E-10
370811.00 3754260.00 3.17E-03 2.12E-03 3.04E-05 2.01E-06 2.37E-06 1.81E-07 370811.00 3754260.00 3.31E-06 2.21E-06 3.18E-08 2.10E-09 2.47E-09 1.89E-10
370831.00 3754260.00 3.42E-03 2.33E-03 3.74E-05 2.46E-06 2.56E-06 1.96E-07 370831.00 3754260.00 3.57E-06 2.43E-06 3.91E-08 2.57E-09 2.68E-09 2.05E-10
370851.00 3754260.00 3.70E-03 2.58E-03 4.76E-05 3.13E-06 2.79E-06 2.13E-07 370851.00 3754260.00 3.87E-06 2.70E-06 4.97E-08 3.28E-09 2.92E-09 2.23E-10
370871.00 3754260.00 4.03E-03 2.88E-03 6.37E-05 4.20E-06 3.05E-06 2.33E-07 370871.00 3754260.00 4.21E-06 3.01E-06 6.66E-08 4.39E-09 3.18E-09 2.43E-10
370891.00 3754260.00 4.40E-03 3.23E-03 9.21E-05 6.07E-06 3.33E-06 2.55E-07 370891.00 3754260.00 4.60E-06 3.38E-06 9.63E-08 6.35E-09 3.48E-09 2.66E-10
370911.00 3754260.00 4.82E-03 3.64E-03 1.53E-04 1.01E-05 3.66E-06 2.79E-07 370911.00 3754260.00 5.04E-06 3.81E-06 1.60E-07 1.05E-08 3.82E-09 2.92E-10
370931.00 3754260.00 5.29E-03 4.13E-03 2.23E-04 1.47E-05 4.03E-06 3.08E-07 370931.00 3754260.00 5.53E-06 4.31E-06 2.33E-07 1.54E-08 4.22E-09 3.22E-10
370951.00 3754260.00 5.83E-03 4.71E-03 2.49E-04 1.64E-05 4.47E-06 3.41E-07 370951.00 3754260.00 6.10E-06 4.93E-06 2.60E-07 1.71E-08 4.67E-09 3.57E-10
370971.00 3754260.00 6.48E-03 5.45E-03 2.49E-04 1.64E-05 4.96E-06 3.79E-07 370971.00 3754260.00 6.77E-06 5.69E-06 2.60E-07 1.72E-08 5.18E-09 3.96E-10
370991.00 3754260.00 7.24E-03 6.36E-03 1.65E-04 1.09E-05 5.52E-06 4.21E-07 370991.00 3754260.00 7.57E-06 6.65E-06 1.73E-07 1.14E-08 5.77E-09 4.40E-10
371011.00 3754260.00 8.15E-03 7.53E-03 1.22E-04 8.03E-06 6.16E-06 4.70E-07 371011.00 3754260.00 8.52E-06 7.87E-06 1.27E-07 8.40E-09 6.44E-09 4.91E-10
371031.00 3754260.00 9.25E-03 9.04E-03 9.66E-05 6.37E-06 6.88E-06 5.25E-07 371031.00 3754260.00 9.67E-06 9.45E-06 1.01E-07 6.66E-09 7.19E-09 5.49E-10
371051.00 3754260.00 1.06E-02 1.11E-02 7.94E-05 5.23E-06 7.59E-06 5.80E-07 371051.00 3754260.00 1.11E-05 1.16E-05 8.30E-08 5.47E-09 7.94E-09 6.06E-10
371071.00 3754260.00 1.22E-02 1.39E-02 6.75E-05 4.45E-06 8.41E-06 6.42E-07 371071.00 3754260.00 1.28E-05 1.45E-05 7.05E-08 4.65E-09 8.79E-09 6.71E-10
371091.00 3754260.00 1.42E-02 1.77E-02 5.97E-05 3.93E-06 9.36E-06 7.15E-07 371091.00 3754260.00 1.49E-05 1.85E-05 6.24E-08 4.11E-09 9.79E-09 7.47E-10
371111.00 3754260.00 1.68E-02 2.35E-02 5.39E-05 3.55E-06 1.04E-05 7.93E-07 371111.00 3754260.00 1.76E-05 2.45E-05 5.63E-08 3.71E-09 1.08E-08 8.29E-10
371131.00 3754260.00 2.03E-02 3.27E-02 4.98E-05 3.28E-06 1.15E-05 8.78E-07 371131.00 3754260.00 2.13E-05 3.41E-05 5.20E-08 3.43E-09 1.20E-08 9.18E-10
371151.00 3754260.00 2.48E-02 4.64E-02 4.67E-05 3.08E-06 1.27E-05 9.69E-07 371151.00 3754260.00 2.59E-05 4.85E-05 4.88E-08 3.21E-09 1.33E-08 1.01E-09
371171.00 3754260.00 3.07E-02 6.04E-02 4.39E-05 2.89E-06 1.37E-05 1.05E-06 371171.00 3754260.00 3.21E-05 6.31E-05 4.59E-08 3.02E-09 1.43E-08 1.09E-09
371411.00 3754260.00 6.53E-02 2.21E-02 2.75E-05 1.81E-06 1.75E-05 1.33E-06 371411.00 3754260.00 6.82E-05 2.31E-05 2.87E-08 1.89E-09 1.82E-08 1.39E-09
371431.00 3754260.00 6.10E-02 1.91E-02 2.64E-05 1.74E-06 1.74E-05 1.33E-06 371431.00 3754260.00 6.38E-05 1.99E-05 2.76E-08 1.82E-09 1.82E-08 1.39E-09
371451.00 3754260.00 5.69E-02 1.65E-02 2.55E-05 1.68E-06 1.73E-05 1.32E-06 371451.00 3754260.00 5.94E-05 1.73E-05 2.66E-08 1.76E-09 1.81E-08 1.38E-09
371471.00 3754260.00 5.07E-02 1.44E-02 2.44E-05 1.61E-06 1.71E-05 1.30E-06 371471.00 3754260.00 5.30E-05 1.51E-05 2.56E-08 1.68E-09 1.79E-08 1.36E-09
371491.00 3754260.00 4.39E-02 1.27E-02 2.36E-05 1.56E-06 1.70E-05 1.30E-06 371491.00 3754260.00 4.59E-05 1.33E-05 2.47E-08 1.63E-09 1.78E-08 1.36E-09
371511.00 3754260.00 3.80E-02 1.13E-02 2.28E-05 1.51E-06 1.70E-05 1.30E-06 371511.00 3754260.00 3.97E-05 1.18E-05 2.39E-08 1.57E-09 1.78E-08 1.36E-09
371531.00 3754260.00 3.30E-02 1.00E-02 2.21E-05 1.46E-06 1.69E-05 1.29E-06 371531.00 3754260.00 3.45E-05 1.05E-05 2.31E-08 1.52E-09 1.76E-08 1.35E-09
371551.00 3754260.00 2.87E-02 8.95E-03 2.12E-05 1.40E-06 1.66E-05 1.26E-06 371551.00 3754260.00 3.00E-05 9.36E-06 2.22E-08 1.46E-09 1.73E-08 1.32E-09
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CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371571.00 3754260.00 2.52E-02 8.04E-03 2.04E-05 1.35E-06 1.62E-05 1.24E-06 371571.00 3754260.00 2.63E-05 8.41E-06 2.13E-08 1.41E-09 1.70E-08 1.30E-09
371591.00 3754260.00 2.22E-02 7.26E-03 1.96E-05 1.29E-06 1.58E-05 1.21E-06 371591.00 3754260.00 2.32E-05 7.59E-06 2.05E-08 1.35E-09 1.65E-08 1.26E-09
371611.00 3754260.00 1.97E-02 6.59E-03 1.88E-05 1.24E-06 1.54E-05 1.17E-06 371611.00 3754260.00 2.06E-05 6.89E-06 1.97E-08 1.30E-09 1.61E-08 1.23E-09
371631.00 3754260.00 1.76E-02 5.99E-03 1.79E-05 1.18E-06 1.47E-05 1.12E-06 371631.00 3754260.00 1.84E-05 6.26E-06 1.87E-08 1.23E-09 1.54E-08 1.17E-09
371651.00 3754260.00 1.58E-02 5.47E-03 1.70E-05 1.12E-06 1.40E-05 1.07E-06 371651.00 3754260.00 1.65E-05 5.71E-06 1.78E-08 1.17E-09 1.46E-08 1.12E-09
371671.00 3754260.00 1.42E-02 5.00E-03 1.62E-05 1.06E-06 1.33E-05 1.02E-06 371671.00 3754260.00 1.48E-05 5.23E-06 1.69E-08 1.11E-09 1.39E-08 1.06E-09
371691.00 3754260.00 1.28E-02 4.59E-03 1.53E-05 1.01E-06 1.26E-05 9.61E-07 371691.00 3754260.00 1.34E-05 4.80E-06 1.60E-08 1.05E-09 1.32E-08 1.00E-09
371711.00 3754260.00 1.17E-02 4.22E-03 1.45E-05 9.56E-07 1.19E-05 9.08E-07 371711.00 3754260.00 1.22E-05 4.42E-06 1.52E-08 9.99E-10 1.24E-08 9.49E-10
371731.00 3754260.00 1.06E-02 3.90E-03 1.37E-05 9.05E-07 1.12E-05 8.56E-07 371731.00 3754260.00 1.11E-05 4.07E-06 1.44E-08 9.46E-10 1.17E-08 8.95E-10
371751.00 3754260.00 9.73E-03 3.61E-03 1.30E-05 8.57E-07 1.06E-05 8.07E-07 371751.00 3754260.00 1.02E-05 3.77E-06 1.36E-08 8.95E-10 1.10E-08 8.43E-10
371771.00 3754260.00 8.93E-03 3.34E-03 1.23E-05 8.11E-07 9.95E-06 7.60E-07 371771.00 3754260.00 9.33E-06 3.49E-06 1.29E-08 8.48E-10 1.04E-08 7.94E-10
371791.00 3754260.00 8.21E-03 3.11E-03 1.17E-05 7.68E-07 9.36E-06 7.15E-07 371791.00 3754260.00 8.59E-06 3.25E-06 1.22E-08 8.03E-10 9.78E-09 7.47E-10
371811.00 3754260.00 7.58E-03 2.89E-03 1.10E-05 7.27E-07 8.81E-06 6.73E-07 371811.00 3754260.00 7.93E-06 3.02E-06 1.15E-08 7.60E-10 9.21E-09 7.04E-10
371831.00 3754260.00 7.02E-03 2.70E-03 1.05E-05 6.90E-07 8.31E-06 6.35E-07 371831.00 3754260.00 7.34E-06 2.82E-06 1.09E-08 7.22E-10 8.69E-09 6.63E-10
370571.00 3754280.00 1.58E-03 8.87E-04 7.23E-06 4.76E-07 1.07E-06 8.14E-08 370571.00 3754280.00 1.65E-06 9.27E-07 7.56E-09 4.98E-10 1.11E-09 8.51E-11
370591.00 3754280.00 1.66E-03 9.43E-04 7.88E-06 5.20E-07 1.12E-06 8.59E-08 370591.00 3754280.00 1.74E-06 9.85E-07 8.24E-09 5.43E-10 1.18E-09 8.98E-11
370611.00 3754280.00 1.76E-03 1.01E-03 8.64E-06 5.70E-07 1.19E-06 9.08E-08 370611.00 3754280.00 1.84E-06 1.05E-06 9.03E-09 5.95E-10 1.24E-09 9.49E-11
370631.00 3754280.00 1.86E-03 1.07E-03 9.50E-06 6.26E-07 1.26E-06 9.61E-08 370631.00 3754280.00 1.94E-06 1.12E-06 9.93E-09 6.54E-10 1.32E-09 1.00E-10
370651.00 3754280.00 1.96E-03 1.15E-03 1.05E-05 6.90E-07 1.33E-06 1.02E-07 370651.00 3754280.00 2.05E-06 1.20E-06 1.09E-08 7.21E-10 1.39E-09 1.06E-10
370671.00 3754280.00 2.08E-03 1.23E-03 1.16E-05 7.65E-07 1.41E-06 1.08E-07 370671.00 3754280.00 2.17E-06 1.28E-06 1.21E-08 7.99E-10 1.48E-09 1.13E-10
370691.00 3754280.00 2.21E-03 1.32E-03 1.29E-05 8.53E-07 1.50E-06 1.15E-07 370691.00 3754280.00 2.31E-06 1.38E-06 1.35E-08 8.91E-10 1.57E-09 1.20E-10
370711.00 3754280.00 2.34E-03 1.42E-03 1.45E-05 9.58E-07 1.60E-06 1.22E-07 370711.00 3754280.00 2.45E-06 1.48E-06 1.52E-08 1.00E-09 1.67E-09 1.27E-10
370731.00 3754280.00 2.49E-03 1.52E-03 1.65E-05 1.09E-06 1.71E-06 1.31E-07 370731.00 3754280.00 2.60E-06 1.59E-06 1.73E-08 1.14E-09 1.79E-09 1.37E-10
370751.00 3754280.00 2.65E-03 1.64E-03 1.89E-05 1.25E-06 1.83E-06 1.40E-07 370751.00 3754280.00 2.77E-06 1.72E-06 1.98E-08 1.30E-09 1.92E-09 1.46E-10
370771.00 3754280.00 2.83E-03 1.78E-03 2.20E-05 1.45E-06 1.97E-06 1.50E-07 370771.00 3754280.00 2.96E-06 1.86E-06 2.30E-08 1.51E-09 2.05E-09 1.57E-10
370791.00 3754280.00 3.02E-03 1.93E-03 2.57E-05 1.70E-06 2.11E-06 1.61E-07 370791.00 3754280.00 3.16E-06 2.02E-06 2.69E-08 1.77E-09 2.21E-09 1.69E-10
370811.00 3754280.00 3.24E-03 2.11E-03 3.08E-05 2.03E-06 2.28E-06 1.74E-07 370811.00 3754280.00 3.39E-06 2.20E-06 3.22E-08 2.12E-09 2.38E-09 1.82E-10
370831.00 3754280.00 3.50E-03 2.32E-03 3.78E-05 2.49E-06 2.46E-06 1.88E-07 370831.00 3754280.00 3.66E-06 2.42E-06 3.95E-08 2.60E-09 2.57E-09 1.96E-10
370851.00 3754280.00 3.79E-03 2.55E-03 4.79E-05 3.16E-06 2.67E-06 2.04E-07 370851.00 3754280.00 3.96E-06 2.67E-06 5.00E-08 3.30E-09 2.79E-09 2.13E-10
370871.00 3754280.00 4.14E-03 2.86E-03 6.46E-05 4.25E-06 2.90E-06 2.21E-07 370871.00 3754280.00 4.32E-06 2.98E-06 6.75E-08 4.45E-09 3.03E-09 2.31E-10
370891.00 3754280.00 4.53E-03 3.20E-03 9.38E-05 6.19E-06 3.15E-06 2.41E-07 370891.00 3754280.00 4.73E-06 3.35E-06 9.81E-08 6.47E-09 3.29E-09 2.52E-10
370911.00 3754280.00 4.97E-03 3.60E-03 1.57E-04 1.03E-05 3.44E-06 2.62E-07 370911.00 3754280.00 5.19E-06 3.77E-06 1.64E-07 1.08E-08 3.59E-09 2.74E-10
370931.00 3754280.00 5.46E-03 4.08E-03 1.59E-04 1.05E-05 3.77E-06 2.88E-07 370931.00 3754280.00 5.71E-06 4.26E-06 1.67E-07 1.10E-08 3.94E-09 3.01E-10
370951.00 3754280.00 6.04E-03 4.65E-03 1.58E-04 1.04E-05 4.15E-06 3.17E-07 370951.00 3754280.00 6.31E-06 4.86E-06 1.65E-07 1.09E-08 4.33E-09 3.31E-10
370971.00 3754280.00 6.75E-03 5.37E-03 2.41E-04 1.59E-05 4.54E-06 3.46E-07 370971.00 3754280.00 7.05E-06 5.62E-06 2.52E-07 1.66E-08 4.74E-09 3.62E-10
370991.00 3754280.00 7.56E-03 6.26E-03 1.60E-04 1.06E-05 5.01E-06 3.82E-07 370991.00 3754280.00 7.90E-06 6.54E-06 1.68E-07 1.10E-08 5.23E-09 4.00E-10
371011.00 3754280.00 8.53E-03 7.37E-03 1.18E-04 7.78E-06 5.55E-06 4.24E-07 371011.00 3754280.00 8.91E-06 7.70E-06 1.23E-07 8.13E-09 5.80E-09 4.43E-10
371031.00 3754280.00 9.70E-03 8.81E-03 9.32E-05 6.14E-06 6.14E-06 4.69E-07 371031.00 3754280.00 1.01E-05 9.21E-06 9.74E-08 6.42E-09 6.42E-09 4.90E-10
371051.00 3754280.00 1.12E-02 1.08E-02 7.66E-05 5.05E-06 6.69E-06 5.11E-07 371051.00 3754280.00 1.17E-05 1.13E-05 8.00E-08 5.28E-09 7.00E-09 5.34E-10
371071.00 3754280.00 1.30E-02 1.34E-02 6.48E-05 4.27E-06 7.31E-06 5.58E-07 371071.00 3754280.00 1.36E-05 1.40E-05 6.77E-08 4.46E-09 7.64E-09 5.83E-10
371091.00 3754280.00 1.53E-02 1.72E-02 5.69E-05 3.75E-06 8.01E-06 6.12E-07 371091.00 3754280.00 1.60E-05 1.79E-05 5.95E-08 3.92E-09 8.37E-09 6.40E-10
371111.00 3754280.00 1.83E-02 2.27E-02 5.10E-05 3.36E-06 8.74E-06 6.67E-07 371111.00 3754280.00 1.91E-05 2.37E-05 5.33E-08 3.51E-09 9.13E-09 6.97E-10
371131.00 3754280.00 2.24E-02 3.16E-02 4.66E-05 3.07E-06 9.50E-06 7.26E-07 371131.00 3754280.00 2.34E-05 3.31E-05 4.87E-08 3.21E-09 9.93E-09 7.58E-10
371151.00 3754280.00 2.79E-02 4.56E-02 4.32E-05 2.85E-06 1.03E-05 7.87E-07 371151.00 3754280.00 2.92E-05 4.76E-05 4.51E-08 2.97E-09 1.08E-08 8.22E-10
371171.00 3754280.00 3.57E-02 5.99E-02 4.02E-05 2.65E-06 1.10E-05 8.40E-07 371171.00 3754280.00 3.73E-05 6.26E-05 4.20E-08 2.77E-09 1.15E-08 8.78E-10
371411.00 3754280.00 1.76E-01 2.23E-02 2.37E-05 1.56E-06 1.30E-05 9.89E-07 371411.00 3754280.00 1.84E-04 2.33E-05 2.48E-08 1.64E-09 1.35E-08 1.03E-09
371431.00 3754280.00 1.62E-01 1.93E-02 2.29E-05 1.51E-06 1.29E-05 9.88E-07 371431.00 3754280.00 1.70E-04 2.02E-05 2.39E-08 1.58E-09 1.35E-08 1.03E-09
371451.00 3754280.00 1.27E-01 1.68E-02 2.21E-05 1.45E-06 1.29E-05 9.85E-07 371451.00 3754280.00 1.33E-04 1.76E-05 2.31E-08 1.52E-09 1.35E-08 1.03E-09
371471.00 3754280.00 9.71E-02 1.47E-02 2.12E-05 1.40E-06 1.28E-05 9.78E-07 371471.00 3754280.00 1.01E-04 1.54E-05 2.22E-08 1.46E-09 1.34E-08 1.02E-09
371491.00 3754280.00 7.57E-02 1.30E-02 2.06E-05 1.36E-06 1.29E-05 9.82E-07 371491.00 3754280.00 7.91E-05 1.36E-05 2.15E-08 1.42E-09 1.34E-08 1.03E-09
371511.00 3754280.00 6.07E-02 1.16E-02 1.99E-05 1.31E-06 1.29E-05 9.87E-07 371511.00 3754280.00 6.34E-05 1.21E-05 2.08E-08 1.37E-09 1.35E-08 1.03E-09
371531.00 3754280.00 4.97E-02 1.03E-02 1.94E-05 1.28E-06 1.30E-05 9.90E-07 371531.00 3754280.00 5.20E-05 1.08E-05 2.02E-08 1.33E-09 1.36E-08 1.03E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371551.00 3754280.00 4.15E-02 9.25E-03 1.87E-05 1.23E-06 1.29E-05 9.84E-07 371551.00 3754280.00 4.33E-05 9.66E-06 1.95E-08 1.29E-09 1.35E-08 1.03E-09
371571.00 3754280.00 3.51E-02 8.33E-03 1.82E-05 1.20E-06 1.29E-05 9.83E-07 371571.00 3754280.00 3.67E-05 8.71E-06 1.90E-08 1.25E-09 1.35E-08 1.03E-09
371591.00 3754280.00 3.01E-02 7.54E-03 1.76E-05 1.16E-06 1.27E-05 9.72E-07 371591.00 3754280.00 3.15E-05 7.88E-06 1.84E-08 1.21E-09 1.33E-08 1.02E-09
371611.00 3754280.00 2.61E-02 6.85E-03 1.70E-05 1.12E-06 1.26E-05 9.60E-07 371611.00 3754280.00 2.72E-05 7.16E-06 1.78E-08 1.17E-09 1.31E-08 1.00E-09
371631.00 3754280.00 2.28E-02 6.24E-03 1.63E-05 1.07E-06 1.22E-05 9.33E-07 371631.00 3754280.00 2.38E-05 6.52E-06 1.70E-08 1.12E-09 1.28E-08 9.75E-10
371651.00 3754280.00 2.01E-02 5.70E-03 1.56E-05 1.03E-06 1.18E-05 9.03E-07 371651.00 3754280.00 2.10E-05 5.96E-06 1.63E-08 1.08E-09 1.24E-08 9.43E-10
371671.00 3754280.00 1.78E-02 5.23E-03 1.50E-05 9.86E-07 1.14E-05 8.69E-07 371671.00 3754280.00 1.86E-05 5.46E-06 1.56E-08 1.03E-09 1.19E-08 9.08E-10
371691.00 3754280.00 1.59E-02 4.80E-03 1.43E-05 9.42E-07 1.09E-05 8.34E-07 371691.00 3754280.00 1.66E-05 5.02E-06 1.49E-08 9.84E-10 1.14E-08 8.72E-10
371711.00 3754280.00 1.43E-02 4.42E-03 1.36E-05 8.99E-07 1.05E-05 7.98E-07 371711.00 3754280.00 1.49E-05 4.62E-06 1.43E-08 9.40E-10 1.09E-08 8.34E-10
371731.00 3754280.00 1.29E-02 4.09E-03 1.30E-05 8.57E-07 9.97E-06 7.62E-07 371731.00 3754280.00 1.35E-05 4.27E-06 1.36E-08 8.96E-10 1.04E-08 7.96E-10
371751.00 3754280.00 1.17E-02 3.78E-03 1.24E-05 8.17E-07 9.50E-06 7.25E-07 371751.00 3754280.00 1.22E-05 3.95E-06 1.30E-08 8.54E-10 9.93E-09 7.58E-10
371771.00 3754280.00 1.06E-02 3.51E-03 1.18E-05 7.78E-07 9.03E-06 6.90E-07 371771.00 3754280.00 1.11E-05 3.67E-06 1.23E-08 8.13E-10 9.44E-09 7.21E-10
371791.00 3754280.00 9.72E-03 3.26E-03 1.12E-05 7.41E-07 8.58E-06 6.55E-07 371791.00 3754280.00 1.02E-05 3.41E-06 1.17E-08 7.74E-10 8.97E-09 6.85E-10
371811.00 3754280.00 8.91E-03 3.04E-03 1.07E-05 7.06E-07 8.15E-06 6.22E-07 371811.00 3754280.00 9.31E-06 3.18E-06 1.12E-08 7.38E-10 8.52E-09 6.51E-10
371831.00 3754280.00 8.20E-03 2.84E-03 1.02E-05 6.72E-07 7.73E-06 5.91E-07 371831.00 3754280.00 8.57E-06 2.97E-06 1.07E-08 7.03E-10 8.08E-09 6.17E-10
370571.00 3754300.00 1.60E-03 8.85E-04 7.29E-06 4.80E-07 1.05E-06 7.98E-08 370571.00 3754300.00 1.67E-06 9.25E-07 7.62E-09 5.02E-10 1.09E-09 8.35E-11
370591.00 3754300.00 1.69E-03 9.40E-04 7.96E-06 5.24E-07 1.10E-06 8.42E-08 370591.00 3754300.00 1.76E-06 9.83E-07 8.32E-09 5.48E-10 1.15E-09 8.80E-11
370611.00 3754300.00 1.78E-03 1.00E-03 8.72E-06 5.75E-07 1.16E-06 8.89E-08 370611.00 3754300.00 1.86E-06 1.05E-06 9.11E-09 6.01E-10 1.22E-09 9.29E-11
370631.00 3754300.00 1.88E-03 1.07E-03 9.58E-06 6.31E-07 1.23E-06 9.39E-08 370631.00 3754300.00 1.96E-06 1.11E-06 1.00E-08 6.60E-10 1.29E-09 9.81E-11
370651.00 3754300.00 1.99E-03 1.14E-03 1.06E-05 6.96E-07 1.30E-06 9.94E-08 370651.00 3754300.00 2.08E-06 1.19E-06 1.10E-08 7.28E-10 1.36E-09 1.04E-10
370671.00 3754300.00 2.11E-03 1.22E-03 1.17E-05 7.72E-07 1.38E-06 1.05E-07 370671.00 3754300.00 2.20E-06 1.27E-06 1.22E-08 8.07E-10 1.44E-09 1.10E-10
370691.00 3754300.00 2.23E-03 1.31E-03 1.31E-05 8.61E-07 1.46E-06 1.12E-07 370691.00 3754300.00 2.34E-06 1.36E-06 1.37E-08 9.00E-10 1.53E-09 1.17E-10
370711.00 3754300.00 2.38E-03 1.40E-03 1.47E-05 9.67E-07 1.55E-06 1.18E-07 370711.00 3754300.00 2.48E-06 1.47E-06 1.53E-08 1.01E-09 1.62E-09 1.24E-10
370731.00 3754300.00 2.53E-03 1.51E-03 1.67E-05 1.10E-06 1.66E-06 1.27E-07 370731.00 3754300.00 2.64E-06 1.58E-06 1.74E-08 1.15E-09 1.73E-09 1.32E-10
370751.00 3754300.00 2.69E-03 1.63E-03 1.91E-05 1.26E-06 1.77E-06 1.35E-07 370751.00 3754300.00 2.81E-06 1.70E-06 2.00E-08 1.32E-09 1.85E-09 1.41E-10
370771.00 3754300.00 2.88E-03 1.76E-03 2.21E-05 1.46E-06 1.89E-06 1.45E-07 370771.00 3754300.00 3.01E-06 1.84E-06 2.31E-08 1.52E-09 1.98E-09 1.51E-10
370791.00 3754300.00 3.07E-03 1.90E-03 2.59E-05 1.71E-06 2.03E-06 1.55E-07 370791.00 3754300.00 3.21E-06 1.99E-06 2.71E-08 1.78E-09 2.12E-09 1.62E-10
370811.00 3754300.00 3.30E-03 2.08E-03 3.09E-05 2.04E-06 2.18E-06 1.67E-07 370811.00 3754300.00 3.45E-06 2.17E-06 3.23E-08 2.13E-09 2.28E-09 1.74E-10
370831.00 3754300.00 3.56E-03 2.28E-03 3.79E-05 2.50E-06 2.35E-06 1.79E-07 370831.00 3754300.00 3.72E-06 2.38E-06 3.96E-08 2.61E-09 2.45E-09 1.87E-10
370851.00 3754300.00 3.85E-03 2.50E-03 4.78E-05 3.15E-06 2.53E-06 1.94E-07 370851.00 3754300.00 4.02E-06 2.62E-06 5.00E-08 3.29E-09 2.65E-09 2.02E-10
370871.00 3754300.00 4.22E-03 2.80E-03 6.49E-05 4.28E-06 2.74E-06 2.10E-07 370871.00 3754300.00 4.41E-06 2.93E-06 6.79E-08 4.47E-09 2.87E-09 2.19E-10
370891.00 3754300.00 4.62E-03 3.13E-03 9.50E-05 6.26E-06 2.97E-06 2.27E-07 370891.00 3754300.00 4.83E-06 3.28E-06 9.93E-08 6.54E-09 3.10E-09 2.37E-10
370911.00 3754300.00 5.08E-03 3.52E-03 1.60E-04 1.05E-05 3.22E-06 2.46E-07 370911.00 3754300.00 5.31E-06 3.68E-06 1.67E-07 1.10E-08 3.36E-09 2.57E-10
370931.00 3754300.00 5.60E-03 3.97E-03 1.66E-04 1.09E-05 3.51E-06 2.68E-07 370931.00 3754300.00 5.85E-06 4.15E-06 1.73E-07 1.14E-08 3.66E-09 2.80E-10
370951.00 3754300.00 6.20E-03 4.52E-03 2.42E-04 1.60E-05 3.83E-06 2.93E-07 370951.00 3754300.00 6.48E-06 4.72E-06 2.53E-07 1.67E-08 4.01E-09 3.06E-10
370971.00 3754300.00 6.93E-03 5.20E-03 2.37E-04 1.56E-05 4.17E-06 3.18E-07 370971.00 3754300.00 7.24E-06 5.43E-06 2.47E-07 1.63E-08 4.36E-09 3.33E-10
370991.00 3754300.00 7.78E-03 6.03E-03 1.57E-04 1.04E-05 4.56E-06 3.48E-07 370991.00 3754300.00 8.13E-06 6.31E-06 1.64E-07 1.08E-08 4.76E-09 3.64E-10
371011.00 3754300.00 8.80E-03 7.08E-03 1.15E-04 7.61E-06 4.99E-06 3.81E-07 371011.00 3754300.00 9.20E-06 7.40E-06 1.21E-07 7.95E-09 5.22E-09 3.99E-10
371031.00 3754300.00 1.00E-02 8.43E-03 9.08E-05 5.98E-06 5.47E-06 4.18E-07 371031.00 3754300.00 1.05E-05 8.81E-06 9.49E-08 6.25E-09 5.71E-09 4.36E-10
371051.00 3754300.00 1.16E-02 1.03E-02 7.46E-05 4.91E-06 5.90E-06 4.51E-07 371051.00 3754300.00 1.22E-05 1.07E-05 7.79E-08 5.14E-09 6.17E-09 4.71E-10
371071.00 3754300.00 1.35E-02 1.27E-02 6.29E-05 4.14E-06 6.36E-06 4.86E-07 371071.00 3754300.00 1.41E-05 1.33E-05 6.57E-08 4.33E-09 6.65E-09 5.08E-10
371091.00 3754300.00 1.60E-02 1.62E-02 5.49E-05 3.62E-06 6.89E-06 5.26E-07 371091.00 3754300.00 1.67E-05 1.69E-05 5.74E-08 3.78E-09 7.20E-09 5.50E-10
371111.00 3754300.00 1.93E-02 2.14E-02 4.89E-05 3.22E-06 7.41E-06 5.66E-07 371111.00 3754300.00 2.02E-05 2.24E-05 5.11E-08 3.37E-09 7.75E-09 5.92E-10
371131.00 3754300.00 2.39E-02 2.99E-02 4.43E-05 2.92E-06 7.95E-06 6.07E-07 371131.00 3754300.00 2.49E-05 3.12E-05 4.63E-08 3.05E-09 8.31E-09 6.35E-10
371151.00 3754300.00 3.03E-02 4.36E-02 4.07E-05 2.68E-06 8.50E-06 6.49E-07 371151.00 3754300.00 3.16E-05 4.56E-05 4.26E-08 2.81E-09 8.88E-09 6.78E-10
371171.00 3754300.00 3.96E-02 5.85E-02 3.76E-05 2.48E-06 8.96E-06 6.84E-07 371171.00 3754300.00 4.14E-05 6.11E-05 3.93E-08 2.59E-09 9.36E-09 7.15E-10
371411.00 3754300.00 3.29E-01 2.20E-02 2.10E-05 1.38E-06 9.91E-06 7.57E-07 371411.00 3754300.00 3.44E-04 2.29E-05 2.20E-08 1.45E-09 1.04E-08 7.91E-10
371431.00 3754300.00 2.92E-01 1.90E-02 2.03E-05 1.34E-06 9.91E-06 7.57E-07 371431.00 3754300.00 3.05E-04 1.99E-05 2.12E-08 1.40E-09 1.04E-08 7.91E-10
371451.00 3754300.00 2.12E-01 1.66E-02 1.95E-05 1.29E-06 9.82E-06 7.50E-07 371451.00 3754300.00 2.21E-04 1.74E-05 2.04E-08 1.34E-09 1.03E-08 7.84E-10
371471.00 3754300.00 1.50E-01 1.46E-02 1.88E-05 1.24E-06 9.82E-06 7.50E-07 371471.00 3754300.00 1.56E-04 1.53E-05 1.97E-08 1.30E-09 1.03E-08 7.84E-10
371491.00 3754300.00 1.10E-01 1.30E-02 1.83E-05 1.21E-06 9.94E-06 7.59E-07 371491.00 3754300.00 1.15E-04 1.36E-05 1.91E-08 1.26E-09 1.04E-08 7.94E-10
371511.00 3754300.00 8.46E-02 1.16E-02 1.77E-05 1.17E-06 1.00E-05 7.64E-07 371511.00 3754300.00 8.85E-05 1.21E-05 1.85E-08 1.22E-09 1.05E-08 7.98E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371531.00 3754300.00 6.71E-02 1.04E-02 1.72E-05 1.14E-06 1.01E-05 7.69E-07 371531.00 3754300.00 7.01E-05 1.08E-05 1.80E-08 1.19E-09 1.05E-08 8.04E-10
371551.00 3754300.00 5.44E-02 9.33E-03 1.67E-05 1.10E-06 1.01E-05 7.75E-07 371551.00 3754300.00 5.69E-05 9.75E-06 1.75E-08 1.15E-09 1.06E-08 8.10E-10
371571.00 3754300.00 4.51E-02 8.44E-03 1.64E-05 1.08E-06 1.03E-05 7.86E-07 371571.00 3754300.00 4.71E-05 8.82E-06 1.71E-08 1.13E-09 1.08E-08 8.22E-10
371591.00 3754300.00 3.79E-02 7.66E-03 1.59E-05 1.05E-06 1.03E-05 7.86E-07 371591.00 3754300.00 3.96E-05 8.01E-06 1.66E-08 1.09E-09 1.08E-08 8.22E-10
371611.00 3754300.00 3.23E-02 6.97E-03 1.54E-05 1.01E-06 1.02E-05 7.79E-07 371611.00 3754300.00 3.38E-05 7.29E-06 1.61E-08 1.06E-09 1.07E-08 8.14E-10
371631.00 3754300.00 2.79E-02 6.37E-03 1.48E-05 9.79E-07 1.00E-05 7.67E-07 371631.00 3754300.00 2.92E-05 6.66E-06 1.55E-08 1.02E-09 1.05E-08 8.02E-10
371651.00 3754300.00 2.43E-02 5.83E-03 1.43E-05 9.44E-07 9.84E-06 7.52E-07 371651.00 3754300.00 2.54E-05 6.09E-06 1.50E-08 9.87E-10 1.03E-08 7.86E-10
371671.00 3754300.00 2.14E-02 5.35E-03 1.38E-05 9.09E-07 9.60E-06 7.33E-07 371671.00 3754300.00 2.23E-05 5.60E-06 1.44E-08 9.50E-10 1.00E-08 7.66E-10
371691.00 3754300.00 1.89E-02 4.93E-03 1.33E-05 8.74E-07 9.33E-06 7.13E-07 371691.00 3754300.00 1.98E-05 5.15E-06 1.39E-08 9.14E-10 9.75E-09 7.45E-10
371711.00 3754300.00 1.68E-02 4.55E-03 1.27E-05 8.40E-07 9.04E-06 6.90E-07 371711.00 3754300.00 1.76E-05 4.76E-06 1.33E-08 8.78E-10 9.45E-09 7.21E-10
371731.00 3754300.00 1.51E-02 4.21E-03 1.22E-05 8.06E-07 8.72E-06 6.66E-07 371731.00 3754300.00 1.58E-05 4.40E-06 1.28E-08 8.42E-10 9.11E-09 6.96E-10
371751.00 3754300.00 1.36E-02 3.90E-03 1.17E-05 7.73E-07 8.40E-06 6.41E-07 371751.00 3754300.00 1.42E-05 4.08E-06 1.23E-08 8.08E-10 8.78E-09 6.70E-10
371771.00 3754300.00 1.23E-02 3.63E-03 1.12E-05 7.40E-07 8.07E-06 6.16E-07 371771.00 3754300.00 1.29E-05 3.79E-06 1.17E-08 7.74E-10 8.43E-09 6.44E-10
371791.00 3754300.00 1.12E-02 3.38E-03 1.08E-05 7.09E-07 7.73E-06 5.91E-07 371791.00 3754300.00 1.17E-05 3.53E-06 1.12E-08 7.41E-10 8.08E-09 6.17E-10
371811.00 3754300.00 1.02E-02 3.15E-03 1.03E-05 6.78E-07 7.40E-06 5.66E-07 371811.00 3754300.00 1.07E-05 3.29E-06 1.08E-08 7.09E-10 7.74E-09 5.91E-10
371831.00 3754300.00 9.35E-03 2.94E-03 9.85E-06 6.49E-07 7.08E-06 5.41E-07 371831.00 3754300.00 9.77E-06 3.07E-06 1.03E-08 6.79E-10 7.40E-09 5.65E-10
370571.00 3754320.00 1.62E-03 8.79E-04 7.34E-06 4.84E-07 1.02E-06 7.82E-08 370571.00 3754320.00 1.69E-06 9.19E-07 7.67E-09 5.06E-10 1.07E-09 8.17E-11
370591.00 3754320.00 1.70E-03 9.33E-04 8.01E-06 5.28E-07 1.08E-06 8.23E-08 370591.00 3754320.00 1.78E-06 9.75E-07 8.37E-09 5.52E-10 1.13E-09 8.60E-11
370611.00 3754320.00 1.80E-03 9.93E-04 8.77E-06 5.78E-07 1.14E-06 8.67E-08 370611.00 3754320.00 1.88E-06 1.04E-06 9.17E-09 6.04E-10 1.19E-09 9.06E-11
370631.00 3754320.00 1.90E-03 1.06E-03 9.63E-06 6.35E-07 1.20E-06 9.15E-08 370631.00 3754320.00 1.98E-06 1.10E-06 1.01E-08 6.63E-10 1.25E-09 9.56E-11
370651.00 3754320.00 2.01E-03 1.12E-03 1.06E-05 7.00E-07 1.27E-06 9.66E-08 370651.00 3754320.00 2.10E-06 1.18E-06 1.11E-08 7.32E-10 1.32E-09 1.01E-10
370671.00 3754320.00 2.13E-03 1.20E-03 1.18E-05 7.77E-07 1.34E-06 1.02E-07 370671.00 3754320.00 2.22E-06 1.26E-06 1.23E-08 8.12E-10 1.40E-09 1.07E-10
370691.00 3754320.00 2.26E-03 1.29E-03 1.31E-05 8.67E-07 1.42E-06 1.08E-07 370691.00 3754320.00 2.36E-06 1.35E-06 1.37E-08 9.06E-10 1.48E-09 1.13E-10
370711.00 3754320.00 2.40E-03 1.38E-03 1.48E-05 9.74E-07 1.50E-06 1.15E-07 370711.00 3754320.00 2.51E-06 1.44E-06 1.54E-08 1.02E-09 1.57E-09 1.20E-10
370731.00 3754320.00 2.55E-03 1.48E-03 1.68E-05 1.10E-06 1.60E-06 1.22E-07 370731.00 3754320.00 2.67E-06 1.55E-06 1.75E-08 1.15E-09 1.67E-09 1.28E-10
370751.00 3754320.00 2.71E-03 1.60E-03 1.92E-05 1.26E-06 1.70E-06 1.30E-07 370751.00 3754320.00 2.84E-06 1.67E-06 2.00E-08 1.32E-09 1.78E-09 1.36E-10
370771.00 3754320.00 2.90E-03 1.72E-03 2.21E-05 1.46E-06 1.82E-06 1.39E-07 370771.00 3754320.00 3.03E-06 1.80E-06 2.31E-08 1.52E-09 1.90E-09 1.45E-10
370791.00 3754320.00 3.10E-03 1.86E-03 2.59E-05 1.71E-06 1.94E-06 1.48E-07 370791.00 3754320.00 3.24E-06 1.95E-06 2.70E-08 1.78E-09 2.03E-09 1.55E-10
370811.00 3754320.00 3.32E-03 2.02E-03 3.08E-05 2.03E-06 2.08E-06 1.59E-07 370811.00 3754320.00 3.47E-06 2.12E-06 3.22E-08 2.12E-09 2.17E-09 1.66E-10
370831.00 3754320.00 3.59E-03 2.21E-03 3.77E-05 2.48E-06 2.23E-06 1.71E-07 370831.00 3754320.00 3.75E-06 2.31E-06 3.94E-08 2.60E-09 2.33E-09 1.78E-10
370851.00 3754320.00 3.89E-03 2.43E-03 4.75E-05 3.13E-06 2.40E-06 1.83E-07 370851.00 3754320.00 4.06E-06 2.54E-06 4.97E-08 3.28E-09 2.51E-09 1.92E-10
370871.00 3754320.00 4.27E-03 2.72E-03 6.48E-05 4.27E-06 2.59E-06 1.98E-07 370871.00 3754320.00 4.46E-06 2.84E-06 6.78E-08 4.47E-09 2.71E-09 2.07E-10
370891.00 3754320.00 4.69E-03 3.04E-03 9.56E-05 6.30E-06 2.77E-06 2.12E-07 370891.00 3754320.00 4.91E-06 3.18E-06 9.99E-08 6.59E-09 2.90E-09 2.21E-10
370911.00 3754320.00 5.15E-03 3.40E-03 1.62E-04 1.07E-05 3.00E-06 2.29E-07 370911.00 3754320.00 5.38E-06 3.55E-06 1.69E-07 1.12E-08 3.13E-09 2.39E-10
370931.00 3754320.00 5.68E-03 3.82E-03 1.60E-04 1.06E-05 3.25E-06 2.48E-07 370931.00 3754320.00 5.93E-06 3.99E-06 1.67E-07 1.10E-08 3.40E-09 2.60E-10
370951.00 3754320.00 6.29E-03 4.33E-03 2.75E-04 1.81E-05 3.53E-06 2.70E-07 370951.00 3754320.00 6.58E-06 4.52E-06 2.88E-07 1.90E-08 3.69E-09 2.82E-10
370971.00 3754320.00 7.03E-03 4.95E-03 2.33E-04 1.54E-05 3.82E-06 2.92E-07 370971.00 3754320.00 7.35E-06 5.18E-06 2.44E-07 1.61E-08 3.99E-09 3.05E-10
370991.00 3754320.00 7.90E-03 5.72E-03 1.55E-04 1.02E-05 4.15E-06 3.17E-07 370991.00 3754320.00 8.26E-06 5.98E-06 1.62E-07 1.07E-08 4.33E-09 3.31E-10
371011.00 3754320.00 8.95E-03 6.68E-03 1.13E-04 7.48E-06 4.49E-06 3.43E-07 371011.00 3754320.00 9.36E-06 6.98E-06 1.19E-07 7.82E-09 4.70E-09 3.59E-10
371031.00 3754320.00 1.02E-02 7.90E-03 8.91E-05 5.87E-06 4.87E-06 3.72E-07 371031.00 3754320.00 1.07E-05 8.26E-06 9.31E-08 6.14E-09 5.09E-09 3.89E-10
371051.00 3754320.00 1.18E-02 9.52E-03 7.32E-05 4.82E-06 5.25E-06 4.01E-07 371051.00 3754320.00 1.24E-05 9.95E-06 7.65E-08 5.04E-09 5.48E-09 4.19E-10
371071.00 3754320.00 1.39E-02 1.17E-02 6.21E-05 4.09E-06 5.63E-06 4.30E-07 371071.00 3754320.00 1.45E-05 1.22E-05 6.49E-08 4.28E-09 5.89E-09 4.50E-10
371091.00 3754320.00 1.65E-02 1.48E-02 5.39E-05 3.55E-06 6.02E-06 4.60E-07 371091.00 3754320.00 1.72E-05 1.55E-05 5.64E-08 3.71E-09 6.29E-09 4.80E-10
371111.00 3754320.00 1.99E-02 1.95E-02 4.77E-05 3.14E-06 6.39E-06 4.88E-07 371111.00 3754320.00 2.08E-05 2.04E-05 4.98E-08 3.28E-09 6.68E-09 5.10E-10
371131.00 3754320.00 2.46E-02 2.70E-02 4.28E-05 2.82E-06 6.74E-06 5.15E-07 371131.00 3754320.00 2.57E-05 2.83E-05 4.47E-08 2.95E-09 7.05E-09 5.38E-10
371151.00 3754320.00 3.13E-02 4.00E-02 3.90E-05 2.57E-06 7.10E-06 5.42E-07 371151.00 3754320.00 3.27E-05 4.18E-05 4.07E-08 2.68E-09 7.42E-09 5.67E-10
371171.00 3754320.00 4.12E-02 5.46E-02 3.58E-05 2.36E-06 7.42E-06 5.66E-07 371171.00 3754320.00 4.31E-05 5.71E-05 3.74E-08 2.47E-09 7.75E-09 5.92E-10
371411.00 3754320.00 3.97E-01 2.09E-02 1.90E-05 1.25E-06 7.85E-06 5.99E-07 371411.00 3754320.00 4.15E-04 2.18E-05 1.99E-08 1.31E-09 8.20E-09 6.26E-10
371431.00 3754320.00 3.43E-01 1.82E-02 1.83E-05 1.21E-06 7.82E-06 5.97E-07 371431.00 3754320.00 3.58E-04 1.90E-05 1.92E-08 1.26E-09 8.17E-09 6.24E-10
371451.00 3754320.00 2.51E-01 1.60E-02 1.77E-05 1.17E-06 7.77E-06 5.94E-07 371451.00 3754320.00 2.62E-04 1.67E-05 1.85E-08 1.22E-09 8.12E-09 6.20E-10
371471.00 3754320.00 1.80E-01 1.41E-02 1.71E-05 1.13E-06 7.77E-06 5.93E-07 371471.00 3754320.00 1.88E-04 1.48E-05 1.78E-08 1.18E-09 8.12E-09 6.20E-10
371491.00 3754320.00 1.33E-01 1.26E-02 1.65E-05 1.09E-06 7.79E-06 5.95E-07 371491.00 3754320.00 1.39E-04 1.32E-05 1.73E-08 1.14E-09 8.14E-09 6.22E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371511.00 3754320.00 1.02E-01 1.13E-02 1.60E-05 1.06E-06 7.84E-06 5.99E-07 371511.00 3754320.00 1.06E-04 1.18E-05 1.67E-08 1.10E-09 8.19E-09 6.26E-10
371531.00 3754320.00 8.00E-02 1.02E-02 1.55E-05 1.02E-06 7.90E-06 6.03E-07 371531.00 3754320.00 8.36E-05 1.06E-05 1.62E-08 1.07E-09 8.25E-09 6.30E-10
371551.00 3754320.00 6.44E-02 9.18E-03 1.51E-05 9.96E-07 7.99E-06 6.11E-07 371551.00 3754320.00 6.73E-05 9.60E-06 1.58E-08 1.04E-09 8.36E-09 6.38E-10
371571.00 3754320.00 5.30E-02 8.34E-03 1.48E-05 9.75E-07 8.18E-06 6.24E-07 371571.00 3754320.00 5.54E-05 8.72E-06 1.55E-08 1.02E-09 8.55E-09 6.53E-10
371591.00 3754320.00 4.43E-02 7.60E-03 1.44E-05 9.50E-07 8.26E-06 6.31E-07 371591.00 3754320.00 4.63E-05 7.95E-06 1.51E-08 9.93E-10 8.64E-09 6.60E-10
371611.00 3754320.00 3.75E-02 6.95E-03 1.40E-05 9.23E-07 8.26E-06 6.31E-07 371611.00 3754320.00 3.92E-05 7.26E-06 1.46E-08 9.64E-10 8.63E-09 6.59E-10
371631.00 3754320.00 3.22E-02 6.36E-03 1.36E-05 8.95E-07 8.21E-06 6.27E-07 371631.00 3754320.00 3.37E-05 6.65E-06 1.42E-08 9.35E-10 8.59E-09 6.56E-10
371651.00 3754320.00 2.79E-02 5.85E-03 1.32E-05 8.67E-07 8.14E-06 6.21E-07 371651.00 3754320.00 2.92E-05 6.11E-06 1.37E-08 9.06E-10 8.50E-09 6.50E-10
371671.00 3754320.00 2.44E-02 5.38E-03 1.27E-05 8.39E-07 8.03E-06 6.13E-07 371671.00 3754320.00 2.55E-05 5.63E-06 1.33E-08 8.77E-10 8.39E-09 6.41E-10
371691.00 3754320.00 2.15E-02 4.97E-03 1.23E-05 8.11E-07 7.89E-06 6.02E-07 371691.00 3754320.00 2.25E-05 5.20E-06 1.29E-08 8.48E-10 8.24E-09 6.30E-10
371711.00 3754320.00 1.91E-02 4.60E-03 1.19E-05 7.83E-07 7.72E-06 5.90E-07 371711.00 3754320.00 1.99E-05 4.81E-06 1.24E-08 8.18E-10 8.07E-09 6.16E-10
371731.00 3754320.00 1.70E-02 4.26E-03 1.15E-05 7.55E-07 7.53E-06 5.75E-07 371731.00 3754320.00 1.78E-05 4.46E-06 1.20E-08 7.89E-10 7.87E-09 6.01E-10
371751.00 3754320.00 1.53E-02 3.96E-03 1.10E-05 7.28E-07 7.33E-06 5.60E-07 371751.00 3754320.00 1.60E-05 4.14E-06 1.15E-08 7.61E-10 7.66E-09 5.85E-10
371771.00 3754320.00 1.38E-02 3.69E-03 1.06E-05 7.01E-07 7.10E-06 5.42E-07 371771.00 3754320.00 1.44E-05 3.86E-06 1.11E-08 7.33E-10 7.42E-09 5.67E-10
371791.00 3754320.00 1.25E-02 3.44E-03 1.02E-05 6.74E-07 6.87E-06 5.25E-07 371791.00 3754320.00 1.31E-05 3.60E-06 1.07E-08 7.05E-10 7.18E-09 5.48E-10
371811.00 3754320.00 1.14E-02 3.21E-03 9.84E-06 6.49E-07 6.64E-06 5.07E-07 371811.00 3754320.00 1.19E-05 3.36E-06 1.03E-08 6.78E-10 6.94E-09 5.30E-10
371831.00 3754320.00 1.04E-02 3.01E-03 9.46E-06 6.24E-07 6.40E-06 4.89E-07 371831.00 3754320.00 1.09E-05 3.14E-06 9.89E-09 6.52E-10 6.69E-09 5.11E-10
370571.00 3754340.00 1.63E-03 8.70E-04 7.37E-06 4.86E-07 9.99E-07 7.63E-08 370571.00 3754340.00 1.70E-06 9.10E-07 7.71E-09 5.08E-10 1.04E-09 7.97E-11
370591.00 3754340.00 1.72E-03 9.23E-04 8.05E-06 5.30E-07 1.05E-06 8.02E-08 370591.00 3754340.00 1.80E-06 9.65E-07 8.41E-09 5.54E-10 1.10E-09 8.38E-11
370611.00 3754340.00 1.81E-03 9.80E-04 8.80E-06 5.80E-07 1.10E-06 8.44E-08 370611.00 3754340.00 1.89E-06 1.02E-06 9.20E-09 6.06E-10 1.15E-09 8.82E-11
370631.00 3754340.00 1.91E-03 1.04E-03 9.67E-06 6.37E-07 1.16E-06 8.89E-08 370631.00 3754340.00 2.00E-06 1.09E-06 1.01E-08 6.66E-10 1.22E-09 9.29E-11
370651.00 3754340.00 2.02E-03 1.11E-03 1.07E-05 7.03E-07 1.23E-06 9.37E-08 370651.00 3754340.00 2.11E-06 1.16E-06 1.11E-08 7.34E-10 1.28E-09 9.80E-11
370671.00 3754340.00 2.14E-03 1.18E-03 1.18E-05 7.79E-07 1.30E-06 9.89E-08 370671.00 3754340.00 2.24E-06 1.24E-06 1.24E-08 8.14E-10 1.35E-09 1.03E-10
370691.00 3754340.00 2.27E-03 1.26E-03 1.32E-05 8.69E-07 1.37E-06 1.04E-07 370691.00 3754340.00 2.37E-06 1.32E-06 1.38E-08 9.08E-10 1.43E-09 1.09E-10
370711.00 3754340.00 2.41E-03 1.35E-03 1.48E-05 9.76E-07 1.45E-06 1.10E-07 370711.00 3754340.00 2.52E-06 1.42E-06 1.55E-08 1.02E-09 1.51E-09 1.15E-10
370731.00 3754340.00 2.57E-03 1.45E-03 1.68E-05 1.11E-06 1.54E-06 1.17E-07 370731.00 3754340.00 2.68E-06 1.52E-06 1.75E-08 1.16E-09 1.61E-09 1.23E-10

370751 3754340 2.73E-03 1.56E-03 1.92E-05 1.27E-06 1.64E-06 1.25E-07 370751 3754340 2.85E-06 1.63E-06 2.01E-08 1.32E-09 1.71E-09 1.31E-10
370771 3754340 2.91E-03 1.68E-03 2.22E-05 1.46E-06 1.74E-06 1.33E-07 370771 3754340 3.05E-06 1.75E-06 2.32E-08 1.53E-09 1.82E-09 1.39E-10
370791 3754340 3.11E-03 1.81E-03 2.59E-05 1.70E-06 1.86E-06 1.42E-07 370791 3754340 3.25E-06 1.89E-06 2.70E-08 1.78E-09 1.94E-09 1.48E-10
370811 3754340 3.34E-03 1.96E-03 3.07E-05 2.02E-06 1.98E-06 1.51E-07 370811 3754340 3.49E-06 2.05E-06 3.20E-08 2.11E-09 2.07E-09 1.58E-10
370831 3754340 3.60E-03 2.14E-03 3.75E-05 2.47E-06 2.12E-06 1.62E-07 370831 3754340 3.77E-06 2.24E-06 3.92E-08 2.58E-09 2.21E-09 1.69E-10
370851 3754340 3.90E-03 2.35E-03 4.72E-05 3.11E-06 2.27E-06 1.73E-07 370851 3754340 4.08E-06 2.45E-06 4.94E-08 3.25E-09 2.37E-09 1.81E-10
370871 3754340 4.27E-03 2.60E-03 6.39E-05 4.21E-06 2.44E-06 1.86E-07 370871 3754340 4.47E-06 2.72E-06 6.68E-08 4.40E-09 2.55E-09 1.95E-10
370891 3754340 4.72E-03 2.92E-03 9.52E-05 6.28E-06 2.59E-06 1.98E-07 370891 3754340 4.93E-06 3.05E-06 9.95E-08 6.56E-09 2.70E-09 2.06E-10
370911 3754340 5.18E-03 3.25E-03 1.62E-04 1.07E-05 2.78E-06 2.13E-07 370911 3754340 5.41E-06 3.39E-06 1.69E-07 1.11E-08 2.91E-09 2.22E-10
370931 3754340 5.70E-03 3.63E-03 1.68E-04 1.11E-05 3.01E-06 2.30E-07 370931 3754340 5.96E-06 3.80E-06 1.76E-07 1.16E-08 3.15E-09 2.40E-10
370951 3754340 6.32E-03 4.09E-03 2.42E-04 1.59E-05 3.25E-06 2.48E-07 370951 3754340 6.60E-06 4.28E-06 2.52E-07 1.66E-08 3.39E-09 2.59E-10
370971 3754340 7.05E-03 4.65E-03 2.32E-04 1.53E-05 3.50E-06 2.67E-07 370971 3754340 7.37E-06 4.86E-06 2.42E-07 1.60E-08 3.65E-09 2.79E-10
370991 3754340 7.92E-03 5.34E-03 1.53E-04 1.01E-05 3.76E-06 2.87E-07 370991 3754340 8.28E-06 5.58E-06 1.60E-07 1.06E-08 3.93E-09 3.00E-10
371011 3754340 8.97E-03 6.19E-03 1.12E-04 7.40E-06 4.04E-06 3.09E-07 371011 3754340 9.38E-06 6.47E-06 1.17E-07 7.73E-09 4.22E-09 3.22E-10
371031 3754340 1.02E-02 7.26E-03 8.79E-05 5.79E-06 4.34E-06 3.31E-07 371031 3754340 1.07E-05 7.59E-06 9.19E-08 6.05E-09 4.53E-09 3.46E-10
371051 3754340 1.18E-02 8.65E-03 7.20E-05 4.75E-06 4.63E-06 3.54E-07 371051 3754340 1.24E-05 9.04E-06 7.53E-08 4.96E-09 4.84E-09 3.70E-10
371071 3754340 1.38E-02 1.05E-02 6.09E-05 4.01E-06 4.93E-06 3.76E-07 371071 3754340 1.45E-05 1.10E-05 6.37E-08 4.20E-09 5.15E-09 3.93E-10
371091 3754340 1.64E-02 1.31E-02 5.27E-05 3.47E-06 5.22E-06 3.98E-07 371091 3754340 1.71E-05 1.37E-05 5.51E-08 3.63E-09 5.45E-09 4.16E-10
371111 3754340 1.97E-02 1.69E-02 4.64E-05 3.06E-06 5.49E-06 4.19E-07 371111 3754340 2.06E-05 1.77E-05 4.85E-08 3.20E-09 5.74E-09 4.38E-10
371131 3754340 2.43E-02 2.29E-02 4.15E-05 2.74E-06 5.75E-06 4.39E-07 371131 3754340 2.54E-05 2.40E-05 4.34E-08 2.86E-09 6.01E-09 4.59E-10
371151 3754340 3.07E-02 3.34E-02 3.76E-05 2.48E-06 6.00E-06 4.58E-07 371151 3754340 3.21E-05 3.49E-05 3.93E-08 2.59E-09 6.27E-09 4.79E-10
371171 3754340 4.01E-02 4.60E-02 3.44E-05 2.27E-06 6.21E-06 4.74E-07 371171 3754340 4.19E-05 4.81E-05 3.60E-08 2.37E-09 6.49E-09 4.96E-10
371411 3754340 3.77E-01 1.91E-02 1.75E-05 1.16E-06 6.36E-06 4.86E-07 371411 3754340 3.94E-04 2.00E-05 1.83E-08 1.21E-09 6.65E-09 5.08E-10
371431 3754340 3.11E-01 1.68E-02 1.69E-05 1.11E-06 6.32E-06 4.83E-07 371431 3754340 3.25E-04 1.75E-05 1.77E-08 1.16E-09 6.61E-09 5.05E-10
371451 3754340 2.34E-01 1.48E-02 1.63E-05 1.07E-06 6.28E-06 4.80E-07 371451 3754340 2.44E-04 1.55E-05 1.70E-08 1.12E-09 6.56E-09 5.01E-10
371471 3754340 1.76E-01 1.32E-02 1.57E-05 1.04E-06 6.27E-06 4.79E-07 371471 3754340 1.84E-04 1.38E-05 1.64E-08 1.08E-09 6.56E-09 5.01E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371491 3754340 1.35E-01 1.19E-02 1.52E-05 1.00E-06 6.31E-06 4.82E-07 371491 3754340 1.41E-04 1.24E-05 1.59E-08 1.05E-09 6.59E-09 5.03E-10
371511 3754340 1.06E-01 1.07E-02 1.47E-05 9.72E-07 6.35E-06 4.85E-07 371511 3754340 1.10E-04 1.12E-05 1.54E-08 1.02E-09 6.64E-09 5.07E-10
371531 3754340 8.45E-02 9.70E-03 1.43E-05 9.42E-07 6.40E-06 4.89E-07 371531 3754340 8.83E-05 1.01E-05 1.49E-08 9.85E-10 6.69E-09 5.11E-10
371551 3754340 6.88E-02 8.83E-03 1.39E-05 9.17E-07 6.49E-06 4.95E-07 371551 3754340 7.20E-05 9.23E-06 1.45E-08 9.58E-10 6.78E-09 5.18E-10
371571 3754340 5.70E-02 8.06E-03 1.36E-05 8.95E-07 6.61E-06 5.04E-07 371571 3754340 5.96E-05 8.42E-06 1.42E-08 9.35E-10 6.90E-09 5.27E-10
371591 3754340 4.79E-02 7.38E-03 1.32E-05 8.71E-07 6.67E-06 5.09E-07 371591 3754340 5.00E-05 7.72E-06 1.38E-08 9.11E-10 6.97E-09 5.33E-10
371611 3754340 4.07E-02 6.78E-03 1.29E-05 8.48E-07 6.71E-06 5.13E-07 371611 3754340 4.25E-05 7.08E-06 1.34E-08 8.86E-10 7.01E-09 5.36E-10
371631 3754340 3.50E-02 6.24E-03 1.25E-05 8.24E-07 6.73E-06 5.14E-07 371631 3754340 3.66E-05 6.52E-06 1.31E-08 8.61E-10 7.03E-09 5.37E-10
371651 3754340 3.04E-02 5.75E-03 1.21E-05 8.00E-07 6.72E-06 5.13E-07 371651 3754340 3.17E-05 6.01E-06 1.27E-08 8.37E-10 7.02E-09 5.36E-10
371671 3754340 2.66E-02 5.32E-03 1.18E-05 7.77E-07 6.68E-06 5.11E-07 371671 3754340 2.78E-05 5.56E-06 1.23E-08 8.12E-10 6.99E-09 5.34E-10
371691 3754340 2.34E-02 4.93E-03 1.14E-05 7.54E-07 6.63E-06 5.06E-07 371691 3754340 2.45E-05 5.15E-06 1.20E-08 7.88E-10 6.93E-09 5.29E-10
371711 3754340 2.08E-02 4.57E-03 1.11E-05 7.31E-07 6.55E-06 5.00E-07 371711 3754340 2.17E-05 4.78E-06 1.16E-08 7.64E-10 6.85E-09 5.23E-10
371731 3754340 1.85E-02 4.25E-03 1.07E-05 7.08E-07 6.45E-06 4.93E-07 371731 3754340 1.94E-05 4.45E-06 1.12E-08 7.40E-10 6.74E-09 5.15E-10
371751 3754340 1.66E-02 3.96E-03 1.04E-05 6.85E-07 6.33E-06 4.84E-07 371751 3754340 1.74E-05 4.14E-06 1.09E-08 7.16E-10 6.62E-09 5.06E-10
371771 3754340 1.50E-02 3.70E-03 1.00E-05 6.62E-07 6.19E-06 4.73E-07 371771 3754340 1.57E-05 3.87E-06 1.05E-08 6.92E-10 6.47E-09 4.94E-10
371791 3754340 1.36E-02 3.46E-03 9.70E-06 6.40E-07 6.04E-06 4.61E-07 371791 3754340 1.42E-05 3.61E-06 1.01E-08 6.69E-10 6.31E-09 4.82E-10
371811 3754340 1.23E-02 3.24E-03 9.37E-06 6.18E-07 5.88E-06 4.49E-07 371811 3754340 1.29E-05 3.38E-06 9.80E-09 6.46E-10 6.15E-09 4.70E-10
371831 3754340 1.13E-02 3.04E-03 9.05E-06 5.96E-07 5.72E-06 4.37E-07 371831 3754340 1.18E-05 3.17E-06 9.46E-09 6.23E-10 5.98E-09 4.56E-10
370571 3754360 1.64E-03 8.59E-04 7.40E-06 4.88E-07 9.74E-07 7.44E-08 370571 3754360 1.71E-06 8.97E-07 7.73E-09 5.10E-10 1.02E-09 7.77E-11
370591 3754360 1.73E-03 9.09E-04 8.06E-06 5.32E-07 1.02E-06 7.80E-08 370591 3754360 1.80E-06 9.50E-07 8.43E-09 5.56E-10 1.07E-09 8.15E-11
370611 3754360 1.82E-03 9.64E-04 8.82E-06 5.81E-07 1.07E-06 8.19E-08 370611 3754360 1.90E-06 1.01E-06 9.21E-09 6.07E-10 1.12E-09 8.56E-11
370631 3754360 1.92E-03 1.02E-03 9.67E-06 6.38E-07 1.13E-06 8.61E-08 370631 3754360 2.01E-06 1.07E-06 1.01E-08 6.66E-10 1.18E-09 9.00E-11
370651 3754360 2.03E-03 1.09E-03 1.07E-05 7.03E-07 1.19E-06 9.05E-08 370651 3754360 2.12E-06 1.14E-06 1.11E-08 7.35E-10 1.24E-09 9.46E-11
370671 3754360 2.15E-03 1.16E-03 1.18E-05 7.79E-07 1.25E-06 9.53E-08 370671 3754360 2.24E-06 1.21E-06 1.24E-08 8.14E-10 1.30E-09 9.96E-11
370691 3754360 2.28E-03 1.23E-03 1.32E-05 8.68E-07 1.31E-06 1.00E-07 370691 3754360 2.38E-06 1.29E-06 1.38E-08 9.07E-10 1.37E-09 1.05E-10
370711 3754360 2.42E-03 1.32E-03 1.48E-05 9.76E-07 1.39E-06 1.06E-07 370711 3754360 2.53E-06 1.38E-06 1.55E-08 1.02E-09 1.45E-09 1.11E-10
370731 3754360 2.57E-03 1.41E-03 1.68E-05 1.11E-06 1.48E-06 1.13E-07 370731 3754360 2.68E-06 1.48E-06 1.75E-08 1.16E-09 1.54E-09 1.18E-10
370751 3754360 2.73E-03 1.51E-03 1.92E-05 1.26E-06 1.57E-06 1.20E-07 370751 3754360 2.85E-06 1.58E-06 2.00E-08 1.32E-09 1.64E-09 1.25E-10
370771 3754360 2.91E-03 1.62E-03 2.21E-05 1.46E-06 1.66E-06 1.27E-07 370771 3754360 3.04E-06 1.70E-06 2.31E-08 1.52E-09 1.74E-09 1.33E-10
370791 3754360 3.11E-03 1.75E-03 2.57E-05 1.70E-06 1.77E-06 1.35E-07 370791 3754360 3.25E-06 1.83E-06 2.69E-08 1.77E-09 1.85E-09 1.41E-10
370811 3754360 3.33E-03 1.88E-03 3.04E-05 2.00E-06 1.88E-06 1.44E-07 370811 3754360 3.48E-06 1.97E-06 3.18E-08 2.09E-09 1.97E-09 1.50E-10
370831 3754360 3.59E-03 2.05E-03 3.72E-05 2.45E-06 2.01E-06 1.53E-07 370831 3754360 3.76E-06 2.15E-06 3.89E-08 2.56E-09 2.10E-09 1.60E-10
370851 3754360 3.89E-03 2.25E-03 4.69E-05 3.09E-06 2.14E-06 1.64E-07 370851 3754360 4.07E-06 2.35E-06 4.90E-08 3.23E-09 2.24E-09 1.71E-10
370871 3754360 4.25E-03 2.48E-03 6.28E-05 4.14E-06 2.29E-06 1.75E-07 370871 3754360 4.44E-06 2.59E-06 6.57E-08 4.33E-09 2.40E-09 1.83E-10
370891 3754360 4.70E-03 2.77E-03 9.49E-05 6.25E-06 2.42E-06 1.85E-07 370891 3754360 4.91E-06 2.89E-06 9.92E-08 6.54E-09 2.53E-09 1.93E-10
370911 3754360 5.15E-03 3.07E-03 1.59E-04 1.05E-05 2.58E-06 1.97E-07 370911 3754360 5.38E-06 3.21E-06 1.66E-07 1.09E-08 2.70E-09 2.06E-10
370931 3754360 5.66E-03 3.41E-03 1.59E-04 1.05E-05 2.78E-06 2.12E-07 370931 3754360 5.92E-06 3.57E-06 1.66E-07 1.10E-08 2.91E-09 2.22E-10
370951 3754360 6.27E-03 3.82E-03 2.77E-04 1.83E-05 2.98E-06 2.28E-07 370951 3754360 6.55E-06 4.00E-06 2.90E-07 1.91E-08 3.12E-09 2.38E-10
370971 3754360 6.95E-03 4.30E-03 2.25E-04 1.49E-05 3.15E-06 2.40E-07 370971 3754360 7.27E-06 4.50E-06 2.36E-07 1.55E-08 3.29E-09 2.51E-10
370991 3754360 7.80E-03 4.90E-03 1.51E-04 9.96E-06 3.37E-06 2.57E-07 370991 3754360 8.15E-06 5.12E-06 1.58E-07 1.04E-08 3.52E-09 2.69E-10
371011 3754360 8.80E-03 5.61E-03 1.11E-04 7.30E-06 3.59E-06 2.74E-07 371011 3754360 9.20E-06 5.87E-06 1.16E-07 7.63E-09 3.75E-09 2.87E-10
371031 3754360 1.01E-02 6.53E-03 8.72E-05 5.75E-06 3.84E-06 2.93E-07 371031 3754360 1.05E-05 6.83E-06 9.12E-08 6.01E-09 4.02E-09 3.07E-10
371051 3754360 1.15E-02 7.60E-03 7.05E-05 4.65E-06 4.05E-06 3.09E-07 371051 3754360 1.20E-05 7.95E-06 7.37E-08 4.86E-09 4.23E-09 3.23E-10
371071 3754360 1.34E-02 9.07E-03 5.96E-05 3.93E-06 4.28E-06 3.27E-07 371071 3754360 1.40E-05 9.48E-06 6.23E-08 4.10E-09 4.47E-09 3.42E-10
371091 3754360 1.57E-02 1.10E-02 5.14E-05 3.39E-06 4.50E-06 3.44E-07 371091 3754360 1.64E-05 1.15E-05 5.37E-08 3.54E-09 4.70E-09 3.59E-10
371111 3754360 1.89E-02 1.39E-02 4.56E-05 3.00E-06 4.76E-06 3.63E-07 371111 3754360 1.98E-05 1.45E-05 4.76E-08 3.14E-09 4.97E-09 3.80E-10
371131 3754360 2.31E-02 1.79E-02 4.07E-05 2.68E-06 4.99E-06 3.81E-07 371131 3754360 2.41E-05 1.87E-05 4.25E-08 2.80E-09 5.21E-09 3.98E-10
371151 3754360 2.87E-02 2.38E-02 3.68E-05 2.42E-06 5.19E-06 3.96E-07 371151 3754360 3.00E-05 2.48E-05 3.84E-08 2.53E-09 5.42E-09 4.14E-10
371171 3754360 3.66E-02 3.03E-02 3.35E-05 2.21E-06 5.35E-06 4.09E-07 371171 3754360 3.83E-05 3.16E-05 3.50E-08 2.31E-09 5.59E-09 4.27E-10
371191 3754360 4.82E-02 3.40E-02 3.08E-05 2.03E-06 5.48E-06 4.19E-07 371191 3754360 5.04E-05 3.55E-05 3.22E-08 2.12E-09 5.73E-09 4.37E-10
371211 3754360 6.59E-02 4.06E-02 2.85E-05 1.88E-06 5.57E-06 4.26E-07 371211 3754360 6.89E-05 4.24E-05 2.98E-08 1.96E-09 5.82E-09 4.45E-10
371231 3754360 9.35E-02 4.55E-02 2.65E-05 1.75E-06 5.64E-06 4.30E-07 371231 3754360 9.77E-05 4.76E-05 2.77E-08 1.83E-09 5.89E-09 4.50E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371251 3754360 1.28E-01 4.61E-02 2.48E-05 1.63E-06 5.68E-06 4.34E-07 371251 3754360 1.34E-04 4.82E-05 2.59E-08 1.71E-09 5.94E-09 4.54E-10
371271 3754360 1.53E-01 4.67E-02 2.33E-05 1.54E-06 5.69E-06 4.35E-07 371271 3754360 1.60E-04 4.88E-05 2.43E-08 1.60E-09 5.95E-09 4.54E-10
371291 3754360 1.92E-01 4.23E-02 2.20E-05 1.45E-06 5.67E-06 4.33E-07 371291 3754360 2.01E-04 4.42E-05 2.30E-08 1.51E-09 5.93E-09 4.53E-10
371311 3754360 2.35E-01 3.54E-02 2.08E-05 1.37E-06 5.63E-06 4.30E-07 371311 3754360 2.46E-04 3.70E-05 2.17E-08 1.43E-09 5.88E-09 4.49E-10
371331 3754360 2.63E-01 2.95E-02 1.97E-05 1.30E-06 5.58E-06 4.26E-07 371331 3754360 2.75E-04 3.09E-05 2.06E-08 1.36E-09 5.83E-09 4.45E-10
371351 3754360 2.76E-01 2.51E-02 1.88E-05 1.24E-06 5.51E-06 4.21E-07 371351 3754360 2.89E-04 2.62E-05 1.96E-08 1.29E-09 5.76E-09 4.40E-10
371371 3754360 2.74E-01 2.16E-02 1.79E-05 1.18E-06 5.43E-06 4.15E-07 371371 3754360 2.86E-04 2.26E-05 1.87E-08 1.24E-09 5.68E-09 4.34E-10
371391 3754360 2.61E-01 1.89E-02 1.71E-05 1.13E-06 5.33E-06 4.07E-07 371391 3754360 2.72E-04 1.97E-05 1.79E-08 1.18E-09 5.57E-09 4.25E-10
371411 3754360 2.44E-01 1.67E-02 1.64E-05 1.08E-06 5.27E-06 4.02E-07 371411 3754360 2.55E-04 1.74E-05 1.72E-08 1.13E-09 5.50E-09 4.20E-10
371431 3754360 2.15E-01 1.48E-02 1.58E-05 1.04E-06 5.22E-06 3.99E-07 371431 3754360 2.25E-04 1.55E-05 1.65E-08 1.09E-09 5.46E-09 4.17E-10
371451 3754360 1.76E-01 1.33E-02 1.53E-05 1.01E-06 5.25E-06 4.01E-07 371451 3754360 1.84E-04 1.39E-05 1.59E-08 1.05E-09 5.49E-09 4.19E-10
371471 3754360 1.44E-01 1.20E-02 1.47E-05 9.71E-07 5.24E-06 4.00E-07 371471 3754360 1.50E-04 1.25E-05 1.54E-08 1.01E-09 5.48E-09 4.18E-10
371491 3754360 1.17E-01 1.09E-02 1.42E-05 9.38E-07 5.24E-06 4.00E-07 371491 3754360 1.23E-04 1.14E-05 1.49E-08 9.81E-10 5.48E-09 4.19E-10
371511 3754360 9.64E-02 9.89E-03 1.38E-05 9.08E-07 5.26E-06 4.02E-07 371511 3754360 1.01E-04 1.03E-05 1.44E-08 9.49E-10 5.50E-09 4.20E-10
371531 3754360 7.99E-02 9.04E-03 1.34E-05 8.81E-07 5.30E-06 4.04E-07 371531 3754360 8.35E-05 9.45E-06 1.40E-08 9.20E-10 5.54E-09 4.23E-10
371551 3754360 6.68E-02 8.28E-03 1.30E-05 8.55E-07 5.34E-06 4.08E-07 371551 3754360 6.98E-05 8.66E-06 1.36E-08 8.94E-10 5.58E-09 4.26E-10
371571 3754360 5.64E-02 7.61E-03 1.26E-05 8.31E-07 5.39E-06 4.11E-07 371571 3754360 5.90E-05 7.96E-06 1.32E-08 8.68E-10 5.63E-09 4.30E-10
371591 3754360 4.81E-02 7.01E-03 1.23E-05 8.08E-07 5.44E-06 4.15E-07 371591 3754360 5.03E-05 7.33E-06 1.28E-08 8.44E-10 5.69E-09 4.34E-10
371611 3754360 4.14E-02 6.48E-03 1.19E-05 7.86E-07 5.49E-06 4.19E-07 371611 3754360 4.32E-05 6.77E-06 1.25E-08 8.21E-10 5.74E-09 4.38E-10
371631 3754360 3.59E-02 5.99E-03 1.16E-05 7.65E-07 5.53E-06 4.22E-07 371631 3754360 3.75E-05 6.26E-06 1.21E-08 7.99E-10 5.78E-09 4.41E-10
371651 3754360 3.14E-02 5.55E-03 1.13E-05 7.44E-07 5.55E-06 4.24E-07 371651 3754360 3.28E-05 5.81E-06 1.18E-08 7.77E-10 5.80E-09 4.43E-10
371671 3754360 2.76E-02 5.16E-03 1.10E-05 7.23E-07 5.56E-06 4.25E-07 371671 3754360 2.88E-05 5.39E-06 1.15E-08 7.56E-10 5.81E-09 4.44E-10
371691 3754360 2.44E-02 4.80E-03 1.07E-05 7.03E-07 5.56E-06 4.24E-07 371691 3754360 2.55E-05 5.02E-06 1.12E-08 7.35E-10 5.81E-09 4.44E-10
371711 3754360 2.17E-02 4.47E-03 1.04E-05 6.84E-07 5.53E-06 4.23E-07 371711 3754360 2.27E-05 4.68E-06 1.08E-08 7.15E-10 5.78E-09 4.42E-10
371731 3754360 1.94E-02 4.18E-03 1.01E-05 6.64E-07 5.49E-06 4.19E-07 371731 3754360 2.03E-05 4.36E-06 1.05E-08 6.94E-10 5.74E-09 4.38E-10
371751 3754360 1.75E-02 3.90E-03 9.79E-06 6.45E-07 5.43E-06 4.15E-07 371751 3754360 1.83E-05 4.08E-06 1.02E-08 6.74E-10 5.68E-09 4.34E-10
371771 3754360 1.58E-02 3.65E-03 9.49E-06 6.25E-07 5.36E-06 4.09E-07 371771 3754360 1.65E-05 3.82E-06 9.92E-09 6.54E-10 5.60E-09 4.27E-10
371791 3754360 1.43E-02 3.42E-03 9.20E-06 6.06E-07 5.27E-06 4.02E-07 371791 3754360 1.50E-05 3.58E-06 9.61E-09 6.34E-10 5.50E-09 4.20E-10
371811 3754360 1.30E-02 3.21E-03 8.91E-06 5.87E-07 5.17E-06 3.95E-07 371811 3754360 1.36E-05 3.36E-06 9.32E-09 6.14E-10 5.40E-09 4.12E-10
371831 3754360 1.19E-02 3.02E-03 8.63E-06 5.69E-07 5.06E-06 3.86E-07 371831 3754360 1.25E-05 3.16E-06 9.02E-09 5.95E-10 5.29E-09 4.04E-10
370571 3754380 1.64E-03 8.42E-04 7.40E-06 4.88E-07 9.46E-07 7.23E-08 370571 3754380 1.71E-06 8.80E-07 7.73E-09 5.10E-10 9.89E-10 7.56E-11
370591 3754380 1.73E-03 8.90E-04 8.06E-06 5.31E-07 9.92E-07 7.57E-08 370591 3754380 1.80E-06 9.30E-07 8.42E-09 5.55E-10 1.04E-09 7.92E-11
370611 3754380 1.82E-03 9.42E-04 8.81E-06 5.80E-07 1.04E-06 7.94E-08 370611 3754380 1.90E-06 9.84E-07 9.20E-09 6.07E-10 1.09E-09 8.30E-11
370631 3754380 1.92E-03 9.98E-04 9.66E-06 6.37E-07 1.09E-06 8.32E-08 370631 3754380 2.00E-06 1.04E-06 1.01E-08 6.65E-10 1.14E-09 8.69E-11
370651 3754380 2.02E-03 1.06E-03 1.06E-05 7.02E-07 1.14E-06 8.73E-08 370651 3754380 2.12E-06 1.11E-06 1.11E-08 7.33E-10 1.19E-09 9.12E-11
370671 3754380 2.14E-03 1.13E-03 1.18E-05 7.77E-07 1.20E-06 9.16E-08 370671 3754380 2.24E-06 1.18E-06 1.23E-08 8.12E-10 1.25E-09 9.57E-11
370691 3754380 2.27E-03 1.20E-03 1.31E-05 8.66E-07 1.26E-06 9.64E-08 370691 3754380 2.37E-06 1.25E-06 1.37E-08 9.05E-10 1.32E-09 1.01E-10
370711 3754380 2.41E-03 1.28E-03 1.48E-05 9.74E-07 1.33E-06 1.02E-07 370711 3754380 2.52E-06 1.34E-06 1.54E-08 1.02E-09 1.40E-09 1.07E-10
370731 3754380 2.56E-03 1.36E-03 1.67E-05 1.10E-06 1.42E-06 1.08E-07 370731 3754380 2.67E-06 1.43E-06 1.75E-08 1.15E-09 1.48E-09 1.13E-10
370751 3754380 2.72E-03 1.46E-03 1.91E-05 1.26E-06 1.50E-06 1.15E-07 370751 3754380 2.84E-06 1.52E-06 2.00E-08 1.32E-09 1.57E-09 1.20E-10
370771 3754380 2.89E-03 1.56E-03 2.20E-05 1.45E-06 1.59E-06 1.21E-07 370771 3754380 3.02E-06 1.63E-06 2.30E-08 1.52E-09 1.66E-09 1.27E-10
370791 3754380 3.09E-03 1.68E-03 2.56E-05 1.69E-06 1.68E-06 1.29E-07 370791 3754380 3.23E-06 1.75E-06 2.68E-08 1.76E-09 1.76E-09 1.34E-10
370811 3754380 3.31E-03 1.81E-03 3.04E-05 2.00E-06 1.79E-06 1.36E-07 370811 3754380 3.46E-06 1.89E-06 3.17E-08 2.09E-09 1.87E-09 1.43E-10
370831 3754380 3.57E-03 1.96E-03 3.70E-05 2.44E-06 1.90E-06 1.45E-07 370831 3754380 3.73E-06 2.05E-06 3.87E-08 2.55E-09 1.98E-09 1.52E-10
370851 3754380 3.86E-03 2.13E-03 4.65E-05 3.06E-06 2.02E-06 1.54E-07 370851 3754380 4.03E-06 2.23E-06 4.86E-08 3.20E-09 2.11E-09 1.61E-10
370871 3754380 4.19E-03 2.34E-03 6.14E-05 4.05E-06 2.15E-06 1.64E-07 370871 3754380 4.38E-06 2.44E-06 6.42E-08 4.23E-09 2.25E-09 1.72E-10
370891 3754380 4.59E-03 2.58E-03 8.95E-05 5.90E-06 2.29E-06 1.75E-07 370891 3754380 4.80E-06 2.69E-06 9.35E-08 6.16E-09 2.40E-09 1.83E-10
370911 3754380 5.06E-03 2.86E-03 1.59E-04 1.05E-05 2.41E-06 1.84E-07 370911 3754380 5.29E-06 2.99E-06 1.66E-07 1.09E-08 2.52E-09 1.92E-10
370931 3754380 5.56E-03 3.17E-03 2.27E-04 1.49E-05 2.57E-06 1.96E-07 370931 3754380 5.82E-06 3.31E-06 2.37E-07 1.56E-08 2.69E-09 2.05E-10
370951 3754380 6.14E-03 3.53E-03 2.44E-04 1.61E-05 2.74E-06 2.09E-07 370951 3754380 6.42E-06 3.69E-06 2.55E-07 1.68E-08 2.87E-09 2.19E-10
370971 3754380 6.79E-03 3.93E-03 2.29E-04 1.51E-05 2.88E-06 2.20E-07 370971 3754380 7.09E-06 4.11E-06 2.40E-07 1.58E-08 3.01E-09 2.30E-10
370991 3754380 7.58E-03 4.42E-03 1.52E-04 1.00E-05 3.06E-06 2.34E-07 370991 3754380 7.92E-06 4.62E-06 1.59E-07 1.05E-08 3.20E-09 2.44E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371011 3754380 8.52E-03 5.01E-03 1.11E-04 7.32E-06 3.24E-06 2.47E-07 371011 3754380 8.90E-06 5.24E-06 1.16E-07 7.65E-09 3.39E-09 2.59E-10
371031 3754380 9.67E-03 5.74E-03 8.69E-05 5.73E-06 3.43E-06 2.62E-07 371031 3754380 1.01E-05 6.00E-06 9.08E-08 5.98E-09 3.59E-09 2.74E-10
371051 3754380 1.10E-02 6.60E-03 7.05E-05 4.65E-06 3.61E-06 2.76E-07 371051 3754380 1.15E-05 6.90E-06 7.37E-08 4.86E-09 3.77E-09 2.88E-10
371071 3754380 1.27E-02 7.66E-03 5.91E-05 3.89E-06 3.78E-06 2.89E-07 371071 3754380 1.33E-05 8.01E-06 6.17E-08 4.07E-09 3.95E-09 3.02E-10
371091 3754380 1.48E-02 9.06E-03 5.10E-05 3.36E-06 3.96E-06 3.02E-07 371091 3754380 1.55E-05 9.47E-06 5.33E-08 3.51E-09 4.14E-09 3.16E-10
371111 3754380 1.77E-02 1.09E-02 4.49E-05 2.96E-06 4.15E-06 3.17E-07 371111 3754380 1.85E-05 1.14E-05 4.69E-08 3.09E-09 4.34E-09 3.32E-10
371131 3754380 2.11E-02 1.32E-02 4.00E-05 2.63E-06 4.33E-06 3.31E-07 371131 3754380 2.21E-05 1.37E-05 4.18E-08 2.75E-09 4.53E-09 3.46E-10
371151 3754380 2.57E-02 1.57E-02 3.61E-05 2.38E-06 4.50E-06 3.44E-07 371151 3754380 2.68E-05 1.64E-05 3.77E-08 2.48E-09 4.71E-09 3.59E-10
371171 3754380 3.18E-02 1.81E-02 3.27E-05 2.16E-06 4.58E-06 3.50E-07 371171 3754380 3.32E-05 1.90E-05 3.42E-08 2.25E-09 4.79E-09 3.66E-10
371191 3754380 4.00E-02 1.93E-02 3.00E-05 1.98E-06 4.67E-06 3.57E-07 371191 3754380 4.18E-05 2.02E-05 3.13E-08 2.07E-09 4.88E-09 3.73E-10
371211 3754380 5.10E-02 2.01E-02 2.77E-05 1.82E-06 4.73E-06 3.62E-07 371211 3754380 5.33E-05 2.10E-05 2.89E-08 1.91E-09 4.95E-09 3.78E-10
371231 3754380 6.50E-02 2.11E-02 2.57E-05 1.69E-06 4.78E-06 3.65E-07 371231 3754380 6.79E-05 2.21E-05 2.68E-08 1.77E-09 4.99E-09 3.81E-10
371251 3754380 7.95E-02 2.21E-02 2.39E-05 1.58E-06 4.80E-06 3.66E-07 371251 3754380 8.31E-05 2.31E-05 2.50E-08 1.65E-09 5.02E-09 3.83E-10
371271 3754380 9.10E-02 2.33E-02 2.24E-05 1.48E-06 4.79E-06 3.66E-07 371271 3754380 9.51E-05 2.43E-05 2.34E-08 1.54E-09 5.01E-09 3.83E-10
371291 3754380 1.02E-01 2.36E-02 2.11E-05 1.39E-06 4.77E-06 3.65E-07 371291 3754380 1.06E-04 2.47E-05 2.20E-08 1.45E-09 4.99E-09 3.81E-10
371311 3754380 1.16E-01 2.26E-02 1.99E-05 1.31E-06 4.72E-06 3.61E-07 371311 3754380 1.21E-04 2.36E-05 2.08E-08 1.37E-09 4.94E-09 3.77E-10
371331 3754380 1.28E-01 2.07E-02 1.88E-05 1.24E-06 4.68E-06 3.57E-07 371331 3754380 1.34E-04 2.17E-05 1.97E-08 1.30E-09 4.89E-09 3.74E-10
371351 3754380 1.35E-01 1.87E-02 1.79E-05 1.18E-06 4.65E-06 3.55E-07 371351 3754380 1.41E-04 1.96E-05 1.87E-08 1.23E-09 4.86E-09 3.71E-10
371371 3754380 1.36E-01 1.69E-02 1.71E-05 1.13E-06 4.61E-06 3.52E-07 371371 3754380 1.42E-04 1.76E-05 1.79E-08 1.18E-09 4.82E-09 3.68E-10
371391 3754380 1.34E-01 1.52E-02 1.63E-05 1.07E-06 4.53E-06 3.46E-07 371391 3754380 1.40E-04 1.59E-05 1.70E-08 1.12E-09 4.74E-09 3.62E-10
371411 3754380 1.32E-01 1.38E-02 1.56E-05 1.03E-06 4.46E-06 3.41E-07 371411 3754380 1.38E-04 1.44E-05 1.63E-08 1.07E-09 4.66E-09 3.56E-10
371431 3754380 1.27E-01 1.26E-02 1.50E-05 9.87E-07 4.44E-06 3.39E-07 371431 3754380 1.33E-04 1.31E-05 1.57E-08 1.03E-09 4.64E-09 3.54E-10
371451 3754380 1.18E-01 1.15E-02 1.44E-05 9.49E-07 4.39E-06 3.35E-07 371451 3754380 1.23E-04 1.20E-05 1.50E-08 9.91E-10 4.59E-09 3.51E-10
371471 3754380 1.05E-01 1.05E-02 1.39E-05 9.13E-07 4.36E-06 3.33E-07 371471 3754380 1.10E-04 1.10E-05 1.45E-08 9.54E-10 4.56E-09 3.48E-10
371491 3754380 9.23E-02 9.64E-03 1.34E-05 8.80E-07 4.34E-06 3.31E-07 371491 3754380 9.65E-05 1.01E-05 1.40E-08 9.20E-10 4.54E-09 3.46E-10
371511 3754380 8.01E-02 8.87E-03 1.29E-05 8.51E-07 4.34E-06 3.31E-07 371511 3754380 8.37E-05 9.28E-06 1.35E-08 8.89E-10 4.53E-09 3.46E-10
371531 3754380 6.93E-02 8.19E-03 1.25E-05 8.24E-07 4.36E-06 3.33E-07 371531 3754380 7.24E-05 8.56E-06 1.31E-08 8.61E-10 4.55E-09 3.48E-10
371551 3754380 5.99E-02 7.58E-03 1.21E-05 7.99E-07 4.40E-06 3.36E-07 371551 3754380 6.26E-05 7.92E-06 1.27E-08 8.36E-10 4.60E-09 3.51E-10
371571 3754380 5.20E-02 7.02E-03 1.18E-05 7.77E-07 4.44E-06 3.39E-07 371571 3754380 5.43E-05 7.34E-06 1.23E-08 8.12E-10 4.64E-09 3.54E-10
371591 3754380 4.53E-02 6.52E-03 1.15E-05 7.56E-07 4.48E-06 3.42E-07 371591 3754380 4.73E-05 6.81E-06 1.20E-08 7.90E-10 4.69E-09 3.58E-10
371611 3754380 3.96E-02 6.06E-03 1.12E-05 7.35E-07 4.53E-06 3.46E-07 371611 3754380 4.14E-05 6.34E-06 1.17E-08 7.68E-10 4.74E-09 3.62E-10
371631 3754380 3.49E-02 5.65E-03 1.09E-05 7.15E-07 4.57E-06 3.49E-07 371631 3754380 3.64E-05 5.90E-06 1.13E-08 7.48E-10 4.78E-09 3.65E-10
371651 3754380 3.08E-02 5.26E-03 1.06E-05 6.96E-07 4.61E-06 3.52E-07 371651 3754380 3.22E-05 5.50E-06 1.10E-08 7.28E-10 4.82E-09 3.68E-10
371671 3754380 2.74E-02 4.91E-03 1.03E-05 6.78E-07 4.64E-06 3.54E-07 371671 3754380 2.86E-05 5.14E-06 1.07E-08 7.08E-10 4.85E-09 3.70E-10
371691 3754380 2.44E-02 4.60E-03 1.00E-05 6.60E-07 4.66E-06 3.56E-07 371691 3754380 2.55E-05 4.80E-06 1.05E-08 6.90E-10 4.87E-09 3.72E-10
371711 3754380 2.19E-02 4.30E-03 9.75E-06 6.43E-07 4.67E-06 3.56E-07 371711 3754380 2.29E-05 4.50E-06 1.02E-08 6.72E-10 4.88E-09 3.73E-10
371731 3754380 1.97E-02 4.03E-03 9.49E-06 6.25E-07 4.66E-06 3.56E-07 371731 3754380 2.06E-05 4.22E-06 9.92E-09 6.54E-10 4.87E-09 3.72E-10
371751 3754380 1.78E-02 3.79E-03 9.23E-06 6.09E-07 4.64E-06 3.55E-07 371751 3754380 1.86E-05 3.96E-06 9.65E-09 6.36E-10 4.85E-09 3.71E-10
371771 3754380 1.61E-02 3.56E-03 8.97E-06 5.92E-07 4.61E-06 3.52E-07 371771 3754380 1.69E-05 3.72E-06 9.38E-09 6.18E-10 4.82E-09 3.68E-10
371791 3754380 1.47E-02 3.35E-03 8.73E-06 5.75E-07 4.57E-06 3.49E-07 371791 3754380 1.54E-05 3.50E-06 9.12E-09 6.01E-10 4.78E-09 3.65E-10
371811 3754380 1.34E-02 3.15E-03 8.47E-06 5.59E-07 4.51E-06 3.44E-07 371811 3754380 1.40E-05 3.29E-06 8.86E-09 5.84E-10 4.71E-09 3.60E-10
371831 3754380 1.23E-02 2.97E-03 8.23E-06 5.42E-07 4.44E-06 3.39E-07 371831 3754380 1.28E-05 3.11E-06 8.60E-09 5.67E-10 4.65E-09 3.55E-10
370571 3754400 1.63E-03 8.22E-04 7.38E-06 4.86E-07 9.19E-07 7.02E-08 370571 3754400 1.71E-06 8.59E-07 7.71E-09 5.08E-10 9.60E-10 7.33E-11
370591 3754400 1.72E-03 8.67E-04 8.03E-06 5.30E-07 9.61E-07 7.34E-08 370591 3754400 1.79E-06 9.06E-07 8.40E-09 5.53E-10 1.00E-09 7.67E-11
370611 3754400 1.81E-03 9.16E-04 8.78E-06 5.79E-07 1.01E-06 7.68E-08 370611 3754400 1.89E-06 9.57E-07 9.18E-09 6.05E-10 1.05E-09 8.03E-11
370631 3754400 1.91E-03 9.69E-04 9.62E-06 6.34E-07 1.05E-06 8.03E-08 370631 3754400 1.99E-06 1.01E-06 1.01E-08 6.63E-10 1.10E-09 8.39E-11
370651 3754400 2.01E-03 1.03E-03 1.06E-05 6.99E-07 1.10E-06 8.41E-08 370651 3754400 2.10E-06 1.07E-06 1.11E-08 7.31E-10 1.15E-09 8.79E-11
370671 3754400 2.13E-03 1.09E-03 1.17E-05 7.74E-07 1.15E-06 8.81E-08 370671 3754400 2.22E-06 1.14E-06 1.23E-08 8.09E-10 1.21E-09 9.21E-11
370691 3754400 2.25E-03 1.16E-03 1.31E-05 8.63E-07 1.21E-06 9.26E-08 370691 3754400 2.35E-06 1.21E-06 1.37E-08 9.02E-10 1.27E-09 9.67E-11
370711 3754400 2.38E-03 1.23E-03 1.47E-05 9.70E-07 1.28E-06 9.77E-08 370711 3754400 2.49E-06 1.29E-06 1.54E-08 1.01E-09 1.34E-09 1.02E-10
370731 3754400 2.53E-03 1.31E-03 1.67E-05 1.10E-06 1.35E-06 1.03E-07 370731 3754400 2.64E-06 1.37E-06 1.74E-08 1.15E-09 1.42E-09 1.08E-10
370751 3754400 2.69E-03 1.40E-03 1.90E-05 1.25E-06 1.43E-06 1.09E-07 370751 3754400 2.81E-06 1.46E-06 1.99E-08 1.31E-09 1.50E-09 1.14E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370771 3754400 2.86E-03 1.49E-03 2.19E-05 1.44E-06 1.51E-06 1.16E-07 370771 3754400 2.99E-06 1.56E-06 2.29E-08 1.51E-09 1.58E-09 1.21E-10
370791 3754400 3.05E-03 1.60E-03 2.55E-05 1.68E-06 1.60E-06 1.22E-07 370791 3754400 3.19E-06 1.67E-06 2.67E-08 1.76E-09 1.67E-09 1.28E-10
370811 3754400 3.26E-03 1.72E-03 3.02E-05 1.99E-06 1.69E-06 1.29E-07 370811 3754400 3.41E-06 1.80E-06 3.16E-08 2.08E-09 1.77E-09 1.35E-10
370831 3754400 3.51E-03 1.86E-03 3.68E-05 2.42E-06 1.79E-06 1.37E-07 370831 3754400 3.67E-06 1.94E-06 3.84E-08 2.53E-09 1.88E-09 1.43E-10
370851 3754400 3.79E-03 2.01E-03 4.61E-05 3.04E-06 1.90E-06 1.45E-07 370851 3754400 3.96E-06 2.10E-06 4.82E-08 3.17E-09 1.99E-09 1.52E-10
370871 3754400 4.11E-03 2.19E-03 6.04E-05 3.98E-06 2.02E-06 1.54E-07 370871 3754400 4.29E-06 2.29E-06 6.32E-08 4.16E-09 2.11E-09 1.61E-10
370891 3754400 4.46E-03 2.39E-03 8.42E-05 5.55E-06 2.14E-06 1.64E-07 370891 3754400 4.66E-06 2.50E-06 8.81E-08 5.80E-09 2.24E-09 1.71E-10
370911 3754400 4.91E-03 2.64E-03 1.45E-04 9.57E-06 2.27E-06 1.74E-07 370911 3754400 5.14E-06 2.76E-06 1.52E-07 1.00E-08 2.38E-09 1.81E-10
370931 3754400 5.41E-03 2.92E-03 1.57E-04 1.03E-05 2.37E-06 1.81E-07 370931 3754400 5.65E-06 3.05E-06 1.64E-07 1.08E-08 2.48E-09 1.89E-10
370951 3754400 5.95E-03 3.22E-03 1.57E-04 1.03E-05 2.52E-06 1.92E-07 370951 3754400 6.22E-06 3.36E-06 1.64E-07 1.08E-08 2.63E-09 2.01E-10
370971 3754400 6.55E-03 3.55E-03 2.34E-04 1.54E-05 2.64E-06 2.02E-07 370971 3754400 6.84E-06 3.71E-06 2.45E-07 1.61E-08 2.76E-09 2.11E-10
370991 3754400 7.27E-03 3.95E-03 1.54E-04 1.01E-05 2.78E-06 2.13E-07 370991 3754400 7.60E-06 4.13E-06 1.61E-07 1.06E-08 2.91E-09 2.22E-10
371011 3754400 8.13E-03 4.42E-03 1.12E-04 7.36E-06 2.93E-06 2.24E-07 371011 3754400 8.49E-06 4.62E-06 1.17E-07 7.70E-09 3.06E-09 2.34E-10
371031 3754400 9.15E-03 4.97E-03 8.68E-05 5.72E-06 3.08E-06 2.35E-07 371031 3754400 9.57E-06 5.19E-06 9.07E-08 5.98E-09 3.22E-09 2.46E-10
371051 3754400 1.04E-02 5.63E-03 7.05E-05 4.65E-06 3.23E-06 2.47E-07 371051 3754400 1.09E-05 5.89E-06 7.37E-08 4.86E-09 3.38E-09 2.58E-10
371071 3754400 1.18E-02 6.36E-03 5.89E-05 3.88E-06 3.36E-06 2.56E-07 371071 3754400 1.24E-05 6.65E-06 6.15E-08 4.06E-09 3.51E-09 2.68E-10
371091 3754400 1.37E-02 7.29E-03 5.07E-05 3.34E-06 3.50E-06 2.67E-07 371091 3754400 1.43E-05 7.62E-06 5.30E-08 3.49E-09 3.66E-09 2.79E-10
371111 3754400 1.60E-02 8.38E-03 4.44E-05 2.93E-06 3.65E-06 2.79E-07 371111 3754400 1.67E-05 8.76E-06 4.64E-08 3.06E-09 3.81E-09 2.91E-10
371131 3754400 1.88E-02 9.51E-03 3.94E-05 2.60E-06 3.78E-06 2.89E-07 371131 3754400 1.96E-05 9.94E-06 4.12E-08 2.72E-09 3.96E-09 3.02E-10
371151 3754400 2.22E-02 1.05E-02 3.55E-05 2.34E-06 3.92E-06 2.99E-07 371151 3754400 2.32E-05 1.10E-05 3.71E-08 2.45E-09 4.09E-09 3.13E-10
371171 3754400 2.66E-02 1.12E-02 3.21E-05 2.12E-06 3.97E-06 3.03E-07 371171 3754400 2.78E-05 1.17E-05 3.36E-08 2.21E-09 4.15E-09 3.17E-10
371191 3754400 3.19E-02 1.14E-02 2.94E-05 1.94E-06 4.03E-06 3.08E-07 371191 3754400 3.34E-05 1.19E-05 3.07E-08 2.02E-09 4.21E-09 3.22E-10
371211 3754400 3.82E-02 1.12E-02 2.70E-05 1.78E-06 4.07E-06 3.11E-07 371211 3754400 3.99E-05 1.17E-05 2.82E-08 1.86E-09 4.26E-09 3.25E-10
371231 3754400 4.49E-02 1.10E-02 2.50E-05 1.65E-06 4.10E-06 3.13E-07 371231 3754400 4.70E-05 1.15E-05 2.62E-08 1.72E-09 4.29E-09 3.27E-10
371251 3754400 5.10E-02 1.14E-02 2.33E-05 1.53E-06 4.11E-06 3.14E-07 371251 3754400 5.33E-05 1.19E-05 2.43E-08 1.60E-09 4.30E-09 3.28E-10
371271 3754400 5.55E-02 1.21E-02 2.18E-05 1.43E-06 4.10E-06 3.13E-07 371271 3754400 5.80E-05 1.26E-05 2.27E-08 1.50E-09 4.29E-09 3.28E-10
371291 3754400 5.87E-02 1.29E-02 2.04E-05 1.35E-06 4.09E-06 3.12E-07 371291 3754400 6.14E-05 1.35E-05 2.13E-08 1.41E-09 4.27E-09 3.26E-10
371311 3754400 6.21E-02 1.35E-02 1.92E-05 1.27E-06 4.05E-06 3.09E-07 371311 3754400 6.49E-05 1.41E-05 2.01E-08 1.32E-09 4.23E-09 3.23E-10
371331 3754400 6.54E-02 1.34E-02 1.82E-05 1.20E-06 4.04E-06 3.08E-07 371331 3754400 6.83E-05 1.40E-05 1.90E-08 1.25E-09 4.22E-09 3.22E-10
371351 3754400 6.81E-02 1.30E-02 1.73E-05 1.14E-06 4.02E-06 3.07E-07 371351 3754400 7.12E-05 1.36E-05 1.81E-08 1.19E-09 4.20E-09 3.21E-10
371371 3754400 7.03E-02 1.24E-02 1.64E-05 1.08E-06 3.97E-06 3.03E-07 371371 3754400 7.34E-05 1.30E-05 1.72E-08 1.13E-09 4.15E-09 3.17E-10
371391 3754400 7.21E-02 1.17E-02 1.57E-05 1.03E-06 3.90E-06 2.98E-07 371391 3754400 7.54E-05 1.22E-05 1.64E-08 1.08E-09 4.07E-09 3.11E-10
371411 3754400 7.35E-02 1.09E-02 1.50E-05 9.86E-07 3.85E-06 2.94E-07 371411 3754400 7.68E-05 1.14E-05 1.56E-08 1.03E-09 4.03E-09 3.07E-10
371431 3754400 7.47E-02 1.02E-02 1.43E-05 9.44E-07 3.79E-06 2.89E-07 371431 3754400 7.81E-05 1.07E-05 1.50E-08 9.86E-10 3.96E-09 3.03E-10
371451 3754400 7.41E-02 9.54E-03 1.37E-05 9.05E-07 3.75E-06 2.86E-07 371451 3754400 7.75E-05 9.97E-06 1.44E-08 9.46E-10 3.92E-09 2.99E-10
371471 3754400 7.14E-02 8.90E-03 1.32E-05 8.70E-07 3.71E-06 2.84E-07 371471 3754400 7.47E-05 9.30E-06 1.38E-08 9.10E-10 3.88E-09 2.96E-10
371491 3754400 6.70E-02 8.30E-03 1.27E-05 8.37E-07 3.68E-06 2.81E-07 371491 3754400 7.00E-05 8.68E-06 1.33E-08 8.75E-10 3.85E-09 2.94E-10
371511 3754400 6.16E-02 7.75E-03 1.23E-05 8.08E-07 3.66E-06 2.80E-07 371511 3754400 6.43E-05 8.10E-06 1.28E-08 8.44E-10 3.83E-09 2.92E-10
371531 3754400 5.58E-02 7.24E-03 1.18E-05 7.80E-07 3.66E-06 2.80E-07 371531 3754400 5.84E-05 7.57E-06 1.24E-08 8.16E-10 3.83E-09 2.92E-10
371551 3754400 5.02E-02 6.77E-03 1.15E-05 7.56E-07 3.68E-06 2.81E-07 371551 3754400 5.25E-05 7.07E-06 1.20E-08 7.90E-10 3.85E-09 2.94E-10
371571 3754400 4.50E-02 6.34E-03 1.11E-05 7.35E-07 3.71E-06 2.83E-07 371571 3754400 4.70E-05 6.62E-06 1.16E-08 7.68E-10 3.88E-09 2.96E-10
371591 3754400 4.02E-02 5.94E-03 1.08E-05 7.14E-07 3.74E-06 2.86E-07 371591 3754400 4.21E-05 6.20E-06 1.13E-08 7.46E-10 3.91E-09 2.99E-10
371611 3754400 3.60E-02 5.57E-03 1.05E-05 6.94E-07 3.78E-06 2.89E-07 371611 3754400 3.76E-05 5.82E-06 1.10E-08 7.25E-10 3.95E-09 3.02E-10
371631 3754400 3.23E-02 5.22E-03 1.02E-05 6.75E-07 3.82E-06 2.92E-07 371631 3754400 3.37E-05 5.46E-06 1.07E-08 7.05E-10 3.99E-09 3.05E-10
371651 3754400 2.90E-02 4.90E-03 9.96E-06 6.56E-07 3.85E-06 2.94E-07 371651 3754400 3.03E-05 5.12E-06 1.04E-08 6.86E-10 4.03E-09 3.08E-10
371671 3754400 2.61E-02 4.60E-03 9.70E-06 6.39E-07 3.89E-06 2.97E-07 371671 3754400 2.72E-05 4.81E-06 1.01E-08 6.68E-10 4.07E-09 3.10E-10
371691 3754400 2.35E-02 4.33E-03 9.45E-06 6.23E-07 3.92E-06 2.99E-07 371691 3754400 2.46E-05 4.53E-06 9.88E-09 6.51E-10 4.10E-09 3.13E-10
371711 3754400 2.13E-02 4.08E-03 9.21E-06 6.07E-07 3.94E-06 3.01E-07 371711 3754400 2.22E-05 4.26E-06 9.62E-09 6.34E-10 4.12E-09 3.15E-10
371731 3754400 1.93E-02 3.84E-03 8.97E-06 5.91E-07 3.96E-06 3.02E-07 371731 3754400 2.02E-05 4.01E-06 9.38E-09 6.18E-10 4.14E-09 3.16E-10
371751 3754400 1.76E-02 3.62E-03 8.74E-06 5.76E-07 3.96E-06 3.03E-07 371751 3754400 1.84E-05 3.78E-06 9.14E-09 6.02E-10 4.14E-09 3.16E-10
371771 3754400 1.60E-02 3.42E-03 8.51E-06 5.61E-07 3.96E-06 3.02E-07 371771 3754400 1.68E-05 3.57E-06 8.90E-09 5.86E-10 4.14E-09 3.16E-10
371791 3754400 1.47E-02 3.23E-03 8.29E-06 5.46E-07 3.94E-06 3.01E-07 371791 3754400 1.53E-05 3.37E-06 8.66E-09 5.71E-10 4.12E-09 3.15E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371811 3754400 1.35E-02 3.05E-03 8.07E-06 5.32E-07 3.92E-06 2.99E-07 371811 3754400 1.41E-05 3.19E-06 8.43E-09 5.56E-10 4.10E-09 3.13E-10
371831 3754400 1.24E-02 2.89E-03 7.85E-06 5.18E-07 3.89E-06 2.97E-07 371831 3754400 1.29E-05 3.02E-06 8.21E-09 5.41E-10 4.06E-09 3.10E-10
370571 3754420 1.62E-03 7.96E-04 7.33E-06 4.83E-07 8.90E-07 6.80E-08 370571 3754420 1.69E-06 8.32E-07 7.66E-09 5.05E-10 9.30E-10 7.11E-11
370591 3754420 1.70E-03 8.39E-04 7.98E-06 5.26E-07 9.30E-07 7.10E-08 370591 3754420 1.78E-06 8.77E-07 8.35E-09 5.50E-10 9.72E-10 7.43E-11
370611 3754420 1.79E-03 8.85E-04 8.73E-06 5.76E-07 9.73E-07 7.43E-08 370611 3754420 1.87E-06 9.25E-07 9.13E-09 6.02E-10 1.02E-09 7.77E-11
370631 3754420 1.88E-03 9.35E-04 9.58E-06 6.32E-07 1.02E-06 7.77E-08 370631 3754420 1.97E-06 9.77E-07 1.00E-08 6.60E-10 1.06E-09 8.12E-11
370651 3754420 1.99E-03 9.89E-04 1.06E-05 6.96E-07 1.06E-06 8.12E-08 370651 3754420 2.08E-06 1.03E-06 1.10E-08 7.27E-10 1.11E-09 8.48E-11
370671 3754420 2.10E-03 1.05E-03 1.17E-05 7.70E-07 1.11E-06 8.49E-08 370671 3754420 2.19E-06 1.09E-06 1.22E-08 8.05E-10 1.16E-09 8.87E-11
370691 3754420 2.22E-03 1.11E-03 1.30E-05 8.58E-07 1.17E-06 8.90E-08 370691 3754420 2.32E-06 1.16E-06 1.36E-08 8.97E-10 1.22E-09 9.30E-11
370711 3754420 2.35E-03 1.18E-03 1.46E-05 9.64E-07 1.23E-06 9.36E-08 370711 3754420 2.46E-06 1.23E-06 1.53E-08 1.01E-09 1.28E-09 9.78E-11
370731 3754420 2.49E-03 1.25E-03 1.66E-05 1.09E-06 1.29E-06 9.87E-08 370731 3754420 2.60E-06 1.31E-06 1.73E-08 1.14E-09 1.35E-09 1.03E-10
370751 3754420 2.64E-03 1.33E-03 1.89E-05 1.25E-06 1.37E-06 1.04E-07 370751 3754420 2.76E-06 1.39E-06 1.98E-08 1.30E-09 1.43E-09 1.09E-10
370771 3754420 2.81E-03 1.42E-03 2.18E-05 1.44E-06 1.44E-06 1.10E-07 370771 3754420 2.94E-06 1.49E-06 2.28E-08 1.50E-09 1.51E-09 1.15E-10
370791 3754420 3.00E-03 1.52E-03 2.54E-05 1.68E-06 1.52E-06 1.16E-07 370791 3754420 3.13E-06 1.59E-06 2.66E-08 1.75E-09 1.59E-09 1.21E-10
370811 3754420 3.20E-03 1.63E-03 3.02E-05 1.99E-06 1.60E-06 1.23E-07 370811 3754420 3.35E-06 1.70E-06 3.15E-08 2.08E-09 1.68E-09 1.28E-10
370831 3754420 3.43E-03 1.75E-03 3.65E-05 2.41E-06 1.69E-06 1.29E-07 370831 3754420 3.59E-06 1.83E-06 3.82E-08 2.52E-09 1.77E-09 1.35E-10
370851 3754420 3.70E-03 1.89E-03 4.58E-05 3.02E-06 1.79E-06 1.37E-07 370851 3754420 3.86E-06 1.97E-06 4.79E-08 3.16E-09 1.87E-09 1.43E-10
370871 3754420 4.03E-03 2.06E-03 6.25E-05 4.12E-06 1.89E-06 1.44E-07 370871 3754420 4.21E-06 2.15E-06 6.53E-08 4.30E-09 1.98E-09 1.51E-10
370891 3754420 4.36E-03 2.23E-03 8.90E-05 5.86E-06 2.00E-06 1.53E-07 370891 3754420 4.56E-06 2.33E-06 9.30E-08 6.13E-09 2.09E-09 1.60E-10
370911 3754420 4.76E-03 2.43E-03 1.53E-04 1.01E-05 2.08E-06 1.59E-07 370911 3754420 4.98E-06 2.54E-06 1.60E-07 1.05E-08 2.18E-09 1.66E-10
370931 3754420 5.20E-03 2.66E-03 2.21E-04 1.46E-05 2.19E-06 1.67E-07 370931 3754420 5.43E-06 2.78E-06 2.31E-07 1.52E-08 2.29E-09 1.75E-10
370951 3754420 5.70E-03 2.91E-03 2.45E-04 1.61E-05 2.32E-06 1.77E-07 370951 3754420 5.96E-06 3.04E-06 2.56E-07 1.69E-08 2.42E-09 1.85E-10
370971 3754420 6.25E-03 3.19E-03 2.39E-04 1.58E-05 2.42E-06 1.85E-07 370971 3754420 6.53E-06 3.33E-06 2.50E-07 1.65E-08 2.53E-09 1.93E-10
370991 3754420 6.89E-03 3.49E-03 1.56E-04 1.03E-05 2.54E-06 1.94E-07 370991 3754420 7.20E-06 3.65E-06 1.63E-07 1.07E-08 2.65E-09 2.02E-10
371011 3754420 7.65E-03 3.85E-03 1.13E-04 7.42E-06 2.66E-06 2.03E-07 371011 3754420 8.00E-06 4.03E-06 1.18E-07 7.75E-09 2.78E-09 2.12E-10
371031 3754420 8.56E-03 4.28E-03 8.71E-05 5.74E-06 2.78E-06 2.12E-07 371031 3754420 8.95E-06 4.47E-06 9.10E-08 6.00E-09 2.91E-09 2.22E-10
371051 3754420 9.62E-03 4.74E-03 7.04E-05 4.64E-06 2.90E-06 2.21E-07 371051 3754420 1.01E-05 4.95E-06 7.36E-08 4.85E-09 3.03E-09 2.31E-10
371071 3754420 1.08E-02 5.22E-03 5.88E-05 3.87E-06 3.00E-06 2.29E-07 371071 3754420 1.13E-05 5.46E-06 6.14E-08 4.05E-09 3.13E-09 2.39E-10
371091 3754420 1.23E-02 5.80E-03 5.04E-05 3.32E-06 3.11E-06 2.37E-07 371091 3754420 1.29E-05 6.06E-06 5.27E-08 3.47E-09 3.25E-09 2.48E-10
371111 3754420 1.42E-02 6.41E-03 4.40E-05 2.90E-06 3.23E-06 2.47E-07 371111 3754420 1.49E-05 6.70E-06 4.60E-08 3.03E-09 3.38E-09 2.58E-10
371131 3754420 1.63E-02 6.94E-03 3.91E-05 2.57E-06 3.33E-06 2.55E-07 371131 3754420 1.71E-05 7.25E-06 4.08E-08 2.69E-09 3.48E-09 2.66E-10
371151 3754420 1.88E-02 7.31E-03 3.51E-05 2.31E-06 3.43E-06 2.62E-07 371151 3754420 1.97E-05 7.64E-06 3.67E-08 2.42E-09 3.58E-09 2.74E-10
371171 3754420 2.18E-02 7.47E-03 3.17E-05 2.09E-06 3.47E-06 2.65E-07 371171 3754420 2.28E-05 7.80E-06 3.31E-08 2.18E-09 3.62E-09 2.77E-10
371191 3754420 2.51E-02 7.35E-03 2.89E-05 1.91E-06 3.51E-06 2.68E-07 371191 3754420 2.62E-05 7.68E-06 3.02E-08 1.99E-09 3.67E-09 2.81E-10
371211 3754420 2.86E-02 7.06E-03 2.65E-05 1.75E-06 3.54E-06 2.70E-07 371211 3754420 2.99E-05 7.38E-06 2.77E-08 1.83E-09 3.69E-09 2.82E-10
371231 3754420 3.19E-02 6.80E-03 2.45E-05 1.62E-06 3.57E-06 2.72E-07 371231 3754420 3.34E-05 7.10E-06 2.57E-08 1.69E-09 3.73E-09 2.85E-10
371251 3754420 3.46E-02 6.78E-03 2.28E-05 1.50E-06 3.57E-06 2.73E-07 371251 3754420 3.61E-05 7.09E-06 2.38E-08 1.57E-09 3.73E-09 2.85E-10
371271 3754420 3.63E-02 7.08E-03 2.13E-05 1.40E-06 3.56E-06 2.72E-07 371271 3754420 3.80E-05 7.40E-06 2.22E-08 1.46E-09 3.72E-09 2.84E-10
371291 3754420 3.72E-02 7.58E-03 2.00E-05 1.31E-06 3.56E-06 2.72E-07 371291 3754420 3.89E-05 7.92E-06 2.09E-08 1.37E-09 3.72E-09 2.84E-10
371311 3754420 3.76E-02 8.13E-03 1.88E-05 1.24E-06 3.55E-06 2.71E-07 371311 3754420 3.93E-05 8.50E-06 1.96E-08 1.29E-09 3.71E-09 2.84E-10
371331 3754420 3.78E-02 8.52E-03 1.78E-05 1.17E-06 3.56E-06 2.72E-07 371331 3754420 3.95E-05 8.91E-06 1.86E-08 1.23E-09 3.72E-09 2.84E-10
371351 3754420 3.87E-02 8.75E-03 1.68E-05 1.11E-06 3.50E-06 2.67E-07 371351 3754420 4.05E-05 9.14E-06 1.76E-08 1.16E-09 3.66E-09 2.79E-10
371371 3754420 3.99E-02 8.75E-03 1.59E-05 1.05E-06 3.45E-06 2.63E-07 371371 3754420 4.17E-05 9.15E-06 1.67E-08 1.10E-09 3.60E-09 2.75E-10
371391 3754420 4.15E-02 8.61E-03 1.51E-05 9.98E-07 3.38E-06 2.58E-07 371391 3754420 4.34E-05 8.99E-06 1.58E-08 1.04E-09 3.53E-09 2.70E-10
371411 3754420 4.32E-02 8.35E-03 1.45E-05 9.54E-07 3.35E-06 2.56E-07 371411 3754420 4.52E-05 8.72E-06 1.51E-08 9.97E-10 3.50E-09 2.67E-10
371431 3754420 4.52E-02 8.03E-03 1.38E-05 9.11E-07 3.29E-06 2.51E-07 371431 3754420 4.72E-05 8.40E-06 1.44E-08 9.52E-10 3.44E-09 2.63E-10
371451 3754420 4.67E-02 7.68E-03 1.32E-05 8.72E-07 3.24E-06 2.48E-07 371451 3754420 4.88E-05 8.03E-06 1.38E-08 9.11E-10 3.39E-09 2.59E-10
371471 3754420 4.72E-02 7.32E-03 1.27E-05 8.37E-07 3.21E-06 2.45E-07 371471 3754420 4.93E-05 7.65E-06 1.33E-08 8.75E-10 3.35E-09 2.56E-10
371491 3754420 4.66E-02 6.96E-03 1.22E-05 8.05E-07 3.18E-06 2.43E-07 371491 3754420 4.87E-05 7.27E-06 1.28E-08 8.41E-10 3.32E-09 2.54E-10
371511 3754420 4.50E-02 6.60E-03 1.18E-05 7.75E-07 3.15E-06 2.41E-07 371511 3754420 4.71E-05 6.90E-06 1.23E-08 8.10E-10 3.30E-09 2.52E-10
371531 3754420 4.27E-02 6.25E-03 1.14E-05 7.48E-07 3.14E-06 2.40E-07 371531 3754420 4.46E-05 6.53E-06 1.19E-08 7.82E-10 3.28E-09 2.51E-10
371551 3754420 4.00E-02 5.92E-03 1.10E-05 7.23E-07 3.14E-06 2.40E-07 371551 3754420 4.18E-05 6.19E-06 1.15E-08 7.56E-10 3.28E-09 2.51E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371571 3754420 3.70E-02 5.60E-03 1.06E-05 7.01E-07 3.15E-06 2.40E-07 371571 3754420 3.87E-05 5.85E-06 1.11E-08 7.32E-10 3.29E-09 2.51E-10
371591 3754420 3.41E-02 5.30E-03 1.03E-05 6.80E-07 3.17E-06 2.42E-07 371591 3754420 3.56E-05 5.54E-06 1.08E-08 7.10E-10 3.31E-09 2.53E-10
371611 3754420 3.13E-02 5.01E-03 1.00E-05 6.60E-07 3.19E-06 2.44E-07 371611 3754420 3.27E-05 5.24E-06 1.05E-08 6.90E-10 3.34E-09 2.55E-10
371631 3754420 2.86E-02 4.74E-03 9.73E-06 6.41E-07 3.22E-06 2.46E-07 371631 3754420 2.99E-05 4.96E-06 1.02E-08 6.70E-10 3.37E-09 2.57E-10
371651 3754420 2.62E-02 4.49E-03 9.46E-06 6.24E-07 3.25E-06 2.48E-07 371651 3754420 2.73E-05 4.69E-06 9.89E-09 6.52E-10 3.40E-09 2.60E-10
371671 3754420 2.39E-02 4.24E-03 9.21E-06 6.07E-07 3.28E-06 2.51E-07 371671 3754420 2.50E-05 4.44E-06 9.63E-09 6.34E-10 3.43E-09 2.62E-10
371691 3754420 2.19E-02 4.02E-03 8.97E-06 5.91E-07 3.32E-06 2.53E-07 371691 3754420 2.29E-05 4.20E-06 9.38E-09 6.18E-10 3.47E-09 2.65E-10
371711 3754420 2.00E-02 3.80E-03 8.74E-06 5.76E-07 3.34E-06 2.55E-07 371711 3754420 2.09E-05 3.98E-06 9.14E-09 6.02E-10 3.50E-09 2.67E-10
371731 3754420 1.83E-02 3.60E-03 8.52E-06 5.62E-07 3.37E-06 2.57E-07 371731 3754420 1.92E-05 3.77E-06 8.91E-09 5.87E-10 3.52E-09 2.69E-10
371751 3754420 1.68E-02 3.41E-03 8.31E-06 5.48E-07 3.39E-06 2.59E-07 371751 3754420 1.76E-05 3.57E-06 8.68E-09 5.72E-10 3.54E-09 2.70E-10
371771 3754420 1.55E-02 3.24E-03 8.10E-06 5.34E-07 3.40E-06 2.59E-07 371771 3754420 1.62E-05 3.38E-06 8.47E-09 5.58E-10 3.55E-09 2.71E-10
371791 3754420 1.43E-02 3.07E-03 7.90E-06 5.20E-07 3.40E-06 2.60E-07 371791 3754420 1.49E-05 3.21E-06 8.25E-09 5.44E-10 3.55E-09 2.71E-10
371811 3754420 1.32E-02 2.92E-03 7.70E-06 5.07E-07 3.40E-06 2.59E-07 371811 3754420 1.38E-05 3.05E-06 8.05E-09 5.30E-10 3.55E-09 2.71E-10
371831 3754420 1.22E-02 2.77E-03 7.50E-06 4.94E-07 3.39E-06 2.59E-07 371831 3754420 1.27E-05 2.89E-06 7.84E-09 5.17E-10 3.54E-09 2.70E-10
370571 3754440 1.60E-03 7.71E-04 7.27E-06 4.79E-07 8.62E-07 6.58E-08 370571 3754440 1.67E-06 8.06E-07 7.60E-09 5.01E-10 9.01E-10 6.88E-11
370591 3754440 1.67E-03 8.10E-04 7.92E-06 5.22E-07 8.99E-07 6.87E-08 370591 3754440 1.75E-06 8.46E-07 8.28E-09 5.46E-10 9.40E-10 7.18E-11
370611 3754440 1.76E-03 8.53E-04 8.67E-06 5.71E-07 9.39E-07 7.17E-08 370611 3754440 1.84E-06 8.92E-07 9.06E-09 5.97E-10 9.82E-10 7.50E-11
370631 3754440 1.85E-03 9.00E-04 9.51E-06 6.27E-07 9.82E-07 7.50E-08 370631 3754440 1.94E-06 9.40E-07 9.94E-09 6.55E-10 1.03E-09 7.84E-11
370651 3754440 1.95E-03 9.49E-04 1.05E-05 6.91E-07 1.03E-06 7.83E-08 370651 3754440 2.04E-06 9.92E-07 1.10E-08 7.22E-10 1.07E-09 8.18E-11
370671 3754440 2.06E-03 1.00E-03 1.16E-05 7.65E-07 1.07E-06 8.18E-08 370671 3754440 2.15E-06 1.05E-06 1.21E-08 8.00E-10 1.12E-09 8.55E-11
370691 3754440 2.18E-03 1.06E-03 1.29E-05 8.53E-07 1.12E-06 8.56E-08 370691 3754440 2.27E-06 1.11E-06 1.35E-08 8.91E-10 1.17E-09 8.95E-11
370711 3754440 2.30E-03 1.12E-03 1.45E-05 9.57E-07 1.17E-06 8.96E-08 370711 3754440 2.41E-06 1.17E-06 1.52E-08 1.00E-09 1.23E-09 9.36E-11
370731 3754440 2.44E-03 1.19E-03 1.64E-05 1.08E-06 1.23E-06 9.41E-08 370731 3754440 2.55E-06 1.25E-06 1.72E-08 1.13E-09 1.29E-09 9.84E-11
370751 3754440 2.59E-03 1.27E-03 1.88E-05 1.24E-06 1.30E-06 9.94E-08 370751 3754440 2.70E-06 1.32E-06 1.96E-08 1.29E-09 1.36E-09 1.04E-10
370771 3754440 2.74E-03 1.34E-03 2.16E-05 1.42E-06 1.37E-06 1.05E-07 370771 3754440 2.87E-06 1.40E-06 2.26E-08 1.49E-09 1.43E-09 1.09E-10
370791 3754440 2.92E-03 1.43E-03 2.53E-05 1.67E-06 1.44E-06 1.10E-07 370791 3754440 3.06E-06 1.50E-06 2.64E-08 1.74E-09 1.51E-09 1.15E-10
370811 3754440 3.12E-03 1.53E-03 3.01E-05 1.98E-06 1.52E-06 1.16E-07 370811 3754440 3.27E-06 1.60E-06 3.15E-08 2.07E-09 1.59E-09 1.21E-10
370831 3754440 3.34E-03 1.64E-03 3.65E-05 2.41E-06 1.60E-06 1.22E-07 370831 3754440 3.49E-06 1.71E-06 3.82E-08 2.52E-09 1.67E-09 1.28E-10
370851 3754440 3.58E-03 1.76E-03 4.57E-05 3.01E-06 1.68E-06 1.29E-07 370851 3754440 3.75E-06 1.84E-06 4.78E-08 3.15E-09 1.76E-09 1.34E-10
370871 3754440 3.88E-03 1.90E-03 6.17E-05 4.07E-06 1.77E-06 1.35E-07 370871 3754440 4.06E-06 1.99E-06 6.45E-08 4.25E-09 1.85E-09 1.41E-10
370891 3754440 4.20E-03 2.05E-03 9.07E-05 5.98E-06 1.84E-06 1.40E-07 370891 3754440 4.39E-06 2.15E-06 9.48E-08 6.25E-09 1.92E-09 1.47E-10
370911 3754440 4.54E-03 2.22E-03 1.51E-04 9.96E-06 1.93E-06 1.47E-07 370911 3754440 4.75E-06 2.32E-06 1.58E-07 1.04E-08 2.01E-09 1.54E-10
370931 3754440 4.94E-03 2.40E-03 1.54E-04 1.01E-05 2.03E-06 1.55E-07 370931 3754440 5.17E-06 2.51E-06 1.61E-07 1.06E-08 2.12E-09 1.62E-10
370951 3754440 5.40E-03 2.61E-03 1.57E-04 1.04E-05 2.13E-06 1.63E-07 370951 3754440 5.65E-06 2.73E-06 1.64E-07 1.08E-08 2.23E-09 1.70E-10
370971 3754440 5.88E-03 2.82E-03 2.42E-04 1.59E-05 2.22E-06 1.69E-07 370971 3754440 6.15E-06 2.95E-06 2.52E-07 1.66E-08 2.32E-09 1.77E-10
370991 3754440 6.47E-03 3.07E-03 1.57E-04 1.03E-05 2.32E-06 1.77E-07 370991 3754440 6.76E-06 3.21E-06 1.64E-07 1.08E-08 2.43E-09 1.85E-10
371011 3754440 7.14E-03 3.35E-03 1.13E-04 7.44E-06 2.42E-06 1.85E-07 371011 3754440 7.46E-06 3.50E-06 1.18E-07 7.78E-09 2.53E-09 1.93E-10
371031 3754440 7.91E-03 3.65E-03 8.70E-05 5.74E-06 2.52E-06 1.92E-07 371031 3754440 8.27E-06 3.82E-06 9.10E-08 6.00E-09 2.63E-09 2.01E-10
371051 3754440 8.79E-03 3.97E-03 7.03E-05 4.63E-06 2.61E-06 1.99E-07 371051 3754440 9.19E-06 4.15E-06 7.35E-08 4.84E-09 2.73E-09 2.08E-10
371071 3754440 9.78E-03 4.27E-03 5.87E-05 3.87E-06 2.69E-06 2.05E-07 371071 3754440 1.02E-05 4.47E-06 6.13E-08 4.04E-09 2.81E-09 2.14E-10
371091 3754440 1.10E-02 4.62E-03 5.01E-05 3.30E-06 2.77E-06 2.12E-07 371091 3754440 1.15E-05 4.83E-06 5.24E-08 3.45E-09 2.90E-09 2.21E-10
371111 3754440 1.24E-02 4.94E-03 4.39E-05 2.89E-06 2.88E-06 2.20E-07 371111 3754440 1.30E-05 5.16E-06 4.58E-08 3.02E-09 3.02E-09 2.30E-10
371131 3754440 1.40E-02 5.17E-03 3.88E-05 2.56E-06 2.96E-06 2.26E-07 371131 3754440 1.46E-05 5.40E-06 4.06E-08 2.67E-09 3.10E-09 2.36E-10
371151 3754440 1.58E-02 5.29E-03 3.47E-05 2.29E-06 3.01E-06 2.30E-07 371151 3754440 1.65E-05 5.53E-06 3.63E-08 2.39E-09 3.15E-09 2.40E-10
371171 3754440 1.77E-02 5.26E-03 3.13E-05 2.06E-06 3.04E-06 2.32E-07 371171 3754440 1.85E-05 5.50E-06 3.27E-08 2.16E-09 3.18E-09 2.43E-10
371191 3754440 1.97E-02 5.11E-03 2.85E-05 1.88E-06 3.07E-06 2.34E-07 371191 3754440 2.06E-05 5.34E-06 2.98E-08 1.96E-09 3.21E-09 2.45E-10
371211 3754440 2.17E-02 4.88E-03 2.62E-05 1.72E-06 3.10E-06 2.37E-07 371211 3754440 2.26E-05 5.10E-06 2.74E-08 1.80E-09 3.24E-09 2.48E-10
371231 3754440 2.33E-02 4.66E-03 2.42E-05 1.59E-06 3.13E-06 2.39E-07 371231 3754440 2.44E-05 4.87E-06 2.53E-08 1.67E-09 3.27E-09 2.50E-10
371251 3754440 2.45E-02 4.56E-03 2.25E-05 1.48E-06 3.15E-06 2.41E-07 371251 3754440 2.56E-05 4.77E-06 2.35E-08 1.55E-09 3.30E-09 2.52E-10
371271 3754440 2.50E-02 4.63E-03 2.10E-05 1.38E-06 3.17E-06 2.42E-07 371271 3754440 2.62E-05 4.84E-06 2.19E-08 1.45E-09 3.31E-09 2.53E-10
371291 3754440 2.52E-02 4.87E-03 1.96E-05 1.29E-06 3.14E-06 2.40E-07 371291 3754440 2.63E-05 5.09E-06 2.05E-08 1.35E-09 3.28E-09 2.51E-10
371311 3754440 2.49E-02 5.20E-03 1.85E-05 1.22E-06 3.14E-06 2.40E-07 371311 3754440 2.60E-05 5.44E-06 1.93E-08 1.27E-09 3.28E-09 2.51E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371331 3754440 2.46E-02 5.57E-03 1.74E-05 1.15E-06 3.10E-06 2.37E-07 371331 3754440 2.57E-05 5.82E-06 1.82E-08 1.20E-09 3.25E-09 2.48E-10
371351 3754440 2.44E-02 5.88E-03 1.64E-05 1.08E-06 3.07E-06 2.34E-07 371351 3754440 2.55E-05 6.14E-06 1.72E-08 1.13E-09 3.21E-09 2.45E-10
371371 3754440 2.46E-02 6.08E-03 1.56E-05 1.03E-06 3.03E-06 2.31E-07 371371 3754440 2.57E-05 6.35E-06 1.63E-08 1.07E-09 3.16E-09 2.42E-10
371391 3754440 2.55E-02 6.19E-03 1.48E-05 9.76E-07 2.98E-06 2.28E-07 371391 3754440 2.66E-05 6.47E-06 1.55E-08 1.02E-09 3.11E-09 2.38E-10
371411 3754440 2.67E-02 6.21E-03 1.41E-05 9.29E-07 2.93E-06 2.24E-07 371411 3754440 2.80E-05 6.49E-06 1.47E-08 9.71E-10 3.06E-09 2.34E-10
371431 3754440 2.83E-02 6.15E-03 1.35E-05 8.87E-07 2.89E-06 2.20E-07 371431 3754440 2.96E-05 6.42E-06 1.41E-08 9.27E-10 3.02E-09 2.30E-10
371451 3754440 2.98E-02 6.03E-03 1.29E-05 8.48E-07 2.84E-06 2.17E-07 371451 3754440 3.12E-05 6.30E-06 1.34E-08 8.86E-10 2.97E-09 2.27E-10
371471 3754440 3.12E-02 5.88E-03 1.23E-05 8.12E-07 2.80E-06 2.14E-07 371471 3754440 3.26E-05 6.14E-06 1.29E-08 8.49E-10 2.93E-09 2.24E-10
371491 3754440 3.19E-02 5.69E-03 1.18E-05 7.79E-07 2.77E-06 2.11E-07 371491 3754440 3.34E-05 5.95E-06 1.24E-08 8.15E-10 2.89E-09 2.21E-10
371511 3754440 3.21E-02 5.49E-03 1.14E-05 7.49E-07 2.74E-06 2.09E-07 371511 3754440 3.35E-05 5.74E-06 1.19E-08 7.83E-10 2.86E-09 2.19E-10
371531 3754440 3.16E-02 5.28E-03 1.10E-05 7.22E-07 2.72E-06 2.08E-07 371531 3754440 3.30E-05 5.52E-06 1.15E-08 7.55E-10 2.84E-09 2.17E-10
371551 3754440 3.07E-02 5.07E-03 1.06E-05 6.97E-07 2.71E-06 2.07E-07 371551 3754440 3.20E-05 5.30E-06 1.11E-08 7.28E-10 2.83E-09 2.16E-10
371571 3754440 2.93E-02 4.86E-03 1.02E-05 6.74E-07 2.71E-06 2.07E-07 371571 3754440 3.07E-05 5.08E-06 1.07E-08 7.04E-10 2.83E-09 2.16E-10
371591 3754440 2.78E-02 4.64E-03 9.90E-06 6.52E-07 2.71E-06 2.07E-07 371591 3754440 2.91E-05 4.85E-06 1.03E-08 6.82E-10 2.84E-09 2.17E-10
371611 3754440 2.62E-02 4.44E-03 9.60E-06 6.32E-07 2.73E-06 2.08E-07 371611 3754440 2.73E-05 4.64E-06 1.00E-08 6.61E-10 2.85E-09 2.18E-10
371631 3754440 2.45E-02 4.24E-03 9.31E-06 6.14E-07 2.75E-06 2.10E-07 371631 3754440 2.56E-05 4.43E-06 9.74E-09 6.42E-10 2.87E-09 2.19E-10
371651 3754440 2.28E-02 4.04E-03 9.05E-06 5.97E-07 2.77E-06 2.12E-07 371651 3754440 2.39E-05 4.22E-06 9.46E-09 6.24E-10 2.90E-09 2.21E-10
371671 3754440 2.12E-02 3.85E-03 8.81E-06 5.80E-07 2.80E-06 2.14E-07 371671 3754440 2.22E-05 4.03E-06 9.20E-09 6.07E-10 2.93E-09 2.23E-10
371691 3754440 1.97E-02 3.67E-03 8.57E-06 5.65E-07 2.83E-06 2.16E-07 371691 3754440 2.06E-05 3.84E-06 8.96E-09 5.91E-10 2.95E-09 2.26E-10
371711 3754440 1.83E-02 3.50E-03 8.35E-06 5.50E-07 2.85E-06 2.18E-07 371711 3754440 1.91E-05 3.66E-06 8.73E-09 5.75E-10 2.98E-09 2.28E-10
371731 3754440 1.70E-02 3.33E-03 8.14E-06 5.36E-07 2.88E-06 2.20E-07 371731 3754440 1.77E-05 3.49E-06 8.51E-09 5.61E-10 3.01E-09 2.30E-10
371751 3754440 1.57E-02 3.18E-03 7.94E-06 5.23E-07 2.90E-06 2.22E-07 371751 3754440 1.64E-05 3.32E-06 8.29E-09 5.47E-10 3.03E-09 2.32E-10
371771 3754440 1.46E-02 3.03E-03 7.74E-06 5.10E-07 2.92E-06 2.23E-07 371771 3754440 1.53E-05 3.17E-06 8.09E-09 5.33E-10 3.05E-09 2.33E-10
371791 3754440 1.35E-02 2.89E-03 7.55E-06 4.97E-07 2.93E-06 2.24E-07 371791 3754440 1.42E-05 3.02E-06 7.89E-09 5.20E-10 3.07E-09 2.34E-10
371811 3754440 1.26E-02 2.75E-03 7.36E-06 4.85E-07 2.94E-06 2.25E-07 371811 3754440 1.32E-05 2.88E-06 7.69E-09 5.07E-10 3.07E-09 2.35E-10
371831 3754440 1.17E-02 2.63E-03 7.19E-06 4.74E-07 2.95E-06 2.25E-07 371831 3754440 1.23E-05 2.74E-06 7.51E-09 4.95E-10 3.08E-09 2.35E-10
370571 3754460 1.57E-03 7.42E-04 7.20E-06 4.75E-07 8.34E-07 6.37E-08 370571 3754460 1.64E-06 7.76E-07 7.53E-09 4.96E-10 8.71E-10 6.66E-11
370591 3754460 1.64E-03 7.79E-04 7.84E-06 5.17E-07 8.69E-07 6.64E-08 370591 3754460 1.72E-06 8.14E-07 8.20E-09 5.40E-10 9.08E-10 6.94E-11
370611 3754460 1.73E-03 8.19E-04 8.59E-06 5.66E-07 9.07E-07 6.92E-08 370611 3754460 1.81E-06 8.56E-07 8.98E-09 5.92E-10 9.48E-10 7.24E-11
370631 3754460 1.82E-03 8.62E-04 9.43E-06 6.21E-07 9.46E-07 7.23E-08 370631 3754460 1.90E-06 9.01E-07 9.85E-09 6.49E-10 9.89E-10 7.55E-11
370651 3754460 1.91E-03 9.07E-04 1.04E-05 6.85E-07 9.88E-07 7.55E-08 370651 3754460 2.00E-06 9.48E-07 1.09E-08 7.16E-10 1.03E-09 7.89E-11
370671 3754460 2.01E-03 9.56E-04 1.15E-05 7.58E-07 1.03E-06 7.87E-08 370671 3754460 2.11E-06 1.00E-06 1.20E-08 7.93E-10 1.08E-09 8.22E-11
370691 3754460 2.12E-03 1.01E-03 1.28E-05 8.45E-07 1.08E-06 8.21E-08 370691 3754460 2.22E-06 1.05E-06 1.34E-08 8.83E-10 1.12E-09 8.58E-11
370711 3754460 2.24E-03 1.07E-03 1.44E-05 9.48E-07 1.12E-06 8.57E-08 370711 3754460 2.35E-06 1.11E-06 1.50E-08 9.91E-10 1.17E-09 8.96E-11
370731 3754460 2.37E-03 1.13E-03 1.63E-05 1.07E-06 1.18E-06 8.98E-08 370731 3754460 2.48E-06 1.18E-06 1.70E-08 1.12E-09 1.23E-09 9.38E-11
370751 3754460 2.52E-03 1.20E-03 1.86E-05 1.22E-06 1.23E-06 9.41E-08 370751 3754460 2.63E-06 1.25E-06 1.94E-08 1.28E-09 1.29E-09 9.84E-11
370771 3754460 2.67E-03 1.27E-03 2.15E-05 1.41E-06 1.30E-06 9.89E-08 370771 3754460 2.79E-06 1.33E-06 2.24E-08 1.48E-09 1.35E-09 1.03E-10
370791 3754460 2.84E-03 1.35E-03 2.51E-05 1.65E-06 1.37E-06 1.04E-07 370791 3754460 2.96E-06 1.41E-06 2.62E-08 1.73E-09 1.43E-09 1.09E-10
370811 3754460 3.02E-03 1.43E-03 2.99E-05 1.97E-06 1.44E-06 1.10E-07 370811 3754460 3.16E-06 1.50E-06 3.12E-08 2.06E-09 1.50E-09 1.15E-10
370831 3754460 3.23E-03 1.53E-03 3.64E-05 2.40E-06 1.51E-06 1.15E-07 370831 3754460 3.37E-06 1.60E-06 3.81E-08 2.51E-09 1.58E-09 1.20E-10
370851 3754460 3.45E-03 1.63E-03 4.57E-05 3.01E-06 1.58E-06 1.21E-07 370851 3754460 3.61E-06 1.70E-06 4.78E-08 3.15E-09 1.65E-09 1.26E-10
370871 3754460 3.71E-03 1.75E-03 6.10E-05 4.02E-06 1.66E-06 1.27E-07 370871 3754460 3.88E-06 1.83E-06 6.37E-08 4.20E-09 1.73E-09 1.32E-10
370891 3754460 4.00E-03 1.88E-03 8.96E-05 5.91E-06 1.71E-06 1.31E-07 370891 3754460 4.18E-06 1.96E-06 9.37E-08 6.17E-09 1.79E-09 1.37E-10
370911 3754460 4.30E-03 2.01E-03 1.49E-04 9.80E-06 1.79E-06 1.37E-07 370911 3754460 4.50E-06 2.10E-06 1.55E-07 1.02E-08 1.87E-09 1.43E-10
370931 3754460 4.66E-03 2.16E-03 2.15E-04 1.42E-05 1.87E-06 1.43E-07 370931 3754460 4.87E-06 2.26E-06 2.25E-07 1.48E-08 1.96E-09 1.49E-10
370951 3754460 5.06E-03 2.33E-03 2.47E-04 1.63E-05 1.96E-06 1.50E-07 370951 3754460 5.29E-06 2.43E-06 2.58E-07 1.70E-08 2.05E-09 1.56E-10
370971 3754460 5.48E-03 2.49E-03 2.44E-04 1.61E-05 2.03E-06 1.55E-07 370971 3754460 5.73E-06 2.60E-06 2.55E-07 1.68E-08 2.13E-09 1.62E-10
370991 3754460 5.99E-03 2.68E-03 1.58E-04 1.04E-05 2.12E-06 1.62E-07 370991 3754460 6.26E-06 2.80E-06 1.65E-07 1.09E-08 2.22E-09 1.69E-10
371011 3754460 6.56E-03 2.88E-03 1.13E-04 7.46E-06 2.20E-06 1.68E-07 371011 3754460 6.86E-06 3.01E-06 1.18E-07 7.80E-09 2.30E-09 1.76E-10
371031 3754460 7.21E-03 3.10E-03 8.71E-05 5.74E-06 2.28E-06 1.74E-07 371031 3754460 7.53E-06 3.24E-06 9.10E-08 6.00E-09 2.38E-09 1.82E-10
371051 3754460 7.94E-03 3.31E-03 7.02E-05 4.63E-06 2.36E-06 1.80E-07 371051 3754460 8.30E-06 3.46E-06 7.34E-08 4.84E-09 2.46E-09 1.88E-10
371071 3754460 8.73E-03 3.50E-03 5.85E-05 3.85E-06 2.42E-06 1.84E-07 371071 3754460 9.12E-06 3.65E-06 6.11E-08 4.03E-09 2.52E-09 1.93E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371091 3754460 9.67E-03 3.70E-03 4.99E-05 3.29E-06 2.48E-06 1.90E-07 371091 3754460 1.01E-05 3.86E-06 5.22E-08 3.44E-09 2.60E-09 1.98E-10
371111 3754460 1.08E-02 3.86E-03 4.37E-05 2.88E-06 2.59E-06 1.97E-07 371111 3754460 1.12E-05 4.04E-06 4.57E-08 3.01E-09 2.70E-09 2.06E-10
371131 3754460 1.19E-02 3.95E-03 3.86E-05 2.54E-06 2.65E-06 2.02E-07 371131 3754460 1.24E-05 4.13E-06 4.03E-08 2.66E-09 2.77E-09 2.11E-10
371151 3754460 1.31E-02 3.96E-03 3.45E-05 2.27E-06 2.69E-06 2.05E-07 371151 3754460 1.37E-05 4.14E-06 3.60E-08 2.38E-09 2.81E-09 2.15E-10
371171 3754460 1.44E-02 3.89E-03 3.11E-05 2.05E-06 2.72E-06 2.08E-07 371171 3754460 1.50E-05 4.06E-06 3.25E-08 2.14E-09 2.84E-09 2.17E-10
371191 3754460 1.56E-02 3.75E-03 2.83E-05 1.86E-06 2.74E-06 2.09E-07 371191 3754460 1.63E-05 3.92E-06 2.96E-08 1.95E-09 2.86E-09 2.18E-10
371211 3754460 1.67E-02 3.58E-03 2.59E-05 1.71E-06 2.75E-06 2.10E-07 371211 3754460 1.74E-05 3.74E-06 2.71E-08 1.78E-09 2.87E-09 2.20E-10
371231 3754460 1.75E-02 3.42E-03 2.39E-05 1.57E-06 2.76E-06 2.11E-07 371231 3754460 1.83E-05 3.57E-06 2.49E-08 1.64E-09 2.88E-09 2.20E-10
371251 3754460 1.80E-02 3.32E-03 2.21E-05 1.46E-06 2.77E-06 2.11E-07 371251 3754460 1.88E-05 3.47E-06 2.31E-08 1.52E-09 2.89E-09 2.21E-10
371271 3754460 1.81E-02 3.31E-03 2.06E-05 1.36E-06 2.76E-06 2.11E-07 371271 3754460 1.89E-05 3.46E-06 2.15E-08 1.42E-09 2.88E-09 2.20E-10
371291 3754460 1.79E-02 3.39E-03 1.93E-05 1.27E-06 2.78E-06 2.12E-07 371291 3754460 1.87E-05 3.55E-06 2.02E-08 1.33E-09 2.91E-09 2.22E-10
371311 3754460 1.75E-02 3.57E-03 1.81E-05 1.20E-06 2.76E-06 2.11E-07 371311 3754460 1.83E-05 3.74E-06 1.90E-08 1.25E-09 2.89E-09 2.20E-10
371331 3754460 1.71E-02 3.81E-03 1.71E-05 1.12E-06 2.73E-06 2.09E-07 371331 3754460 1.78E-05 3.98E-06 1.78E-08 1.17E-09 2.86E-09 2.18E-10
371351 3754460 1.67E-02 4.05E-03 1.61E-05 1.06E-06 2.70E-06 2.06E-07 371351 3754460 1.74E-05 4.23E-06 1.68E-08 1.11E-09 2.82E-09 2.16E-10
371371 3754460 1.67E-02 4.27E-03 1.53E-05 1.01E-06 2.67E-06 2.04E-07 371371 3754460 1.74E-05 4.47E-06 1.59E-08 1.05E-09 2.79E-09 2.13E-10
371391 3754460 1.70E-02 4.45E-03 1.45E-05 9.54E-07 2.63E-06 2.01E-07 371391 3754460 1.78E-05 4.66E-06 1.51E-08 9.97E-10 2.75E-09 2.10E-10
371411 3754460 1.77E-02 4.58E-03 1.38E-05 9.07E-07 2.59E-06 1.97E-07 371411 3754460 1.85E-05 4.79E-06 1.44E-08 9.48E-10 2.70E-09 2.06E-10
371431 3754460 1.87E-02 4.64E-03 1.31E-05 8.64E-07 2.54E-06 1.94E-07 371431 3754460 1.96E-05 4.85E-06 1.37E-08 9.04E-10 2.66E-09 2.03E-10
371451 3754460 1.98E-02 4.66E-03 1.25E-05 8.26E-07 2.51E-06 1.91E-07 371451 3754460 2.07E-05 4.87E-06 1.31E-08 8.63E-10 2.62E-09 2.00E-10
371471 3754460 2.10E-02 4.64E-03 1.20E-05 7.90E-07 2.47E-06 1.88E-07 371471 3754460 2.20E-05 4.85E-06 1.25E-08 8.26E-10 2.58E-09 1.97E-10
371491 3754460 2.20E-02 4.58E-03 1.15E-05 7.57E-07 2.43E-06 1.86E-07 371491 3754460 2.30E-05 4.78E-06 1.20E-08 7.91E-10 2.54E-09 1.94E-10
371511 3754460 2.27E-02 4.49E-03 1.10E-05 7.27E-07 2.40E-06 1.84E-07 371511 3754460 2.38E-05 4.70E-06 1.15E-08 7.60E-10 2.51E-09 1.92E-10
371531 3754460 2.31E-02 4.39E-03 1.06E-05 7.00E-07 2.38E-06 1.82E-07 371531 3754460 2.41E-05 4.59E-06 1.11E-08 7.31E-10 2.49E-09 1.90E-10
371551 3754460 2.30E-02 4.27E-03 1.02E-05 6.75E-07 2.37E-06 1.81E-07 371551 3754460 2.41E-05 4.46E-06 1.07E-08 7.05E-10 2.47E-09 1.89E-10
371571 3754460 2.27E-02 4.14E-03 9.88E-06 6.51E-07 2.36E-06 1.80E-07 371571 3754460 2.37E-05 4.33E-06 1.03E-08 6.81E-10 2.46E-09 1.88E-10
371591 3754460 2.21E-02 4.01E-03 9.56E-06 6.30E-07 2.36E-06 1.80E-07 371591 3754460 2.31E-05 4.19E-06 9.99E-09 6.58E-10 2.46E-09 1.88E-10
371611 3754460 2.13E-02 3.87E-03 9.25E-06 6.10E-07 2.36E-06 1.80E-07 371611 3754460 2.22E-05 4.04E-06 9.67E-09 6.38E-10 2.47E-09 1.88E-10
371631 3754460 2.04E-02 3.73E-03 8.97E-06 5.91E-07 2.37E-06 1.81E-07 371631 3754460 2.13E-05 3.90E-06 9.38E-09 6.18E-10 2.48E-09 1.89E-10
371651 3754460 1.94E-02 3.59E-03 8.71E-06 5.74E-07 2.39E-06 1.82E-07 371651 3754460 2.02E-05 3.75E-06 9.10E-09 6.00E-10 2.50E-09 1.91E-10
371671 3754460 1.83E-02 3.45E-03 8.47E-06 5.58E-07 2.41E-06 1.84E-07 371671 3754460 1.92E-05 3.60E-06 8.85E-09 5.83E-10 2.52E-09 1.92E-10
371691 3754460 1.73E-02 3.31E-03 8.23E-06 5.43E-07 2.43E-06 1.85E-07 371691 3754460 1.81E-05 3.46E-06 8.61E-09 5.67E-10 2.54E-09 1.94E-10
371711 3754460 1.63E-02 3.18E-03 8.02E-06 5.28E-07 2.45E-06 1.87E-07 371711 3754460 1.70E-05 3.32E-06 8.38E-09 5.52E-10 2.56E-09 1.96E-10
371731 3754460 1.53E-02 3.05E-03 7.81E-06 5.15E-07 2.48E-06 1.89E-07 371731 3754460 1.60E-05 3.19E-06 8.16E-09 5.38E-10 2.59E-09 1.98E-10
371751 3754460 1.43E-02 2.92E-03 7.61E-06 5.02E-07 2.50E-06 1.91E-07 371751 3754460 1.50E-05 3.05E-06 7.96E-09 5.25E-10 2.61E-09 2.00E-10
371771 3754460 1.34E-02 2.80E-03 7.43E-06 4.89E-07 2.52E-06 1.93E-07 371771 3754460 1.40E-05 2.93E-06 7.76E-09 5.12E-10 2.63E-09 2.01E-10
371791 3754460 1.26E-02 2.68E-03 7.24E-06 4.77E-07 2.54E-06 1.94E-07 371791 3754460 1.32E-05 2.80E-06 7.57E-09 4.99E-10 2.65E-09 2.03E-10
371811 3754460 1.18E-02 2.57E-03 7.07E-06 4.66E-07 2.55E-06 1.95E-07 371811 3754460 1.23E-05 2.69E-06 7.39E-09 4.87E-10 2.67E-09 2.04E-10
371831 3754460 1.11E-02 2.46E-03 6.90E-06 4.55E-07 2.57E-06 1.96E-07 371831 3754460 1.16E-05 2.58E-06 7.22E-09 4.76E-10 2.68E-09 2.05E-10
370571 3754480 1.54E-03 7.13E-04 7.12E-06 4.70E-07 8.06E-07 6.16E-08 370571 3754480 1.61E-06 7.45E-07 7.45E-09 4.91E-10 8.43E-10 6.43E-11
370591 3754480 1.61E-03 7.47E-04 7.75E-06 5.11E-07 8.39E-07 6.41E-08 370591 3754480 1.68E-06 7.80E-07 8.11E-09 5.34E-10 8.77E-10 6.70E-11
370611 3754480 1.69E-03 7.83E-04 8.47E-06 5.59E-07 8.74E-07 6.68E-08 370611 3754480 1.76E-06 8.18E-07 8.86E-09 5.84E-10 9.14E-10 6.98E-11
370631 3754480 1.77E-03 8.22E-04 9.31E-06 6.13E-07 9.11E-07 6.96E-08 370631 3754480 1.85E-06 8.59E-07 9.73E-09 6.41E-10 9.52E-10 7.27E-11
370651 3754480 1.86E-03 8.64E-04 1.03E-05 6.77E-07 9.50E-07 7.26E-08 370651 3754480 1.95E-06 9.03E-07 1.07E-08 7.07E-10 9.93E-10 7.59E-11
370671 3754480 1.96E-03 9.09E-04 1.14E-05 7.50E-07 9.91E-07 7.57E-08 370671 3754480 2.05E-06 9.50E-07 1.19E-08 7.84E-10 1.04E-09 7.91E-11
370691 3754480 2.06E-03 9.57E-04 1.27E-05 8.36E-07 1.03E-06 7.88E-08 370691 3754480 2.16E-06 1.00E-06 1.33E-08 8.74E-10 1.08E-09 8.24E-11
370711 3754480 2.18E-03 1.01E-03 1.42E-05 9.37E-07 1.07E-06 8.20E-08 370711 3754480 2.28E-06 1.05E-06 1.49E-08 9.80E-10 1.12E-09 8.57E-11
370731 3754480 2.30E-03 1.06E-03 1.61E-05 1.06E-06 1.12E-06 8.56E-08 370731 3754480 2.40E-06 1.11E-06 1.68E-08 1.11E-09 1.17E-09 8.95E-11
370751 3754480 2.43E-03 1.12E-03 1.84E-05 1.21E-06 1.17E-06 8.94E-08 370751 3754480 2.54E-06 1.17E-06 1.92E-08 1.26E-09 1.22E-09 9.34E-11
370771 3754480 2.58E-03 1.19E-03 2.12E-05 1.40E-06 1.22E-06 9.35E-08 370771 3754480 2.69E-06 1.24E-06 2.22E-08 1.46E-09 1.28E-09 9.77E-11
370791 3754480 2.73E-03 1.26E-03 2.49E-05 1.64E-06 1.28E-06 9.80E-08 370791 3754480 2.86E-06 1.32E-06 2.60E-08 1.71E-09 1.34E-09 1.02E-10
370811 3754480 2.90E-03 1.33E-03 2.97E-05 1.96E-06 1.35E-06 1.03E-07 370811 3754480 3.04E-06 1.39E-06 3.10E-08 2.05E-09 1.41E-09 1.08E-10
370831 3754480 3.09E-03 1.42E-03 3.63E-05 2.39E-06 1.41E-06 1.08E-07 370831 3754480 3.23E-06 1.48E-06 3.79E-08 2.50E-09 1.48E-09 1.13E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370851 3754480 3.30E-03 1.50E-03 4.56E-05 3.01E-06 1.48E-06 1.13E-07 370851 3754480 3.45E-06 1.57E-06 4.77E-08 3.14E-09 1.55E-09 1.18E-10
370871 3754480 3.53E-03 1.60E-03 6.08E-05 4.01E-06 1.54E-06 1.18E-07 370871 3754480 3.69E-06 1.67E-06 6.35E-08 4.19E-09 1.61E-09 1.23E-10
370891 3754480 3.77E-03 1.70E-03 8.85E-05 5.83E-06 1.59E-06 1.22E-07 370891 3754480 3.94E-06 1.78E-06 9.25E-08 6.09E-09 1.67E-09 1.27E-10
370911 3754480 4.04E-03 1.81E-03 1.46E-04 9.65E-06 1.66E-06 1.27E-07 370911 3754480 4.23E-06 1.89E-06 1.53E-07 1.01E-08 1.74E-09 1.33E-10
370931 3754480 4.36E-03 1.93E-03 1.51E-04 9.97E-06 1.73E-06 1.32E-07 370931 3754480 4.55E-06 2.02E-06 1.58E-07 1.04E-08 1.81E-09 1.38E-10
370951 3754480 4.70E-03 2.06E-03 1.58E-04 1.04E-05 1.80E-06 1.38E-07 370951 3754480 4.92E-06 2.15E-06 1.65E-07 1.09E-08 1.89E-09 1.44E-10
370971 3754480 5.07E-03 2.18E-03 2.46E-04 1.62E-05 1.87E-06 1.43E-07 370971 3754480 5.29E-06 2.28E-06 2.58E-07 1.70E-08 1.95E-09 1.49E-10
370991 3754480 5.49E-03 2.32E-03 1.59E-04 1.05E-05 1.94E-06 1.48E-07 370991 3754480 5.74E-06 2.43E-06 1.66E-07 1.09E-08 2.02E-09 1.55E-10
371011 3754480 5.97E-03 2.47E-03 1.14E-04 7.49E-06 2.00E-06 1.53E-07 371011 3754480 6.24E-06 2.58E-06 1.19E-07 7.83E-09 2.10E-09 1.60E-10
371031 3754480 6.51E-03 2.62E-03 8.72E-05 5.75E-06 2.07E-06 1.58E-07 371031 3754480 6.80E-06 2.74E-06 9.12E-08 6.01E-09 2.16E-09 1.65E-10
371051 3754480 7.12E-03 2.77E-03 7.03E-05 4.63E-06 2.14E-06 1.63E-07 371051 3754480 7.44E-06 2.90E-06 7.35E-08 4.84E-09 2.23E-09 1.70E-10
371071 3754480 7.72E-03 2.88E-03 5.83E-05 3.84E-06 2.18E-06 1.67E-07 371071 3754480 8.07E-06 3.01E-06 6.10E-08 4.02E-09 2.28E-09 1.74E-10
371091 3754480 8.45E-03 2.99E-03 4.97E-05 3.28E-06 2.23E-06 1.71E-07 371091 3754480 8.83E-06 3.12E-06 5.20E-08 3.43E-09 2.33E-09 1.78E-10
371111 3754480 9.27E-03 3.07E-03 4.35E-05 2.87E-06 2.32E-06 1.77E-07 371111 3754480 9.69E-06 3.21E-06 4.54E-08 2.99E-09 2.42E-09 1.85E-10
371131 3754480 1.01E-02 3.09E-03 3.84E-05 2.53E-06 2.37E-06 1.81E-07 371131 3754480 1.05E-05 3.23E-06 4.01E-08 2.64E-09 2.48E-09 1.89E-10
371151 3754480 1.09E-02 3.06E-03 3.42E-05 2.25E-06 2.39E-06 1.82E-07 371151 3754480 1.14E-05 3.19E-06 3.58E-08 2.36E-09 2.50E-09 1.91E-10
371171 3754480 1.17E-02 2.98E-03 3.08E-05 2.03E-06 2.41E-06 1.84E-07 371171 3754480 1.22E-05 3.11E-06 3.22E-08 2.12E-09 2.52E-09 1.93E-10
371191 3754480 1.24E-02 2.86E-03 2.80E-05 1.85E-06 2.43E-06 1.86E-07 371191 3754480 1.30E-05 2.99E-06 2.93E-08 1.93E-09 2.54E-09 1.94E-10
371211 3754480 1.30E-02 2.74E-03 2.56E-05 1.69E-06 2.44E-06 1.86E-07 371211 3754480 1.36E-05 2.86E-06 2.68E-08 1.76E-09 2.55E-09 1.95E-10
371231 3754480 1.34E-02 2.62E-03 2.36E-05 1.55E-06 2.45E-06 1.87E-07 371231 3754480 1.40E-05 2.74E-06 2.46E-08 1.62E-09 2.56E-09 1.95E-10
371251 3754480 1.36E-02 2.54E-03 2.19E-05 1.44E-06 2.46E-06 1.88E-07 371251 3754480 1.42E-05 2.66E-06 2.28E-08 1.51E-09 2.57E-09 1.96E-10
371271 3754480 1.35E-02 2.51E-03 2.04E-05 1.34E-06 2.48E-06 1.89E-07 371271 3754480 1.41E-05 2.62E-06 2.13E-08 1.40E-09 2.59E-09 1.98E-10
371291 3754480 1.33E-02 2.53E-03 1.90E-05 1.26E-06 2.46E-06 1.88E-07 371291 3754480 1.39E-05 2.64E-06 1.99E-08 1.31E-09 2.58E-09 1.97E-10
371311 3754480 1.29E-02 2.61E-03 1.79E-05 1.18E-06 2.45E-06 1.87E-07 371311 3754480 1.35E-05 2.73E-06 1.87E-08 1.23E-09 2.56E-09 1.95E-10
371331 3754480 1.25E-02 2.74E-03 1.68E-05 1.11E-06 2.42E-06 1.85E-07 371331 3754480 1.30E-05 2.87E-06 1.75E-08 1.16E-09 2.53E-09 1.93E-10
371351 3754480 1.21E-02 2.91E-03 1.58E-05 1.04E-06 2.40E-06 1.83E-07 371351 3754480 1.27E-05 3.04E-06 1.65E-08 1.09E-09 2.51E-09 1.91E-10
371371 3754480 1.20E-02 3.08E-03 1.50E-05 9.87E-07 2.37E-06 1.81E-07 371371 3754480 1.25E-05 3.22E-06 1.56E-08 1.03E-09 2.47E-09 1.89E-10
371391 3754480 1.20E-02 3.24E-03 1.42E-05 9.35E-07 2.33E-06 1.78E-07 371391 3754480 1.26E-05 3.39E-06 1.48E-08 9.78E-10 2.44E-09 1.86E-10
371411 3754480 1.24E-02 3.39E-03 1.35E-05 8.89E-07 2.30E-06 1.76E-07 371411 3754480 1.30E-05 3.54E-06 1.41E-08 9.29E-10 2.40E-09 1.83E-10
371431 3754480 1.30E-02 3.50E-03 1.28E-05 8.46E-07 2.26E-06 1.73E-07 371431 3754480 1.36E-05 3.65E-06 1.34E-08 8.84E-10 2.36E-09 1.81E-10
371451 3754480 1.37E-02 3.57E-03 1.23E-05 8.08E-07 2.23E-06 1.70E-07 371451 3754480 1.43E-05 3.73E-06 1.28E-08 8.44E-10 2.33E-09 1.78E-10
371471 3754480 1.46E-02 3.62E-03 1.17E-05 7.72E-07 2.19E-06 1.67E-07 371471 3754480 1.53E-05 3.78E-06 1.22E-08 8.07E-10 2.29E-09 1.75E-10
371491 3754480 1.54E-02 3.63E-03 1.12E-05 7.39E-07 2.16E-06 1.65E-07 371491 3754480 1.61E-05 3.80E-06 1.17E-08 7.73E-10 2.26E-09 1.72E-10
371511 3754480 1.62E-02 3.62E-03 1.08E-05 7.09E-07 2.13E-06 1.63E-07 371511 3754480 1.69E-05 3.79E-06 1.13E-08 7.42E-10 2.23E-09 1.70E-10
371531 3754480 1.68E-02 3.59E-03 1.03E-05 6.82E-07 2.11E-06 1.61E-07 371531 3754480 1.75E-05 3.76E-06 1.08E-08 7.12E-10 2.20E-09 1.68E-10
371551 3754480 1.71E-02 3.54E-03 9.95E-06 6.56E-07 2.09E-06 1.59E-07 371551 3754480 1.79E-05 3.70E-06 1.04E-08 6.86E-10 2.18E-09 1.67E-10
371571 3754480 1.73E-02 3.48E-03 9.60E-06 6.33E-07 2.08E-06 1.58E-07 371571 3754480 1.81E-05 3.64E-06 1.00E-08 6.62E-10 2.17E-09 1.66E-10
371591 3754480 1.72E-02 3.41E-03 9.28E-06 6.12E-07 2.07E-06 1.58E-07 371591 3754480 1.80E-05 3.56E-06 9.70E-09 6.39E-10 2.16E-09 1.65E-10
371611 3754480 1.70E-02 3.32E-03 8.97E-06 5.91E-07 2.07E-06 1.58E-07 371611 3754480 1.77E-05 3.47E-06 9.38E-09 6.18E-10 2.16E-09 1.65E-10
371631 3754480 1.66E-02 3.24E-03 8.69E-06 5.73E-07 2.07E-06 1.58E-07 371631 3754480 1.73E-05 3.38E-06 9.08E-09 5.99E-10 2.16E-09 1.65E-10
371651 3754480 1.60E-02 3.14E-03 8.43E-06 5.55E-07 2.08E-06 1.59E-07 371651 3754480 1.68E-05 3.28E-06 8.81E-09 5.80E-10 2.17E-09 1.66E-10
371671 3754480 1.55E-02 3.05E-03 8.18E-06 5.39E-07 2.09E-06 1.60E-07 371671 3754480 1.62E-05 3.18E-06 8.55E-09 5.63E-10 2.18E-09 1.67E-10
371691 3754480 1.48E-02 2.95E-03 7.95E-06 5.24E-07 2.11E-06 1.61E-07 371691 3754480 1.55E-05 3.08E-06 8.31E-09 5.48E-10 2.20E-09 1.68E-10
371711 3754480 1.41E-02 2.85E-03 7.73E-06 5.10E-07 2.12E-06 1.62E-07 371711 3754480 1.48E-05 2.98E-06 8.08E-09 5.33E-10 2.22E-09 1.70E-10
371731 3754480 1.35E-02 2.75E-03 7.53E-06 4.96E-07 2.14E-06 1.64E-07 371731 3754480 1.41E-05 2.88E-06 7.87E-09 5.19E-10 2.24E-09 1.71E-10
371751 3754480 1.28E-02 2.66E-03 7.34E-06 4.84E-07 2.17E-06 1.65E-07 371751 3754480 1.34E-05 2.78E-06 7.67E-09 5.06E-10 2.26E-09 1.73E-10
371771 3754480 1.21E-02 2.56E-03 7.16E-06 4.72E-07 2.19E-06 1.67E-07 371771 3754480 1.27E-05 2.68E-06 7.48E-09 4.93E-10 2.28E-09 1.74E-10
371791 3754480 1.15E-02 2.47E-03 6.98E-06 4.60E-07 2.21E-06 1.68E-07 371791 3754480 1.20E-05 2.58E-06 7.30E-09 4.81E-10 2.30E-09 1.76E-10
371811 3754480 1.09E-02 2.38E-03 6.81E-06 4.49E-07 2.22E-06 1.70E-07 371811 3754480 1.13E-05 2.48E-06 7.12E-09 4.69E-10 2.32E-09 1.77E-10
371831 3754480 1.03E-02 2.29E-03 6.65E-06 4.38E-07 2.24E-06 1.71E-07 371831 3754480 1.07E-05 2.39E-06 6.95E-09 4.58E-10 2.34E-09 1.79E-10
370571 3754500 1.50E-03 6.84E-04 7.04E-06 4.64E-07 7.79E-07 5.95E-08 370571 3754500 1.57E-06 7.15E-07 7.36E-09 4.85E-10 8.14E-10 6.22E-11
370591 3754500 1.57E-03 7.14E-04 7.66E-06 5.05E-07 8.10E-07 6.19E-08 370591 3754500 1.64E-06 7.47E-07 8.01E-09 5.28E-10 8.47E-10 6.47E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370611 3754500 1.64E-03 7.47E-04 8.37E-06 5.51E-07 8.43E-07 6.44E-08 370611 3754500 1.72E-06 7.81E-07 8.74E-09 5.76E-10 8.81E-10 6.73E-11
370631 3754500 1.72E-03 7.82E-04 9.18E-06 6.05E-07 8.77E-07 6.70E-08 370631 3754500 1.80E-06 8.18E-07 9.60E-09 6.33E-10 9.17E-10 7.00E-11
370651 3754500 1.81E-03 8.20E-04 1.01E-05 6.68E-07 9.14E-07 6.98E-08 370651 3754500 1.89E-06 8.58E-07 1.06E-08 6.98E-10 9.55E-10 7.29E-11
370671 3754500 1.90E-03 8.61E-04 1.12E-05 7.40E-07 9.52E-07 7.27E-08 370671 3754500 1.98E-06 9.00E-07 1.17E-08 7.74E-10 9.95E-10 7.60E-11
370691 3754500 2.00E-03 9.05E-04 1.25E-05 8.25E-07 9.88E-07 7.55E-08 370691 3754500 2.09E-06 9.46E-07 1.31E-08 8.62E-10 1.03E-09 7.89E-11
370711 3754500 2.10E-03 9.51E-04 1.40E-05 9.25E-07 1.03E-06 7.85E-08 370711 3754500 2.20E-06 9.94E-07 1.47E-08 9.67E-10 1.07E-09 8.20E-11
370731 3754500 2.22E-03 1.00E-03 1.59E-05 1.05E-06 1.07E-06 8.18E-08 370731 3754500 2.32E-06 1.05E-06 1.66E-08 1.09E-09 1.12E-09 8.54E-11
370751 3754500 2.34E-03 1.05E-03 1.81E-05 1.20E-06 1.11E-06 8.51E-08 370751 3754500 2.44E-06 1.10E-06 1.90E-08 1.25E-09 1.17E-09 8.90E-11
370771 3754500 2.47E-03 1.11E-03 2.10E-05 1.38E-06 1.16E-06 8.88E-08 370771 3754500 2.58E-06 1.16E-06 2.19E-08 1.44E-09 1.22E-09 9.28E-11
370791 3754500 2.61E-03 1.17E-03 2.46E-05 1.62E-06 1.22E-06 9.28E-08 370791 3754500 2.73E-06 1.22E-06 2.57E-08 1.69E-09 1.27E-09 9.70E-11
370811 3754500 2.77E-03 1.23E-03 2.93E-05 1.93E-06 1.27E-06 9.70E-08 370811 3754500 2.90E-06 1.29E-06 3.07E-08 2.02E-09 1.33E-09 1.01E-10
370831 3754500 2.94E-03 1.30E-03 3.59E-05 2.37E-06 1.33E-06 1.01E-07 370831 3754500 3.08E-06 1.36E-06 3.75E-08 2.47E-09 1.39E-09 1.06E-10
370851 3754500 3.13E-03 1.38E-03 4.54E-05 2.99E-06 1.39E-06 1.06E-07 370851 3754500 3.27E-06 1.44E-06 4.74E-08 3.13E-09 1.45E-09 1.11E-10
370871 3754500 3.34E-03 1.46E-03 6.05E-05 3.99E-06 1.44E-06 1.10E-07 370871 3754500 3.49E-06 1.53E-06 6.32E-08 4.17E-09 1.50E-09 1.15E-10
370891 3754500 3.54E-03 1.54E-03 8.73E-05 5.75E-06 1.49E-06 1.13E-07 370891 3754500 3.70E-06 1.61E-06 9.13E-08 6.01E-09 1.55E-09 1.19E-10
370911 3754500 3.78E-03 1.62E-03 1.44E-04 9.50E-06 1.54E-06 1.18E-07 370911 3754500 3.95E-06 1.70E-06 1.51E-07 9.93E-09 1.61E-09 1.23E-10
370931 3754500 4.05E-03 1.72E-03 2.11E-04 1.39E-05 1.60E-06 1.23E-07 370931 3754500 4.23E-06 1.80E-06 2.20E-07 1.45E-08 1.68E-09 1.28E-10
370951 3754500 4.34E-03 1.82E-03 2.52E-04 1.66E-05 1.66E-06 1.27E-07 370951 3754500 4.54E-06 1.90E-06 2.63E-07 1.73E-08 1.74E-09 1.33E-10
370971 3754500 4.65E-03 1.91E-03 2.49E-04 1.64E-05 1.71E-06 1.31E-07 370971 3754500 4.86E-06 2.00E-06 2.60E-07 1.72E-08 1.79E-09 1.37E-10
370991 3754500 5.00E-03 2.01E-03 1.60E-04 1.05E-05 1.77E-06 1.35E-07 370991 3754500 5.23E-06 2.10E-06 1.67E-07 1.10E-08 1.85E-09 1.41E-10
371011 3754500 5.39E-03 2.11E-03 1.14E-04 7.52E-06 1.83E-06 1.40E-07 371011 3754500 5.64E-06 2.21E-06 1.19E-07 7.85E-09 1.91E-09 1.46E-10
371031 3754500 5.87E-03 2.24E-03 8.76E-05 5.77E-06 1.89E-06 1.44E-07 371031 3754500 6.13E-06 2.34E-06 9.15E-08 6.03E-09 1.98E-09 1.51E-10
371051 3754500 6.34E-03 2.33E-03 7.03E-05 4.64E-06 1.94E-06 1.48E-07 371051 3754500 6.62E-06 2.43E-06 7.35E-08 4.84E-09 2.03E-09 1.55E-10
371071 3754500 6.83E-03 2.39E-03 5.83E-05 3.85E-06 1.98E-06 1.51E-07 371071 3754500 7.14E-06 2.50E-06 6.10E-08 4.02E-09 2.07E-09 1.58E-10
371091 3754500 7.37E-03 2.45E-03 4.97E-05 3.27E-06 2.02E-06 1.54E-07 371091 3754500 7.70E-06 2.56E-06 5.19E-08 3.42E-09 2.11E-09 1.61E-10
371111 3754500 7.96E-03 2.47E-03 4.33E-05 2.85E-06 2.09E-06 1.59E-07 371111 3754500 8.32E-06 2.59E-06 4.52E-08 2.98E-09 2.18E-09 1.67E-10
371131 3754500 8.52E-03 2.46E-03 3.81E-05 2.51E-06 2.13E-06 1.63E-07 371131 3754500 8.91E-06 2.57E-06 3.99E-08 2.63E-09 2.23E-09 1.70E-10
371151 3754500 9.08E-03 2.42E-03 3.40E-05 2.24E-06 2.14E-06 1.63E-07 371151 3754500 9.49E-06 2.53E-06 3.55E-08 2.34E-09 2.24E-09 1.71E-10
371171 3754500 9.59E-03 2.35E-03 3.06E-05 2.02E-06 2.16E-06 1.65E-07 371171 3754500 1.00E-05 2.45E-06 3.20E-08 2.11E-09 2.26E-09 1.72E-10
371191 3754500 1.00E-02 2.26E-03 2.78E-05 1.83E-06 2.17E-06 1.66E-07 371191 3754500 1.05E-05 2.36E-06 2.90E-08 1.91E-09 2.27E-09 1.73E-10
371211 3754500 1.03E-02 2.16E-03 2.54E-05 1.67E-06 2.18E-06 1.66E-07 371211 3754500 1.08E-05 2.26E-06 2.65E-08 1.75E-09 2.28E-09 1.74E-10
371231 3754500 1.05E-02 2.08E-03 2.34E-05 1.54E-06 2.19E-06 1.67E-07 371231 3754500 1.10E-05 2.17E-06 2.44E-08 1.61E-09 2.28E-09 1.74E-10
371251 3754500 1.05E-02 2.01E-03 2.16E-05 1.43E-06 2.20E-06 1.68E-07 371251 3754500 1.10E-05 2.10E-06 2.26E-08 1.49E-09 2.30E-09 1.76E-10
371271 3754500 1.04E-02 1.97E-03 2.02E-05 1.33E-06 2.21E-06 1.69E-07 371271 3754500 1.08E-05 2.06E-06 2.11E-08 1.39E-09 2.31E-09 1.76E-10
371291 3754500 1.01E-02 1.97E-03 1.88E-05 1.24E-06 2.20E-06 1.68E-07 371291 3754500 1.06E-05 2.06E-06 1.97E-08 1.30E-09 2.30E-09 1.75E-10
371311 3754500 9.81E-03 2.01E-03 1.76E-05 1.16E-06 2.18E-06 1.67E-07 371311 3754500 1.02E-05 2.10E-06 1.84E-08 1.21E-09 2.28E-09 1.74E-10
371331 3754500 9.47E-03 2.07E-03 1.66E-05 1.09E-06 2.16E-06 1.65E-07 371331 3754500 9.89E-06 2.17E-06 1.73E-08 1.14E-09 2.26E-09 1.73E-10
371351 3754500 9.18E-03 2.17E-03 1.56E-05 1.03E-06 2.14E-06 1.63E-07 371351 3754500 9.59E-06 2.27E-06 1.63E-08 1.07E-09 2.24E-09 1.71E-10
371371 3754500 8.99E-03 2.29E-03 1.47E-05 9.71E-07 2.11E-06 1.61E-07 371371 3754500 9.40E-06 2.39E-06 1.54E-08 1.02E-09 2.21E-09 1.69E-10
371391 3754500 8.96E-03 2.42E-03 1.40E-05 9.20E-07 2.09E-06 1.59E-07 371391 3754500 9.37E-06 2.52E-06 1.46E-08 9.61E-10 2.18E-09 1.67E-10
371411 3754500 9.11E-03 2.54E-03 1.33E-05 8.73E-07 2.06E-06 1.57E-07 371411 3754500 9.52E-06 2.65E-06 1.39E-08 9.13E-10 2.15E-09 1.64E-10
371431 3754500 9.43E-03 2.65E-03 1.26E-05 8.31E-07 2.03E-06 1.55E-07 371431 3754500 9.85E-06 2.77E-06 1.32E-08 8.69E-10 2.12E-09 1.62E-10
371451 3754500 9.88E-03 2.74E-03 1.20E-05 7.93E-07 1.99E-06 1.52E-07 371451 3754500 1.03E-05 2.86E-06 1.26E-08 8.29E-10 2.08E-09 1.59E-10
371471 3754500 1.05E-02 2.82E-03 1.15E-05 7.57E-07 1.96E-06 1.50E-07 371471 3754500 1.09E-05 2.94E-06 1.20E-08 7.91E-10 2.05E-09 1.57E-10
371491 3754500 1.11E-02 2.87E-03 1.10E-05 7.24E-07 1.93E-06 1.48E-07 371491 3754500 1.16E-05 3.00E-06 1.15E-08 7.57E-10 2.02E-09 1.54E-10
371511 3754500 1.17E-02 2.90E-03 1.05E-05 6.94E-07 1.91E-06 1.46E-07 371511 3754500 1.22E-05 3.03E-06 1.10E-08 7.26E-10 1.99E-09 1.52E-10
371531 3754500 1.23E-02 2.91E-03 1.01E-05 6.67E-07 1.88E-06 1.44E-07 371531 3754500 1.28E-05 3.05E-06 1.06E-08 6.97E-10 1.97E-09 1.50E-10
371551 3754500 1.27E-02 2.91E-03 9.73E-06 6.41E-07 1.86E-06 1.42E-07 371551 3754500 1.33E-05 3.04E-06 1.02E-08 6.70E-10 1.95E-09 1.49E-10
371571 3754500 1.31E-02 2.89E-03 9.37E-06 6.18E-07 1.85E-06 1.41E-07 371571 3754500 1.37E-05 3.03E-06 9.80E-09 6.46E-10 1.93E-09 1.47E-10
371591 3754500 1.33E-02 2.87E-03 9.05E-06 5.96E-07 1.83E-06 1.40E-07 371591 3754500 1.39E-05 3.00E-06 9.45E-09 6.23E-10 1.92E-09 1.46E-10
371611 3754500 1.33E-02 2.83E-03 8.74E-06 5.76E-07 1.83E-06 1.40E-07 371611 3754500 1.39E-05 2.95E-06 9.14E-09 6.02E-10 1.91E-09 1.46E-10
371631 3754500 1.33E-02 2.78E-03 8.45E-06 5.57E-07 1.82E-06 1.39E-07 371631 3754500 1.39E-05 2.90E-06 8.84E-09 5.82E-10 1.91E-09 1.46E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371651 3754500 1.31E-02 2.72E-03 8.19E-06 5.40E-07 1.83E-06 1.40E-07 371651 3754500 1.37E-05 2.84E-06 8.56E-09 5.64E-10 1.91E-09 1.46E-10
371671 3754500 1.28E-02 2.66E-03 7.94E-06 5.23E-07 1.83E-06 1.40E-07 371671 3754500 1.34E-05 2.78E-06 8.30E-09 5.47E-10 1.92E-09 1.46E-10
371691 3754500 1.25E-02 2.60E-03 7.71E-06 5.08E-07 1.84E-06 1.41E-07 371691 3754500 1.30E-05 2.71E-06 8.06E-09 5.31E-10 1.93E-09 1.47E-10
371711 3754500 1.21E-02 2.53E-03 7.50E-06 4.94E-07 1.86E-06 1.42E-07 371711 3754500 1.26E-05 2.64E-06 7.83E-09 5.16E-10 1.94E-09 1.48E-10
371731 3754500 1.17E-02 2.46E-03 7.29E-06 4.81E-07 1.87E-06 1.43E-07 371731 3754500 1.22E-05 2.57E-06 7.62E-09 5.03E-10 1.96E-09 1.49E-10
371751 3754500 1.12E-02 2.39E-03 7.10E-06 4.68E-07 1.89E-06 1.44E-07 371751 3754500 1.17E-05 2.50E-06 7.42E-09 4.89E-10 1.98E-09 1.51E-10
371771 3754500 1.07E-02 2.32E-03 6.92E-06 4.56E-07 1.91E-06 1.46E-07 371771 3754500 1.12E-05 2.42E-06 7.23E-09 4.77E-10 1.99E-09 1.52E-10
371791 3754500 1.03E-02 2.25E-03 6.75E-06 4.45E-07 1.92E-06 1.47E-07 371791 3754500 1.07E-05 2.35E-06 7.05E-09 4.65E-10 2.01E-09 1.54E-10
371811 3754500 9.81E-03 2.17E-03 6.59E-06 4.34E-07 1.94E-06 1.48E-07 371811 3754500 1.03E-05 2.27E-06 6.88E-09 4.54E-10 2.03E-09 1.55E-10
371831 3754500 9.35E-03 2.11E-03 6.43E-06 4.24E-07 1.96E-06 1.50E-07 371831 3754500 9.78E-06 2.20E-06 6.72E-09 4.43E-10 2.05E-09 1.56E-10
370571 3754520 1.46E-03 6.55E-04 6.95E-06 4.58E-07 7.53E-07 5.75E-08 370571 3754520 1.53E-06 6.84E-07 7.27E-09 4.79E-10 7.87E-10 6.01E-11
370591 3754520 1.53E-03 6.82E-04 7.56E-06 4.98E-07 7.82E-07 5.97E-08 370591 3754520 1.60E-06 7.13E-07 7.90E-09 5.21E-10 8.17E-10 6.24E-11
370611 3754520 1.60E-03 7.12E-04 8.26E-06 5.44E-07 8.12E-07 6.20E-08 370611 3754520 1.67E-06 7.44E-07 8.63E-09 5.69E-10 8.49E-10 6.48E-11
370631 3754520 1.67E-03 7.44E-04 9.06E-06 5.97E-07 8.44E-07 6.45E-08 370631 3754520 1.74E-06 7.77E-07 9.47E-09 6.24E-10 8.82E-10 6.74E-11
370651 3754520 1.75E-03 7.77E-04 9.98E-06 6.58E-07 8.78E-07 6.71E-08 370651 3754520 1.83E-06 8.13E-07 1.04E-08 6.88E-10 9.18E-10 7.01E-11
370671 3754520 1.83E-03 8.14E-04 1.11E-05 7.29E-07 9.13E-07 6.98E-08 370671 3754520 1.92E-06 8.51E-07 1.16E-08 7.62E-10 9.55E-10 7.29E-11
370691 3754520 1.92E-03 8.52E-04 1.23E-05 8.12E-07 9.50E-07 7.25E-08 370691 3754520 2.01E-06 8.91E-07 1.29E-08 8.49E-10 9.93E-10 7.58E-11
370711 3754520 2.02E-03 8.94E-04 1.38E-05 9.12E-07 9.83E-07 7.51E-08 370711 3754520 2.11E-06 9.34E-07 1.45E-08 9.53E-10 1.03E-09 7.85E-11
370731 3754520 2.13E-03 9.37E-04 1.57E-05 1.03E-06 1.02E-06 7.80E-08 370731 3754520 2.22E-06 9.79E-07 1.64E-08 1.08E-09 1.07E-09 8.16E-11
370751 3754520 2.24E-03 9.83E-04 1.79E-05 1.18E-06 1.06E-06 8.12E-08 370751 3754520 2.34E-06 1.03E-06 1.87E-08 1.23E-09 1.11E-09 8.49E-11
370771 3754520 2.36E-03 1.03E-03 2.07E-05 1.36E-06 1.11E-06 8.46E-08 370771 3754520 2.47E-06 1.08E-06 2.16E-08 1.42E-09 1.16E-09 8.84E-11
370791 3754520 2.49E-03 1.08E-03 2.42E-05 1.60E-06 1.15E-06 8.80E-08 370791 3754520 2.60E-06 1.13E-06 2.53E-08 1.67E-09 1.20E-09 9.20E-11
370811 3754520 2.63E-03 1.14E-03 2.90E-05 1.91E-06 1.20E-06 9.15E-08 370811 3754520 2.75E-06 1.19E-06 3.03E-08 2.00E-09 1.25E-09 9.57E-11
370831 3754520 2.78E-03 1.20E-03 3.55E-05 2.34E-06 1.25E-06 9.52E-08 370831 3754520 2.91E-06 1.25E-06 3.71E-08 2.44E-09 1.30E-09 9.95E-11
370851 3754520 2.95E-03 1.26E-03 4.49E-05 2.96E-06 1.30E-06 9.90E-08 370851 3754520 3.08E-06 1.32E-06 4.70E-08 3.10E-09 1.36E-09 1.04E-10
370871 3754520 3.11E-03 1.32E-03 5.98E-05 3.94E-06 1.34E-06 1.02E-07 370871 3754520 3.25E-06 1.38E-06 6.25E-08 4.12E-09 1.40E-09 1.07E-10
370891 3754520 3.30E-03 1.39E-03 8.62E-05 5.68E-06 1.39E-06 1.06E-07 370891 3754520 3.45E-06 1.45E-06 9.01E-08 5.94E-09 1.45E-09 1.11E-10
370911 3754520 3.51E-03 1.46E-03 1.42E-04 9.36E-06 1.44E-06 1.10E-07 370911 3754520 3.67E-06 1.52E-06 1.48E-07 9.78E-09 1.50E-09 1.15E-10
370931 3754520 3.74E-03 1.53E-03 1.49E-04 9.83E-06 1.49E-06 1.14E-07 370931 3754520 3.91E-06 1.60E-06 1.56E-07 1.03E-08 1.56E-09 1.19E-10
370951 3754520 4.00E-03 1.61E-03 1.59E-04 1.05E-05 1.54E-06 1.18E-07 370951 3754520 4.18E-06 1.68E-06 1.66E-07 1.10E-08 1.61E-09 1.23E-10
370971 3754520 4.25E-03 1.68E-03 2.52E-04 1.66E-05 1.58E-06 1.21E-07 370971 3754520 4.45E-06 1.75E-06 2.64E-07 1.74E-08 1.65E-09 1.26E-10
370991 3754520 4.54E-03 1.75E-03 1.61E-04 1.06E-05 1.60E-06 1.22E-07 370991 3754520 4.74E-06 1.83E-06 1.68E-07 1.11E-08 1.67E-09 1.28E-10
371011 3754520 4.86E-03 1.82E-03 1.14E-04 7.54E-06 1.65E-06 1.26E-07 371011 3754520 5.07E-06 1.90E-06 1.20E-07 7.88E-09 1.73E-09 1.32E-10
371031 3754520 5.24E-03 1.90E-03 8.77E-05 5.78E-06 1.73E-06 1.32E-07 371031 3754520 5.48E-06 1.99E-06 9.17E-08 6.04E-09 1.80E-09 1.38E-10
371051 3754520 5.61E-03 1.96E-03 7.03E-05 4.63E-06 1.76E-06 1.35E-07 371051 3754520 5.86E-06 2.04E-06 7.35E-08 4.84E-09 1.84E-09 1.41E-10
371071 3754520 5.99E-03 2.00E-03 5.83E-05 3.84E-06 1.80E-06 1.37E-07 371071 3754520 6.26E-06 2.09E-06 6.09E-08 4.01E-09 1.88E-09 1.43E-10
371091 3754520 6.40E-03 2.02E-03 4.96E-05 3.27E-06 1.83E-06 1.40E-07 371091 3754520 6.69E-06 2.11E-06 5.18E-08 3.41E-09 1.91E-09 1.46E-10
371111 3754520 6.84E-03 2.03E-03 4.31E-05 2.84E-06 1.89E-06 1.44E-07 371111 3754520 7.15E-06 2.12E-06 4.50E-08 2.97E-09 1.97E-09 1.51E-10
371131 3754520 7.23E-03 2.00E-03 3.79E-05 2.50E-06 1.92E-06 1.47E-07 371131 3754520 7.56E-06 2.09E-06 3.96E-08 2.61E-09 2.01E-09 1.53E-10
371151 3754520 7.60E-03 1.96E-03 3.38E-05 2.23E-06 1.94E-06 1.48E-07 371151 3754520 7.94E-06 2.04E-06 3.53E-08 2.33E-09 2.02E-09 1.54E-10
371171 3754520 7.92E-03 1.89E-03 3.04E-05 2.00E-06 1.95E-06 1.49E-07 371171 3754520 8.28E-06 1.98E-06 3.18E-08 2.09E-09 2.03E-09 1.55E-10
371191 3754520 8.16E-03 1.82E-03 2.76E-05 1.82E-06 1.96E-06 1.49E-07 371191 3754520 8.53E-06 1.91E-06 2.88E-08 1.90E-09 2.05E-09 1.56E-10
371211 3754520 8.32E-03 1.75E-03 2.52E-05 1.66E-06 1.97E-06 1.50E-07 371211 3754520 8.69E-06 1.83E-06 2.63E-08 1.74E-09 2.06E-09 1.57E-10
371231 3754520 8.37E-03 1.69E-03 2.32E-05 1.53E-06 1.97E-06 1.51E-07 371231 3754520 8.75E-06 1.76E-06 2.42E-08 1.60E-09 2.06E-09 1.57E-10
371251 3754520 8.31E-03 1.64E-03 2.14E-05 1.41E-06 1.98E-06 1.51E-07 371251 3754520 8.69E-06 1.71E-06 2.24E-08 1.48E-09 2.07E-09 1.58E-10
371271 3754520 8.16E-03 1.60E-03 1.99E-05 1.31E-06 1.98E-06 1.51E-07 371271 3754520 8.53E-06 1.67E-06 2.08E-08 1.37E-09 2.07E-09 1.58E-10
371291 3754520 7.94E-03 1.59E-03 1.86E-05 1.22E-06 1.97E-06 1.50E-07 371291 3754520 8.30E-06 1.66E-06 1.94E-08 1.28E-09 2.06E-09 1.57E-10
371311 3754520 7.67E-03 1.60E-03 1.74E-05 1.15E-06 1.96E-06 1.49E-07 371311 3754520 8.02E-06 1.67E-06 1.82E-08 1.20E-09 2.04E-09 1.56E-10
371331 3754520 7.40E-03 1.63E-03 1.63E-05 1.08E-06 1.94E-06 1.48E-07 371331 3754520 7.74E-06 1.71E-06 1.71E-08 1.13E-09 2.03E-09 1.55E-10
371351 3754520 7.17E-03 1.69E-03 1.54E-05 1.01E-06 1.92E-06 1.47E-07 371351 3754520 7.49E-06 1.76E-06 1.61E-08 1.06E-09 2.01E-09 1.53E-10
371371 3754520 7.00E-03 1.76E-03 1.45E-05 9.58E-07 1.90E-06 1.45E-07 371371 3754520 7.32E-06 1.84E-06 1.52E-08 1.00E-09 1.99E-09 1.52E-10
371391 3754520 6.92E-03 1.85E-03 1.38E-05 9.07E-07 1.88E-06 1.43E-07 371391 3754520 7.24E-06 1.93E-06 1.44E-08 9.48E-10 1.96E-09 1.50E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371411 3754520 6.96E-03 1.94E-03 1.31E-05 8.60E-07 1.85E-06 1.41E-07 371411 3754520 7.28E-06 2.03E-06 1.36E-08 8.99E-10 1.93E-09 1.48E-10
371431 3754520 7.12E-03 2.03E-03 1.24E-05 8.18E-07 1.82E-06 1.39E-07 371431 3754520 7.44E-06 2.13E-06 1.30E-08 8.55E-10 1.91E-09 1.46E-10
371451 3754520 7.39E-03 2.12E-03 1.18E-05 7.80E-07 1.80E-06 1.37E-07 371451 3754520 7.72E-06 2.22E-06 1.24E-08 8.15E-10 1.88E-09 1.43E-10
371471 3754520 7.75E-03 2.20E-03 1.13E-05 7.44E-07 1.77E-06 1.35E-07 371471 3754520 8.10E-06 2.30E-06 1.18E-08 7.78E-10 1.85E-09 1.41E-10
371491 3754520 8.18E-03 2.26E-03 1.08E-05 7.12E-07 1.74E-06 1.33E-07 371491 3754520 8.55E-06 2.37E-06 1.13E-08 7.44E-10 1.82E-09 1.39E-10
371511 3754520 8.65E-03 2.32E-03 1.03E-05 6.82E-07 1.72E-06 1.31E-07 371511 3754520 9.04E-06 2.42E-06 1.08E-08 7.12E-10 1.79E-09 1.37E-10
371531 3754520 9.11E-03 2.35E-03 9.92E-06 6.54E-07 1.69E-06 1.29E-07 371531 3754520 9.53E-06 2.46E-06 1.04E-08 6.83E-10 1.77E-09 1.35E-10
371551 3754520 9.55E-03 2.38E-03 9.53E-06 6.28E-07 1.67E-06 1.28E-07 371551 3754520 9.98E-06 2.48E-06 9.97E-09 6.57E-10 1.75E-09 1.33E-10
371571 3754520 9.92E-03 2.39E-03 9.18E-06 6.05E-07 1.65E-06 1.26E-07 371571 3754520 1.04E-05 2.50E-06 9.59E-09 6.32E-10 1.73E-09 1.32E-10
371591 3754520 1.02E-02 2.39E-03 8.85E-06 5.83E-07 1.64E-06 1.25E-07 371591 3754520 1.07E-05 2.50E-06 9.25E-09 6.10E-10 1.72E-09 1.31E-10
371611 3754520 1.04E-02 2.38E-03 8.54E-06 5.63E-07 1.63E-06 1.25E-07 371611 3754520 1.09E-05 2.49E-06 8.93E-09 5.88E-10 1.70E-09 1.30E-10
371631 3754520 1.05E-02 2.36E-03 8.25E-06 5.44E-07 1.62E-06 1.24E-07 371631 3754520 1.10E-05 2.47E-06 8.63E-09 5.69E-10 1.70E-09 1.30E-10
371651 3754520 1.05E-02 2.34E-03 7.99E-06 5.27E-07 1.62E-06 1.24E-07 371651 3754520 1.10E-05 2.44E-06 8.35E-09 5.50E-10 1.70E-09 1.30E-10
371671 3754520 1.05E-02 2.30E-03 7.74E-06 5.10E-07 1.62E-06 1.24E-07 371671 3754520 1.10E-05 2.41E-06 8.09E-09 5.33E-10 1.70E-09 1.30E-10
371691 3754520 1.04E-02 2.27E-03 7.51E-06 4.95E-07 1.63E-06 1.24E-07 371691 3754520 1.08E-05 2.37E-06 7.85E-09 5.17E-10 1.70E-09 1.30E-10
371711 3754520 1.02E-02 2.22E-03 7.29E-06 4.81E-07 1.64E-06 1.25E-07 371711 3754520 1.06E-05 2.32E-06 7.62E-09 5.02E-10 1.71E-09 1.31E-10
371731 3754520 9.94E-03 2.18E-03 7.09E-06 4.67E-07 1.65E-06 1.26E-07 371731 3754520 1.04E-05 2.28E-06 7.41E-09 4.89E-10 1.72E-09 1.32E-10
371751 3754520 9.67E-03 2.13E-03 6.90E-06 4.55E-07 1.66E-06 1.27E-07 371751 3754520 1.01E-05 2.23E-06 7.21E-09 4.75E-10 1.74E-09 1.33E-10
371771 3754520 9.37E-03 2.08E-03 6.72E-06 4.43E-07 1.68E-06 1.28E-07 371771 3754520 9.79E-06 2.17E-06 7.02E-09 4.63E-10 1.75E-09 1.34E-10
371791 3754520 9.05E-03 2.03E-03 6.55E-06 4.32E-07 1.69E-06 1.29E-07 371791 3754520 9.46E-06 2.12E-06 6.84E-09 4.51E-10 1.77E-09 1.35E-10
371811 3754520 8.73E-03 1.97E-03 6.39E-06 4.21E-07 1.71E-06 1.30E-07 371811 3754520 9.12E-06 2.06E-06 6.67E-09 4.40E-10 1.78E-09 1.36E-10
371831 3754520 8.40E-03 1.92E-03 6.23E-06 4.11E-07 1.72E-06 1.31E-07 371831 3754520 8.78E-06 2.01E-06 6.51E-09 4.29E-10 1.80E-09 1.37E-10
370571 3754540 1.42E-03 6.26E-04 6.87E-06 4.53E-07 7.28E-07 5.56E-08 370571 3754540 1.49E-06 6.54E-07 7.18E-09 4.73E-10 7.61E-10 5.81E-11
370591 3754540 1.48E-03 6.51E-04 7.46E-06 4.92E-07 7.55E-07 5.76E-08 370591 3754540 1.55E-06 6.80E-07 7.80E-09 5.14E-10 7.89E-10 6.02E-11
370611 3754540 1.55E-03 6.77E-04 8.14E-06 5.37E-07 7.83E-07 5.98E-08 370611 3754540 1.62E-06 7.08E-07 8.51E-09 5.61E-10 8.18E-10 6.25E-11
370631 3754540 1.61E-03 7.06E-04 8.92E-06 5.88E-07 8.12E-07 6.20E-08 370631 3754540 1.69E-06 7.38E-07 9.33E-09 6.15E-10 8.49E-10 6.49E-11
370651 3754540 1.69E-03 7.36E-04 9.83E-06 6.48E-07 8.44E-07 6.44E-08 370651 3754540 1.76E-06 7.69E-07 1.03E-08 6.77E-10 8.82E-10 6.73E-11
370671 3754540 1.76E-03 7.68E-04 1.09E-05 7.17E-07 8.76E-07 6.69E-08 370671 3754540 1.84E-06 8.02E-07 1.14E-08 7.50E-10 9.16E-10 6.99E-11
370691 3754540 1.85E-03 8.02E-04 1.21E-05 7.99E-07 9.09E-07 6.94E-08 370691 3754540 1.93E-06 8.38E-07 1.27E-08 8.35E-10 9.50E-10 7.26E-11
370711 3754540 1.94E-03 8.38E-04 1.36E-05 8.97E-07 9.40E-07 7.18E-08 370711 3754540 2.02E-06 8.76E-07 1.42E-08 9.37E-10 9.82E-10 7.50E-11
370731 3754540 2.03E-03 8.76E-04 1.54E-05 1.01E-06 9.74E-07 7.44E-08 370731 3754540 2.12E-06 9.16E-07 1.61E-08 1.06E-09 1.02E-09 7.78E-11
370751 3754540 2.13E-03 9.16E-04 1.76E-05 1.16E-06 1.01E-06 7.75E-08 370751 3754540 2.23E-06 9.57E-07 1.84E-08 1.21E-09 1.06E-09 8.10E-11
370771 3754540 2.24E-03 9.58E-04 2.03E-05 1.34E-06 1.06E-06 8.08E-08 370771 3754540 2.34E-06 1.00E-06 2.12E-08 1.40E-09 1.11E-09 8.45E-11
370791 3754540 2.36E-03 1.00E-03 2.38E-05 1.57E-06 1.10E-06 8.40E-08 370791 3754540 2.46E-06 1.05E-06 2.49E-08 1.64E-09 1.15E-09 8.78E-11
370811 3754540 2.48E-03 1.05E-03 2.86E-05 1.88E-06 1.13E-06 8.63E-08 370811 3754540 2.59E-06 1.10E-06 2.98E-08 1.97E-09 1.18E-09 9.02E-11
370831 3754540 2.61E-03 1.10E-03 3.50E-05 2.31E-06 1.17E-06 8.95E-08 370831 3754540 2.73E-06 1.15E-06 3.66E-08 2.41E-09 1.22E-09 9.35E-11
370851 3754540 2.76E-03 1.15E-03 4.44E-05 2.93E-06 1.22E-06 9.29E-08 370851 3754540 2.89E-06 1.20E-06 4.64E-08 3.06E-09 1.27E-09 9.71E-11
370871 3754540 2.91E-03 1.20E-03 5.91E-05 3.90E-06 1.26E-06 9.59E-08 370871 3754540 3.04E-06 1.26E-06 6.18E-08 4.07E-09 1.31E-09 1.00E-10
370891 3754540 3.07E-03 1.25E-03 8.50E-05 5.61E-06 1.29E-06 9.88E-08 370891 3754540 3.21E-06 1.31E-06 8.89E-08 5.86E-09 1.35E-09 1.03E-10
370911 3754540 3.25E-03 1.31E-03 1.40E-04 9.21E-06 1.34E-06 1.02E-07 370911 3754540 3.40E-06 1.37E-06 1.46E-07 9.63E-09 1.40E-09 1.07E-10
370931 3754540 3.45E-03 1.36E-03 2.06E-04 1.36E-05 1.38E-06 1.05E-07 370931 3754540 3.60E-06 1.43E-06 2.15E-07 1.42E-08 1.44E-09 1.10E-10
370951 3754540 3.66E-03 1.42E-03 2.54E-04 1.67E-05 1.43E-06 1.09E-07 370951 3754540 3.83E-06 1.49E-06 2.65E-07 1.75E-08 1.49E-09 1.14E-10
370971 3754540 3.87E-03 1.47E-03 2.55E-04 1.68E-05 1.43E-06 1.09E-07 370971 3754540 4.04E-06 1.54E-06 2.66E-07 1.75E-08 1.49E-09 1.14E-10
370991 3754540 4.11E-03 1.52E-03 1.62E-04 1.07E-05 1.46E-06 1.12E-07 370991 3754540 4.30E-06 1.59E-06 1.70E-07 1.12E-08 1.53E-09 1.17E-10
371011 3754540 4.37E-03 1.57E-03 1.15E-04 7.58E-06 1.52E-06 1.16E-07 371011 3754540 4.57E-06 1.64E-06 1.20E-07 7.92E-09 1.58E-09 1.21E-10
371031 3754540 4.68E-03 1.63E-03 8.79E-05 5.79E-06 1.58E-06 1.21E-07 371031 3754540 4.89E-06 1.70E-06 9.19E-08 6.05E-09 1.65E-09 1.26E-10
371051 3754540 4.97E-03 1.66E-03 7.04E-05 4.64E-06 1.61E-06 1.23E-07 371051 3754540 5.20E-06 1.74E-06 7.35E-08 4.85E-09 1.69E-09 1.29E-10
371071 3754540 5.27E-03 1.69E-03 5.83E-05 3.84E-06 1.64E-06 1.25E-07 371071 3754540 5.51E-06 1.76E-06 6.09E-08 4.01E-09 1.72E-09 1.31E-10
371091 3754540 5.59E-03 1.69E-03 4.95E-05 3.26E-06 1.67E-06 1.28E-07 371091 3754540 5.84E-06 1.77E-06 5.18E-08 3.41E-09 1.75E-09 1.33E-10
371111 3754540 5.89E-03 1.68E-03 4.29E-05 2.83E-06 1.71E-06 1.31E-07 371111 3754540 6.15E-06 1.76E-06 4.48E-08 2.95E-09 1.79E-09 1.37E-10
371131 3754540 6.16E-03 1.65E-03 3.77E-05 2.49E-06 1.74E-06 1.33E-07 371131 3754540 6.44E-06 1.73E-06 3.94E-08 2.60E-09 1.82E-09 1.39E-10
371151 3754540 6.40E-03 1.61E-03 3.36E-05 2.21E-06 1.76E-06 1.34E-07 371151 3754540 6.69E-06 1.68E-06 3.51E-08 2.31E-09 1.84E-09 1.40E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371171 3754540 6.59E-03 1.56E-03 3.02E-05 1.99E-06 1.77E-06 1.35E-07 371171 3754540 6.89E-06 1.63E-06 3.16E-08 2.08E-09 1.85E-09 1.42E-10
371191 3754540 6.73E-03 1.50E-03 2.74E-05 1.80E-06 1.78E-06 1.36E-07 371191 3754540 7.03E-06 1.57E-06 2.86E-08 1.89E-09 1.86E-09 1.42E-10
371211 3754540 6.79E-03 1.45E-03 2.50E-05 1.65E-06 1.79E-06 1.37E-07 371211 3754540 7.10E-06 1.51E-06 2.61E-08 1.72E-09 1.87E-09 1.43E-10
371231 3754540 6.78E-03 1.40E-03 2.30E-05 1.52E-06 1.79E-06 1.37E-07 371231 3754540 7.08E-06 1.46E-06 2.40E-08 1.58E-09 1.87E-09 1.43E-10
371251 3754540 6.69E-03 1.36E-03 2.12E-05 1.40E-06 1.79E-06 1.37E-07 371251 3754540 6.99E-06 1.42E-06 2.22E-08 1.46E-09 1.87E-09 1.43E-10
371271 3754540 6.54E-03 1.33E-03 1.97E-05 1.30E-06 1.78E-06 1.36E-07 371271 3754540 6.84E-06 1.39E-06 2.06E-08 1.36E-09 1.86E-09 1.42E-10
371291 3754540 6.36E-03 1.31E-03 1.84E-05 1.21E-06 1.78E-06 1.36E-07 371291 3754540 6.64E-06 1.37E-06 1.92E-08 1.27E-09 1.86E-09 1.42E-10
371311 3754540 6.14E-03 1.31E-03 1.72E-05 1.13E-06 1.76E-06 1.35E-07 371311 3754540 6.42E-06 1.37E-06 1.80E-08 1.19E-09 1.84E-09 1.41E-10
371331 3754540 5.93E-03 1.32E-03 1.61E-05 1.06E-06 1.75E-06 1.34E-07 371331 3754540 6.20E-06 1.38E-06 1.69E-08 1.11E-09 1.83E-09 1.40E-10
371351 3754540 5.74E-03 1.35E-03 1.52E-05 1.00E-06 1.73E-06 1.32E-07 371351 3754540 6.00E-06 1.42E-06 1.59E-08 1.05E-09 1.81E-09 1.38E-10
371371 3754540 5.59E-03 1.40E-03 1.44E-05 9.46E-07 1.72E-06 1.31E-07 371371 3754540 5.85E-06 1.46E-06 1.50E-08 9.89E-10 1.79E-09 1.37E-10
371391 3754540 5.51E-03 1.46E-03 1.36E-05 8.95E-07 1.70E-06 1.30E-07 371391 3754540 5.76E-06 1.52E-06 1.42E-08 9.36E-10 1.77E-09 1.35E-10
371411 3754540 5.50E-03 1.52E-03 1.29E-05 8.49E-07 1.67E-06 1.28E-07 371411 3754540 5.75E-06 1.59E-06 1.35E-08 8.88E-10 1.75E-09 1.34E-10
371431 3754540 5.57E-03 1.59E-03 1.22E-05 8.07E-07 1.65E-06 1.26E-07 371431 3754540 5.82E-06 1.66E-06 1.28E-08 8.44E-10 1.73E-09 1.32E-10
371451 3754540 5.71E-03 1.66E-03 1.17E-05 7.69E-07 1.63E-06 1.24E-07 371451 3754540 5.97E-06 1.74E-06 1.22E-08 8.03E-10 1.70E-09 1.30E-10
371471 3754540 5.93E-03 1.73E-03 1.11E-05 7.33E-07 1.60E-06 1.22E-07 371471 3754540 6.20E-06 1.81E-06 1.16E-08 7.66E-10 1.68E-09 1.28E-10
371491 3754540 6.22E-03 1.80E-03 1.06E-05 7.01E-07 1.58E-06 1.21E-07 371491 3754540 6.50E-06 1.88E-06 1.11E-08 7.32E-10 1.65E-09 1.26E-10
371511 3754540 6.55E-03 1.85E-03 1.02E-05 6.71E-07 1.56E-06 1.19E-07 371511 3754540 6.84E-06 1.94E-06 1.06E-08 7.01E-10 1.63E-09 1.24E-10
371531 3754540 6.90E-03 1.90E-03 9.76E-06 6.43E-07 1.53E-06 1.17E-07 371531 3754540 7.21E-06 1.98E-06 1.02E-08 6.72E-10 1.60E-09 1.22E-10
371551 3754540 7.25E-03 1.94E-03 9.37E-06 6.18E-07 1.51E-06 1.16E-07 371551 3754540 7.58E-06 2.02E-06 9.80E-09 6.46E-10 1.58E-09 1.21E-10
371571 3754540 7.59E-03 1.97E-03 9.02E-06 5.94E-07 1.50E-06 1.14E-07 371571 3754540 7.93E-06 2.05E-06 9.42E-09 6.21E-10 1.56E-09 1.19E-10
371591 3754540 7.88E-03 1.98E-03 8.68E-06 5.72E-07 1.48E-06 1.13E-07 371591 3754540 8.24E-06 2.07E-06 9.07E-09 5.98E-10 1.55E-09 1.18E-10
371611 3754540 8.13E-03 1.99E-03 8.37E-06 5.52E-07 1.47E-06 1.12E-07 371611 3754540 8.50E-06 2.08E-06 8.75E-09 5.77E-10 1.53E-09 1.17E-10
371631 3754540 8.32E-03 2.00E-03 8.08E-06 5.33E-07 1.46E-06 1.11E-07 371631 3754540 8.70E-06 2.09E-06 8.45E-09 5.57E-10 1.52E-09 1.16E-10
371651 3754540 8.44E-03 1.99E-03 7.82E-06 5.15E-07 1.45E-06 1.11E-07 371651 3754540 8.83E-06 2.08E-06 8.17E-09 5.39E-10 1.52E-09 1.16E-10
371671 3754540 8.51E-03 1.98E-03 7.57E-06 4.99E-07 1.45E-06 1.11E-07 371671 3754540 8.89E-06 2.07E-06 7.91E-09 5.21E-10 1.52E-09 1.16E-10
371691 3754540 8.51E-03 1.96E-03 7.34E-06 4.84E-07 1.45E-06 1.11E-07 371691 3754540 8.90E-06 2.05E-06 7.67E-09 5.06E-10 1.52E-09 1.16E-10
371711 3754540 8.47E-03 1.94E-03 7.12E-06 4.69E-07 1.46E-06 1.11E-07 371711 3754540 8.85E-06 2.03E-06 7.44E-09 4.91E-10 1.52E-09 1.16E-10
371731 3754540 8.37E-03 1.91E-03 6.92E-06 4.56E-07 1.46E-06 1.12E-07 371731 3754540 8.75E-06 2.00E-06 7.23E-09 4.76E-10 1.53E-09 1.17E-10
371751 3754540 8.24E-03 1.88E-03 6.72E-06 4.43E-07 1.47E-06 1.12E-07 371751 3754540 8.61E-06 1.97E-06 7.03E-09 4.63E-10 1.54E-09 1.18E-10
371771 3754540 8.07E-03 1.85E-03 6.54E-06 4.31E-07 1.48E-06 1.13E-07 371771 3754540 8.44E-06 1.93E-06 6.84E-09 4.51E-10 1.55E-09 1.18E-10
371791 3754540 7.88E-03 1.81E-03 6.37E-06 4.20E-07 1.49E-06 1.14E-07 371791 3754540 8.24E-06 1.89E-06 6.66E-09 4.39E-10 1.56E-09 1.19E-10
371811 3754540 7.67E-03 1.78E-03 6.21E-06 4.09E-07 1.51E-06 1.15E-07 371811 3754540 8.02E-06 1.86E-06 6.49E-09 4.28E-10 1.58E-09 1.20E-10
371831 3754540 7.45E-03 1.74E-03 6.06E-06 4.00E-07 1.52E-06 1.16E-07 371831 3754540 7.79E-06 1.82E-06 6.34E-09 4.18E-10 1.59E-09 1.21E-10
370571 3754560 1.38E-03 5.97E-04 6.76E-06 4.46E-07 7.03E-07 5.37E-08 370571 3754560 1.44E-06 6.24E-07 7.07E-09 4.66E-10 7.34E-10 5.61E-11
370591 3754560 1.44E-03 6.20E-04 7.35E-06 4.84E-07 7.27E-07 5.56E-08 370591 3754560 1.50E-06 6.48E-07 7.68E-09 5.06E-10 7.60E-10 5.81E-11
370611 3754560 1.49E-03 6.43E-04 8.01E-06 5.28E-07 7.54E-07 5.76E-08 370611 3754560 1.56E-06 6.72E-07 8.37E-09 5.52E-10 7.88E-10 6.02E-11
370631 3754560 1.56E-03 6.69E-04 8.77E-06 5.78E-07 7.81E-07 5.96E-08 370631 3754560 1.63E-06 6.99E-07 9.17E-09 6.04E-10 8.16E-10 6.23E-11
370651 3754560 1.62E-03 6.95E-04 9.65E-06 6.36E-07 8.09E-07 6.18E-08 370651 3754560 1.70E-06 7.27E-07 1.01E-08 6.65E-10 8.46E-10 6.46E-11
370671 3754560 1.69E-03 7.23E-04 1.07E-05 7.04E-07 8.38E-07 6.40E-08 370671 3754560 1.77E-06 7.56E-07 1.12E-08 7.36E-10 8.76E-10 6.69E-11
370691 3754560 1.77E-03 7.53E-04 1.19E-05 7.84E-07 8.68E-07 6.63E-08 370691 3754560 1.85E-06 7.87E-07 1.24E-08 8.20E-10 9.07E-10 6.93E-11
370711 3754560 1.85E-03 7.85E-04 1.34E-05 8.80E-07 8.99E-07 6.87E-08 370711 3754560 1.93E-06 8.20E-07 1.40E-08 9.20E-10 9.40E-10 7.18E-11
370731 3754560 1.94E-03 8.18E-04 1.51E-05 9.96E-07 9.32E-07 7.11E-08 370731 3754560 2.02E-06 8.55E-07 1.58E-08 1.04E-09 9.74E-10 7.44E-11
370751 3754560 2.03E-03 8.52E-04 1.73E-05 1.14E-06 9.66E-07 7.38E-08 370751 3754560 2.12E-06 8.91E-07 1.81E-08 1.19E-09 1.01E-09 7.71E-11
370771 3754560 2.13E-03 8.89E-04 2.00E-05 1.32E-06 1.00E-06 7.63E-08 370771 3754560 2.22E-06 9.29E-07 2.09E-08 1.38E-09 1.04E-09 7.98E-11
370791 3754560 2.23E-03 9.27E-04 2.35E-05 1.55E-06 1.03E-06 7.90E-08 370791 3754560 2.33E-06 9.69E-07 2.45E-08 1.62E-09 1.08E-09 8.26E-11
370811 3754560 2.34E-03 9.68E-04 2.81E-05 1.85E-06 1.07E-06 8.17E-08 370811 3754560 2.44E-06 1.01E-06 2.94E-08 1.94E-09 1.12E-09 8.54E-11
370831 3754560 2.45E-03 1.01E-03 3.45E-05 2.27E-06 1.11E-06 8.44E-08 370831 3754560 2.56E-06 1.05E-06 3.60E-08 2.38E-09 1.16E-09 8.82E-11
370851 3754560 2.58E-03 1.05E-03 4.38E-05 2.88E-06 1.14E-06 8.73E-08 370851 3754560 2.70E-06 1.10E-06 4.57E-08 3.01E-09 1.19E-09 9.12E-11
370871 3754560 2.71E-03 1.09E-03 5.83E-05 3.84E-06 1.18E-06 9.00E-08 370871 3754560 2.83E-06 1.14E-06 6.10E-08 4.02E-09 1.23E-09 9.40E-11
370891 3754560 2.85E-03 1.13E-03 8.39E-05 5.53E-06 1.21E-06 9.25E-08 370891 3754560 2.98E-06 1.18E-06 8.77E-08 5.78E-09 1.27E-09 9.67E-11
370911 3754560 3.00E-03 1.17E-03 1.38E-04 9.06E-06 1.23E-06 9.42E-08 370911 3754560 3.13E-06 1.22E-06 1.44E-07 9.47E-09 1.29E-09 9.85E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370931 3754560 3.17E-03 1.22E-03 2.13E-04 1.40E-05 1.27E-06 9.73E-08 370931 3754560 3.31E-06 1.27E-06 2.22E-07 1.47E-08 1.33E-09 1.02E-10
370951 3754560 3.35E-03 1.26E-03 1.59E-04 1.05E-05 1.32E-06 1.01E-07 370951 3754560 3.50E-06 1.32E-06 1.67E-07 1.10E-08 1.38E-09 1.06E-10
370971 3754560 3.52E-03 1.30E-03 2.58E-04 1.70E-05 1.33E-06 1.02E-07 370971 3754560 3.68E-06 1.36E-06 2.70E-07 1.78E-08 1.39E-09 1.06E-10
370991 3754560 3.72E-03 1.33E-03 1.64E-04 1.08E-05 1.35E-06 1.03E-07 370991 3754560 3.89E-06 1.39E-06 1.71E-07 1.13E-08 1.42E-09 1.08E-10
371011 3754560 3.93E-03 1.37E-03 1.16E-04 7.62E-06 1.40E-06 1.07E-07 371011 3754560 4.11E-06 1.43E-06 1.21E-07 7.96E-09 1.46E-09 1.12E-10
371031 3754560 4.15E-03 1.40E-03 8.80E-05 5.80E-06 1.45E-06 1.10E-07 371031 3754560 4.34E-06 1.46E-06 9.19E-08 6.06E-09 1.51E-09 1.15E-10
371051 3754560 4.39E-03 1.42E-03 7.03E-05 4.63E-06 1.48E-06 1.13E-07 371051 3754560 4.59E-06 1.48E-06 7.35E-08 4.84E-09 1.54E-09 1.18E-10
371071 3754560 4.64E-03 1.43E-03 5.82E-05 3.83E-06 1.50E-06 1.15E-07 371071 3754560 4.85E-06 1.50E-06 6.08E-08 4.01E-09 1.57E-09 1.20E-10
371091 3754560 4.87E-03 1.43E-03 4.94E-05 3.25E-06 1.53E-06 1.17E-07 371091 3754560 5.09E-06 1.49E-06 5.16E-08 3.40E-09 1.60E-09 1.22E-10
371111 3754560 5.08E-03 1.41E-03 4.27E-05 2.81E-06 1.56E-06 1.19E-07 371111 3754560 5.31E-06 1.48E-06 4.46E-08 2.94E-09 1.63E-09 1.24E-10
371131 3754560 5.26E-03 1.38E-03 3.75E-05 2.47E-06 1.58E-06 1.21E-07 371131 3754560 5.50E-06 1.45E-06 3.92E-08 2.58E-09 1.65E-09 1.26E-10
371151 3754560 5.42E-03 1.35E-03 3.33E-05 2.20E-06 1.60E-06 1.22E-07 371151 3754560 5.66E-06 1.41E-06 3.49E-08 2.30E-09 1.67E-09 1.28E-10
371171 3754560 5.53E-03 1.30E-03 3.00E-05 1.97E-06 1.61E-06 1.23E-07 371171 3754560 5.78E-06 1.36E-06 3.13E-08 2.06E-09 1.69E-09 1.29E-10
371191 3754560 5.60E-03 1.26E-03 2.71E-05 1.79E-06 1.62E-06 1.24E-07 371191 3754560 5.85E-06 1.32E-06 2.84E-08 1.87E-09 1.69E-09 1.29E-10
371211 3754560 5.61E-03 1.22E-03 2.48E-05 1.63E-06 1.62E-06 1.24E-07 371211 3754560 5.86E-06 1.27E-06 2.59E-08 1.71E-09 1.70E-09 1.30E-10
371231 3754560 5.57E-03 1.18E-03 2.28E-05 1.50E-06 1.62E-06 1.24E-07 371231 3754560 5.82E-06 1.23E-06 2.38E-08 1.57E-09 1.70E-09 1.30E-10
371251 3754560 5.47E-03 1.14E-03 2.10E-05 1.39E-06 1.62E-06 1.24E-07 371251 3754560 5.72E-06 1.20E-06 2.20E-08 1.45E-09 1.69E-09 1.29E-10
371271 3754560 5.34E-03 1.12E-03 1.95E-05 1.29E-06 1.62E-06 1.23E-07 371271 3754560 5.58E-06 1.17E-06 2.04E-08 1.35E-09 1.69E-09 1.29E-10
371291 3754560 5.18E-03 1.10E-03 1.82E-05 1.20E-06 1.61E-06 1.23E-07 371291 3754560 5.42E-06 1.15E-06 1.90E-08 1.25E-09 1.68E-09 1.28E-10
371311 3754560 5.01E-03 1.10E-03 1.70E-05 1.12E-06 1.60E-06 1.22E-07 371311 3754560 5.24E-06 1.15E-06 1.78E-08 1.17E-09 1.67E-09 1.28E-10
371331 3754560 4.84E-03 1.10E-03 1.60E-05 1.05E-06 1.59E-06 1.21E-07 371331 3754560 5.06E-06 1.15E-06 1.67E-08 1.10E-09 1.66E-09 1.27E-10
371351 3754560 4.69E-03 1.12E-03 1.50E-05 9.91E-07 1.57E-06 1.20E-07 371351 3754560 4.90E-06 1.17E-06 1.57E-08 1.04E-09 1.64E-09 1.26E-10
371371 3754560 4.57E-03 1.14E-03 1.42E-05 9.35E-07 1.56E-06 1.19E-07 371371 3754560 4.77E-06 1.19E-06 1.48E-08 9.77E-10 1.63E-09 1.24E-10
371391 3754560 4.49E-03 1.18E-03 1.34E-05 8.85E-07 1.54E-06 1.18E-07 371391 3754560 4.69E-06 1.23E-06 1.40E-08 9.25E-10 1.61E-09 1.23E-10
371411 3754560 4.45E-03 1.22E-03 1.27E-05 8.39E-07 1.52E-06 1.16E-07 371411 3754560 4.66E-06 1.28E-06 1.33E-08 8.77E-10 1.59E-09 1.21E-10
371431 3754560 4.47E-03 1.27E-03 1.21E-05 7.97E-07 1.50E-06 1.15E-07 371431 3754560 4.68E-06 1.33E-06 1.26E-08 8.33E-10 1.57E-09 1.20E-10
371451 3754560 4.55E-03 1.33E-03 1.15E-05 7.58E-07 1.48E-06 1.13E-07 371451 3754560 4.76E-06 1.39E-06 1.20E-08 7.93E-10 1.55E-09 1.18E-10
371471 3754560 4.68E-03 1.38E-03 1.10E-05 7.23E-07 1.46E-06 1.11E-07 371471 3754560 4.89E-06 1.45E-06 1.15E-08 7.56E-10 1.53E-09 1.17E-10
371491 3754560 4.86E-03 1.44E-03 1.05E-05 6.91E-07 1.44E-06 1.10E-07 371491 3754560 5.08E-06 1.50E-06 1.10E-08 7.22E-10 1.50E-09 1.15E-10
371511 3754560 5.08E-03 1.49E-03 1.00E-05 6.61E-07 1.42E-06 1.08E-07 371511 3754560 5.31E-06 1.56E-06 1.05E-08 6.91E-10 1.48E-09 1.13E-10
371531 3754560 5.33E-03 1.54E-03 9.61E-06 6.34E-07 1.40E-06 1.07E-07 371531 3754560 5.58E-06 1.61E-06 1.00E-08 6.62E-10 1.46E-09 1.11E-10
371551 3754560 5.60E-03 1.58E-03 9.23E-06 6.08E-07 1.38E-06 1.05E-07 371551 3754560 5.86E-06 1.65E-06 9.64E-09 6.36E-10 1.44E-09 1.10E-10
371571 3754560 5.88E-03 1.61E-03 8.87E-06 5.84E-07 1.36E-06 1.04E-07 371571 3754560 6.14E-06 1.69E-06 9.27E-09 6.11E-10 1.42E-09 1.09E-10
371591 3754560 6.14E-03 1.64E-03 8.53E-06 5.62E-07 1.34E-06 1.03E-07 371591 3754560 6.42E-06 1.72E-06 8.92E-09 5.88E-10 1.41E-09 1.07E-10
371611 3754560 6.38E-03 1.66E-03 8.22E-06 5.42E-07 1.33E-06 1.02E-07 371611 3754560 6.67E-06 1.74E-06 8.60E-09 5.67E-10 1.39E-09 1.06E-10
371631 3754560 6.59E-03 1.68E-03 7.94E-06 5.23E-07 1.32E-06 1.01E-07 371631 3754560 6.88E-06 1.76E-06 8.30E-09 5.47E-10 1.38E-09 1.05E-10
371651 3754560 6.75E-03 1.69E-03 7.67E-06 5.05E-07 1.31E-06 1.00E-07 371651 3754560 7.06E-06 1.76E-06 8.02E-09 5.28E-10 1.37E-09 1.05E-10
371671 3754560 6.88E-03 1.69E-03 7.42E-06 4.89E-07 1.31E-06 9.99E-08 371671 3754560 7.19E-06 1.77E-06 7.75E-09 5.11E-10 1.37E-09 1.04E-10
371691 3754560 6.96E-03 1.69E-03 7.18E-06 4.74E-07 1.31E-06 9.97E-08 371691 3754560 7.27E-06 1.76E-06 7.51E-09 4.95E-10 1.36E-09 1.04E-10
371711 3754560 7.00E-03 1.68E-03 6.97E-06 4.59E-07 1.31E-06 9.97E-08 371711 3754560 7.31E-06 1.76E-06 7.28E-09 4.80E-10 1.37E-09 1.04E-10
371731 3754560 6.99E-03 1.67E-03 6.76E-06 4.46E-07 1.31E-06 1.00E-07 371731 3754560 7.31E-06 1.74E-06 7.07E-09 4.66E-10 1.37E-09 1.04E-10
371751 3754560 6.96E-03 1.65E-03 6.57E-06 4.33E-07 1.31E-06 1.00E-07 371751 3754560 7.27E-06 1.73E-06 6.87E-09 4.53E-10 1.37E-09 1.05E-10
371771 3754560 6.89E-03 1.63E-03 6.39E-06 4.21E-07 1.32E-06 1.01E-07 371771 3754560 7.20E-06 1.71E-06 6.68E-09 4.40E-10 1.38E-09 1.06E-10
371791 3754560 6.79E-03 1.61E-03 6.22E-06 4.10E-07 1.33E-06 1.02E-07 371791 3754560 7.10E-06 1.68E-06 6.50E-09 4.28E-10 1.39E-09 1.06E-10
371811 3754560 6.67E-03 1.59E-03 6.06E-06 3.99E-07 1.34E-06 1.02E-07 371811 3754560 6.97E-06 1.66E-06 6.33E-09 4.17E-10 1.40E-09 1.07E-10
371831 3754560 6.53E-03 1.56E-03 5.91E-06 3.89E-07 1.35E-06 1.03E-07 371831 3754560 6.83E-06 1.63E-06 6.17E-09 4.07E-10 1.41E-09 1.08E-10
370571 3754580 1.33E-03 5.68E-04 6.64E-06 4.37E-07 6.76E-07 5.17E-08 370571 3754580 1.39E-06 5.94E-07 6.94E-09 4.57E-10 7.07E-10 5.40E-11
370591 3754580 1.38E-03 5.89E-04 7.20E-06 4.75E-07 6.97E-07 5.32E-08 370591 3754580 1.45E-06 6.15E-07 7.53E-09 4.96E-10 7.28E-10 5.56E-11
370611 3754580 1.44E-03 6.10E-04 7.85E-06 5.18E-07 7.23E-07 5.52E-08 370611 3754580 1.50E-06 6.37E-07 8.21E-09 5.41E-10 7.56E-10 5.77E-11
370631 3754580 1.50E-03 6.32E-04 8.60E-06 5.67E-07 7.47E-07 5.70E-08 370631 3754580 1.56E-06 6.61E-07 8.98E-09 5.92E-10 7.81E-10 5.96E-11
370651 3754580 1.56E-03 6.56E-04 9.46E-06 6.23E-07 7.72E-07 5.90E-08 370651 3754580 1.63E-06 6.85E-07 9.88E-09 6.52E-10 8.07E-10 6.16E-11
370671 3754580 1.62E-03 6.81E-04 1.05E-05 6.90E-07 7.98E-07 6.10E-08 370671 3754580 1.69E-06 7.11E-07 1.09E-08 7.21E-10 8.34E-10 6.37E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370691 3754580 1.69E-03 7.07E-04 1.17E-05 7.68E-07 8.29E-07 6.33E-08 370691 3754580 1.76E-06 7.38E-07 1.22E-08 8.03E-10 8.66E-10 6.61E-11
370711 3754580 1.76E-03 7.34E-04 1.31E-05 8.62E-07 8.56E-07 6.54E-08 370711 3754580 1.84E-06 7.67E-07 1.37E-08 9.01E-10 8.94E-10 6.83E-11
370731 3754580 1.84E-03 7.63E-04 1.48E-05 9.76E-07 8.85E-07 6.76E-08 370731 3754580 1.92E-06 7.97E-07 1.55E-08 1.02E-09 9.25E-10 7.06E-11
370751 3754580 1.92E-03 7.93E-04 1.69E-05 1.12E-06 9.15E-07 6.99E-08 370751 3754580 2.00E-06 8.28E-07 1.77E-08 1.17E-09 9.56E-10 7.30E-11
370771 3754580 2.00E-03 8.22E-04 1.96E-05 1.29E-06 9.44E-07 7.21E-08 370771 3754580 2.09E-06 8.59E-07 2.05E-08 1.35E-09 9.87E-10 7.54E-11
370791 3754580 2.09E-03 8.54E-04 2.30E-05 1.52E-06 9.77E-07 7.46E-08 370791 3754580 2.19E-06 8.93E-07 2.41E-08 1.59E-09 1.02E-09 7.80E-11
370811 3754580 2.19E-03 8.84E-04 2.76E-05 1.82E-06 1.01E-06 7.69E-08 370811 3754580 2.28E-06 9.24E-07 2.88E-08 1.90E-09 1.05E-09 8.04E-11
370831 3754580 2.29E-03 9.17E-04 3.38E-05 2.23E-06 1.04E-06 7.93E-08 370831 3754580 2.39E-06 9.58E-07 3.54E-08 2.33E-09 1.09E-09 8.29E-11
370851 3754580 2.40E-03 9.52E-04 4.31E-05 2.84E-06 1.07E-06 8.19E-08 370851 3754580 2.51E-06 9.96E-07 4.50E-08 2.97E-09 1.12E-09 8.56E-11
370871 3754580 2.51E-03 9.86E-04 5.75E-05 3.79E-06 1.10E-06 8.42E-08 370871 3754580 2.63E-06 1.03E-06 6.00E-08 3.96E-09 1.15E-09 8.80E-11
370891 3754580 2.63E-03 1.02E-03 8.26E-05 5.45E-06 1.12E-06 8.53E-08 370891 3754580 2.75E-06 1.06E-06 8.64E-08 5.69E-09 1.17E-09 8.92E-11
370911 3754580 2.76E-03 1.05E-03 1.35E-04 8.91E-06 1.14E-06 8.71E-08 370911 3754580 2.89E-06 1.10E-06 1.41E-07 9.31E-09 1.19E-09 9.10E-11
370931 3754580 2.90E-03 1.09E-03 2.00E-04 1.32E-05 1.18E-06 9.05E-08 370931 3754580 3.04E-06 1.14E-06 2.09E-07 1.38E-08 1.24E-09 9.45E-11
370951 3754580 3.06E-03 1.12E-03 1.89E-04 1.25E-05 1.23E-06 9.37E-08 370951 3754580 3.19E-06 1.17E-06 1.98E-07 1.30E-08 1.28E-09 9.79E-11
370971 3754580 3.20E-03 1.15E-03 2.61E-04 1.72E-05 1.23E-06 9.36E-08 370971 3754580 3.35E-06 1.20E-06 2.73E-07 1.80E-08 1.28E-09 9.78E-11
370991 3754580 3.36E-03 1.17E-03 1.65E-04 1.09E-05 1.25E-06 9.54E-08 370991 3754580 3.51E-06 1.22E-06 1.72E-07 1.14E-08 1.31E-09 9.97E-11
371011 3754580 3.53E-03 1.19E-03 1.16E-04 7.65E-06 1.28E-06 9.76E-08 371011 3754580 3.68E-06 1.24E-06 1.21E-07 7.99E-09 1.34E-09 1.02E-10
371031 3754580 3.70E-03 1.21E-03 8.80E-05 5.80E-06 1.33E-06 1.01E-07 371031 3754580 3.87E-06 1.26E-06 9.20E-08 6.07E-09 1.39E-09 1.06E-10
371051 3754580 3.89E-03 1.22E-03 7.03E-05 4.63E-06 1.35E-06 1.03E-07 371051 3754580 4.06E-06 1.27E-06 7.34E-08 4.84E-09 1.42E-09 1.08E-10
371071 3754580 4.09E-03 1.23E-03 5.80E-05 3.82E-06 1.38E-06 1.06E-07 371071 3754580 4.28E-06 1.28E-06 6.07E-08 4.00E-09 1.44E-09 1.10E-10
371091 3754580 4.25E-03 1.22E-03 4.92E-05 3.24E-06 1.40E-06 1.07E-07 371091 3754580 4.45E-06 1.27E-06 5.14E-08 3.39E-09 1.46E-09 1.12E-10
371111 3754580 4.40E-03 1.20E-03 4.25E-05 2.80E-06 1.42E-06 1.09E-07 371111 3754580 4.60E-06 1.25E-06 4.44E-08 2.93E-09 1.49E-09 1.14E-10
371131 3754580 4.52E-03 1.17E-03 3.73E-05 2.46E-06 1.44E-06 1.10E-07 371131 3754580 4.73E-06 1.23E-06 3.89E-08 2.57E-09 1.51E-09 1.15E-10
371151 3754580 4.62E-03 1.14E-03 3.31E-05 2.18E-06 1.46E-06 1.12E-07 371151 3754580 4.83E-06 1.19E-06 3.46E-08 2.28E-09 1.53E-09 1.17E-10
371171 3754580 4.68E-03 1.11E-03 2.97E-05 1.96E-06 1.47E-06 1.12E-07 371171 3754580 4.89E-06 1.16E-06 3.11E-08 2.05E-09 1.54E-09 1.17E-10
371191 3754580 4.70E-03 1.07E-03 2.69E-05 1.78E-06 1.47E-06 1.13E-07 371191 3754580 4.92E-06 1.12E-06 2.82E-08 1.86E-09 1.54E-09 1.18E-10
371211 3754580 4.69E-03 1.03E-03 2.46E-05 1.62E-06 1.48E-06 1.13E-07 371211 3754580 4.90E-06 1.08E-06 2.57E-08 1.69E-09 1.54E-09 1.18E-10
371231 3754580 4.63E-03 1.00E-03 2.26E-05 1.49E-06 1.48E-06 1.13E-07 371231 3754580 4.84E-06 1.05E-06 2.36E-08 1.56E-09 1.54E-09 1.18E-10
371251 3754580 4.54E-03 9.77E-04 2.09E-05 1.37E-06 1.47E-06 1.13E-07 371251 3754580 4.75E-06 1.02E-06 2.18E-08 1.44E-09 1.54E-09 1.18E-10
371271 3754580 4.43E-03 9.56E-04 1.93E-05 1.27E-06 1.47E-06 1.12E-07 371271 3754580 4.63E-06 9.99E-07 2.02E-08 1.33E-09 1.54E-09 1.17E-10
371291 3754580 4.29E-03 9.41E-04 1.80E-05 1.19E-06 1.46E-06 1.12E-07 371291 3754580 4.49E-06 9.84E-07 1.88E-08 1.24E-09 1.53E-09 1.17E-10
371311 3754580 4.15E-03 9.33E-04 1.69E-05 1.11E-06 1.46E-06 1.11E-07 371311 3754580 4.34E-06 9.76E-07 1.76E-08 1.16E-09 1.52E-09 1.16E-10
371331 3754580 4.02E-03 9.32E-04 1.58E-05 1.04E-06 1.44E-06 1.10E-07 371331 3754580 4.20E-06 9.75E-07 1.65E-08 1.09E-09 1.51E-09 1.15E-10
371351 3754580 3.90E-03 9.39E-04 1.49E-05 9.80E-07 1.43E-06 1.09E-07 371351 3754580 4.07E-06 9.82E-07 1.55E-08 1.02E-09 1.50E-09 1.14E-10
371371 3754580 3.79E-03 9.53E-04 1.40E-05 9.25E-07 1.42E-06 1.08E-07 371371 3754580 3.97E-06 9.96E-07 1.47E-08 9.66E-10 1.48E-09 1.13E-10
371391 3754580 3.72E-03 9.75E-04 1.33E-05 8.74E-07 1.41E-06 1.07E-07 371391 3754580 3.89E-06 1.02E-06 1.39E-08 9.14E-10 1.47E-09 1.12E-10
371411 3754580 3.68E-03 1.00E-03 1.26E-05 8.29E-07 1.39E-06 1.06E-07 371411 3754580 3.85E-06 1.05E-06 1.31E-08 8.66E-10 1.45E-09 1.11E-10
371431 3754580 3.68E-03 1.04E-03 1.19E-05 7.87E-07 1.37E-06 1.05E-07 371431 3754580 3.85E-06 1.09E-06 1.25E-08 8.22E-10 1.43E-09 1.10E-10
371451 3754580 3.71E-03 1.08E-03 1.14E-05 7.49E-07 1.35E-06 1.03E-07 371451 3754580 3.88E-06 1.13E-06 1.19E-08 7.83E-10 1.41E-09 1.08E-10
371471 3754580 3.79E-03 1.12E-03 1.08E-05 7.14E-07 1.33E-06 1.02E-07 371471 3754580 3.96E-06 1.17E-06 1.13E-08 7.46E-10 1.40E-09 1.07E-10
371491 3754580 3.90E-03 1.17E-03 1.03E-05 6.82E-07 1.32E-06 1.00E-07 371491 3754580 4.07E-06 1.22E-06 1.08E-08 7.12E-10 1.38E-09 1.05E-10
371511 3754580 4.04E-03 1.21E-03 9.89E-06 6.52E-07 1.30E-06 9.90E-08 371511 3754580 4.23E-06 1.27E-06 1.03E-08 6.81E-10 1.36E-09 1.04E-10
371531 3754580 4.22E-03 1.25E-03 9.47E-06 6.24E-07 1.28E-06 9.76E-08 371531 3754580 4.41E-06 1.31E-06 9.90E-09 6.53E-10 1.34E-09 1.02E-10
371551 3754580 4.42E-03 1.29E-03 9.09E-06 5.99E-07 1.26E-06 9.63E-08 371551 3754580 4.62E-06 1.35E-06 9.50E-09 6.26E-10 1.32E-09 1.01E-10
371571 3754580 4.63E-03 1.33E-03 8.73E-06 5.75E-07 1.24E-06 9.50E-08 371571 3754580 4.84E-06 1.39E-06 9.12E-09 6.01E-10 1.30E-09 9.93E-11
371591 3754580 4.84E-03 1.36E-03 8.40E-06 5.53E-07 1.23E-06 9.38E-08 371591 3754580 5.06E-06 1.42E-06 8.78E-09 5.78E-10 1.28E-09 9.81E-11
371611 3754580 5.05E-03 1.39E-03 8.09E-06 5.33E-07 1.21E-06 9.28E-08 371611 3754580 5.28E-06 1.45E-06 8.45E-09 5.57E-10 1.27E-09 9.70E-11
371631 3754580 5.24E-03 1.41E-03 7.80E-06 5.14E-07 1.20E-06 9.19E-08 371631 3754580 5.48E-06 1.47E-06 8.15E-09 5.37E-10 1.26E-09 9.60E-11
371651 3754580 5.41E-03 1.43E-03 7.53E-06 4.96E-07 1.19E-06 9.12E-08 371651 3754580 5.66E-06 1.49E-06 7.87E-09 5.19E-10 1.25E-09 9.53E-11
371671 3754580 5.56E-03 1.44E-03 7.28E-06 4.80E-07 1.19E-06 9.06E-08 371671 3754580 5.81E-06 1.50E-06 7.61E-09 5.02E-10 1.24E-09 9.47E-11
371691 3754580 5.67E-03 1.45E-03 7.05E-06 4.64E-07 1.18E-06 9.03E-08 371691 3754580 5.93E-06 1.51E-06 7.36E-09 4.85E-10 1.24E-09 9.44E-11
371711 3754580 5.76E-03 1.45E-03 6.83E-06 4.50E-07 1.18E-06 9.01E-08 371711 3754580 6.02E-06 1.51E-06 7.13E-09 4.70E-10 1.23E-09 9.42E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371731 3754580 5.81E-03 1.45E-03 6.62E-06 4.36E-07 1.18E-06 9.01E-08 371731 3754580 6.07E-06 1.51E-06 6.92E-09 4.56E-10 1.23E-09 9.42E-11
371751 3754580 5.84E-03 1.44E-03 6.43E-06 4.24E-07 1.18E-06 9.03E-08 371751 3754580 6.10E-06 1.51E-06 6.72E-09 4.43E-10 1.24E-09 9.44E-11
371771 3754580 5.83E-03 1.44E-03 6.25E-06 4.12E-07 1.19E-06 9.06E-08 371771 3754580 6.10E-06 1.50E-06 6.53E-09 4.31E-10 1.24E-09 9.47E-11
371791 3754580 5.80E-03 1.42E-03 6.08E-06 4.01E-07 1.19E-06 9.11E-08 371791 3754580 6.06E-06 1.49E-06 6.35E-09 4.19E-10 1.25E-09 9.52E-11
371811 3754580 5.75E-03 1.41E-03 5.92E-06 3.90E-07 1.20E-06 9.17E-08 371811 3754580 6.01E-06 1.47E-06 6.19E-09 4.08E-10 1.25E-09 9.58E-11
371831 3754580 5.68E-03 1.39E-03 5.77E-06 3.80E-07 1.21E-06 9.23E-08 371831 3754580 5.94E-06 1.46E-06 6.03E-09 3.97E-10 1.26E-09 9.65E-11
370571 3754600 1.28E-03 5.39E-04 6.48E-06 4.27E-07 6.48E-07 4.95E-08 370571 3754600 1.34E-06 5.64E-07 6.77E-09 4.47E-10 6.77E-10 5.17E-11
370591 3754600 1.33E-03 5.57E-04 7.03E-06 4.64E-07 6.69E-07 5.11E-08 370591 3754600 1.39E-06 5.83E-07 7.35E-09 4.84E-10 6.99E-10 5.34E-11
370611 3754600 1.38E-03 5.77E-04 7.67E-06 5.06E-07 6.92E-07 5.29E-08 370611 3754600 1.44E-06 6.03E-07 8.02E-09 5.29E-10 7.24E-10 5.53E-11
370631 3754600 1.43E-03 5.96E-04 8.40E-06 5.54E-07 7.17E-07 5.47E-08 370631 3754600 1.50E-06 6.23E-07 8.78E-09 5.79E-10 7.49E-10 5.72E-11
370651 3754600 1.48E-03 6.16E-04 9.21E-06 6.07E-07 7.37E-07 5.63E-08 370651 3754600 1.55E-06 6.43E-07 9.62E-09 6.34E-10 7.70E-10 5.88E-11
370671 3754600 1.54E-03 6.37E-04 1.02E-05 6.72E-07 7.62E-07 5.82E-08 370671 3754600 1.61E-06 6.66E-07 1.07E-08 7.02E-10 7.96E-10 6.08E-11
370691 3754600 1.60E-03 6.61E-04 1.14E-05 7.49E-07 7.88E-07 6.02E-08 370691 3754600 1.67E-06 6.91E-07 1.19E-08 7.83E-10 8.24E-10 6.29E-11
370711 3754600 1.66E-03 6.83E-04 1.27E-05 8.38E-07 8.13E-07 6.21E-08 370711 3754600 1.74E-06 7.13E-07 1.33E-08 8.76E-10 8.50E-10 6.49E-11
370731 3754600 1.73E-03 7.06E-04 1.44E-05 9.49E-07 8.39E-07 6.41E-08 370731 3754600 1.81E-06 7.38E-07 1.50E-08 9.91E-10 8.77E-10 6.70E-11
370751 3754600 1.80E-03 7.31E-04 1.65E-05 1.08E-06 8.66E-07 6.62E-08 370751 3754600 1.88E-06 7.64E-07 1.72E-08 1.13E-09 9.05E-10 6.91E-11
370771 3754600 1.88E-03 7.57E-04 1.91E-05 1.26E-06 8.93E-07 6.82E-08 370771 3754600 1.96E-06 7.91E-07 1.99E-08 1.31E-09 9.33E-10 7.12E-11
370791 3754600 1.96E-03 7.83E-04 2.24E-05 1.48E-06 9.14E-07 6.98E-08 370791 3754600 2.04E-06 8.18E-07 2.35E-08 1.55E-09 9.55E-10 7.30E-11
370811 3754600 2.04E-03 8.07E-04 2.68E-05 1.77E-06 9.22E-07 7.04E-08 370811 3754600 2.13E-06 8.43E-07 2.81E-08 1.85E-09 9.63E-10 7.36E-11
370831 3754600 2.13E-03 8.35E-04 3.31E-05 2.18E-06 9.48E-07 7.24E-08 370831 3754600 2.22E-06 8.72E-07 3.46E-08 2.28E-09 9.91E-10 7.57E-11
370851 3754600 2.23E-03 8.66E-04 4.23E-05 2.79E-06 9.99E-07 7.63E-08 370851 3754600 2.33E-06 9.06E-07 4.42E-08 2.91E-09 1.04E-09 7.97E-11
370871 3754600 2.33E-03 8.94E-04 5.65E-05 3.72E-06 1.02E-06 7.76E-08 370871 3754600 2.43E-06 9.34E-07 5.90E-08 3.89E-09 1.06E-09 8.11E-11
370891 3754600 2.43E-03 9.20E-04 8.13E-05 5.36E-06 1.04E-06 7.93E-08 370891 3754600 2.54E-06 9.62E-07 8.50E-08 5.60E-09 1.08E-09 8.29E-11
370911 3754600 2.54E-03 9.47E-04 1.33E-04 8.76E-06 1.07E-06 8.14E-08 370911 3754600 2.66E-06 9.90E-07 1.39E-07 9.16E-09 1.11E-09 8.50E-11
370931 3754600 2.66E-03 9.73E-04 2.69E-04 1.77E-05 1.10E-06 8.38E-08 370931 3754600 2.78E-06 1.02E-06 2.81E-07 1.85E-08 1.15E-09 8.76E-11
370951 3754600 2.79E-03 9.97E-04 1.60E-04 1.05E-05 1.13E-06 8.63E-08 370951 3754600 2.91E-06 1.04E-06 1.67E-07 1.10E-08 1.18E-09 9.02E-11
370971 3754600 2.91E-03 1.02E-03 2.64E-04 1.74E-05 1.15E-06 8.77E-08 370971 3754600 3.04E-06 1.06E-06 2.76E-07 1.82E-08 1.20E-09 9.17E-11
370991 3754600 3.03E-03 1.03E-03 1.66E-04 1.09E-05 1.15E-06 8.81E-08 370991 3754600 3.17E-06 1.08E-06 1.74E-07 1.14E-08 1.21E-09 9.21E-11
371011 3754600 3.16E-03 1.04E-03 1.16E-04 7.67E-06 1.17E-06 8.95E-08 371011 3754600 3.31E-06 1.09E-06 1.22E-07 8.02E-09 1.22E-09 9.35E-11
371031 3754600 3.30E-03 1.05E-03 8.80E-05 5.80E-06 1.19E-06 9.10E-08 371031 3754600 3.44E-06 1.09E-06 9.20E-08 6.06E-09 1.25E-09 9.51E-11
371051 3754600 3.44E-03 1.05E-03 7.01E-05 4.62E-06 1.25E-06 9.52E-08 371051 3754600 3.60E-06 1.10E-06 7.33E-08 4.83E-09 1.30E-09 9.95E-11
371071 3754600 3.55E-03 1.04E-03 5.77E-05 3.80E-06 1.25E-06 9.58E-08 371071 3754600 3.71E-06 1.09E-06 6.03E-08 3.97E-09 1.31E-09 1.00E-10
371091 3754600 3.73E-03 1.05E-03 4.88E-05 3.22E-06 1.30E-06 9.90E-08 371091 3754600 3.89E-06 1.10E-06 5.11E-08 3.36E-09 1.35E-09 1.03E-10
371111 3754600 3.83E-03 1.03E-03 4.20E-05 2.77E-06 1.32E-06 1.01E-07 371111 3754600 4.00E-06 1.08E-06 4.39E-08 2.89E-09 1.38E-09 1.06E-10
371131 3754600 3.91E-03 1.01E-03 3.69E-05 2.43E-06 1.33E-06 1.02E-07 371131 3754600 4.08E-06 1.05E-06 3.86E-08 2.54E-09 1.39E-09 1.06E-10
371151 3754600 3.96E-03 9.79E-04 3.29E-05 2.17E-06 1.34E-06 1.02E-07 371151 3754600 4.14E-06 1.02E-06 3.44E-08 2.26E-09 1.40E-09 1.07E-10
371171 3754600 3.99E-03 9.49E-04 2.95E-05 1.94E-06 1.35E-06 1.03E-07 371171 3754600 4.17E-06 9.92E-07 3.08E-08 2.03E-09 1.41E-09 1.07E-10
371191 3754600 3.99E-03 9.19E-04 2.67E-05 1.76E-06 1.35E-06 1.03E-07 371191 3754600 4.17E-06 9.61E-07 2.79E-08 1.84E-09 1.41E-09 1.08E-10
371211 3754600 3.96E-03 8.91E-04 2.44E-05 1.61E-06 1.35E-06 1.03E-07 371211 3754600 4.14E-06 9.31E-07 2.55E-08 1.68E-09 1.41E-09 1.08E-10
371231 3754600 3.90E-03 8.65E-04 2.24E-05 1.48E-06 1.35E-06 1.03E-07 371231 3754600 4.08E-06 9.04E-07 2.34E-08 1.54E-09 1.41E-09 1.08E-10
371251 3754600 3.82E-03 8.43E-04 2.07E-05 1.36E-06 1.35E-06 1.03E-07 371251 3754600 3.99E-06 8.81E-07 2.16E-08 1.42E-09 1.41E-09 1.08E-10
371271 3754600 3.72E-03 8.26E-04 1.92E-05 1.26E-06 1.34E-06 1.03E-07 371271 3754600 3.88E-06 8.63E-07 2.00E-08 1.32E-09 1.40E-09 1.07E-10
371291 3754600 3.60E-03 8.13E-04 1.78E-05 1.18E-06 1.34E-06 1.02E-07 371291 3754600 3.77E-06 8.49E-07 1.87E-08 1.23E-09 1.40E-09 1.07E-10
371311 3754600 3.49E-03 8.04E-04 1.67E-05 1.10E-06 1.33E-06 1.02E-07 371311 3754600 3.65E-06 8.41E-07 1.74E-08 1.15E-09 1.39E-09 1.06E-10
371331 3754600 3.38E-03 8.01E-04 1.56E-05 1.03E-06 1.32E-06 1.01E-07 371331 3754600 3.53E-06 8.37E-07 1.63E-08 1.08E-09 1.38E-09 1.05E-10
371351 3754600 3.28E-03 8.03E-04 1.47E-05 9.69E-07 1.31E-06 1.00E-07 371351 3754600 3.43E-06 8.39E-07 1.54E-08 1.01E-09 1.37E-09 1.05E-10
371371 3754600 3.20E-03 8.10E-04 1.39E-05 9.14E-07 1.30E-06 9.93E-08 371371 3754600 3.34E-06 8.47E-07 1.45E-08 9.55E-10 1.36E-09 1.04E-10
371391 3754600 3.13E-03 8.23E-04 1.31E-05 8.64E-07 1.29E-06 9.83E-08 371391 3754600 3.28E-06 8.61E-07 1.37E-08 9.03E-10 1.35E-09 1.03E-10
371411 3754600 3.09E-03 8.42E-04 1.24E-05 8.19E-07 1.27E-06 9.72E-08 371411 3754600 3.23E-06 8.80E-07 1.30E-08 8.56E-10 1.33E-09 1.02E-10
371431 3754600 3.08E-03 8.66E-04 1.18E-05 7.77E-07 1.26E-06 9.61E-08 371431 3754600 3.22E-06 9.05E-07 1.23E-08 8.12E-10 1.31E-09 1.00E-10
371451 3754600 3.09E-03 8.94E-04 1.12E-05 7.39E-07 1.24E-06 9.49E-08 371451 3754600 3.23E-06 9.35E-07 1.17E-08 7.73E-10 1.30E-09 9.92E-11
371471 3754600 3.13E-03 9.26E-04 1.07E-05 7.05E-07 1.23E-06 9.36E-08 371471 3754600 3.27E-06 9.68E-07 1.12E-08 7.36E-10 1.28E-09 9.78E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371491 3754600 3.20E-03 9.61E-04 1.02E-05 6.73E-07 1.21E-06 9.23E-08 371491 3754600 3.34E-06 1.00E-06 1.07E-08 7.03E-10 1.26E-09 9.65E-11
371511 3754600 3.29E-03 9.97E-04 9.76E-06 6.43E-07 1.19E-06 9.10E-08 371511 3754600 3.44E-06 1.04E-06 1.02E-08 6.72E-10 1.25E-09 9.51E-11
371531 3754600 3.41E-03 1.03E-03 9.34E-06 6.16E-07 1.18E-06 8.97E-08 371531 3754600 3.56E-06 1.08E-06 9.76E-09 6.43E-10 1.23E-09 9.38E-11
371551 3754600 3.55E-03 1.07E-03 8.96E-06 5.90E-07 1.16E-06 8.85E-08 371551 3754600 3.71E-06 1.12E-06 9.36E-09 6.17E-10 1.21E-09 9.25E-11
371571 3754600 3.70E-03 1.10E-03 8.60E-06 5.67E-07 1.14E-06 8.73E-08 371571 3754600 3.87E-06 1.15E-06 8.99E-09 5.92E-10 1.19E-09 9.12E-11
371591 3754600 3.87E-03 1.13E-03 8.27E-06 5.45E-07 1.13E-06 8.62E-08 371591 3754600 4.05E-06 1.18E-06 8.64E-09 5.70E-10 1.18E-09 9.01E-11
371611 3754600 4.04E-03 1.16E-03 7.96E-06 5.25E-07 1.11E-06 8.51E-08 371611 3754600 4.22E-06 1.21E-06 8.32E-09 5.48E-10 1.17E-09 8.90E-11
371631 3754600 4.21E-03 1.18E-03 7.67E-06 5.06E-07 1.10E-06 8.42E-08 371631 3754600 4.40E-06 1.24E-06 8.02E-09 5.28E-10 1.15E-09 8.80E-11
371651 3754600 4.36E-03 1.21E-03 7.40E-06 4.88E-07 1.09E-06 8.34E-08 371651 3754600 4.56E-06 1.26E-06 7.74E-09 5.10E-10 1.14E-09 8.72E-11
371671 3754600 4.51E-03 1.22E-03 7.15E-06 4.71E-07 1.08E-06 8.28E-08 371671 3754600 4.71E-06 1.28E-06 7.48E-09 4.93E-10 1.13E-09 8.65E-11
371691 3754600 4.63E-03 1.24E-03 6.92E-06 4.56E-07 1.08E-06 8.23E-08 371691 3754600 4.84E-06 1.29E-06 7.23E-09 4.77E-10 1.13E-09 8.61E-11
371711 3754600 4.73E-03 1.25E-03 6.70E-06 4.41E-07 1.07E-06 8.20E-08 371711 3754600 4.95E-06 1.30E-06 7.00E-09 4.61E-10 1.12E-09 8.57E-11
371731 3754600 4.82E-03 1.25E-03 6.49E-06 4.28E-07 1.07E-06 8.18E-08 371731 3754600 5.03E-06 1.31E-06 6.79E-09 4.47E-10 1.12E-09 8.55E-11
371751 3754600 4.88E-03 1.26E-03 6.30E-06 4.15E-07 1.07E-06 8.18E-08 371751 3754600 5.10E-06 1.31E-06 6.59E-09 4.34E-10 1.12E-09 8.55E-11
371771 3754600 4.91E-03 1.26E-03 6.12E-06 4.04E-07 1.07E-06 8.20E-08 371771 3754600 5.14E-06 1.31E-06 6.40E-09 4.22E-10 1.12E-09 8.57E-11
371791 3754600 4.93E-03 1.25E-03 5.95E-06 3.92E-07 1.08E-06 8.22E-08 371791 3754600 5.15E-06 1.31E-06 6.22E-09 4.10E-10 1.13E-09 8.59E-11
371811 3754600 4.93E-03 1.25E-03 5.79E-06 3.82E-07 1.08E-06 8.26E-08 371811 3754600 5.15E-06 1.30E-06 6.05E-09 3.99E-10 1.13E-09 8.63E-11
371831 3754600 4.90E-03 1.24E-03 5.64E-06 3.72E-07 1.09E-06 8.31E-08 371831 3754600 5.12E-06 1.29E-06 5.89E-09 3.88E-10 1.14E-09 8.68E-11
370571 3754620 1.23E-03 5.11E-04 6.33E-06 4.17E-07 6.26E-07 4.78E-08 370571 3754620 1.29E-06 5.34E-07 6.62E-09 4.36E-10 6.54E-10 4.99E-11
370591 3754620 1.27E-03 5.26E-04 6.84E-06 4.51E-07 6.44E-07 4.92E-08 370591 3754620 1.33E-06 5.49E-07 7.15E-09 4.72E-10 6.73E-10 5.14E-11
370611 3754620 1.31E-03 5.42E-04 7.45E-06 4.91E-07 6.64E-07 5.07E-08 370611 3754620 1.37E-06 5.67E-07 7.79E-09 5.13E-10 6.94E-10 5.30E-11
370631 3754620 1.36E-03 5.58E-04 8.12E-06 5.35E-07 6.83E-07 5.22E-08 370631 3754620 1.42E-06 5.84E-07 8.49E-09 5.60E-10 7.14E-10 5.45E-11
370651 3754620 1.41E-03 5.75E-04 8.91E-06 5.87E-07 6.98E-07 5.33E-08 370651 3754620 1.47E-06 6.01E-07 9.31E-09 6.14E-10 7.30E-10 5.57E-11
370671 3754620 1.46E-03 5.94E-04 9.85E-06 6.49E-07 7.18E-07 5.48E-08 370671 3754620 1.52E-06 6.21E-07 1.03E-08 6.78E-10 7.50E-10 5.73E-11
370691 3754620 1.51E-03 6.15E-04 1.10E-05 7.25E-07 7.46E-07 5.70E-08 370691 3754620 1.58E-06 6.42E-07 1.15E-08 7.58E-10 7.80E-10 5.96E-11
370711 3754620 1.57E-03 6.32E-04 1.23E-05 8.09E-07 7.56E-07 5.78E-08 370711 3754620 1.64E-06 6.61E-07 1.28E-08 8.46E-10 7.91E-10 6.04E-11
370731 3754620 1.62E-03 6.52E-04 1.39E-05 9.15E-07 7.76E-07 5.93E-08 370731 3754620 1.70E-06 6.82E-07 1.45E-08 9.56E-10 8.11E-10 6.20E-11
370751 3754620 1.68E-03 6.71E-04 1.58E-05 1.04E-06 7.93E-07 6.06E-08 370751 3754620 1.76E-06 7.01E-07 1.65E-08 1.09E-09 8.29E-10 6.33E-11
370771 3754620 1.75E-03 6.93E-04 1.83E-05 1.21E-06 8.15E-07 6.23E-08 370771 3754620 1.83E-06 7.24E-07 1.91E-08 1.26E-09 8.52E-10 6.51E-11
370791 3754620 1.82E-03 7.16E-04 2.16E-05 1.43E-06 8.39E-07 6.40E-08 370791 3754620 1.90E-06 7.48E-07 2.26E-08 1.49E-09 8.76E-10 6.69E-11
370811 3754620 1.89E-03 7.36E-04 2.58E-05 1.70E-06 8.56E-07 6.54E-08 370811 3754620 1.98E-06 7.70E-07 2.70E-08 1.78E-09 8.95E-10 6.84E-11
370831 3754620 1.97E-03 7.58E-04 3.18E-05 2.10E-06 8.77E-07 6.70E-08 370831 3754620 2.06E-06 7.93E-07 3.32E-08 2.19E-09 9.17E-10 7.00E-11
370851 3754620 2.07E-03 7.89E-04 4.14E-05 2.73E-06 9.25E-07 7.06E-08 370851 3754620 2.16E-06 8.25E-07 4.33E-08 2.85E-09 9.66E-10 7.38E-11
370871 3754620 2.15E-03 8.11E-04 5.54E-05 3.65E-06 9.46E-07 7.22E-08 370871 3754620 2.25E-06 8.48E-07 5.79E-08 3.82E-09 9.89E-10 7.55E-11
370891 3754620 2.24E-03 8.32E-04 7.99E-05 5.27E-06 9.66E-07 7.38E-08 370891 3754620 2.34E-06 8.70E-07 8.35E-08 5.50E-09 1.01E-09 7.71E-11
370911 3754620 2.34E-03 8.53E-04 1.31E-04 8.61E-06 9.91E-07 7.57E-08 370911 3754620 2.44E-06 8.92E-07 1.36E-07 8.99E-09 1.04E-09 7.91E-11
370931 3754620 2.44E-03 8.73E-04 1.93E-04 1.27E-05 1.02E-06 7.79E-08 370931 3754620 2.55E-06 9.13E-07 2.02E-07 1.33E-08 1.07E-09 8.15E-11
370951 3754620 2.54E-03 8.89E-04 1.91E-04 1.26E-05 1.04E-06 7.94E-08 370951 3754620 2.65E-06 9.30E-07 1.99E-07 1.31E-08 1.09E-09 8.30E-11
370971 3754620 2.64E-03 9.02E-04 2.67E-04 1.76E-05 1.05E-06 8.05E-08 370971 3754620 2.76E-06 9.42E-07 2.79E-07 1.84E-08 1.10E-09 8.42E-11
370991 3754620 2.75E-03 9.12E-04 1.67E-04 1.10E-05 1.07E-06 8.21E-08 370991 3754620 2.87E-06 9.53E-07 1.74E-07 1.15E-08 1.12E-09 8.58E-11
371011 3754620 2.85E-03 9.19E-04 1.17E-04 7.69E-06 1.11E-06 8.44E-08 371011 3754620 2.98E-06 9.60E-07 1.22E-07 8.04E-09 1.16E-09 8.82E-11
371031 3754620 2.96E-03 9.21E-04 8.81E-05 5.80E-06 1.13E-06 8.66E-08 371031 3754620 3.09E-06 9.63E-07 9.20E-08 6.07E-09 1.18E-09 9.05E-11
371051 3754620 3.06E-03 9.19E-04 6.99E-05 4.61E-06 1.15E-06 8.79E-08 371051 3754620 3.20E-06 9.61E-07 7.31E-08 4.82E-09 1.20E-09 9.19E-11
371071 3754620 3.14E-03 9.07E-04 5.75E-05 3.79E-06 1.15E-06 8.78E-08 371071 3754620 3.28E-06 9.48E-07 6.01E-08 3.96E-09 1.20E-09 9.18E-11
371091 3754620 3.27E-03 9.10E-04 4.85E-05 3.20E-06 1.20E-06 9.13E-08 371091 3754620 3.42E-06 9.51E-07 5.07E-08 3.34E-09 1.25E-09 9.54E-11
371111 3754620 3.34E-03 8.93E-04 4.17E-05 2.75E-06 1.22E-06 9.30E-08 371111 3754620 3.49E-06 9.33E-07 4.36E-08 2.87E-09 1.27E-09 9.72E-11
371131 3754620 3.39E-03 8.71E-04 3.67E-05 2.42E-06 1.22E-06 9.35E-08 371131 3754620 3.54E-06 9.10E-07 3.83E-08 2.53E-09 1.28E-09 9.77E-11
371151 3754620 3.42E-03 8.47E-04 3.26E-05 2.15E-06 1.23E-06 9.40E-08 371151 3754620 3.57E-06 8.86E-07 3.41E-08 2.25E-09 1.29E-09 9.83E-11
371171 3754620 3.43E-03 8.23E-04 2.93E-05 1.93E-06 1.24E-06 9.43E-08 371171 3754620 3.58E-06 8.60E-07 3.06E-08 2.02E-09 1.29E-09 9.86E-11
371191 3754620 3.41E-03 7.98E-04 2.65E-05 1.75E-06 1.24E-06 9.45E-08 371191 3754620 3.57E-06 8.34E-07 2.77E-08 1.82E-09 1.29E-09 9.88E-11
371211 3754620 3.37E-03 7.75E-04 2.42E-05 1.59E-06 1.24E-06 9.46E-08 371211 3754620 3.53E-06 8.10E-07 2.52E-08 1.66E-09 1.29E-09 9.88E-11
371231 3754620 3.32E-03 7.53E-04 2.22E-05 1.46E-06 1.24E-06 9.45E-08 371231 3754620 3.47E-06 7.87E-07 2.32E-08 1.53E-09 1.29E-09 9.88E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371251 3754620 3.24E-03 7.35E-04 2.05E-05 1.35E-06 1.24E-06 9.43E-08 371251 3754620 3.39E-06 7.68E-07 2.14E-08 1.41E-09 1.29E-09 9.86E-11
371271 3754620 3.15E-03 7.20E-04 1.90E-05 1.25E-06 1.23E-06 9.41E-08 371271 3754620 3.30E-06 7.53E-07 1.98E-08 1.31E-09 1.29E-09 9.83E-11
371291 3754620 3.06E-03 7.09E-04 1.77E-05 1.16E-06 1.23E-06 9.37E-08 371291 3754620 3.20E-06 7.41E-07 1.85E-08 1.22E-09 1.28E-09 9.79E-11
371311 3754620 2.97E-03 7.01E-04 1.65E-05 1.09E-06 1.22E-06 9.32E-08 371311 3754620 3.10E-06 7.32E-07 1.72E-08 1.14E-09 1.28E-09 9.74E-11
371331 3754620 2.88E-03 6.96E-04 1.55E-05 1.02E-06 1.21E-06 9.26E-08 371331 3754620 3.01E-06 7.28E-07 1.62E-08 1.07E-09 1.27E-09 9.68E-11
371351 3754620 2.80E-03 6.96E-04 1.45E-05 9.58E-07 1.20E-06 9.20E-08 371351 3754620 2.92E-06 7.27E-07 1.52E-08 1.00E-09 1.26E-09 9.61E-11
371371 3754620 2.73E-03 6.99E-04 1.37E-05 9.03E-07 1.19E-06 9.12E-08 371371 3754620 2.85E-06 7.31E-07 1.43E-08 9.44E-10 1.25E-09 9.53E-11
371391 3754620 2.67E-03 7.06E-04 1.30E-05 8.54E-07 1.18E-06 9.03E-08 371391 3754620 2.79E-06 7.38E-07 1.35E-08 8.92E-10 1.24E-09 9.44E-11
371411 3754620 2.64E-03 7.18E-04 1.23E-05 8.09E-07 1.17E-06 8.94E-08 371411 3754620 2.75E-06 7.51E-07 1.28E-08 8.45E-10 1.22E-09 9.35E-11
371431 3754620 2.62E-03 7.34E-04 1.16E-05 7.67E-07 1.16E-06 8.84E-08 371431 3754620 2.73E-06 7.67E-07 1.22E-08 8.02E-10 1.21E-09 9.24E-11
371451 3754620 2.61E-03 7.53E-04 1.11E-05 7.30E-07 1.14E-06 8.74E-08 371451 3754620 2.73E-06 7.88E-07 1.16E-08 7.63E-10 1.20E-09 9.13E-11
371471 3754620 2.63E-03 7.77E-04 1.05E-05 6.95E-07 1.13E-06 8.63E-08 371471 3754620 2.75E-06 8.12E-07 1.10E-08 7.27E-10 1.18E-09 9.02E-11
371491 3754620 2.67E-03 8.03E-04 1.01E-05 6.63E-07 1.11E-06 8.51E-08 371491 3754620 2.79E-06 8.39E-07 1.05E-08 6.93E-10 1.17E-09 8.90E-11
371511 3754620 2.73E-03 8.31E-04 9.62E-06 6.34E-07 1.10E-06 8.40E-08 371511 3754620 2.85E-06 8.68E-07 1.01E-08 6.63E-10 1.15E-09 8.78E-11
371531 3754620 2.81E-03 8.60E-04 9.21E-06 6.07E-07 1.08E-06 8.28E-08 371531 3754620 2.94E-06 8.99E-07 9.62E-09 6.34E-10 1.13E-09 8.66E-11
371551 3754620 2.91E-03 8.89E-04 8.83E-06 5.82E-07 1.07E-06 8.17E-08 371551 3754620 3.04E-06 9.30E-07 9.22E-09 6.08E-10 1.12E-09 8.54E-11
371571 3754620 3.02E-03 9.19E-04 8.47E-06 5.58E-07 1.05E-06 8.05E-08 371571 3754620 3.16E-06 9.60E-07 8.85E-09 5.84E-10 1.10E-09 8.42E-11
371591 3754620 3.14E-03 9.47E-04 8.14E-06 5.37E-07 1.04E-06 7.95E-08 371591 3754620 3.29E-06 9.89E-07 8.51E-09 5.61E-10 1.09E-09 8.31E-11
371611 3754620 3.28E-03 9.73E-04 7.83E-06 5.16E-07 1.03E-06 7.85E-08 371611 3754620 3.42E-06 1.02E-06 8.19E-09 5.40E-10 1.07E-09 8.20E-11
371631 3754620 3.41E-03 9.98E-04 7.55E-06 4.97E-07 1.02E-06 7.76E-08 371631 3754620 3.57E-06 1.04E-06 7.89E-09 5.20E-10 1.06E-09 8.11E-11
371651 3754620 3.55E-03 1.02E-03 7.28E-06 4.80E-07 1.01E-06 7.68E-08 371651 3754620 3.71E-06 1.07E-06 7.61E-09 5.02E-10 1.05E-09 8.03E-11
371671 3754620 3.68E-03 1.04E-03 7.03E-06 4.63E-07 9.96E-07 7.61E-08 371671 3754620 3.84E-06 1.09E-06 7.35E-09 4.84E-10 1.04E-09 7.95E-11
371691 3754620 3.80E-03 1.06E-03 6.80E-06 4.48E-07 9.89E-07 7.55E-08 371691 3754620 3.97E-06 1.10E-06 7.10E-09 4.68E-10 1.03E-09 7.89E-11
371711 3754620 3.90E-03 1.07E-03 6.58E-06 4.34E-07 9.83E-07 7.51E-08 371711 3754620 4.08E-06 1.12E-06 6.87E-09 4.53E-10 1.03E-09 7.85E-11
371731 3754620 3.99E-03 1.08E-03 6.37E-06 4.20E-07 9.79E-07 7.48E-08 371731 3754620 4.17E-06 1.13E-06 6.66E-09 4.39E-10 1.02E-09 7.82E-11
371751 3754620 4.07E-03 1.09E-03 6.18E-06 4.08E-07 9.77E-07 7.46E-08 371751 3754620 4.26E-06 1.14E-06 6.46E-09 4.26E-10 1.02E-09 7.80E-11
371771 3754620 4.13E-03 1.09E-03 6.00E-06 3.96E-07 9.77E-07 7.46E-08 371771 3754620 4.32E-06 1.14E-06 6.27E-09 4.13E-10 1.02E-09 7.80E-11
371791 3754620 4.17E-03 1.10E-03 5.83E-06 3.84E-07 9.78E-07 7.47E-08 371791 3754620 4.36E-06 1.15E-06 6.09E-09 4.02E-10 1.02E-09 7.81E-11
371811 3754620 4.20E-03 1.10E-03 5.67E-06 3.74E-07 9.81E-07 7.49E-08 371811 3754620 4.39E-06 1.15E-06 5.93E-09 3.91E-10 1.03E-09 7.83E-11
371831 3754620 4.21E-03 1.10E-03 5.52E-06 3.64E-07 9.85E-07 7.52E-08 371831 3754620 4.40E-06 1.14E-06 5.77E-09 3.80E-10 1.03E-09 7.86E-11
370571 3754640 1.18E-03 4.84E-04 6.19E-06 4.08E-07 6.06E-07 4.63E-08 370571 3754640 1.23E-06 5.06E-07 6.47E-09 4.26E-10 6.33E-10 4.83E-11
370591 3754640 1.22E-03 4.99E-04 6.69E-06 4.41E-07 6.23E-07 4.75E-08 370591 3754640 1.27E-06 5.21E-07 7.00E-09 4.61E-10 6.51E-10 4.97E-11
370611 3754640 1.26E-03 5.13E-04 7.27E-06 4.79E-07 6.41E-07 4.89E-08 370611 3754640 1.31E-06 5.36E-07 7.60E-09 5.01E-10 6.70E-10 5.11E-11
370631 3754640 1.30E-03 5.27E-04 7.92E-06 5.22E-07 6.59E-07 5.03E-08 370631 3754640 1.36E-06 5.50E-07 8.28E-09 5.45E-10 6.89E-10 5.26E-11
370651 3754640 1.34E-03 5.41E-04 8.67E-06 5.71E-07 6.71E-07 5.12E-08 370651 3754640 1.40E-06 5.66E-07 9.06E-09 5.97E-10 7.01E-10 5.35E-11
370671 3754640 1.38E-03 5.57E-04 9.56E-06 6.30E-07 6.85E-07 5.23E-08 370671 3754640 1.45E-06 5.82E-07 1.00E-08 6.59E-10 7.16E-10 5.47E-11
370691 3754640 1.43E-03 5.73E-04 1.06E-05 7.01E-07 7.03E-07 5.37E-08 370691 3754640 1.50E-06 5.99E-07 1.11E-08 7.32E-10 7.34E-10 5.61E-11
370711 3754640 1.47E-03 5.87E-04 1.18E-05 7.78E-07 7.14E-07 5.45E-08 370711 3754640 1.54E-06 6.13E-07 1.23E-08 8.13E-10 7.46E-10 5.70E-11
370731 3754640 1.53E-03 6.03E-04 1.33E-05 8.77E-07 7.30E-07 5.58E-08 370731 3754640 1.59E-06 6.30E-07 1.39E-08 9.16E-10 7.63E-10 5.83E-11
370751 3754640 1.53E-03 6.00E-04 1.50E-05 9.88E-07 7.40E-07 5.65E-08 370751 3754640 1.60E-06 6.28E-07 1.57E-08 1.03E-09 7.74E-10 5.91E-11
370771 3754640 1.59E-03 6.18E-04 1.74E-05 1.15E-06 7.59E-07 5.79E-08 370771 3754640 1.66E-06 6.46E-07 1.82E-08 1.20E-09 7.93E-10 6.06E-11
370791 3754640 1.65E-03 6.55E-04 2.06E-05 1.36E-06 7.81E-07 5.96E-08 370791 3754640 1.73E-06 6.85E-07 2.16E-08 1.42E-09 8.16E-10 6.23E-11
370811 3754640 1.70E-03 6.52E-04 2.45E-05 1.61E-06 7.92E-07 6.05E-08 370811 3754640 1.78E-06 6.82E-07 2.56E-08 1.69E-09 8.28E-10 6.32E-11
370831 3754640 1.76E-03 6.70E-04 3.01E-05 1.98E-06 8.09E-07 6.18E-08 370831 3754640 1.84E-06 7.00E-07 3.15E-08 2.07E-09 8.46E-10 6.46E-11
370851 3754640 1.92E-03 7.20E-04 4.04E-05 2.66E-06 8.58E-07 6.56E-08 370851 3754640 2.00E-06 7.52E-07 4.22E-08 2.78E-09 8.97E-10 6.85E-11
370871 3754640 1.99E-03 7.37E-04 5.42E-05 3.58E-06 8.78E-07 6.70E-08 370871 3754640 2.08E-06 7.71E-07 5.67E-08 3.74E-09 9.17E-10 7.01E-11
370891 3754640 2.07E-03 7.54E-04 7.84E-05 5.17E-06 9.00E-07 6.87E-08 370891 3754640 2.16E-06 7.88E-07 8.20E-08 5.40E-09 9.41E-10 7.18E-11
370911 3754640 2.15E-03 7.70E-04 1.28E-04 8.44E-06 9.22E-07 7.04E-08 370911 3754640 2.25E-06 8.05E-07 1.34E-07 8.83E-09 9.64E-10 7.36E-11
370931 3754640 2.23E-03 7.85E-04 2.56E-04 1.69E-05 9.54E-07 7.28E-08 370931 3754640 2.34E-06 8.20E-07 2.67E-07 1.76E-08 9.97E-10 7.61E-11
370951 3754640 2.32E-03 7.95E-04 1.59E-04 1.05E-05 9.65E-07 7.37E-08 370951 3754640 2.42E-06 8.31E-07 1.66E-07 1.09E-08 1.01E-09 7.70E-11
370971 3754640 2.40E-03 8.02E-04 2.69E-04 1.77E-05 9.66E-07 7.38E-08 370971 3754640 2.50E-06 8.38E-07 2.81E-07 1.85E-08 1.01E-09 7.71E-11
370991 3754640 2.49E-03 8.10E-04 1.67E-04 1.10E-05 1.01E-06 7.70E-08 370991 3754640 2.60E-06 8.47E-07 1.75E-07 1.15E-08 1.05E-09 8.04E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371011 3754640 2.57E-03 8.13E-04 1.17E-04 7.69E-06 1.03E-06 7.86E-08 371011 3754640 2.69E-06 8.50E-07 1.22E-07 8.04E-09 1.08E-09 8.22E-11
371031 3754640 2.65E-03 8.12E-04 8.78E-05 5.79E-06 1.05E-06 8.03E-08 371031 3754640 2.77E-06 8.48E-07 9.18E-08 6.05E-09 1.10E-09 8.39E-11
371051 3754640 2.72E-03 8.06E-04 6.96E-05 4.59E-06 1.07E-06 8.14E-08 371051 3754640 2.85E-06 8.43E-07 7.28E-08 4.80E-09 1.11E-09 8.51E-11
371071 3754640 2.78E-03 7.94E-04 5.71E-05 3.77E-06 1.06E-06 8.07E-08 371071 3754640 2.90E-06 8.29E-07 5.97E-08 3.94E-09 1.10E-09 8.43E-11
371091 3754640 2.88E-03 7.95E-04 4.83E-05 3.18E-06 1.10E-06 8.41E-08 371091 3754640 3.02E-06 8.31E-07 5.04E-08 3.32E-09 1.15E-09 8.79E-11
371111 3754640 2.93E-03 7.79E-04 4.14E-05 2.73E-06 1.12E-06 8.58E-08 371111 3754640 3.06E-06 8.15E-07 4.32E-08 2.85E-09 1.17E-09 8.97E-11
371131 3754640 2.96E-03 7.60E-04 3.64E-05 2.40E-06 1.13E-06 8.63E-08 371131 3754640 3.09E-06 7.95E-07 3.80E-08 2.50E-09 1.18E-09 9.02E-11
371151 3754640 2.97E-03 7.40E-04 3.23E-05 2.13E-06 1.13E-06 8.67E-08 371151 3754640 3.10E-06 7.74E-07 3.37E-08 2.22E-09 1.19E-09 9.06E-11
371171 3754640 2.96E-03 7.19E-04 2.90E-05 1.91E-06 1.14E-06 8.69E-08 371171 3754640 3.10E-06 7.52E-07 3.03E-08 2.00E-09 1.19E-09 9.08E-11
371191 3754640 2.94E-03 6.99E-04 2.62E-05 1.73E-06 1.14E-06 8.70E-08 371191 3754640 3.07E-06 7.30E-07 2.74E-08 1.81E-09 1.19E-09 9.10E-11
371211 3754640 2.90E-03 6.79E-04 2.39E-05 1.58E-06 1.14E-06 8.71E-08 371211 3754640 3.03E-06 7.10E-07 2.50E-08 1.65E-09 1.19E-09 9.10E-11
371231 3754640 2.85E-03 6.61E-04 2.19E-05 1.45E-06 1.14E-06 8.70E-08 371231 3754640 2.97E-06 6.91E-07 2.29E-08 1.51E-09 1.19E-09 9.09E-11
371251 3754640 2.78E-03 6.46E-04 2.02E-05 1.33E-06 1.14E-06 8.68E-08 371251 3754640 2.90E-06 6.75E-07 2.12E-08 1.39E-09 1.19E-09 9.08E-11
371271 3754640 2.70E-03 6.33E-04 1.88E-05 1.24E-06 1.13E-06 8.66E-08 371271 3754640 2.83E-06 6.62E-07 1.96E-08 1.29E-09 1.18E-09 9.05E-11
371291 3754640 2.63E-03 6.23E-04 1.75E-05 1.15E-06 1.13E-06 8.62E-08 371291 3754640 2.74E-06 6.51E-07 1.82E-08 1.20E-09 1.18E-09 9.01E-11
371311 3754640 2.55E-03 6.16E-04 1.63E-05 1.07E-06 1.12E-06 8.58E-08 371311 3754640 2.66E-06 6.44E-07 1.70E-08 1.12E-09 1.17E-09 8.97E-11
371331 3754640 2.47E-03 6.11E-04 1.53E-05 1.01E-06 1.12E-06 8.53E-08 371331 3754640 2.59E-06 6.39E-07 1.60E-08 1.05E-09 1.17E-09 8.92E-11
371351 3754640 2.41E-03 6.09E-04 1.44E-05 9.46E-07 1.11E-06 8.47E-08 371351 3754640 2.52E-06 6.37E-07 1.50E-08 9.89E-10 1.16E-09 8.86E-11
371371 3754640 2.35E-03 6.10E-04 1.35E-05 8.92E-07 1.10E-06 8.41E-08 371371 3754640 2.46E-06 6.38E-07 1.41E-08 9.32E-10 1.15E-09 8.79E-11
371391 3754640 2.30E-03 6.14E-04 1.28E-05 8.42E-07 1.09E-06 8.33E-08 371391 3754640 2.41E-06 6.42E-07 1.34E-08 8.80E-10 1.14E-09 8.71E-11
371411 3754640 2.27E-03 6.21E-04 1.21E-05 7.98E-07 1.08E-06 8.25E-08 371411 3754640 2.37E-06 6.49E-07 1.26E-08 8.34E-10 1.13E-09 8.63E-11
371431 3754640 2.25E-03 6.31E-04 1.15E-05 7.57E-07 1.07E-06 8.17E-08 371431 3754640 2.35E-06 6.60E-07 1.20E-08 7.91E-10 1.12E-09 8.54E-11
371451 3754640 2.24E-03 6.45E-04 1.09E-05 7.19E-07 1.06E-06 8.07E-08 371451 3754640 2.34E-06 6.74E-07 1.14E-08 7.52E-10 1.10E-09 8.44E-11
371471 3754640 2.25E-03 6.61E-04 1.04E-05 6.85E-07 1.04E-06 7.98E-08 371471 3754640 2.35E-06 6.91E-07 1.09E-08 7.16E-10 1.09E-09 8.34E-11
371491 3754640 2.27E-03 6.80E-04 9.92E-06 6.54E-07 1.03E-06 7.88E-08 371491 3754640 2.37E-06 7.11E-07 1.04E-08 6.83E-10 1.08E-09 8.23E-11
371511 3754640 2.31E-03 7.02E-04 9.48E-06 6.25E-07 1.02E-06 7.77E-08 371511 3754640 2.41E-06 7.33E-07 9.90E-09 6.53E-10 1.06E-09 8.12E-11
371531 3754640 2.36E-03 7.25E-04 9.07E-06 5.98E-07 1.00E-06 7.67E-08 371531 3754640 2.46E-06 7.57E-07 9.48E-09 6.25E-10 1.05E-09 8.01E-11
371551 3754640 2.42E-03 7.49E-04 8.69E-06 5.73E-07 9.90E-07 7.56E-08 371551 3754640 2.53E-06 7.82E-07 9.08E-09 5.99E-10 1.04E-09 7.91E-11
371571 3754640 2.50E-03 7.73E-04 8.34E-06 5.50E-07 9.77E-07 7.46E-08 371571 3754640 2.62E-06 8.08E-07 8.71E-09 5.74E-10 1.02E-09 7.80E-11
371591 3754640 2.59E-03 7.97E-04 8.01E-06 5.28E-07 9.64E-07 7.36E-08 371591 3754640 2.71E-06 8.33E-07 8.37E-09 5.52E-10 1.01E-09 7.70E-11
371611 3754640 2.70E-03 8.21E-04 7.71E-06 5.08E-07 9.52E-07 7.27E-08 371611 3754640 2.82E-06 8.58E-07 8.05E-09 5.31E-10 9.95E-10 7.60E-11
371631 3754640 2.80E-03 8.44E-04 7.42E-06 4.89E-07 9.40E-07 7.18E-08 371631 3754640 2.93E-06 8.82E-07 7.76E-09 5.11E-10 9.83E-10 7.50E-11
371651 3754640 2.91E-03 8.66E-04 7.16E-06 4.72E-07 9.30E-07 7.10E-08 371651 3754640 3.05E-06 9.05E-07 7.48E-09 4.93E-10 9.72E-10 7.42E-11
371671 3754640 3.02E-03 8.85E-04 6.91E-06 4.55E-07 9.20E-07 7.03E-08 371671 3754640 3.16E-06 9.25E-07 7.22E-09 4.76E-10 9.62E-10 7.35E-11
371691 3754640 3.13E-03 9.03E-04 6.68E-06 4.40E-07 9.12E-07 6.97E-08 371691 3754640 3.27E-06 9.44E-07 6.98E-09 4.60E-10 9.54E-10 7.28E-11
371711 3754640 3.23E-03 9.19E-04 6.46E-06 4.26E-07 9.06E-07 6.92E-08 371711 3754640 3.38E-06 9.60E-07 6.75E-09 4.45E-10 9.47E-10 7.23E-11
371731 3754640 3.32E-03 9.32E-04 6.26E-06 4.12E-07 9.01E-07 6.88E-08 371731 3754640 3.47E-06 9.75E-07 6.54E-09 4.31E-10 9.41E-10 7.19E-11
371751 3754640 3.40E-03 9.44E-04 6.07E-06 4.00E-07 8.97E-07 6.85E-08 371751 3754640 3.56E-06 9.86E-07 6.34E-09 4.18E-10 9.38E-10 7.16E-11
371771 3754640 3.47E-03 9.52E-04 5.89E-06 3.88E-07 8.95E-07 6.84E-08 371771 3754640 3.63E-06 9.95E-07 6.15E-09 4.05E-10 9.35E-10 7.14E-11
371791 3754640 3.53E-03 9.59E-04 5.72E-06 3.77E-07 8.94E-07 6.83E-08 371791 3754640 3.69E-06 1.00E-06 5.97E-09 3.94E-10 9.35E-10 7.14E-11
371811 3754640 3.57E-03 9.64E-04 5.56E-06 3.66E-07 8.95E-07 6.84E-08 371811 3754640 3.73E-06 1.01E-06 5.81E-09 3.83E-10 9.36E-10 7.15E-11
371831 3754640 3.60E-03 9.66E-04 5.41E-06 3.56E-07 8.97E-07 6.85E-08 371831 3754640 3.77E-06 1.01E-06 5.65E-09 3.72E-10 9.38E-10 7.16E-11
370571 3754660 1.13E-03 4.59E-04 6.03E-06 3.97E-07 5.86E-07 4.48E-08 370571 3754660 1.18E-06 4.79E-07 6.30E-09 4.15E-10 6.13E-10 4.68E-11
370591 3754660 1.17E-03 4.72E-04 6.52E-06 4.30E-07 6.02E-07 4.60E-08 370591 3754660 1.22E-06 4.93E-07 6.81E-09 4.49E-10 6.29E-10 4.80E-11
370611 3754660 1.20E-03 4.84E-04 7.07E-06 4.66E-07 6.18E-07 4.72E-08 370611 3754660 1.25E-06 5.06E-07 7.39E-09 4.87E-10 6.46E-10 4.93E-11
370631 3754660 1.24E-03 4.96E-04 7.69E-06 5.07E-07 6.34E-07 4.85E-08 370631 3754660 1.29E-06 5.19E-07 8.04E-09 5.30E-10 6.63E-10 5.06E-11
370651 3754660 1.27E-03 5.09E-04 8.41E-06 5.54E-07 6.46E-07 4.94E-08 370651 3754660 1.33E-06 5.32E-07 8.79E-09 5.79E-10 6.76E-10 5.16E-11
370671 3754660 1.31E-03 5.22E-04 9.27E-06 6.11E-07 6.57E-07 5.02E-08 370671 3754660 1.37E-06 5.46E-07 9.68E-09 6.38E-10 6.86E-10 5.24E-11
370691 3754660 1.35E-03 5.36E-04 1.03E-05 6.77E-07 6.69E-07 5.11E-08 370691 3754660 1.41E-06 5.60E-07 1.07E-08 7.08E-10 7.00E-10 5.34E-11
370711 3754660 1.39E-03 5.47E-04 1.14E-05 7.49E-07 6.78E-07 5.18E-08 370711 3754660 1.45E-06 5.71E-07 1.19E-08 7.83E-10 7.09E-10 5.41E-11
370731 3754660 1.40E-03 5.60E-04 1.28E-05 8.42E-07 6.91E-07 5.28E-08 370731 3754660 1.46E-06 5.85E-07 1.34E-08 8.80E-10 7.22E-10 5.52E-11
370751 3754660 1.43E-03 5.55E-04 1.44E-05 9.47E-07 6.98E-07 5.33E-08 370751 3754660 1.50E-06 5.80E-07 1.50E-08 9.90E-10 7.30E-10 5.57E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370771 3754660 1.48E-03 5.69E-04 1.66E-05 1.10E-06 7.13E-07 5.45E-08 370771 3754660 1.55E-06 5.95E-07 1.74E-08 1.15E-09 7.46E-10 5.69E-11
370791 3754660 1.53E-03 5.85E-04 1.97E-05 1.30E-06 7.31E-07 5.58E-08 370791 3754660 1.60E-06 6.12E-07 2.06E-08 1.35E-09 7.64E-10 5.83E-11
370811 3754660 1.58E-03 5.99E-04 2.36E-05 1.55E-06 7.45E-07 5.69E-08 370811 3754660 1.65E-06 6.26E-07 2.46E-08 1.62E-09 7.78E-10 5.94E-11
370831 3754660 1.64E-03 6.13E-04 2.90E-05 1.91E-06 7.59E-07 5.80E-08 370831 3754660 1.71E-06 6.41E-07 3.03E-08 2.00E-09 7.93E-10 6.06E-11
370851 3754660 1.78E-03 6.57E-04 3.92E-05 2.59E-06 8.05E-07 6.14E-08 370851 3754660 1.86E-06 6.87E-07 4.10E-08 2.70E-09 8.41E-10 6.42E-11
370871 3754660 1.84E-03 6.72E-04 5.30E-05 3.49E-06 8.24E-07 6.29E-08 370871 3754660 1.93E-06 7.02E-07 5.54E-08 3.65E-09 8.61E-10 6.57E-11
370891 3754660 1.91E-03 6.86E-04 7.69E-05 5.07E-06 8.45E-07 6.45E-08 370891 3754660 2.00E-06 7.17E-07 8.04E-08 5.30E-09 8.83E-10 6.75E-11
370911 3754660 1.98E-03 6.97E-04 1.26E-04 8.29E-06 8.66E-07 6.62E-08 370911 3754660 2.07E-06 7.29E-07 1.32E-07 8.67E-09 9.06E-10 6.92E-11
370931 3754660 2.05E-03 7.07E-04 2.50E-04 1.65E-05 8.91E-07 6.80E-08 370931 3754660 2.14E-06 7.39E-07 2.61E-07 1.72E-08 9.31E-10 7.11E-11
370951 3754660 2.11E-03 7.14E-04 1.90E-04 1.25E-05 8.91E-07 6.81E-08 370951 3754660 2.21E-06 7.46E-07 1.99E-07 1.31E-08 9.32E-10 7.12E-11
370971 3754660 2.18E-03 7.19E-04 2.70E-04 1.78E-05 9.09E-07 6.94E-08 370971 3754660 2.28E-06 7.51E-07 2.82E-07 1.86E-08 9.50E-10 7.26E-11
370991 3754660 2.25E-03 7.22E-04 1.67E-04 1.10E-05 9.39E-07 7.17E-08 370991 3754660 2.35E-06 7.55E-07 1.75E-07 1.15E-08 9.82E-10 7.50E-11
371011 3754660 2.31E-03 7.21E-04 1.16E-04 7.67E-06 9.47E-07 7.23E-08 371011 3754660 2.42E-06 7.54E-07 1.22E-07 8.02E-09 9.90E-10 7.56E-11
371031 3754660 2.37E-03 7.18E-04 8.74E-05 5.76E-06 9.65E-07 7.37E-08 371031 3754660 2.48E-06 7.50E-07 9.14E-08 6.02E-09 1.01E-09 7.70E-11
371051 3754660 2.43E-03 7.10E-04 6.92E-05 4.56E-06 9.73E-07 7.43E-08 371051 3754660 2.54E-06 7.42E-07 7.23E-08 4.76E-09 1.02E-09 7.77E-11
371071 3754660 2.47E-03 6.99E-04 5.67E-05 3.74E-06 9.74E-07 7.44E-08 371071 3754660 2.58E-06 7.31E-07 5.93E-08 3.91E-09 1.02E-09 7.77E-11
371091 3754660 2.55E-03 7.00E-04 4.78E-05 3.15E-06 1.02E-06 7.79E-08 371091 3754660 2.67E-06 7.31E-07 5.00E-08 3.30E-09 1.07E-09 8.14E-11
371111 3754660 2.58E-03 6.86E-04 4.07E-05 2.68E-06 1.04E-06 7.95E-08 371111 3754660 2.70E-06 7.17E-07 4.25E-08 2.80E-09 1.09E-09 8.31E-11
371131 3754660 2.59E-03 6.69E-04 3.58E-05 2.36E-06 1.05E-06 7.99E-08 371131 3754660 2.71E-06 7.00E-07 3.74E-08 2.47E-09 1.09E-09 8.35E-11
371151 3754660 2.59E-03 6.52E-04 3.19E-05 2.10E-06 1.05E-06 8.01E-08 371151 3754660 2.71E-06 6.81E-07 3.33E-08 2.19E-09 1.10E-09 8.38E-11
371171 3754660 2.58E-03 6.34E-04 2.86E-05 1.89E-06 1.05E-06 8.03E-08 371171 3754660 2.70E-06 6.63E-07 2.99E-08 1.97E-09 1.10E-09 8.39E-11
371191 3754660 2.55E-03 6.16E-04 2.59E-05 1.71E-06 1.05E-06 8.04E-08 371191 3754660 2.67E-06 6.44E-07 2.71E-08 1.78E-09 1.10E-09 8.40E-11
371211 3754660 2.51E-03 6.00E-04 2.36E-05 1.56E-06 1.05E-06 8.04E-08 371211 3754660 2.63E-06 6.27E-07 2.47E-08 1.63E-09 1.10E-09 8.40E-11
371231 3754660 2.46E-03 5.85E-04 2.17E-05 1.43E-06 1.05E-06 8.03E-08 371231 3754660 2.57E-06 6.12E-07 2.26E-08 1.49E-09 1.10E-09 8.40E-11
371251 3754660 2.40E-03 5.72E-04 2.00E-05 1.32E-06 1.05E-06 8.02E-08 371251 3754660 2.51E-06 5.98E-07 2.09E-08 1.38E-09 1.10E-09 8.38E-11
371271 3754660 2.34E-03 5.61E-04 1.85E-05 1.22E-06 1.05E-06 8.00E-08 371271 3754660 2.45E-06 5.87E-07 1.93E-08 1.27E-09 1.09E-09 8.36E-11
371291 3754660 2.27E-03 5.52E-04 1.72E-05 1.13E-06 1.04E-06 7.97E-08 371291 3754660 2.38E-06 5.77E-07 1.80E-08 1.19E-09 1.09E-09 8.33E-11
371311 3754660 2.21E-03 5.46E-04 1.61E-05 1.06E-06 1.04E-06 7.93E-08 371311 3754660 2.31E-06 5.70E-07 1.68E-08 1.11E-09 1.08E-09 8.29E-11
371331 3754660 2.15E-03 5.41E-04 1.51E-05 9.92E-07 1.03E-06 7.88E-08 371331 3754660 2.24E-06 5.66E-07 1.57E-08 1.04E-09 1.08E-09 8.24E-11
371351 3754660 2.09E-03 5.39E-04 1.41E-05 9.32E-07 1.03E-06 7.83E-08 371351 3754660 2.19E-06 5.63E-07 1.48E-08 9.74E-10 1.07E-09 8.19E-11
371371 3754660 2.04E-03 5.38E-04 1.33E-05 8.78E-07 1.02E-06 7.77E-08 371371 3754660 2.14E-06 5.62E-07 1.39E-08 9.18E-10 1.06E-09 8.13E-11
371391 3754660 2.00E-03 5.40E-04 1.26E-05 8.29E-07 1.01E-06 7.71E-08 371391 3754660 2.09E-06 5.64E-07 1.32E-08 8.67E-10 1.06E-09 8.06E-11
371411 3754660 1.97E-03 5.44E-04 1.19E-05 7.85E-07 1.00E-06 7.64E-08 371411 3754660 2.06E-06 5.69E-07 1.25E-08 8.21E-10 1.05E-09 7.99E-11
371431 3754660 1.95E-03 5.50E-04 1.13E-05 7.45E-07 9.90E-07 7.56E-08 371431 3754660 2.04E-06 5.75E-07 1.18E-08 7.79E-10 1.04E-09 7.91E-11
371451 3754660 1.94E-03 5.59E-04 1.07E-05 7.08E-07 9.80E-07 7.48E-08 371451 3754660 2.03E-06 5.85E-07 1.12E-08 7.40E-10 1.02E-09 7.82E-11
371471 3754660 1.94E-03 5.71E-04 1.02E-05 6.74E-07 9.69E-07 7.40E-08 371471 3754660 2.03E-06 5.97E-07 1.07E-08 7.05E-10 1.01E-09 7.73E-11
371491 3754660 1.95E-03 5.85E-04 9.76E-06 6.43E-07 9.57E-07 7.31E-08 371491 3754660 2.04E-06 6.11E-07 1.02E-08 6.72E-10 1.00E-09 7.64E-11
371511 3754660 1.97E-03 6.01E-04 9.32E-06 6.14E-07 9.45E-07 7.22E-08 371511 3754660 2.06E-06 6.28E-07 9.74E-09 6.42E-10 9.88E-10 7.54E-11
371531 3754660 2.01E-03 6.18E-04 8.92E-06 5.88E-07 9.33E-07 7.12E-08 371531 3754660 2.10E-06 6.46E-07 9.32E-09 6.14E-10 9.75E-10 7.44E-11
371551 3754660 2.05E-03 6.37E-04 8.54E-06 5.63E-07 9.20E-07 7.03E-08 371551 3754660 2.15E-06 6.66E-07 8.93E-09 5.89E-10 9.62E-10 7.35E-11
371571 3754660 2.11E-03 6.57E-04 8.20E-06 5.40E-07 9.08E-07 6.93E-08 371571 3754660 2.20E-06 6.87E-07 8.57E-09 5.65E-10 9.49E-10 7.25E-11
371591 3754660 2.17E-03 6.77E-04 7.87E-06 5.19E-07 8.96E-07 6.84E-08 371591 3754660 2.27E-06 7.08E-07 8.23E-09 5.42E-10 9.37E-10 7.15E-11
371611 3754660 2.25E-03 6.98E-04 7.57E-06 4.99E-07 8.84E-07 6.75E-08 371611 3754660 2.35E-06 7.29E-07 7.91E-09 5.22E-10 9.24E-10 7.06E-11
371631 3754660 2.33E-03 7.18E-04 7.29E-06 4.81E-07 8.73E-07 6.67E-08 371631 3754660 2.44E-06 7.51E-07 7.62E-09 5.02E-10 9.13E-10 6.97E-11
371651 3754660 2.42E-03 7.38E-04 7.03E-06 4.63E-07 8.63E-07 6.59E-08 371651 3754660 2.53E-06 7.71E-07 7.35E-09 4.84E-10 9.02E-10 6.89E-11
371671 3754660 2.51E-03 7.57E-04 6.79E-06 4.47E-07 8.54E-07 6.52E-08 371671 3754660 2.62E-06 7.91E-07 7.09E-09 4.67E-10 8.92E-10 6.81E-11
371691 3754660 2.60E-03 7.74E-04 6.56E-06 4.32E-07 8.45E-07 6.46E-08 371691 3754660 2.72E-06 8.09E-07 6.85E-09 4.52E-10 8.84E-10 6.75E-11
371711 3754660 2.69E-03 7.90E-04 6.34E-06 4.18E-07 8.38E-07 6.40E-08 371711 3754660 2.81E-06 8.26E-07 6.63E-09 4.37E-10 8.76E-10 6.69E-11
371731 3754660 2.77E-03 8.05E-04 6.14E-06 4.05E-07 8.32E-07 6.36E-08 371731 3754660 2.90E-06 8.41E-07 6.42E-09 4.23E-10 8.70E-10 6.64E-11
371751 3754660 2.85E-03 8.17E-04 5.95E-06 3.92E-07 8.28E-07 6.32E-08 371751 3754660 2.98E-06 8.54E-07 6.22E-09 4.10E-10 8.65E-10 6.61E-11
371771 3754660 2.92E-03 8.28E-04 5.77E-06 3.80E-07 8.25E-07 6.30E-08 371771 3754660 3.05E-06 8.66E-07 6.03E-09 3.97E-10 8.62E-10 6.58E-11
371791 3754660 2.98E-03 8.38E-04 5.60E-06 3.69E-07 8.23E-07 6.28E-08 371791 3754660 3.12E-06 8.76E-07 5.86E-09 3.86E-10 8.60E-10 6.57E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371811 3754660 3.04E-03 8.45E-04 5.44E-06 3.59E-07 8.22E-07 6.28E-08 371811 3754660 3.17E-06 8.83E-07 5.69E-09 3.75E-10 8.59E-10 6.56E-11
371831 3754660 3.08E-03 8.51E-04 5.29E-06 3.49E-07 8.22E-07 6.28E-08 371831 3754660 3.22E-06 8.89E-07 5.53E-09 3.65E-10 8.60E-10 6.57E-11
370571 3754680 1.08E-03 4.34E-04 5.85E-06 3.86E-07 5.69E-07 4.35E-08 370571 3754680 1.13E-06 4.53E-07 6.11E-09 4.03E-10 5.95E-10 4.54E-11
370591 3754680 1.11E-03 4.46E-04 6.32E-06 4.17E-07 5.82E-07 4.44E-08 370591 3754680 1.16E-06 4.66E-07 6.61E-09 4.36E-10 6.08E-10 4.64E-11
370611 3754680 1.14E-03 4.57E-04 6.85E-06 4.52E-07 5.96E-07 4.55E-08 370611 3754680 1.20E-06 4.78E-07 7.16E-09 4.72E-10 6.23E-10 4.76E-11
370631 3754680 1.18E-03 4.68E-04 7.45E-06 4.91E-07 6.11E-07 4.67E-08 370631 3754680 1.23E-06 4.89E-07 7.78E-09 5.13E-10 6.38E-10 4.88E-11
370651 3754680 1.21E-03 4.79E-04 8.13E-06 5.36E-07 6.23E-07 4.76E-08 370651 3754680 1.26E-06 5.00E-07 8.50E-09 5.60E-10 6.51E-10 4.97E-11
370671 3754680 1.24E-03 4.90E-04 8.94E-06 5.89E-07 6.28E-07 4.79E-08 370671 3754680 1.30E-06 5.12E-07 9.34E-09 6.16E-10 6.56E-10 5.01E-11
370691 3754680 1.28E-03 5.02E-04 9.91E-06 6.53E-07 6.40E-07 4.89E-08 370691 3754680 1.34E-06 5.24E-07 1.04E-08 6.83E-10 6.69E-10 5.11E-11
370711 3754680 1.32E-03 5.12E-04 1.10E-05 7.24E-07 6.49E-07 4.95E-08 370711 3754680 1.37E-06 5.35E-07 1.15E-08 7.57E-10 6.78E-10 5.18E-11
370731 3754680 1.32E-03 5.22E-04 1.23E-05 8.11E-07 6.58E-07 5.02E-08 370731 3754680 1.38E-06 5.46E-07 1.29E-08 8.48E-10 6.88E-10 5.25E-11
370751 3754680 1.35E-03 5.17E-04 1.39E-05 9.15E-07 6.65E-07 5.08E-08 370751 3754680 1.41E-06 5.41E-07 1.45E-08 9.57E-10 6.95E-10 5.31E-11
370771 3754680 1.39E-03 5.29E-04 1.61E-05 1.06E-06 6.78E-07 5.18E-08 370771 3754680 1.45E-06 5.53E-07 1.68E-08 1.11E-09 7.09E-10 5.41E-11
370791 3754680 1.43E-03 5.41E-04 1.89E-05 1.24E-06 6.90E-07 5.27E-08 370791 3754680 1.50E-06 5.65E-07 1.97E-08 1.30E-09 7.22E-10 5.51E-11
370811 3754680 1.47E-03 5.50E-04 2.25E-05 1.48E-06 7.00E-07 5.34E-08 370811 3754680 1.54E-06 5.75E-07 2.35E-08 1.55E-09 7.31E-10 5.58E-11
370831 3754680 1.52E-03 5.62E-04 2.78E-05 1.83E-06 7.12E-07 5.44E-08 370831 3754680 1.58E-06 5.87E-07 2.90E-08 1.91E-09 7.44E-10 5.68E-11
370851 3754680 1.65E-03 6.00E-04 3.77E-05 2.48E-06 7.54E-07 5.76E-08 370851 3754680 1.72E-06 6.27E-07 3.94E-08 2.60E-09 7.88E-10 6.02E-11
370871 3754680 1.70E-03 6.12E-04 5.12E-05 3.37E-06 7.70E-07 5.88E-08 370871 3754680 1.78E-06 6.39E-07 5.35E-08 3.53E-09 8.04E-10 6.14E-11
370891 3754680 1.76E-03 6.22E-04 7.50E-05 4.94E-06 7.86E-07 6.00E-08 370891 3754680 1.84E-06 6.50E-07 7.84E-08 5.17E-09 8.21E-10 6.27E-11
370911 3754680 1.82E-03 6.31E-04 1.24E-04 8.16E-06 8.00E-07 6.11E-08 370911 3754680 1.90E-06 6.60E-07 1.29E-07 8.52E-09 8.36E-10 6.39E-11
370931 3754680 1.88E-03 6.39E-04 2.47E-04 1.63E-05 8.29E-07 6.33E-08 370931 3754680 1.96E-06 6.68E-07 2.58E-07 1.70E-08 8.67E-10 6.62E-11
370951 3754680 1.93E-03 6.42E-04 1.56E-04 1.03E-05 8.26E-07 6.31E-08 370951 3754680 2.02E-06 6.71E-07 1.63E-07 1.08E-08 8.63E-10 6.59E-11
370971 3754680 1.99E-03 6.45E-04 2.68E-04 1.77E-05 8.48E-07 6.47E-08 370971 3754680 2.08E-06 6.74E-07 2.80E-07 1.85E-08 8.86E-10 6.77E-11
370991 3754680 2.04E-03 6.46E-04 1.66E-04 1.10E-05 8.69E-07 6.64E-08 370991 3754680 2.13E-06 6.75E-07 1.74E-07 1.14E-08 9.08E-10 6.94E-11
371011 3754680 2.09E-03 6.43E-04 1.15E-04 7.61E-06 8.78E-07 6.70E-08 371011 3754680 2.19E-06 6.72E-07 1.21E-07 7.95E-09 9.18E-10 7.01E-11
371031 3754680 2.14E-03 6.39E-04 8.66E-05 5.71E-06 8.99E-07 6.87E-08 371031 3754680 2.23E-06 6.68E-07 9.05E-08 5.96E-09 9.40E-10 7.18E-11
371051 3754680 2.17E-03 6.31E-04 6.85E-05 4.51E-06 9.06E-07 6.92E-08 371051 3754680 2.27E-06 6.60E-07 7.15E-08 4.72E-09 9.47E-10 7.23E-11
371071 3754680 2.21E-03 6.22E-04 5.61E-05 3.70E-06 9.21E-07 7.03E-08 371071 3754680 2.31E-06 6.50E-07 5.87E-08 3.87E-09 9.63E-10 7.35E-11
371091 3754680 2.27E-03 6.20E-04 4.73E-05 3.12E-06 9.47E-07 7.24E-08 371091 3754680 2.37E-06 6.48E-07 4.94E-08 3.26E-09 9.90E-10 7.56E-11
371111 3754680 2.28E-03 6.07E-04 4.04E-05 2.66E-06 9.66E-07 7.38E-08 371111 3754680 2.39E-06 6.35E-07 4.22E-08 2.78E-09 1.01E-09 7.71E-11
371131 3754680 2.29E-03 5.93E-04 3.55E-05 2.34E-06 9.69E-07 7.40E-08 371131 3754680 2.39E-06 6.19E-07 3.71E-08 2.45E-09 1.01E-09 7.74E-11
371151 3754680 2.28E-03 5.77E-04 3.15E-05 2.08E-06 9.73E-07 7.43E-08 371151 3754680 2.38E-06 6.04E-07 3.29E-08 2.17E-09 1.02E-09 7.76E-11
371171 3754680 2.26E-03 5.62E-04 2.82E-05 1.86E-06 9.74E-07 7.44E-08 371171 3754680 2.36E-06 5.88E-07 2.95E-08 1.95E-09 1.02E-09 7.78E-11
371191 3754680 2.23E-03 5.48E-04 2.55E-05 1.68E-06 9.75E-07 7.45E-08 371191 3754680 2.33E-06 5.72E-07 2.67E-08 1.76E-09 1.02E-09 7.79E-11
371211 3754680 2.19E-03 5.34E-04 2.33E-05 1.53E-06 9.75E-07 7.45E-08 371211 3754680 2.29E-06 5.58E-07 2.43E-08 1.60E-09 1.02E-09 7.78E-11
371231 3754680 2.15E-03 5.21E-04 2.13E-05 1.41E-06 9.74E-07 7.44E-08 371231 3754680 2.24E-06 5.45E-07 2.23E-08 1.47E-09 1.02E-09 7.78E-11
371251 3754680 2.10E-03 5.10E-04 1.97E-05 1.30E-06 9.72E-07 7.43E-08 371251 3754680 2.19E-06 5.33E-07 2.05E-08 1.35E-09 1.02E-09 7.76E-11
371271 3754680 2.04E-03 5.00E-04 1.82E-05 1.20E-06 9.70E-07 7.41E-08 371271 3754680 2.13E-06 5.23E-07 1.90E-08 1.25E-09 1.01E-09 7.74E-11
371291 3754680 1.98E-03 4.93E-04 1.69E-05 1.12E-06 9.66E-07 7.38E-08 371291 3754680 2.07E-06 5.15E-07 1.77E-08 1.17E-09 1.01E-09 7.71E-11
371311 3754680 1.93E-03 4.87E-04 1.58E-05 1.04E-06 9.62E-07 7.35E-08 371311 3754680 2.02E-06 5.09E-07 1.65E-08 1.09E-09 1.01E-09 7.68E-11
371331 3754680 1.88E-03 4.82E-04 1.48E-05 9.75E-07 9.57E-07 7.31E-08 371331 3754680 1.96E-06 5.04E-07 1.55E-08 1.02E-09 1.00E-09 7.64E-11
371351 3754680 1.83E-03 4.80E-04 1.39E-05 9.16E-07 9.51E-07 7.26E-08 371351 3754680 1.92E-06 5.01E-07 1.45E-08 9.57E-10 9.94E-10 7.59E-11
371371 3754680 1.79E-03 4.78E-04 1.31E-05 8.62E-07 9.44E-07 7.21E-08 371371 3754680 1.87E-06 5.00E-07 1.37E-08 9.01E-10 9.87E-10 7.54E-11
371391 3754680 1.76E-03 4.79E-04 1.24E-05 8.14E-07 9.37E-07 7.16E-08 371391 3754680 1.84E-06 5.00E-07 1.29E-08 8.51E-10 9.79E-10 7.48E-11
371411 3754680 1.73E-03 4.81E-04 1.17E-05 7.71E-07 9.29E-07 7.09E-08 371411 3754680 1.81E-06 5.03E-07 1.22E-08 8.06E-10 9.71E-10 7.41E-11
371431 3754680 1.71E-03 4.85E-04 1.11E-05 7.31E-07 9.20E-07 7.03E-08 371431 3754680 1.79E-06 5.07E-07 1.16E-08 7.64E-10 9.62E-10 7.34E-11
371451 3754680 1.70E-03 4.91E-04 1.05E-05 6.95E-07 9.11E-07 6.96E-08 371451 3754680 1.78E-06 5.13E-07 1.10E-08 7.26E-10 9.52E-10 7.27E-11
371471 3754680 1.70E-03 4.99E-04 1.00E-05 6.62E-07 9.01E-07 6.88E-08 371471 3754680 1.77E-06 5.21E-07 1.05E-08 6.92E-10 9.41E-10 7.19E-11
371491 3754680 1.70E-03 5.09E-04 9.57E-06 6.31E-07 8.90E-07 6.80E-08 371491 3754680 1.78E-06 5.32E-07 1.00E-08 6.60E-10 9.31E-10 7.11E-11
371511 3754680 1.71E-03 5.20E-04 9.15E-06 6.03E-07 8.80E-07 6.72E-08 371511 3754680 1.79E-06 5.44E-07 9.56E-09 6.30E-10 9.19E-10 7.02E-11
371531 3754680 1.73E-03 5.34E-04 8.75E-06 5.77E-07 8.69E-07 6.63E-08 371531 3754680 1.81E-06 5.58E-07 9.15E-09 6.03E-10 9.08E-10 6.93E-11
371551 3754680 1.76E-03 5.48E-04 8.38E-06 5.53E-07 8.58E-07 6.55E-08 371551 3754680 1.84E-06 5.73E-07 8.76E-09 5.77E-10 8.96E-10 6.85E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371571 3754680 1.80E-03 5.64E-04 8.04E-06 5.30E-07 8.46E-07 6.46E-08 371571 3754680 1.88E-06 5.90E-07 8.40E-09 5.54E-10 8.85E-10 6.76E-11
371591 3754680 1.85E-03 5.81E-04 7.72E-06 5.09E-07 8.35E-07 6.38E-08 371591 3754680 1.93E-06 6.07E-07 8.07E-09 5.32E-10 8.73E-10 6.67E-11
371611 3754680 1.90E-03 5.98E-04 7.43E-06 4.90E-07 8.25E-07 6.30E-08 371611 3754680 1.99E-06 6.25E-07 7.76E-09 5.12E-10 8.62E-10 6.58E-11
371631 3754680 1.97E-03 6.15E-04 7.15E-06 4.71E-07 8.14E-07 6.22E-08 371631 3754680 2.06E-06 6.43E-07 7.48E-09 4.93E-10 8.51E-10 6.50E-11
371651 3754680 2.03E-03 6.33E-04 6.90E-06 4.54E-07 8.04E-07 6.14E-08 371651 3754680 2.13E-06 6.61E-07 7.21E-09 4.75E-10 8.41E-10 6.42E-11
371671 3754680 2.11E-03 6.50E-04 6.65E-06 4.39E-07 7.95E-07 6.07E-08 371671 3754680 2.20E-06 6.79E-07 6.95E-09 4.58E-10 8.31E-10 6.35E-11
371691 3754680 2.18E-03 6.66E-04 6.43E-06 4.24E-07 7.87E-07 6.01E-08 371691 3754680 2.28E-06 6.96E-07 6.72E-09 4.43E-10 8.22E-10 6.28E-11
371711 3754680 2.26E-03 6.81E-04 6.21E-06 4.10E-07 7.79E-07 5.95E-08 371711 3754680 2.36E-06 7.12E-07 6.50E-09 4.28E-10 8.15E-10 6.22E-11
371731 3754680 2.33E-03 6.96E-04 6.02E-06 3.97E-07 7.73E-07 5.90E-08 371731 3754680 2.44E-06 7.27E-07 6.29E-09 4.14E-10 8.08E-10 6.17E-11
371751 3754680 2.40E-03 7.09E-04 5.83E-06 3.84E-07 7.68E-07 5.86E-08 371751 3754680 2.51E-06 7.41E-07 6.09E-09 4.02E-10 8.02E-10 6.13E-11
371771 3754680 2.47E-03 7.21E-04 5.65E-06 3.73E-07 7.64E-07 5.83E-08 371771 3754680 2.58E-06 7.54E-07 5.91E-09 3.89E-10 7.98E-10 6.09E-11
371791 3754680 2.53E-03 7.31E-04 5.49E-06 3.62E-07 7.60E-07 5.81E-08 371791 3754680 2.64E-06 7.65E-07 5.73E-09 3.78E-10 7.95E-10 6.07E-11
371811 3754680 2.59E-03 7.41E-04 5.33E-06 3.51E-07 7.59E-07 5.79E-08 371811 3754680 2.70E-06 7.74E-07 5.57E-09 3.67E-10 7.93E-10 6.06E-11
371831 3754680 2.63E-03 7.48E-04 5.18E-06 3.42E-07 7.58E-07 5.79E-08 371831 3754680 2.75E-06 7.82E-07 5.42E-09 3.57E-10 7.92E-10 6.05E-11
370571 3754700 1.03E-03 4.10E-04 5.66E-06 3.73E-07 5.51E-07 4.21E-08 370571 3754700 1.08E-06 4.29E-07 5.92E-09 3.90E-10 5.76E-10 4.40E-11
370591 3754700 1.06E-03 4.21E-04 6.11E-06 4.03E-07 5.66E-07 4.32E-08 370591 3754700 1.11E-06 4.40E-07 6.39E-09 4.21E-10 5.91E-10 4.52E-11
370611 3754700 1.09E-03 4.32E-04 6.63E-06 4.37E-07 5.77E-07 4.41E-08 370611 3754700 1.14E-06 4.51E-07 6.93E-09 4.57E-10 6.03E-10 4.61E-11
370631 3754700 1.12E-03 4.42E-04 7.22E-06 4.76E-07 5.91E-07 4.51E-08 370631 3754700 1.17E-06 4.62E-07 7.54E-09 4.97E-10 6.18E-10 4.72E-11
370651 3754700 1.16E-03 4.53E-04 7.90E-06 5.20E-07 6.06E-07 4.63E-08 370651 3754700 1.21E-06 4.74E-07 8.25E-09 5.44E-10 6.33E-10 4.84E-11
370671 3754700 1.18E-03 4.61E-04 8.64E-06 5.69E-07 6.17E-07 4.71E-08 370671 3754700 1.24E-06 4.82E-07 9.03E-09 5.95E-10 6.45E-10 4.93E-11
370691 3754700 1.21E-03 4.71E-04 9.56E-06 6.30E-07 6.23E-07 4.76E-08 370691 3754700 1.27E-06 4.93E-07 9.99E-09 6.59E-10 6.51E-10 4.97E-11
370711 3754700 1.25E-03 4.80E-04 1.06E-05 7.01E-07 6.24E-07 4.77E-08 370711 3754700 1.30E-06 5.02E-07 1.11E-08 7.32E-10 6.52E-10 4.98E-11
370731 3754700 1.28E-03 4.89E-04 1.19E-05 7.83E-07 6.31E-07 4.82E-08 370731 3754700 1.34E-06 5.11E-07 1.24E-08 8.19E-10 6.60E-10 5.04E-11
370751 3754700 1.27E-03 4.83E-04 1.34E-05 8.80E-07 6.35E-07 4.85E-08 370751 3754700 1.33E-06 5.05E-07 1.40E-08 9.20E-10 6.64E-10 5.07E-11
370771 3754700 1.30E-03 4.92E-04 1.54E-05 1.01E-06 6.44E-07 4.92E-08 370771 3754700 1.36E-06 5.14E-07 1.61E-08 1.06E-09 6.73E-10 5.14E-11
370791 3754700 1.34E-03 5.00E-04 1.80E-05 1.19E-06 6.53E-07 4.99E-08 370791 3754700 1.40E-06 5.23E-07 1.88E-08 1.24E-09 6.82E-10 5.21E-11
370811 3754700 1.37E-03 5.07E-04 2.14E-05 1.41E-06 6.59E-07 5.03E-08 370811 3754700 1.43E-06 5.30E-07 2.23E-08 1.47E-09 6.89E-10 5.26E-11
370831 3754700 1.41E-03 5.17E-04 2.64E-05 1.74E-06 6.70E-07 5.12E-08 370831 3754700 1.47E-06 5.40E-07 2.76E-08 1.82E-09 7.01E-10 5.35E-11
370851 3754700 1.53E-03 5.48E-04 3.57E-05 2.35E-06 7.05E-07 5.38E-08 370851 3754700 1.59E-06 5.73E-07 3.73E-08 2.46E-09 7.36E-10 5.62E-11
370871 3754700 1.58E-03 5.59E-04 4.91E-05 3.24E-06 7.22E-07 5.52E-08 370871 3754700 1.65E-06 5.84E-07 5.13E-08 3.38E-09 7.55E-10 5.77E-11
370891 3754700 1.62E-03 5.66E-04 7.21E-05 4.75E-06 7.33E-07 5.60E-08 370891 3754700 1.70E-06 5.91E-07 7.54E-08 4.97E-09 7.66E-10 5.85E-11
370911 3754700 1.67E-03 5.72E-04 1.20E-04 7.93E-06 7.45E-07 5.69E-08 370911 3754700 1.75E-06 5.97E-07 1.26E-07 8.29E-09 7.79E-10 5.95E-11
370931 3754700 1.73E-03 5.79E-04 2.46E-04 1.62E-05 7.78E-07 5.94E-08 370931 3754700 1.80E-06 6.05E-07 2.57E-07 1.70E-08 8.14E-10 6.21E-11
370951 3754700 1.77E-03 5.80E-04 1.06E-04 6.98E-06 7.74E-07 5.91E-08 370951 3754700 1.85E-06 6.06E-07 1.11E-07 7.29E-09 8.09E-10 6.18E-11
370971 3754700 1.80E-03 5.78E-04 2.65E-04 1.74E-05 7.71E-07 5.89E-08 370971 3754700 1.89E-06 6.04E-07 2.77E-07 1.82E-08 8.06E-10 6.15E-11
370991 3754700 1.85E-03 5.77E-04 1.64E-04 1.08E-05 7.79E-07 5.95E-08 370991 3754700 1.93E-06 6.03E-07 1.72E-07 1.13E-08 8.15E-10 6.22E-11
371011 3754700 1.90E-03 5.78E-04 1.13E-04 7.47E-06 8.42E-07 6.43E-08 371011 3754700 1.98E-06 6.04E-07 1.19E-07 7.81E-09 8.80E-10 6.72E-11
371031 3754700 1.96E-03 5.81E-04 8.20E-05 5.40E-06 8.71E-07 6.65E-08 371031 3754700 2.05E-06 6.07E-07 8.57E-08 5.65E-09 9.10E-10 6.95E-11
371051 3754700 1.99E-03 5.73E-04 6.58E-05 4.34E-06 8.78E-07 6.70E-08 371051 3754700 2.08E-06 5.99E-07 6.88E-08 4.54E-09 9.17E-10 7.01E-11
371071 3754700 2.01E-03 5.64E-04 5.45E-05 3.59E-06 8.84E-07 6.75E-08 371071 3754700 2.10E-06 5.89E-07 5.69E-08 3.75E-09 9.24E-10 7.06E-11
371091 3754700 2.02E-03 5.53E-04 4.62E-05 3.04E-06 8.90E-07 6.80E-08 371091 3754700 2.11E-06 5.78E-07 4.83E-08 3.18E-09 9.30E-10 7.10E-11
371111 3754700 2.03E-03 5.41E-04 3.98E-05 2.62E-06 8.96E-07 6.85E-08 371111 3754700 2.12E-06 5.65E-07 4.16E-08 2.74E-09 9.37E-10 7.16E-11
371131 3754700 2.02E-03 5.28E-04 3.49E-05 2.30E-06 9.01E-07 6.88E-08 371131 3754700 2.12E-06 5.52E-07 3.64E-08 2.40E-09 9.42E-10 7.19E-11
371151 3754700 2.01E-03 5.15E-04 3.09E-05 2.04E-06 9.04E-07 6.91E-08 371151 3754700 2.10E-06 5.38E-07 3.23E-08 2.13E-09 9.45E-10 7.22E-11
371171 3754700 1.99E-03 5.02E-04 2.77E-05 1.83E-06 9.06E-07 6.92E-08 371171 3754700 2.08E-06 5.25E-07 2.89E-08 1.91E-09 9.47E-10 7.23E-11
371191 3754700 1.96E-03 4.89E-04 2.50E-05 1.65E-06 9.06E-07 6.92E-08 371191 3754700 2.05E-06 5.11E-07 2.62E-08 1.73E-09 9.47E-10 7.23E-11
371211 3754700 1.93E-03 4.77E-04 2.28E-05 1.50E-06 9.06E-07 6.92E-08 371211 3754700 2.01E-06 4.99E-07 2.38E-08 1.57E-09 9.47E-10 7.23E-11
371231 3754700 1.89E-03 4.67E-04 2.09E-05 1.38E-06 9.05E-07 6.91E-08 371231 3754700 1.97E-06 4.88E-07 2.18E-08 1.44E-09 9.46E-10 7.22E-11
371251 3754700 1.84E-03 4.57E-04 1.92E-05 1.27E-06 9.03E-07 6.90E-08 371251 3754700 1.92E-06 4.78E-07 2.01E-08 1.33E-09 9.44E-10 7.21E-11
371271 3754700 1.79E-03 4.49E-04 1.78E-05 1.17E-06 9.01E-07 6.88E-08 371271 3754700 1.87E-06 4.69E-07 1.86E-08 1.23E-09 9.42E-10 7.19E-11
371291 3754700 1.75E-03 4.42E-04 1.66E-05 1.09E-06 8.98E-07 6.86E-08 371291 3754700 1.82E-06 4.62E-07 1.73E-08 1.14E-09 9.38E-10 7.17E-11
371311 3754700 1.70E-03 4.37E-04 1.54E-05 1.02E-06 8.94E-07 6.83E-08 371311 3754700 1.78E-06 4.57E-07 1.61E-08 1.06E-09 9.34E-10 7.14E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371331 3754700 1.66E-03 4.33E-04 1.45E-05 9.53E-07 8.89E-07 6.79E-08 371331 3754700 1.73E-06 4.52E-07 1.51E-08 9.96E-10 9.30E-10 7.10E-11
371351 3754700 1.62E-03 4.30E-04 1.36E-05 8.95E-07 8.84E-07 6.75E-08 371351 3754700 1.69E-06 4.49E-07 1.42E-08 9.36E-10 9.24E-10 7.06E-11
371371 3754700 1.58E-03 4.28E-04 1.28E-05 8.43E-07 8.78E-07 6.71E-08 371371 3754700 1.65E-06 4.48E-07 1.34E-08 8.82E-10 9.18E-10 7.01E-11
371391 3754700 1.55E-03 4.28E-04 1.21E-05 7.96E-07 8.72E-07 6.66E-08 371391 3754700 1.62E-06 4.47E-07 1.26E-08 8.32E-10 9.11E-10 6.96E-11
371411 3754700 1.53E-03 4.29E-04 1.14E-05 7.54E-07 8.65E-07 6.60E-08 371411 3754700 1.60E-06 4.48E-07 1.20E-08 7.88E-10 9.04E-10 6.90E-11
371431 3754700 1.51E-03 4.31E-04 1.08E-05 7.15E-07 8.57E-07 6.54E-08 371431 3754700 1.58E-06 4.51E-07 1.13E-08 7.47E-10 8.96E-10 6.84E-11
371451 3754700 1.50E-03 4.35E-04 1.03E-05 6.80E-07 8.49E-07 6.48E-08 371451 3754700 1.57E-06 4.55E-07 1.08E-08 7.10E-10 8.87E-10 6.77E-11
371471 3754700 1.49E-03 4.40E-04 9.82E-06 6.47E-07 8.40E-07 6.41E-08 371471 3754700 1.56E-06 4.60E-07 1.03E-08 6.76E-10 8.78E-10 6.70E-11
371491 3754700 1.49E-03 4.47E-04 9.37E-06 6.17E-07 8.31E-07 6.34E-08 371491 3754700 1.56E-06 4.68E-07 9.79E-09 6.45E-10 8.68E-10 6.63E-11
371511 3754700 1.50E-03 4.56E-04 8.95E-06 5.90E-07 8.21E-07 6.27E-08 371511 3754700 1.57E-06 4.76E-07 9.35E-09 6.16E-10 8.58E-10 6.55E-11
371531 3754700 1.51E-03 4.66E-04 8.56E-06 5.64E-07 8.11E-07 6.20E-08 371531 3754700 1.58E-06 4.87E-07 8.95E-09 5.90E-10 8.48E-10 6.48E-11
371551 3754700 1.53E-03 4.77E-04 8.20E-06 5.41E-07 8.01E-07 6.12E-08 371551 3754700 1.60E-06 4.99E-07 8.57E-09 5.65E-10 8.37E-10 6.40E-11
371571 3754700 1.56E-03 4.89E-04 7.87E-06 5.19E-07 7.91E-07 6.04E-08 371571 3754700 1.63E-06 5.11E-07 8.22E-09 5.42E-10 8.27E-10 6.32E-11
371591 3754700 1.59E-03 5.02E-04 7.56E-06 4.98E-07 7.81E-07 5.96E-08 371591 3754700 1.66E-06 5.25E-07 7.90E-09 5.21E-10 8.16E-10 6.23E-11
371611 3754700 1.63E-03 5.17E-04 7.27E-06 4.79E-07 7.71E-07 5.89E-08 371611 3754700 1.71E-06 5.40E-07 7.60E-09 5.01E-10 8.06E-10 6.15E-11
371631 3754700 1.68E-03 5.31E-04 7.00E-06 4.61E-07 7.61E-07 5.81E-08 371631 3754700 1.75E-06 5.55E-07 7.32E-09 4.82E-10 7.96E-10 6.08E-11
371651 3754700 1.73E-03 5.46E-04 6.75E-06 4.45E-07 7.52E-07 5.74E-08 371651 3754700 1.81E-06 5.71E-07 7.05E-09 4.65E-10 7.86E-10 6.00E-11
371671 3754700 1.79E-03 5.61E-04 6.51E-06 4.29E-07 7.43E-07 5.68E-08 371671 3754700 1.87E-06 5.86E-07 6.81E-09 4.49E-10 7.77E-10 5.93E-11
371691 3754700 1.85E-03 5.76E-04 6.29E-06 4.15E-07 7.35E-07 5.61E-08 371691 3754700 1.93E-06 6.02E-07 6.58E-09 4.33E-10 7.68E-10 5.87E-11
371711 3754700 1.91E-03 5.90E-04 6.08E-06 4.01E-07 7.27E-07 5.56E-08 371711 3754700 2.00E-06 6.17E-07 6.36E-09 4.19E-10 7.60E-10 5.81E-11
371731 3754700 1.97E-03 6.04E-04 5.89E-06 3.88E-07 7.21E-07 5.51E-08 371731 3754700 2.06E-06 6.31E-07 6.15E-09 4.06E-10 7.53E-10 5.75E-11
371751 3754700 2.03E-03 6.17E-04 5.70E-06 3.76E-07 7.15E-07 5.46E-08 371751 3754700 2.13E-06 6.44E-07 5.96E-09 3.93E-10 7.47E-10 5.71E-11
371771 3754700 2.09E-03 6.28E-04 5.53E-06 3.64E-07 7.10E-07 5.42E-08 371771 3754700 2.19E-06 6.57E-07 5.78E-09 3.81E-10 7.42E-10 5.67E-11
371791 3754700 2.15E-03 6.39E-04 5.37E-06 3.54E-07 7.06E-07 5.40E-08 371791 3754700 2.25E-06 6.68E-07 5.61E-09 3.70E-10 7.38E-10 5.64E-11
371811 3754700 2.21E-03 6.49E-04 5.21E-06 3.44E-07 7.04E-07 5.37E-08 371811 3754700 2.31E-06 6.79E-07 5.45E-09 3.59E-10 7.36E-10 5.62E-11
371831 3754700 2.25E-03 6.58E-04 5.07E-06 3.34E-07 7.02E-07 5.36E-08 371831 3754700 2.36E-06 6.88E-07 5.30E-09 3.49E-10 7.34E-10 5.60E-11
370571 3754720 9.82E-04 3.88E-04 5.46E-06 3.60E-07 5.32E-07 4.06E-08 370571 3754720 1.03E-06 4.06E-07 5.70E-09 3.76E-10 5.56E-10 4.25E-11
370591 3754720 1.01E-03 3.98E-04 5.89E-06 3.88E-07 5.46E-07 4.17E-08 370591 3754720 1.05E-06 4.16E-07 6.15E-09 4.06E-10 5.71E-10 4.36E-11
370611 3754720 1.04E-03 4.07E-04 6.38E-06 4.20E-07 5.59E-07 4.27E-08 370611 3754720 1.08E-06 4.26E-07 6.67E-09 4.39E-10 5.84E-10 4.46E-11
370631 3754720 1.07E-03 4.17E-04 6.94E-06 4.57E-07 5.71E-07 4.36E-08 370631 3754720 1.12E-06 4.36E-07 7.25E-09 4.78E-10 5.96E-10 4.56E-11
370651 3754720 1.10E-03 4.26E-04 7.58E-06 5.00E-07 5.84E-07 4.46E-08 370651 3754720 1.15E-06 4.46E-07 7.92E-09 5.22E-10 6.10E-10 4.66E-11
370671 3754720 1.12E-03 4.36E-04 8.32E-06 5.48E-07 5.96E-07 4.55E-08 370671 3754720 1.18E-06 4.56E-07 8.70E-09 5.73E-10 6.23E-10 4.76E-11
370691 3754720 1.15E-03 4.44E-04 9.19E-06 6.06E-07 6.09E-07 4.65E-08 370691 3754720 1.21E-06 4.64E-07 9.61E-09 6.33E-10 6.37E-10 4.86E-11
370711 3754720 1.18E-03 4.51E-04 1.02E-05 6.73E-07 6.13E-07 4.68E-08 370711 3754720 1.23E-06 4.72E-07 1.07E-08 7.03E-10 6.41E-10 4.90E-11
370731 3754720 1.21E-03 4.58E-04 1.14E-05 7.53E-07 6.08E-07 4.64E-08 370731 3754720 1.26E-06 4.79E-07 1.19E-08 7.87E-10 6.35E-10 4.85E-11
370751 3754720 1.23E-03 4.64E-04 1.28E-05 8.46E-07 6.10E-07 4.66E-08 370751 3754720 1.29E-06 4.85E-07 1.34E-08 8.84E-10 6.37E-10 4.87E-11
370771 3754720 1.23E-03 4.60E-04 1.47E-05 9.69E-07 6.16E-07 4.70E-08 370771 3754720 1.28E-06 4.80E-07 1.54E-08 1.01E-09 6.44E-10 4.92E-11
370791 3754720 1.26E-03 4.66E-04 1.72E-05 1.13E-06 6.23E-07 4.75E-08 370791 3754720 1.31E-06 4.87E-07 1.79E-08 1.18E-09 6.51E-10 4.97E-11
370811 3754720 1.29E-03 4.72E-04 2.04E-05 1.35E-06 6.28E-07 4.80E-08 370811 3754720 1.34E-06 4.93E-07 2.14E-08 1.41E-09 6.57E-10 5.01E-11
370831 3754720 1.32E-03 4.80E-04 2.53E-05 1.67E-06 6.38E-07 4.88E-08 370831 3754720 1.38E-06 5.01E-07 2.65E-08 1.74E-09 6.67E-10 5.10E-11
370851 3754720 1.37E-03 5.02E-04 3.33E-05 2.20E-06 6.58E-07 5.02E-08 370851 3754720 1.44E-06 5.24E-07 3.48E-08 2.29E-09 6.88E-10 5.25E-11
370871 3754720 1.46E-03 5.10E-04 4.62E-05 3.05E-06 6.76E-07 5.17E-08 370871 3754720 1.52E-06 5.34E-07 4.83E-08 3.18E-09 7.07E-10 5.40E-11
370891 3754720 1.50E-03 5.17E-04 6.93E-05 4.57E-06 6.92E-07 5.28E-08 370891 3754720 1.57E-06 5.41E-07 7.25E-08 4.78E-09 7.23E-10 5.52E-11
370911 3754720 1.54E-03 5.22E-04 1.18E-04 7.79E-06 7.05E-07 5.38E-08 370911 3754720 1.61E-06 5.46E-07 1.24E-07 8.14E-09 7.37E-10 5.63E-11
370931 3754720 1.59E-03 5.26E-04 2.44E-04 1.61E-05 7.28E-07 5.56E-08 370931 3754720 1.66E-06 5.50E-07 2.55E-07 1.68E-08 7.61E-10 5.81E-11
370951 3754720 1.62E-03 5.26E-04 1.50E-04 9.86E-06 7.28E-07 5.56E-08 370951 3754720 1.69E-06 5.50E-07 1.56E-07 1.03E-08 7.61E-10 5.81E-11
370971 3754720 1.66E-03 5.27E-04 2.53E-04 1.67E-05 7.70E-07 5.88E-08 370971 3754720 1.74E-06 5.51E-07 2.64E-07 1.74E-08 8.05E-10 6.14E-11
370991 3754720 1.72E-03 5.32E-04 1.44E-04 9.46E-06 8.00E-07 6.11E-08 370991 3754720 1.79E-06 5.56E-07 1.50E-07 9.89E-09 8.36E-10 6.38E-11
371011 3754720 1.75E-03 5.28E-04 1.03E-04 6.82E-06 8.08E-07 6.17E-08 371011 3754720 1.82E-06 5.52E-07 1.08E-07 7.13E-09 8.45E-10 6.45E-11
371031 3754720 1.77E-03 5.22E-04 7.96E-05 5.24E-06 8.16E-07 6.23E-08 371031 3754720 1.85E-06 5.45E-07 8.32E-08 5.48E-09 8.53E-10 6.52E-11
371051 3754720 1.79E-03 5.14E-04 6.38E-05 4.21E-06 8.23E-07 6.29E-08 371051 3754720 1.87E-06 5.38E-07 6.67E-08 4.40E-09 8.60E-10 6.57E-11
371071 3754720 1.80E-03 5.05E-04 5.31E-05 3.50E-06 8.27E-07 6.31E-08 371071 3754720 1.88E-06 5.28E-07 5.55E-08 3.66E-09 8.64E-10 6.60E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371091 3754720 1.81E-03 4.95E-04 4.50E-05 2.97E-06 8.31E-07 6.34E-08 371091 3754720 1.89E-06 5.18E-07 4.71E-08 3.10E-09 8.68E-10 6.63E-11
371111 3754720 1.81E-03 4.85E-04 3.87E-05 2.55E-06 8.37E-07 6.39E-08 371111 3754720 1.89E-06 5.07E-07 4.05E-08 2.67E-09 8.75E-10 6.68E-11
371131 3754720 1.80E-03 4.73E-04 3.39E-05 2.23E-06 8.41E-07 6.42E-08 371131 3754720 1.88E-06 4.95E-07 3.54E-08 2.33E-09 8.79E-10 6.71E-11
371151 3754720 1.79E-03 4.62E-04 3.00E-05 1.98E-06 8.43E-07 6.44E-08 371151 3754720 1.87E-06 4.83E-07 3.14E-08 2.07E-09 8.81E-10 6.73E-11
371171 3754720 1.76E-03 4.51E-04 2.69E-05 1.77E-06 8.44E-07 6.45E-08 371171 3754720 1.84E-06 4.71E-07 2.81E-08 1.85E-09 8.82E-10 6.74E-11
371191 3754720 1.74E-03 4.40E-04 2.43E-05 1.60E-06 8.44E-07 6.45E-08 371191 3754720 1.82E-06 4.60E-07 2.54E-08 1.68E-09 8.82E-10 6.74E-11
371211 3754720 1.70E-03 4.29E-04 2.22E-05 1.46E-06 8.44E-07 6.45E-08 371211 3754720 1.78E-06 4.49E-07 2.32E-08 1.53E-09 8.82E-10 6.74E-11
371231 3754720 1.67E-03 4.20E-04 2.03E-05 1.34E-06 8.43E-07 6.44E-08 371231 3754720 1.74E-06 4.39E-07 2.12E-08 1.40E-09 8.81E-10 6.73E-11
371251 3754720 1.63E-03 4.12E-04 1.87E-05 1.23E-06 8.41E-07 6.43E-08 371251 3754720 1.70E-06 4.31E-07 1.95E-08 1.29E-09 8.79E-10 6.72E-11
371271 3754720 1.59E-03 4.05E-04 1.73E-05 1.14E-06 8.39E-07 6.41E-08 371271 3754720 1.66E-06 4.23E-07 1.81E-08 1.19E-09 8.77E-10 6.70E-11
371291 3754720 1.55E-03 3.99E-04 1.61E-05 1.06E-06 8.36E-07 6.39E-08 371291 3754720 1.62E-06 4.17E-07 1.68E-08 1.11E-09 8.74E-10 6.68E-11
371311 3754720 1.51E-03 3.94E-04 1.50E-05 9.90E-07 8.33E-07 6.36E-08 371311 3754720 1.57E-06 4.12E-07 1.57E-08 1.03E-09 8.71E-10 6.65E-11
371331 3754720 1.47E-03 3.90E-04 1.41E-05 9.27E-07 8.29E-07 6.33E-08 371331 3754720 1.54E-06 4.08E-07 1.47E-08 9.69E-10 8.66E-10 6.62E-11
371351 3754720 1.44E-03 3.87E-04 1.32E-05 8.71E-07 8.24E-07 6.30E-08 371351 3754720 1.50E-06 4.05E-07 1.38E-08 9.10E-10 8.62E-10 6.58E-11
371371 3754720 1.41E-03 3.86E-04 1.24E-05 8.20E-07 8.19E-07 6.26E-08 371371 3754720 1.47E-06 4.03E-07 1.30E-08 8.57E-10 8.56E-10 6.54E-11
371391 3754720 1.38E-03 3.85E-04 1.18E-05 7.75E-07 8.13E-07 6.21E-08 371391 3754720 1.44E-06 4.02E-07 1.23E-08 8.10E-10 8.50E-10 6.49E-11
371411 3754720 1.36E-03 3.85E-04 1.11E-05 7.34E-07 8.07E-07 6.16E-08 371411 3754720 1.42E-06 4.03E-07 1.16E-08 7.67E-10 8.43E-10 6.44E-11
371431 3754720 1.34E-03 3.86E-04 1.06E-05 6.96E-07 8.00E-07 6.11E-08 371431 3754720 1.40E-06 4.04E-07 1.10E-08 7.28E-10 8.36E-10 6.39E-11
371451 3754720 1.33E-03 3.89E-04 1.00E-05 6.62E-07 7.93E-07 6.05E-08 371451 3754720 1.39E-06 4.06E-07 1.05E-08 6.92E-10 8.29E-10 6.33E-11
371471 3754720 1.33E-03 3.92E-04 9.56E-06 6.30E-07 7.85E-07 5.99E-08 371471 3754720 1.38E-06 4.10E-07 1.00E-08 6.59E-10 8.20E-10 6.27E-11
371491 3754720 1.32E-03 3.97E-04 9.12E-06 6.01E-07 7.77E-07 5.93E-08 371491 3754720 1.38E-06 4.15E-07 9.54E-09 6.29E-10 8.12E-10 6.20E-11
371511 3754720 1.32E-03 4.03E-04 8.72E-06 5.75E-07 7.68E-07 5.87E-08 371511 3754720 1.38E-06 4.22E-07 9.11E-09 6.01E-10 8.03E-10 6.13E-11
371531 3754720 1.33E-03 4.11E-04 8.34E-06 5.50E-07 7.59E-07 5.80E-08 371531 3754720 1.39E-06 4.29E-07 8.72E-09 5.75E-10 7.94E-10 6.06E-11
371551 3754720 1.34E-03 4.19E-04 8.00E-06 5.27E-07 7.50E-07 5.73E-08 371551 3754720 1.41E-06 4.38E-07 8.36E-09 5.51E-10 7.84E-10 5.99E-11
371571 3754720 1.36E-03 4.29E-04 7.68E-06 5.06E-07 7.41E-07 5.66E-08 371571 3754720 1.42E-06 4.48E-07 8.02E-09 5.29E-10 7.75E-10 5.92E-11
371591 3754720 1.39E-03 4.39E-04 7.37E-06 4.86E-07 7.32E-07 5.59E-08 371591 3754720 1.45E-06 4.59E-07 7.71E-09 5.08E-10 7.65E-10 5.84E-11
371611 3754720 1.42E-03 4.51E-04 7.10E-06 4.68E-07 7.23E-07 5.52E-08 371611 3754720 1.48E-06 4.71E-07 7.42E-09 4.89E-10 7.56E-10 5.77E-11
371631 3754720 1.45E-03 4.63E-04 6.83E-06 4.50E-07 7.14E-07 5.45E-08 371631 3754720 1.52E-06 4.83E-07 7.14E-09 4.71E-10 7.46E-10 5.70E-11
371651 3754720 1.49E-03 4.75E-04 6.59E-06 4.34E-07 7.05E-07 5.38E-08 371651 3754720 1.56E-06 4.97E-07 6.89E-09 4.54E-10 7.37E-10 5.63E-11
371671 3754720 1.53E-03 4.88E-04 6.36E-06 4.19E-07 6.97E-07 5.32E-08 371671 3754720 1.60E-06 5.10E-07 6.65E-09 4.38E-10 7.28E-10 5.56E-11
371691 3754720 1.58E-03 5.00E-04 6.14E-06 4.05E-07 6.89E-07 5.26E-08 371691 3754720 1.65E-06 5.23E-07 6.42E-09 4.23E-10 7.20E-10 5.50E-11
371711 3754720 1.63E-03 5.13E-04 5.94E-06 3.92E-07 6.81E-07 5.20E-08 371711 3754720 1.70E-06 5.36E-07 6.21E-09 4.09E-10 7.12E-10 5.44E-11
371731 3754720 1.68E-03 5.26E-04 5.75E-06 3.79E-07 6.75E-07 5.15E-08 371731 3754720 1.76E-06 5.49E-07 6.01E-09 3.96E-10 7.05E-10 5.39E-11
371751 3754720 1.74E-03 5.38E-04 5.57E-06 3.67E-07 6.69E-07 5.11E-08 371751 3754720 1.81E-06 5.62E-07 5.82E-09 3.84E-10 6.99E-10 5.34E-11
371771 3754720 1.79E-03 5.49E-04 5.40E-06 3.56E-07 6.64E-07 5.07E-08 371771 3754720 1.87E-06 5.74E-07 5.64E-09 3.72E-10 6.93E-10 5.30E-11
371791 3754720 1.84E-03 5.60E-04 5.24E-06 3.45E-07 6.59E-07 5.03E-08 371791 3754720 1.92E-06 5.85E-07 5.48E-09 3.61E-10 6.89E-10 5.26E-11
371811 3754720 1.89E-03 5.70E-04 5.09E-06 3.36E-07 6.56E-07 5.01E-08 371811 3754720 1.97E-06 5.96E-07 5.32E-09 3.51E-10 6.85E-10 5.23E-11
371831 3754720 1.94E-03 5.79E-04 4.95E-06 3.26E-07 6.53E-07 4.99E-08 371831 3754720 2.02E-06 6.05E-07 5.17E-09 3.41E-10 6.83E-10 5.21E-11
370571 3754740 9.36E-04 3.67E-04 5.25E-06 3.46E-07 5.14E-07 3.93E-08 370571 3754740 9.78E-07 3.84E-07 5.48E-09 3.62E-10 5.37E-10 4.10E-11
370591 3754740 9.60E-04 3.76E-04 5.65E-06 3.73E-07 5.27E-07 4.02E-08 370591 3754740 1.00E-06 3.93E-07 5.91E-09 3.89E-10 5.51E-10 4.20E-11
370611 3754740 9.86E-04 3.84E-04 6.11E-06 4.03E-07 5.40E-07 4.12E-08 370611 3754740 1.03E-06 4.01E-07 6.39E-09 4.21E-10 5.64E-10 4.31E-11
370631 3754740 1.01E-03 3.93E-04 6.64E-06 4.37E-07 5.52E-07 4.22E-08 370631 3754740 1.06E-06 4.10E-07 6.94E-09 4.57E-10 5.77E-10 4.41E-11
370651 3754740 1.04E-03 4.01E-04 7.24E-06 4.77E-07 5.63E-07 4.30E-08 370651 3754740 1.09E-06 4.19E-07 7.57E-09 4.99E-10 5.89E-10 4.50E-11
370671 3754740 1.07E-03 4.10E-04 7.94E-06 5.23E-07 5.75E-07 4.39E-08 370671 3754740 1.12E-06 4.28E-07 8.30E-09 5.47E-10 6.01E-10 4.59E-11
370691 3754740 1.10E-03 4.18E-04 8.76E-06 5.78E-07 5.86E-07 4.48E-08 370691 3754740 1.14E-06 4.37E-07 9.16E-09 6.04E-10 6.13E-10 4.68E-11
370711 3754740 1.12E-03 4.24E-04 9.71E-06 6.40E-07 5.96E-07 4.55E-08 370711 3754740 1.17E-06 4.43E-07 1.01E-08 6.69E-10 6.23E-10 4.76E-11
370731 3754740 1.14E-03 4.30E-04 1.09E-05 7.16E-07 5.92E-07 4.52E-08 370731 3754740 1.19E-06 4.49E-07 1.14E-08 7.48E-10 6.19E-10 4.73E-11
370751 3754740 1.17E-03 4.36E-04 1.23E-05 8.09E-07 5.90E-07 4.51E-08 370751 3754740 1.22E-06 4.55E-07 1.28E-08 8.46E-10 6.17E-10 4.71E-11
370771 3754740 1.19E-03 4.40E-04 1.39E-05 9.18E-07 5.90E-07 4.51E-08 370771 3754740 1.24E-06 4.59E-07 1.46E-08 9.60E-10 6.17E-10 4.71E-11
370791 3754740 1.18E-03 4.34E-04 1.62E-05 1.07E-06 5.94E-07 4.53E-08 370791 3754740 1.24E-06 4.54E-07 1.69E-08 1.11E-09 6.20E-10 4.74E-11
370811 3754740 1.21E-03 4.40E-04 1.93E-05 1.27E-06 6.01E-07 4.59E-08 370811 3754740 1.27E-06 4.60E-07 2.02E-08 1.33E-09 6.28E-10 4.80E-11
370831 3754740 1.24E-03 4.46E-04 2.38E-05 1.57E-06 6.09E-07 4.65E-08 370831 3754740 1.30E-06 4.66E-07 2.49E-08 1.64E-09 6.36E-10 4.86E-11

Unmitigated Construction HRA-Resident (02-20-19).xlsx 271 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370851 3754740 1.28E-03 4.62E-04 3.10E-05 2.04E-06 6.23E-07 4.75E-08 370851 3754740 1.34E-06 4.83E-07 3.24E-08 2.13E-09 6.51E-10 4.97E-11
370871 3754740 1.35E-03 4.68E-04 4.28E-05 2.82E-06 6.38E-07 4.87E-08 370871 3754740 1.41E-06 4.90E-07 4.48E-08 2.95E-09 6.66E-10 5.09E-11
370891 3754740 1.39E-03 4.74E-04 6.51E-05 4.29E-06 6.54E-07 5.00E-08 370891 3754740 1.46E-06 4.96E-07 6.80E-08 4.48E-09 6.84E-10 5.22E-11
370911 3754740 1.43E-03 4.78E-04 1.12E-04 7.40E-06 6.65E-07 5.08E-08 370911 3754740 1.49E-06 4.99E-07 1.17E-07 7.73E-09 6.96E-10 5.31E-11
370931 3754740 1.46E-03 4.79E-04 2.38E-04 1.57E-05 6.84E-07 5.22E-08 370931 3754740 1.53E-06 5.01E-07 2.49E-07 1.64E-08 7.15E-10 5.46E-11
370951 3754740 1.49E-03 4.78E-04 1.56E-04 1.03E-05 6.84E-07 5.23E-08 370951 3754740 1.55E-06 5.00E-07 1.63E-07 1.08E-08 7.15E-10 5.46E-11
370971 3754740 1.52E-03 4.79E-04 2.44E-04 1.61E-05 7.29E-07 5.56E-08 370971 3754740 1.59E-06 5.00E-07 2.55E-07 1.68E-08 7.61E-10 5.82E-11
370991 3754740 1.57E-03 4.81E-04 1.38E-04 9.13E-06 7.51E-07 5.74E-08 370991 3754740 1.64E-06 5.03E-07 1.45E-07 9.54E-09 7.85E-10 6.00E-11
371011 3754740 1.59E-03 4.77E-04 9.96E-05 6.57E-06 7.59E-07 5.80E-08 371011 3754740 1.66E-06 4.98E-07 1.04E-07 6.86E-09 7.93E-10 6.06E-11
371031 3754740 1.60E-03 4.71E-04 7.67E-05 5.05E-06 7.65E-07 5.84E-08 371031 3754740 1.68E-06 4.92E-07 8.01E-08 5.28E-09 8.00E-10 6.11E-11
371051 3754740 1.62E-03 4.64E-04 6.16E-05 4.06E-06 7.70E-07 5.88E-08 371051 3754740 1.69E-06 4.84E-07 6.44E-08 4.24E-09 8.05E-10 6.15E-11
371071 3754740 1.62E-03 4.55E-04 5.10E-05 3.36E-06 7.73E-07 5.91E-08 371071 3754740 1.70E-06 4.76E-07 5.34E-08 3.52E-09 8.08E-10 6.17E-11
371091 3754740 1.62E-03 4.46E-04 4.32E-05 2.85E-06 7.77E-07 5.94E-08 371091 3754740 1.70E-06 4.66E-07 4.51E-08 2.97E-09 8.13E-10 6.21E-11
371111 3754740 1.62E-03 4.37E-04 3.71E-05 2.45E-06 7.83E-07 5.98E-08 371111 3754740 1.69E-06 4.56E-07 3.88E-08 2.56E-09 8.19E-10 6.25E-11
371131 3754740 1.61E-03 4.27E-04 3.25E-05 2.14E-06 7.86E-07 6.00E-08 371131 3754740 1.68E-06 4.46E-07 3.39E-08 2.24E-09 8.22E-10 6.28E-11
371151 3754740 1.59E-03 4.17E-04 2.88E-05 1.90E-06 7.88E-07 6.01E-08 371151 3754740 1.66E-06 4.35E-07 3.01E-08 1.98E-09 8.23E-10 6.29E-11
371171 3754740 1.57E-03 4.07E-04 2.58E-05 1.70E-06 7.88E-07 6.02E-08 371171 3754740 1.64E-06 4.25E-07 2.70E-08 1.78E-09 8.24E-10 6.29E-11
371191 3754740 1.55E-03 3.97E-04 2.33E-05 1.54E-06 7.88E-07 6.02E-08 371191 3754740 1.61E-06 4.15E-07 2.44E-08 1.61E-09 8.24E-10 6.29E-11
371211 3754740 1.51E-03 3.88E-04 2.13E-05 1.40E-06 7.88E-07 6.02E-08 371211 3754740 1.58E-06 4.06E-07 2.22E-08 1.47E-09 8.24E-10 6.29E-11
371231 3754740 1.48E-03 3.80E-04 1.95E-05 1.29E-06 7.87E-07 6.01E-08 371231 3754740 1.55E-06 3.97E-07 2.04E-08 1.34E-09 8.23E-10 6.28E-11
371251 3754740 1.45E-03 3.73E-04 1.80E-05 1.18E-06 7.86E-07 6.00E-08 371251 3754740 1.51E-06 3.90E-07 1.88E-08 1.24E-09 8.21E-10 6.27E-11
371271 3754740 1.41E-03 3.67E-04 1.66E-05 1.10E-06 7.84E-07 5.99E-08 371271 3754740 1.48E-06 3.83E-07 1.74E-08 1.15E-09 8.19E-10 6.26E-11
371291 3754740 1.38E-03 3.62E-04 1.55E-05 1.02E-06 7.81E-07 5.97E-08 371291 3754740 1.44E-06 3.78E-07 1.62E-08 1.07E-09 8.16E-10 6.24E-11
371311 3754740 1.34E-03 3.57E-04 1.45E-05 9.54E-07 7.78E-07 5.94E-08 371311 3754740 1.40E-06 3.73E-07 1.51E-08 9.97E-10 8.13E-10 6.21E-11
371331 3754740 1.31E-03 3.54E-04 1.36E-05 8.94E-07 7.74E-07 5.91E-08 371331 3754740 1.37E-06 3.70E-07 1.42E-08 9.34E-10 8.09E-10 6.18E-11
371351 3754740 1.28E-03 3.51E-04 1.28E-05 8.40E-07 7.70E-07 5.88E-08 371351 3754740 1.34E-06 3.67E-07 1.33E-08 8.78E-10 8.05E-10 6.15E-11
371371 3754740 1.26E-03 3.49E-04 1.20E-05 7.92E-07 7.66E-07 5.85E-08 371371 3754740 1.31E-06 3.65E-07 1.26E-08 8.28E-10 8.00E-10 6.11E-11
371391 3754740 1.23E-03 3.48E-04 1.14E-05 7.49E-07 7.61E-07 5.81E-08 371391 3754740 1.29E-06 3.64E-07 1.19E-08 7.83E-10 7.95E-10 6.07E-11
371411 3754740 1.22E-03 3.48E-04 1.08E-05 7.10E-07 7.55E-07 5.77E-08 371411 3754740 1.27E-06 3.64E-07 1.13E-08 7.42E-10 7.89E-10 6.03E-11
371431 3754740 1.20E-03 3.49E-04 1.02E-05 6.74E-07 7.49E-07 5.72E-08 371431 3754740 1.26E-06 3.64E-07 1.07E-08 7.04E-10 7.83E-10 5.98E-11
371451 3754740 1.19E-03 3.50E-04 9.72E-06 6.41E-07 7.42E-07 5.67E-08 371451 3754740 1.24E-06 3.66E-07 1.02E-08 6.70E-10 7.76E-10 5.92E-11
371471 3754740 1.18E-03 3.52E-04 9.27E-06 6.11E-07 7.35E-07 5.62E-08 371471 3754740 1.24E-06 3.68E-07 9.69E-09 6.38E-10 7.69E-10 5.87E-11
371491 3754740 1.18E-03 3.56E-04 8.85E-06 5.83E-07 7.28E-07 5.56E-08 371491 3754740 1.23E-06 3.72E-07 9.25E-09 6.10E-10 7.61E-10 5.81E-11
371511 3754740 1.18E-03 3.60E-04 8.46E-06 5.58E-07 7.20E-07 5.50E-08 371511 3754740 1.23E-06 3.76E-07 8.84E-09 5.83E-10 7.53E-10 5.75E-11
371531 3754740 1.18E-03 3.65E-04 8.10E-06 5.34E-07 7.13E-07 5.44E-08 371531 3754740 1.24E-06 3.82E-07 8.47E-09 5.58E-10 7.45E-10 5.69E-11
371551 3754740 1.19E-03 3.72E-04 7.77E-06 5.12E-07 7.04E-07 5.38E-08 371551 3754740 1.25E-06 3.89E-07 8.12E-09 5.35E-10 7.36E-10 5.62E-11
371571 3754740 1.20E-03 3.79E-04 7.46E-06 4.92E-07 6.96E-07 5.32E-08 371571 3754740 1.26E-06 3.96E-07 7.79E-09 5.14E-10 7.28E-10 5.56E-11
371591 3754740 1.22E-03 3.87E-04 7.17E-06 4.72E-07 6.88E-07 5.25E-08 371591 3754740 1.27E-06 4.05E-07 7.49E-09 4.94E-10 7.19E-10 5.49E-11
371611 3754740 1.24E-03 3.96E-04 6.90E-06 4.55E-07 6.79E-07 5.19E-08 371611 3754740 1.30E-06 4.14E-07 7.21E-09 4.75E-10 7.10E-10 5.42E-11
371631 3754740 1.26E-03 4.06E-04 6.64E-06 4.38E-07 6.71E-07 5.12E-08 371631 3754740 1.32E-06 4.24E-07 6.94E-09 4.58E-10 7.01E-10 5.36E-11
371651 3754740 1.29E-03 4.16E-04 6.41E-06 4.22E-07 6.63E-07 5.06E-08 371651 3754740 1.35E-06 4.35E-07 6.70E-09 4.41E-10 6.93E-10 5.29E-11
371671 3754740 1.33E-03 4.27E-04 6.19E-06 4.08E-07 6.55E-07 5.00E-08 371671 3754740 1.39E-06 4.46E-07 6.47E-09 4.26E-10 6.85E-10 5.23E-11
371691 3754740 1.36E-03 4.38E-04 5.98E-06 3.94E-07 6.47E-07 4.94E-08 371691 3754740 1.43E-06 4.57E-07 6.25E-09 4.12E-10 6.77E-10 5.17E-11
371711 3754740 1.40E-03 4.49E-04 5.79E-06 3.81E-07 6.40E-07 4.89E-08 371711 3754740 1.47E-06 4.69E-07 6.05E-09 3.99E-10 6.69E-10 5.11E-11
371731 3754740 1.45E-03 4.60E-04 5.60E-06 3.69E-07 6.34E-07 4.84E-08 371731 3754740 1.51E-06 4.81E-07 5.85E-09 3.86E-10 6.62E-10 5.06E-11
371751 3754740 1.49E-03 4.71E-04 5.43E-06 3.58E-07 6.28E-07 4.79E-08 371751 3754740 1.56E-06 4.92E-07 5.68E-09 3.74E-10 6.56E-10 5.01E-11
371771 3754740 1.54E-03 4.81E-04 5.26E-06 3.47E-07 6.22E-07 4.75E-08 371771 3754740 1.61E-06 5.03E-07 5.50E-09 3.63E-10 6.50E-10 4.97E-11
371791 3754740 1.58E-03 4.92E-04 5.11E-06 3.37E-07 6.17E-07 4.72E-08 371791 3754740 1.65E-06 5.14E-07 5.34E-09 3.52E-10 6.45E-10 4.93E-11
371811 3754740 1.63E-03 5.01E-04 4.96E-06 3.27E-07 6.13E-07 4.68E-08 371811 3754740 1.70E-06 5.24E-07 5.19E-09 3.42E-10 6.41E-10 4.90E-11
371831 3754740 1.67E-03 5.11E-04 4.83E-06 3.18E-07 6.10E-07 4.66E-08 371831 3754740 1.74E-06 5.34E-07 5.04E-09 3.33E-10 6.38E-10 4.87E-11
370571 3754760 8.92E-04 3.48E-04 5.04E-06 3.32E-07 4.97E-07 3.79E-08 370571 3754760 9.32E-07 3.64E-07 5.26E-09 3.47E-10 5.19E-10 3.96E-11
370591 3754760 9.15E-04 3.55E-04 5.42E-06 3.57E-07 5.08E-07 3.88E-08 370591 3754760 9.56E-07 3.71E-07 5.66E-09 3.73E-10 5.31E-10 4.06E-11

Unmitigated Construction HRA-Resident (02-20-19).xlsx 272 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370611 3754760 9.38E-04 3.63E-04 5.84E-06 3.85E-07 5.20E-07 3.97E-08 370611 3754760 9.80E-07 3.79E-07 6.11E-09 4.02E-10 5.44E-10 4.15E-11
370631 3754760 9.61E-04 3.70E-04 6.33E-06 4.17E-07 5.32E-07 4.06E-08 370631 3754760 1.00E-06 3.87E-07 6.61E-09 4.36E-10 5.56E-10 4.25E-11
370651 3754760 9.86E-04 3.78E-04 6.89E-06 4.54E-07 5.42E-07 4.14E-08 370651 3754760 1.03E-06 3.95E-07 7.20E-09 4.74E-10 5.67E-10 4.33E-11
370671 3754760 1.01E-03 3.85E-04 7.53E-06 4.96E-07 5.53E-07 4.22E-08 370671 3754760 1.06E-06 4.02E-07 7.87E-09 5.19E-10 5.78E-10 4.41E-11
370691 3754760 1.04E-03 3.92E-04 8.29E-06 5.46E-07 5.63E-07 4.30E-08 370691 3754760 1.08E-06 4.10E-07 8.66E-09 5.71E-10 5.89E-10 4.50E-11
370711 3754760 1.05E-03 3.96E-04 9.14E-06 6.02E-07 5.71E-07 4.36E-08 370711 3754760 1.10E-06 4.14E-07 9.55E-09 6.30E-10 5.96E-10 4.55E-11
370731 3754760 1.08E-03 4.02E-04 1.02E-05 6.73E-07 5.75E-07 4.39E-08 370731 3754760 1.13E-06 4.21E-07 1.07E-08 7.03E-10 6.01E-10 4.59E-11
370751 3754760 1.10E-03 4.08E-04 1.15E-05 7.60E-07 5.74E-07 4.38E-08 370751 3754760 1.15E-06 4.26E-07 1.20E-08 7.94E-10 6.00E-10 4.58E-11
370771 3754760 1.12E-03 4.09E-04 1.30E-05 8.55E-07 5.62E-07 4.30E-08 370771 3754760 1.17E-06 4.28E-07 1.36E-08 8.94E-10 5.88E-10 4.49E-11
370791 3754760 1.11E-03 4.14E-04 1.50E-05 9.90E-07 5.67E-07 4.33E-08 370791 3754760 1.16E-06 4.32E-07 1.57E-08 1.04E-09 5.93E-10 4.53E-11
370811 3754760 1.14E-03 4.18E-04 1.79E-05 1.18E-06 5.74E-07 4.38E-08 370811 3754760 1.19E-06 4.37E-07 1.87E-08 1.23E-09 6.00E-10 4.58E-11
370831 3754760 1.16E-03 4.14E-04 2.18E-05 1.44E-06 5.80E-07 4.43E-08 370831 3754760 1.22E-06 4.33E-07 2.28E-08 1.50E-09 6.06E-10 4.63E-11
370851 3754760 1.23E-03 4.27E-04 2.82E-05 1.86E-06 5.93E-07 4.53E-08 370851 3754760 1.28E-06 4.47E-07 2.94E-08 1.94E-09 6.19E-10 4.73E-11
370871 3754760 1.26E-03 4.31E-04 3.85E-05 2.54E-06 6.04E-07 4.61E-08 370871 3754760 1.32E-06 4.51E-07 4.02E-08 2.65E-09 6.32E-10 4.82E-11
370891 3754760 1.29E-03 4.35E-04 5.79E-05 3.82E-06 6.18E-07 4.72E-08 370891 3754760 1.35E-06 4.55E-07 6.05E-08 3.99E-09 6.46E-10 4.93E-11
370911 3754760 1.32E-03 4.37E-04 1.01E-04 6.63E-06 6.27E-07 4.79E-08 370911 3754760 1.38E-06 4.57E-07 1.05E-07 6.93E-09 6.55E-10 5.00E-11
370931 3754760 1.34E-03 4.37E-04 2.22E-04 1.46E-05 6.40E-07 4.89E-08 370931 3754760 1.41E-06 4.57E-07 2.32E-07 1.53E-08 6.69E-10 5.11E-11
370951 3754760 1.37E-03 4.36E-04 1.22E-04 8.06E-06 6.44E-07 4.92E-08 370951 3754760 1.43E-06 4.56E-07 1.28E-07 8.42E-09 6.74E-10 5.14E-11
370971 3754760 1.39E-03 4.35E-04 2.33E-04 1.53E-05 6.73E-07 5.14E-08 370971 3754760 1.45E-06 4.54E-07 2.43E-07 1.60E-08 7.03E-10 5.37E-11
370991 3754760 1.43E-03 4.37E-04 1.31E-04 8.63E-06 7.06E-07 5.39E-08 370991 3754760 1.49E-06 4.57E-07 1.37E-07 9.02E-09 7.38E-10 5.63E-11
371011 3754760 1.45E-03 4.32E-04 9.38E-05 6.18E-06 7.12E-07 5.44E-08 371011 3754760 1.51E-06 4.52E-07 9.81E-08 6.46E-09 7.44E-10 5.68E-11
371031 3754760 1.46E-03 4.26E-04 7.21E-05 4.75E-06 7.16E-07 5.47E-08 371031 3754760 1.52E-06 4.46E-07 7.53E-08 4.97E-09 7.49E-10 5.72E-11
371051 3754760 1.46E-03 4.20E-04 5.76E-05 3.79E-06 7.21E-07 5.51E-08 371051 3754760 1.53E-06 4.38E-07 6.02E-08 3.96E-09 7.54E-10 5.76E-11
371071 3754760 1.47E-03 4.12E-04 4.75E-05 3.13E-06 7.25E-07 5.54E-08 371071 3754760 1.53E-06 4.31E-07 4.96E-08 3.27E-09 7.58E-10 5.79E-11
371091 3754760 1.46E-03 4.04E-04 4.00E-05 2.64E-06 7.32E-07 5.59E-08 371091 3754760 1.53E-06 4.22E-07 4.18E-08 2.76E-09 7.65E-10 5.84E-11
371111 3754760 1.46E-03 3.95E-04 3.47E-05 2.29E-06 7.33E-07 5.60E-08 371111 3754760 1.52E-06 4.13E-07 3.63E-08 2.39E-09 7.66E-10 5.85E-11
371131 3754760 1.44E-03 3.86E-04 3.04E-05 2.01E-06 7.36E-07 5.62E-08 371131 3754760 1.51E-06 4.04E-07 3.18E-08 2.10E-09 7.69E-10 5.88E-11
371151 3754760 1.43E-03 3.77E-04 2.71E-05 1.78E-06 7.38E-07 5.63E-08 371151 3754760 1.49E-06 3.95E-07 2.83E-08 1.86E-09 7.71E-10 5.89E-11
371171 3754760 1.41E-03 3.69E-04 2.43E-05 1.60E-06 7.38E-07 5.64E-08 371171 3754760 1.47E-06 3.85E-07 2.54E-08 1.67E-09 7.71E-10 5.89E-11
371191 3754760 1.38E-03 3.61E-04 2.20E-05 1.45E-06 7.38E-07 5.64E-08 371191 3754760 1.44E-06 3.77E-07 2.30E-08 1.52E-09 7.72E-10 5.89E-11
371211 3754760 1.35E-03 3.53E-04 2.01E-05 1.33E-06 7.38E-07 5.63E-08 371211 3754760 1.42E-06 3.69E-07 2.10E-08 1.38E-09 7.71E-10 5.89E-11
371231 3754760 1.32E-03 3.46E-04 1.85E-05 1.22E-06 7.37E-07 5.63E-08 371231 3754760 1.38E-06 3.61E-07 1.93E-08 1.27E-09 7.70E-10 5.88E-11
371251 3754760 1.29E-03 3.39E-04 1.71E-05 1.12E-06 7.36E-07 5.62E-08 371251 3754760 1.35E-06 3.55E-07 1.78E-08 1.18E-09 7.69E-10 5.87E-11
371271 3754760 1.26E-03 3.34E-04 1.58E-05 1.04E-06 7.34E-07 5.60E-08 371271 3754760 1.32E-06 3.49E-07 1.65E-08 1.09E-09 7.67E-10 5.86E-11
371291 3754760 1.23E-03 3.29E-04 1.48E-05 9.73E-07 7.31E-07 5.59E-08 371291 3754760 1.29E-06 3.44E-07 1.54E-08 1.02E-09 7.64E-10 5.84E-11
371311 3754760 1.20E-03 3.25E-04 1.38E-05 9.10E-07 7.29E-07 5.56E-08 371311 3754760 1.26E-06 3.40E-07 1.44E-08 9.51E-10 7.62E-10 5.82E-11
371331 3754760 1.18E-03 3.22E-04 1.30E-05 8.54E-07 7.25E-07 5.54E-08 371331 3754760 1.23E-06 3.37E-07 1.35E-08 8.93E-10 7.58E-10 5.79E-11
371351 3754760 1.15E-03 3.20E-04 1.22E-05 8.04E-07 7.22E-07 5.51E-08 371351 3754760 1.20E-06 3.34E-07 1.28E-08 8.41E-10 7.54E-10 5.76E-11
371371 3754760 1.13E-03 3.18E-04 1.15E-05 7.59E-07 7.18E-07 5.48E-08 371371 3754760 1.18E-06 3.32E-07 1.20E-08 7.94E-10 7.50E-10 5.73E-11
371391 3754760 1.11E-03 3.17E-04 1.09E-05 7.19E-07 7.13E-07 5.44E-08 371391 3754760 1.16E-06 3.31E-07 1.14E-08 7.51E-10 7.45E-10 5.69E-11
371411 3754760 1.09E-03 3.16E-04 1.03E-05 6.82E-07 7.08E-07 5.41E-08 371411 3754760 1.14E-06 3.30E-07 1.08E-08 7.12E-10 7.40E-10 5.65E-11
371431 3754760 1.08E-03 3.16E-04 9.83E-06 6.48E-07 7.02E-07 5.36E-08 371431 3754760 1.13E-06 3.30E-07 1.03E-08 6.77E-10 7.34E-10 5.61E-11
371451 3754760 1.07E-03 3.17E-04 9.36E-06 6.17E-07 6.97E-07 5.32E-08 371451 3754760 1.12E-06 3.31E-07 9.78E-09 6.45E-10 7.28E-10 5.56E-11
371471 3754760 1.06E-03 3.19E-04 8.93E-06 5.88E-07 6.90E-07 5.27E-08 371471 3754760 1.11E-06 3.33E-07 9.33E-09 6.15E-10 7.22E-10 5.51E-11
371491 3754760 1.06E-03 3.21E-04 8.53E-06 5.62E-07 6.84E-07 5.22E-08 371491 3754760 1.11E-06 3.35E-07 8.92E-09 5.88E-10 7.15E-10 5.46E-11
371511 3754760 1.06E-03 3.24E-04 8.16E-06 5.38E-07 6.77E-07 5.17E-08 371511 3754760 1.11E-06 3.39E-07 8.53E-09 5.62E-10 7.08E-10 5.40E-11
371531 3754760 1.06E-03 3.28E-04 7.82E-06 5.16E-07 6.70E-07 5.12E-08 371531 3754760 1.11E-06 3.43E-07 8.18E-09 5.39E-10 7.00E-10 5.35E-11
371551 3754760 1.06E-03 3.32E-04 7.51E-06 4.95E-07 6.63E-07 5.06E-08 371551 3754760 1.11E-06 3.47E-07 7.85E-09 5.17E-10 6.93E-10 5.29E-11
371571 3754760 1.07E-03 3.38E-04 7.21E-06 4.75E-07 6.55E-07 5.00E-08 371571 3754760 1.12E-06 3.53E-07 7.54E-09 4.97E-10 6.85E-10 5.23E-11
371591 3754760 1.08E-03 3.44E-04 6.94E-06 4.57E-07 6.48E-07 4.95E-08 371591 3754760 1.13E-06 3.60E-07 7.25E-09 4.78E-10 6.77E-10 5.17E-11
371611 3754760 1.10E-03 3.51E-04 6.68E-06 4.41E-07 6.40E-07 4.89E-08 371611 3754760 1.15E-06 3.67E-07 6.99E-09 4.60E-10 6.69E-10 5.11E-11
371631 3754760 1.11E-03 3.59E-04 6.44E-06 4.24E-07 6.32E-07 4.83E-08 371631 3754760 1.17E-06 3.75E-07 6.73E-09 4.44E-10 6.61E-10 5.05E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371651 3754760 1.14E-03 3.67E-04 6.22E-06 4.10E-07 6.25E-07 4.77E-08 371651 3754760 1.19E-06 3.84E-07 6.50E-09 4.28E-10 6.53E-10 4.99E-11
371671 3754760 1.16E-03 3.76E-04 6.01E-06 3.96E-07 6.17E-07 4.71E-08 371671 3754760 1.21E-06 3.93E-07 6.28E-09 4.14E-10 6.45E-10 4.93E-11
371691 3754760 1.19E-03 3.86E-04 5.81E-06 3.83E-07 6.10E-07 4.66E-08 371691 3754760 1.24E-06 4.03E-07 6.07E-09 4.00E-10 6.38E-10 4.87E-11
371711 3754760 1.22E-03 3.95E-04 5.62E-06 3.70E-07 6.03E-07 4.61E-08 371711 3754760 1.28E-06 4.13E-07 5.87E-09 3.87E-10 6.31E-10 4.82E-11
371731 3754760 1.26E-03 4.05E-04 5.44E-06 3.59E-07 5.97E-07 4.56E-08 371731 3754760 1.31E-06 4.23E-07 5.69E-09 3.75E-10 6.24E-10 4.76E-11
371751 3754760 1.29E-03 4.15E-04 5.28E-06 3.48E-07 5.91E-07 4.51E-08 371751 3754760 1.35E-06 4.33E-07 5.52E-09 3.64E-10 6.17E-10 4.72E-11
371771 3754760 1.33E-03 4.24E-04 5.12E-06 3.37E-07 5.85E-07 4.47E-08 371771 3754760 1.39E-06 4.43E-07 5.35E-09 3.53E-10 6.12E-10 4.67E-11
371791 3754760 1.37E-03 4.33E-04 4.97E-06 3.28E-07 5.80E-07 4.43E-08 371791 3754760 1.43E-06 4.53E-07 5.19E-09 3.42E-10 6.07E-10 4.63E-11
371811 3754760 1.41E-03 4.42E-04 4.83E-06 3.18E-07 5.76E-07 4.40E-08 371811 3754760 1.47E-06 4.62E-07 5.05E-09 3.33E-10 6.02E-10 4.60E-11
371831 3754760 1.44E-03 4.51E-04 4.70E-06 3.10E-07 5.72E-07 4.37E-08 371831 3754760 1.51E-06 4.72E-07 4.91E-09 3.24E-10 5.98E-10 4.57E-11
370571 3754780 8.51E-04 3.30E-04 4.82E-06 3.18E-07 4.80E-07 3.66E-08 370571 3754780 8.89E-07 3.45E-07 5.04E-09 3.32E-10 5.01E-10 3.83E-11
370591 3754780 8.71E-04 3.36E-04 5.17E-06 3.41E-07 4.90E-07 3.75E-08 370591 3754780 9.10E-07 3.52E-07 5.40E-09 3.56E-10 5.13E-10 3.91E-11
370611 3754780 8.92E-04 3.43E-04 5.56E-06 3.67E-07 5.01E-07 3.83E-08 370611 3754780 9.32E-07 3.58E-07 5.82E-09 3.83E-10 5.24E-10 4.00E-11
370631 3754780 9.13E-04 3.49E-04 6.01E-06 3.96E-07 5.12E-07 3.91E-08 370631 3754780 9.54E-07 3.65E-07 6.28E-09 4.14E-10 5.35E-10 4.09E-11
370651 3754780 9.35E-04 3.56E-04 6.52E-06 4.30E-07 5.22E-07 3.99E-08 370651 3754780 9.77E-07 3.72E-07 6.82E-09 4.49E-10 5.46E-10 4.17E-11
370671 3754780 9.57E-04 3.62E-04 7.11E-06 4.69E-07 5.30E-07 4.05E-08 370671 3754780 1.00E-06 3.78E-07 7.43E-09 4.90E-10 5.54E-10 4.23E-11
370691 3754780 9.80E-04 3.68E-04 7.79E-06 5.14E-07 5.41E-07 4.13E-08 370691 3754780 1.02E-06 3.85E-07 8.14E-09 5.37E-10 5.65E-10 4.31E-11
370711 3754780 9.95E-04 3.72E-04 8.55E-06 5.64E-07 5.47E-07 4.17E-08 370711 3754780 1.04E-06 3.88E-07 8.94E-09 5.89E-10 5.71E-10 4.36E-11
370731 3754780 1.02E-03 3.76E-04 9.50E-06 6.26E-07 5.48E-07 4.18E-08 370731 3754780 1.06E-06 3.93E-07 9.93E-09 6.55E-10 5.73E-10 4.37E-11
370751 3754780 1.04E-03 3.81E-04 1.07E-05 7.03E-07 5.47E-07 4.18E-08 370751 3754780 1.08E-06 3.98E-07 1.11E-08 7.35E-10 5.72E-10 4.36E-11
370771 3754780 1.05E-03 3.82E-04 1.19E-05 7.87E-07 5.37E-07 4.10E-08 370771 3754780 1.10E-06 3.99E-07 1.25E-08 8.23E-10 5.61E-10 4.28E-11
370791 3754780 1.07E-03 3.85E-04 1.37E-05 9.05E-07 5.41E-07 4.13E-08 370791 3754780 1.12E-06 4.03E-07 1.44E-08 9.46E-10 5.65E-10 4.32E-11
370811 3754780 1.07E-03 3.88E-04 1.61E-05 1.06E-06 5.46E-07 4.17E-08 370811 3754780 1.11E-06 4.06E-07 1.69E-08 1.11E-09 5.70E-10 4.36E-11
370831 3754780 1.09E-03 3.92E-04 1.95E-05 1.29E-06 5.53E-07 4.23E-08 370831 3754780 1.14E-06 4.10E-07 2.04E-08 1.35E-09 5.78E-10 4.42E-11
370851 3754780 1.15E-03 3.96E-04 2.47E-05 1.63E-06 5.64E-07 4.31E-08 370851 3754780 1.20E-06 4.13E-07 2.58E-08 1.70E-09 5.90E-10 4.50E-11
370871 3754780 1.17E-03 3.99E-04 3.30E-05 2.18E-06 5.76E-07 4.40E-08 370871 3754780 1.23E-06 4.17E-07 3.45E-08 2.28E-09 6.02E-10 4.60E-11
370891 3754780 1.20E-03 4.00E-04 4.74E-05 3.13E-06 5.82E-07 4.45E-08 370891 3754780 1.25E-06 4.18E-07 4.96E-08 3.27E-09 6.09E-10 4.65E-11
370911 3754780 1.22E-03 4.01E-04 7.90E-05 5.21E-06 5.90E-07 4.51E-08 370911 3754780 1.27E-06 4.19E-07 8.26E-08 5.44E-09 6.17E-10 4.71E-11
370931 3754780 1.24E-03 4.00E-04 1.02E-04 6.75E-06 6.02E-07 4.60E-08 370931 3754780 1.30E-06 4.19E-07 1.07E-07 7.05E-09 6.29E-10 4.80E-11
370951 3754780 1.26E-03 3.98E-04 6.19E-05 4.08E-06 6.07E-07 4.64E-08 370951 3754780 1.31E-06 4.16E-07 6.47E-08 4.26E-09 6.35E-10 4.85E-11
370971 3754780 1.27E-03 3.96E-04 1.94E-04 1.28E-05 6.18E-07 4.72E-08 370971 3754780 1.33E-06 4.14E-07 2.03E-07 1.34E-08 6.46E-10 4.94E-11
370991 3754780 1.31E-03 3.98E-04 1.10E-04 7.22E-06 6.64E-07 5.07E-08 370991 3754780 1.37E-06 4.16E-07 1.15E-07 7.55E-09 6.94E-10 5.30E-11
371011 3754780 1.32E-03 3.93E-04 7.93E-05 5.23E-06 6.70E-07 5.12E-08 371011 3754780 1.38E-06 4.11E-07 8.29E-08 5.46E-09 7.01E-10 5.35E-11
371031 3754780 1.33E-03 3.88E-04 6.18E-05 4.08E-06 6.74E-07 5.15E-08 371031 3754780 1.39E-06 4.05E-07 6.46E-08 4.26E-09 7.05E-10 5.38E-11
371051 3754780 1.33E-03 3.81E-04 4.99E-05 3.29E-06 6.79E-07 5.19E-08 371051 3754780 1.39E-06 3.99E-07 5.22E-08 3.44E-09 7.10E-10 5.42E-11
371071 3754780 1.33E-03 3.74E-04 4.17E-05 2.75E-06 6.84E-07 5.22E-08 371071 3754780 1.39E-06 3.91E-07 4.36E-08 2.87E-09 7.15E-10 5.46E-11
371091 3754780 1.32E-03 3.67E-04 3.56E-05 2.35E-06 6.88E-07 5.26E-08 371091 3754780 1.38E-06 3.84E-07 3.72E-08 2.45E-09 7.19E-10 5.49E-11
371111 3754780 1.31E-03 3.59E-04 3.12E-05 2.06E-06 6.89E-07 5.26E-08 371111 3754780 1.37E-06 3.75E-07 3.26E-08 2.15E-09 7.20E-10 5.50E-11
371131 3754780 1.30E-03 3.51E-04 2.77E-05 1.82E-06 6.90E-07 5.27E-08 371131 3754780 1.36E-06 3.67E-07 2.89E-08 1.91E-09 7.21E-10 5.50E-11
371151 3754780 1.28E-03 3.43E-04 2.48E-05 1.63E-06 6.91E-07 5.27E-08 371151 3754780 1.34E-06 3.59E-07 2.59E-08 1.71E-09 7.22E-10 5.51E-11
371171 3754780 1.26E-03 3.36E-04 2.24E-05 1.47E-06 6.92E-07 5.28E-08 371171 3754780 1.32E-06 3.51E-07 2.34E-08 1.54E-09 7.23E-10 5.52E-11
371191 3754780 1.24E-03 3.29E-04 2.03E-05 1.34E-06 6.93E-07 5.29E-08 371191 3754780 1.30E-06 3.43E-07 2.13E-08 1.40E-09 7.24E-10 5.53E-11
371211 3754780 1.22E-03 3.22E-04 1.86E-05 1.23E-06 6.92E-07 5.29E-08 371211 3754780 1.27E-06 3.36E-07 1.95E-08 1.28E-09 7.23E-10 5.53E-11
371231 3754780 1.19E-03 3.16E-04 1.72E-05 1.13E-06 6.91E-07 5.28E-08 371231 3754780 1.24E-06 3.30E-07 1.80E-08 1.18E-09 7.23E-10 5.52E-11
371251 3754780 1.16E-03 3.10E-04 1.59E-05 1.05E-06 6.90E-07 5.27E-08 371251 3754780 1.22E-06 3.24E-07 1.67E-08 1.10E-09 7.21E-10 5.51E-11
371271 3754780 1.14E-03 3.05E-04 1.48E-05 9.79E-07 6.88E-07 5.26E-08 371271 3754780 1.19E-06 3.19E-07 1.55E-08 1.02E-09 7.20E-10 5.50E-11
371291 3754780 1.11E-03 3.01E-04 1.39E-05 9.15E-07 6.86E-07 5.24E-08 371291 3754780 1.16E-06 3.15E-07 1.45E-08 9.56E-10 7.17E-10 5.48E-11
371311 3754780 1.08E-03 2.97E-04 1.30E-05 8.58E-07 6.84E-07 5.22E-08 371311 3754780 1.13E-06 3.11E-07 1.36E-08 8.97E-10 7.15E-10 5.46E-11
371331 3754780 1.06E-03 2.94E-04 1.23E-05 8.07E-07 6.81E-07 5.20E-08 371331 3754780 1.11E-06 3.08E-07 1.28E-08 8.44E-10 7.12E-10 5.43E-11
371351 3754780 1.04E-03 2.92E-04 1.16E-05 7.62E-07 6.78E-07 5.17E-08 371351 3754780 1.09E-06 3.05E-07 1.21E-08 7.96E-10 7.08E-10 5.41E-11
371371 3754780 1.02E-03 2.90E-04 1.09E-05 7.21E-07 6.74E-07 5.15E-08 371371 3754780 1.06E-06 3.03E-07 1.14E-08 7.53E-10 7.04E-10 5.38E-11
371391 3754780 1.00E-03 2.89E-04 1.04E-05 6.83E-07 6.70E-07 5.11E-08 371391 3754780 1.05E-06 3.02E-07 1.08E-08 7.14E-10 7.00E-10 5.35E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371411 3754780 9.88E-04 2.88E-04 9.85E-06 6.49E-07 6.65E-07 5.08E-08 371411 3754780 1.03E-06 3.01E-07 1.03E-08 6.79E-10 6.95E-10 5.31E-11
371431 3754780 9.76E-04 2.88E-04 9.38E-06 6.18E-07 6.60E-07 5.04E-08 371431 3754780 1.02E-06 3.01E-07 9.80E-09 6.46E-10 6.90E-10 5.27E-11
371451 3754780 9.67E-04 2.89E-04 8.94E-06 5.89E-07 6.55E-07 5.00E-08 371451 3754780 1.01E-06 3.02E-07 9.35E-09 6.16E-10 6.85E-10 5.23E-11
371471 3754780 9.60E-04 2.90E-04 8.54E-06 5.63E-07 6.50E-07 4.96E-08 371471 3754780 1.00E-06 3.03E-07 8.93E-09 5.89E-10 6.79E-10 5.18E-11
371491 3754780 9.56E-04 2.91E-04 8.18E-06 5.39E-07 6.44E-07 4.92E-08 371491 3754780 9.99E-07 3.04E-07 8.55E-09 5.63E-10 6.73E-10 5.14E-11
371511 3754780 9.53E-04 2.93E-04 7.83E-06 5.16E-07 6.37E-07 4.87E-08 371511 3754780 9.96E-07 3.06E-07 8.19E-09 5.40E-10 6.66E-10 5.09E-11
371531 3754780 9.53E-04 2.96E-04 7.51E-06 4.95E-07 6.31E-07 4.82E-08 371531 3754780 9.96E-07 3.09E-07 7.85E-09 5.17E-10 6.60E-10 5.04E-11
371551 3754780 9.56E-04 3.00E-04 7.22E-06 4.76E-07 6.25E-07 4.77E-08 371551 3754780 9.99E-07 3.13E-07 7.55E-09 4.97E-10 6.53E-10 4.99E-11
371571 3754780 9.61E-04 3.04E-04 6.94E-06 4.58E-07 6.18E-07 4.72E-08 371571 3754780 1.00E-06 3.17E-07 7.26E-09 4.78E-10 6.46E-10 4.93E-11
371591 3754780 9.68E-04 3.09E-04 6.69E-06 4.41E-07 6.11E-07 4.67E-08 371591 3754780 1.01E-06 3.23E-07 6.99E-09 4.61E-10 6.38E-10 4.88E-11
371611 3754780 9.79E-04 3.14E-04 6.45E-06 4.25E-07 6.04E-07 4.61E-08 371611 3754780 1.02E-06 3.28E-07 6.74E-09 4.44E-10 6.31E-10 4.82E-11
371631 3754780 9.92E-04 3.20E-04 6.22E-06 4.10E-07 5.97E-07 4.56E-08 371631 3754780 1.04E-06 3.35E-07 6.50E-09 4.28E-10 6.24E-10 4.76E-11
371651 3754780 1.01E-03 3.27E-04 6.01E-06 3.96E-07 5.90E-07 4.51E-08 371651 3754780 1.05E-06 3.42E-07 6.28E-09 4.14E-10 6.17E-10 4.71E-11
371671 3754780 1.03E-03 3.34E-04 5.81E-06 3.83E-07 5.83E-07 4.45E-08 371671 3754780 1.07E-06 3.49E-07 6.07E-09 4.00E-10 6.09E-10 4.65E-11
371691 3754780 1.05E-03 3.42E-04 5.62E-06 3.70E-07 5.76E-07 4.40E-08 371691 3754780 1.10E-06 3.57E-07 5.87E-09 3.87E-10 6.02E-10 4.60E-11
371711 3754780 1.07E-03 3.50E-04 5.44E-06 3.59E-07 5.70E-07 4.35E-08 371711 3754780 1.12E-06 3.66E-07 5.69E-09 3.75E-10 5.96E-10 4.55E-11
371731 3754780 1.10E-03 3.58E-04 5.27E-06 3.48E-07 5.63E-07 4.30E-08 371731 3754780 1.15E-06 3.74E-07 5.51E-09 3.63E-10 5.89E-10 4.50E-11
371751 3754780 1.13E-03 3.67E-04 5.11E-06 3.37E-07 5.58E-07 4.26E-08 371751 3754780 1.18E-06 3.83E-07 5.35E-09 3.52E-10 5.83E-10 4.45E-11
371771 3754780 1.16E-03 3.75E-04 4.96E-06 3.27E-07 5.52E-07 4.22E-08 371771 3754780 1.21E-06 3.92E-07 5.19E-09 3.42E-10 5.77E-10 4.41E-11
371791 3754780 1.19E-03 3.84E-04 4.82E-06 3.18E-07 5.47E-07 4.18E-08 371791 3754780 1.25E-06 4.01E-07 5.04E-09 3.32E-10 5.72E-10 4.37E-11
371811 3754780 1.23E-03 3.92E-04 4.69E-06 3.09E-07 5.43E-07 4.14E-08 371811 3754780 1.28E-06 4.10E-07 4.90E-09 3.23E-10 5.67E-10 4.33E-11
371831 3754780 1.26E-03 4.00E-04 4.56E-06 3.00E-07 5.39E-07 4.11E-08 371831 3754780 1.31E-06 4.18E-07 4.76E-09 3.14E-10 5.63E-10 4.30E-11
370571 3754800 8.11E-04 3.13E-04 4.60E-06 3.03E-07 4.64E-07 3.54E-08 370571 3754800 8.48E-07 3.27E-07 4.81E-09 3.17E-10 4.84E-10 3.70E-11
370591 3754800 8.29E-04 3.18E-04 4.92E-06 3.25E-07 4.73E-07 3.62E-08 370591 3754800 8.67E-07 3.33E-07 5.15E-09 3.39E-10 4.95E-10 3.78E-11
370611 3754800 8.48E-04 3.24E-04 5.28E-06 3.48E-07 4.83E-07 3.69E-08 370611 3754800 8.86E-07 3.39E-07 5.52E-09 3.64E-10 5.05E-10 3.86E-11
370631 3754800 8.67E-04 3.30E-04 5.69E-06 3.75E-07 4.93E-07 3.77E-08 370631 3754800 9.06E-07 3.45E-07 5.95E-09 3.92E-10 5.16E-10 3.94E-11
370651 3754800 8.87E-04 3.35E-04 6.15E-06 4.05E-07 5.02E-07 3.84E-08 370651 3754800 9.27E-07 3.50E-07 6.43E-09 4.24E-10 5.25E-10 4.01E-11
370671 3754800 9.07E-04 3.41E-04 6.68E-06 4.40E-07 5.10E-07 3.90E-08 370671 3754800 9.48E-07 3.56E-07 6.98E-09 4.60E-10 5.34E-10 4.07E-11
370691 3754800 9.27E-04 3.46E-04 7.29E-06 4.80E-07 5.19E-07 3.96E-08 370691 3754800 9.69E-07 3.61E-07 7.61E-09 5.02E-10 5.42E-10 4.14E-11
370711 3754800 9.40E-04 3.48E-04 7.95E-06 5.24E-07 5.24E-07 4.00E-08 370711 3754800 9.82E-07 3.64E-07 8.31E-09 5.48E-10 5.48E-10 4.18E-11
370731 3754800 9.58E-04 3.52E-04 8.77E-06 5.78E-07 5.21E-07 3.98E-08 370731 3754800 1.00E-06 3.68E-07 9.17E-09 6.04E-10 5.44E-10 4.16E-11
370751 3754800 9.76E-04 3.55E-04 9.77E-06 6.44E-07 5.18E-07 3.95E-08 370751 3754800 1.02E-06 3.72E-07 1.02E-08 6.73E-10 5.41E-10 4.13E-11
370771 3754800 9.89E-04 3.56E-04 1.08E-05 7.15E-07 5.11E-07 3.90E-08 370771 3754800 1.03E-06 3.72E-07 1.13E-08 7.47E-10 5.34E-10 4.08E-11
370791 3754800 1.01E-03 3.59E-04 1.23E-05 8.13E-07 5.14E-07 3.93E-08 370791 3754800 1.05E-06 3.75E-07 1.29E-08 8.49E-10 5.38E-10 4.11E-11
370811 3754800 1.00E-03 3.61E-04 1.43E-05 9.42E-07 5.20E-07 3.97E-08 370811 3754800 1.05E-06 3.77E-07 1.49E-08 9.85E-10 5.43E-10 4.15E-11
370831 3754800 1.05E-03 3.63E-04 1.69E-05 1.12E-06 5.25E-07 4.01E-08 370831 3754800 1.09E-06 3.80E-07 1.77E-08 1.17E-09 5.49E-10 4.19E-11
370851 3754800 1.07E-03 3.67E-04 2.09E-05 1.38E-06 5.38E-07 4.11E-08 370851 3754800 1.12E-06 3.83E-07 2.19E-08 1.44E-09 5.62E-10 4.29E-11
370871 3754800 1.09E-03 3.69E-04 2.68E-05 1.77E-06 5.50E-07 4.20E-08 370871 3754800 1.14E-06 3.86E-07 2.80E-08 1.85E-09 5.75E-10 4.39E-11
370891 3754800 1.11E-03 3.69E-04 3.57E-05 2.35E-06 5.53E-07 4.22E-08 370891 3754800 1.16E-06 3.86E-07 3.73E-08 2.46E-09 5.78E-10 4.41E-11
370911 3754800 1.13E-03 3.69E-04 5.13E-05 3.38E-06 5.59E-07 4.27E-08 370911 3754800 1.18E-06 3.85E-07 5.36E-08 3.53E-09 5.84E-10 4.46E-11
370931 3754800 1.15E-03 3.68E-04 7.64E-05 5.04E-06 5.66E-07 4.32E-08 370931 3754800 1.20E-06 3.84E-07 7.99E-08 5.26E-09 5.91E-10 4.52E-11
370951 3754800 1.16E-03 3.65E-04 8.95E-05 5.90E-06 5.72E-07 4.37E-08 370951 3754800 1.21E-06 3.82E-07 9.36E-08 6.17E-09 5.98E-10 4.56E-11
370971 3754800 1.17E-03 3.62E-04 8.98E-05 5.92E-06 5.76E-07 4.40E-08 370971 3754800 1.22E-06 3.78E-07 9.38E-08 6.18E-09 6.02E-10 4.60E-11
370991 3754800 1.20E-03 3.64E-04 6.82E-05 4.50E-06 6.27E-07 4.79E-08 370991 3754800 1.25E-06 3.81E-07 7.13E-08 4.70E-09 6.55E-10 5.00E-11
371011 3754800 1.21E-03 3.59E-04 5.59E-05 3.68E-06 6.32E-07 4.83E-08 371011 3754800 1.26E-06 3.76E-07 5.84E-08 3.85E-09 6.61E-10 5.05E-11
371031 3754800 1.21E-03 3.54E-04 4.68E-05 3.09E-06 6.36E-07 4.85E-08 371031 3754800 1.26E-06 3.70E-07 4.89E-08 3.23E-09 6.64E-10 5.07E-11
371051 3754800 1.21E-03 3.48E-04 3.96E-05 2.61E-06 6.41E-07 4.90E-08 371051 3754800 1.27E-06 3.64E-07 4.13E-08 2.72E-09 6.70E-10 5.12E-11
371071 3754800 1.21E-03 3.42E-04 3.43E-05 2.26E-06 6.44E-07 4.92E-08 371071 3754800 1.26E-06 3.57E-07 3.59E-08 2.37E-09 6.73E-10 5.14E-11
371091 3754800 1.20E-03 3.35E-04 3.00E-05 1.98E-06 6.48E-07 4.95E-08 371091 3754800 1.25E-06 3.50E-07 3.14E-08 2.07E-09 6.77E-10 5.17E-11
371111 3754800 1.19E-03 3.28E-04 2.68E-05 1.77E-06 6.48E-07 4.95E-08 371111 3754800 1.24E-06 3.43E-07 2.81E-08 1.85E-09 6.77E-10 5.17E-11
371131 3754800 1.18E-03 3.21E-04 2.41E-05 1.59E-06 6.48E-07 4.95E-08 371131 3754800 1.23E-06 3.35E-07 2.52E-08 1.66E-09 6.78E-10 5.18E-11
371151 3754800 1.16E-03 3.14E-04 2.19E-05 1.44E-06 6.49E-07 4.96E-08 371151 3754800 1.21E-06 3.28E-07 2.29E-08 1.51E-09 6.78E-10 5.18E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371171 3754800 1.14E-03 3.07E-04 2.00E-05 1.32E-06 6.50E-07 4.96E-08 371171 3754800 1.19E-06 3.21E-07 2.09E-08 1.38E-09 6.79E-10 5.19E-11
371191 3754800 1.12E-03 3.01E-04 1.83E-05 1.21E-06 6.51E-07 4.97E-08 371191 3754800 1.17E-06 3.14E-07 1.91E-08 1.26E-09 6.81E-10 5.20E-11
371211 3754800 1.10E-03 2.95E-04 1.69E-05 1.12E-06 6.51E-07 4.97E-08 371211 3754800 1.15E-06 3.08E-07 1.77E-08 1.17E-09 6.80E-10 5.19E-11
371231 3754800 1.07E-03 2.89E-04 1.57E-05 1.04E-06 6.50E-07 4.96E-08 371231 3754800 1.12E-06 3.02E-07 1.64E-08 1.08E-09 6.79E-10 5.19E-11
371251 3754800 1.05E-03 2.84E-04 1.46E-05 9.65E-07 6.49E-07 4.96E-08 371251 3754800 1.10E-06 2.97E-07 1.53E-08 1.01E-09 6.78E-10 5.18E-11
371271 3754800 1.03E-03 2.80E-04 1.37E-05 9.03E-07 6.47E-07 4.94E-08 371271 3754800 1.07E-06 2.93E-07 1.43E-08 9.44E-10 6.76E-10 5.17E-11
371291 3754800 1.00E-03 2.76E-04 1.29E-05 8.48E-07 6.45E-07 4.93E-08 371291 3754800 1.05E-06 2.89E-07 1.34E-08 8.86E-10 6.75E-10 5.15E-11
371311 3754800 9.81E-04 2.73E-04 1.21E-05 7.98E-07 6.43E-07 4.91E-08 371311 3754800 1.03E-06 2.85E-07 1.27E-08 8.35E-10 6.72E-10 5.13E-11
371331 3754800 9.60E-04 2.70E-04 1.14E-05 7.54E-07 6.40E-07 4.89E-08 371331 3754800 1.00E-06 2.82E-07 1.20E-08 7.88E-10 6.69E-10 5.11E-11
371351 3754800 9.41E-04 2.68E-04 1.08E-05 7.14E-07 6.37E-07 4.87E-08 371351 3754800 9.84E-07 2.80E-07 1.13E-08 7.46E-10 6.66E-10 5.09E-11
371371 3754800 9.24E-04 2.66E-04 1.03E-05 6.77E-07 6.34E-07 4.84E-08 371371 3754800 9.66E-07 2.78E-07 1.07E-08 7.08E-10 6.63E-10 5.06E-11
371391 3754800 9.09E-04 2.65E-04 9.76E-06 6.44E-07 6.30E-07 4.81E-08 371391 3754800 9.50E-07 2.77E-07 1.02E-08 6.73E-10 6.59E-10 5.03E-11
371411 3754800 8.96E-04 2.64E-04 9.30E-06 6.13E-07 6.26E-07 4.78E-08 371411 3754800 9.37E-07 2.76E-07 9.72E-09 6.41E-10 6.55E-10 5.00E-11
371431 3754800 8.86E-04 2.64E-04 8.87E-06 5.85E-07 6.22E-07 4.75E-08 371431 3754800 9.26E-07 2.76E-07 9.27E-09 6.11E-10 6.50E-10 4.96E-11
371451 3754800 8.77E-04 2.64E-04 8.48E-06 5.59E-07 6.17E-07 4.71E-08 371451 3754800 9.17E-07 2.76E-07 8.86E-09 5.84E-10 6.45E-10 4.93E-11
371471 3754800 8.71E-04 2.65E-04 8.12E-06 5.35E-07 6.12E-07 4.68E-08 371471 3754800 9.10E-07 2.77E-07 8.48E-09 5.59E-10 6.40E-10 4.89E-11
371491 3754800 8.66E-04 2.66E-04 7.78E-06 5.13E-07 6.07E-07 4.64E-08 371491 3754800 9.06E-07 2.78E-07 8.13E-09 5.36E-10 6.34E-10 4.84E-11
371511 3754800 8.63E-04 2.67E-04 7.47E-06 4.92E-07 6.01E-07 4.59E-08 371511 3754800 9.03E-07 2.79E-07 7.80E-09 5.14E-10 6.29E-10 4.80E-11
371531 3754800 8.62E-04 2.69E-04 7.17E-06 4.73E-07 5.96E-07 4.55E-08 371531 3754800 9.01E-07 2.81E-07 7.50E-09 4.94E-10 6.23E-10 4.76E-11
371551 3754800 8.64E-04 2.72E-04 6.90E-06 4.55E-07 5.90E-07 4.50E-08 371551 3754800 9.03E-07 2.84E-07 7.21E-09 4.75E-10 6.16E-10 4.71E-11
371571 3754800 8.67E-04 2.75E-04 6.65E-06 4.38E-07 5.84E-07 4.46E-08 371571 3754800 9.06E-07 2.87E-07 6.95E-09 4.58E-10 6.10E-10 4.66E-11
371591 3754800 8.72E-04 2.79E-04 6.41E-06 4.22E-07 5.77E-07 4.41E-08 371591 3754800 9.11E-07 2.91E-07 6.70E-09 4.42E-10 6.03E-10 4.61E-11
371611 3754800 8.79E-04 2.83E-04 6.19E-06 4.08E-07 5.71E-07 4.36E-08 371611 3754800 9.19E-07 2.96E-07 6.47E-09 4.26E-10 5.97E-10 4.56E-11
371631 3754800 8.88E-04 2.88E-04 5.97E-06 3.94E-07 5.65E-07 4.31E-08 371631 3754800 9.29E-07 3.01E-07 6.24E-09 4.12E-10 5.90E-10 4.51E-11
371651 3754800 9.00E-04 2.93E-04 5.78E-06 3.81E-07 5.58E-07 4.26E-08 371651 3754800 9.41E-07 3.06E-07 6.04E-09 3.98E-10 5.83E-10 4.46E-11
371671 3754800 9.14E-04 2.99E-04 5.59E-06 3.68E-07 5.52E-07 4.21E-08 371671 3754800 9.56E-07 3.12E-07 5.84E-09 3.85E-10 5.77E-10 4.40E-11
371691 3754800 9.31E-04 3.05E-04 5.41E-06 3.57E-07 5.45E-07 4.17E-08 371691 3754800 9.73E-07 3.19E-07 5.66E-09 3.73E-10 5.70E-10 4.35E-11
371711 3754800 9.50E-04 3.12E-04 5.25E-06 3.46E-07 5.39E-07 4.12E-08 371711 3754800 9.93E-07 3.26E-07 5.48E-09 3.61E-10 5.64E-10 4.31E-11
371731 3754800 9.72E-04 3.19E-04 5.09E-06 3.35E-07 5.33E-07 4.07E-08 371731 3754800 1.02E-06 3.33E-07 5.32E-09 3.51E-10 5.57E-10 4.26E-11
371751 3754800 9.95E-04 3.26E-04 4.94E-06 3.26E-07 5.28E-07 4.03E-08 371751 3754800 1.04E-06 3.41E-07 5.16E-09 3.40E-10 5.52E-10 4.21E-11
371771 3754800 1.02E-03 3.33E-04 4.80E-06 3.16E-07 5.22E-07 3.99E-08 371771 3754800 1.07E-06 3.49E-07 5.01E-09 3.30E-10 5.46E-10 4.17E-11
371791 3754800 1.05E-03 3.41E-04 4.66E-06 3.07E-07 5.17E-07 3.95E-08 371791 3754800 1.09E-06 3.56E-07 4.87E-09 3.21E-10 5.41E-10 4.13E-11
371811 3754800 1.07E-03 3.48E-04 4.53E-06 2.99E-07 5.13E-07 3.92E-08 371811 3754800 1.12E-06 3.64E-07 4.74E-09 3.12E-10 5.36E-10 4.09E-11
371831 3754800 1.10E-03 3.56E-04 4.41E-06 2.91E-07 5.09E-07 3.88E-08 371831 3754800 1.15E-06 3.72E-07 4.61E-09 3.04E-10 5.32E-10 4.06E-11
370571 3754820 7.74E-04 2.97E-04 4.39E-06 2.89E-07 4.48E-07 3.42E-08 370571 3754820 8.09E-07 3.10E-07 4.59E-09 3.02E-10 4.68E-10 3.58E-11
370591 3754820 7.90E-04 3.02E-04 4.68E-06 3.08E-07 4.57E-07 3.49E-08 370591 3754820 8.26E-07 3.15E-07 4.89E-09 3.22E-10 4.78E-10 3.65E-11
370611 3754820 8.07E-04 3.07E-04 5.00E-06 3.30E-07 4.66E-07 3.56E-08 370611 3754820 8.43E-07 3.21E-07 5.23E-09 3.44E-10 4.87E-10 3.72E-11
370631 3754820 8.24E-04 3.12E-04 5.37E-06 3.54E-07 4.75E-07 3.63E-08 370631 3754820 8.61E-07 3.26E-07 5.61E-09 3.70E-10 4.97E-10 3.79E-11
370651 3754820 8.42E-04 3.16E-04 5.78E-06 3.81E-07 4.82E-07 3.68E-08 370651 3754820 8.80E-07 3.31E-07 6.04E-09 3.98E-10 5.04E-10 3.85E-11
370671 3754820 8.59E-04 3.21E-04 6.24E-06 4.11E-07 4.91E-07 3.75E-08 370671 3754820 8.98E-07 3.35E-07 6.53E-09 4.30E-10 5.13E-10 3.92E-11
370691 3754820 8.77E-04 3.25E-04 6.78E-06 4.47E-07 4.98E-07 3.80E-08 370691 3754820 9.17E-07 3.40E-07 7.08E-09 4.67E-10 5.21E-10 3.98E-11
370711 3754820 8.88E-04 3.27E-04 7.35E-06 4.84E-07 5.02E-07 3.84E-08 370711 3754820 9.28E-07 3.42E-07 7.68E-09 5.06E-10 5.25E-10 4.01E-11
370731 3754820 9.03E-04 3.29E-04 8.03E-06 5.29E-07 4.91E-07 3.75E-08 370731 3754820 9.43E-07 3.44E-07 8.39E-09 5.53E-10 5.13E-10 3.92E-11
370751 3754820 9.18E-04 3.32E-04 8.86E-06 5.84E-07 4.89E-07 3.74E-08 370751 3754820 9.60E-07 3.47E-07 9.26E-09 6.10E-10 5.11E-10 3.91E-11
370771 3754820 9.28E-04 3.32E-04 9.69E-06 6.39E-07 4.84E-07 3.70E-08 370771 3754820 9.70E-07 3.47E-07 1.01E-08 6.68E-10 5.06E-10 3.86E-11
370791 3754820 9.46E-04 3.34E-04 1.09E-05 7.20E-07 4.90E-07 3.74E-08 370791 3754820 9.88E-07 3.49E-07 1.14E-08 7.53E-10 5.12E-10 3.91E-11
370811 3754820 9.64E-04 3.36E-04 1.25E-05 8.23E-07 4.96E-07 3.79E-08 370811 3754820 1.01E-06 3.52E-07 1.31E-08 8.60E-10 5.18E-10 3.96E-11
370831 3754820 9.81E-04 3.38E-04 1.45E-05 9.54E-07 5.02E-07 3.83E-08 370831 3754820 1.03E-06 3.53E-07 1.51E-08 9.98E-10 5.25E-10 4.01E-11
370851 3754820 1.00E-03 3.42E-04 1.74E-05 1.15E-06 5.18E-07 3.95E-08 370851 3754820 1.05E-06 3.57E-07 1.82E-08 1.20E-09 5.41E-10 4.13E-11
370871 3754820 1.02E-03 3.41E-04 2.08E-05 1.37E-06 5.20E-07 3.97E-08 370871 3754820 1.06E-06 3.57E-07 2.18E-08 1.44E-09 5.44E-10 4.15E-11
370891 3754820 1.03E-03 3.41E-04 2.55E-05 1.68E-06 5.24E-07 4.00E-08 370891 3754820 1.08E-06 3.56E-07 2.66E-08 1.75E-09 5.47E-10 4.18E-11
370911 3754820 1.05E-03 3.40E-04 3.12E-05 2.06E-06 5.28E-07 4.04E-08 370911 3754820 1.09E-06 3.55E-07 3.27E-08 2.15E-09 5.52E-10 4.22E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370931 3754820 1.06E-03 3.38E-04 3.63E-05 2.39E-06 5.34E-07 4.07E-08 370931 3754820 1.11E-06 3.54E-07 3.79E-08 2.50E-09 5.58E-10 4.26E-11
370951 3754820 1.07E-03 3.36E-04 3.69E-05 2.43E-06 5.38E-07 4.11E-08 370951 3754820 1.12E-06 3.51E-07 3.86E-08 2.54E-09 5.62E-10 4.29E-11
370971 3754820 1.08E-03 3.32E-04 3.65E-05 2.41E-06 5.41E-07 4.13E-08 370971 3754820 1.13E-06 3.47E-07 3.81E-08 2.51E-09 5.66E-10 4.32E-11
370991 3754820 1.10E-03 3.34E-04 3.57E-05 2.35E-06 5.91E-07 4.52E-08 370991 3754820 1.15E-06 3.49E-07 3.73E-08 2.46E-09 6.18E-10 4.72E-11
371011 3754820 1.11E-03 3.29E-04 3.40E-05 2.24E-06 5.97E-07 4.56E-08 371011 3754820 1.16E-06 3.44E-07 3.56E-08 2.35E-09 6.24E-10 4.77E-11
371031 3754820 1.11E-03 3.24E-04 3.16E-05 2.08E-06 6.01E-07 4.59E-08 371031 3754820 1.16E-06 3.39E-07 3.30E-08 2.18E-09 6.28E-10 4.80E-11
371051 3754820 1.11E-03 3.19E-04 2.88E-05 1.90E-06 6.06E-07 4.62E-08 371051 3754820 1.16E-06 3.33E-07 3.01E-08 1.98E-09 6.33E-10 4.83E-11
371071 3754820 1.10E-03 3.13E-04 2.63E-05 1.73E-06 6.08E-07 4.64E-08 371071 3754820 1.15E-06 3.27E-07 2.75E-08 1.81E-09 6.35E-10 4.85E-11
371091 3754820 1.09E-03 3.07E-04 2.39E-05 1.57E-06 6.11E-07 4.67E-08 371091 3754820 1.14E-06 3.21E-07 2.50E-08 1.65E-09 6.39E-10 4.88E-11
371111 3754820 1.08E-03 3.00E-04 2.20E-05 1.45E-06 6.10E-07 4.66E-08 371111 3754820 1.13E-06 3.14E-07 2.30E-08 1.52E-09 6.38E-10 4.87E-11
371131 3754820 1.07E-03 2.94E-04 2.02E-05 1.33E-06 6.11E-07 4.67E-08 371131 3754820 1.12E-06 3.07E-07 2.12E-08 1.39E-09 6.39E-10 4.88E-11
371151 3754820 1.05E-03 2.88E-04 1.87E-05 1.23E-06 6.11E-07 4.67E-08 371151 3754820 1.10E-06 3.01E-07 1.95E-08 1.29E-09 6.39E-10 4.88E-11
371171 3754820 1.03E-03 2.82E-04 1.73E-05 1.14E-06 6.12E-07 4.68E-08 371171 3754820 1.08E-06 2.94E-07 1.81E-08 1.19E-09 6.40E-10 4.89E-11
371191 3754820 1.02E-03 2.76E-04 1.61E-05 1.06E-06 6.14E-07 4.69E-08 371191 3754820 1.06E-06 2.89E-07 1.68E-08 1.11E-09 6.41E-10 4.90E-11
371211 3754820 9.95E-04 2.71E-04 1.50E-05 9.88E-07 6.13E-07 4.68E-08 371211 3754820 1.04E-06 2.83E-07 1.57E-08 1.03E-09 6.41E-10 4.89E-11
371231 3754820 9.74E-04 2.66E-04 1.40E-05 9.26E-07 6.12E-07 4.68E-08 371231 3754820 1.02E-06 2.78E-07 1.47E-08 9.68E-10 6.40E-10 4.89E-11
371251 3754820 9.53E-04 2.62E-04 1.32E-05 8.70E-07 6.11E-07 4.67E-08 371251 3754820 9.96E-07 2.73E-07 1.38E-08 9.09E-10 6.39E-10 4.88E-11
371271 3754820 9.32E-04 2.58E-04 1.24E-05 8.19E-07 6.10E-07 4.66E-08 371271 3754820 9.74E-07 2.69E-07 1.30E-08 8.56E-10 6.37E-10 4.87E-11
371291 3754820 9.11E-04 2.54E-04 1.17E-05 7.74E-07 6.08E-07 4.64E-08 371291 3754820 9.52E-07 2.66E-07 1.23E-08 8.09E-10 6.36E-10 4.85E-11
371311 3754820 8.92E-04 2.51E-04 1.11E-05 7.33E-07 6.06E-07 4.63E-08 371311 3754820 9.32E-07 2.63E-07 1.16E-08 7.66E-10 6.33E-10 4.84E-11
371331 3754820 8.73E-04 2.49E-04 1.05E-05 6.95E-07 6.04E-07 4.61E-08 371331 3754820 9.13E-07 2.60E-07 1.10E-08 7.26E-10 6.31E-10 4.82E-11
371351 3754820 8.57E-04 2.47E-04 1.00E-05 6.61E-07 6.01E-07 4.59E-08 371351 3754820 8.95E-07 2.58E-07 1.05E-08 6.91E-10 6.28E-10 4.80E-11
371371 3754820 8.42E-04 2.45E-04 9.55E-06 6.29E-07 5.98E-07 4.57E-08 371371 3754820 8.80E-07 2.56E-07 9.98E-09 6.58E-10 6.25E-10 4.77E-11
371391 3754820 8.28E-04 2.44E-04 9.11E-06 6.00E-07 5.95E-07 4.54E-08 371391 3754820 8.66E-07 2.55E-07 9.52E-09 6.27E-10 6.21E-10 4.75E-11
371411 3754820 8.17E-04 2.43E-04 8.70E-06 5.73E-07 5.91E-07 4.51E-08 371411 3754820 8.54E-07 2.54E-07 9.09E-09 5.99E-10 6.18E-10 4.72E-11
371431 3754820 8.07E-04 2.43E-04 8.32E-06 5.49E-07 5.87E-07 4.48E-08 371431 3754820 8.44E-07 2.54E-07 8.70E-09 5.73E-10 6.13E-10 4.68E-11
371451 3754820 8.00E-04 2.43E-04 7.98E-06 5.26E-07 5.83E-07 4.45E-08 371451 3754820 8.36E-07 2.54E-07 8.34E-09 5.49E-10 6.09E-10 4.65E-11
371471 3754820 7.94E-04 2.43E-04 7.65E-06 5.04E-07 5.78E-07 4.42E-08 371471 3754820 8.30E-07 2.54E-07 8.00E-09 5.27E-10 6.04E-10 4.62E-11
371491 3754820 7.89E-04 2.44E-04 7.35E-06 4.85E-07 5.73E-07 4.38E-08 371491 3754820 8.25E-07 2.55E-07 7.68E-09 5.07E-10 5.99E-10 4.58E-11
371511 3754820 7.86E-04 2.45E-04 7.07E-06 4.66E-07 5.68E-07 4.34E-08 371511 3754820 8.22E-07 2.56E-07 7.39E-09 4.87E-10 5.94E-10 4.54E-11
371531 3754820 7.84E-04 2.46E-04 6.80E-06 4.48E-07 5.63E-07 4.30E-08 371531 3754820 8.20E-07 2.57E-07 7.11E-09 4.69E-10 5.89E-10 4.50E-11
371551 3754820 7.85E-04 2.48E-04 6.56E-06 4.32E-07 5.58E-07 4.26E-08 371551 3754820 8.20E-07 2.59E-07 6.85E-09 4.52E-10 5.83E-10 4.45E-11
371571 3754820 7.86E-04 2.50E-04 6.33E-06 4.17E-07 5.52E-07 4.22E-08 371571 3754820 8.22E-07 2.61E-07 6.61E-09 4.36E-10 5.77E-10 4.41E-11
371591 3754820 7.89E-04 2.53E-04 6.11E-06 4.03E-07 5.47E-07 4.17E-08 371591 3754820 8.25E-07 2.64E-07 6.38E-09 4.21E-10 5.71E-10 4.36E-11
371611 3754820 7.95E-04 2.56E-04 5.91E-06 3.89E-07 5.41E-07 4.13E-08 371611 3754820 8.31E-07 2.68E-07 6.17E-09 4.07E-10 5.65E-10 4.32E-11
371631 3754820 8.01E-04 2.60E-04 5.71E-06 3.77E-07 5.35E-07 4.09E-08 371631 3754820 8.38E-07 2.72E-07 5.97E-09 3.94E-10 5.59E-10 4.27E-11
371651 3754820 8.10E-04 2.64E-04 5.53E-06 3.64E-07 5.29E-07 4.04E-08 371651 3754820 8.47E-07 2.76E-07 5.78E-09 3.81E-10 5.53E-10 4.22E-11
371671 3754820 8.21E-04 2.69E-04 5.36E-06 3.53E-07 5.23E-07 4.00E-08 371671 3754820 8.58E-07 2.81E-07 5.60E-09 3.69E-10 5.47E-10 4.18E-11
371691 3754820 8.33E-04 2.74E-04 5.19E-06 3.42E-07 5.17E-07 3.95E-08 371691 3754820 8.71E-07 2.87E-07 5.43E-09 3.58E-10 5.41E-10 4.13E-11
371711 3754820 8.48E-04 2.80E-04 5.04E-06 3.32E-07 5.11E-07 3.91E-08 371711 3754820 8.86E-07 2.92E-07 5.26E-09 3.47E-10 5.35E-10 4.08E-11
371731 3754820 8.64E-04 2.86E-04 4.89E-06 3.22E-07 5.06E-07 3.86E-08 371731 3754820 9.04E-07 2.99E-07 5.11E-09 3.37E-10 5.29E-10 4.04E-11
371751 3754820 8.83E-04 2.92E-04 4.75E-06 3.13E-07 5.00E-07 3.82E-08 371751 3754820 9.23E-07 3.05E-07 4.97E-09 3.27E-10 5.23E-10 3.99E-11
371771 3754820 9.03E-04 2.98E-04 4.62E-06 3.05E-07 4.95E-07 3.78E-08 371771 3754820 9.44E-07 3.12E-07 4.83E-09 3.18E-10 5.18E-10 3.95E-11
371791 3754820 9.25E-04 3.05E-04 4.49E-06 2.96E-07 4.90E-07 3.74E-08 371791 3754820 9.67E-07 3.18E-07 4.70E-09 3.10E-10 5.12E-10 3.91E-11
371811 3754820 9.48E-04 3.11E-04 4.37E-06 2.88E-07 4.86E-07 3.71E-08 371811 3754820 9.91E-07 3.25E-07 4.57E-09 3.01E-10 5.08E-10 3.88E-11
371831 3754820 9.72E-04 3.18E-04 4.26E-06 2.81E-07 4.82E-07 3.68E-08 371831 3754820 1.02E-06 3.32E-07 4.45E-09 2.93E-10 5.03E-10 3.84E-11
370571 3754840 7.38E-04 2.82E-04 4.17E-06 2.75E-07 4.33E-07 3.31E-08 370571 3754840 7.72E-07 2.95E-07 4.35E-09 2.87E-10 4.52E-10 3.46E-11
370591 3754840 7.53E-04 2.86E-04 4.43E-06 2.92E-07 4.41E-07 3.37E-08 370591 3754840 7.87E-07 2.99E-07 4.63E-09 3.05E-10 4.61E-10 3.52E-11
370611 3754840 7.68E-04 2.90E-04 4.72E-06 3.11E-07 4.49E-07 3.43E-08 370611 3754840 8.02E-07 3.03E-07 4.93E-09 3.25E-10 4.70E-10 3.59E-11
370631 3754840 7.83E-04 2.94E-04 5.04E-06 3.32E-07 4.58E-07 3.50E-08 370631 3754840 8.18E-07 3.08E-07 5.27E-09 3.47E-10 4.78E-10 3.65E-11
370651 3754840 7.99E-04 2.99E-04 5.41E-06 3.56E-07 4.66E-07 3.56E-08 370651 3754840 8.35E-07 3.12E-07 5.65E-09 3.72E-10 4.87E-10 3.72E-11
370671 3754840 8.14E-04 3.02E-04 5.81E-06 3.83E-07 4.72E-07 3.61E-08 370671 3754840 8.51E-07 3.16E-07 6.08E-09 4.01E-10 4.94E-10 3.77E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370691 3754840 8.30E-04 3.06E-04 6.28E-06 4.14E-07 4.79E-07 3.66E-08 370691 3754840 8.68E-07 3.20E-07 6.56E-09 4.32E-10 5.00E-10 3.82E-11
370711 3754840 8.40E-04 3.08E-04 6.76E-06 4.46E-07 4.82E-07 3.68E-08 370711 3754840 8.78E-07 3.22E-07 7.07E-09 4.66E-10 5.04E-10 3.85E-11
370731 3754840 8.53E-04 3.09E-04 7.33E-06 4.83E-07 4.73E-07 3.61E-08 370731 3754840 8.91E-07 3.23E-07 7.66E-09 5.05E-10 4.94E-10 3.77E-11
370751 3754840 8.67E-04 3.11E-04 8.02E-06 5.29E-07 4.73E-07 3.61E-08 370751 3754840 9.06E-07 3.26E-07 8.38E-09 5.53E-10 4.94E-10 3.77E-11
370771 3754840 8.75E-04 3.11E-04 8.69E-06 5.73E-07 4.64E-07 3.55E-08 370771 3754840 9.15E-07 3.25E-07 9.08E-09 5.99E-10 4.85E-10 3.71E-11
370791 3754840 8.90E-04 3.12E-04 9.63E-06 6.34E-07 4.68E-07 3.57E-08 370791 3754840 9.30E-07 3.26E-07 1.01E-08 6.63E-10 4.89E-10 3.74E-11
370811 3754840 9.04E-04 3.14E-04 1.08E-05 7.10E-07 4.73E-07 3.61E-08 370811 3754840 9.45E-07 3.28E-07 1.13E-08 7.42E-10 4.94E-10 3.77E-11
370831 3754840 9.19E-04 3.14E-04 1.22E-05 8.01E-07 4.78E-07 3.65E-08 370831 3754840 9.60E-07 3.29E-07 1.27E-08 8.37E-10 4.99E-10 3.81E-11
370851 3754840 9.32E-04 3.15E-04 1.38E-05 9.08E-07 4.81E-07 3.67E-08 370851 3754840 9.74E-07 3.29E-07 1.44E-08 9.49E-10 5.03E-10 3.84E-11
370871 3754840 9.45E-04 3.15E-04 1.58E-05 1.04E-06 4.86E-07 3.71E-08 370871 3754840 9.88E-07 3.29E-07 1.65E-08 1.09E-09 5.08E-10 3.88E-11
370891 3754840 9.61E-04 3.15E-04 1.82E-05 1.20E-06 4.96E-07 3.79E-08 370891 3754840 1.00E-06 3.29E-07 1.90E-08 1.25E-09 5.18E-10 3.96E-11
370911 3754840 9.72E-04 3.14E-04 2.03E-05 1.34E-06 5.00E-07 3.82E-08 370911 3754840 1.02E-06 3.28E-07 2.12E-08 1.40E-09 5.22E-10 3.99E-11
370931 3754840 9.82E-04 3.12E-04 2.16E-05 1.42E-06 5.05E-07 3.86E-08 370931 3754840 1.03E-06 3.26E-07 2.26E-08 1.49E-09 5.28E-10 4.03E-11
370951 3754840 9.89E-04 3.09E-04 2.15E-05 1.42E-06 5.07E-07 3.87E-08 370951 3754840 1.03E-06 3.23E-07 2.25E-08 1.48E-09 5.30E-10 4.05E-11
370971 3754840 9.92E-04 3.05E-04 2.08E-05 1.37E-06 5.07E-07 3.87E-08 370971 3754840 1.04E-06 3.19E-07 2.17E-08 1.43E-09 5.30E-10 4.05E-11
370991 3754840 1.00E-03 3.04E-04 2.07E-05 1.37E-06 5.56E-07 4.24E-08 370991 3754840 1.05E-06 3.18E-07 2.17E-08 1.43E-09 5.81E-10 4.44E-11
371011 3754840 1.02E-03 3.03E-04 2.06E-05 1.36E-06 5.65E-07 4.31E-08 371011 3754840 1.06E-06 3.16E-07 2.16E-08 1.42E-09 5.90E-10 4.51E-11
371031 3754840 1.02E-03 2.98E-04 2.05E-05 1.35E-06 5.68E-07 4.34E-08 371031 3754840 1.06E-06 3.11E-07 2.15E-08 1.41E-09 5.94E-10 4.54E-11
371051 3754840 1.01E-03 2.93E-04 2.00E-05 1.32E-06 5.72E-07 4.37E-08 371051 3754840 1.06E-06 3.06E-07 2.09E-08 1.38E-09 5.98E-10 4.57E-11
371071 3754840 1.01E-03 2.87E-04 1.92E-05 1.27E-06 5.75E-07 4.39E-08 371071 3754840 1.05E-06 3.00E-07 2.01E-08 1.32E-09 6.00E-10 4.59E-11
371091 3754840 9.97E-04 2.82E-04 1.82E-05 1.20E-06 5.77E-07 4.41E-08 371091 3754840 1.04E-06 2.95E-07 1.91E-08 1.26E-09 6.03E-10 4.61E-11
371111 3754840 9.86E-04 2.76E-04 1.73E-05 1.14E-06 5.78E-07 4.41E-08 371111 3754840 1.03E-06 2.89E-07 1.81E-08 1.19E-09 6.04E-10 4.61E-11
371131 3754840 9.73E-04 2.70E-04 1.64E-05 1.08E-06 5.77E-07 4.41E-08 371131 3754840 1.02E-06 2.83E-07 1.71E-08 1.13E-09 6.03E-10 4.60E-11
371151 3754840 9.58E-04 2.65E-04 1.54E-05 1.02E-06 5.78E-07 4.42E-08 371151 3754840 1.00E-06 2.77E-07 1.61E-08 1.06E-09 6.04E-10 4.62E-11
371171 3754840 9.42E-04 2.60E-04 1.46E-05 9.60E-07 5.79E-07 4.42E-08 371171 3754840 9.84E-07 2.71E-07 1.52E-08 1.00E-09 6.05E-10 4.62E-11
371191 3754840 9.24E-04 2.55E-04 1.37E-05 9.06E-07 5.79E-07 4.42E-08 371191 3754840 9.66E-07 2.66E-07 1.44E-08 9.47E-10 6.05E-10 4.62E-11
371211 3754840 9.06E-04 2.50E-04 1.30E-05 8.57E-07 5.79E-07 4.42E-08 371211 3754840 9.47E-07 2.61E-07 1.36E-08 8.96E-10 6.05E-10 4.62E-11
371231 3754840 8.87E-04 2.46E-04 1.23E-05 8.12E-07 5.78E-07 4.41E-08 371231 3754840 9.27E-07 2.57E-07 1.29E-08 8.48E-10 6.04E-10 4.61E-11
371251 3754840 8.68E-04 2.42E-04 1.17E-05 7.70E-07 5.77E-07 4.41E-08 371251 3754840 9.07E-07 2.52E-07 1.22E-08 8.05E-10 6.03E-10 4.61E-11
371271 3754840 8.49E-04 2.38E-04 1.11E-05 7.31E-07 5.76E-07 4.40E-08 371271 3754840 8.88E-07 2.49E-07 1.16E-08 7.64E-10 6.02E-10 4.60E-11
371291 3754840 8.31E-04 2.35E-04 1.06E-05 6.96E-07 5.74E-07 4.38E-08 371291 3754840 8.68E-07 2.46E-07 1.10E-08 7.27E-10 6.00E-10 4.58E-11
371311 3754840 8.14E-04 2.32E-04 1.01E-05 6.63E-07 5.72E-07 4.37E-08 371311 3754840 8.51E-07 2.43E-07 1.05E-08 6.93E-10 5.98E-10 4.57E-11
371331 3754840 7.98E-04 2.30E-04 9.60E-06 6.33E-07 5.70E-07 4.35E-08 371331 3754840 8.34E-07 2.40E-07 1.00E-08 6.61E-10 5.96E-10 4.55E-11
371351 3754840 7.83E-04 2.28E-04 9.17E-06 6.04E-07 5.68E-07 4.33E-08 371351 3754840 8.18E-07 2.38E-07 9.58E-09 6.32E-10 5.93E-10 4.53E-11
371371 3754840 7.69E-04 2.27E-04 8.77E-06 5.78E-07 5.65E-07 4.31E-08 371371 3754840 8.04E-07 2.37E-07 9.17E-09 6.04E-10 5.90E-10 4.51E-11
371391 3754840 7.58E-04 2.25E-04 8.40E-06 5.54E-07 5.62E-07 4.29E-08 371391 3754840 7.92E-07 2.36E-07 8.78E-09 5.79E-10 5.87E-10 4.48E-11
371411 3754840 7.47E-04 2.25E-04 8.06E-06 5.31E-07 5.58E-07 4.26E-08 371411 3754840 7.81E-07 2.35E-07 8.42E-09 5.55E-10 5.84E-10 4.46E-11
371431 3754840 7.39E-04 2.24E-04 7.74E-06 5.10E-07 5.55E-07 4.24E-08 371431 3754840 7.72E-07 2.34E-07 8.09E-09 5.33E-10 5.80E-10 4.43E-11
371451 3754840 7.32E-04 2.24E-04 7.44E-06 4.90E-07 5.51E-07 4.21E-08 371451 3754840 7.65E-07 2.34E-07 7.78E-09 5.12E-10 5.76E-10 4.40E-11
371471 3754840 7.26E-04 2.24E-04 7.16E-06 4.72E-07 5.47E-07 4.18E-08 371471 3754840 7.59E-07 2.34E-07 7.48E-09 4.93E-10 5.72E-10 4.37E-11
371491 3754840 7.22E-04 2.24E-04 6.90E-06 4.55E-07 5.43E-07 4.14E-08 371491 3754840 7.55E-07 2.34E-07 7.21E-09 4.75E-10 5.67E-10 4.33E-11
371511 3754840 7.19E-04 2.25E-04 6.65E-06 4.38E-07 5.38E-07 4.11E-08 371511 3754840 7.51E-07 2.35E-07 6.95E-09 4.58E-10 5.62E-10 4.30E-11
371531 3754840 7.17E-04 2.26E-04 6.41E-06 4.23E-07 5.33E-07 4.07E-08 371531 3754840 7.49E-07 2.36E-07 6.70E-09 4.42E-10 5.58E-10 4.26E-11
371551 3754840 7.16E-04 2.27E-04 6.19E-06 4.08E-07 5.29E-07 4.04E-08 371551 3754840 7.49E-07 2.38E-07 6.47E-09 4.27E-10 5.52E-10 4.22E-11
371571 3754840 7.17E-04 2.29E-04 5.99E-06 3.95E-07 5.24E-07 4.00E-08 371571 3754840 7.49E-07 2.39E-07 6.26E-09 4.12E-10 5.47E-10 4.18E-11
371591 3754840 7.19E-04 2.31E-04 5.79E-06 3.82E-07 5.18E-07 3.96E-08 371591 3754840 7.51E-07 2.42E-07 6.05E-09 3.99E-10 5.42E-10 4.14E-11
371611 3754840 7.23E-04 2.34E-04 5.61E-06 3.70E-07 5.13E-07 3.92E-08 371611 3754840 7.55E-07 2.44E-07 5.86E-09 3.86E-10 5.36E-10 4.10E-11
371631 3754840 7.27E-04 2.37E-04 5.43E-06 3.58E-07 5.08E-07 3.88E-08 371631 3754840 7.60E-07 2.47E-07 5.68E-09 3.74E-10 5.31E-10 4.05E-11
371651 3754840 7.34E-04 2.40E-04 5.27E-06 3.47E-07 5.02E-07 3.84E-08 371651 3754840 7.67E-07 2.51E-07 5.51E-09 3.63E-10 5.25E-10 4.01E-11
371671 3754840 7.41E-04 2.44E-04 5.11E-06 3.37E-07 4.97E-07 3.79E-08 371671 3754840 7.75E-07 2.55E-07 5.34E-09 3.52E-10 5.19E-10 3.97E-11
371691 3754840 7.51E-04 2.48E-04 4.96E-06 3.27E-07 4.91E-07 3.75E-08 371691 3754840 7.85E-07 2.59E-07 5.18E-09 3.42E-10 5.14E-10 3.92E-11
371711 3754840 7.62E-04 2.52E-04 4.82E-06 3.17E-07 4.86E-07 3.71E-08 371711 3754840 7.96E-07 2.64E-07 5.03E-09 3.32E-10 5.08E-10 3.88E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371731 3754840 7.75E-04 2.57E-04 4.68E-06 3.09E-07 4.81E-07 3.67E-08 371731 3754840 8.10E-07 2.69E-07 4.90E-09 3.23E-10 5.02E-10 3.84E-11
371751 3754840 7.90E-04 2.63E-04 4.56E-06 3.00E-07 4.75E-07 3.63E-08 371751 3754840 8.25E-07 2.74E-07 4.76E-09 3.14E-10 4.97E-10 3.80E-11
371771 3754840 8.06E-04 2.68E-04 4.43E-06 2.92E-07 4.71E-07 3.59E-08 371771 3754840 8.42E-07 2.80E-07 4.64E-09 3.06E-10 4.92E-10 3.76E-11
371791 3754840 8.23E-04 2.73E-04 4.32E-06 2.85E-07 4.66E-07 3.56E-08 371791 3754840 8.60E-07 2.86E-07 4.51E-09 2.97E-10 4.87E-10 3.72E-11
371811 3754840 8.42E-04 2.79E-04 4.21E-06 2.77E-07 4.61E-07 3.52E-08 371811 3754840 8.80E-07 2.92E-07 4.40E-09 2.90E-10 4.82E-10 3.68E-11
371831 3754840 8.62E-04 2.85E-04 4.10E-06 2.70E-07 4.57E-07 3.49E-08 371831 3754840 9.01E-07 2.98E-07 4.29E-09 2.82E-10 4.78E-10 3.65E-11
370571 3754860 7.05E-04 2.68E-04 3.95E-06 2.61E-07 4.18E-07 3.20E-08 370571 3754860 7.37E-07 2.80E-07 4.13E-09 2.72E-10 4.37E-10 3.34E-11
370591 3754860 7.18E-04 2.72E-04 4.19E-06 2.76E-07 4.26E-07 3.25E-08 370591 3754860 7.50E-07 2.84E-07 4.38E-09 2.88E-10 4.45E-10 3.40E-11
370611 3754860 7.31E-04 2.75E-04 4.45E-06 2.93E-07 4.34E-07 3.31E-08 370611 3754860 7.64E-07 2.88E-07 4.65E-09 3.06E-10 4.53E-10 3.46E-11
370631 3754860 7.45E-04 2.79E-04 4.73E-06 3.12E-07 4.41E-07 3.37E-08 370631 3754860 7.79E-07 2.91E-07 4.94E-09 3.26E-10 4.61E-10 3.52E-11
370651 3754860 7.59E-04 2.82E-04 5.05E-06 3.33E-07 4.48E-07 3.42E-08 370651 3754860 7.93E-07 2.95E-07 5.27E-09 3.48E-10 4.68E-10 3.57E-11
370671 3754860 7.73E-04 2.85E-04 5.40E-06 3.56E-07 4.53E-07 3.46E-08 370671 3754860 8.08E-07 2.98E-07 5.64E-09 3.72E-10 4.74E-10 3.62E-11
370691 3754860 7.87E-04 2.88E-04 5.79E-06 3.82E-07 4.59E-07 3.51E-08 370691 3754860 8.22E-07 3.01E-07 6.05E-09 3.99E-10 4.80E-10 3.67E-11
370711 3754860 7.96E-04 2.90E-04 6.21E-06 4.09E-07 4.63E-07 3.54E-08 370711 3754860 8.32E-07 3.03E-07 6.49E-09 4.28E-10 4.84E-10 3.70E-11
370731 3754860 8.06E-04 2.91E-04 6.66E-06 4.39E-07 4.57E-07 3.49E-08 370731 3754860 8.43E-07 3.04E-07 6.97E-09 4.59E-10 4.78E-10 3.65E-11
370751 3754860 8.19E-04 2.92E-04 7.22E-06 4.76E-07 4.58E-07 3.50E-08 370751 3754860 8.56E-07 3.05E-07 7.55E-09 4.97E-10 4.79E-10 3.66E-11
370771 3754860 8.26E-04 2.91E-04 7.74E-06 5.10E-07 4.45E-07 3.40E-08 370771 3754860 8.63E-07 3.05E-07 8.09E-09 5.33E-10 4.65E-10 3.55E-11
370791 3754860 8.38E-04 2.92E-04 8.44E-06 5.56E-07 4.48E-07 3.42E-08 370791 3754860 8.75E-07 3.05E-07 8.82E-09 5.81E-10 4.68E-10 3.57E-11
370811 3754860 8.50E-04 2.93E-04 9.26E-06 6.10E-07 4.52E-07 3.45E-08 370811 3754860 8.88E-07 3.06E-07 9.68E-09 6.38E-10 4.72E-10 3.61E-11
370831 3754860 8.62E-04 2.93E-04 1.02E-05 6.72E-07 4.56E-07 3.48E-08 370831 3754860 9.01E-07 3.07E-07 1.07E-08 7.03E-10 4.77E-10 3.64E-11
370851 3754860 8.72E-04 2.93E-04 1.12E-05 7.37E-07 4.58E-07 3.50E-08 370851 3754860 9.11E-07 3.06E-07 1.17E-08 7.71E-10 4.79E-10 3.66E-11
370871 3754860 8.82E-04 2.92E-04 1.23E-05 8.09E-07 4.62E-07 3.53E-08 370871 3754860 9.22E-07 3.05E-07 1.28E-08 8.45E-10 4.83E-10 3.69E-11
370891 3754860 8.94E-04 2.92E-04 1.35E-05 8.87E-07 4.70E-07 3.59E-08 370891 3754860 9.35E-07 3.05E-07 1.41E-08 9.27E-10 4.91E-10 3.75E-11
370911 3754860 9.03E-04 2.90E-04 1.43E-05 9.43E-07 4.74E-07 3.62E-08 370911 3754860 9.44E-07 3.03E-07 1.50E-08 9.86E-10 4.95E-10 3.78E-11
370931 3754860 9.11E-04 2.88E-04 1.47E-05 9.70E-07 4.78E-07 3.65E-08 370931 3754860 9.52E-07 3.01E-07 1.54E-08 1.01E-09 5.00E-10 3.82E-11
370951 3754860 9.15E-04 2.86E-04 1.46E-05 9.62E-07 4.80E-07 3.67E-08 370951 3754860 9.57E-07 2.98E-07 1.53E-08 1.01E-09 5.02E-10 3.83E-11
370971 3754860 9.19E-04 2.83E-04 1.42E-05 9.36E-07 4.87E-07 3.72E-08 370971 3754860 9.61E-07 2.95E-07 1.48E-08 9.78E-10 5.09E-10 3.89E-11
370991 3754860 9.28E-04 2.81E-04 1.39E-05 9.17E-07 5.28E-07 4.03E-08 370991 3754860 9.70E-07 2.94E-07 1.45E-08 9.59E-10 5.51E-10 4.21E-11
371011 3754860 9.36E-04 2.79E-04 1.38E-05 9.08E-07 5.36E-07 4.09E-08 371011 3754860 9.78E-07 2.92E-07 1.44E-08 9.49E-10 5.60E-10 4.28E-11
371031 3754860 9.33E-04 2.75E-04 1.39E-05 9.16E-07 5.39E-07 4.11E-08 371031 3754860 9.75E-07 2.87E-07 1.45E-08 9.58E-10 5.63E-10 4.30E-11
371051 3754860 9.29E-04 2.70E-04 1.40E-05 9.21E-07 5.41E-07 4.13E-08 371051 3754860 9.70E-07 2.82E-07 1.46E-08 9.62E-10 5.66E-10 4.32E-11
371071 3754860 9.22E-04 2.65E-04 1.39E-05 9.15E-07 5.44E-07 4.15E-08 371071 3754860 9.63E-07 2.77E-07 1.45E-08 9.57E-10 5.69E-10 4.34E-11
371091 3754860 9.13E-04 2.60E-04 1.36E-05 8.99E-07 5.46E-07 4.17E-08 371091 3754860 9.54E-07 2.72E-07 1.43E-08 9.40E-10 5.71E-10 4.36E-11
371111 3754860 9.02E-04 2.55E-04 1.34E-05 8.80E-07 5.46E-07 4.17E-08 371111 3754860 9.43E-07 2.66E-07 1.40E-08 9.20E-10 5.71E-10 4.36E-11
371131 3754860 8.89E-04 2.50E-04 1.29E-05 8.53E-07 5.47E-07 4.17E-08 371131 3754860 9.29E-07 2.61E-07 1.35E-08 8.92E-10 5.71E-10 4.36E-11
371151 3754860 8.75E-04 2.45E-04 1.25E-05 8.23E-07 5.47E-07 4.18E-08 371151 3754860 9.15E-07 2.56E-07 1.31E-08 8.60E-10 5.72E-10 4.37E-11
371171 3754860 8.60E-04 2.40E-04 1.20E-05 7.92E-07 5.48E-07 4.18E-08 371171 3754860 8.99E-07 2.51E-07 1.26E-08 8.27E-10 5.73E-10 4.37E-11
371191 3754860 8.44E-04 2.35E-04 1.15E-05 7.60E-07 5.48E-07 4.18E-08 371191 3754860 8.82E-07 2.46E-07 1.21E-08 7.94E-10 5.72E-10 4.37E-11
371211 3754860 8.27E-04 2.31E-04 1.11E-05 7.29E-07 5.47E-07 4.18E-08 371211 3754860 8.65E-07 2.42E-07 1.16E-08 7.62E-10 5.72E-10 4.37E-11
371231 3754860 8.10E-04 2.27E-04 1.06E-05 6.99E-07 5.47E-07 4.17E-08 371231 3754860 8.47E-07 2.38E-07 1.11E-08 7.31E-10 5.71E-10 4.36E-11
371251 3754860 7.93E-04 2.24E-04 1.02E-05 6.70E-07 5.46E-07 4.17E-08 371251 3754860 8.29E-07 2.34E-07 1.06E-08 7.01E-10 5.70E-10 4.35E-11
371271 3754860 7.77E-04 2.21E-04 9.75E-06 6.43E-07 5.44E-07 4.16E-08 371271 3754860 8.12E-07 2.31E-07 1.02E-08 6.72E-10 5.69E-10 4.35E-11
371291 3754860 7.61E-04 2.18E-04 9.36E-06 6.17E-07 5.43E-07 4.15E-08 371291 3754860 7.95E-07 2.28E-07 9.78E-09 6.45E-10 5.68E-10 4.33E-11
371311 3754860 7.45E-04 2.15E-04 8.98E-06 5.92E-07 5.41E-07 4.13E-08 371311 3754860 7.79E-07 2.25E-07 9.39E-09 6.19E-10 5.66E-10 4.32E-11
371331 3754860 7.31E-04 2.13E-04 8.63E-06 5.69E-07 5.39E-07 4.12E-08 371331 3754860 7.64E-07 2.23E-07 9.02E-09 5.94E-10 5.64E-10 4.30E-11
371351 3754860 7.18E-04 2.11E-04 8.29E-06 5.47E-07 5.37E-07 4.10E-08 371351 3754860 7.50E-07 2.21E-07 8.67E-09 5.71E-10 5.61E-10 4.29E-11
371371 3754860 7.06E-04 2.10E-04 7.98E-06 5.26E-07 5.34E-07 4.08E-08 371371 3754860 7.38E-07 2.19E-07 8.34E-09 5.49E-10 5.59E-10 4.27E-11
371391 3754860 6.95E-04 2.09E-04 7.68E-06 5.06E-07 5.32E-07 4.06E-08 371391 3754860 7.27E-07 2.18E-07 8.03E-09 5.29E-10 5.56E-10 4.24E-11
371411 3754860 6.86E-04 2.08E-04 7.40E-06 4.88E-07 5.29E-07 4.04E-08 371411 3754860 7.17E-07 2.17E-07 7.73E-09 5.10E-10 5.53E-10 4.22E-11
371431 3754860 6.78E-04 2.07E-04 7.13E-06 4.70E-07 5.25E-07 4.01E-08 371431 3754860 7.09E-07 2.17E-07 7.45E-09 4.91E-10 5.49E-10 4.19E-11
371451 3754860 6.72E-04 2.07E-04 6.88E-06 4.54E-07 5.22E-07 3.99E-08 371451 3754860 7.02E-07 2.17E-07 7.19E-09 4.74E-10 5.46E-10 4.17E-11
371471 3754860 6.67E-04 2.07E-04 6.64E-06 4.38E-07 5.18E-07 3.96E-08 371471 3754860 6.97E-07 2.16E-07 6.94E-09 4.58E-10 5.42E-10 4.14E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371491 3754860 6.63E-04 2.07E-04 6.42E-06 4.23E-07 5.14E-07 3.93E-08 371491 3754860 6.93E-07 2.17E-07 6.71E-09 4.42E-10 5.38E-10 4.11E-11
371511 3754860 6.60E-04 2.08E-04 6.21E-06 4.09E-07 5.10E-07 3.90E-08 371511 3754860 6.89E-07 2.17E-07 6.49E-09 4.28E-10 5.33E-10 4.07E-11
371531 3754860 6.58E-04 2.08E-04 6.01E-06 3.96E-07 5.06E-07 3.86E-08 371531 3754860 6.87E-07 2.18E-07 6.28E-09 4.14E-10 5.29E-10 4.04E-11
371551 3754860 6.57E-04 2.09E-04 5.81E-06 3.83E-07 5.02E-07 3.83E-08 371551 3754860 6.86E-07 2.19E-07 6.08E-09 4.01E-10 5.24E-10 4.00E-11
371571 3754860 6.57E-04 2.11E-04 5.63E-06 3.71E-07 4.97E-07 3.80E-08 371571 3754860 6.86E-07 2.20E-07 5.89E-09 3.88E-10 5.20E-10 3.97E-11
371591 3754860 6.58E-04 2.12E-04 5.46E-06 3.60E-07 4.92E-07 3.76E-08 371591 3754860 6.87E-07 2.22E-07 5.71E-09 3.76E-10 5.15E-10 3.93E-11
371611 3754860 6.60E-04 2.14E-04 5.30E-06 3.49E-07 4.87E-07 3.72E-08 371611 3754860 6.90E-07 2.24E-07 5.54E-09 3.65E-10 5.10E-10 3.89E-11
371631 3754860 6.63E-04 2.17E-04 5.14E-06 3.39E-07 4.83E-07 3.69E-08 371631 3754860 6.93E-07 2.26E-07 5.38E-09 3.54E-10 5.04E-10 3.85E-11
371651 3754860 6.68E-04 2.19E-04 5.00E-06 3.29E-07 4.78E-07 3.65E-08 371651 3754860 6.98E-07 2.29E-07 5.22E-09 3.44E-10 4.99E-10 3.81E-11
371671 3754860 6.74E-04 2.22E-04 4.85E-06 3.20E-07 4.73E-07 3.61E-08 371671 3754860 7.04E-07 2.32E-07 5.07E-09 3.34E-10 4.94E-10 3.77E-11
371691 3754860 6.81E-04 2.25E-04 4.72E-06 3.11E-07 4.67E-07 3.57E-08 371691 3754860 7.11E-07 2.36E-07 4.93E-09 3.25E-10 4.89E-10 3.73E-11
371711 3754860 6.89E-04 2.29E-04 4.59E-06 3.02E-07 4.62E-07 3.53E-08 371711 3754860 7.20E-07 2.39E-07 4.80E-09 3.16E-10 4.83E-10 3.69E-11
371731 3754860 6.99E-04 2.33E-04 4.47E-06 2.94E-07 4.58E-07 3.49E-08 371731 3754860 7.31E-07 2.44E-07 4.67E-09 3.08E-10 4.78E-10 3.65E-11
371751 3754860 7.11E-04 2.38E-04 4.35E-06 2.87E-07 4.53E-07 3.46E-08 371751 3754860 7.43E-07 2.48E-07 4.55E-09 3.00E-10 4.73E-10 3.61E-11
371771 3754860 7.24E-04 2.42E-04 4.24E-06 2.80E-07 4.48E-07 3.42E-08 371771 3754860 7.57E-07 2.53E-07 4.43E-09 2.92E-10 4.68E-10 3.58E-11
371791 3754860 7.38E-04 2.47E-04 4.13E-06 2.72E-07 4.43E-07 3.39E-08 371791 3754860 7.71E-07 2.58E-07 4.32E-09 2.85E-10 4.63E-10 3.54E-11
371811 3754860 7.53E-04 2.52E-04 4.03E-06 2.66E-07 4.39E-07 3.35E-08 371811 3754860 7.87E-07 2.63E-07 4.21E-09 2.78E-10 4.59E-10 3.50E-11
371831 3754860 7.70E-04 2.57E-04 3.93E-06 2.59E-07 4.35E-07 3.32E-08 371831 3754860 8.05E-07 2.69E-07 4.11E-09 2.71E-10 4.55E-10 3.47E-11
370571 3754880 6.73E-04 2.55E-04 3.74E-06 2.47E-07 4.05E-07 3.09E-08 370571 3754880 7.04E-07 2.66E-07 3.91E-09 2.58E-10 4.23E-10 3.23E-11
370591 3754880 6.85E-04 2.58E-04 3.95E-06 2.60E-07 4.11E-07 3.14E-08 370591 3754880 7.16E-07 2.69E-07 4.13E-09 2.72E-10 4.30E-10 3.28E-11
370611 3754880 6.97E-04 2.61E-04 4.18E-06 2.75E-07 4.18E-07 3.19E-08 370611 3754880 7.28E-07 2.73E-07 4.36E-09 2.88E-10 4.37E-10 3.34E-11
370631 3754880 7.09E-04 2.64E-04 4.42E-06 2.92E-07 4.25E-07 3.24E-08 370631 3754880 7.41E-07 2.76E-07 4.62E-09 3.05E-10 4.44E-10 3.39E-11
370651 3754880 7.21E-04 2.67E-04 4.70E-06 3.10E-07 4.31E-07 3.29E-08 370651 3754880 7.54E-07 2.79E-07 4.91E-09 3.24E-10 4.50E-10 3.44E-11
370671 3754880 7.33E-04 2.69E-04 5.00E-06 3.29E-07 4.36E-07 3.33E-08 370671 3754880 7.66E-07 2.81E-07 5.22E-09 3.44E-10 4.56E-10 3.48E-11
370691 3754880 7.46E-04 2.72E-04 5.33E-06 3.51E-07 4.41E-07 3.37E-08 370691 3754880 7.79E-07 2.84E-07 5.57E-09 3.67E-10 4.61E-10 3.52E-11
370711 3754880 7.54E-04 2.73E-04 5.67E-06 3.74E-07 4.45E-07 3.40E-08 370711 3754880 7.88E-07 2.85E-07 5.93E-09 3.91E-10 4.65E-10 3.55E-11
370731 3754880 7.63E-04 2.73E-04 6.04E-06 3.98E-07 4.44E-07 3.39E-08 370731 3754880 7.97E-07 2.86E-07 6.32E-09 4.16E-10 4.64E-10 3.54E-11
370751 3754880 7.73E-04 2.74E-04 6.47E-06 4.27E-07 4.39E-07 3.35E-08 370751 3754880 8.08E-07 2.87E-07 6.76E-09 4.46E-10 4.59E-10 3.50E-11
370771 3754880 7.79E-04 2.73E-04 6.88E-06 4.53E-07 4.27E-07 3.26E-08 370771 3754880 8.14E-07 2.86E-07 7.19E-09 4.74E-10 4.46E-10 3.41E-11
370791 3754880 7.89E-04 2.74E-04 7.39E-06 4.87E-07 4.29E-07 3.28E-08 370791 3754880 8.25E-07 2.86E-07 7.72E-09 5.09E-10 4.48E-10 3.42E-11
370811 3754880 7.99E-04 2.74E-04 7.96E-06 5.25E-07 4.32E-07 3.30E-08 370811 3754880 8.35E-07 2.86E-07 8.32E-09 5.48E-10 4.51E-10 3.45E-11
370831 3754880 8.09E-04 2.74E-04 8.59E-06 5.66E-07 4.36E-07 3.33E-08 370831 3754880 8.46E-07 2.86E-07 8.98E-09 5.92E-10 4.56E-10 3.48E-11
370851 3754880 8.17E-04 2.73E-04 9.18E-06 6.05E-07 4.38E-07 3.34E-08 370851 3754880 8.54E-07 2.85E-07 9.60E-09 6.33E-10 4.57E-10 3.49E-11
370871 3754880 8.25E-04 2.72E-04 9.77E-06 6.44E-07 4.40E-07 3.36E-08 370871 3754880 8.62E-07 2.84E-07 1.02E-08 6.73E-10 4.60E-10 3.51E-11
370891 3754880 8.32E-04 2.71E-04 1.03E-05 6.78E-07 4.44E-07 3.39E-08 370891 3754880 8.70E-07 2.83E-07 1.08E-08 7.09E-10 4.64E-10 3.54E-11
370911 3754880 8.39E-04 2.69E-04 1.06E-05 7.01E-07 4.47E-07 3.41E-08 370911 3754880 8.77E-07 2.81E-07 1.11E-08 7.33E-10 4.67E-10 3.57E-11
370931 3754880 8.46E-04 2.67E-04 1.09E-05 7.19E-07 4.53E-07 3.46E-08 370931 3754880 8.84E-07 2.79E-07 1.14E-08 7.51E-10 4.74E-10 3.62E-11
370951 3754880 8.49E-04 2.64E-04 1.08E-05 7.13E-07 4.55E-07 3.48E-08 370951 3754880 8.87E-07 2.76E-07 1.13E-08 7.45E-10 4.76E-10 3.63E-11
370971 3754880 8.50E-04 2.61E-04 1.06E-05 6.97E-07 4.57E-07 3.49E-08 370971 3754880 8.89E-07 2.73E-07 1.10E-08 7.28E-10 4.77E-10 3.65E-11
370991 3754880 8.54E-04 2.59E-04 1.03E-05 6.82E-07 4.91E-07 3.75E-08 370991 3754880 8.93E-07 2.71E-07 1.08E-08 7.13E-10 5.13E-10 3.92E-11
371011 3754880 8.64E-04 2.58E-04 1.02E-05 6.71E-07 5.09E-07 3.88E-08 371011 3754880 9.03E-07 2.70E-07 1.06E-08 7.01E-10 5.32E-10 4.06E-11
371031 3754880 8.60E-04 2.54E-04 1.02E-05 6.69E-07 5.11E-07 3.90E-08 371031 3754880 8.99E-07 2.65E-07 1.06E-08 6.99E-10 5.34E-10 4.08E-11
371051 3754880 8.54E-04 2.50E-04 1.02E-05 6.73E-07 5.13E-07 3.92E-08 371051 3754880 8.93E-07 2.61E-07 1.07E-08 7.04E-10 5.36E-10 4.10E-11
371071 3754880 8.47E-04 2.45E-04 1.03E-05 6.78E-07 5.15E-07 3.94E-08 371071 3754880 8.85E-07 2.56E-07 1.07E-08 7.08E-10 5.39E-10 4.11E-11
371091 3754880 8.38E-04 2.40E-04 1.03E-05 6.78E-07 5.18E-07 3.95E-08 371091 3754880 8.76E-07 2.51E-07 1.07E-08 7.08E-10 5.41E-10 4.13E-11
371111 3754880 8.28E-04 2.36E-04 1.02E-05 6.75E-07 5.18E-07 3.96E-08 371111 3754880 8.65E-07 2.46E-07 1.07E-08 7.06E-10 5.42E-10 4.14E-11
371131 3754880 8.16E-04 2.31E-04 1.01E-05 6.69E-07 5.19E-07 3.96E-08 371131 3754880 8.52E-07 2.42E-07 1.06E-08 6.99E-10 5.42E-10 4.14E-11
371151 3754880 8.03E-04 2.27E-04 9.98E-06 6.58E-07 5.19E-07 3.96E-08 371151 3754880 8.39E-07 2.37E-07 1.04E-08 6.88E-10 5.42E-10 4.14E-11
371171 3754880 7.88E-04 2.22E-04 9.78E-06 6.44E-07 5.19E-07 3.96E-08 371171 3754880 8.24E-07 2.32E-07 1.02E-08 6.73E-10 5.42E-10 4.14E-11
371191 3754880 7.74E-04 2.18E-04 9.54E-06 6.29E-07 5.19E-07 3.96E-08 371191 3754880 8.09E-07 2.28E-07 9.97E-09 6.57E-10 5.42E-10 4.14E-11
371211 3754880 7.59E-04 2.15E-04 9.28E-06 6.12E-07 5.18E-07 3.96E-08 371211 3754880 7.93E-07 2.24E-07 9.70E-09 6.39E-10 5.42E-10 4.14E-11
371231 3754880 7.43E-04 2.11E-04 9.01E-06 5.94E-07 5.18E-07 3.95E-08 371231 3754880 7.77E-07 2.21E-07 9.42E-09 6.21E-10 5.41E-10 4.13E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371251 3754880 7.28E-04 2.08E-04 8.74E-06 5.76E-07 5.17E-07 3.95E-08 371251 3754880 7.61E-07 2.17E-07 9.13E-09 6.02E-10 5.40E-10 4.12E-11
371271 3754880 7.13E-04 2.05E-04 8.46E-06 5.58E-07 5.16E-07 3.94E-08 371271 3754880 7.45E-07 2.14E-07 8.85E-09 5.83E-10 5.39E-10 4.12E-11
371291 3754880 6.99E-04 2.02E-04 8.19E-06 5.40E-07 5.14E-07 3.93E-08 371291 3754880 7.30E-07 2.11E-07 8.56E-09 5.64E-10 5.38E-10 4.11E-11
371311 3754880 6.85E-04 2.00E-04 7.93E-06 5.23E-07 5.13E-07 3.92E-08 371311 3754880 7.16E-07 2.09E-07 8.29E-09 5.46E-10 5.36E-10 4.09E-11
371331 3754880 6.72E-04 1.98E-04 7.67E-06 5.06E-07 5.11E-07 3.90E-08 371331 3754880 7.03E-07 2.07E-07 8.02E-09 5.28E-10 5.34E-10 4.08E-11
371351 3754880 6.61E-04 1.97E-04 7.42E-06 4.89E-07 5.09E-07 3.89E-08 371351 3754880 6.90E-07 2.05E-07 7.76E-09 5.11E-10 5.32E-10 4.06E-11
371371 3754880 6.50E-04 1.95E-04 7.18E-06 4.73E-07 5.07E-07 3.87E-08 371371 3754880 6.79E-07 2.04E-07 7.51E-09 4.95E-10 5.29E-10 4.04E-11
371391 3754880 6.40E-04 1.94E-04 6.95E-06 4.58E-07 5.04E-07 3.85E-08 371391 3754880 6.69E-07 2.03E-07 7.26E-09 4.79E-10 5.27E-10 4.02E-11
371411 3754880 6.32E-04 1.93E-04 6.73E-06 4.44E-07 5.01E-07 3.83E-08 371411 3754880 6.61E-07 2.02E-07 7.03E-09 4.64E-10 5.24E-10 4.00E-11
371431 3754880 6.25E-04 1.93E-04 6.52E-06 4.30E-07 4.98E-07 3.81E-08 371431 3754880 6.53E-07 2.01E-07 6.81E-09 4.49E-10 5.21E-10 3.98E-11
371451 3754880 6.19E-04 1.92E-04 6.31E-06 4.16E-07 4.95E-07 3.78E-08 371451 3754880 6.47E-07 2.01E-07 6.60E-09 4.35E-10 5.18E-10 3.95E-11
371471 3754880 6.14E-04 1.92E-04 6.12E-06 4.03E-07 4.92E-07 3.76E-08 371471 3754880 6.42E-07 2.01E-07 6.40E-09 4.22E-10 5.14E-10 3.93E-11
371491 3754880 6.11E-04 1.92E-04 5.93E-06 3.91E-07 4.88E-07 3.73E-08 371491 3754880 6.38E-07 2.01E-07 6.20E-09 4.09E-10 5.10E-10 3.90E-11
371511 3754880 6.07E-04 1.93E-04 5.76E-06 3.79E-07 4.85E-07 3.70E-08 371511 3754880 6.35E-07 2.01E-07 6.02E-09 3.97E-10 5.07E-10 3.87E-11
371531 3754880 6.05E-04 1.93E-04 5.59E-06 3.68E-07 4.81E-07 3.67E-08 371531 3754880 6.33E-07 2.02E-07 5.84E-09 3.85E-10 5.03E-10 3.84E-11
371551 3754880 6.04E-04 1.94E-04 5.42E-06 3.58E-07 4.77E-07 3.64E-08 371551 3754880 6.31E-07 2.02E-07 5.67E-09 3.74E-10 4.98E-10 3.81E-11
371571 3754880 6.04E-04 1.95E-04 5.27E-06 3.47E-07 4.73E-07 3.61E-08 371571 3754880 6.31E-07 2.03E-07 5.51E-09 3.63E-10 4.94E-10 3.77E-11
371591 3754880 6.04E-04 1.96E-04 5.12E-06 3.38E-07 4.68E-07 3.58E-08 371591 3754880 6.32E-07 2.05E-07 5.35E-09 3.53E-10 4.89E-10 3.74E-11
371611 3754880 6.06E-04 1.97E-04 4.98E-06 3.28E-07 4.64E-07 3.54E-08 371611 3754880 6.33E-07 2.06E-07 5.21E-09 3.43E-10 4.85E-10 3.70E-11
371631 3754880 6.08E-04 1.99E-04 4.84E-06 3.19E-07 4.59E-07 3.51E-08 371631 3754880 6.35E-07 2.08E-07 5.06E-09 3.34E-10 4.80E-10 3.67E-11
371651 3754880 6.11E-04 2.01E-04 4.71E-06 3.11E-07 4.55E-07 3.47E-08 371651 3754880 6.39E-07 2.10E-07 4.93E-09 3.25E-10 4.75E-10 3.63E-11
371671 3754880 6.15E-04 2.04E-04 4.59E-06 3.02E-07 4.50E-07 3.44E-08 371671 3754880 6.43E-07 2.13E-07 4.79E-09 3.16E-10 4.70E-10 3.59E-11
371691 3754880 6.20E-04 2.06E-04 4.47E-06 2.94E-07 4.45E-07 3.40E-08 371691 3754880 6.49E-07 2.16E-07 4.67E-09 3.08E-10 4.66E-10 3.56E-11
371711 3754880 6.27E-04 2.09E-04 4.35E-06 2.87E-07 4.41E-07 3.37E-08 371711 3754880 6.55E-07 2.19E-07 4.55E-09 3.00E-10 4.61E-10 3.52E-11
371731 3754880 6.35E-04 2.13E-04 4.24E-06 2.80E-07 4.36E-07 3.33E-08 371731 3754880 6.64E-07 2.22E-07 4.44E-09 2.92E-10 4.56E-10 3.48E-11
371751 3754880 6.44E-04 2.16E-04 4.14E-06 2.73E-07 4.32E-07 3.30E-08 371751 3754880 6.73E-07 2.26E-07 4.33E-09 2.85E-10 4.51E-10 3.45E-11
371771 3754880 6.54E-04 2.20E-04 4.04E-06 2.66E-07 4.27E-07 3.26E-08 371771 3754880 6.84E-07 2.30E-07 4.22E-09 2.78E-10 4.46E-10 3.41E-11
371791 3754880 6.66E-04 2.24E-04 3.94E-06 2.60E-07 4.23E-07 3.23E-08 371791 3754880 6.96E-07 2.34E-07 4.12E-09 2.72E-10 4.42E-10 3.37E-11
371811 3754880 6.78E-04 2.28E-04 3.85E-06 2.54E-07 4.19E-07 3.20E-08 371811 3754880 7.09E-07 2.39E-07 4.03E-09 2.65E-10 4.38E-10 3.34E-11
371831 3754880 6.92E-04 2.33E-04 3.76E-06 2.48E-07 4.15E-07 3.17E-08 371831 3754880 7.23E-07 2.43E-07 3.93E-09 2.59E-10 4.33E-10 3.31E-11
370571 3754900 6.43E-04 2.42E-04 3.53E-06 2.33E-07 3.89E-07 2.97E-08 370571 3754900 6.72E-07 2.53E-07 3.69E-09 2.43E-10 4.07E-10 3.11E-11
370591 3754900 6.54E-04 2.45E-04 3.72E-06 2.45E-07 3.96E-07 3.02E-08 370591 3754900 6.83E-07 2.56E-07 3.88E-09 2.56E-10 4.14E-10 3.16E-11
370611 3754900 6.64E-04 2.48E-04 3.92E-06 2.58E-07 4.02E-07 3.07E-08 370611 3754900 6.94E-07 2.59E-07 4.09E-09 2.70E-10 4.20E-10 3.21E-11
370631 3754900 6.75E-04 2.50E-04 4.13E-06 2.72E-07 4.08E-07 3.12E-08 370631 3754900 7.05E-07 2.61E-07 4.32E-09 2.85E-10 4.27E-10 3.26E-11
370651 3754900 6.86E-04 2.52E-04 4.37E-06 2.88E-07 4.14E-07 3.16E-08 370651 3754900 7.17E-07 2.64E-07 4.56E-09 3.01E-10 4.33E-10 3.31E-11
370671 3754900 6.96E-04 2.54E-04 4.62E-06 3.04E-07 4.19E-07 3.20E-08 370671 3754900 7.28E-07 2.66E-07 4.83E-09 3.18E-10 4.38E-10 3.34E-11
370691 3754900 7.07E-04 2.56E-04 4.89E-06 3.23E-07 4.24E-07 3.23E-08 370691 3754900 7.39E-07 2.68E-07 5.12E-09 3.37E-10 4.43E-10 3.38E-11
370711 3754900 7.15E-04 2.57E-04 5.18E-06 3.41E-07 4.28E-07 3.27E-08 370711 3754900 7.47E-07 2.69E-07 5.41E-09 3.57E-10 4.47E-10 3.41E-11
370731 3754900 7.22E-04 2.58E-04 5.48E-06 3.61E-07 4.30E-07 3.29E-08 370731 3754900 7.55E-07 2.69E-07 5.72E-09 3.77E-10 4.50E-10 3.44E-11
370751 3754900 7.30E-04 2.58E-04 5.80E-06 3.82E-07 4.20E-07 3.21E-08 370751 3754900 7.63E-07 2.69E-07 6.06E-09 3.99E-10 4.39E-10 3.36E-11
370771 3754900 7.37E-04 2.57E-04 6.14E-06 4.05E-07 4.12E-07 3.15E-08 370771 3754900 7.71E-07 2.69E-07 6.42E-09 4.23E-10 4.31E-10 3.29E-11
370791 3754900 7.45E-04 2.57E-04 6.51E-06 4.29E-07 4.13E-07 3.16E-08 370791 3754900 7.79E-07 2.69E-07 6.80E-09 4.48E-10 4.32E-10 3.30E-11
370811 3754900 7.53E-04 2.57E-04 6.90E-06 4.55E-07 4.15E-07 3.17E-08 370811 3754900 7.87E-07 2.69E-07 7.21E-09 4.76E-10 4.34E-10 3.32E-11
370831 3754900 7.61E-04 2.56E-04 7.30E-06 4.81E-07 4.18E-07 3.19E-08 370831 3754900 7.95E-07 2.68E-07 7.63E-09 5.03E-10 4.37E-10 3.34E-11
370851 3754900 7.67E-04 2.55E-04 7.66E-06 5.05E-07 4.19E-07 3.20E-08 370851 3754900 8.01E-07 2.67E-07 8.00E-09 5.27E-10 4.38E-10 3.34E-11
370871 3754900 7.72E-04 2.54E-04 7.96E-06 5.25E-07 4.20E-07 3.21E-08 370871 3754900 8.07E-07 2.65E-07 8.33E-09 5.49E-10 4.39E-10 3.35E-11
370891 3754900 7.78E-04 2.52E-04 8.25E-06 5.44E-07 4.24E-07 3.23E-08 370891 3754900 8.13E-07 2.64E-07 8.62E-09 5.68E-10 4.43E-10 3.38E-11
370911 3754900 7.83E-04 2.51E-04 8.45E-06 5.57E-07 4.27E-07 3.26E-08 370911 3754900 8.19E-07 2.62E-07 8.83E-09 5.82E-10 4.47E-10 3.41E-11
370931 3754900 7.87E-04 2.48E-04 8.53E-06 5.62E-07 4.31E-07 3.29E-08 370931 3754900 8.23E-07 2.60E-07 8.92E-09 5.88E-10 4.50E-10 3.44E-11
370951 3754900 7.88E-04 2.46E-04 8.46E-06 5.58E-07 4.32E-07 3.30E-08 370951 3754900 8.24E-07 2.57E-07 8.84E-09 5.83E-10 4.52E-10 3.45E-11
370971 3754900 7.86E-04 2.42E-04 8.23E-06 5.43E-07 4.29E-07 3.28E-08 370971 3754900 8.22E-07 2.53E-07 8.61E-09 5.67E-10 4.49E-10 3.43E-11
370991 3754900 7.89E-04 2.40E-04 8.14E-06 5.37E-07 4.46E-07 3.41E-08 370991 3754900 8.24E-07 2.50E-07 8.51E-09 5.61E-10 4.67E-10 3.56E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371011 3754900 7.99E-04 2.39E-04 8.04E-06 5.30E-07 4.83E-07 3.69E-08 371011 3754900 8.35E-07 2.50E-07 8.40E-09 5.54E-10 5.05E-10 3.86E-11
371031 3754900 7.94E-04 2.35E-04 7.93E-06 5.23E-07 4.86E-07 3.71E-08 371031 3754900 8.30E-07 2.46E-07 8.29E-09 5.46E-10 5.08E-10 3.88E-11
371051 3754900 7.88E-04 2.31E-04 7.89E-06 5.20E-07 4.89E-07 3.73E-08 371051 3754900 8.24E-07 2.42E-07 8.25E-09 5.44E-10 5.11E-10 3.90E-11
371071 3754900 7.81E-04 2.27E-04 7.92E-06 5.22E-07 4.90E-07 3.74E-08 371071 3754900 8.16E-07 2.38E-07 8.28E-09 5.46E-10 5.12E-10 3.91E-11
371091 3754900 7.72E-04 2.23E-04 7.96E-06 5.25E-07 4.92E-07 3.75E-08 371091 3754900 8.07E-07 2.33E-07 8.32E-09 5.49E-10 5.14E-10 3.92E-11
371111 3754900 7.62E-04 2.19E-04 8.01E-06 5.28E-07 4.92E-07 3.76E-08 371111 3754900 7.96E-07 2.29E-07 8.37E-09 5.52E-10 5.14E-10 3.93E-11
371131 3754900 7.50E-04 2.15E-04 8.02E-06 5.29E-07 4.92E-07 3.76E-08 371131 3754900 7.84E-07 2.24E-07 8.39E-09 5.53E-10 5.15E-10 3.93E-11
371151 3754900 7.38E-04 2.11E-04 8.00E-06 5.27E-07 4.92E-07 3.76E-08 371151 3754900 7.71E-07 2.20E-07 8.36E-09 5.51E-10 5.15E-10 3.93E-11
371171 3754900 7.25E-04 2.07E-04 7.94E-06 5.23E-07 4.92E-07 3.76E-08 371171 3754900 7.58E-07 2.16E-07 8.30E-09 5.47E-10 5.15E-10 3.93E-11
371191 3754900 7.11E-04 2.03E-04 7.85E-06 5.17E-07 4.92E-07 3.76E-08 371191 3754900 7.44E-07 2.12E-07 8.20E-09 5.41E-10 5.14E-10 3.93E-11
371211 3754900 6.98E-04 2.00E-04 7.73E-06 5.10E-07 4.92E-07 3.76E-08 371211 3754900 7.29E-07 2.09E-07 8.08E-09 5.33E-10 5.14E-10 3.93E-11
371231 3754900 6.84E-04 1.96E-04 7.59E-06 5.01E-07 4.91E-07 3.75E-08 371231 3754900 7.15E-07 2.05E-07 7.94E-09 5.23E-10 5.13E-10 3.92E-11
371251 3754900 6.70E-04 1.94E-04 7.44E-06 4.91E-07 4.90E-07 3.74E-08 371251 3754900 7.00E-07 2.02E-07 7.78E-09 5.13E-10 5.12E-10 3.91E-11
371271 3754900 6.57E-04 1.91E-04 7.28E-06 4.80E-07 4.89E-07 3.74E-08 371271 3754900 6.86E-07 2.00E-07 7.61E-09 5.01E-10 5.11E-10 3.91E-11
371291 3754900 6.44E-04 1.89E-04 7.11E-06 4.69E-07 4.88E-07 3.73E-08 371291 3754900 6.73E-07 1.97E-07 7.43E-09 4.90E-10 5.10E-10 3.90E-11
371311 3754900 6.32E-04 1.86E-04 6.94E-06 4.57E-07 4.87E-07 3.72E-08 371311 3754900 6.60E-07 1.95E-07 7.25E-09 4.78E-10 5.09E-10 3.88E-11
371331 3754900 6.20E-04 1.85E-04 6.76E-06 4.46E-07 4.85E-07 3.70E-08 371331 3754900 6.48E-07 1.93E-07 7.07E-09 4.66E-10 5.07E-10 3.87E-11
371351 3754900 6.10E-04 1.83E-04 6.59E-06 4.34E-07 4.83E-07 3.69E-08 371351 3754900 6.38E-07 1.91E-07 6.88E-09 4.54E-10 5.05E-10 3.86E-11
371371 3754900 6.00E-04 1.82E-04 6.41E-06 4.23E-07 4.81E-07 3.67E-08 371371 3754900 6.27E-07 1.90E-07 6.70E-09 4.42E-10 5.03E-10 3.84E-11
371391 3754900 5.92E-04 1.81E-04 6.24E-06 4.11E-07 4.79E-07 3.66E-08 371391 3754900 6.19E-07 1.89E-07 6.52E-09 4.30E-10 5.00E-10 3.82E-11
371411 3754900 5.84E-04 1.80E-04 6.07E-06 4.00E-07 4.76E-07 3.64E-08 371411 3754900 6.11E-07 1.88E-07 6.35E-09 4.18E-10 4.98E-10 3.80E-11
371431 3754900 5.78E-04 1.79E-04 5.91E-06 3.90E-07 4.73E-07 3.62E-08 371431 3754900 6.04E-07 1.88E-07 6.18E-09 4.07E-10 4.95E-10 3.78E-11
371451 3754900 5.72E-04 1.79E-04 5.75E-06 3.79E-07 4.71E-07 3.59E-08 371451 3754900 5.98E-07 1.87E-07 6.01E-09 3.96E-10 4.92E-10 3.76E-11
371471 3754900 5.68E-04 1.79E-04 5.60E-06 3.69E-07 4.67E-07 3.57E-08 371471 3754900 5.93E-07 1.87E-07 5.85E-09 3.86E-10 4.89E-10 3.73E-11
371491 3754900 5.64E-04 1.79E-04 5.45E-06 3.59E-07 4.64E-07 3.55E-08 371491 3754900 5.90E-07 1.87E-07 5.70E-09 3.75E-10 4.85E-10 3.71E-11
371511 3754900 5.61E-04 1.79E-04 5.30E-06 3.50E-07 4.61E-07 3.52E-08 371511 3754900 5.87E-07 1.87E-07 5.54E-09 3.65E-10 4.82E-10 3.68E-11
371531 3754900 5.59E-04 1.79E-04 5.17E-06 3.40E-07 4.57E-07 3.49E-08 371531 3754900 5.84E-07 1.87E-07 5.40E-09 3.56E-10 4.78E-10 3.65E-11
371551 3754900 5.58E-04 1.80E-04 5.03E-06 3.32E-07 4.54E-07 3.47E-08 371551 3754900 5.83E-07 1.88E-07 5.26E-09 3.47E-10 4.74E-10 3.62E-11
371571 3754900 5.57E-04 1.81E-04 4.90E-06 3.23E-07 4.50E-07 3.44E-08 371571 3754900 5.82E-07 1.89E-07 5.12E-09 3.38E-10 4.70E-10 3.59E-11
371591 3754900 5.57E-04 1.81E-04 4.78E-06 3.15E-07 4.46E-07 3.41E-08 371591 3754900 5.82E-07 1.90E-07 4.99E-09 3.29E-10 4.66E-10 3.56E-11
371611 3754900 5.58E-04 1.83E-04 4.66E-06 3.07E-07 4.42E-07 3.38E-08 371611 3754900 5.83E-07 1.91E-07 4.87E-09 3.21E-10 4.62E-10 3.53E-11
371631 3754900 5.59E-04 1.84E-04 4.54E-06 2.99E-07 4.38E-07 3.34E-08 371631 3754900 5.85E-07 1.92E-07 4.74E-09 3.13E-10 4.58E-10 3.50E-11
371651 3754900 5.62E-04 1.86E-04 4.42E-06 2.92E-07 4.34E-07 3.31E-08 371651 3754900 5.87E-07 1.94E-07 4.62E-09 3.05E-10 4.53E-10 3.46E-11
371671 3754900 5.65E-04 1.87E-04 4.32E-06 2.84E-07 4.29E-07 3.28E-08 371671 3754900 5.90E-07 1.96E-07 4.51E-09 2.97E-10 4.49E-10 3.43E-11
371691 3754900 5.69E-04 1.90E-04 4.21E-06 2.78E-07 4.25E-07 3.25E-08 371691 3754900 5.94E-07 1.98E-07 4.40E-09 2.90E-10 4.44E-10 3.39E-11
371711 3754900 5.74E-04 1.92E-04 4.11E-06 2.71E-07 4.21E-07 3.21E-08 371711 3754900 6.00E-07 2.01E-07 4.30E-09 2.83E-10 4.40E-10 3.36E-11
371731 3754900 5.80E-04 1.95E-04 4.02E-06 2.65E-07 4.16E-07 3.18E-08 371731 3754900 6.06E-07 2.04E-07 4.20E-09 2.77E-10 4.35E-10 3.32E-11
371751 3754900 5.87E-04 1.98E-04 3.93E-06 2.59E-07 4.12E-07 3.15E-08 371751 3754900 6.14E-07 2.07E-07 4.10E-09 2.70E-10 4.31E-10 3.29E-11
371771 3754900 5.95E-04 2.01E-04 3.84E-06 2.53E-07 4.08E-07 3.12E-08 371771 3754900 6.22E-07 2.10E-07 4.01E-09 2.64E-10 4.26E-10 3.26E-11
371791 3754900 6.04E-04 2.04E-04 3.75E-06 2.47E-07 4.04E-07 3.08E-08 371791 3754900 6.31E-07 2.14E-07 3.92E-09 2.58E-10 4.22E-10 3.22E-11
371811 3754900 6.14E-04 2.08E-04 3.67E-06 2.42E-07 4.00E-07 3.05E-08 371811 3754900 6.42E-07 2.17E-07 3.83E-09 2.53E-10 4.18E-10 3.19E-11
371831 3754900 6.25E-04 2.12E-04 3.59E-06 2.36E-07 3.96E-07 3.02E-08 371831 3754900 6.54E-07 2.21E-07 3.75E-09 2.47E-10 4.14E-10 3.16E-11
370571 3754920 6.14E-04 2.31E-04 3.33E-06 2.19E-07 3.75E-07 2.86E-08 370571 3754920 6.42E-07 2.41E-07 3.48E-09 2.29E-10 3.92E-10 2.99E-11
370591 3754920 6.24E-04 2.33E-04 3.49E-06 2.30E-07 3.81E-07 2.91E-08 370591 3754920 6.52E-07 2.43E-07 3.65E-09 2.40E-10 3.98E-10 3.04E-11
370611 3754920 6.33E-04 2.35E-04 3.66E-06 2.41E-07 3.86E-07 2.95E-08 370611 3754920 6.62E-07 2.46E-07 3.83E-09 2.52E-10 4.04E-10 3.08E-11
370631 3754920 6.43E-04 2.37E-04 3.85E-06 2.54E-07 3.92E-07 2.99E-08 370631 3754920 6.72E-07 2.48E-07 4.02E-09 2.65E-10 4.09E-10 3.13E-11
370651 3754920 6.52E-04 2.39E-04 4.05E-06 2.67E-07 3.97E-07 3.03E-08 370651 3754920 6.81E-07 2.50E-07 4.23E-09 2.79E-10 4.15E-10 3.17E-11
370671 3754920 6.61E-04 2.40E-04 4.26E-06 2.81E-07 4.02E-07 3.07E-08 370671 3754920 6.91E-07 2.51E-07 4.45E-09 2.93E-10 4.20E-10 3.21E-11
370691 3754920 6.70E-04 2.42E-04 4.49E-06 2.96E-07 4.07E-07 3.11E-08 370691 3754920 7.00E-07 2.53E-07 4.69E-09 3.09E-10 4.25E-10 3.25E-11
370711 3754920 6.78E-04 2.43E-04 4.73E-06 3.11E-07 4.11E-07 3.14E-08 370711 3754920 7.09E-07 2.54E-07 4.94E-09 3.26E-10 4.30E-10 3.28E-11
370731 3754920 6.84E-04 2.43E-04 4.96E-06 3.27E-07 4.15E-07 3.17E-08 370731 3754920 7.15E-07 2.54E-07 5.18E-09 3.42E-10 4.33E-10 3.31E-11
370751 3754920 6.91E-04 2.43E-04 5.20E-06 3.43E-07 4.06E-07 3.10E-08 370751 3754920 7.22E-07 2.53E-07 5.44E-09 3.58E-10 4.25E-10 3.24E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370771 3754920 6.97E-04 2.42E-04 5.47E-06 3.60E-07 4.00E-07 3.06E-08 370771 3754920 7.29E-07 2.53E-07 5.72E-09 3.77E-10 4.18E-10 3.20E-11
370791 3754920 7.04E-04 2.42E-04 5.74E-06 3.78E-07 3.98E-07 3.04E-08 370791 3754920 7.36E-07 2.53E-07 6.00E-09 3.95E-10 4.16E-10 3.18E-11
370811 3754920 7.09E-04 2.41E-04 5.99E-06 3.95E-07 3.98E-07 3.04E-08 370811 3754920 7.41E-07 2.52E-07 6.26E-09 4.13E-10 4.16E-10 3.18E-11
370831 3754920 7.15E-04 2.40E-04 6.26E-06 4.12E-07 4.00E-07 3.06E-08 370831 3754920 7.48E-07 2.51E-07 6.54E-09 4.31E-10 4.18E-10 3.19E-11
370851 3754920 7.19E-04 2.39E-04 6.45E-06 4.25E-07 4.00E-07 3.05E-08 370851 3754920 7.52E-07 2.49E-07 6.74E-09 4.44E-10 4.18E-10 3.19E-11
370871 3754920 7.23E-04 2.37E-04 6.62E-06 4.36E-07 4.00E-07 3.06E-08 370871 3754920 7.56E-07 2.47E-07 6.92E-09 4.56E-10 4.18E-10 3.19E-11
370891 3754920 7.27E-04 2.35E-04 6.76E-06 4.46E-07 4.03E-07 3.07E-08 370891 3754920 7.60E-07 2.46E-07 7.06E-09 4.66E-10 4.21E-10 3.21E-11
370911 3754920 7.31E-04 2.33E-04 6.87E-06 4.53E-07 4.06E-07 3.10E-08 370911 3754920 7.64E-07 2.44E-07 7.18E-09 4.73E-10 4.24E-10 3.24E-11
370931 3754920 7.33E-04 2.31E-04 6.93E-06 4.57E-07 4.10E-07 3.13E-08 370931 3754920 7.67E-07 2.42E-07 7.24E-09 4.77E-10 4.28E-10 3.27E-11
370951 3754920 7.34E-04 2.28E-04 6.88E-06 4.53E-07 4.11E-07 3.14E-08 370951 3754920 7.67E-07 2.39E-07 7.19E-09 4.74E-10 4.29E-10 3.28E-11
370971 3754920 7.31E-04 2.25E-04 6.72E-06 4.43E-07 4.09E-07 3.12E-08 370971 3754920 7.64E-07 2.35E-07 7.03E-09 4.63E-10 4.27E-10 3.26E-11
370991 3754920 7.33E-04 2.23E-04 6.68E-06 4.40E-07 4.30E-07 3.28E-08 370991 3754920 7.66E-07 2.33E-07 6.98E-09 4.60E-10 4.49E-10 3.43E-11
371011 3754920 7.34E-04 2.21E-04 6.59E-06 4.35E-07 4.55E-07 3.48E-08 371011 3754920 7.67E-07 2.31E-07 6.89E-09 4.54E-10 4.76E-10 3.63E-11
371031 3754920 7.35E-04 2.19E-04 6.50E-06 4.29E-07 4.59E-07 3.51E-08 371031 3754920 7.68E-07 2.29E-07 6.80E-09 4.48E-10 4.80E-10 3.66E-11
371051 3754920 7.29E-04 2.15E-04 6.42E-06 4.23E-07 4.63E-07 3.54E-08 371051 3754920 7.62E-07 2.25E-07 6.71E-09 4.42E-10 4.84E-10 3.70E-11
371071 3754920 7.21E-04 2.11E-04 6.39E-06 4.21E-07 4.66E-07 3.56E-08 371071 3754920 7.54E-07 2.21E-07 6.68E-09 4.40E-10 4.88E-10 3.72E-11
371091 3754920 7.13E-04 2.07E-04 6.40E-06 4.22E-07 4.67E-07 3.57E-08 371091 3754920 7.45E-07 2.17E-07 6.69E-09 4.41E-10 4.88E-10 3.73E-11
371111 3754920 7.03E-04 2.04E-04 6.43E-06 4.24E-07 4.68E-07 3.57E-08 371111 3754920 7.35E-07 2.13E-07 6.72E-09 4.43E-10 4.89E-10 3.73E-11
371131 3754920 6.92E-04 2.00E-04 6.46E-06 4.26E-07 4.68E-07 3.57E-08 371131 3754920 7.23E-07 2.09E-07 6.75E-09 4.45E-10 4.89E-10 3.74E-11
371151 3754920 6.81E-04 1.96E-04 6.48E-06 4.27E-07 4.68E-07 3.57E-08 371151 3754920 7.11E-07 2.05E-07 6.78E-09 4.47E-10 4.89E-10 3.74E-11
371171 3754920 6.69E-04 1.93E-04 6.49E-06 4.28E-07 4.68E-07 3.57E-08 371171 3754920 6.99E-07 2.01E-07 6.78E-09 4.47E-10 4.89E-10 3.73E-11
371191 3754920 6.56E-04 1.89E-04 6.47E-06 4.27E-07 4.68E-07 3.57E-08 371191 3754920 6.86E-07 1.98E-07 6.76E-09 4.46E-10 4.89E-10 3.73E-11
371211 3754920 6.44E-04 1.86E-04 6.44E-06 4.24E-07 4.67E-07 3.57E-08 371211 3754920 6.73E-07 1.95E-07 6.73E-09 4.43E-10 4.88E-10 3.73E-11
371231 3754920 6.31E-04 1.83E-04 6.38E-06 4.21E-07 4.67E-07 3.56E-08 371231 3754920 6.60E-07 1.92E-07 6.67E-09 4.40E-10 4.88E-10 3.73E-11
371251 3754920 6.19E-04 1.81E-04 6.31E-06 4.16E-07 4.66E-07 3.56E-08 371251 3754920 6.47E-07 1.89E-07 6.60E-09 4.35E-10 4.87E-10 3.72E-11
371271 3754920 6.07E-04 1.78E-04 6.23E-06 4.11E-07 4.65E-07 3.55E-08 371271 3754920 6.34E-07 1.86E-07 6.51E-09 4.29E-10 4.86E-10 3.71E-11
371291 3754920 5.95E-04 1.76E-04 6.13E-06 4.04E-07 4.64E-07 3.54E-08 371291 3754920 6.22E-07 1.84E-07 6.41E-09 4.23E-10 4.85E-10 3.70E-11
371311 3754920 5.84E-04 1.74E-04 6.03E-06 3.97E-07 4.63E-07 3.53E-08 371311 3754920 6.11E-07 1.82E-07 6.30E-09 4.15E-10 4.83E-10 3.69E-11
371331 3754920 5.74E-04 1.73E-04 5.92E-06 3.90E-07 4.61E-07 3.52E-08 371331 3754920 6.00E-07 1.80E-07 6.19E-09 4.08E-10 4.82E-10 3.68E-11
371351 3754920 5.65E-04 1.71E-04 5.81E-06 3.83E-07 4.59E-07 3.51E-08 371351 3754920 5.90E-07 1.79E-07 6.07E-09 4.00E-10 4.80E-10 3.67E-11
371371 3754920 5.56E-04 1.70E-04 5.69E-06 3.75E-07 4.57E-07 3.49E-08 371371 3754920 5.81E-07 1.78E-07 5.94E-09 3.92E-10 4.78E-10 3.65E-11
371391 3754920 5.48E-04 1.69E-04 5.57E-06 3.67E-07 4.55E-07 3.48E-08 371391 3754920 5.73E-07 1.77E-07 5.82E-09 3.84E-10 4.76E-10 3.63E-11
371411 3754920 5.42E-04 1.68E-04 5.45E-06 3.59E-07 4.53E-07 3.46E-08 371411 3754920 5.66E-07 1.76E-07 5.69E-09 3.75E-10 4.73E-10 3.62E-11
371431 3754920 5.36E-04 1.68E-04 5.33E-06 3.51E-07 4.51E-07 3.44E-08 371431 3754920 5.60E-07 1.75E-07 5.57E-09 3.67E-10 4.71E-10 3.60E-11
371451 3754920 5.31E-04 1.67E-04 5.21E-06 3.43E-07 4.48E-07 3.42E-08 371451 3754920 5.55E-07 1.75E-07 5.44E-09 3.59E-10 4.68E-10 3.57E-11
371471 3754920 5.26E-04 1.67E-04 5.09E-06 3.36E-07 4.45E-07 3.40E-08 371471 3754920 5.50E-07 1.75E-07 5.32E-09 3.51E-10 4.65E-10 3.55E-11
371491 3754920 5.23E-04 1.67E-04 4.97E-06 3.28E-07 4.42E-07 3.38E-08 371491 3754920 5.47E-07 1.74E-07 5.20E-09 3.43E-10 4.62E-10 3.53E-11
371511 3754920 5.20E-04 1.67E-04 4.86E-06 3.20E-07 4.39E-07 3.35E-08 371511 3754920 5.44E-07 1.75E-07 5.08E-09 3.35E-10 4.59E-10 3.50E-11
371531 3754920 5.18E-04 1.67E-04 4.75E-06 3.13E-07 4.36E-07 3.33E-08 371531 3754920 5.41E-07 1.75E-07 4.96E-09 3.27E-10 4.55E-10 3.48E-11
371551 3754920 5.17E-04 1.68E-04 4.64E-06 3.06E-07 4.32E-07 3.30E-08 371551 3754920 5.40E-07 1.75E-07 4.85E-09 3.20E-10 4.52E-10 3.45E-11
371571 3754920 5.16E-04 1.68E-04 4.53E-06 2.99E-07 4.29E-07 3.28E-08 371571 3754920 5.39E-07 1.76E-07 4.74E-09 3.12E-10 4.48E-10 3.42E-11
371591 3754920 5.16E-04 1.69E-04 4.43E-06 2.92E-07 4.25E-07 3.25E-08 371591 3754920 5.39E-07 1.76E-07 4.63E-09 3.05E-10 4.45E-10 3.40E-11
371611 3754920 5.16E-04 1.70E-04 4.33E-06 2.85E-07 4.22E-07 3.22E-08 371611 3754920 5.39E-07 1.77E-07 4.53E-09 2.98E-10 4.41E-10 3.37E-11
371631 3754920 5.17E-04 1.71E-04 4.23E-06 2.79E-07 4.18E-07 3.19E-08 371631 3754920 5.40E-07 1.78E-07 4.42E-09 2.92E-10 4.37E-10 3.34E-11
371651 3754920 5.19E-04 1.72E-04 4.14E-06 2.73E-07 4.14E-07 3.16E-08 371651 3754920 5.42E-07 1.80E-07 4.33E-09 2.85E-10 4.33E-10 3.31E-11
371671 3754920 5.21E-04 1.73E-04 4.05E-06 2.67E-07 4.10E-07 3.13E-08 371671 3754920 5.44E-07 1.81E-07 4.23E-09 2.79E-10 4.29E-10 3.27E-11
371691 3754920 5.24E-04 1.75E-04 3.96E-06 2.61E-07 4.06E-07 3.10E-08 371691 3754920 5.48E-07 1.83E-07 4.14E-09 2.73E-10 4.25E-10 3.24E-11
371711 3754920 5.28E-04 1.77E-04 3.87E-06 2.55E-07 4.02E-07 3.07E-08 371711 3754920 5.52E-07 1.85E-07 4.05E-09 2.67E-10 4.20E-10 3.21E-11
371731 3754920 5.32E-04 1.79E-04 3.79E-06 2.50E-07 3.98E-07 3.04E-08 371731 3754920 5.56E-07 1.87E-07 3.96E-09 2.61E-10 4.16E-10 3.18E-11
371751 3754920 5.38E-04 1.82E-04 3.71E-06 2.44E-07 3.94E-07 3.01E-08 371751 3754920 5.62E-07 1.90E-07 3.87E-09 2.55E-10 4.12E-10 3.15E-11
371771 3754920 5.44E-04 1.84E-04 3.63E-06 2.39E-07 3.90E-07 2.98E-08 371771 3754920 5.69E-07 1.93E-07 3.79E-09 2.50E-10 4.08E-10 3.11E-11
371791 3754920 5.51E-04 1.87E-04 3.55E-06 2.34E-07 3.86E-07 2.95E-08 371791 3754920 5.76E-07 1.96E-07 3.71E-09 2.45E-10 4.04E-10 3.08E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371811 3754920 5.60E-04 1.90E-04 3.48E-06 2.29E-07 3.82E-07 2.92E-08 371811 3754920 5.85E-07 1.99E-07 3.64E-09 2.40E-10 4.00E-10 3.05E-11
371831 3754920 5.69E-04 1.94E-04 3.41E-06 2.25E-07 3.79E-07 2.89E-08 371831 3754920 5.94E-07 2.02E-07 3.56E-09 2.35E-10 3.96E-10 3.02E-11
370571 3754940 5.84E-04 2.18E-04 3.11E-06 2.05E-07 3.61E-07 2.76E-08 370571 3754940 6.10E-07 2.28E-07 3.25E-09 2.14E-10 3.78E-10 2.88E-11
370591 3754940 5.92E-04 2.20E-04 3.25E-06 2.14E-07 3.66E-07 2.80E-08 370591 3754940 6.19E-07 2.30E-07 3.40E-09 2.24E-10 3.83E-10 2.93E-11
370611 3754940 6.01E-04 2.22E-04 3.40E-06 2.24E-07 3.72E-07 2.84E-08 370611 3754940 6.28E-07 2.32E-07 3.56E-09 2.35E-10 3.88E-10 2.97E-11
370631 3754940 6.10E-04 2.24E-04 3.57E-06 2.35E-07 3.77E-07 2.88E-08 370631 3754940 6.37E-07 2.34E-07 3.73E-09 2.46E-10 3.94E-10 3.01E-11
370651 3754940 6.18E-04 2.26E-04 3.74E-06 2.47E-07 3.82E-07 2.91E-08 370651 3754940 6.46E-07 2.36E-07 3.91E-09 2.58E-10 3.99E-10 3.05E-11
370671 3754940 6.27E-04 2.27E-04 3.92E-06 2.59E-07 3.86E-07 2.95E-08 370671 3754940 6.55E-07 2.37E-07 4.10E-09 2.70E-10 4.04E-10 3.08E-11
370691 3754940 6.35E-04 2.28E-04 4.11E-06 2.71E-07 3.91E-07 2.99E-08 370691 3754940 6.64E-07 2.39E-07 4.30E-09 2.83E-10 4.09E-10 3.12E-11
370711 3754940 6.42E-04 2.29E-04 4.30E-06 2.84E-07 3.95E-07 3.02E-08 370711 3754940 6.71E-07 2.39E-07 4.50E-09 2.96E-10 4.13E-10 3.15E-11
370731 3754940 6.48E-04 2.29E-04 4.49E-06 2.96E-07 3.99E-07 3.04E-08 370731 3754940 6.78E-07 2.39E-07 4.70E-09 3.10E-10 4.17E-10 3.18E-11
370751 3754940 6.55E-04 2.29E-04 4.69E-06 3.09E-07 4.01E-07 3.06E-08 370751 3754940 6.84E-07 2.39E-07 4.90E-09 3.23E-10 4.19E-10 3.20E-11
370771 3754940 6.60E-04 2.29E-04 4.89E-06 3.22E-07 3.94E-07 3.01E-08 370771 3754940 6.90E-07 2.39E-07 5.11E-09 3.37E-10 4.12E-10 3.15E-11
370791 3754940 6.66E-04 2.28E-04 5.08E-06 3.35E-07 3.91E-07 2.98E-08 370791 3754940 6.96E-07 2.38E-07 5.31E-09 3.50E-10 4.08E-10 3.12E-11
370811 3754940 6.70E-04 2.27E-04 5.27E-06 3.47E-07 3.85E-07 2.94E-08 370811 3754940 7.00E-07 2.37E-07 5.51E-09 3.63E-10 4.02E-10 3.07E-11
370831 3754940 6.74E-04 2.25E-04 5.43E-06 3.58E-07 3.84E-07 2.94E-08 370831 3754940 7.04E-07 2.36E-07 5.67E-09 3.74E-10 4.02E-10 3.07E-11
370851 3754940 6.77E-04 2.24E-04 5.55E-06 3.66E-07 3.84E-07 2.93E-08 370851 3754940 7.07E-07 2.34E-07 5.80E-09 3.82E-10 4.01E-10 3.07E-11
370871 3754940 6.79E-04 2.22E-04 5.63E-06 3.71E-07 3.84E-07 2.93E-08 370871 3754940 7.10E-07 2.32E-07 5.89E-09 3.88E-10 4.01E-10 3.06E-11
370891 3754940 6.81E-04 2.20E-04 5.69E-06 3.75E-07 3.84E-07 2.93E-08 370891 3754940 7.12E-07 2.30E-07 5.95E-09 3.92E-10 4.02E-10 3.07E-11
370911 3754940 6.83E-04 2.18E-04 5.75E-06 3.79E-07 3.87E-07 2.95E-08 370911 3754940 7.14E-07 2.28E-07 6.01E-09 3.96E-10 4.04E-10 3.09E-11
370931 3754940 6.84E-04 2.16E-04 5.78E-06 3.81E-07 3.90E-07 2.98E-08 370931 3754940 7.15E-07 2.26E-07 6.04E-09 3.98E-10 4.08E-10 3.11E-11
370951 3754940 6.84E-04 2.13E-04 5.74E-06 3.79E-07 3.91E-07 2.99E-08 370951 3754940 7.15E-07 2.23E-07 6.00E-09 3.96E-10 4.09E-10 3.12E-11
370971 3754940 6.81E-04 2.10E-04 5.66E-06 3.73E-07 3.91E-07 2.98E-08 370971 3754940 7.12E-07 2.19E-07 5.92E-09 3.90E-10 4.08E-10 3.12E-11
370991 3754940 6.80E-04 2.07E-04 5.59E-06 3.69E-07 3.94E-07 3.01E-08 370991 3754940 7.10E-07 2.17E-07 5.85E-09 3.85E-10 4.12E-10 3.15E-11
371011 3754940 6.82E-04 2.06E-04 5.57E-06 3.67E-07 4.34E-07 3.32E-08 371011 3754940 7.13E-07 2.16E-07 5.82E-09 3.84E-10 4.54E-10 3.47E-11
371031 3754940 6.82E-04 2.04E-04 5.49E-06 3.62E-07 4.39E-07 3.35E-08 371031 3754940 7.12E-07 2.13E-07 5.73E-09 3.78E-10 4.58E-10 3.50E-11
371051 3754940 6.75E-04 2.01E-04 5.40E-06 3.56E-07 4.42E-07 3.38E-08 371051 3754940 7.06E-07 2.10E-07 5.64E-09 3.72E-10 4.62E-10 3.53E-11
371071 3754940 6.68E-04 1.97E-04 5.34E-06 3.52E-07 4.44E-07 3.39E-08 371071 3754940 6.98E-07 2.06E-07 5.58E-09 3.68E-10 4.64E-10 3.55E-11
371091 3754940 6.60E-04 1.94E-04 5.32E-06 3.50E-07 4.45E-07 3.40E-08 371091 3754940 6.89E-07 2.02E-07 5.56E-09 3.66E-10 4.65E-10 3.55E-11
371111 3754940 6.50E-04 1.90E-04 5.32E-06 3.51E-07 4.45E-07 3.40E-08 371111 3754940 6.80E-07 1.99E-07 5.56E-09 3.66E-10 4.65E-10 3.55E-11
371131 3754940 6.40E-04 1.87E-04 5.34E-06 3.52E-07 4.45E-07 3.40E-08 371131 3754940 6.69E-07 1.95E-07 5.58E-09 3.68E-10 4.66E-10 3.56E-11
371151 3754940 6.30E-04 1.83E-04 5.36E-06 3.53E-07 4.45E-07 3.40E-08 371151 3754940 6.58E-07 1.92E-07 5.60E-09 3.69E-10 4.66E-10 3.56E-11
371171 3754940 6.18E-04 1.80E-04 5.38E-06 3.55E-07 4.45E-07 3.40E-08 371171 3754940 6.46E-07 1.88E-07 5.62E-09 3.71E-10 4.65E-10 3.55E-11
371191 3754940 6.07E-04 1.77E-04 5.39E-06 3.55E-07 4.45E-07 3.40E-08 371191 3754940 6.35E-07 1.85E-07 5.64E-09 3.71E-10 4.65E-10 3.55E-11
371211 3754940 5.96E-04 1.74E-04 5.39E-06 3.55E-07 4.45E-07 3.40E-08 371211 3754940 6.23E-07 1.82E-07 5.64E-09 3.72E-10 4.65E-10 3.55E-11
371231 3754940 5.84E-04 1.72E-04 5.38E-06 3.55E-07 4.44E-07 3.39E-08 371231 3754940 6.11E-07 1.79E-07 5.63E-09 3.71E-10 4.64E-10 3.55E-11
371251 3754940 5.73E-04 1.69E-04 5.36E-06 3.53E-07 4.43E-07 3.39E-08 371251 3754940 5.99E-07 1.77E-07 5.60E-09 3.69E-10 4.63E-10 3.54E-11
371271 3754940 5.62E-04 1.67E-04 5.33E-06 3.51E-07 4.43E-07 3.38E-08 371271 3754940 5.88E-07 1.75E-07 5.57E-09 3.67E-10 4.63E-10 3.53E-11
371291 3754940 5.52E-04 1.65E-04 5.28E-06 3.48E-07 4.42E-07 3.37E-08 371291 3754940 5.77E-07 1.72E-07 5.52E-09 3.64E-10 4.62E-10 3.52E-11
371311 3754940 5.42E-04 1.63E-04 5.23E-06 3.45E-07 4.40E-07 3.36E-08 371311 3754940 5.66E-07 1.71E-07 5.46E-09 3.60E-10 4.60E-10 3.51E-11
371331 3754940 5.33E-04 1.62E-04 5.16E-06 3.40E-07 4.39E-07 3.35E-08 371331 3754940 5.57E-07 1.69E-07 5.40E-09 3.56E-10 4.59E-10 3.50E-11
371351 3754940 5.24E-04 1.60E-04 5.10E-06 3.36E-07 4.37E-07 3.34E-08 371351 3754940 5.48E-07 1.68E-07 5.33E-09 3.51E-10 4.57E-10 3.49E-11
371371 3754940 5.17E-04 1.59E-04 5.02E-06 3.31E-07 4.36E-07 3.33E-08 371371 3754940 5.40E-07 1.66E-07 5.25E-09 3.46E-10 4.55E-10 3.48E-11
371391 3754940 5.10E-04 1.58E-04 4.94E-06 3.26E-07 4.34E-07 3.31E-08 371391 3754940 5.33E-07 1.65E-07 5.17E-09 3.41E-10 4.53E-10 3.46E-11
371411 3754940 5.03E-04 1.58E-04 4.86E-06 3.20E-07 4.31E-07 3.30E-08 371411 3754940 5.26E-07 1.65E-07 5.08E-09 3.35E-10 4.51E-10 3.44E-11
371431 3754940 4.98E-04 1.57E-04 4.78E-06 3.15E-07 4.29E-07 3.28E-08 371431 3754940 5.20E-07 1.64E-07 4.99E-09 3.29E-10 4.49E-10 3.43E-11
371451 3754940 4.93E-04 1.57E-04 4.69E-06 3.09E-07 4.27E-07 3.26E-08 371451 3754940 5.15E-07 1.64E-07 4.90E-09 3.23E-10 4.46E-10 3.41E-11
371471 3754940 4.89E-04 1.56E-04 4.61E-06 3.04E-07 4.24E-07 3.24E-08 371471 3754940 5.11E-07 1.63E-07 4.81E-09 3.17E-10 4.43E-10 3.39E-11
371491 3754940 4.86E-04 1.56E-04 4.52E-06 2.98E-07 4.22E-07 3.22E-08 371491 3754940 5.08E-07 1.63E-07 4.72E-09 3.11E-10 4.41E-10 3.36E-11
371511 3754940 4.83E-04 1.56E-04 4.43E-06 2.92E-07 4.19E-07 3.20E-08 371511 3754940 5.05E-07 1.63E-07 4.63E-09 3.05E-10 4.38E-10 3.34E-11
371531 3754940 4.81E-04 1.56E-04 4.35E-06 2.86E-07 4.16E-07 3.17E-08 371531 3754940 5.03E-07 1.63E-07 4.54E-09 2.99E-10 4.35E-10 3.32E-11
371551 3754940 4.80E-04 1.56E-04 4.26E-06 2.81E-07 4.13E-07 3.15E-08 371551 3754940 5.02E-07 1.64E-07 4.45E-09 2.93E-10 4.31E-10 3.29E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371571 3754940 4.79E-04 1.57E-04 4.18E-06 2.75E-07 4.10E-07 3.13E-08 371571 3754940 5.01E-07 1.64E-07 4.36E-09 2.88E-10 4.28E-10 3.27E-11
371591 3754940 4.78E-04 1.57E-04 4.09E-06 2.70E-07 4.06E-07 3.10E-08 371591 3754940 5.00E-07 1.65E-07 4.28E-09 2.82E-10 4.25E-10 3.24E-11
371611 3754940 4.79E-04 1.58E-04 4.01E-06 2.64E-07 4.03E-07 3.08E-08 371611 3754940 5.00E-07 1.65E-07 4.19E-09 2.76E-10 4.21E-10 3.22E-11
371631 3754940 4.79E-04 1.59E-04 3.93E-06 2.59E-07 3.99E-07 3.05E-08 371631 3754940 5.01E-07 1.66E-07 4.11E-09 2.71E-10 4.17E-10 3.19E-11
371651 3754940 4.80E-04 1.60E-04 3.85E-06 2.54E-07 3.96E-07 3.02E-08 371651 3754940 5.02E-07 1.67E-07 4.03E-09 2.65E-10 4.14E-10 3.16E-11
371671 3754940 4.82E-04 1.61E-04 3.78E-06 2.49E-07 3.92E-07 3.00E-08 371671 3754940 5.04E-07 1.68E-07 3.95E-09 2.60E-10 4.10E-10 3.13E-11
371691 3754940 4.84E-04 1.62E-04 3.70E-06 2.44E-07 3.89E-07 2.97E-08 371691 3754940 5.06E-07 1.70E-07 3.87E-09 2.55E-10 4.06E-10 3.10E-11
371711 3754940 4.87E-04 1.64E-04 3.63E-06 2.39E-07 3.85E-07 2.94E-08 371711 3754940 5.09E-07 1.71E-07 3.79E-09 2.50E-10 4.02E-10 3.07E-11
371731 3754940 4.91E-04 1.66E-04 3.56E-06 2.34E-07 3.81E-07 2.91E-08 371731 3754940 5.13E-07 1.73E-07 3.72E-09 2.45E-10 3.98E-10 3.04E-11
371751 3754940 4.95E-04 1.68E-04 3.49E-06 2.30E-07 3.77E-07 2.88E-08 371751 3754940 5.17E-07 1.75E-07 3.64E-09 2.40E-10 3.94E-10 3.01E-11
371771 3754940 5.00E-04 1.70E-04 3.42E-06 2.25E-07 3.74E-07 2.85E-08 371771 3754940 5.23E-07 1.78E-07 3.57E-09 2.36E-10 3.91E-10 2.98E-11
371791 3754940 5.06E-04 1.72E-04 3.35E-06 2.21E-07 3.70E-07 2.82E-08 371791 3754940 5.29E-07 1.80E-07 3.50E-09 2.31E-10 3.87E-10 2.95E-11
371811 3754940 5.12E-04 1.75E-04 3.29E-06 2.17E-07 3.66E-07 2.80E-08 371811 3754940 5.35E-07 1.83E-07 3.44E-09 2.27E-10 3.83E-10 2.92E-11
371831 3754940 5.20E-04 1.78E-04 3.23E-06 2.13E-07 3.63E-07 2.77E-08 371831 3754940 5.43E-07 1.86E-07 3.37E-09 2.22E-10 3.79E-10 2.90E-11
370571 3754960 5.56E-04 2.07E-04 2.90E-06 1.91E-07 3.34E-07 2.55E-08 370571 3754960 5.81E-07 2.17E-07 3.03E-09 2.00E-10 3.50E-10 2.67E-11
370591 3754960 5.63E-04 2.09E-04 3.01E-06 1.99E-07 3.36E-07 2.57E-08 370591 3754960 5.89E-07 2.18E-07 3.15E-09 2.08E-10 3.52E-10 2.69E-11
370611 3754960 5.71E-04 2.10E-04 3.15E-06 2.07E-07 3.43E-07 2.62E-08 370611 3754960 5.97E-07 2.20E-07 3.29E-09 2.17E-10 3.58E-10 2.74E-11
370631 3754960 5.79E-04 2.12E-04 3.29E-06 2.17E-07 3.54E-07 2.70E-08 370631 3754960 6.05E-07 2.21E-07 3.44E-09 2.27E-10 3.70E-10 2.83E-11
370651 3754960 5.87E-04 2.13E-04 3.44E-06 2.27E-07 3.63E-07 2.77E-08 370651 3754960 6.13E-07 2.23E-07 3.60E-09 2.37E-10 3.79E-10 2.89E-11
370671 3754960 5.94E-04 2.14E-04 3.60E-06 2.37E-07 3.70E-07 2.83E-08 370671 3754960 6.21E-07 2.24E-07 3.76E-09 2.48E-10 3.87E-10 2.96E-11
370691 3754960 6.01E-04 2.15E-04 3.75E-06 2.47E-07 3.76E-07 2.87E-08 370691 3754960 6.29E-07 2.25E-07 3.92E-09 2.59E-10 3.92E-10 3.00E-11
370711 3754960 6.08E-04 2.16E-04 3.91E-06 2.57E-07 3.78E-07 2.89E-08 370711 3754960 6.35E-07 2.25E-07 4.08E-09 2.69E-10 3.95E-10 3.02E-11
370731 3754960 6.13E-04 2.16E-04 4.06E-06 2.68E-07 3.77E-07 2.88E-08 370731 3754960 6.41E-07 2.25E-07 4.24E-09 2.80E-10 3.94E-10 3.01E-11
370751 3754960 6.17E-04 2.15E-04 4.19E-06 2.76E-07 3.61E-07 2.76E-08 370751 3754960 6.45E-07 2.24E-07 4.37E-09 2.88E-10 3.78E-10 2.88E-11
370771 3754960 6.23E-04 2.15E-04 4.35E-06 2.87E-07 3.68E-07 2.81E-08 370771 3754960 6.51E-07 2.24E-07 4.55E-09 3.00E-10 3.85E-10 2.94E-11
370791 3754960 6.27E-04 2.14E-04 4.49E-06 2.96E-07 3.66E-07 2.79E-08 370791 3754960 6.55E-07 2.24E-07 4.69E-09 3.09E-10 3.82E-10 2.92E-11
370811 3754960 6.30E-04 2.13E-04 4.61E-06 3.04E-07 3.66E-07 2.79E-08 370811 3754960 6.59E-07 2.22E-07 4.82E-09 3.18E-10 3.82E-10 2.92E-11
370831 3754960 6.33E-04 2.11E-04 4.71E-06 3.10E-07 3.66E-07 2.79E-08 370831 3754960 6.62E-07 2.21E-07 4.92E-09 3.24E-10 3.82E-10 2.92E-11
370851 3754960 6.35E-04 2.09E-04 4.76E-06 3.13E-07 3.64E-07 2.78E-08 370851 3754960 6.63E-07 2.19E-07 4.97E-09 3.28E-10 3.80E-10 2.90E-11
370871 3754960 6.36E-04 2.07E-04 4.80E-06 3.16E-07 3.63E-07 2.77E-08 370871 3754960 6.65E-07 2.17E-07 5.01E-09 3.30E-10 3.79E-10 2.90E-11
370891 3754960 6.36E-04 2.05E-04 4.82E-06 3.17E-07 3.63E-07 2.77E-08 370891 3754960 6.65E-07 2.14E-07 5.03E-09 3.32E-10 3.79E-10 2.90E-11
370911 3754960 6.37E-04 2.03E-04 4.84E-06 3.19E-07 3.64E-07 2.78E-08 370911 3754960 6.66E-07 2.12E-07 5.06E-09 3.33E-10 3.81E-10 2.91E-11
370931 3754960 6.40E-04 2.02E-04 4.93E-06 3.25E-07 3.72E-07 2.84E-08 370931 3754960 6.69E-07 2.11E-07 5.16E-09 3.40E-10 3.89E-10 2.97E-11
370951 3754960 6.38E-04 1.99E-04 4.90E-06 3.23E-07 3.73E-07 2.85E-08 370951 3754960 6.67E-07 2.08E-07 5.12E-09 3.38E-10 3.90E-10 2.98E-11
370971 3754960 6.37E-04 1.97E-04 4.87E-06 3.21E-07 3.76E-07 2.87E-08 370971 3754960 6.66E-07 2.06E-07 5.09E-09 3.35E-10 3.93E-10 3.00E-11
370991 3754960 6.40E-04 1.96E-04 4.88E-06 3.22E-07 4.14E-07 3.16E-08 370991 3754960 6.69E-07 2.05E-07 5.10E-09 3.36E-10 4.33E-10 3.30E-11
371011 3754960 6.40E-04 1.94E-04 4.81E-06 3.17E-07 4.21E-07 3.22E-08 371011 3754960 6.69E-07 2.03E-07 5.03E-09 3.31E-10 4.40E-10 3.36E-11
371031 3754960 6.34E-04 1.91E-04 4.72E-06 3.11E-07 4.23E-07 3.23E-08 371031 3754960 6.63E-07 1.99E-07 4.94E-09 3.25E-10 4.42E-10 3.37E-11
371051 3754960 6.28E-04 1.87E-04 4.65E-06 3.06E-07 4.23E-07 3.23E-08 371051 3754960 6.56E-07 1.96E-07 4.86E-09 3.20E-10 4.42E-10 3.38E-11
371071 3754960 6.20E-04 1.84E-04 4.59E-06 3.02E-07 4.24E-07 3.24E-08 371071 3754960 6.48E-07 1.93E-07 4.79E-09 3.16E-10 4.43E-10 3.38E-11
371091 3754960 6.12E-04 1.81E-04 4.55E-06 3.00E-07 4.24E-07 3.24E-08 371091 3754960 6.40E-07 1.89E-07 4.75E-09 3.13E-10 4.43E-10 3.39E-11
371111 3754960 6.03E-04 1.78E-04 4.53E-06 2.98E-07 4.24E-07 3.24E-08 371111 3754960 6.30E-07 1.86E-07 4.73E-09 3.12E-10 4.44E-10 3.39E-11
371131 3754960 5.94E-04 1.75E-04 4.52E-06 2.98E-07 4.24E-07 3.24E-08 371131 3754960 6.21E-07 1.82E-07 4.73E-09 3.11E-10 4.44E-10 3.39E-11
371151 3754960 5.84E-04 1.72E-04 4.53E-06 2.99E-07 4.24E-07 3.24E-08 371151 3754960 6.10E-07 1.79E-07 4.73E-09 3.12E-10 4.44E-10 3.39E-11
371171 3754960 5.74E-04 1.69E-04 4.54E-06 2.99E-07 4.24E-07 3.24E-08 371171 3754960 5.99E-07 1.76E-07 4.75E-09 3.13E-10 4.44E-10 3.39E-11
371191 3754960 5.63E-04 1.66E-04 4.56E-06 3.00E-07 4.24E-07 3.24E-08 371191 3754960 5.89E-07 1.73E-07 4.76E-09 3.14E-10 4.43E-10 3.39E-11
371211 3754960 5.53E-04 1.63E-04 4.57E-06 3.01E-07 4.24E-07 3.24E-08 371211 3754960 5.78E-07 1.71E-07 4.78E-09 3.15E-10 4.43E-10 3.38E-11
371231 3754960 5.42E-04 1.61E-04 4.58E-06 3.02E-07 4.23E-07 3.23E-08 371231 3754960 5.67E-07 1.68E-07 4.79E-09 3.15E-10 4.42E-10 3.38E-11
371251 3754960 5.32E-04 1.59E-04 4.58E-06 3.02E-07 4.23E-07 3.23E-08 371251 3754960 5.56E-07 1.66E-07 4.79E-09 3.15E-10 4.42E-10 3.37E-11
371271 3754960 5.22E-04 1.57E-04 4.57E-06 3.01E-07 4.22E-07 3.22E-08 371271 3754960 5.46E-07 1.64E-07 4.78E-09 3.15E-10 4.41E-10 3.37E-11
371291 3754960 5.13E-04 1.55E-04 4.56E-06 3.00E-07 4.21E-07 3.21E-08 371291 3754960 5.36E-07 1.62E-07 4.76E-09 3.14E-10 4.40E-10 3.36E-11
371311 3754960 5.04E-04 1.53E-04 4.53E-06 2.99E-07 4.20E-07 3.21E-08 371311 3754960 5.27E-07 1.60E-07 4.74E-09 3.12E-10 4.39E-10 3.35E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371331 3754960 4.96E-04 1.52E-04 4.50E-06 2.97E-07 4.18E-07 3.20E-08 371331 3754960 5.18E-07 1.59E-07 4.71E-09 3.10E-10 4.37E-10 3.34E-11
371351 3754960 4.88E-04 1.51E-04 4.47E-06 2.94E-07 4.17E-07 3.18E-08 371351 3754960 5.10E-07 1.57E-07 4.67E-09 3.08E-10 4.36E-10 3.33E-11
371371 3754960 4.81E-04 1.49E-04 4.42E-06 2.92E-07 4.15E-07 3.17E-08 371371 3754960 5.03E-07 1.56E-07 4.62E-09 3.05E-10 4.34E-10 3.32E-11
371391 3754960 4.75E-04 1.49E-04 4.38E-06 2.88E-07 4.13E-07 3.16E-08 371391 3754960 4.96E-07 1.55E-07 4.58E-09 3.02E-10 4.32E-10 3.30E-11
371411 3754960 4.69E-04 1.48E-04 4.33E-06 2.85E-07 4.12E-07 3.14E-08 371411 3754960 4.90E-07 1.55E-07 4.52E-09 2.98E-10 4.30E-10 3.29E-11
371431 3754960 4.64E-04 1.47E-04 4.27E-06 2.81E-07 4.10E-07 3.13E-08 371431 3754960 4.85E-07 1.54E-07 4.46E-09 2.94E-10 4.28E-10 3.27E-11
371451 3754960 4.60E-04 1.47E-04 4.21E-06 2.78E-07 4.07E-07 3.11E-08 371451 3754960 4.80E-07 1.54E-07 4.40E-09 2.90E-10 4.26E-10 3.25E-11
371471 3754960 4.56E-04 1.47E-04 4.15E-06 2.74E-07 4.05E-07 3.09E-08 371471 3754960 4.76E-07 1.53E-07 4.34E-09 2.86E-10 4.23E-10 3.23E-11
371491 3754960 4.53E-04 1.46E-04 4.09E-06 2.69E-07 4.02E-07 3.07E-08 371491 3754960 4.73E-07 1.53E-07 4.27E-09 2.82E-10 4.21E-10 3.21E-11
371511 3754960 4.50E-04 1.46E-04 4.03E-06 2.65E-07 4.00E-07 3.05E-08 371511 3754960 4.71E-07 1.53E-07 4.21E-09 2.77E-10 4.18E-10 3.19E-11
371531 3754960 4.48E-04 1.46E-04 3.96E-06 2.61E-07 3.97E-07 3.03E-08 371531 3754960 4.69E-07 1.53E-07 4.14E-09 2.73E-10 4.15E-10 3.17E-11
371551 3754960 4.47E-04 1.47E-04 3.90E-06 2.57E-07 3.94E-07 3.01E-08 371551 3754960 4.67E-07 1.53E-07 4.07E-09 2.68E-10 4.12E-10 3.15E-11
371571 3754960 4.46E-04 1.47E-04 3.83E-06 2.53E-07 3.91E-07 2.99E-08 371571 3754960 4.66E-07 1.54E-07 4.00E-09 2.64E-10 4.09E-10 3.12E-11
371591 3754960 4.46E-04 1.47E-04 3.77E-06 2.48E-07 3.88E-07 2.97E-08 371591 3754960 4.66E-07 1.54E-07 3.94E-09 2.59E-10 4.06E-10 3.10E-11
371611 3754960 4.46E-04 1.48E-04 3.70E-06 2.44E-07 3.85E-07 2.94E-08 371611 3754960 4.66E-07 1.55E-07 3.87E-09 2.55E-10 4.03E-10 3.08E-11
371631 3754960 4.46E-04 1.48E-04 3.64E-06 2.40E-07 3.82E-07 2.92E-08 371631 3754960 4.66E-07 1.55E-07 3.80E-09 2.51E-10 3.99E-10 3.05E-11
371651 3754960 4.47E-04 1.49E-04 3.57E-06 2.36E-07 3.79E-07 2.89E-08 371651 3754960 4.67E-07 1.56E-07 3.74E-09 2.46E-10 3.96E-10 3.02E-11
371671 3754960 4.48E-04 1.50E-04 3.51E-06 2.31E-07 3.76E-07 2.87E-08 371671 3754960 4.68E-07 1.57E-07 3.67E-09 2.42E-10 3.92E-10 3.00E-11
371691 3754960 4.49E-04 1.51E-04 3.45E-06 2.27E-07 3.72E-07 2.84E-08 371691 3754960 4.70E-07 1.58E-07 3.61E-09 2.38E-10 3.89E-10 2.97E-11
371711 3754960 4.51E-04 1.53E-04 3.39E-06 2.23E-07 3.69E-07 2.82E-08 371711 3754960 4.72E-07 1.59E-07 3.54E-09 2.33E-10 3.85E-10 2.94E-11
371731 3754960 4.54E-04 1.54E-04 3.33E-06 2.19E-07 3.65E-07 2.79E-08 371731 3754960 4.75E-07 1.61E-07 3.48E-09 2.29E-10 3.82E-10 2.92E-11
371751 3754960 4.58E-04 1.56E-04 3.27E-06 2.16E-07 3.62E-07 2.76E-08 371751 3754960 4.78E-07 1.63E-07 3.42E-09 2.25E-10 3.78E-10 2.89E-11
371771 3754960 4.61E-04 1.57E-04 3.21E-06 2.12E-07 3.58E-07 2.74E-08 371771 3754960 4.82E-07 1.65E-07 3.36E-09 2.21E-10 3.74E-10 2.86E-11
371791 3754960 4.66E-04 1.59E-04 3.16E-06 2.08E-07 3.55E-07 2.71E-08 371791 3754960 4.87E-07 1.67E-07 3.30E-09 2.17E-10 3.71E-10 2.83E-11
371811 3754960 4.71E-04 1.61E-04 3.10E-06 2.04E-07 3.51E-07 2.68E-08 371811 3754960 4.93E-07 1.69E-07 3.24E-09 2.14E-10 3.67E-10 2.80E-11
371831 3754960 4.77E-04 1.64E-04 3.05E-06 2.01E-07 3.48E-07 2.66E-08 371831 3754960 4.99E-07 1.71E-07 3.18E-09 2.10E-10 3.64E-10 2.78E-11
370571 3754980 5.31E-04 1.97E-04 2.71E-06 1.79E-07 3.20E-07 2.44E-08 370571 3754980 5.55E-07 2.06E-07 2.84E-09 1.87E-10 3.34E-10 2.55E-11
370591 3754980 5.38E-04 1.98E-04 2.82E-06 1.86E-07 3.23E-07 2.47E-08 370591 3754980 5.62E-07 2.07E-07 2.95E-09 1.94E-10 3.38E-10 2.58E-11
370611 3754980 5.44E-04 1.99E-04 2.93E-06 1.93E-07 3.26E-07 2.49E-08 370611 3754980 5.69E-07 2.09E-07 3.06E-09 2.02E-10 3.41E-10 2.60E-11
370631 3754980 5.51E-04 2.01E-04 3.05E-06 2.01E-07 3.31E-07 2.53E-08 370631 3754980 5.76E-07 2.10E-07 3.18E-09 2.10E-10 3.46E-10 2.64E-11
370651 3754980 5.57E-04 2.02E-04 3.17E-06 2.09E-07 3.34E-07 2.55E-08 370651 3754980 5.83E-07 2.11E-07 3.31E-09 2.18E-10 3.50E-10 2.67E-11
370671 3754980 5.64E-04 2.03E-04 3.30E-06 2.18E-07 3.44E-07 2.62E-08 370671 3754980 5.90E-07 2.12E-07 3.45E-09 2.27E-10 3.59E-10 2.74E-11
370691 3754980 5.70E-04 2.03E-04 3.43E-06 2.26E-07 3.52E-07 2.69E-08 370691 3754980 5.96E-07 2.12E-07 3.59E-09 2.36E-10 3.68E-10 2.81E-11
370711 3754980 5.76E-04 2.03E-04 3.56E-06 2.34E-07 3.54E-07 2.70E-08 370711 3754980 6.02E-07 2.13E-07 3.72E-09 2.45E-10 3.70E-10 2.83E-11
370731 3754980 5.81E-04 2.03E-04 3.67E-06 2.42E-07 3.52E-07 2.69E-08 370731 3754980 6.07E-07 2.12E-07 3.84E-09 2.53E-10 3.68E-10 2.81E-11
370751 3754980 5.83E-04 2.02E-04 3.76E-06 2.48E-07 3.44E-07 2.63E-08 370751 3754980 6.10E-07 2.11E-07 3.93E-09 2.59E-10 3.60E-10 2.75E-11
370771 3754980 5.88E-04 2.02E-04 3.89E-06 2.56E-07 3.48E-07 2.66E-08 370771 3754980 6.15E-07 2.11E-07 4.07E-09 2.68E-10 3.63E-10 2.78E-11
370791 3754980 5.92E-04 2.01E-04 3.99E-06 2.63E-07 3.48E-07 2.66E-08 370791 3754980 6.18E-07 2.10E-07 4.17E-09 2.75E-10 3.64E-10 2.78E-11
370811 3754980 5.94E-04 2.00E-04 4.06E-06 2.68E-07 3.48E-07 2.66E-08 370811 3754980 6.21E-07 2.09E-07 4.24E-09 2.80E-10 3.64E-10 2.78E-11
370831 3754980 5.96E-04 1.98E-04 4.12E-06 2.71E-07 3.48E-07 2.65E-08 370831 3754980 6.23E-07 2.07E-07 4.30E-09 2.84E-10 3.63E-10 2.77E-11
370851 3754980 5.96E-04 1.96E-04 4.13E-06 2.72E-07 3.45E-07 2.63E-08 370851 3754980 6.23E-07 2.05E-07 4.31E-09 2.84E-10 3.60E-10 2.75E-11
370871 3754980 5.86E-04 1.94E-04 4.13E-06 2.72E-07 3.43E-07 2.62E-08 370871 3754980 6.12E-07 2.03E-07 4.32E-09 2.85E-10 3.59E-10 2.74E-11
370891 3754980 5.86E-04 1.92E-04 4.14E-06 2.73E-07 3.43E-07 2.62E-08 370891 3754980 6.13E-07 2.01E-07 4.33E-09 2.86E-10 3.59E-10 2.74E-11
370911 3754980 5.98E-04 1.91E-04 4.23E-06 2.79E-07 3.50E-07 2.67E-08 370911 3754980 6.25E-07 1.99E-07 4.42E-09 2.91E-10 3.66E-10 2.79E-11
370931 3754980 5.99E-04 1.89E-04 4.29E-06 2.82E-07 3.56E-07 2.72E-08 370931 3754980 6.26E-07 1.98E-07 4.48E-09 2.95E-10 3.72E-10 2.84E-11
370951 3754980 5.97E-04 1.87E-04 4.26E-06 2.81E-07 3.56E-07 2.72E-08 370951 3754980 6.24E-07 1.95E-07 4.45E-09 2.94E-10 3.73E-10 2.85E-11
370971 3754980 5.99E-04 1.86E-04 4.28E-06 2.82E-07 3.92E-07 2.99E-08 370971 3754980 6.26E-07 1.94E-07 4.48E-09 2.95E-10 4.10E-10 3.13E-11
370991 3754980 6.01E-04 1.84E-04 4.28E-06 2.82E-07 3.97E-07 3.04E-08 370991 3754980 6.28E-07 1.93E-07 4.47E-09 2.95E-10 4.15E-10 3.17E-11
371011 3754980 5.97E-04 1.82E-04 4.21E-06 2.77E-07 4.03E-07 3.08E-08 371011 3754980 6.24E-07 1.90E-07 4.40E-09 2.90E-10 4.21E-10 3.22E-11
371031 3754980 5.91E-04 1.79E-04 4.14E-06 2.73E-07 4.04E-07 3.08E-08 371031 3754980 6.18E-07 1.87E-07 4.33E-09 2.85E-10 4.22E-10 3.22E-11
371051 3754980 5.84E-04 1.76E-04 4.07E-06 2.68E-07 4.04E-07 3.09E-08 371051 3754980 6.11E-07 1.84E-07 4.26E-09 2.81E-10 4.22E-10 3.23E-11
371071 3754980 5.77E-04 1.73E-04 4.01E-06 2.65E-07 4.05E-07 3.09E-08 371071 3754980 6.03E-07 1.80E-07 4.20E-09 2.76E-10 4.23E-10 3.23E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371091 3754980 5.69E-04 1.70E-04 3.97E-06 2.62E-07 4.05E-07 3.09E-08 371091 3754980 5.95E-07 1.77E-07 4.15E-09 2.73E-10 4.23E-10 3.23E-11
371111 3754980 5.61E-04 1.67E-04 3.93E-06 2.59E-07 4.05E-07 3.09E-08 371111 3754980 5.86E-07 1.74E-07 4.11E-09 2.71E-10 4.23E-10 3.23E-11
371131 3754980 5.52E-04 1.64E-04 3.92E-06 2.58E-07 4.05E-07 3.09E-08 371131 3754980 5.77E-07 1.71E-07 4.09E-09 2.70E-10 4.23E-10 3.23E-11
371151 3754980 5.43E-04 1.61E-04 3.91E-06 2.58E-07 4.05E-07 3.09E-08 371151 3754980 5.67E-07 1.68E-07 4.09E-09 2.69E-10 4.23E-10 3.23E-11
371171 3754980 5.33E-04 1.58E-04 3.91E-06 2.58E-07 4.05E-07 3.09E-08 371171 3754980 5.58E-07 1.65E-07 4.09E-09 2.69E-10 4.23E-10 3.23E-11
371191 3754980 5.24E-04 1.56E-04 3.92E-06 2.58E-07 4.05E-07 3.09E-08 371191 3754980 5.47E-07 1.63E-07 4.09E-09 2.70E-10 4.23E-10 3.23E-11
371211 3754980 5.14E-04 1.54E-04 3.93E-06 2.59E-07 4.04E-07 3.09E-08 371211 3754980 5.38E-07 1.60E-07 4.10E-09 2.70E-10 4.23E-10 3.23E-11
371231 3754980 5.05E-04 1.51E-04 3.94E-06 2.59E-07 4.04E-07 3.08E-08 371231 3754980 5.28E-07 1.58E-07 4.11E-09 2.71E-10 4.22E-10 3.22E-11
371251 3754980 4.96E-04 1.49E-04 3.95E-06 2.60E-07 4.03E-07 3.08E-08 371251 3754980 5.18E-07 1.56E-07 4.12E-09 2.72E-10 4.22E-10 3.22E-11
371271 3754980 4.87E-04 1.47E-04 3.95E-06 2.60E-07 4.03E-07 3.07E-08 371271 3754980 5.09E-07 1.54E-07 4.13E-09 2.72E-10 4.21E-10 3.21E-11
371291 3754980 4.78E-04 1.46E-04 3.95E-06 2.60E-07 4.02E-07 3.07E-08 371291 3754980 5.00E-07 1.52E-07 4.13E-09 2.72E-10 4.20E-10 3.21E-11
371311 3754980 4.70E-04 1.44E-04 3.95E-06 2.60E-07 4.01E-07 3.06E-08 371311 3754980 4.91E-07 1.51E-07 4.12E-09 2.72E-10 4.19E-10 3.20E-11
371331 3754980 4.62E-04 1.43E-04 3.93E-06 2.59E-07 3.99E-07 3.05E-08 371331 3754980 4.83E-07 1.49E-07 4.11E-09 2.71E-10 4.17E-10 3.19E-11
371351 3754980 4.56E-04 1.42E-04 3.92E-06 2.58E-07 3.98E-07 3.04E-08 371351 3754980 4.76E-07 1.48E-07 4.10E-09 2.70E-10 4.16E-10 3.18E-11
371371 3754980 4.49E-04 1.41E-04 3.90E-06 2.57E-07 3.97E-07 3.03E-08 371371 3754980 4.69E-07 1.47E-07 4.07E-09 2.69E-10 4.14E-10 3.17E-11
371391 3754980 4.43E-04 1.40E-04 3.87E-06 2.55E-07 3.95E-07 3.02E-08 371391 3754980 4.63E-07 1.46E-07 4.05E-09 2.67E-10 4.13E-10 3.15E-11
371411 3754980 4.38E-04 1.39E-04 3.84E-06 2.53E-07 3.93E-07 3.00E-08 371411 3754980 4.58E-07 1.45E-07 4.02E-09 2.65E-10 4.11E-10 3.14E-11
371431 3754980 4.34E-04 1.39E-04 3.81E-06 2.51E-07 3.91E-07 2.99E-08 371431 3754980 4.53E-07 1.45E-07 3.98E-09 2.62E-10 4.09E-10 3.12E-11
371451 3754980 4.29E-04 1.38E-04 3.77E-06 2.49E-07 3.89E-07 2.97E-08 371451 3754980 4.49E-07 1.44E-07 3.94E-09 2.60E-10 4.07E-10 3.11E-11
371471 3754980 4.26E-04 1.38E-04 3.73E-06 2.46E-07 3.87E-07 2.96E-08 371471 3754980 4.45E-07 1.44E-07 3.90E-09 2.57E-10 4.04E-10 3.09E-11
371491 3754980 4.23E-04 1.38E-04 3.69E-06 2.43E-07 3.85E-07 2.94E-08 371491 3754980 4.42E-07 1.44E-07 3.86E-09 2.54E-10 4.02E-10 3.07E-11
371511 3754980 4.21E-04 1.38E-04 3.65E-06 2.40E-07 3.82E-07 2.92E-08 371511 3754980 4.40E-07 1.44E-07 3.81E-09 2.51E-10 3.99E-10 3.05E-11
371531 3754980 4.19E-04 1.38E-04 3.60E-06 2.37E-07 3.80E-07 2.90E-08 371531 3754980 4.38E-07 1.44E-07 3.76E-09 2.48E-10 3.97E-10 3.03E-11
371551 3754980 4.18E-04 1.38E-04 3.55E-06 2.34E-07 3.77E-07 2.88E-08 371551 3754980 4.36E-07 1.44E-07 3.71E-09 2.45E-10 3.94E-10 3.01E-11
371571 3754980 4.17E-04 1.38E-04 3.50E-06 2.31E-07 3.75E-07 2.86E-08 371571 3754980 4.35E-07 1.44E-07 3.66E-09 2.41E-10 3.91E-10 2.99E-11
371591 3754980 4.16E-04 1.38E-04 3.46E-06 2.28E-07 3.72E-07 2.84E-08 371591 3754980 4.35E-07 1.44E-07 3.61E-09 2.38E-10 3.88E-10 2.97E-11
371611 3754980 4.16E-04 1.39E-04 3.41E-06 2.24E-07 3.69E-07 2.82E-08 371611 3754980 4.35E-07 1.45E-07 3.56E-09 2.35E-10 3.86E-10 2.94E-11
371631 3754980 4.16E-04 1.39E-04 3.36E-06 2.21E-07 3.66E-07 2.79E-08 371631 3754980 4.35E-07 1.45E-07 3.51E-09 2.31E-10 3.82E-10 2.92E-11
371651 3754980 4.16E-04 1.40E-04 3.31E-06 2.18E-07 3.63E-07 2.77E-08 371651 3754980 4.35E-07 1.46E-07 3.45E-09 2.28E-10 3.79E-10 2.90E-11
371671 3754980 4.17E-04 1.40E-04 3.25E-06 2.15E-07 3.60E-07 2.75E-08 371671 3754980 4.36E-07 1.47E-07 3.40E-09 2.24E-10 3.76E-10 2.87E-11
371691 3754980 4.18E-04 1.41E-04 3.21E-06 2.11E-07 3.57E-07 2.72E-08 371691 3754980 4.37E-07 1.48E-07 3.35E-09 2.21E-10 3.73E-10 2.85E-11
371711 3754980 4.20E-04 1.42E-04 3.16E-06 2.08E-07 3.54E-07 2.70E-08 371711 3754980 4.39E-07 1.49E-07 3.30E-09 2.17E-10 3.70E-10 2.82E-11
371731 3754980 4.22E-04 1.44E-04 3.11E-06 2.05E-07 3.50E-07 2.68E-08 371731 3754980 4.41E-07 1.50E-07 3.25E-09 2.14E-10 3.66E-10 2.80E-11
371751 3754980 4.25E-04 1.45E-04 3.06E-06 2.02E-07 3.47E-07 2.65E-08 371751 3754980 4.44E-07 1.51E-07 3.20E-09 2.11E-10 3.63E-10 2.77E-11
371771 3754980 4.28E-04 1.46E-04 3.01E-06 1.98E-07 3.44E-07 2.63E-08 371771 3754980 4.47E-07 1.53E-07 3.15E-09 2.07E-10 3.59E-10 2.74E-11
371791 3754980 4.31E-04 1.48E-04 2.96E-06 1.95E-07 3.41E-07 2.60E-08 371791 3754980 4.51E-07 1.55E-07 3.10E-09 2.04E-10 3.56E-10 2.72E-11
371811 3754980 4.35E-04 1.50E-04 2.92E-06 1.92E-07 3.37E-07 2.58E-08 371811 3754980 4.55E-07 1.57E-07 3.05E-09 2.01E-10 3.53E-10 2.69E-11
371831 3754980 4.40E-04 1.52E-04 2.87E-06 1.89E-07 3.34E-07 2.55E-08 371831 3754980 4.60E-07 1.59E-07 3.00E-09 1.98E-10 3.49E-10 2.67E-11
370571 3755000 5.09E-04 1.88E-04 2.55E-06 1.68E-07 3.09E-07 2.36E-08 370571 3755000 5.32E-07 1.97E-07 2.67E-09 1.76E-10 3.23E-10 2.47E-11
370591 3755000 5.14E-04 1.89E-04 2.64E-06 1.74E-07 3.12E-07 2.38E-08 370591 3755000 5.37E-07 1.98E-07 2.76E-09 1.82E-10 3.26E-10 2.49E-11
370611 3755000 5.20E-04 1.90E-04 2.74E-06 1.80E-07 3.15E-07 2.40E-08 370611 3755000 5.43E-07 1.99E-07 2.86E-09 1.89E-10 3.29E-10 2.51E-11
370631 3755000 5.25E-04 1.91E-04 2.83E-06 1.87E-07 3.18E-07 2.43E-08 370631 3755000 5.49E-07 1.99E-07 2.96E-09 1.95E-10 3.32E-10 2.54E-11
370651 3755000 5.31E-04 1.91E-04 2.94E-06 1.93E-07 3.21E-07 2.45E-08 370651 3755000 5.55E-07 2.00E-07 3.07E-09 2.02E-10 3.36E-10 2.56E-11
370671 3755000 5.36E-04 1.92E-04 3.04E-06 2.00E-07 3.24E-07 2.48E-08 370671 3755000 5.61E-07 2.01E-07 3.17E-09 2.09E-10 3.39E-10 2.59E-11
370691 3755000 5.42E-04 1.92E-04 3.15E-06 2.08E-07 3.34E-07 2.55E-08 370691 3755000 5.67E-07 2.01E-07 3.29E-09 2.17E-10 3.49E-10 2.66E-11
370711 3755000 5.47E-04 1.92E-04 3.25E-06 2.14E-07 3.33E-07 2.54E-08 370711 3755000 5.71E-07 2.01E-07 3.39E-09 2.24E-10 3.48E-10 2.66E-11
370731 3755000 5.50E-04 1.92E-04 3.33E-06 2.20E-07 3.31E-07 2.53E-08 370731 3755000 5.75E-07 2.01E-07 3.49E-09 2.30E-10 3.46E-10 2.64E-11
370751 3755000 5.53E-04 1.91E-04 3.41E-06 2.25E-07 3.30E-07 2.52E-08 370751 3755000 5.78E-07 2.00E-07 3.56E-09 2.35E-10 3.45E-10 2.64E-11
370771 3755000 5.56E-04 1.90E-04 3.49E-06 2.30E-07 3.32E-07 2.53E-08 370771 3755000 5.81E-07 1.99E-07 3.65E-09 2.40E-10 3.47E-10 2.65E-11
370791 3755000 5.57E-04 1.89E-04 3.52E-06 2.32E-07 3.29E-07 2.51E-08 370791 3755000 5.82E-07 1.97E-07 3.68E-09 2.43E-10 3.44E-10 2.63E-11
370811 3755000 5.46E-04 1.85E-04 3.53E-06 2.33E-07 3.25E-07 2.48E-08 370811 3755000 5.71E-07 1.93E-07 3.69E-09 2.43E-10 3.40E-10 2.60E-11
370831 3755000 5.48E-04 1.84E-04 3.57E-06 2.35E-07 3.25E-07 2.48E-08 370831 3755000 5.73E-07 1.92E-07 3.73E-09 2.46E-10 3.40E-10 2.60E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370851 3755000 5.48E-04 1.82E-04 3.58E-06 2.36E-07 3.24E-07 2.48E-08 370851 3755000 5.73E-07 1.90E-07 3.74E-09 2.47E-10 3.39E-10 2.59E-11
370871 3755000 5.48E-04 1.80E-04 3.58E-06 2.36E-07 3.23E-07 2.47E-08 370871 3755000 5.73E-07 1.88E-07 3.74E-09 2.47E-10 3.37E-10 2.58E-11
370891 3755000 5.48E-04 1.78E-04 3.59E-06 2.37E-07 3.23E-07 2.47E-08 370891 3755000 5.73E-07 1.86E-07 3.76E-09 2.48E-10 3.38E-10 2.58E-11
370911 3755000 5.63E-04 1.80E-04 3.74E-06 2.47E-07 3.37E-07 2.57E-08 370911 3755000 5.88E-07 1.88E-07 3.91E-09 2.58E-10 3.52E-10 2.69E-11
370931 3755000 5.62E-04 1.78E-04 3.77E-06 2.49E-07 3.41E-07 2.60E-08 370931 3755000 5.88E-07 1.86E-07 3.94E-09 2.60E-10 3.56E-10 2.72E-11
370951 3755000 5.60E-04 1.75E-04 3.75E-06 2.47E-07 3.42E-07 2.61E-08 370951 3755000 5.85E-07 1.83E-07 3.92E-09 2.59E-10 3.57E-10 2.73E-11
370971 3755000 5.61E-04 1.75E-04 3.79E-06 2.50E-07 3.77E-07 2.88E-08 370971 3755000 5.87E-07 1.82E-07 3.96E-09 2.61E-10 3.94E-10 3.01E-11
370991 3755000 5.62E-04 1.73E-04 3.78E-06 2.49E-07 3.83E-07 2.92E-08 370991 3755000 5.87E-07 1.81E-07 3.95E-09 2.60E-10 4.00E-10 3.05E-11
371011 3755000 5.57E-04 1.70E-04 3.73E-06 2.46E-07 3.85E-07 2.94E-08 371011 3755000 5.82E-07 1.78E-07 3.90E-09 2.57E-10 4.03E-10 3.08E-11
371031 3755000 5.52E-04 1.68E-04 3.68E-06 2.42E-07 3.86E-07 2.95E-08 371031 3755000 5.77E-07 1.75E-07 3.84E-09 2.53E-10 4.03E-10 3.08E-11
371051 3755000 5.45E-04 1.65E-04 3.62E-06 2.39E-07 3.86E-07 2.95E-08 371051 3755000 5.70E-07 1.72E-07 3.78E-09 2.49E-10 4.04E-10 3.08E-11
371071 3755000 5.38E-04 1.62E-04 3.57E-06 2.35E-07 3.87E-07 2.95E-08 371071 3755000 5.63E-07 1.69E-07 3.73E-09 2.46E-10 4.04E-10 3.09E-11
371091 3755000 5.31E-04 1.59E-04 3.52E-06 2.32E-07 3.87E-07 2.96E-08 371091 3755000 5.55E-07 1.66E-07 3.68E-09 2.42E-10 4.04E-10 3.09E-11
371111 3755000 5.23E-04 1.57E-04 3.48E-06 2.29E-07 3.87E-07 2.96E-08 371111 3755000 5.47E-07 1.64E-07 3.64E-09 2.40E-10 4.05E-10 3.09E-11
371131 3755000 5.15E-04 1.54E-04 3.45E-06 2.28E-07 3.87E-07 2.96E-08 371131 3755000 5.38E-07 1.61E-07 3.61E-09 2.38E-10 4.05E-10 3.09E-11
371151 3755000 5.06E-04 1.51E-04 3.43E-06 2.26E-07 3.87E-07 2.96E-08 371151 3755000 5.29E-07 1.58E-07 3.59E-09 2.37E-10 4.05E-10 3.09E-11
371171 3755000 4.97E-04 1.49E-04 3.42E-06 2.26E-07 3.87E-07 2.96E-08 371171 3755000 5.20E-07 1.56E-07 3.58E-09 2.36E-10 4.04E-10 3.09E-11
371191 3755000 4.89E-04 1.47E-04 3.42E-06 2.26E-07 3.87E-07 2.95E-08 371191 3755000 5.11E-07 1.53E-07 3.58E-09 2.36E-10 4.04E-10 3.09E-11
371211 3755000 4.80E-04 1.45E-04 3.42E-06 2.26E-07 3.86E-07 2.95E-08 371211 3755000 5.01E-07 1.51E-07 3.58E-09 2.36E-10 4.04E-10 3.08E-11
371231 3755000 4.71E-04 1.43E-04 3.43E-06 2.26E-07 3.86E-07 2.95E-08 371231 3755000 4.92E-07 1.49E-07 3.59E-09 2.36E-10 4.03E-10 3.08E-11
371251 3755000 4.63E-04 1.41E-04 3.44E-06 2.27E-07 3.85E-07 2.94E-08 371251 3755000 4.84E-07 1.47E-07 3.59E-09 2.37E-10 4.03E-10 3.08E-11
371271 3755000 4.55E-04 1.39E-04 3.45E-06 2.27E-07 3.85E-07 2.94E-08 371271 3755000 4.75E-07 1.45E-07 3.60E-09 2.37E-10 4.02E-10 3.07E-11
371291 3755000 4.47E-04 1.37E-04 3.45E-06 2.27E-07 3.84E-07 2.93E-08 371291 3755000 4.67E-07 1.44E-07 3.61E-09 2.38E-10 4.01E-10 3.06E-11
371311 3755000 4.40E-04 1.36E-04 3.46E-06 2.28E-07 3.83E-07 2.92E-08 371311 3755000 4.59E-07 1.42E-07 3.61E-09 2.38E-10 4.00E-10 3.06E-11
371331 3755000 4.33E-04 1.35E-04 3.46E-06 2.28E-07 3.82E-07 2.92E-08 371331 3755000 4.52E-07 1.41E-07 3.61E-09 2.38E-10 3.99E-10 3.05E-11
371351 3755000 4.26E-04 1.34E-04 3.45E-06 2.27E-07 3.81E-07 2.91E-08 371351 3755000 4.46E-07 1.40E-07 3.61E-09 2.38E-10 3.98E-10 3.04E-11
371371 3755000 4.20E-04 1.33E-04 3.44E-06 2.27E-07 3.79E-07 2.89E-08 371371 3755000 4.39E-07 1.39E-07 3.60E-09 2.37E-10 3.96E-10 3.03E-11
371391 3755000 4.15E-04 1.32E-04 3.43E-06 2.26E-07 3.78E-07 2.88E-08 371391 3755000 4.34E-07 1.38E-07 3.59E-09 2.36E-10 3.95E-10 3.01E-11
371411 3755000 4.10E-04 1.31E-04 3.42E-06 2.25E-07 3.76E-07 2.87E-08 371411 3755000 4.29E-07 1.37E-07 3.57E-09 2.35E-10 3.93E-10 3.00E-11
371431 3755000 4.06E-04 1.31E-04 3.40E-06 2.24E-07 3.74E-07 2.86E-08 371431 3755000 4.24E-07 1.37E-07 3.55E-09 2.34E-10 3.91E-10 2.99E-11
371451 3755000 4.02E-04 1.30E-04 3.38E-06 2.23E-07 3.72E-07 2.84E-08 371451 3755000 4.20E-07 1.36E-07 3.53E-09 2.33E-10 3.89E-10 2.97E-11
371471 3755000 3.99E-04 1.30E-04 3.35E-06 2.21E-07 3.70E-07 2.83E-08 371471 3755000 4.17E-07 1.36E-07 3.51E-09 2.31E-10 3.87E-10 2.96E-11
371491 3755000 3.96E-04 1.30E-04 3.33E-06 2.19E-07 3.68E-07 2.81E-08 371491 3755000 4.14E-07 1.36E-07 3.48E-09 2.29E-10 3.85E-10 2.94E-11
371511 3755000 3.94E-04 1.30E-04 3.30E-06 2.17E-07 3.66E-07 2.79E-08 371511 3755000 4.12E-07 1.35E-07 3.45E-09 2.27E-10 3.82E-10 2.92E-11
371531 3755000 3.92E-04 1.30E-04 3.27E-06 2.15E-07 3.64E-07 2.78E-08 371531 3755000 4.10E-07 1.35E-07 3.41E-09 2.25E-10 3.80E-10 2.90E-11
371551 3755000 3.91E-04 1.30E-04 3.23E-06 2.13E-07 3.61E-07 2.76E-08 371551 3755000 4.09E-07 1.36E-07 3.38E-09 2.23E-10 3.78E-10 2.88E-11
371571 3755000 3.90E-04 1.30E-04 3.20E-06 2.11E-07 3.59E-07 2.74E-08 371571 3755000 4.08E-07 1.36E-07 3.34E-09 2.20E-10 3.75E-10 2.86E-11
371591 3755000 3.89E-04 1.30E-04 3.16E-06 2.08E-07 3.56E-07 2.72E-08 371591 3755000 4.07E-07 1.36E-07 3.31E-09 2.18E-10 3.72E-10 2.84E-11
371611 3755000 3.89E-04 1.30E-04 3.12E-06 2.06E-07 3.54E-07 2.70E-08 371611 3755000 4.06E-07 1.36E-07 3.27E-09 2.15E-10 3.70E-10 2.82E-11
371631 3755000 3.89E-04 1.31E-04 3.09E-06 2.03E-07 3.51E-07 2.68E-08 371631 3755000 4.06E-07 1.37E-07 3.23E-09 2.13E-10 3.67E-10 2.80E-11
371651 3755000 3.89E-04 1.31E-04 3.05E-06 2.01E-07 3.48E-07 2.66E-08 371651 3755000 4.07E-07 1.37E-07 3.19E-09 2.10E-10 3.64E-10 2.78E-11
371671 3755000 3.90E-04 1.32E-04 3.01E-06 1.98E-07 3.45E-07 2.64E-08 371671 3755000 4.07E-07 1.38E-07 3.15E-09 2.07E-10 3.61E-10 2.76E-11
371691 3755000 3.91E-04 1.32E-04 2.97E-06 1.96E-07 3.42E-07 2.61E-08 371691 3755000 4.08E-07 1.38E-07 3.10E-09 2.05E-10 3.58E-10 2.73E-11
371711 3755000 3.92E-04 1.33E-04 2.93E-06 1.93E-07 3.39E-07 2.59E-08 371711 3755000 4.10E-07 1.39E-07 3.06E-09 2.02E-10 3.55E-10 2.71E-11
371731 3755000 3.93E-04 1.34E-04 2.89E-06 1.91E-07 3.36E-07 2.57E-08 371731 3755000 4.11E-07 1.40E-07 3.02E-09 1.99E-10 3.52E-10 2.69E-11
371751 3755000 3.95E-04 1.35E-04 2.85E-06 1.88E-07 3.33E-07 2.55E-08 371751 3755000 4.13E-07 1.41E-07 2.98E-09 1.96E-10 3.48E-10 2.66E-11
371771 3755000 3.98E-04 1.37E-04 2.81E-06 1.85E-07 3.30E-07 2.52E-08 371771 3755000 4.16E-07 1.43E-07 2.94E-09 1.94E-10 3.45E-10 2.64E-11
371791 3755000 4.01E-04 1.38E-04 2.77E-06 1.83E-07 3.27E-07 2.50E-08 371791 3755000 4.19E-07 1.44E-07 2.90E-09 1.91E-10 3.42E-10 2.61E-11
371811 3755000 4.04E-04 1.39E-04 2.73E-06 1.80E-07 3.24E-07 2.48E-08 371811 3755000 4.22E-07 1.46E-07 2.86E-09 1.88E-10 3.39E-10 2.59E-11
371831 3755000 4.08E-04 1.41E-04 2.70E-06 1.78E-07 3.21E-07 2.45E-08 371831 3755000 4.26E-07 1.47E-07 2.82E-09 1.86E-10 3.36E-10 2.56E-11
370571 3755020 4.88E-04 1.80E-04 2.41E-06 1.59E-07 3.00E-07 2.29E-08 370571 3755020 5.10E-07 1.88E-07 2.52E-09 1.66E-10 3.13E-10 2.39E-11
370591 3755020 4.92E-04 1.80E-04 2.48E-06 1.64E-07 3.01E-07 2.30E-08 370591 3755020 5.14E-07 1.88E-07 2.59E-09 1.71E-10 3.15E-10 2.41E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370611 3755020 4.97E-04 1.81E-04 2.57E-06 1.69E-07 3.05E-07 2.33E-08 370611 3755020 5.20E-07 1.89E-07 2.68E-09 1.77E-10 3.19E-10 2.43E-11
370631 3755020 5.02E-04 1.82E-04 2.64E-06 1.74E-07 3.07E-07 2.34E-08 370631 3755020 5.25E-07 1.90E-07 2.76E-09 1.82E-10 3.21E-10 2.45E-11
370651 3755020 5.07E-04 1.82E-04 2.73E-06 1.80E-07 3.09E-07 2.36E-08 370651 3755020 5.29E-07 1.90E-07 2.85E-09 1.88E-10 3.23E-10 2.47E-11
370671 3755020 5.11E-04 1.82E-04 2.81E-06 1.85E-07 3.12E-07 2.39E-08 370671 3755020 5.34E-07 1.90E-07 2.94E-09 1.94E-10 3.26E-10 2.49E-11
370691 3755020 5.16E-04 1.83E-04 2.90E-06 1.91E-07 3.18E-07 2.43E-08 370691 3755020 5.39E-07 1.91E-07 3.03E-09 2.00E-10 3.33E-10 2.54E-11
370711 3755020 5.19E-04 1.82E-04 2.97E-06 1.96E-07 3.17E-07 2.42E-08 370711 3755020 5.43E-07 1.90E-07 3.11E-09 2.05E-10 3.31E-10 2.53E-11
370731 3755020 5.22E-04 1.82E-04 3.04E-06 2.01E-07 3.18E-07 2.43E-08 370731 3755020 5.46E-07 1.90E-07 3.18E-09 2.10E-10 3.32E-10 2.54E-11
370751 3755020 5.24E-04 1.80E-04 3.08E-06 2.03E-07 3.16E-07 2.41E-08 370751 3755020 5.47E-07 1.89E-07 3.22E-09 2.12E-10 3.30E-10 2.52E-11
370771 3755020 5.25E-04 1.79E-04 3.12E-06 2.05E-07 3.14E-07 2.40E-08 370771 3755020 5.49E-07 1.87E-07 3.26E-09 2.15E-10 3.29E-10 2.51E-11
370791 3755020 5.27E-04 1.78E-04 3.16E-06 2.08E-07 3.14E-07 2.40E-08 370791 3755020 5.50E-07 1.86E-07 3.30E-09 2.18E-10 3.28E-10 2.51E-11
370811 3755020 5.15E-04 1.74E-04 3.14E-06 2.07E-07 3.09E-07 2.36E-08 370811 3755020 5.38E-07 1.82E-07 3.28E-09 2.16E-10 3.23E-10 2.46E-11
370831 3755020 5.15E-04 1.73E-04 3.15E-06 2.08E-07 3.08E-07 2.35E-08 370831 3755020 5.39E-07 1.80E-07 3.29E-09 2.17E-10 3.22E-10 2.46E-11
370851 3755020 5.15E-04 1.71E-04 3.15E-06 2.08E-07 3.07E-07 2.35E-08 370851 3755020 5.39E-07 1.79E-07 3.30E-09 2.17E-10 3.21E-10 2.45E-11
370871 3755020 5.16E-04 1.69E-04 3.17E-06 2.09E-07 3.08E-07 2.35E-08 370871 3755020 5.39E-07 1.77E-07 3.31E-09 2.18E-10 3.22E-10 2.46E-11
370891 3755020 5.16E-04 1.68E-04 3.18E-06 2.10E-07 3.08E-07 2.35E-08 370891 3755020 5.39E-07 1.75E-07 3.32E-09 2.19E-10 3.22E-10 2.46E-11
370911 3755020 5.29E-04 1.69E-04 3.33E-06 2.20E-07 3.23E-07 2.47E-08 370911 3755020 5.53E-07 1.77E-07 3.48E-09 2.30E-10 3.37E-10 2.58E-11
370931 3755020 5.29E-04 1.68E-04 3.36E-06 2.22E-07 3.28E-07 2.50E-08 370931 3755020 5.53E-07 1.75E-07 3.51E-09 2.32E-10 3.43E-10 2.62E-11
370951 3755020 5.26E-04 1.65E-04 3.35E-06 2.21E-07 3.28E-07 2.51E-08 370951 3755020 5.50E-07 1.73E-07 3.50E-09 2.31E-10 3.43E-10 2.62E-11
370971 3755020 5.27E-04 1.64E-04 3.39E-06 2.23E-07 3.62E-07 2.76E-08 370971 3755020 5.51E-07 1.72E-07 3.54E-09 2.34E-10 3.78E-10 2.89E-11
370991 3755020 5.26E-04 1.63E-04 3.38E-06 2.23E-07 3.67E-07 2.80E-08 370991 3755020 5.50E-07 1.70E-07 3.53E-09 2.33E-10 3.84E-10 2.93E-11
371011 3755020 5.22E-04 1.60E-04 3.34E-06 2.20E-07 3.69E-07 2.82E-08 371011 3755020 5.45E-07 1.68E-07 3.49E-09 2.30E-10 3.86E-10 2.95E-11
371031 3755020 5.16E-04 1.58E-04 3.29E-06 2.17E-07 3.69E-07 2.82E-08 371031 3755020 5.39E-07 1.65E-07 3.44E-09 2.27E-10 3.86E-10 2.95E-11
371051 3755020 5.10E-04 1.55E-04 3.25E-06 2.14E-07 3.70E-07 2.82E-08 371051 3755020 5.33E-07 1.62E-07 3.40E-09 2.24E-10 3.87E-10 2.95E-11
371071 3755020 5.03E-04 1.52E-04 3.20E-06 2.11E-07 3.70E-07 2.83E-08 371071 3755020 5.26E-07 1.59E-07 3.35E-09 2.21E-10 3.87E-10 2.95E-11
371091 3755020 4.96E-04 1.50E-04 3.16E-06 2.08E-07 3.70E-07 2.83E-08 371091 3755020 5.18E-07 1.57E-07 3.30E-09 2.18E-10 3.87E-10 2.96E-11
371111 3755020 4.89E-04 1.47E-04 3.12E-06 2.06E-07 3.70E-07 2.83E-08 371111 3755020 5.11E-07 1.54E-07 3.26E-09 2.15E-10 3.87E-10 2.96E-11
371131 3755020 4.81E-04 1.45E-04 3.09E-06 2.03E-07 3.70E-07 2.83E-08 371131 3755020 5.03E-07 1.52E-07 3.23E-09 2.13E-10 3.87E-10 2.96E-11
371151 3755020 4.73E-04 1.43E-04 3.06E-06 2.02E-07 3.70E-07 2.83E-08 371151 3755020 4.94E-07 1.49E-07 3.20E-09 2.11E-10 3.87E-10 2.96E-11
371171 3755020 4.65E-04 1.40E-04 3.04E-06 2.01E-07 3.70E-07 2.83E-08 371171 3755020 4.86E-07 1.47E-07 3.18E-09 2.10E-10 3.87E-10 2.96E-11
371191 3755020 4.57E-04 1.38E-04 3.03E-06 2.00E-07 3.70E-07 2.83E-08 371191 3755020 4.77E-07 1.45E-07 3.17E-09 2.09E-10 3.87E-10 2.95E-11
371211 3755020 4.49E-04 1.36E-04 3.03E-06 2.00E-07 3.70E-07 2.82E-08 371211 3755020 4.69E-07 1.43E-07 3.17E-09 2.09E-10 3.86E-10 2.95E-11
371231 3755020 4.41E-04 1.35E-04 3.03E-06 2.00E-07 3.69E-07 2.82E-08 371231 3755020 4.61E-07 1.41E-07 3.17E-09 2.09E-10 3.86E-10 2.95E-11
371251 3755020 4.33E-04 1.33E-04 3.03E-06 2.00E-07 3.69E-07 2.82E-08 371251 3755020 4.53E-07 1.39E-07 3.17E-09 2.09E-10 3.85E-10 2.94E-11
371271 3755020 4.26E-04 1.31E-04 3.04E-06 2.00E-07 3.68E-07 2.81E-08 371271 3755020 4.45E-07 1.37E-07 3.17E-09 2.09E-10 3.85E-10 2.94E-11
371291 3755020 4.19E-04 1.30E-04 3.04E-06 2.01E-07 3.67E-07 2.80E-08 371291 3755020 4.38E-07 1.36E-07 3.18E-09 2.10E-10 3.84E-10 2.93E-11
371311 3755020 4.12E-04 1.28E-04 3.05E-06 2.01E-07 3.66E-07 2.80E-08 371311 3755020 4.31E-07 1.34E-07 3.19E-09 2.10E-10 3.83E-10 2.92E-11
371331 3755020 4.06E-04 1.27E-04 3.05E-06 2.01E-07 3.65E-07 2.79E-08 371331 3755020 4.24E-07 1.33E-07 3.19E-09 2.10E-10 3.82E-10 2.92E-11
371351 3755020 4.00E-04 1.26E-04 3.05E-06 2.01E-07 3.64E-07 2.78E-08 371351 3755020 4.18E-07 1.32E-07 3.19E-09 2.10E-10 3.81E-10 2.91E-11
371371 3755020 3.94E-04 1.25E-04 3.05E-06 2.01E-07 3.63E-07 2.77E-08 371371 3755020 4.12E-07 1.31E-07 3.19E-09 2.10E-10 3.79E-10 2.90E-11
371391 3755020 3.89E-04 1.25E-04 3.05E-06 2.01E-07 3.61E-07 2.76E-08 371391 3755020 4.07E-07 1.30E-07 3.19E-09 2.10E-10 3.78E-10 2.88E-11
371411 3755020 3.85E-04 1.24E-04 3.05E-06 2.01E-07 3.60E-07 2.75E-08 371411 3755020 4.02E-07 1.30E-07 3.18E-09 2.10E-10 3.76E-10 2.87E-11
371431 3755020 3.81E-04 1.23E-04 3.04E-06 2.00E-07 3.58E-07 2.74E-08 371431 3755020 3.98E-07 1.29E-07 3.18E-09 2.09E-10 3.74E-10 2.86E-11
371451 3755020 3.78E-04 1.23E-04 3.03E-06 2.00E-07 3.56E-07 2.72E-08 371451 3755020 3.95E-07 1.29E-07 3.16E-09 2.09E-10 3.73E-10 2.85E-11
371471 3755020 3.75E-04 1.23E-04 3.01E-06 1.99E-07 3.55E-07 2.71E-08 371471 3755020 3.92E-07 1.28E-07 3.15E-09 2.08E-10 3.71E-10 2.83E-11
371491 3755020 3.72E-04 1.22E-04 3.00E-06 1.98E-07 3.53E-07 2.69E-08 371491 3755020 3.89E-07 1.28E-07 3.13E-09 2.07E-10 3.69E-10 2.81E-11
371511 3755020 3.70E-04 1.22E-04 2.98E-06 1.96E-07 3.51E-07 2.68E-08 371511 3755020 3.87E-07 1.28E-07 3.12E-09 2.05E-10 3.66E-10 2.80E-11
371531 3755020 3.68E-04 1.22E-04 2.96E-06 1.95E-07 3.49E-07 2.66E-08 371531 3755020 3.85E-07 1.28E-07 3.09E-09 2.04E-10 3.64E-10 2.78E-11
371551 3755020 3.67E-04 1.22E-04 2.94E-06 1.94E-07 3.46E-07 2.64E-08 371551 3755020 3.83E-07 1.28E-07 3.07E-09 2.02E-10 3.62E-10 2.76E-11
371571 3755020 3.66E-04 1.22E-04 2.91E-06 1.92E-07 3.44E-07 2.63E-08 371571 3755020 3.82E-07 1.28E-07 3.05E-09 2.01E-10 3.60E-10 2.75E-11
371591 3755020 3.65E-04 1.23E-04 2.89E-06 1.90E-07 3.42E-07 2.61E-08 371591 3755020 3.82E-07 1.28E-07 3.02E-09 1.99E-10 3.57E-10 2.73E-11
371611 3755020 3.65E-04 1.23E-04 2.86E-06 1.89E-07 3.39E-07 2.59E-08 371611 3755020 3.81E-07 1.28E-07 2.99E-09 1.97E-10 3.55E-10 2.71E-11
371631 3755020 3.65E-04 1.23E-04 2.84E-06 1.87E-07 3.37E-07 2.57E-08 371631 3755020 3.81E-07 1.29E-07 2.96E-09 1.95E-10 3.52E-10 2.69E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371651 3755020 3.65E-04 1.24E-04 2.81E-06 1.85E-07 3.34E-07 2.55E-08 371651 3755020 3.81E-07 1.29E-07 2.93E-09 1.93E-10 3.49E-10 2.67E-11
371671 3755020 3.65E-04 1.24E-04 2.78E-06 1.83E-07 3.32E-07 2.53E-08 371671 3755020 3.81E-07 1.30E-07 2.90E-09 1.91E-10 3.47E-10 2.65E-11
371691 3755020 3.66E-04 1.25E-04 2.75E-06 1.81E-07 3.29E-07 2.51E-08 371691 3755020 3.82E-07 1.30E-07 2.87E-09 1.89E-10 3.44E-10 2.63E-11
371711 3755020 3.67E-04 1.25E-04 2.72E-06 1.79E-07 3.26E-07 2.49E-08 371711 3755020 3.83E-07 1.31E-07 2.84E-09 1.87E-10 3.41E-10 2.60E-11
371731 3755020 3.68E-04 1.26E-04 2.69E-06 1.77E-07 3.23E-07 2.47E-08 371731 3755020 3.84E-07 1.32E-07 2.81E-09 1.85E-10 3.38E-10 2.58E-11
371751 3755020 3.70E-04 1.27E-04 2.65E-06 1.75E-07 3.21E-07 2.45E-08 371751 3755020 3.86E-07 1.33E-07 2.77E-09 1.83E-10 3.35E-10 2.56E-11
371771 3755020 3.71E-04 1.28E-04 2.62E-06 1.73E-07 3.18E-07 2.43E-08 371771 3755020 3.88E-07 1.34E-07 2.74E-09 1.81E-10 3.32E-10 2.54E-11
371791 3755020 3.74E-04 1.29E-04 2.59E-06 1.71E-07 3.15E-07 2.41E-08 371791 3755020 3.90E-07 1.35E-07 2.71E-09 1.78E-10 3.29E-10 2.51E-11
371811 3755020 3.76E-04 1.30E-04 2.56E-06 1.69E-07 3.12E-07 2.38E-08 371811 3755020 3.93E-07 1.36E-07 2.67E-09 1.76E-10 3.26E-10 2.49E-11
371831 3755020 3.79E-04 1.32E-04 2.53E-06 1.66E-07 3.09E-07 2.36E-08 371831 3755020 3.96E-07 1.37E-07 2.64E-09 1.74E-10 3.23E-10 2.47E-11
370571 3755040 4.68E-04 1.72E-04 2.28E-06 1.50E-07 2.93E-07 2.24E-08 370571 3755040 4.89E-07 1.80E-07 2.38E-09 1.57E-10 3.06E-10 2.34E-11
370591 3755040 4.71E-04 1.72E-04 2.33E-06 1.54E-07 2.92E-07 2.23E-08 370591 3755040 4.93E-07 1.80E-07 2.44E-09 1.61E-10 3.05E-10 2.33E-11
370611 3755040 4.76E-04 1.73E-04 2.41E-06 1.59E-07 2.95E-07 2.26E-08 370611 3755040 4.98E-07 1.81E-07 2.52E-09 1.66E-10 3.09E-10 2.36E-11
370631 3755040 4.80E-04 1.73E-04 2.47E-06 1.63E-07 2.97E-07 2.27E-08 370631 3755040 5.02E-07 1.81E-07 2.58E-09 1.70E-10 3.10E-10 2.37E-11
370651 3755040 4.84E-04 1.73E-04 2.54E-06 1.67E-07 2.99E-07 2.29E-08 370651 3755040 5.06E-07 1.81E-07 2.66E-09 1.75E-10 3.13E-10 2.39E-11
370671 3755040 4.88E-04 1.73E-04 2.61E-06 1.72E-07 3.01E-07 2.30E-08 370671 3755040 5.10E-07 1.81E-07 2.72E-09 1.80E-10 3.15E-10 2.40E-11
370691 3755040 4.92E-04 1.73E-04 2.68E-06 1.77E-07 3.05E-07 2.33E-08 370691 3755040 5.14E-07 1.81E-07 2.80E-09 1.85E-10 3.19E-10 2.43E-11
370711 3755040 4.94E-04 1.73E-04 2.73E-06 1.80E-07 3.05E-07 2.33E-08 370711 3755040 5.16E-07 1.81E-07 2.86E-09 1.88E-10 3.18E-10 2.43E-11
370731 3755040 4.96E-04 1.72E-04 2.79E-06 1.84E-07 3.05E-07 2.33E-08 370731 3755040 5.19E-07 1.80E-07 2.91E-09 1.92E-10 3.19E-10 2.44E-11
370751 3755040 4.97E-04 1.71E-04 2.81E-06 1.85E-07 3.03E-07 2.32E-08 370751 3755040 5.20E-07 1.79E-07 2.94E-09 1.94E-10 3.17E-10 2.42E-11
370771 3755040 4.88E-04 1.69E-04 2.82E-06 1.86E-07 3.00E-07 2.29E-08 370771 3755040 5.10E-07 1.77E-07 2.95E-09 1.94E-10 3.14E-10 2.40E-11
370791 3755040 4.89E-04 1.66E-04 2.84E-06 1.87E-07 2.99E-07 2.29E-08 370791 3755040 5.11E-07 1.74E-07 2.97E-09 1.96E-10 3.13E-10 2.39E-11
370811 3755040 4.87E-04 1.65E-04 2.83E-06 1.86E-07 2.96E-07 2.26E-08 370811 3755040 5.09E-07 1.72E-07 2.96E-09 1.95E-10 3.09E-10 2.36E-11
370831 3755040 4.87E-04 1.63E-04 2.83E-06 1.86E-07 2.95E-07 2.25E-08 370831 3755040 5.09E-07 1.70E-07 2.96E-09 1.95E-10 3.08E-10 2.35E-11
370851 3755040 4.86E-04 1.61E-04 2.80E-06 1.84E-07 2.93E-07 2.24E-08 370851 3755040 5.08E-07 1.68E-07 2.93E-09 1.93E-10 3.06E-10 2.34E-11
370871 3755040 4.86E-04 1.60E-04 2.83E-06 1.87E-07 2.94E-07 2.25E-08 370871 3755040 5.08E-07 1.67E-07 2.96E-09 1.95E-10 3.07E-10 2.35E-11
370891 3755040 4.87E-04 1.58E-04 2.86E-06 1.88E-07 2.96E-07 2.26E-08 370891 3755040 5.09E-07 1.65E-07 2.99E-09 1.97E-10 3.09E-10 2.36E-11
370911 3755040 4.98E-04 1.60E-04 3.00E-06 1.97E-07 3.10E-07 2.37E-08 370911 3755040 5.21E-07 1.67E-07 3.13E-09 2.06E-10 3.24E-10 2.47E-11
370931 3755040 4.98E-04 1.58E-04 3.03E-06 1.99E-07 3.18E-07 2.43E-08 370931 3755040 5.20E-07 1.65E-07 3.16E-09 2.08E-10 3.33E-10 2.54E-11
370951 3755040 4.95E-04 1.56E-04 3.01E-06 1.99E-07 3.20E-07 2.44E-08 370951 3755040 5.17E-07 1.63E-07 3.15E-09 2.08E-10 3.34E-10 2.55E-11
370971 3755040 4.96E-04 1.55E-04 3.05E-06 2.01E-07 3.47E-07 2.65E-08 370971 3755040 5.18E-07 1.62E-07 3.19E-09 2.10E-10 3.63E-10 2.77E-11
370991 3755040 4.94E-04 1.53E-04 3.04E-06 2.01E-07 3.53E-07 2.70E-08 370991 3755040 5.16E-07 1.60E-07 3.18E-09 2.10E-10 3.69E-10 2.82E-11
371011 3755040 4.89E-04 1.51E-04 3.01E-06 1.98E-07 3.54E-07 2.70E-08 371011 3755040 5.11E-07 1.58E-07 3.15E-09 2.07E-10 3.70E-10 2.82E-11
371031 3755040 4.84E-04 1.49E-04 2.98E-06 1.96E-07 3.54E-07 2.70E-08 371031 3755040 5.06E-07 1.55E-07 3.11E-09 2.05E-10 3.70E-10 2.83E-11
371051 3755040 4.78E-04 1.46E-04 2.94E-06 1.94E-07 3.54E-07 2.71E-08 371051 3755040 4.99E-07 1.53E-07 3.07E-09 2.02E-10 3.70E-10 2.83E-11
371071 3755040 4.71E-04 1.44E-04 2.90E-06 1.91E-07 3.55E-07 2.71E-08 371071 3755040 4.93E-07 1.50E-07 3.03E-09 2.00E-10 3.71E-10 2.83E-11
371091 3755040 4.64E-04 1.41E-04 2.86E-06 1.89E-07 3.55E-07 2.71E-08 371091 3755040 4.85E-07 1.48E-07 2.99E-09 1.97E-10 3.71E-10 2.83E-11
371111 3755040 4.57E-04 1.39E-04 2.83E-06 1.86E-07 3.55E-07 2.71E-08 371111 3755040 4.78E-07 1.45E-07 2.95E-09 1.95E-10 3.71E-10 2.83E-11
371131 3755040 4.50E-04 1.37E-04 2.79E-06 1.84E-07 3.55E-07 2.71E-08 371131 3755040 4.71E-07 1.43E-07 2.92E-09 1.92E-10 3.71E-10 2.83E-11
371151 3755040 4.43E-04 1.35E-04 2.76E-06 1.82E-07 3.55E-07 2.71E-08 371151 3755040 4.63E-07 1.41E-07 2.89E-09 1.90E-10 3.71E-10 2.83E-11
371171 3755040 4.35E-04 1.33E-04 2.74E-06 1.81E-07 3.55E-07 2.71E-08 371171 3755040 4.55E-07 1.39E-07 2.87E-09 1.89E-10 3.71E-10 2.83E-11
371191 3755040 4.28E-04 1.31E-04 2.73E-06 1.80E-07 3.54E-07 2.71E-08 371191 3755040 4.47E-07 1.37E-07 2.85E-09 1.88E-10 3.70E-10 2.83E-11
371211 3755040 4.20E-04 1.29E-04 2.72E-06 1.79E-07 3.54E-07 2.70E-08 371211 3755040 4.39E-07 1.35E-07 2.84E-09 1.87E-10 3.70E-10 2.83E-11
371231 3755040 4.13E-04 1.27E-04 2.71E-06 1.79E-07 3.54E-07 2.70E-08 371231 3755040 4.32E-07 1.33E-07 2.83E-09 1.87E-10 3.70E-10 2.82E-11
371251 3755040 4.06E-04 1.26E-04 2.71E-06 1.78E-07 3.53E-07 2.70E-08 371251 3755040 4.25E-07 1.31E-07 2.83E-09 1.87E-10 3.69E-10 2.82E-11
371271 3755040 3.99E-04 1.24E-04 2.71E-06 1.78E-07 3.53E-07 2.69E-08 371271 3755040 4.17E-07 1.30E-07 2.83E-09 1.87E-10 3.68E-10 2.81E-11
371291 3755040 3.93E-04 1.23E-04 2.71E-06 1.79E-07 3.52E-07 2.69E-08 371291 3755040 4.11E-07 1.28E-07 2.83E-09 1.87E-10 3.68E-10 2.81E-11
371311 3755040 3.87E-04 1.22E-04 2.71E-06 1.79E-07 3.51E-07 2.68E-08 371311 3755040 4.04E-07 1.27E-07 2.84E-09 1.87E-10 3.67E-10 2.80E-11
371331 3755040 3.81E-04 1.20E-04 2.72E-06 1.79E-07 3.50E-07 2.67E-08 371331 3755040 3.98E-07 1.26E-07 2.84E-09 1.87E-10 3.66E-10 2.79E-11
371351 3755040 3.76E-04 1.19E-04 2.72E-06 1.79E-07 3.49E-07 2.66E-08 371351 3755040 3.93E-07 1.25E-07 2.85E-09 1.88E-10 3.65E-10 2.79E-11
371371 3755040 3.71E-04 1.19E-04 2.72E-06 1.80E-07 3.48E-07 2.66E-08 371371 3755040 3.88E-07 1.24E-07 2.85E-09 1.88E-10 3.63E-10 2.78E-11
371391 3755040 3.66E-04 1.18E-04 2.73E-06 1.80E-07 3.46E-07 2.65E-08 371391 3755040 3.83E-07 1.23E-07 2.85E-09 1.88E-10 3.62E-10 2.77E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

371411 3755040 3.62E-04 1.17E-04 2.73E-06 1.80E-07 3.45E-07 2.63E-08 371411 3755040 3.78E-07 1.23E-07 2.85E-09 1.88E-10 3.61E-10 2.75E-11
371431 3755040 3.58E-04 1.17E-04 2.72E-06 1.80E-07 3.43E-07 2.62E-08 371431 3755040 3.75E-07 1.22E-07 2.85E-09 1.88E-10 3.59E-10 2.74E-11
371451 3755040 3.55E-04 1.16E-04 2.72E-06 1.79E-07 3.42E-07 2.61E-08 371451 3755040 3.71E-07 1.22E-07 2.84E-09 1.87E-10 3.57E-10 2.73E-11
371471 3755040 3.52E-04 1.16E-04 2.71E-06 1.79E-07 3.40E-07 2.60E-08 371471 3755040 3.68E-07 1.21E-07 2.84E-09 1.87E-10 3.55E-10 2.71E-11
371491 3755040 3.50E-04 1.16E-04 2.71E-06 1.78E-07 3.38E-07 2.58E-08 371491 3755040 3.66E-07 1.21E-07 2.83E-09 1.86E-10 3.54E-10 2.70E-11
371511 3755040 3.48E-04 1.16E-04 2.70E-06 1.78E-07 3.36E-07 2.57E-08 371511 3755040 3.64E-07 1.21E-07 2.82E-09 1.86E-10 3.52E-10 2.69E-11
371531 3755040 3.46E-04 1.16E-04 2.68E-06 1.77E-07 3.34E-07 2.55E-08 371531 3755040 3.62E-07 1.21E-07 2.81E-09 1.85E-10 3.50E-10 2.67E-11
371551 3755040 3.45E-04 1.16E-04 2.67E-06 1.76E-07 3.32E-07 2.54E-08 371551 3755040 3.61E-07 1.21E-07 2.79E-09 1.84E-10 3.47E-10 2.65E-11
371571 3755040 3.44E-04 1.16E-04 2.66E-06 1.75E-07 3.30E-07 2.52E-08 371571 3755040 3.59E-07 1.21E-07 2.78E-09 1.83E-10 3.45E-10 2.64E-11
371591 3755040 3.43E-04 1.16E-04 2.64E-06 1.74E-07 3.28E-07 2.51E-08 371591 3755040 3.59E-07 1.21E-07 2.76E-09 1.82E-10 3.43E-10 2.62E-11
371611 3755040 3.43E-04 1.16E-04 2.62E-06 1.73E-07 3.26E-07 2.49E-08 371611 3755040 3.58E-07 1.21E-07 2.74E-09 1.81E-10 3.41E-10 2.60E-11
371631 3755040 3.42E-04 1.16E-04 2.60E-06 1.71E-07 3.24E-07 2.47E-08 371631 3755040 3.58E-07 1.22E-07 2.72E-09 1.79E-10 3.38E-10 2.58E-11
371651 3755040 3.42E-04 1.17E-04 2.58E-06 1.70E-07 3.21E-07 2.45E-08 371651 3755040 3.58E-07 1.22E-07 2.70E-09 1.78E-10 3.36E-10 2.56E-11
371671 3755040 3.43E-04 1.17E-04 2.56E-06 1.69E-07 3.19E-07 2.44E-08 371671 3755040 3.58E-07 1.22E-07 2.67E-09 1.76E-10 3.33E-10 2.55E-11
371691 3755040 3.43E-04 1.17E-04 2.54E-06 1.67E-07 3.16E-07 2.42E-08 371691 3755040 3.59E-07 1.23E-07 2.65E-09 1.75E-10 3.31E-10 2.53E-11
371711 3755040 3.44E-04 1.18E-04 2.51E-06 1.66E-07 3.14E-07 2.40E-08 371711 3755040 3.59E-07 1.23E-07 2.63E-09 1.73E-10 3.28E-10 2.50E-11
371731 3755040 3.45E-04 1.19E-04 2.49E-06 1.64E-07 3.11E-07 2.38E-08 371731 3755040 3.61E-07 1.24E-07 2.60E-09 1.72E-10 3.25E-10 2.48E-11
371751 3755040 3.46E-04 1.19E-04 2.47E-06 1.62E-07 3.09E-07 2.36E-08 371751 3755040 3.62E-07 1.25E-07 2.58E-09 1.70E-10 3.23E-10 2.46E-11
371771 3755040 3.48E-04 1.20E-04 2.44E-06 1.61E-07 3.06E-07 2.34E-08 371771 3755040 3.63E-07 1.26E-07 2.55E-09 1.68E-10 3.20E-10 2.44E-11
371791 3755040 3.49E-04 1.21E-04 2.42E-06 1.59E-07 3.03E-07 2.32E-08 371791 3755040 3.65E-07 1.27E-07 2.52E-09 1.66E-10 3.17E-10 2.42E-11
371811 3755040 3.52E-04 1.22E-04 2.39E-06 1.58E-07 3.01E-07 2.30E-08 371811 3755040 3.67E-07 1.28E-07 2.50E-09 1.65E-10 3.14E-10 2.40E-11
371831 3755040 3.54E-04 1.23E-04 2.36E-06 1.56E-07 2.98E-07 2.28E-08 371831 3755040 3.70E-07 1.29E-07 2.47E-09 1.63E-10 3.11E-10 2.38E-11
370745 3754274 2.58E-03 1.61E-03 1.81E-05 1.19E-06 1.81E-06 1.38E-07 370745 3754274 2.70E-06 1.68E-06 1.89E-08 1.25E-09 1.89E-09 1.45E-10
370755 3754274 2.67E-03 1.67E-03 1.94E-05 1.28E-06 1.88E-06 1.43E-07 370755 3754274 2.79E-06 1.75E-06 2.03E-08 1.34E-09 1.96E-09 1.50E-10
370765 3754274 2.76E-03 1.74E-03 2.09E-05 1.38E-06 1.94E-06 1.48E-07 370765 3754274 2.88E-06 1.82E-06 2.19E-08 1.44E-09 2.03E-09 1.55E-10
370775 3754274 2.85E-03 1.81E-03 2.26E-05 1.49E-06 2.02E-06 1.54E-07 370775 3754274 2.98E-06 1.90E-06 2.36E-08 1.56E-09 2.11E-09 1.61E-10
370785 3754274 2.94E-03 1.89E-03 2.44E-05 1.61E-06 2.09E-06 1.60E-07 370785 3754274 3.07E-06 1.97E-06 2.55E-08 1.68E-09 2.18E-09 1.67E-10
370795 3754274 3.04E-03 1.97E-03 2.66E-05 1.75E-06 2.17E-06 1.66E-07 370795 3754274 3.18E-06 2.06E-06 2.78E-08 1.83E-09 2.27E-09 1.73E-10
370805 3754274 3.15E-03 2.06E-03 2.90E-05 1.91E-06 2.25E-06 1.72E-07 370805 3754274 3.30E-06 2.15E-06 3.03E-08 2.00E-09 2.35E-09 1.80E-10
370815 3754274 3.27E-03 2.15E-03 3.19E-05 2.10E-06 2.34E-06 1.79E-07 370815 3754274 3.42E-06 2.25E-06 3.33E-08 2.20E-09 2.45E-09 1.87E-10
370825 3754274 3.40E-03 2.26E-03 3.53E-05 2.33E-06 2.43E-06 1.86E-07 370825 3754274 3.55E-06 2.36E-06 3.69E-08 2.43E-09 2.54E-09 1.94E-10
370835 3754274 3.53E-03 2.37E-03 3.94E-05 2.60E-06 2.53E-06 1.93E-07 370835 3754274 3.69E-06 2.48E-06 4.12E-08 2.72E-09 2.65E-09 2.02E-10
370745 3754284 2.60E-03 1.60E-03 1.82E-05 1.20E-06 1.78E-06 1.36E-07 370745 3754284 2.72E-06 1.67E-06 1.90E-08 1.25E-09 1.86E-09 1.42E-10
370755 3754284 2.69E-03 1.67E-03 1.95E-05 1.29E-06 1.85E-06 1.41E-07 370755 3754284 2.81E-06 1.74E-06 2.04E-08 1.35E-09 1.93E-09 1.47E-10
370765 3754284 2.79E-03 1.74E-03 2.10E-05 1.39E-06 1.91E-06 1.46E-07 370765 3754284 2.91E-06 1.82E-06 2.20E-08 1.45E-09 2.00E-09 1.53E-10
370775 3754284 2.88E-03 1.81E-03 2.27E-05 1.50E-06 1.98E-06 1.51E-07 370775 3754284 3.01E-06 1.89E-06 2.37E-08 1.56E-09 2.07E-09 1.58E-10
370785 3754284 2.97E-03 1.88E-03 2.45E-05 1.62E-06 2.05E-06 1.57E-07 370785 3754284 3.10E-06 1.96E-06 2.56E-08 1.69E-09 2.14E-09 1.64E-10
370795 3754284 3.07E-03 1.96E-03 2.67E-05 1.76E-06 2.13E-06 1.62E-07 370795 3754284 3.21E-06 2.05E-06 2.79E-08 1.84E-09 2.22E-09 1.70E-10
370805 3754284 3.19E-03 2.05E-03 2.92E-05 1.92E-06 2.21E-06 1.69E-07 370805 3754284 3.33E-06 2.14E-06 3.05E-08 2.01E-09 2.31E-09 1.76E-10
370815 3754284 3.31E-03 2.14E-03 3.21E-05 2.11E-06 2.29E-06 1.75E-07 370815 3754284 3.46E-06 2.24E-06 3.35E-08 2.21E-09 2.40E-09 1.83E-10
370825 3754284 3.43E-03 2.25E-03 3.55E-05 2.34E-06 2.38E-06 1.82E-07 370825 3754284 3.59E-06 2.35E-06 3.71E-08 2.45E-09 2.49E-09 1.90E-10
370835 3754284 3.57E-03 2.35E-03 3.95E-05 2.61E-06 2.48E-06 1.89E-07 370835 3754284 3.73E-06 2.46E-06 4.13E-08 2.72E-09 2.59E-09 1.98E-10
370745 3754294 2.62E-03 1.59E-03 1.83E-05 1.20E-06 1.75E-06 1.34E-07 370745 3754294 2.74E-06 1.67E-06 1.91E-08 1.26E-09 1.83E-09 1.40E-10
370755 3754294 2.71E-03 1.66E-03 1.96E-05 1.29E-06 1.81E-06 1.39E-07 370755 3754294 2.84E-06 1.73E-06 2.05E-08 1.35E-09 1.90E-09 1.45E-10
370765 3754294 2.81E-03 1.73E-03 2.11E-05 1.39E-06 1.88E-06 1.43E-07 370765 3754294 2.94E-06 1.81E-06 2.21E-08 1.45E-09 1.96E-09 1.50E-10
370775 3754294 2.90E-03 1.80E-03 2.28E-05 1.50E-06 1.94E-06 1.48E-07 370775 3754294 3.03E-06 1.88E-06 2.38E-08 1.57E-09 2.03E-09 1.55E-10
370785 3754294 2.99E-03 1.86E-03 2.46E-05 1.62E-06 2.01E-06 1.54E-07 370785 3754294 3.13E-06 1.95E-06 2.57E-08 1.69E-09 2.10E-09 1.61E-10
370795 3754294 3.10E-03 1.95E-03 2.68E-05 1.76E-06 2.08E-06 1.59E-07 370795 3754294 3.24E-06 2.03E-06 2.80E-08 1.84E-09 2.18E-09 1.66E-10
370805 3754294 3.21E-03 2.03E-03 2.93E-05 1.93E-06 2.16E-06 1.65E-07 370805 3754294 3.36E-06 2.13E-06 3.06E-08 2.02E-09 2.26E-09 1.73E-10
370815 3754294 3.34E-03 2.13E-03 3.22E-05 2.12E-06 2.24E-06 1.71E-07 370815 3754294 3.49E-06 2.22E-06 3.36E-08 2.22E-09 2.34E-09 1.79E-10
370825 3754294 3.46E-03 2.23E-03 3.56E-05 2.35E-06 2.33E-06 1.78E-07 370825 3754294 3.62E-06 2.33E-06 3.72E-08 2.45E-09 2.43E-09 1.86E-10
370835 3754294 3.60E-03 2.33E-03 3.96E-05 2.61E-06 2.42E-06 1.85E-07 370835 3754294 3.76E-06 2.44E-06 4.14E-08 2.73E-09 2.53E-09 1.93E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370745 3754304 2.64E-03 1.58E-03 1.83E-05 1.21E-06 1.72E-06 1.32E-07 370745 3754304 2.76E-06 1.65E-06 1.92E-08 1.26E-09 1.80E-09 1.38E-10
370755 3754304 2.73E-03 1.65E-03 1.97E-05 1.30E-06 1.78E-06 1.36E-07 370755 3754304 2.86E-06 1.72E-06 2.06E-08 1.35E-09 1.86E-09 1.42E-10
370765 3754304 2.83E-03 1.71E-03 2.12E-05 1.39E-06 1.84E-06 1.41E-07 370765 3754304 2.96E-06 1.79E-06 2.21E-08 1.46E-09 1.93E-09 1.47E-10
370775 3754304 2.92E-03 1.78E-03 2.28E-05 1.51E-06 1.91E-06 1.46E-07 370775 3754304 3.05E-06 1.86E-06 2.39E-08 1.57E-09 1.99E-09 1.52E-10
370785 3754304 3.01E-03 1.85E-03 2.47E-05 1.62E-06 1.97E-06 1.51E-07 370785 3754304 3.15E-06 1.93E-06 2.58E-08 1.70E-09 2.06E-09 1.57E-10
370795 3754304 3.12E-03 1.93E-03 2.68E-05 1.77E-06 2.04E-06 1.56E-07 370795 3754304 3.26E-06 2.02E-06 2.80E-08 1.85E-09 2.13E-09 1.63E-10
370805 3754304 3.23E-03 2.01E-03 2.92E-05 1.93E-06 2.11E-06 1.62E-07 370805 3754304 3.38E-06 2.10E-06 3.06E-08 2.01E-09 2.21E-09 1.69E-10
370815 3754304 3.35E-03 2.11E-03 3.21E-05 2.12E-06 2.19E-06 1.67E-07 370815 3754304 3.51E-06 2.20E-06 3.36E-08 2.21E-09 2.29E-09 1.75E-10
370825 3754304 3.48E-03 2.20E-03 3.55E-05 2.34E-06 2.27E-06 1.74E-07 370825 3754304 3.64E-06 2.30E-06 3.72E-08 2.45E-09 2.38E-09 1.82E-10
370835 3754304 3.62E-03 2.31E-03 3.95E-05 2.60E-06 2.36E-06 1.80E-07 370835 3754304 3.78E-06 2.41E-06 4.13E-08 2.72E-09 2.47E-09 1.88E-10
370745 3754314 2.66E-03 1.57E-03 1.84E-05 1.21E-06 1.69E-06 1.29E-07 370745 3754314 2.78E-06 1.64E-06 1.92E-08 1.27E-09 1.77E-09 1.35E-10
370755 3754314 2.74E-03 1.63E-03 1.97E-05 1.30E-06 1.75E-06 1.33E-07 370755 3754314 2.87E-06 1.70E-06 2.06E-08 1.36E-09 1.83E-09 1.39E-10
370765 3754314 2.83E-03 1.69E-03 2.11E-05 1.39E-06 1.81E-06 1.38E-07 370765 3754314 2.96E-06 1.77E-06 2.21E-08 1.46E-09 1.89E-09 1.44E-10
370775 3754314 2.93E-03 1.76E-03 2.28E-05 1.50E-06 1.87E-06 1.42E-07 370775 3754314 3.06E-06 1.84E-06 2.38E-08 1.57E-09 1.95E-09 1.49E-10
370785 3754314 3.03E-03 1.83E-03 2.46E-05 1.62E-06 1.93E-06 1.47E-07 370785 3754314 3.16E-06 1.91E-06 2.58E-08 1.70E-09 2.02E-09 1.54E-10
370795 3754314 3.13E-03 1.90E-03 2.67E-05 1.76E-06 2.00E-06 1.52E-07 370795 3754314 3.27E-06 1.99E-06 2.79E-08 1.84E-09 2.09E-09 1.59E-10
370805 3754314 3.24E-03 1.99E-03 2.91E-05 1.92E-06 2.07E-06 1.58E-07 370805 3754314 3.39E-06 2.07E-06 3.05E-08 2.01E-09 2.16E-09 1.65E-10
370815 3754314 3.36E-03 2.07E-03 3.20E-05 2.11E-06 2.14E-06 1.63E-07 370815 3754314 3.52E-06 2.17E-06 3.34E-08 2.20E-09 2.24E-09 1.71E-10
370825 3754314 3.49E-03 2.17E-03 3.54E-05 2.33E-06 2.22E-06 1.69E-07 370825 3754314 3.65E-06 2.27E-06 3.70E-08 2.44E-09 2.32E-09 1.77E-10
370835 3754314 3.63E-03 2.27E-03 3.94E-05 2.60E-06 2.30E-06 1.76E-07 370835 3754314 3.80E-06 2.38E-06 4.12E-08 2.71E-09 2.40E-09 1.84E-10
370745 3754324 2.67E-03 1.55E-03 1.84E-05 1.21E-06 1.66E-06 1.27E-07 370745 3754324 2.79E-06 1.62E-06 1.92E-08 1.27E-09 1.73E-09 1.32E-10
370755 3754324 2.76E-03 1.61E-03 1.97E-05 1.30E-06 1.71E-06 1.31E-07 370755 3754324 2.88E-06 1.69E-06 2.06E-08 1.36E-09 1.79E-09 1.37E-10
370765 3754324 2.85E-03 1.67E-03 2.12E-05 1.40E-06 1.77E-06 1.35E-07 370765 3754324 2.97E-06 1.75E-06 2.21E-08 1.46E-09 1.85E-09 1.41E-10
370775 3754324 2.94E-03 1.74E-03 2.28E-05 1.50E-06 1.83E-06 1.40E-07 370775 3754324 3.07E-06 1.82E-06 2.38E-08 1.57E-09 1.91E-09 1.46E-10
370785 3754324 3.04E-03 1.81E-03 2.46E-05 1.62E-06 1.89E-06 1.44E-07 370785 3754324 3.18E-06 1.89E-06 2.58E-08 1.70E-09 1.97E-09 1.51E-10
370795 3754324 3.14E-03 1.88E-03 2.67E-05 1.76E-06 1.95E-06 1.49E-07 370795 3754324 3.29E-06 1.97E-06 2.79E-08 1.84E-09 2.04E-09 1.56E-10
370805 3754324 3.26E-03 1.96E-03 2.92E-05 1.92E-06 2.02E-06 1.54E-07 370805 3754324 3.40E-06 2.05E-06 3.05E-08 2.01E-09 2.11E-09 1.61E-10
370815 3754324 3.38E-03 2.05E-03 3.20E-05 2.11E-06 2.09E-06 1.60E-07 370815 3754324 3.53E-06 2.14E-06 3.35E-08 2.21E-09 2.18E-09 1.67E-10
370825 3754324 3.51E-03 2.14E-03 3.54E-05 2.33E-06 2.16E-06 1.65E-07 370825 3754324 3.67E-06 2.24E-06 3.70E-08 2.44E-09 2.26E-09 1.73E-10
370835 3754324 3.65E-03 2.24E-03 3.93E-05 2.59E-06 2.24E-06 1.71E-07 370835 3754324 3.81E-06 2.34E-06 4.11E-08 2.71E-09 2.34E-09 1.79E-10
370745 3754334 2.67E-03 1.54E-03 1.84E-05 1.21E-06 1.63E-06 1.24E-07 370745 3754334 2.80E-06 1.60E-06 1.92E-08 1.27E-09 1.70E-09 1.30E-10
370755 3754334 2.77E-03 1.60E-03 1.97E-05 1.30E-06 1.68E-06 1.28E-07 370755 3754334 2.89E-06 1.67E-06 2.06E-08 1.36E-09 1.75E-09 1.34E-10
370765 3754334 2.86E-03 1.66E-03 2.12E-05 1.40E-06 1.73E-06 1.32E-07 370765 3754334 2.99E-06 1.73E-06 2.22E-08 1.46E-09 1.81E-09 1.38E-10
370775 3754334 2.95E-03 1.72E-03 2.28E-05 1.51E-06 1.79E-06 1.37E-07 370775 3754334 3.08E-06 1.80E-06 2.39E-08 1.57E-09 1.87E-09 1.43E-10
370785 3754334 3.05E-03 1.78E-03 2.47E-05 1.63E-06 1.85E-06 1.41E-07 370785 3754334 3.19E-06 1.87E-06 2.58E-08 1.70E-09 1.93E-09 1.47E-10
370795 3754334 3.15E-03 1.86E-03 2.67E-05 1.76E-06 1.91E-06 1.46E-07 370795 3754334 3.29E-06 1.94E-06 2.79E-08 1.84E-09 1.99E-09 1.52E-10
370805 3754334 3.27E-03 1.93E-03 2.91E-05 1.92E-06 1.97E-06 1.51E-07 370805 3754334 3.41E-06 2.02E-06 3.05E-08 2.01E-09 2.06E-09 1.57E-10
370815 3754334 3.39E-03 2.02E-03 3.20E-05 2.11E-06 2.04E-06 1.56E-07 370815 3754334 3.54E-06 2.11E-06 3.34E-08 2.20E-09 2.13E-09 1.63E-10
370825 3754334 3.52E-03 2.11E-03 3.53E-05 2.33E-06 2.11E-06 1.61E-07 370825 3754334 3.68E-06 2.20E-06 3.69E-08 2.43E-09 2.20E-09 1.68E-10
370835 3754334 3.66E-03 2.21E-03 3.93E-05 2.59E-06 2.18E-06 1.67E-07 370835 3754334 3.83E-06 2.31E-06 4.10E-08 2.71E-09 2.28E-09 1.74E-10
370745 3754344 2.68E-03 1.52E-03 1.84E-05 1.21E-06 1.59E-06 1.22E-07 370745 3754344 2.80E-06 1.58E-06 1.92E-08 1.27E-09 1.67E-09 1.27E-10
370755 3754344 2.77E-03 1.57E-03 1.97E-05 1.30E-06 1.64E-06 1.26E-07 370755 3754344 2.89E-06 1.64E-06 2.06E-08 1.36E-09 1.72E-09 1.31E-10
370765 3754344 2.86E-03 1.63E-03 2.12E-05 1.40E-06 1.69E-06 1.29E-07 370765 3754344 2.99E-06 1.71E-06 2.22E-08 1.46E-09 1.77E-09 1.35E-10
370775 3754344 2.95E-03 1.69E-03 2.28E-05 1.50E-06 1.75E-06 1.34E-07 370775 3754344 3.09E-06 1.77E-06 2.39E-08 1.57E-09 1.83E-09 1.40E-10
370785 3754344 3.05E-03 1.76E-03 2.46E-05 1.62E-06 1.80E-06 1.38E-07 370785 3754344 3.19E-06 1.84E-06 2.58E-08 1.70E-09 1.89E-09 1.44E-10
370795 3754344 3.15E-03 1.82E-03 2.66E-05 1.75E-06 1.86E-06 1.42E-07 370795 3754344 3.29E-06 1.90E-06 2.78E-08 1.83E-09 1.95E-09 1.49E-10
370805 3754344 3.26E-03 1.90E-03 2.89E-05 1.91E-06 1.92E-06 1.47E-07 370805 3754344 3.41E-06 1.98E-06 3.02E-08 1.99E-09 2.01E-09 1.53E-10
370815 3754344 3.38E-03 1.98E-03 3.17E-05 2.09E-06 1.99E-06 1.52E-07 370815 3754344 3.53E-06 2.06E-06 3.31E-08 2.18E-09 2.08E-09 1.58E-10
370825 3754344 3.51E-03 2.07E-03 3.50E-05 2.31E-06 2.05E-06 1.57E-07 370825 3754344 3.67E-06 2.16E-06 3.66E-08 2.41E-09 2.15E-09 1.64E-10
370835 3754344 3.66E-03 2.16E-03 3.90E-05 2.57E-06 2.12E-06 1.62E-07 370835 3754344 3.82E-06 2.26E-06 4.08E-08 2.69E-09 2.22E-09 1.70E-10
370745 3754354 2.68E-03 1.49E-03 1.84E-05 1.21E-06 1.56E-06 1.19E-07 370745 3754354 2.80E-06 1.56E-06 1.92E-08 1.27E-09 1.63E-09 1.25E-10
370755 3754354 2.77E-03 1.55E-03 1.97E-05 1.30E-06 1.61E-06 1.23E-07 370755 3754354 2.89E-06 1.62E-06 2.06E-08 1.36E-09 1.68E-09 1.28E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370765 3754354 2.86E-03 1.61E-03 2.12E-05 1.40E-06 1.66E-06 1.27E-07 370765 3754354 2.99E-06 1.68E-06 2.21E-08 1.46E-09 1.73E-09 1.32E-10
370775 3754354 2.95E-03 1.66E-03 2.28E-05 1.50E-06 1.71E-06 1.30E-07 370775 3754354 3.08E-06 1.74E-06 2.38E-08 1.57E-09 1.79E-09 1.36E-10
370785 3754354 3.05E-03 1.73E-03 2.46E-05 1.62E-06 1.76E-06 1.35E-07 370785 3754354 3.19E-06 1.81E-06 2.57E-08 1.69E-09 1.84E-09 1.41E-10
370795 3754354 3.15E-03 1.79E-03 2.65E-05 1.75E-06 1.82E-06 1.39E-07 370795 3754354 3.29E-06 1.87E-06 2.77E-08 1.83E-09 1.90E-09 1.45E-10
370805 3754354 3.25E-03 1.86E-03 2.88E-05 1.90E-06 1.87E-06 1.43E-07 370805 3754354 3.40E-06 1.94E-06 3.01E-08 1.98E-09 1.96E-09 1.50E-10
370815 3754354 3.37E-03 1.94E-03 3.15E-05 2.08E-06 1.93E-06 1.48E-07 370815 3754354 3.53E-06 2.02E-06 3.29E-08 2.17E-09 2.02E-09 1.54E-10
370825 3754354 3.50E-03 2.02E-03 3.48E-05 2.29E-06 2.00E-06 1.53E-07 370825 3754354 3.66E-06 2.11E-06 3.63E-08 2.39E-09 2.09E-09 1.60E-10
370835 3754354 3.65E-03 2.12E-03 3.88E-05 2.56E-06 2.07E-06 1.58E-07 370835 3754354 3.82E-06 2.21E-06 4.06E-08 2.67E-09 2.16E-09 1.65E-10
370745 3754364 2.68E-03 1.47E-03 1.84E-05 1.21E-06 1.53E-06 1.17E-07 370745 3754364 2.80E-06 1.54E-06 1.92E-08 1.27E-09 1.60E-09 1.22E-10
370755 3754364 2.76E-03 1.52E-03 1.97E-05 1.30E-06 1.57E-06 1.20E-07 370755 3754364 2.89E-06 1.59E-06 2.06E-08 1.36E-09 1.64E-09 1.26E-10
370765 3754364 2.85E-03 1.58E-03 2.11E-05 1.39E-06 1.62E-06 1.24E-07 370765 3754364 2.98E-06 1.65E-06 2.21E-08 1.45E-09 1.69E-09 1.29E-10
370775 3754364 2.94E-03 1.63E-03 2.27E-05 1.50E-06 1.67E-06 1.27E-07 370775 3754364 3.08E-06 1.71E-06 2.37E-08 1.57E-09 1.74E-09 1.33E-10
370785 3754364 3.04E-03 1.69E-03 2.45E-05 1.62E-06 1.72E-06 1.31E-07 370785 3754364 3.18E-06 1.77E-06 2.56E-08 1.69E-09 1.80E-09 1.37E-10
370795 3754364 3.14E-03 1.76E-03 2.65E-05 1.75E-06 1.77E-06 1.35E-07 370795 3754364 3.29E-06 1.84E-06 2.77E-08 1.83E-09 1.85E-09 1.41E-10
370805 3754364 3.25E-03 1.83E-03 2.88E-05 1.90E-06 1.83E-06 1.40E-07 370805 3754364 3.40E-06 1.91E-06 3.01E-08 1.99E-09 1.91E-09 1.46E-10
370815 3754364 3.38E-03 1.90E-03 3.16E-05 2.08E-06 1.89E-06 1.44E-07 370815 3754364 3.53E-06 1.99E-06 3.30E-08 2.18E-09 1.97E-09 1.51E-10
370825 3754364 3.51E-03 1.99E-03 3.50E-05 2.31E-06 1.95E-06 1.49E-07 370825 3754364 3.67E-06 2.08E-06 3.66E-08 2.41E-09 2.04E-09 1.55E-10
370835 3754364 3.65E-03 2.07E-03 3.89E-05 2.56E-06 2.01E-06 1.54E-07 370835 3754364 3.82E-06 2.17E-06 4.06E-08 2.68E-09 2.10E-09 1.61E-10
370745 3754374 2.67E-03 1.44E-03 1.84E-05 1.21E-06 1.49E-06 1.14E-07 370745 3754374 2.79E-06 1.51E-06 1.92E-08 1.27E-09 1.56E-09 1.19E-10
370755 3754374 2.76E-03 1.49E-03 1.97E-05 1.30E-06 1.54E-06 1.17E-07 370755 3754374 2.88E-06 1.56E-06 2.06E-08 1.35E-09 1.61E-09 1.23E-10
370765 3754374 2.85E-03 1.55E-03 2.11E-05 1.39E-06 1.58E-06 1.21E-07 370765 3754374 2.98E-06 1.62E-06 2.21E-08 1.45E-09 1.65E-09 1.26E-10
370775 3754374 2.94E-03 1.60E-03 2.27E-05 1.49E-06 1.63E-06 1.24E-07 370775 3754374 3.07E-06 1.67E-06 2.37E-08 1.56E-09 1.70E-09 1.30E-10
370785 3754374 3.03E-03 1.66E-03 2.44E-05 1.61E-06 1.68E-06 1.28E-07 370785 3754374 3.17E-06 1.73E-06 2.55E-08 1.68E-09 1.75E-09 1.34E-10
370795 3754374 3.14E-03 1.72E-03 2.65E-05 1.75E-06 1.73E-06 1.32E-07 370795 3754374 3.28E-06 1.80E-06 2.77E-08 1.82E-09 1.81E-09 1.38E-10
370805 3754374 3.25E-03 1.79E-03 2.88E-05 1.90E-06 1.78E-06 1.36E-07 370805 3754374 3.39E-06 1.87E-06 3.01E-08 1.99E-09 1.86E-09 1.42E-10
370815 3754374 3.37E-03 1.86E-03 3.16E-05 2.08E-06 1.84E-06 1.40E-07 370815 3754374 3.52E-06 1.95E-06 3.30E-08 2.18E-09 1.92E-09 1.47E-10
370825 3754374 3.50E-03 1.94E-03 3.49E-05 2.30E-06 1.90E-06 1.45E-07 370825 3754374 3.66E-06 2.03E-06 3.65E-08 2.41E-09 1.98E-09 1.51E-10
370835 3754374 3.64E-03 2.03E-03 3.88E-05 2.55E-06 1.96E-06 1.49E-07 370835 3754374 3.80E-06 2.12E-06 4.05E-08 2.67E-09 2.04E-09 1.56E-10
370745 3754384 2.66E-03 1.42E-03 1.83E-05 1.21E-06 1.46E-06 1.12E-07 370745 3754384 2.78E-06 1.48E-06 1.92E-08 1.26E-09 1.53E-09 1.17E-10
370755 3754384 2.75E-03 1.47E-03 1.96E-05 1.29E-06 1.50E-06 1.15E-07 370755 3754384 2.87E-06 1.53E-06 2.05E-08 1.35E-09 1.57E-09 1.20E-10
370765 3754384 2.84E-03 1.52E-03 2.11E-05 1.39E-06 1.55E-06 1.18E-07 370765 3754384 2.96E-06 1.59E-06 2.20E-08 1.45E-09 1.62E-09 1.23E-10
370775 3754384 2.92E-03 1.57E-03 2.26E-05 1.49E-06 1.59E-06 1.22E-07 370775 3754384 3.06E-06 1.64E-06 2.36E-08 1.56E-09 1.66E-09 1.27E-10
370785 3754384 3.02E-03 1.63E-03 2.44E-05 1.61E-06 1.64E-06 1.25E-07 370785 3754384 3.16E-06 1.70E-06 2.55E-08 1.68E-09 1.71E-09 1.31E-10
370795 3754384 3.12E-03 1.69E-03 2.64E-05 1.74E-06 1.69E-06 1.29E-07 370795 3754384 3.26E-06 1.76E-06 2.76E-08 1.82E-09 1.76E-09 1.35E-10
370805 3754384 3.23E-03 1.75E-03 2.87E-05 1.89E-06 1.74E-06 1.33E-07 370805 3754384 3.38E-06 1.83E-06 3.00E-08 1.98E-09 1.81E-09 1.39E-10
370815 3754384 3.35E-03 1.82E-03 3.15E-05 2.07E-06 1.79E-06 1.37E-07 370815 3754384 3.50E-06 1.90E-06 3.29E-08 2.17E-09 1.87E-09 1.43E-10
370825 3754384 3.48E-03 1.89E-03 3.47E-05 2.29E-06 1.84E-06 1.41E-07 370825 3754384 3.63E-06 1.98E-06 3.63E-08 2.39E-09 1.93E-09 1.47E-10
370835 3754384 3.61E-03 1.97E-03 3.86E-05 2.54E-06 1.90E-06 1.45E-07 370835 3754384 3.78E-06 2.06E-06 4.03E-08 2.66E-09 1.99E-09 1.52E-10
370745 3754394 2.65E-03 1.39E-03 1.83E-05 1.21E-06 1.43E-06 1.09E-07 370745 3754394 2.77E-06 1.45E-06 1.91E-08 1.26E-09 1.49E-09 1.14E-10
370755 3754394 2.73E-03 1.44E-03 1.96E-05 1.29E-06 1.47E-06 1.12E-07 370755 3754394 2.86E-06 1.50E-06 2.05E-08 1.35E-09 1.54E-09 1.17E-10
370765 3754394 2.82E-03 1.48E-03 2.10E-05 1.39E-06 1.51E-06 1.15E-07 370765 3754394 2.95E-06 1.55E-06 2.20E-08 1.45E-09 1.58E-09 1.21E-10
370775 3754394 2.91E-03 1.54E-03 2.26E-05 1.49E-06 1.55E-06 1.19E-07 370775 3754394 3.04E-06 1.61E-06 2.36E-08 1.56E-09 1.62E-09 1.24E-10
370785 3754394 3.00E-03 1.59E-03 2.44E-05 1.61E-06 1.60E-06 1.22E-07 370785 3754394 3.14E-06 1.66E-06 2.55E-08 1.68E-09 1.67E-09 1.28E-10
370795 3754394 3.10E-03 1.65E-03 2.64E-05 1.74E-06 1.64E-06 1.26E-07 370795 3754394 3.24E-06 1.72E-06 2.76E-08 1.82E-09 1.72E-09 1.31E-10
370805 3754394 3.21E-03 1.71E-03 2.86E-05 1.89E-06 1.69E-06 1.29E-07 370805 3754394 3.35E-06 1.78E-06 2.99E-08 1.97E-09 1.77E-09 1.35E-10
370815 3754394 3.33E-03 1.77E-03 3.14E-05 2.07E-06 1.74E-06 1.33E-07 370815 3754394 3.48E-06 1.85E-06 3.28E-08 2.16E-09 1.82E-09 1.39E-10
370825 3754394 3.45E-03 1.84E-03 3.46E-05 2.28E-06 1.79E-06 1.37E-07 370825 3754394 3.61E-06 1.93E-06 3.62E-08 2.39E-09 1.87E-09 1.43E-10
370835 3754394 3.58E-03 1.92E-03 3.84E-05 2.53E-06 1.85E-06 1.41E-07 370835 3754394 3.75E-06 2.01E-06 4.02E-08 2.65E-09 1.93E-09 1.47E-10
370745 3754404 2.63E-03 1.36E-03 1.82E-05 1.20E-06 1.40E-06 1.07E-07 370745 3754404 2.75E-06 1.42E-06 1.91E-08 1.26E-09 1.46E-09 1.12E-10
370755 3754404 2.71E-03 1.40E-03 1.95E-05 1.29E-06 1.44E-06 1.10E-07 370755 3754404 2.84E-06 1.47E-06 2.04E-08 1.35E-09 1.50E-09 1.15E-10
370765 3754404 2.80E-03 1.45E-03 2.10E-05 1.38E-06 1.47E-06 1.13E-07 370765 3754404 2.93E-06 1.52E-06 2.19E-08 1.44E-09 1.54E-09 1.18E-10
370775 3754404 2.89E-03 1.50E-03 2.26E-05 1.49E-06 1.52E-06 1.16E-07 370775 3754404 3.02E-06 1.57E-06 2.36E-08 1.55E-09 1.58E-09 1.21E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370785 3754404 2.98E-03 1.55E-03 2.43E-05 1.60E-06 1.56E-06 1.19E-07 370785 3754404 3.12E-06 1.62E-06 2.54E-08 1.68E-09 1.63E-09 1.24E-10
370795 3754404 3.08E-03 1.61E-03 2.64E-05 1.74E-06 1.60E-06 1.22E-07 370795 3754404 3.22E-06 1.68E-06 2.75E-08 1.82E-09 1.67E-09 1.28E-10
370805 3754404 3.19E-03 1.67E-03 2.87E-05 1.89E-06 1.65E-06 1.26E-07 370805 3754404 3.33E-06 1.74E-06 3.00E-08 1.98E-09 1.72E-09 1.32E-10
370815 3754404 3.30E-03 1.73E-03 3.14E-05 2.07E-06 1.69E-06 1.29E-07 370815 3754404 3.45E-06 1.81E-06 3.28E-08 2.16E-09 1.77E-09 1.35E-10
370825 3754404 3.42E-03 1.79E-03 3.46E-05 2.28E-06 1.74E-06 1.33E-07 370825 3754404 3.58E-06 1.88E-06 3.61E-08 2.38E-09 1.82E-09 1.39E-10
370835 3754404 3.55E-03 1.86E-03 3.83E-05 2.52E-06 1.79E-06 1.37E-07 370835 3754404 3.71E-06 1.95E-06 4.00E-08 2.64E-09 1.88E-09 1.43E-10
370745 3754414 2.61E-03 1.33E-03 1.82E-05 1.20E-06 1.36E-06 1.04E-07 370745 3754414 2.73E-06 1.39E-06 1.90E-08 1.25E-09 1.43E-09 1.09E-10
370755 3754414 2.69E-03 1.37E-03 1.95E-05 1.28E-06 1.40E-06 1.07E-07 370755 3754414 2.81E-06 1.43E-06 2.04E-08 1.34E-09 1.46E-09 1.12E-10
370765 3754414 2.78E-03 1.42E-03 2.09E-05 1.38E-06 1.44E-06 1.10E-07 370765 3754414 2.90E-06 1.48E-06 2.18E-08 1.44E-09 1.50E-09 1.15E-10
370775 3754414 2.86E-03 1.46E-03 2.25E-05 1.48E-06 1.48E-06 1.13E-07 370775 3754414 2.99E-06 1.53E-06 2.35E-08 1.55E-09 1.55E-09 1.18E-10
370785 3754414 2.96E-03 1.51E-03 2.43E-05 1.60E-06 1.52E-06 1.16E-07 370785 3754414 3.09E-06 1.58E-06 2.53E-08 1.67E-09 1.59E-09 1.21E-10
370795 3754414 3.05E-03 1.56E-03 2.63E-05 1.73E-06 1.56E-06 1.19E-07 370795 3754414 3.19E-06 1.64E-06 2.75E-08 1.81E-09 1.63E-09 1.25E-10
370805 3754414 3.16E-03 1.62E-03 2.86E-05 1.89E-06 1.60E-06 1.22E-07 370805 3754414 3.30E-06 1.69E-06 2.99E-08 1.97E-09 1.68E-09 1.28E-10
370815 3754414 3.27E-03 1.68E-03 3.13E-05 2.06E-06 1.65E-06 1.26E-07 370815 3754414 3.42E-06 1.76E-06 3.27E-08 2.16E-09 1.72E-09 1.32E-10
370825 3754414 3.38E-03 1.74E-03 3.44E-05 2.27E-06 1.69E-06 1.29E-07 370825 3754414 3.54E-06 1.82E-06 3.60E-08 2.37E-09 1.77E-09 1.35E-10
370835 3754414 3.51E-03 1.81E-03 3.81E-05 2.51E-06 1.74E-06 1.33E-07 370835 3754414 3.67E-06 1.89E-06 3.98E-08 2.62E-09 1.82E-09 1.39E-10
370745 3754424 2.59E-03 1.30E-03 1.81E-05 1.19E-06 1.33E-06 1.02E-07 370745 3754424 2.70E-06 1.35E-06 1.89E-08 1.25E-09 1.39E-09 1.06E-10
370755 3754424 2.67E-03 1.34E-03 1.94E-05 1.28E-06 1.37E-06 1.04E-07 370755 3754424 2.79E-06 1.40E-06 2.03E-08 1.34E-09 1.43E-09 1.09E-10
370765 3754424 2.75E-03 1.38E-03 2.09E-05 1.37E-06 1.40E-06 1.07E-07 370765 3754424 2.88E-06 1.44E-06 2.18E-08 1.44E-09 1.47E-09 1.12E-10
370775 3754424 2.84E-03 1.43E-03 2.24E-05 1.48E-06 1.44E-06 1.10E-07 370775 3754424 2.96E-06 1.49E-06 2.34E-08 1.54E-09 1.51E-09 1.15E-10
370785 3754424 2.93E-03 1.47E-03 2.42E-05 1.60E-06 1.48E-06 1.13E-07 370785 3754424 3.06E-06 1.54E-06 2.53E-08 1.67E-09 1.55E-09 1.18E-10
370795 3754424 3.03E-03 1.52E-03 2.63E-05 1.73E-06 1.52E-06 1.16E-07 370795 3754424 3.16E-06 1.59E-06 2.75E-08 1.81E-09 1.59E-09 1.21E-10
370805 3754424 3.13E-03 1.58E-03 2.86E-05 1.89E-06 1.56E-06 1.19E-07 370805 3754424 3.27E-06 1.65E-06 2.99E-08 1.97E-09 1.63E-09 1.25E-10
370815 3754424 3.23E-03 1.63E-03 3.13E-05 2.06E-06 1.60E-06 1.22E-07 370815 3754424 3.38E-06 1.71E-06 3.27E-08 2.16E-09 1.68E-09 1.28E-10
370825 3754424 3.35E-03 1.69E-03 3.44E-05 2.27E-06 1.65E-06 1.26E-07 370825 3754424 3.50E-06 1.77E-06 3.60E-08 2.37E-09 1.72E-09 1.32E-10
370835 3754424 3.47E-03 1.75E-03 3.81E-05 2.51E-06 1.69E-06 1.29E-07 370835 3754424 3.62E-06 1.83E-06 3.99E-08 2.63E-09 1.77E-09 1.35E-10
370745 3754434 2.56E-03 1.26E-03 1.81E-05 1.19E-06 1.30E-06 9.92E-08 370745 3754434 2.67E-06 1.32E-06 1.89E-08 1.24E-09 1.36E-09 1.04E-10
370755 3754434 2.64E-03 1.30E-03 1.93E-05 1.27E-06 1.33E-06 1.02E-07 370755 3754434 2.76E-06 1.36E-06 2.02E-08 1.33E-09 1.39E-09 1.06E-10
370765 3754434 2.72E-03 1.34E-03 2.08E-05 1.37E-06 1.37E-06 1.05E-07 370765 3754434 2.84E-06 1.40E-06 2.17E-08 1.43E-09 1.43E-09 1.09E-10
370775 3754434 2.80E-03 1.38E-03 2.23E-05 1.47E-06 1.41E-06 1.07E-07 370775 3754434 2.93E-06 1.45E-06 2.33E-08 1.54E-09 1.47E-09 1.12E-10
370785 3754434 2.89E-03 1.43E-03 2.41E-05 1.59E-06 1.44E-06 1.10E-07 370785 3754434 3.02E-06 1.50E-06 2.52E-08 1.66E-09 1.51E-09 1.15E-10
370795 3754434 2.99E-03 1.48E-03 2.62E-05 1.73E-06 1.48E-06 1.13E-07 370795 3754434 3.12E-06 1.55E-06 2.74E-08 1.81E-09 1.55E-09 1.18E-10
370805 3754434 3.09E-03 1.53E-03 2.86E-05 1.88E-06 1.52E-06 1.16E-07 370805 3754434 3.23E-06 1.60E-06 2.99E-08 1.97E-09 1.59E-09 1.21E-10
370815 3754434 3.19E-03 1.58E-03 3.13E-05 2.06E-06 1.56E-06 1.19E-07 370815 3754434 3.34E-06 1.65E-06 3.27E-08 2.15E-09 1.63E-09 1.25E-10
370825 3754434 3.30E-03 1.64E-03 3.44E-05 2.27E-06 1.60E-06 1.22E-07 370825 3754434 3.45E-06 1.71E-06 3.59E-08 2.37E-09 1.67E-09 1.28E-10
370835 3754434 3.42E-03 1.70E-03 3.81E-05 2.51E-06 1.64E-06 1.26E-07 370835 3754434 3.57E-06 1.77E-06 3.99E-08 2.63E-09 1.72E-09 1.31E-10
370745 3754444 2.53E-03 1.23E-03 1.80E-05 1.18E-06 1.27E-06 9.67E-08 370745 3754444 2.64E-06 1.28E-06 1.88E-08 1.24E-09 1.32E-09 1.01E-10
370755 3754444 2.60E-03 1.27E-03 1.92E-05 1.27E-06 1.30E-06 9.95E-08 370755 3754444 2.72E-06 1.32E-06 2.01E-08 1.33E-09 1.36E-09 1.04E-10
370765 3754444 2.68E-03 1.30E-03 2.06E-05 1.36E-06 1.34E-06 1.02E-07 370765 3754444 2.80E-06 1.36E-06 2.16E-08 1.42E-09 1.40E-09 1.07E-10
370775 3754444 2.76E-03 1.34E-03 2.22E-05 1.46E-06 1.37E-06 1.05E-07 370775 3754444 2.88E-06 1.40E-06 2.32E-08 1.53E-09 1.43E-09 1.09E-10
370785 3754444 2.85E-03 1.39E-03 2.40E-05 1.58E-06 1.41E-06 1.07E-07 370785 3754444 2.98E-06 1.45E-06 2.51E-08 1.65E-09 1.47E-09 1.12E-10
370795 3754444 2.95E-03 1.43E-03 2.61E-05 1.72E-06 1.44E-06 1.10E-07 370795 3754444 3.08E-06 1.50E-06 2.73E-08 1.80E-09 1.51E-09 1.15E-10
370805 3754444 3.04E-03 1.48E-03 2.85E-05 1.88E-06 1.48E-06 1.13E-07 370805 3754444 3.18E-06 1.55E-06 2.98E-08 1.96E-09 1.55E-09 1.18E-10
370815 3754444 3.15E-03 1.53E-03 3.12E-05 2.05E-06 1.52E-06 1.16E-07 370815 3754444 3.29E-06 1.60E-06 3.26E-08 2.15E-09 1.59E-09 1.21E-10
370825 3754444 3.25E-03 1.58E-03 3.43E-05 2.26E-06 1.56E-06 1.19E-07 370825 3754444 3.40E-06 1.66E-06 3.59E-08 2.36E-09 1.63E-09 1.24E-10
370835 3754444 3.37E-03 1.64E-03 3.81E-05 2.51E-06 1.60E-06 1.22E-07 370835 3754444 3.52E-06 1.71E-06 3.98E-08 2.62E-09 1.67E-09 1.27E-10
370745 3754454 2.49E-03 1.20E-03 1.79E-05 1.18E-06 1.23E-06 9.43E-08 370745 3754454 2.61E-06 1.25E-06 1.87E-08 1.23E-09 1.29E-09 9.85E-11
370755 3754454 2.57E-03 1.23E-03 1.92E-05 1.26E-06 1.27E-06 9.67E-08 370755 3754454 2.68E-06 1.29E-06 2.00E-08 1.32E-09 1.32E-09 1.01E-10
370765 3754454 2.64E-03 1.27E-03 2.06E-05 1.36E-06 1.30E-06 9.93E-08 370765 3754454 2.76E-06 1.33E-06 2.15E-08 1.42E-09 1.36E-09 1.04E-10
370775 3754454 2.72E-03 1.31E-03 2.21E-05 1.46E-06 1.34E-06 1.02E-07 370775 3754454 2.85E-06 1.36E-06 2.31E-08 1.53E-09 1.40E-09 1.07E-10
370785 3754454 2.81E-03 1.35E-03 2.39E-05 1.58E-06 1.37E-06 1.05E-07 370785 3754454 2.93E-06 1.41E-06 2.50E-08 1.65E-09 1.43E-09 1.09E-10
370795 3754454 2.90E-03 1.39E-03 2.60E-05 1.71E-06 1.40E-06 1.07E-07 370795 3754454 3.03E-06 1.45E-06 2.72E-08 1.79E-09 1.47E-09 1.12E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370805 3754454 2.99E-03 1.43E-03 2.84E-05 1.87E-06 1.44E-06 1.10E-07 370805 3754454 3.13E-06 1.50E-06 2.96E-08 1.95E-09 1.50E-09 1.15E-10
370815 3754454 3.09E-03 1.48E-03 3.11E-05 2.05E-06 1.47E-06 1.13E-07 370815 3754454 3.23E-06 1.55E-06 3.25E-08 2.14E-09 1.54E-09 1.18E-10
370825 3754454 3.20E-03 1.53E-03 3.43E-05 2.26E-06 1.51E-06 1.15E-07 370825 3754454 3.34E-06 1.60E-06 3.58E-08 2.36E-09 1.58E-09 1.21E-10
370835 3754454 3.31E-03 1.58E-03 3.80E-05 2.50E-06 1.55E-06 1.18E-07 370835 3754454 3.45E-06 1.65E-06 3.97E-08 2.62E-09 1.62E-09 1.24E-10
370745 3754464 2.46E-03 1.16E-03 1.78E-05 1.17E-06 1.20E-06 9.18E-08 370745 3754464 2.57E-06 1.21E-06 1.86E-08 1.23E-09 1.26E-09 9.60E-11
370755 3754464 2.53E-03 1.20E-03 1.91E-05 1.26E-06 1.23E-06 9.40E-08 370755 3754464 2.64E-06 1.25E-06 1.99E-08 1.31E-09 1.29E-09 9.82E-11
370765 3754464 2.61E-03 1.23E-03 2.05E-05 1.35E-06 1.26E-06 9.63E-08 370765 3754464 2.72E-06 1.29E-06 2.14E-08 1.41E-09 1.32E-09 1.01E-10
370775 3754464 2.68E-03 1.27E-03 2.21E-05 1.45E-06 1.29E-06 9.88E-08 370775 3754464 2.81E-06 1.32E-06 2.31E-08 1.52E-09 1.35E-09 1.03E-10
370785 3754464 2.77E-03 1.30E-03 2.39E-05 1.57E-06 1.33E-06 1.01E-07 370785 3754464 2.89E-06 1.36E-06 2.50E-08 1.64E-09 1.39E-09 1.06E-10
370795 3754464 2.85E-03 1.35E-03 2.59E-05 1.71E-06 1.36E-06 1.04E-07 370795 3754464 2.98E-06 1.41E-06 2.71E-08 1.79E-09 1.42E-09 1.09E-10
370805 3754464 2.94E-03 1.39E-03 2.83E-05 1.86E-06 1.40E-06 1.07E-07 370805 3754464 3.08E-06 1.45E-06 2.96E-08 1.95E-09 1.46E-09 1.12E-10
370815 3754464 3.04E-03 1.43E-03 3.10E-05 2.04E-06 1.43E-06 1.09E-07 370815 3754464 3.18E-06 1.50E-06 3.24E-08 2.14E-09 1.50E-09 1.14E-10
370825 3754464 3.14E-03 1.48E-03 3.42E-05 2.26E-06 1.47E-06 1.12E-07 370825 3754464 3.28E-06 1.54E-06 3.58E-08 2.36E-09 1.53E-09 1.17E-10
370835 3754464 3.24E-03 1.52E-03 3.80E-05 2.51E-06 1.50E-06 1.15E-07 370835 3754464 3.39E-06 1.59E-06 3.98E-08 2.62E-09 1.57E-09 1.20E-10
370745 3754474 2.42E-03 1.13E-03 1.77E-05 1.17E-06 1.17E-06 8.95E-08 370745 3754474 2.53E-06 1.18E-06 1.85E-08 1.22E-09 1.23E-09 9.36E-11
370755 3754474 2.49E-03 1.16E-03 1.89E-05 1.25E-06 1.20E-06 9.15E-08 370755 3754474 2.60E-06 1.21E-06 1.98E-08 1.31E-09 1.25E-09 9.57E-11
370765 3754474 2.56E-03 1.19E-03 2.04E-05 1.34E-06 1.23E-06 9.37E-08 370765 3754474 2.68E-06 1.25E-06 2.13E-08 1.40E-09 1.28E-09 9.79E-11
370775 3754474 2.64E-03 1.23E-03 2.20E-05 1.45E-06 1.26E-06 9.59E-08 370775 3754474 2.76E-06 1.28E-06 2.29E-08 1.51E-09 1.31E-09 1.00E-10
370785 3754474 2.72E-03 1.26E-03 2.38E-05 1.57E-06 1.29E-06 9.83E-08 370785 3754474 2.84E-06 1.32E-06 2.48E-08 1.64E-09 1.35E-09 1.03E-10
370795 3754474 2.80E-03 1.30E-03 2.58E-05 1.70E-06 1.32E-06 1.01E-07 370795 3754474 2.93E-06 1.36E-06 2.70E-08 1.78E-09 1.38E-09 1.05E-10
370805 3754474 2.89E-03 1.34E-03 2.82E-05 1.86E-06 1.35E-06 1.03E-07 370805 3754474 3.02E-06 1.40E-06 2.94E-08 1.94E-09 1.41E-09 1.08E-10
370815 3754474 2.98E-03 1.38E-03 3.09E-05 2.04E-06 1.39E-06 1.06E-07 370815 3754474 3.11E-06 1.44E-06 3.23E-08 2.13E-09 1.45E-09 1.11E-10
370825 3754474 3.07E-03 1.42E-03 3.41E-05 2.25E-06 1.42E-06 1.08E-07 370825 3754474 3.21E-06 1.49E-06 3.57E-08 2.35E-09 1.48E-09 1.13E-10
370835 3754474 3.18E-03 1.47E-03 3.80E-05 2.50E-06 1.45E-06 1.11E-07 370835 3754474 3.32E-06 1.53E-06 3.97E-08 2.62E-09 1.52E-09 1.16E-10
370745 3754484 2.37E-03 1.09E-03 1.76E-05 1.16E-06 1.14E-06 8.73E-08 370745 3754484 2.48E-06 1.14E-06 1.84E-08 1.21E-09 1.20E-09 9.13E-11
370755 3754484 2.44E-03 1.12E-03 1.88E-05 1.24E-06 1.17E-06 8.92E-08 370755 3754484 2.55E-06 1.17E-06 1.97E-08 1.30E-09 1.22E-09 9.33E-11
370765 3754484 2.51E-03 1.15E-03 2.02E-05 1.33E-06 1.19E-06 9.13E-08 370765 3754484 2.63E-06 1.21E-06 2.12E-08 1.39E-09 1.25E-09 9.54E-11
370775 3754484 2.59E-03 1.19E-03 2.18E-05 1.44E-06 1.22E-06 9.34E-08 370775 3754484 2.70E-06 1.24E-06 2.28E-08 1.50E-09 1.28E-09 9.76E-11
370785 3754484 2.66E-03 1.22E-03 2.36E-05 1.56E-06 1.25E-06 9.56E-08 370785 3754484 2.78E-06 1.27E-06 2.47E-08 1.63E-09 1.31E-09 9.99E-11
370795 3754484 2.74E-03 1.25E-03 2.57E-05 1.69E-06 1.28E-06 9.78E-08 370795 3754484 2.87E-06 1.31E-06 2.68E-08 1.77E-09 1.34E-09 1.02E-10
370805 3754484 2.83E-03 1.29E-03 2.80E-05 1.85E-06 1.31E-06 1.00E-07 370805 3754484 2.95E-06 1.35E-06 2.93E-08 1.93E-09 1.37E-09 1.05E-10
370815 3754484 2.91E-03 1.33E-03 3.08E-05 2.03E-06 1.34E-06 1.03E-07 370815 3754484 3.05E-06 1.39E-06 3.22E-08 2.12E-09 1.40E-09 1.07E-10
370825 3754484 3.01E-03 1.37E-03 3.40E-05 2.24E-06 1.38E-06 1.05E-07 370825 3754484 3.14E-06 1.43E-06 3.55E-08 2.34E-09 1.44E-09 1.10E-10
370835 3754484 3.10E-03 1.41E-03 3.78E-05 2.49E-06 1.41E-06 1.08E-07 370835 3754484 3.24E-06 1.47E-06 3.95E-08 2.60E-09 1.47E-09 1.12E-10
370745 3754494 2.33E-03 1.06E-03 1.75E-05 1.15E-06 1.12E-06 8.53E-08 370745 3754494 2.43E-06 1.10E-06 1.83E-08 1.20E-09 1.17E-09 8.91E-11
370755 3754494 2.39E-03 1.09E-03 1.87E-05 1.23E-06 1.14E-06 8.71E-08 370755 3754494 2.50E-06 1.13E-06 1.96E-08 1.29E-09 1.19E-09 9.10E-11
370765 3754494 2.46E-03 1.11E-03 2.01E-05 1.33E-06 1.16E-06 8.89E-08 370765 3754494 2.57E-06 1.17E-06 2.10E-08 1.39E-09 1.22E-09 9.30E-11
370775 3754494 2.53E-03 1.15E-03 2.17E-05 1.43E-06 1.19E-06 9.10E-08 370775 3754494 2.65E-06 1.20E-06 2.27E-08 1.49E-09 1.25E-09 9.51E-11
370785 3754494 2.61E-03 1.18E-03 2.35E-05 1.55E-06 1.22E-06 9.30E-08 370785 3754494 2.72E-06 1.23E-06 2.45E-08 1.62E-09 1.27E-09 9.72E-11
370795 3754494 2.68E-03 1.21E-03 2.55E-05 1.68E-06 1.25E-06 9.52E-08 370795 3754494 2.80E-06 1.26E-06 2.67E-08 1.76E-09 1.30E-09 9.95E-11
370805 3754494 2.76E-03 1.24E-03 2.79E-05 1.84E-06 1.28E-06 9.74E-08 370805 3754494 2.89E-06 1.30E-06 2.91E-08 1.92E-09 1.33E-09 1.02E-10
370815 3754494 2.85E-03 1.28E-03 3.06E-05 2.02E-06 1.30E-06 9.96E-08 370815 3754494 2.97E-06 1.34E-06 3.20E-08 2.11E-09 1.36E-09 1.04E-10
370825 3754494 2.93E-03 1.31E-03 3.38E-05 2.23E-06 1.33E-06 1.02E-07 370825 3754494 3.07E-06 1.37E-06 3.53E-08 2.33E-09 1.39E-09 1.06E-10
370835 3754494 3.03E-03 1.35E-03 3.76E-05 2.48E-06 1.36E-06 1.04E-07 370835 3754494 3.16E-06 1.41E-06 3.93E-08 2.59E-09 1.42E-09 1.09E-10
370745 3754504 2.28E-03 1.02E-03 1.74E-05 1.14E-06 1.09E-06 8.33E-08 370745 3754504 2.38E-06 1.07E-06 1.81E-08 1.20E-09 1.14E-09 8.71E-11
370755 3754504 2.34E-03 1.05E-03 1.86E-05 1.23E-06 1.11E-06 8.51E-08 370755 3754504 2.45E-06 1.10E-06 1.94E-08 1.28E-09 1.16E-09 8.89E-11
370765 3754504 2.41E-03 1.08E-03 2.00E-05 1.32E-06 1.14E-06 8.69E-08 370765 3754504 2.52E-06 1.13E-06 2.09E-08 1.38E-09 1.19E-09 9.08E-11
370775 3754504 2.48E-03 1.10E-03 2.15E-05 1.42E-06 1.16E-06 8.88E-08 370775 3754504 2.59E-06 1.15E-06 2.25E-08 1.48E-09 1.22E-09 9.28E-11
370785 3754504 2.55E-03 1.13E-03 2.33E-05 1.54E-06 1.19E-06 9.07E-08 370785 3754504 2.66E-06 1.19E-06 2.44E-08 1.61E-09 1.24E-09 9.48E-11
370795 3754504 2.62E-03 1.16E-03 2.54E-05 1.67E-06 1.21E-06 9.27E-08 370795 3754504 2.74E-06 1.22E-06 2.65E-08 1.75E-09 1.27E-09 9.69E-11
370805 3754504 2.70E-03 1.20E-03 2.77E-05 1.83E-06 1.24E-06 9.47E-08 370805 3754504 2.82E-06 1.25E-06 2.89E-08 1.91E-09 1.30E-09 9.89E-11
370815 3754504 2.78E-03 1.23E-03 3.04E-05 2.00E-06 1.27E-06 9.67E-08 370815 3754504 2.90E-06 1.28E-06 3.18E-08 2.10E-09 1.32E-09 1.01E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370825 3754504 2.86E-03 1.26E-03 3.36E-05 2.22E-06 1.29E-06 9.88E-08 370825 3754504 2.99E-06 1.32E-06 3.51E-08 2.32E-09 1.35E-09 1.03E-10
370835 3754504 2.95E-03 1.30E-03 3.74E-05 2.47E-06 1.32E-06 1.01E-07 370835 3754504 3.08E-06 1.36E-06 3.91E-08 2.58E-09 1.38E-09 1.05E-10
370745 3754514 2.23E-03 9.89E-04 1.72E-05 1.14E-06 1.07E-06 8.14E-08 370745 3754514 2.33E-06 1.03E-06 1.80E-08 1.19E-09 1.11E-09 8.51E-11
370755 3754514 2.29E-03 1.01E-03 1.85E-05 1.22E-06 1.09E-06 8.31E-08 370755 3754514 2.40E-06 1.06E-06 1.93E-08 1.27E-09 1.14E-09 8.68E-11
370765 3754514 2.35E-03 1.04E-03 1.98E-05 1.31E-06 1.11E-06 8.49E-08 370765 3754514 2.46E-06 1.09E-06 2.07E-08 1.37E-09 1.16E-09 8.87E-11
370775 3754514 2.42E-03 1.07E-03 2.14E-05 1.41E-06 1.14E-06 8.67E-08 370775 3754514 2.53E-06 1.11E-06 2.24E-08 1.47E-09 1.19E-09 9.06E-11
370785 3754514 2.49E-03 1.09E-03 2.32E-05 1.53E-06 1.16E-06 8.85E-08 370785 3754514 2.60E-06 1.14E-06 2.42E-08 1.60E-09 1.21E-09 9.25E-11
370795 3754514 2.56E-03 1.12E-03 2.52E-05 1.66E-06 1.18E-06 9.02E-08 370795 3754514 2.67E-06 1.17E-06 2.63E-08 1.73E-09 1.24E-09 9.43E-11
370805 3754514 2.63E-03 1.15E-03 2.75E-05 1.81E-06 1.20E-06 9.20E-08 370805 3754514 2.75E-06 1.20E-06 2.88E-08 1.90E-09 1.26E-09 9.61E-11
370815 3754514 2.70E-03 1.18E-03 3.02E-05 1.99E-06 1.23E-06 9.39E-08 370815 3754514 2.83E-06 1.23E-06 3.16E-08 2.08E-09 1.29E-09 9.81E-11
370825 3754514 2.78E-03 1.21E-03 3.34E-05 2.20E-06 1.25E-06 9.58E-08 370825 3754514 2.91E-06 1.27E-06 3.49E-08 2.30E-09 1.31E-09 1.00E-10
370835 3754514 2.87E-03 1.24E-03 3.72E-05 2.45E-06 1.28E-06 9.78E-08 370835 3754514 3.00E-06 1.30E-06 3.89E-08 2.56E-09 1.34E-09 1.02E-10
370745 3754524 2.18E-03 9.56E-04 1.71E-05 1.13E-06 1.04E-06 7.95E-08 370745 3754524 2.28E-06 9.99E-07 1.79E-08 1.18E-09 1.09E-09 8.31E-11
370755 3754524 2.24E-03 9.79E-04 1.83E-05 1.21E-06 1.06E-06 8.11E-08 370755 3754524 2.34E-06 1.02E-06 1.92E-08 1.26E-09 1.11E-09 8.48E-11
370765 3754524 2.30E-03 1.00E-03 1.97E-05 1.30E-06 1.08E-06 8.28E-08 370765 3754524 2.40E-06 1.05E-06 2.06E-08 1.36E-09 1.13E-09 8.65E-11
370775 3754524 2.36E-03 1.03E-03 2.12E-05 1.40E-06 1.11E-06 8.45E-08 370775 3754524 2.47E-06 1.07E-06 2.22E-08 1.46E-09 1.16E-09 8.84E-11
370785 3754524 2.42E-03 1.05E-03 2.30E-05 1.52E-06 1.13E-06 8.61E-08 370785 3754524 2.53E-06 1.10E-06 2.40E-08 1.58E-09 1.18E-09 9.00E-11
370795 3754524 2.49E-03 1.08E-03 2.50E-05 1.65E-06 1.15E-06 8.79E-08 370795 3754524 2.60E-06 1.13E-06 2.61E-08 1.72E-09 1.20E-09 9.19E-11
370805 3754524 2.56E-03 1.11E-03 2.73E-05 1.80E-06 1.17E-06 8.95E-08 370805 3754524 2.68E-06 1.16E-06 2.86E-08 1.88E-09 1.22E-09 9.35E-11
370815 3754524 2.63E-03 1.13E-03 3.00E-05 1.98E-06 1.19E-06 9.12E-08 370815 3754524 2.75E-06 1.18E-06 3.14E-08 2.07E-09 1.25E-09 9.54E-11
370825 3754524 2.71E-03 1.16E-03 3.32E-05 2.19E-06 1.22E-06 9.30E-08 370825 3754524 2.83E-06 1.21E-06 3.47E-08 2.29E-09 1.27E-09 9.72E-11
370835 3754524 2.78E-03 1.19E-03 3.70E-05 2.44E-06 1.24E-06 9.48E-08 370835 3754524 2.91E-06 1.25E-06 3.87E-08 2.55E-09 1.30E-09 9.90E-11
370745 3754534 2.13E-03 9.23E-04 1.70E-05 1.12E-06 1.02E-06 7.77E-08 370745 3754534 2.23E-06 9.65E-07 1.77E-08 1.17E-09 1.06E-09 8.12E-11
370755 3754534 2.19E-03 9.44E-04 1.82E-05 1.20E-06 1.04E-06 7.93E-08 370755 3754534 2.29E-06 9.87E-07 1.90E-08 1.25E-09 1.09E-09 8.29E-11
370765 3754534 2.24E-03 9.66E-04 1.95E-05 1.29E-06 1.06E-06 8.09E-08 370765 3754534 2.34E-06 1.01E-06 2.04E-08 1.35E-09 1.11E-09 8.46E-11
370775 3754534 2.30E-03 9.89E-04 2.11E-05 1.39E-06 1.08E-06 8.27E-08 370775 3754534 2.40E-06 1.03E-06 2.20E-08 1.45E-09 1.13E-09 8.64E-11
370785 3754534 2.36E-03 1.01E-03 2.28E-05 1.50E-06 1.10E-06 8.42E-08 370785 3754534 2.47E-06 1.06E-06 2.38E-08 1.57E-09 1.15E-09 8.80E-11
370795 3754534 2.42E-03 1.04E-03 2.48E-05 1.63E-06 1.12E-06 8.58E-08 370795 3754534 2.53E-06 1.08E-06 2.59E-08 1.71E-09 1.17E-09 8.97E-11
370805 3754534 2.49E-03 1.06E-03 2.71E-05 1.79E-06 1.14E-06 8.69E-08 370805 3754534 2.60E-06 1.11E-06 2.84E-08 1.87E-09 1.19E-09 9.08E-11
370815 3754534 2.56E-03 1.09E-03 2.98E-05 1.96E-06 1.16E-06 8.85E-08 370815 3754534 2.67E-06 1.14E-06 3.12E-08 2.05E-09 1.21E-09 9.25E-11
370825 3754534 2.62E-03 1.11E-03 3.30E-05 2.17E-06 1.18E-06 9.02E-08 370825 3754534 2.74E-06 1.16E-06 3.45E-08 2.27E-09 1.23E-09 9.42E-11
370835 3754534 2.70E-03 1.14E-03 3.67E-05 2.42E-06 1.20E-06 9.18E-08 370835 3754534 2.82E-06 1.19E-06 3.84E-08 2.53E-09 1.26E-09 9.60E-11
370745 3754544 2.08E-03 8.91E-04 1.68E-05 1.11E-06 9.93E-07 7.58E-08 370745 3754544 2.18E-06 9.31E-07 1.76E-08 1.16E-09 1.04E-09 7.93E-11
370755 3754544 2.13E-03 9.11E-04 1.80E-05 1.19E-06 1.01E-06 7.73E-08 370755 3754544 2.23E-06 9.52E-07 1.88E-08 1.24E-09 1.06E-09 8.08E-11
370765 3754544 2.19E-03 9.32E-04 1.94E-05 1.28E-06 1.03E-06 7.89E-08 370765 3754544 2.28E-06 9.74E-07 2.02E-08 1.33E-09 1.08E-09 8.25E-11
370775 3754544 2.24E-03 9.53E-04 2.09E-05 1.38E-06 1.05E-06 8.05E-08 370775 3754544 2.34E-06 9.96E-07 2.18E-08 1.44E-09 1.10E-09 8.42E-11
370785 3754544 2.30E-03 9.74E-04 2.26E-05 1.49E-06 1.07E-06 8.20E-08 370785 3754544 2.40E-06 1.02E-06 2.36E-08 1.56E-09 1.12E-09 8.57E-11
370795 3754544 2.36E-03 9.97E-04 2.46E-05 1.62E-06 1.09E-06 8.34E-08 370795 3754544 2.46E-06 1.04E-06 2.57E-08 1.69E-09 1.14E-09 8.72E-11
370805 3754544 2.41E-03 1.02E-03 2.69E-05 1.77E-06 1.10E-06 8.44E-08 370805 3754544 2.52E-06 1.07E-06 2.81E-08 1.85E-09 1.15E-09 8.82E-11
370815 3754544 2.48E-03 1.04E-03 2.96E-05 1.95E-06 1.12E-06 8.59E-08 370815 3754544 2.59E-06 1.09E-06 3.09E-08 2.04E-09 1.18E-09 8.98E-11
370825 3754544 2.54E-03 1.07E-03 3.27E-05 2.16E-06 1.15E-06 8.75E-08 370825 3754544 2.66E-06 1.11E-06 3.42E-08 2.25E-09 1.20E-09 9.14E-11
370835 3754544 2.61E-03 1.09E-03 3.65E-05 2.40E-06 1.17E-06 8.91E-08 370835 3754544 2.73E-06 1.14E-06 3.81E-08 2.51E-09 1.22E-09 9.31E-11
370745 3754554 2.03E-03 8.60E-04 1.67E-05 1.10E-06 9.70E-07 7.41E-08 370745 3754554 2.12E-06 8.99E-07 1.74E-08 1.15E-09 1.01E-09 7.74E-11
370755 3754554 2.08E-03 8.79E-04 1.79E-05 1.18E-06 9.87E-07 7.54E-08 370755 3754554 2.17E-06 9.18E-07 1.87E-08 1.23E-09 1.03E-09 7.88E-11
370765 3754554 2.13E-03 8.98E-04 1.92E-05 1.27E-06 1.00E-06 7.67E-08 370765 3754554 2.23E-06 9.38E-07 2.01E-08 1.32E-09 1.05E-09 8.02E-11
370775 3754554 2.18E-03 9.17E-04 2.07E-05 1.37E-06 1.02E-06 7.82E-08 370775 3754554 2.28E-06 9.59E-07 2.17E-08 1.43E-09 1.07E-09 8.17E-11
370785 3754554 2.24E-03 9.38E-04 2.24E-05 1.48E-06 1.04E-06 7.95E-08 370785 3754554 2.34E-06 9.80E-07 2.35E-08 1.55E-09 1.09E-09 8.31E-11
370795 3754554 2.29E-03 9.58E-04 2.44E-05 1.61E-06 1.06E-06 8.10E-08 370795 3754554 2.40E-06 1.00E-06 2.55E-08 1.68E-09 1.11E-09 8.46E-11
370805 3754554 2.35E-03 9.79E-04 2.67E-05 1.76E-06 1.08E-06 8.21E-08 370805 3754554 2.45E-06 1.02E-06 2.79E-08 1.84E-09 1.12E-09 8.58E-11
370815 3754554 2.40E-03 1.00E-03 2.94E-05 1.93E-06 1.09E-06 8.36E-08 370815 3754554 2.51E-06 1.04E-06 3.07E-08 2.02E-09 1.14E-09 8.73E-11
370825 3754554 2.46E-03 1.02E-03 3.25E-05 2.14E-06 1.11E-06 8.50E-08 370825 3754554 2.58E-06 1.07E-06 3.39E-08 2.24E-09 1.16E-09 8.89E-11
370835 3754554 2.53E-03 1.04E-03 3.62E-05 2.39E-06 1.13E-06 8.65E-08 370835 3754554 2.64E-06 1.09E-06 3.79E-08 2.50E-09 1.18E-09 9.04E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370745 3754564 1.98E-03 8.30E-04 1.65E-05 1.09E-06 9.46E-07 7.23E-08 370745 3754564 2.07E-06 8.67E-07 1.73E-08 1.14E-09 9.89E-10 7.56E-11
370755 3754564 2.02E-03 8.47E-04 1.77E-05 1.17E-06 9.63E-07 7.35E-08 370755 3754564 2.12E-06 8.86E-07 1.85E-08 1.22E-09 1.01E-09 7.68E-11
370765 3754564 2.07E-03 8.65E-04 1.90E-05 1.25E-06 9.79E-07 7.47E-08 370765 3754564 2.17E-06 9.04E-07 1.99E-08 1.31E-09 1.02E-09 7.81E-11
370775 3754564 2.12E-03 8.83E-04 2.05E-05 1.35E-06 9.96E-07 7.60E-08 370775 3754564 2.22E-06 9.23E-07 2.15E-08 1.42E-09 1.04E-09 7.95E-11
370785 3754564 2.17E-03 9.02E-04 2.23E-05 1.47E-06 1.01E-06 7.73E-08 370785 3754564 2.27E-06 9.42E-07 2.33E-08 1.53E-09 1.06E-09 8.08E-11
370795 3754564 2.22E-03 9.20E-04 2.42E-05 1.60E-06 1.03E-06 7.86E-08 370795 3754564 2.33E-06 9.62E-07 2.53E-08 1.67E-09 1.08E-09 8.22E-11
370805 3754564 2.28E-03 9.40E-04 2.65E-05 1.75E-06 1.05E-06 8.00E-08 370805 3754564 2.38E-06 9.82E-07 2.77E-08 1.82E-09 1.09E-09 8.36E-11
370815 3754564 2.33E-03 9.59E-04 2.91E-05 1.92E-06 1.06E-06 8.13E-08 370815 3754564 2.44E-06 1.00E-06 3.04E-08 2.01E-09 1.11E-09 8.50E-11
370825 3754564 2.39E-03 9.78E-04 3.22E-05 2.12E-06 1.08E-06 8.26E-08 370825 3754564 2.50E-06 1.02E-06 3.37E-08 2.22E-09 1.13E-09 8.64E-11
370835 3754564 2.44E-03 9.97E-04 3.59E-05 2.37E-06 1.10E-06 8.40E-08 370835 3754564 2.56E-06 1.04E-06 3.76E-08 2.48E-09 1.15E-09 8.77E-11
370745 3754574 1.93E-03 8.01E-04 1.63E-05 1.08E-06 9.21E-07 7.04E-08 370745 3754574 2.01E-06 8.37E-07 1.71E-08 1.13E-09 9.63E-10 7.35E-11
370755 3754574 1.97E-03 8.17E-04 1.75E-05 1.16E-06 9.37E-07 7.15E-08 370755 3754574 2.06E-06 8.54E-07 1.83E-08 1.21E-09 9.79E-10 7.48E-11
370765 3754574 2.01E-03 8.33E-04 1.88E-05 1.24E-06 9.52E-07 7.27E-08 370765 3754574 2.11E-06 8.71E-07 1.97E-08 1.30E-09 9.95E-10 7.60E-11
370775 3754574 2.06E-03 8.50E-04 2.03E-05 1.34E-06 9.68E-07 7.39E-08 370775 3754574 2.15E-06 8.88E-07 2.13E-08 1.40E-09 1.01E-09 7.73E-11
370785 3754574 2.11E-03 8.67E-04 2.20E-05 1.45E-06 9.85E-07 7.52E-08 370785 3754574 2.20E-06 9.06E-07 2.30E-08 1.52E-09 1.03E-09 7.86E-11
370795 3754574 2.15E-03 8.84E-04 2.40E-05 1.58E-06 1.00E-06 7.64E-08 370795 3754574 2.25E-06 9.24E-07 2.51E-08 1.65E-09 1.05E-09 7.99E-11
370805 3754574 2.20E-03 9.00E-04 2.62E-05 1.73E-06 1.02E-06 7.76E-08 370805 3754574 2.30E-06 9.40E-07 2.74E-08 1.81E-09 1.06E-09 8.11E-11
370815 3754574 2.25E-03 9.17E-04 2.88E-05 1.90E-06 1.03E-06 7.89E-08 370815 3754574 2.36E-06 9.58E-07 3.02E-08 1.99E-09 1.08E-09 8.25E-11
370825 3754574 2.31E-03 9.34E-04 3.19E-05 2.10E-06 1.05E-06 8.01E-08 370825 3754574 2.41E-06 9.76E-07 3.34E-08 2.20E-09 1.10E-09 8.38E-11
370835 3754574 2.36E-03 9.51E-04 3.56E-05 2.35E-06 1.07E-06 8.14E-08 370835 3754574 2.47E-06 9.94E-07 3.72E-08 2.45E-09 1.11E-09 8.51E-11
370845 3754574 2.42E-03 9.70E-04 4.01E-05 2.64E-06 1.08E-06 8.27E-08 370845 3754574 2.53E-06 1.01E-06 4.19E-08 2.76E-09 1.13E-09 8.65E-11
370855 3754574 2.48E-03 9.88E-04 4.56E-05 3.01E-06 1.10E-06 8.40E-08 370855 3754574 2.59E-06 1.03E-06 4.77E-08 3.14E-09 1.15E-09 8.78E-11
370865 3754574 2.54E-03 1.01E-03 5.26E-05 3.47E-06 1.12E-06 8.53E-08 370865 3754574 2.65E-06 1.05E-06 5.50E-08 3.62E-09 1.17E-09 8.91E-11
370875 3754574 2.60E-03 1.02E-03 6.16E-05 4.06E-06 1.13E-06 8.65E-08 370875 3754574 2.71E-06 1.07E-06 6.44E-08 4.25E-09 1.18E-09 9.04E-11
370885 3754574 2.66E-03 1.04E-03 7.37E-05 4.86E-06 1.15E-06 8.76E-08 370885 3754574 2.78E-06 1.09E-06 7.70E-08 5.08E-09 1.20E-09 9.15E-11
370895 3754574 2.72E-03 1.06E-03 9.05E-05 5.96E-06 1.16E-06 8.84E-08 370895 3754574 2.85E-06 1.11E-06 9.46E-08 6.23E-09 1.21E-09 9.24E-11
370905 3754574 2.79E-03 1.08E-03 1.15E-04 7.59E-06 1.17E-06 8.92E-08 370905 3754574 2.92E-06 1.13E-06 1.20E-07 7.93E-09 1.22E-09 9.33E-11
370915 3754574 2.86E-03 1.10E-03 1.54E-04 1.01E-05 1.18E-06 9.03E-08 370915 3754574 2.99E-06 1.14E-06 1.61E-07 1.06E-08 1.24E-09 9.44E-11
370745 3754584 1.87E-03 7.72E-04 1.62E-05 1.06E-06 8.96E-07 6.84E-08 370745 3754584 1.95E-06 8.06E-07 1.69E-08 1.11E-09 9.36E-10 7.15E-11
370755 3754584 1.91E-03 7.86E-04 1.73E-05 1.14E-06 9.10E-07 6.95E-08 370755 3754584 2.00E-06 8.21E-07 1.81E-08 1.19E-09 9.52E-10 7.27E-11
370765 3754584 1.95E-03 7.99E-04 1.86E-05 1.23E-06 9.25E-07 7.06E-08 370765 3754584 2.04E-06 8.35E-07 1.95E-08 1.28E-09 9.67E-10 7.38E-11
370775 3754584 1.99E-03 8.14E-04 2.01E-05 1.32E-06 9.40E-07 7.18E-08 370775 3754584 2.08E-06 8.51E-07 2.10E-08 1.38E-09 9.83E-10 7.51E-11
370785 3754584 2.04E-03 8.31E-04 2.18E-05 1.44E-06 9.57E-07 7.31E-08 370785 3754584 2.13E-06 8.68E-07 2.28E-08 1.50E-09 1.00E-09 7.64E-11
370795 3754584 2.08E-03 8.45E-04 2.37E-05 1.56E-06 9.72E-07 7.42E-08 370795 3754584 2.18E-06 8.83E-07 2.48E-08 1.63E-09 1.02E-09 7.75E-11
370805 3754584 2.13E-03 8.59E-04 2.59E-05 1.71E-06 9.86E-07 7.53E-08 370805 3754584 2.22E-06 8.98E-07 2.71E-08 1.79E-09 1.03E-09 7.87E-11
370815 3754584 2.17E-03 8.74E-04 2.85E-05 1.88E-06 1.00E-06 7.65E-08 370815 3754584 2.27E-06 9.14E-07 2.98E-08 1.96E-09 1.05E-09 7.99E-11
370825 3754584 2.22E-03 8.90E-04 3.16E-05 2.08E-06 1.01E-06 7.75E-08 370825 3754584 2.32E-06 9.30E-07 3.30E-08 2.18E-09 1.06E-09 8.10E-11
370835 3754584 2.27E-03 9.06E-04 3.52E-05 2.32E-06 1.03E-06 7.84E-08 370835 3754584 2.38E-06 9.47E-07 3.68E-08 2.43E-09 1.07E-09 8.19E-11
370845 3754584 2.33E-03 9.25E-04 3.98E-05 2.62E-06 1.05E-06 8.02E-08 370845 3754584 2.44E-06 9.67E-07 4.16E-08 2.74E-09 1.10E-09 8.38E-11
370855 3754584 2.39E-03 9.41E-04 4.53E-05 2.98E-06 1.07E-06 8.14E-08 370855 3754584 2.49E-06 9.83E-07 4.73E-08 3.12E-09 1.11E-09 8.51E-11
370865 3754584 2.44E-03 9.57E-04 5.22E-05 3.44E-06 1.08E-06 8.24E-08 370865 3754584 2.55E-06 1.00E-06 5.45E-08 3.60E-09 1.13E-09 8.61E-11
370875 3754584 2.50E-03 9.73E-04 6.12E-05 4.03E-06 1.09E-06 8.34E-08 370875 3754584 2.61E-06 1.02E-06 6.39E-08 4.21E-09 1.14E-09 8.72E-11
370885 3754584 2.56E-03 9.89E-04 7.31E-05 4.82E-06 1.10E-06 8.40E-08 370885 3754584 2.67E-06 1.03E-06 7.64E-08 5.04E-09 1.15E-09 8.78E-11
370895 3754584 2.61E-03 1.00E-03 8.97E-05 5.91E-06 1.10E-06 8.41E-08 370895 3754584 2.73E-06 1.05E-06 9.37E-08 6.18E-09 1.15E-09 8.79E-11
370905 3754584 2.68E-03 1.02E-03 1.14E-04 7.52E-06 1.12E-06 8.52E-08 370905 3754584 2.80E-06 1.07E-06 1.19E-07 7.86E-09 1.17E-09 8.91E-11
370915 3754584 2.74E-03 1.04E-03 1.52E-04 1.00E-05 1.13E-06 8.65E-08 370915 3754584 2.87E-06 1.08E-06 1.59E-07 1.05E-08 1.18E-09 9.04E-11
370745 3754594 1.81E-03 7.40E-04 1.59E-05 1.05E-06 8.71E-07 6.65E-08 370745 3754594 1.89E-06 7.74E-07 1.66E-08 1.10E-09 9.11E-10 6.95E-11
370755 3754594 1.85E-03 7.54E-04 1.71E-05 1.13E-06 8.86E-07 6.77E-08 370755 3754594 1.93E-06 7.88E-07 1.79E-08 1.18E-09 9.26E-10 7.07E-11
370765 3754594 1.89E-03 7.68E-04 1.84E-05 1.21E-06 9.00E-07 6.88E-08 370765 3754594 1.98E-06 8.02E-07 1.92E-08 1.27E-09 9.41E-10 7.19E-11
370775 3754594 1.93E-03 7.82E-04 1.99E-05 1.31E-06 9.15E-07 6.99E-08 370775 3754594 2.02E-06 8.17E-07 2.08E-08 1.37E-09 9.57E-10 7.31E-11
370785 3754594 1.97E-03 7.95E-04 2.15E-05 1.42E-06 9.30E-07 7.10E-08 370785 3754594 2.06E-06 8.31E-07 2.25E-08 1.48E-09 9.72E-10 7.42E-11
370795 3754594 2.01E-03 8.09E-04 2.34E-05 1.54E-06 9.42E-07 7.19E-08 370795 3754594 2.10E-06 8.45E-07 2.45E-08 1.61E-09 9.84E-10 7.52E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370805 3754594 2.05E-03 8.22E-04 2.56E-05 1.69E-06 9.46E-07 7.23E-08 370805 3754594 2.15E-06 8.59E-07 2.68E-08 1.76E-09 9.89E-10 7.55E-11
370815 3754594 2.10E-03 8.35E-04 2.82E-05 1.86E-06 9.56E-07 7.30E-08 370815 3754594 2.19E-06 8.73E-07 2.94E-08 1.94E-09 9.99E-10 7.63E-11
370825 3754594 2.15E-03 8.50E-04 3.12E-05 2.06E-06 9.68E-07 7.40E-08 370825 3754594 2.24E-06 8.88E-07 3.26E-08 2.15E-09 1.01E-09 7.73E-11
370835 3754594 2.19E-03 8.65E-04 3.49E-05 2.30E-06 9.81E-07 7.49E-08 370835 3754594 2.29E-06 9.04E-07 3.64E-08 2.40E-09 1.03E-09 7.83E-11
370845 3754594 2.25E-03 8.82E-04 3.94E-05 2.60E-06 1.02E-06 7.76E-08 370845 3754594 2.35E-06 9.22E-07 4.12E-08 2.71E-09 1.06E-09 8.11E-11
370855 3754594 2.30E-03 8.97E-04 4.49E-05 2.96E-06 1.03E-06 7.84E-08 370855 3754594 2.40E-06 9.38E-07 4.69E-08 3.09E-09 1.07E-09 8.20E-11
370865 3754594 2.35E-03 9.11E-04 5.17E-05 3.41E-06 1.04E-06 7.92E-08 370865 3754594 2.46E-06 9.53E-07 5.41E-08 3.56E-09 1.08E-09 8.28E-11
370875 3754594 2.40E-03 9.27E-04 6.07E-05 4.00E-06 1.05E-06 8.03E-08 370875 3754594 2.51E-06 9.68E-07 6.34E-08 4.18E-09 1.10E-09 8.39E-11
370885 3754594 2.46E-03 9.41E-04 7.25E-05 4.78E-06 1.06E-06 8.09E-08 370885 3754594 2.57E-06 9.83E-07 7.58E-08 5.00E-09 1.11E-09 8.45E-11
370895 3754594 2.51E-03 9.52E-04 8.88E-05 5.86E-06 1.05E-06 8.05E-08 370895 3754594 2.62E-06 9.95E-07 9.29E-08 6.12E-09 1.10E-09 8.42E-11
370905 3754594 2.57E-03 9.68E-04 1.13E-04 7.46E-06 1.07E-06 8.20E-08 370905 3754594 2.69E-06 1.01E-06 1.18E-07 7.79E-09 1.12E-09 8.57E-11
370915 3754594 2.63E-03 9.83E-04 1.51E-04 9.95E-06 1.09E-06 8.36E-08 370915 3754594 2.75E-06 1.03E-06 1.58E-07 1.04E-08 1.14E-09 8.74E-11
370745 3754604 1.76E-03 7.11E-04 1.57E-05 1.03E-06 8.42E-07 6.43E-08 370745 3754604 1.84E-06 7.43E-07 1.64E-08 1.08E-09 8.80E-10 6.72E-11
370755 3754604 1.79E-03 7.23E-04 1.68E-05 1.11E-06 8.52E-07 6.51E-08 370755 3754604 1.87E-06 7.56E-07 1.76E-08 1.16E-09 8.91E-10 6.80E-11
370765 3754604 1.83E-03 7.36E-04 1.81E-05 1.19E-06 8.63E-07 6.59E-08 370765 3754604 1.91E-06 7.69E-07 1.89E-08 1.25E-09 9.02E-10 6.89E-11
370775 3754604 1.87E-03 7.49E-04 1.95E-05 1.29E-06 8.76E-07 6.69E-08 370775 3754604 1.95E-06 7.82E-07 2.04E-08 1.35E-09 9.16E-10 6.99E-11
370785 3754604 1.91E-03 7.61E-04 2.12E-05 1.40E-06 8.89E-07 6.79E-08 370785 3754604 1.99E-06 7.96E-07 2.22E-08 1.46E-09 9.30E-10 7.10E-11
370795 3754604 1.94E-03 7.74E-04 2.31E-05 1.52E-06 8.99E-07 6.86E-08 370795 3754604 2.03E-06 8.09E-07 2.41E-08 1.59E-09 9.39E-10 7.17E-11
370805 3754604 1.98E-03 7.85E-04 2.52E-05 1.66E-06 9.01E-07 6.88E-08 370805 3754604 2.07E-06 8.21E-07 2.64E-08 1.74E-09 9.42E-10 7.20E-11
370815 3754604 2.02E-03 7.97E-04 2.77E-05 1.83E-06 9.12E-07 6.96E-08 370815 3754604 2.11E-06 8.33E-07 2.90E-08 1.91E-09 9.53E-10 7.28E-11
370825 3754604 2.07E-03 8.11E-04 3.08E-05 2.03E-06 9.24E-07 7.06E-08 370825 3754604 2.16E-06 8.47E-07 3.22E-08 2.12E-09 9.66E-10 7.37E-11
370835 3754604 2.11E-03 8.24E-04 3.44E-05 2.26E-06 9.36E-07 7.15E-08 370835 3754604 2.21E-06 8.61E-07 3.59E-08 2.37E-09 9.78E-10 7.47E-11
370845 3754604 2.17E-03 8.42E-04 3.90E-05 2.57E-06 9.73E-07 7.43E-08 370845 3754604 2.26E-06 8.80E-07 4.07E-08 2.69E-09 1.02E-09 7.77E-11
370855 3754604 2.21E-03 8.56E-04 4.44E-05 2.93E-06 9.86E-07 7.53E-08 370855 3754604 2.31E-06 8.94E-07 4.64E-08 3.06E-09 1.03E-09 7.87E-11
370865 3754604 2.26E-03 8.68E-04 5.13E-05 3.38E-06 9.95E-07 7.60E-08 370865 3754604 2.36E-06 9.07E-07 5.36E-08 3.53E-09 1.04E-09 7.95E-11
370875 3754604 2.31E-03 8.82E-04 6.01E-05 3.96E-06 1.01E-06 7.70E-08 370875 3754604 2.42E-06 9.22E-07 6.29E-08 4.14E-09 1.05E-09 8.05E-11
370885 3754604 2.36E-03 8.95E-04 7.19E-05 4.74E-06 1.02E-06 7.80E-08 370885 3754604 2.47E-06 9.35E-07 7.52E-08 4.96E-09 1.07E-09 8.15E-11
370895 3754604 2.41E-03 9.06E-04 8.82E-05 5.81E-06 1.02E-06 7.79E-08 370895 3754604 2.52E-06 9.47E-07 9.22E-08 6.08E-09 1.07E-09 8.14E-11
370905 3754604 2.47E-03 9.19E-04 1.12E-04 7.40E-06 1.04E-06 7.93E-08 370905 3754604 2.58E-06 9.61E-07 1.17E-07 7.73E-09 1.09E-09 8.29E-11
370915 3754604 2.52E-03 9.33E-04 1.50E-04 9.86E-06 1.06E-06 8.08E-08 370915 3754604 2.64E-06 9.75E-07 1.56E-07 1.03E-08 1.11E-09 8.45E-11
370745 3754614 1.70E-03 6.81E-04 1.53E-05 1.01E-06 8.02E-07 6.13E-08 370745 3754614 1.77E-06 7.12E-07 1.60E-08 1.06E-09 8.38E-10 6.40E-11
370755 3754614 1.73E-03 6.92E-04 1.64E-05 1.08E-06 8.12E-07 6.20E-08 370755 3754614 1.81E-06 7.23E-07 1.72E-08 1.13E-09 8.49E-10 6.48E-11
370765 3754614 1.76E-03 7.03E-04 1.77E-05 1.17E-06 8.24E-07 6.29E-08 370765 3754614 1.84E-06 7.35E-07 1.85E-08 1.22E-09 8.61E-10 6.57E-11
370775 3754614 1.80E-03 7.14E-04 1.91E-05 1.26E-06 8.35E-07 6.37E-08 370775 3754614 1.88E-06 7.47E-07 2.00E-08 1.32E-09 8.72E-10 6.66E-11
370785 3754614 1.84E-03 7.28E-04 2.08E-05 1.37E-06 8.50E-07 6.49E-08 370785 3754614 1.92E-06 7.61E-07 2.18E-08 1.44E-09 8.89E-10 6.79E-11
370795 3754614 1.88E-03 7.40E-04 2.27E-05 1.50E-06 8.61E-07 6.58E-08 370795 3754614 1.96E-06 7.73E-07 2.37E-08 1.56E-09 9.00E-10 6.87E-11
370805 3754614 1.91E-03 7.49E-04 2.47E-05 1.63E-06 8.68E-07 6.63E-08 370805 3754614 2.00E-06 7.83E-07 2.58E-08 1.70E-09 9.07E-10 6.93E-11
370815 3754614 1.95E-03 7.61E-04 2.72E-05 1.79E-06 8.79E-07 6.71E-08 370815 3754614 2.04E-06 7.96E-07 2.84E-08 1.87E-09 9.19E-10 7.02E-11
370825 3754614 1.99E-03 7.73E-04 3.01E-05 1.99E-06 8.90E-07 6.80E-08 370825 3754614 2.08E-06 8.08E-07 3.15E-08 2.08E-09 9.30E-10 7.10E-11
370835 3754614 2.03E-03 7.84E-04 3.36E-05 2.22E-06 9.00E-07 6.87E-08 370835 3754614 2.12E-06 8.20E-07 3.51E-08 2.32E-09 9.40E-10 7.18E-11
370845 3754614 2.09E-03 8.04E-04 3.86E-05 2.54E-06 9.35E-07 7.14E-08 370845 3754614 2.18E-06 8.40E-07 4.03E-08 2.66E-09 9.77E-10 7.46E-11
370855 3754614 2.13E-03 8.16E-04 4.40E-05 2.90E-06 9.51E-07 7.26E-08 370855 3754614 2.23E-06 8.53E-07 4.60E-08 3.03E-09 9.94E-10 7.59E-11
370865 3754614 2.18E-03 8.28E-04 5.08E-05 3.35E-06 9.58E-07 7.32E-08 370865 3754614 2.27E-06 8.65E-07 5.31E-08 3.50E-09 1.00E-09 7.65E-11
370875 3754614 2.22E-03 8.40E-04 5.96E-05 3.93E-06 9.74E-07 7.44E-08 370875 3754614 2.32E-06 8.78E-07 6.23E-08 4.11E-09 1.02E-09 7.77E-11
370885 3754614 2.27E-03 8.51E-04 7.13E-05 4.70E-06 9.82E-07 7.50E-08 370885 3754614 2.37E-06 8.90E-07 7.45E-08 4.91E-09 1.03E-09 7.84E-11
370895 3754614 2.32E-03 8.62E-04 8.75E-05 5.77E-06 9.89E-07 7.55E-08 370895 3754614 2.42E-06 9.01E-07 9.15E-08 6.03E-09 1.03E-09 7.89E-11
370905 3754614 2.37E-03 8.73E-04 1.11E-04 7.34E-06 1.00E-06 7.67E-08 370905 3754614 2.47E-06 9.13E-07 1.16E-07 7.67E-09 1.05E-09 8.02E-11
370915 3754614 2.42E-03 8.85E-04 1.48E-04 9.76E-06 1.02E-06 7.80E-08 370915 3754614 2.53E-06 9.25E-07 1.55E-07 1.02E-08 1.07E-09 8.15E-11
370745 3754624 1.64E-03 6.54E-04 1.50E-05 9.90E-07 7.78E-07 5.94E-08 370745 3754624 1.72E-06 6.84E-07 1.57E-08 1.03E-09 8.13E-10 6.21E-11
370755 3754624 1.67E-03 6.65E-04 1.61E-05 1.06E-06 7.88E-07 6.02E-08 370755 3754624 1.75E-06 6.95E-07 1.68E-08 1.11E-09 8.24E-10 6.29E-11
370765 3754624 1.71E-03 6.75E-04 1.74E-05 1.14E-06 7.99E-07 6.10E-08 370765 3754624 1.78E-06 7.06E-07 1.81E-08 1.20E-09 8.35E-10 6.38E-11
370775 3754624 1.74E-03 6.86E-04 1.88E-05 1.24E-06 8.09E-07 6.18E-08 370775 3754624 1.82E-06 7.17E-07 1.96E-08 1.29E-09 8.46E-10 6.46E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370785 3754624 1.78E-03 6.97E-04 2.04E-05 1.34E-06 8.21E-07 6.27E-08 370785 3754624 1.86E-06 7.28E-07 2.13E-08 1.40E-09 8.58E-10 6.55E-11
370795 3754624 1.81E-03 7.07E-04 2.22E-05 1.46E-06 8.30E-07 6.34E-08 370795 3754624 1.89E-06 7.39E-07 2.32E-08 1.53E-09 8.68E-10 6.63E-11
370805 3754624 1.84E-03 7.16E-04 2.41E-05 1.59E-06 8.36E-07 6.38E-08 370805 3754624 1.92E-06 7.48E-07 2.52E-08 1.66E-09 8.74E-10 6.67E-11
370815 3754624 1.88E-03 7.27E-04 2.67E-05 1.76E-06 8.48E-07 6.48E-08 370815 3754624 1.96E-06 7.60E-07 2.79E-08 1.84E-09 8.87E-10 6.77E-11
370825 3754624 1.92E-03 7.38E-04 2.95E-05 1.95E-06 8.58E-07 6.56E-08 370825 3754624 2.00E-06 7.71E-07 3.09E-08 2.04E-09 8.97E-10 6.85E-11
370835 3754624 1.95E-03 7.48E-04 3.30E-05 2.17E-06 8.68E-07 6.63E-08 370835 3754624 2.04E-06 7.82E-07 3.45E-08 2.27E-09 9.07E-10 6.93E-11
370845 3754624 2.01E-03 7.67E-04 3.81E-05 2.51E-06 8.98E-07 6.86E-08 370845 3754624 2.10E-06 8.02E-07 3.98E-08 2.62E-09 9.38E-10 7.17E-11
370855 3754624 2.05E-03 7.79E-04 4.35E-05 2.87E-06 9.14E-07 6.98E-08 370855 3754624 2.15E-06 8.14E-07 4.55E-08 3.00E-09 9.55E-10 7.30E-11
370865 3754624 2.09E-03 7.89E-04 5.02E-05 3.31E-06 9.21E-07 7.03E-08 370865 3754624 2.19E-06 8.24E-07 5.25E-08 3.46E-09 9.62E-10 7.35E-11
370875 3754624 2.14E-03 8.00E-04 5.90E-05 3.89E-06 9.37E-07 7.15E-08 370875 3754624 2.23E-06 8.36E-07 6.17E-08 4.06E-09 9.79E-10 7.48E-11
370885 3754624 2.18E-03 8.10E-04 7.06E-05 4.66E-06 9.48E-07 7.24E-08 370885 3754624 2.28E-06 8.47E-07 7.38E-08 4.87E-09 9.90E-10 7.56E-11
370895 3754624 2.23E-03 8.20E-04 8.68E-05 5.72E-06 9.56E-07 7.30E-08 370895 3754624 2.33E-06 8.57E-07 9.07E-08 5.98E-09 9.99E-10 7.63E-11
370905 3754624 2.27E-03 8.30E-04 1.10E-04 7.27E-06 9.70E-07 7.41E-08 370905 3754624 2.37E-06 8.67E-07 1.15E-07 7.60E-09 1.01E-09 7.74E-11
370915 3754624 2.32E-03 8.40E-04 1.47E-04 9.67E-06 9.86E-07 7.53E-08 370915 3754624 2.42E-06 8.78E-07 1.53E-07 1.01E-08 1.03E-09 7.87E-11
370745 3754634 1.59E-03 6.29E-04 1.47E-05 9.69E-07 7.54E-07 5.76E-08 370745 3754634 1.66E-06 6.57E-07 1.54E-08 1.01E-09 7.88E-10 6.02E-11
370755 3754634 1.62E-03 6.39E-04 1.58E-05 1.04E-06 7.64E-07 5.84E-08 370755 3754634 1.69E-06 6.67E-07 1.65E-08 1.09E-09 7.99E-10 6.10E-11
370765 3754634 1.65E-03 6.48E-04 1.70E-05 1.12E-06 7.74E-07 5.91E-08 370765 3754634 1.73E-06 6.77E-07 1.78E-08 1.17E-09 8.09E-10 6.18E-11
370775 3754634 1.68E-03 6.57E-04 1.83E-05 1.21E-06 7.82E-07 5.97E-08 370775 3754634 1.76E-06 6.87E-07 1.91E-08 1.26E-09 8.17E-10 6.24E-11
370785 3754634 1.71E-03 6.67E-04 1.99E-05 1.31E-06 7.91E-07 6.04E-08 370785 3754634 1.79E-06 6.97E-07 2.08E-08 1.37E-09 8.27E-10 6.32E-11
370795 3754634 1.75E-03 6.77E-04 2.17E-05 1.43E-06 8.02E-07 6.12E-08 370795 3754634 1.82E-06 7.07E-07 2.27E-08 1.49E-09 8.38E-10 6.40E-11
370805 3754634 1.73E-03 6.85E-04 2.36E-05 1.56E-06 8.07E-07 6.17E-08 370805 3754634 1.81E-06 7.15E-07 2.47E-08 1.63E-09 8.44E-10 6.45E-11
370815 3754634 1.76E-03 6.94E-04 2.60E-05 1.71E-06 8.16E-07 6.23E-08 370815 3754634 1.84E-06 7.25E-07 2.71E-08 1.79E-09 8.53E-10 6.52E-11
370825 3754634 1.80E-03 7.04E-04 2.88E-05 1.90E-06 8.26E-07 6.31E-08 370825 3754634 1.88E-06 7.35E-07 3.01E-08 1.98E-09 8.63E-10 6.59E-11
370835 3754634 1.83E-03 7.13E-04 3.22E-05 2.12E-06 8.35E-07 6.38E-08 370835 3754634 1.91E-06 7.45E-07 3.36E-08 2.22E-09 8.73E-10 6.66E-11
370845 3754634 1.94E-03 7.33E-04 3.76E-05 2.48E-06 8.66E-07 6.62E-08 370845 3754634 2.02E-06 7.66E-07 3.93E-08 2.59E-09 9.06E-10 6.92E-11
370855 3754634 1.98E-03 7.43E-04 4.30E-05 2.83E-06 8.81E-07 6.73E-08 370855 3754634 2.07E-06 7.77E-07 4.49E-08 2.96E-09 9.21E-10 7.03E-11
370865 3754634 2.01E-03 7.52E-04 4.97E-05 3.27E-06 8.87E-07 6.78E-08 370865 3754634 2.11E-06 7.86E-07 5.19E-08 3.42E-09 9.27E-10 7.08E-11
370875 3754634 2.06E-03 7.62E-04 5.84E-05 3.85E-06 9.02E-07 6.89E-08 370875 3754634 2.15E-06 7.97E-07 6.10E-08 4.02E-09 9.43E-10 7.20E-11
370885 3754634 2.10E-03 7.72E-04 7.00E-05 4.61E-06 9.15E-07 6.98E-08 370885 3754634 2.19E-06 8.07E-07 7.31E-08 4.82E-09 9.56E-10 7.30E-11
370895 3754634 2.14E-03 7.80E-04 8.60E-05 5.67E-06 9.26E-07 7.07E-08 370895 3754634 2.23E-06 8.16E-07 8.99E-08 5.92E-09 9.67E-10 7.39E-11
370905 3754634 2.18E-03 7.89E-04 1.09E-04 7.20E-06 9.35E-07 7.14E-08 370905 3754634 2.28E-06 8.25E-07 1.14E-07 7.53E-09 9.77E-10 7.46E-11
370915 3754634 2.22E-03 7.97E-04 1.45E-04 9.58E-06 9.50E-07 7.25E-08 370915 3754634 2.32E-06 8.33E-07 1.52E-07 1.00E-08 9.93E-10 7.58E-11
370745 3754644 1.50E-03 5.87E-04 1.43E-05 9.43E-07 7.28E-07 5.56E-08 370745 3754644 1.57E-06 6.13E-07 1.49E-08 9.85E-10 7.61E-10 5.81E-11
370755 3754644 1.52E-03 5.91E-04 1.52E-05 1.00E-06 7.31E-07 5.58E-08 370755 3754644 1.58E-06 6.18E-07 1.59E-08 1.05E-09 7.64E-10 5.83E-11
370765 3754644 1.54E-03 6.00E-04 1.63E-05 1.08E-06 7.40E-07 5.65E-08 370765 3754644 1.61E-06 6.27E-07 1.71E-08 1.13E-09 7.73E-10 5.91E-11
370775 3754644 1.58E-03 6.12E-04 1.78E-05 1.17E-06 7.53E-07 5.75E-08 370775 3754644 1.65E-06 6.39E-07 1.86E-08 1.23E-09 7.87E-10 6.01E-11
370785 3754644 1.61E-03 6.22E-04 1.94E-05 1.28E-06 7.65E-07 5.84E-08 370785 3754644 1.68E-06 6.50E-07 2.03E-08 1.34E-09 7.99E-10 6.10E-11
370795 3754644 1.64E-03 6.31E-04 2.11E-05 1.39E-06 7.74E-07 5.91E-08 370795 3754644 1.71E-06 6.59E-07 2.21E-08 1.46E-09 8.09E-10 6.18E-11
370805 3754644 1.66E-03 6.37E-04 2.30E-05 1.52E-06 7.79E-07 5.95E-08 370805 3754644 1.74E-06 6.66E-07 2.41E-08 1.59E-09 8.14E-10 6.22E-11
370815 3754644 1.68E-03 6.43E-04 2.51E-05 1.66E-06 7.83E-07 5.98E-08 370815 3754644 1.76E-06 6.72E-07 2.63E-08 1.73E-09 8.18E-10 6.25E-11
370825 3754644 1.71E-03 6.51E-04 2.79E-05 1.84E-06 7.91E-07 6.04E-08 370825 3754644 1.79E-06 6.81E-07 2.91E-08 1.92E-09 8.27E-10 6.31E-11
370835 3754644 1.75E-03 6.60E-04 3.12E-05 2.06E-06 8.01E-07 6.11E-08 370835 3754644 1.83E-06 6.90E-07 3.26E-08 2.15E-09 8.37E-10 6.39E-11
370845 3754644 1.86E-03 7.00E-04 3.70E-05 2.44E-06 8.38E-07 6.40E-08 370845 3754644 1.95E-06 7.31E-07 3.87E-08 2.55E-09 8.76E-10 6.69E-11
370855 3754644 1.90E-03 7.10E-04 4.24E-05 2.80E-06 8.50E-07 6.50E-08 370855 3754644 1.99E-06 7.42E-07 4.43E-08 2.92E-09 8.89E-10 6.79E-11
370865 3754644 1.94E-03 7.18E-04 4.91E-05 3.23E-06 8.59E-07 6.56E-08 370865 3754644 2.03E-06 7.50E-07 5.13E-08 3.38E-09 8.98E-10 6.86E-11
370875 3754644 1.98E-03 7.27E-04 5.77E-05 3.81E-06 8.71E-07 6.65E-08 370875 3754644 2.07E-06 7.60E-07 6.03E-08 3.98E-09 9.11E-10 6.96E-11
370885 3754644 2.01E-03 7.35E-04 6.92E-05 4.56E-06 8.82E-07 6.73E-08 370885 3754644 2.10E-06 7.68E-07 7.24E-08 4.77E-09 9.22E-10 7.04E-11
370895 3754644 2.05E-03 7.43E-04 8.51E-05 5.61E-06 8.92E-07 6.81E-08 370895 3754644 2.14E-06 7.77E-07 8.90E-08 5.87E-09 9.32E-10 7.12E-11
370905 3754644 2.09E-03 7.50E-04 1.08E-04 7.14E-06 9.05E-07 6.91E-08 370905 3754644 2.19E-06 7.84E-07 1.13E-07 7.46E-09 9.46E-10 7.22E-11
370915 3754644 2.13E-03 7.58E-04 1.44E-04 9.49E-06 9.15E-07 6.99E-08 370915 3754644 2.23E-06 7.92E-07 1.50E-07 9.92E-09 9.57E-10 7.31E-11
370745 3754654 1.45E-03 5.65E-04 1.40E-05 9.24E-07 7.08E-07 5.40E-08 370745 3754654 1.52E-06 5.90E-07 1.47E-08 9.66E-10 7.40E-10 5.65E-11
370755 3754654 1.47E-03 5.70E-04 1.49E-05 9.84E-07 7.12E-07 5.44E-08 370755 3754654 1.53E-06 5.95E-07 1.56E-08 1.03E-09 7.44E-10 5.68E-11
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CONCENTRATIONS 0<2 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor
Project Concentrations (ug/m3)

Receptor
0-2 Year Dose (mg/kg-day)

370765 3754654 1.49E-03 5.78E-04 1.61E-05 1.06E-06 7.20E-07 5.50E-08 370765 3754654 1.56E-06 6.04E-07 1.68E-08 1.11E-09 7.53E-10 5.75E-11
370775 3754654 1.52E-03 5.86E-04 1.74E-05 1.15E-06 7.29E-07 5.57E-08 370775 3754654 1.59E-06 6.12E-07 1.82E-08 1.20E-09 7.62E-10 5.82E-11
370785 3754654 1.55E-03 5.95E-04 1.89E-05 1.25E-06 7.39E-07 5.65E-08 370785 3754654 1.62E-06 6.22E-07 1.98E-08 1.30E-09 7.73E-10 5.90E-11
370795 3754654 1.58E-03 6.03E-04 2.06E-05 1.36E-06 7.48E-07 5.71E-08 370795 3754654 1.65E-06 6.31E-07 2.16E-08 1.42E-09 7.82E-10 5.97E-11
370805 3754654 1.60E-03 6.09E-04 2.25E-05 1.48E-06 7.53E-07 5.75E-08 370805 3754654 1.67E-06 6.37E-07 2.35E-08 1.55E-09 7.87E-10 6.01E-11
370815 3754654 1.63E-03 6.17E-04 2.48E-05 1.63E-06 7.60E-07 5.81E-08 370815 3754654 1.70E-06 6.45E-07 2.59E-08 1.71E-09 7.95E-10 6.07E-11
370825 3754654 1.65E-03 6.24E-04 2.74E-05 1.81E-06 7.68E-07 5.86E-08 370825 3754654 1.73E-06 6.53E-07 2.87E-08 1.89E-09 8.03E-10 6.13E-11
370835 3754654 1.68E-03 6.32E-04 3.07E-05 2.02E-06 7.76E-07 5.93E-08 370835 3754654 1.76E-06 6.61E-07 3.21E-08 2.12E-09 8.11E-10 6.20E-11
370845 3754654 1.80E-03 6.69E-04 3.64E-05 2.40E-06 8.11E-07 6.19E-08 370845 3754654 1.88E-06 6.99E-07 3.80E-08 2.51E-09 8.48E-10 6.47E-11
370855 3754654 1.83E-03 6.78E-04 4.18E-05 2.76E-06 8.23E-07 6.29E-08 370855 3754654 1.91E-06 7.09E-07 4.37E-08 2.88E-09 8.60E-10 6.57E-11
370865 3754654 1.87E-03 6.86E-04 4.85E-05 3.20E-06 8.33E-07 6.36E-08 370865 3754654 1.95E-06 7.17E-07 5.07E-08 3.34E-09 8.71E-10 6.65E-11
370875 3754654 1.90E-03 6.94E-04 5.71E-05 3.76E-06 8.45E-07 6.45E-08 370875 3754654 1.99E-06 7.25E-07 5.97E-08 3.93E-09 8.83E-10 6.75E-11
370885 3754654 1.94E-03 7.01E-04 6.86E-05 4.52E-06 8.56E-07 6.54E-08 370885 3754654 2.02E-06 7.33E-07 7.16E-08 4.72E-09 8.95E-10 6.83E-11
370895 3754654 1.97E-03 7.08E-04 8.44E-05 5.56E-06 8.67E-07 6.62E-08 370895 3754654 2.06E-06 7.40E-07 8.82E-08 5.81E-09 9.06E-10 6.92E-11
370905 3754654 2.01E-03 7.15E-04 1.07E-04 7.07E-06 8.78E-07 6.71E-08 370905 3754654 2.10E-06 7.47E-07 1.12E-07 7.39E-09 9.18E-10 7.01E-11
370915 3754654 2.04E-03 7.21E-04 1.43E-04 9.40E-06 8.90E-07 6.80E-08 370915 3754654 2.14E-06 7.53E-07 1.49E-07 9.82E-09 9.30E-10 7.10E-11
370745 3754664 1.41E-03 5.44E-04 1.38E-05 9.07E-07 6.89E-07 5.26E-08 370745 3754664 1.47E-06 5.69E-07 1.44E-08 9.48E-10 7.20E-10 5.50E-11
370755 3754664 1.42E-03 5.49E-04 1.47E-05 9.66E-07 6.93E-07 5.30E-08 370755 3754664 1.49E-06 5.74E-07 1.53E-08 1.01E-09 7.25E-10 5.54E-11
370765 3754664 1.45E-03 5.56E-04 1.58E-05 1.04E-06 7.01E-07 5.35E-08 370765 3754664 1.51E-06 5.81E-07 1.65E-08 1.09E-09 7.33E-10 5.59E-11
370775 3754664 1.47E-03 5.63E-04 1.70E-05 1.12E-06 7.09E-07 5.41E-08 370775 3754664 1.54E-06 5.89E-07 1.78E-08 1.17E-09 7.41E-10 5.66E-11
370785 3754664 1.50E-03 5.72E-04 1.85E-05 1.22E-06 7.18E-07 5.48E-08 370785 3754664 1.56E-06 5.97E-07 1.94E-08 1.28E-09 7.50E-10 5.73E-11
370795 3754664 1.52E-03 5.78E-04 2.02E-05 1.33E-06 7.24E-07 5.53E-08 370795 3754664 1.59E-06 6.04E-07 2.11E-08 1.39E-09 7.57E-10 5.78E-11
370805 3754664 1.54E-03 5.85E-04 2.21E-05 1.46E-06 7.32E-07 5.59E-08 370805 3754664 1.61E-06 6.12E-07 2.31E-08 1.52E-09 7.65E-10 5.84E-11
370815 3754664 1.57E-03 5.92E-04 2.43E-05 1.60E-06 7.39E-07 5.64E-08 370815 3754664 1.64E-06 6.19E-07 2.54E-08 1.68E-09 7.72E-10 5.90E-11
370825 3754664 1.60E-03 5.99E-04 2.70E-05 1.78E-06 7.45E-07 5.69E-08 370825 3754664 1.67E-06 6.26E-07 2.82E-08 1.86E-09 7.79E-10 5.95E-11
370835 3754664 1.62E-03 6.06E-04 3.02E-05 1.99E-06 7.53E-07 5.75E-08 370835 3754664 1.70E-06 6.34E-07 3.16E-08 2.08E-09 7.87E-10 6.01E-11
370845 3754664 1.73E-03 6.39E-04 3.57E-05 2.35E-06 7.85E-07 6.00E-08 370845 3754664 1.81E-06 6.68E-07 3.73E-08 2.46E-09 8.21E-10 6.27E-11
370855 3754664 1.76E-03 6.48E-04 4.11E-05 2.71E-06 7.97E-07 6.08E-08 370855 3754664 1.84E-06 6.77E-07 4.30E-08 2.83E-09 8.33E-10 6.36E-11
370865 3754664 1.80E-03 6.55E-04 4.78E-05 3.15E-06 8.07E-07 6.16E-08 370865 3754664 1.88E-06 6.85E-07 5.00E-08 3.29E-09 8.43E-10 6.44E-11
370875 3754664 1.83E-03 6.62E-04 5.64E-05 3.72E-06 8.16E-07 6.23E-08 370875 3754664 1.91E-06 6.92E-07 5.89E-08 3.88E-09 8.53E-10 6.52E-11
370885 3754664 1.86E-03 6.69E-04 6.78E-05 4.47E-06 8.28E-07 6.33E-08 370885 3754664 1.95E-06 6.99E-07 7.08E-08 4.67E-09 8.66E-10 6.61E-11
370895 3754664 1.89E-03 6.75E-04 8.35E-05 5.50E-06 8.38E-07 6.40E-08 370895 3754664 1.98E-06 7.05E-07 8.73E-08 5.75E-09 8.75E-10 6.69E-11
370905 3754664 1.93E-03 6.80E-04 1.06E-04 7.01E-06 8.49E-07 6.49E-08 370905 3754664 2.01E-06 7.11E-07 1.11E-07 7.32E-09 8.88E-10 6.78E-11
370915 3754664 1.96E-03 6.86E-04 1.41E-04 9.32E-06 8.58E-07 6.55E-08 370915 3754664 2.05E-06 7.17E-07 1.48E-07 9.74E-09 8.97E-10 6.85E-11

371174.86 3754349.87 4.08E-02 4.05E-02 3.34E-05 2.20E-06 5.77E-06 4.41E-07 371174.86 3754349.87 4.27E-05 4.23E-05 3.49E-08 2.30E-09 6.03E-09 4.60E-10
371172.53 3754117.07 8.28E-03 2.58E-02 3.52E-04 2.32E-05 1.75E-04 1.34E-05 371172.53 3754117.07 8.66E-06 2.70E-05 3.68E-07 2.43E-08 1.83E-07 1.40E-08
371264.36 3754116.05 8.21E-03 2.37E-02 3.56E-04 2.34E-05 6.24E-04 4.77E-05 371264.36 3754116.05 8.58E-06 2.48E-05 3.72E-07 2.45E-08 6.52E-07 4.98E-08
371265.01 3754192.26 2.22E-02 8.40E-02 7.44E-05 4.91E-06 5.67E-05 4.33E-06 371265.01 3754192.26 2.32E-05 8.78E-05 7.78E-08 5.13E-09 5.93E-08 4.53E-09

371315.6 3754191.6 1.97E-02 4.99E-02 7.15E-05 4.71E-06 6.63E-05 5.07E-06 371315.6 3754191.6 2.06E-05 5.21E-05 7.47E-08 4.92E-09 6.93E-08 5.30E-09
371314.95 3754150.28 1.06E-02 3.67E-02 1.71E-04 1.13E-05 2.35E-04 1.79E-05 371314.95 3754150.28 1.11E-05 3.84E-05 1.78E-07 1.18E-08 2.46E-07 1.88E-08
371379.04 3754149.02 7.13E-03 1.58E-02 1.53E-04 1.01E-05 2.24E-04 1.71E-05 371379.04 3754149.02 7.45E-06 1.65E-05 1.60E-07 1.06E-08 2.34E-07 1.78E-08
371394.32 3754135.4 5.52E-03 1.11E-02 2.19E-04 1.45E-05 3.48E-04 2.66E-05 371394.32 3754135.4 5.77E-06 1.16E-05 2.29E-07 1.51E-08 3.64E-07 2.78E-08
371394.67 3754113.78 4.44E-03 7.47E-03 2.82E-04 1.86E-05 5.71E-04 4.36E-05 371394.67 3754113.78 4.64E-06 7.81E-06 2.94E-07 1.94E-08 5.97E-07 4.56E-08
371409.19 3754113.9 4.07E-03 6.76E-03 2.71E-04 1.79E-05 4.86E-04 3.71E-05 371409.19 3754113.9 4.25E-06 7.06E-06 2.83E-07 1.87E-08 5.08E-07 3.88E-08
371410.87 3754303.95 3.50E-01 2.18E-02 2.06E-05 1.36E-06 9.44E-06 7.21E-07 371410.87 3754303.95 3.65E-04 2.28E-05 2.15E-08 1.42E-09 9.86E-09 7.53E-10
371397.23 3754347.91 3.53E-01 2.00E-02 1.75E-05 1.16E-06 5.92E-06 4.52E-07 371397.23 3754347.91 3.69E-04 2.09E-05 1.83E-08 1.21E-09 6.19E-09 4.73E-10
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3rd Tri 0 <  2 2 <5

DBR
Daily Breathing Rate (L/kg 
(body weight) per day) 361 1090 631

A
Inhalation absorption 
factor (default = 1). 1 1 1

EF
Exposure Frequency 
unitless (days/days) 0.96 0.96 0.96

ED
Exposure Duration 
(years) 0.25 2 0.92

FAH Fraction of Time at Home 1.00 1.00 1.00

AT
Averaged Exposure Time 
Period (years) 70 70 70

ASF Age Sensitvity Factor 10 10 3
CF Conversion Factor 1.00E-06 1.00E-06 1.00E-06
DOSE

CPF
Cancer Potency Factor 
(mg/kg-day)-1 1.1 1.1 1.1

Diesel Particulate Matter
CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

370571.00 3753660.00 0.00E+00 1.70E-03 0.00E+00 6.11E-07 0.00E+00 3.05E-07 370571.00 3753660.00 0.00E+00 1.03E-06 0.00E+00 3.70E-10 0.00E+00 1.85E-10
370591.00 3753660.00 0.00E+00 1.73E-03 0.00E+00 6.27E-07 0.00E+00 3.17E-07 370591.00 3753660.00 0.00E+00 1.05E-06 0.00E+00 3.80E-10 0.00E+00 1.92E-10
370611.00 3753660.00 0.00E+00 1.76E-03 0.00E+00 6.44E-07 0.00E+00 3.29E-07 370611.00 3753660.00 0.00E+00 1.07E-06 0.00E+00 3.89E-10 0.00E+00 1.99E-10
370631.00 3753660.00 0.00E+00 1.78E-03 0.00E+00 6.60E-07 0.00E+00 3.40E-07 370631.00 3753660.00 0.00E+00 1.08E-06 0.00E+00 3.99E-10 0.00E+00 2.06E-10
370651.00 3753660.00 0.00E+00 1.81E-03 0.00E+00 6.76E-07 0.00E+00 3.53E-07 370651.00 3753660.00 0.00E+00 1.10E-06 0.00E+00 4.09E-10 0.00E+00 2.14E-10
370671.00 3753660.00 0.00E+00 1.84E-03 0.00E+00 6.92E-07 0.00E+00 3.67E-07 370671.00 3753660.00 0.00E+00 1.11E-06 0.00E+00 4.19E-10 0.00E+00 2.22E-10
370691.00 3753660.00 0.00E+00 1.87E-03 0.00E+00 7.08E-07 0.00E+00 3.81E-07 370691.00 3753660.00 0.00E+00 1.13E-06 0.00E+00 4.28E-10 0.00E+00 2.30E-10
370711.00 3753660.00 0.00E+00 1.90E-03 0.00E+00 7.23E-07 0.00E+00 3.95E-07 370711.00 3753660.00 0.00E+00 1.15E-06 0.00E+00 4.38E-10 0.00E+00 2.39E-10
370731.00 3753660.00 0.00E+00 1.92E-03 0.00E+00 7.39E-07 0.00E+00 4.10E-07 370731.00 3753660.00 0.00E+00 1.16E-06 0.00E+00 4.47E-10 0.00E+00 2.48E-10
370751.00 3753660.00 0.00E+00 1.95E-03 0.00E+00 7.54E-07 0.00E+00 4.26E-07 370751.00 3753660.00 0.00E+00 1.18E-06 0.00E+00 4.56E-10 0.00E+00 2.58E-10
370771.00 3753660.00 0.00E+00 1.97E-03 0.00E+00 7.68E-07 0.00E+00 4.42E-07 370771.00 3753660.00 0.00E+00 1.19E-06 0.00E+00 4.65E-10 0.00E+00 2.68E-10
370791.00 3753660.00 0.00E+00 1.99E-03 0.00E+00 7.82E-07 0.00E+00 4.59E-07 370791.00 3753660.00 0.00E+00 1.20E-06 0.00E+00 4.73E-10 0.00E+00 2.78E-10
370811.00 3753660.00 0.00E+00 2.01E-03 0.00E+00 7.95E-07 0.00E+00 4.76E-07 370811.00 3753660.00 0.00E+00 1.21E-06 0.00E+00 4.81E-10 0.00E+00 2.88E-10
370831.00 3753660.00 0.00E+00 2.03E-03 0.00E+00 8.04E-07 0.00E+00 4.93E-07 370831.00 3753660.00 0.00E+00 1.23E-06 0.00E+00 4.86E-10 0.00E+00 2.98E-10
370851.00 3753660.00 0.00E+00 2.02E-03 0.00E+00 8.19E-07 0.00E+00 5.11E-07 370851.00 3753660.00 0.00E+00 1.22E-06 0.00E+00 4.95E-10 0.00E+00 3.09E-10
370871.00 3753660.00 0.00E+00 2.03E-03 0.00E+00 8.29E-07 0.00E+00 5.29E-07 370871.00 3753660.00 0.00E+00 1.23E-06 0.00E+00 5.02E-10 0.00E+00 3.20E-10
370891.00 3753660.00 0.00E+00 2.03E-03 0.00E+00 8.38E-07 0.00E+00 5.47E-07 370891.00 3753660.00 0.00E+00 1.23E-06 0.00E+00 5.07E-10 0.00E+00 3.31E-10
370911.00 3753660.00 0.00E+00 2.03E-03 0.00E+00 8.45E-07 0.00E+00 5.65E-07 370911.00 3753660.00 0.00E+00 1.23E-06 0.00E+00 5.11E-10 0.00E+00 3.42E-10
370931.00 3753660.00 0.00E+00 2.02E-03 0.00E+00 8.53E-07 0.00E+00 5.83E-07 370931.00 3753660.00 0.00E+00 1.22E-06 0.00E+00 5.16E-10 0.00E+00 3.53E-10
370951.00 3753660.00 0.00E+00 2.00E-03 0.00E+00 8.59E-07 0.00E+00 6.00E-07 370951.00 3753660.00 0.00E+00 1.21E-06 0.00E+00 5.20E-10 0.00E+00 3.63E-10
370971.00 3753660.00 0.00E+00 1.98E-03 0.00E+00 8.63E-07 0.00E+00 6.18E-07 370971.00 3753660.00 0.00E+00 1.20E-06 0.00E+00 5.22E-10 0.00E+00 3.74E-10
370991.00 3753660.00 0.00E+00 1.96E-03 0.00E+00 8.65E-07 0.00E+00 6.35E-07 370991.00 3753660.00 0.00E+00 1.18E-06 0.00E+00 5.23E-10 0.00E+00 3.84E-10
371011.00 3753660.00 0.00E+00 1.92E-03 0.00E+00 8.31E-07 0.00E+00 6.47E-07 371011.00 3753660.00 0.00E+00 1.16E-06 0.00E+00 5.03E-10 0.00E+00 3.91E-10
371031.00 3753660.00 0.00E+00 1.88E-03 0.00E+00 8.28E-07 0.00E+00 6.69E-07 371031.00 3753660.00 0.00E+00 1.14E-06 0.00E+00 5.01E-10 0.00E+00 4.05E-10
371051.00 3753660.00 0.00E+00 1.84E-03 0.00E+00 8.23E-07 0.00E+00 6.67E-07 371051.00 3753660.00 0.00E+00 1.11E-06 0.00E+00 4.98E-10 0.00E+00 4.03E-10
371071.00 3753660.00 0.00E+00 1.80E-03 0.00E+00 8.27E-07 0.00E+00 6.74E-07 371071.00 3753660.00 0.00E+00 1.09E-06 0.00E+00 5.00E-10 0.00E+00 4.08E-10
371091.00 3753660.00 0.00E+00 1.75E-03 0.00E+00 8.27E-07 0.00E+00 6.85E-07 371091.00 3753660.00 0.00E+00 1.06E-06 0.00E+00 5.00E-10 0.00E+00 4.15E-10
371111.00 3753660.00 0.00E+00 1.69E-03 0.00E+00 8.23E-07 0.00E+00 6.95E-07 371111.00 3753660.00 0.00E+00 1.02E-06 0.00E+00 4.98E-10 0.00E+00 4.20E-10
371131.00 3753660.00 0.00E+00 1.63E-03 0.00E+00 8.17E-07 0.00E+00 7.03E-07 371131.00 3753660.00 0.00E+00 9.84E-07 0.00E+00 4.94E-10 0.00E+00 4.25E-10
371151.00 3753660.00 0.00E+00 1.56E-03 0.00E+00 8.13E-07 0.00E+00 7.10E-07 371151.00 3753660.00 0.00E+00 9.46E-07 0.00E+00 4.92E-10 0.00E+00 4.30E-10
371171.00 3753660.00 0.00E+00 1.50E-03 0.00E+00 8.04E-07 0.00E+00 7.14E-07 371171.00 3753660.00 0.00E+00 9.05E-07 0.00E+00 4.86E-10 0.00E+00 4.32E-10

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

Parameter Age Bins

[= CONC × DBR × A × EF × CF]  (mg/kg-day)
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371191.00 3753660.00 0.00E+00 1.43E-03 0.00E+00 7.93E-07 0.00E+00 7.16E-07 371191.00 3753660.00 0.00E+00 8.63E-07 0.00E+00 4.80E-10 0.00E+00 4.33E-10
371211.00 3753660.00 0.00E+00 1.36E-03 0.00E+00 7.80E-07 0.00E+00 7.16E-07 371211.00 3753660.00 0.00E+00 8.21E-07 0.00E+00 4.72E-10 0.00E+00 4.33E-10
371231.00 3753660.00 0.00E+00 1.29E-03 0.00E+00 7.67E-07 0.00E+00 7.14E-07 371231.00 3753660.00 0.00E+00 7.79E-07 0.00E+00 4.64E-10 0.00E+00 4.32E-10
371251.00 3753660.00 0.00E+00 1.22E-03 0.00E+00 7.52E-07 0.00E+00 7.09E-07 371251.00 3753660.00 0.00E+00 7.38E-07 0.00E+00 4.55E-10 0.00E+00 4.29E-10
371271.00 3753660.00 0.00E+00 1.16E-03 0.00E+00 7.40E-07 0.00E+00 7.05E-07 371271.00 3753660.00 0.00E+00 6.99E-07 0.00E+00 4.48E-10 0.00E+00 4.27E-10
371291.00 3753660.00 0.00E+00 1.09E-03 0.00E+00 7.26E-07 0.00E+00 7.00E-07 371291.00 3753660.00 0.00E+00 6.62E-07 0.00E+00 4.39E-10 0.00E+00 4.24E-10
371311.00 3753660.00 0.00E+00 1.04E-03 0.00E+00 7.10E-07 0.00E+00 6.92E-07 371311.00 3753660.00 0.00E+00 6.27E-07 0.00E+00 4.30E-10 0.00E+00 4.19E-10
371331.00 3753660.00 0.00E+00 9.82E-04 0.00E+00 6.93E-07 0.00E+00 6.82E-07 371331.00 3753660.00 0.00E+00 5.94E-07 0.00E+00 4.19E-10 0.00E+00 4.13E-10
371351.00 3753660.00 0.00E+00 9.32E-04 0.00E+00 6.74E-07 0.00E+00 6.70E-07 371351.00 3753660.00 0.00E+00 5.64E-07 0.00E+00 4.08E-10 0.00E+00 4.05E-10
371371.00 3753660.00 0.00E+00 8.87E-04 0.00E+00 6.56E-07 0.00E+00 6.56E-07 371371.00 3753660.00 0.00E+00 5.37E-07 0.00E+00 3.97E-10 0.00E+00 3.97E-10
371391.00 3753660.00 0.00E+00 8.46E-04 0.00E+00 6.38E-07 0.00E+00 6.43E-07 371391.00 3753660.00 0.00E+00 5.12E-07 0.00E+00 3.86E-10 0.00E+00 3.89E-10
371411.00 3753660.00 0.00E+00 8.08E-04 0.00E+00 6.21E-07 0.00E+00 6.30E-07 371411.00 3753660.00 0.00E+00 4.89E-07 0.00E+00 3.75E-10 0.00E+00 3.81E-10
371431.00 3753660.00 0.00E+00 7.73E-04 0.00E+00 6.01E-07 0.00E+00 6.13E-07 371431.00 3753660.00 0.00E+00 4.68E-07 0.00E+00 3.64E-10 0.00E+00 3.71E-10
371451.00 3753660.00 0.00E+00 7.43E-04 0.00E+00 5.80E-07 0.00E+00 5.93E-07 371451.00 3753660.00 0.00E+00 4.49E-07 0.00E+00 3.51E-10 0.00E+00 3.59E-10
371471.00 3753660.00 0.00E+00 7.13E-04 0.00E+00 5.64E-07 0.00E+00 5.79E-07 371471.00 3753660.00 0.00E+00 4.32E-07 0.00E+00 3.41E-10 0.00E+00 3.51E-10
371491.00 3753660.00 0.00E+00 6.86E-04 0.00E+00 5.46E-07 0.00E+00 5.62E-07 371491.00 3753660.00 0.00E+00 4.15E-07 0.00E+00 3.30E-10 0.00E+00 3.40E-10
371511.00 3753660.00 0.00E+00 6.61E-04 0.00E+00 5.27E-07 0.00E+00 5.43E-07 371511.00 3753660.00 0.00E+00 4.00E-07 0.00E+00 3.19E-10 0.00E+00 3.29E-10
371531.00 3753660.00 0.00E+00 6.37E-04 0.00E+00 5.09E-07 0.00E+00 5.24E-07 371531.00 3753660.00 0.00E+00 3.85E-07 0.00E+00 3.08E-10 0.00E+00 3.17E-10
371551.00 3753660.00 0.00E+00 6.14E-04 0.00E+00 4.91E-07 0.00E+00 5.04E-07 371551.00 3753660.00 0.00E+00 3.71E-07 0.00E+00 2.97E-10 0.00E+00 3.05E-10
371571.00 3753660.00 0.00E+00 5.92E-04 0.00E+00 4.73E-07 0.00E+00 4.84E-07 371571.00 3753660.00 0.00E+00 3.58E-07 0.00E+00 2.86E-10 0.00E+00 2.93E-10
371591.00 3753660.00 0.00E+00 5.70E-04 0.00E+00 4.56E-07 0.00E+00 4.65E-07 371591.00 3753660.00 0.00E+00 3.45E-07 0.00E+00 2.76E-10 0.00E+00 2.81E-10
371611.00 3753660.00 0.00E+00 5.50E-04 0.00E+00 4.39E-07 0.00E+00 4.45E-07 371611.00 3753660.00 0.00E+00 3.33E-07 0.00E+00 2.66E-10 0.00E+00 2.69E-10
371631.00 3753660.00 0.00E+00 5.30E-04 0.00E+00 4.23E-07 0.00E+00 4.26E-07 371631.00 3753660.00 0.00E+00 3.21E-07 0.00E+00 2.56E-10 0.00E+00 2.58E-10
371651.00 3753660.00 0.00E+00 5.11E-04 0.00E+00 4.07E-07 0.00E+00 4.08E-07 371651.00 3753660.00 0.00E+00 3.09E-07 0.00E+00 2.47E-10 0.00E+00 2.47E-10
371671.00 3753660.00 0.00E+00 4.92E-04 0.00E+00 3.92E-07 0.00E+00 3.90E-07 371671.00 3753660.00 0.00E+00 2.98E-07 0.00E+00 2.37E-10 0.00E+00 2.36E-10
371691.00 3753660.00 0.00E+00 4.74E-04 0.00E+00 3.78E-07 0.00E+00 3.72E-07 371691.00 3753660.00 0.00E+00 2.87E-07 0.00E+00 2.29E-10 0.00E+00 2.25E-10
371711.00 3753660.00 0.00E+00 4.57E-04 0.00E+00 3.64E-07 0.00E+00 3.56E-07 371711.00 3753660.00 0.00E+00 2.76E-07 0.00E+00 2.20E-10 0.00E+00 2.15E-10
371731.00 3753660.00 0.00E+00 4.40E-04 0.00E+00 3.51E-07 0.00E+00 3.40E-07 371731.00 3753660.00 0.00E+00 2.66E-07 0.00E+00 2.12E-10 0.00E+00 2.06E-10
371751.00 3753660.00 0.00E+00 4.24E-04 0.00E+00 3.38E-07 0.00E+00 3.24E-07 371751.00 3753660.00 0.00E+00 2.56E-07 0.00E+00 2.05E-10 0.00E+00 1.96E-10
371771.00 3753660.00 0.00E+00 4.11E-04 0.00E+00 3.26E-07 0.00E+00 3.10E-07 371771.00 3753660.00 0.00E+00 2.48E-07 0.00E+00 1.97E-10 0.00E+00 1.88E-10
371791.00 3753660.00 0.00E+00 3.96E-04 0.00E+00 3.15E-07 0.00E+00 2.97E-07 371791.00 3753660.00 0.00E+00 2.40E-07 0.00E+00 1.91E-10 0.00E+00 1.79E-10
371811.00 3753660.00 0.00E+00 3.81E-04 0.00E+00 3.04E-07 0.00E+00 2.83E-07 371811.00 3753660.00 0.00E+00 2.30E-07 0.00E+00 1.84E-10 0.00E+00 1.71E-10
371831.00 3753660.00 0.00E+00 3.68E-04 0.00E+00 2.94E-07 0.00E+00 2.71E-07 371831.00 3753660.00 0.00E+00 2.23E-07 0.00E+00 1.78E-10 0.00E+00 1.64E-10
370571.00 3753680.00 0.00E+00 1.77E-03 0.00E+00 6.39E-07 0.00E+00 3.13E-07 370571.00 3753680.00 0.00E+00 1.07E-06 0.00E+00 3.87E-10 0.00E+00 1.90E-10
370591.00 3753680.00 0.00E+00 1.81E-03 0.00E+00 6.57E-07 0.00E+00 3.26E-07 370591.00 3753680.00 0.00E+00 1.09E-06 0.00E+00 3.97E-10 0.00E+00 1.97E-10
370611.00 3753680.00 0.00E+00 1.84E-03 0.00E+00 6.76E-07 0.00E+00 3.39E-07 370611.00 3753680.00 0.00E+00 1.11E-06 0.00E+00 4.09E-10 0.00E+00 2.05E-10
370631.00 3753680.00 0.00E+00 1.86E-03 0.00E+00 6.93E-07 0.00E+00 3.51E-07 370631.00 3753680.00 0.00E+00 1.13E-06 0.00E+00 4.19E-10 0.00E+00 2.13E-10
370651.00 3753680.00 0.00E+00 1.90E-03 0.00E+00 7.11E-07 0.00E+00 3.65E-07 370651.00 3753680.00 0.00E+00 1.15E-06 0.00E+00 4.30E-10 0.00E+00 2.21E-10
370671.00 3753680.00 0.00E+00 1.93E-03 0.00E+00 7.29E-07 0.00E+00 3.80E-07 370671.00 3753680.00 0.00E+00 1.17E-06 0.00E+00 4.41E-10 0.00E+00 2.30E-10
370691.00 3753680.00 0.00E+00 1.97E-03 0.00E+00 7.47E-07 0.00E+00 3.95E-07 370691.00 3753680.00 0.00E+00 1.19E-06 0.00E+00 4.52E-10 0.00E+00 2.39E-10
370711.00 3753680.00 0.00E+00 2.00E-03 0.00E+00 7.65E-07 0.00E+00 4.11E-07 370711.00 3753680.00 0.00E+00 1.21E-06 0.00E+00 4.63E-10 0.00E+00 2.49E-10
370731.00 3753680.00 0.00E+00 2.03E-03 0.00E+00 7.83E-07 0.00E+00 4.28E-07 370731.00 3753680.00 0.00E+00 1.23E-06 0.00E+00 4.74E-10 0.00E+00 2.59E-10
370751.00 3753680.00 0.00E+00 2.06E-03 0.00E+00 8.01E-07 0.00E+00 4.45E-07 370751.00 3753680.00 0.00E+00 1.25E-06 0.00E+00 4.84E-10 0.00E+00 2.69E-10
370771.00 3753680.00 0.00E+00 2.09E-03 0.00E+00 8.17E-07 0.00E+00 4.63E-07 370771.00 3753680.00 0.00E+00 1.26E-06 0.00E+00 4.95E-10 0.00E+00 2.80E-10
370791.00 3753680.00 0.00E+00 2.11E-03 0.00E+00 8.34E-07 0.00E+00 4.81E-07 370791.00 3753680.00 0.00E+00 1.28E-06 0.00E+00 5.04E-10 0.00E+00 2.91E-10
370811.00 3753680.00 0.00E+00 2.13E-03 0.00E+00 8.49E-07 0.00E+00 5.00E-07 370811.00 3753680.00 0.00E+00 1.29E-06 0.00E+00 5.14E-10 0.00E+00 3.03E-10
370831.00 3753680.00 0.00E+00 2.15E-03 0.00E+00 8.63E-07 0.00E+00 5.20E-07 370831.00 3753680.00 0.00E+00 1.30E-06 0.00E+00 5.22E-10 0.00E+00 3.15E-10
370851.00 3753680.00 0.00E+00 2.16E-03 0.00E+00 8.77E-07 0.00E+00 5.40E-07 370851.00 3753680.00 0.00E+00 1.31E-06 0.00E+00 5.31E-10 0.00E+00 3.27E-10
370871.00 3753680.00 0.00E+00 2.18E-03 0.00E+00 8.89E-07 0.00E+00 5.60E-07 370871.00 3753680.00 0.00E+00 1.32E-06 0.00E+00 5.38E-10 0.00E+00 3.39E-10
370891.00 3753680.00 0.00E+00 2.18E-03 0.00E+00 8.98E-07 0.00E+00 5.81E-07 370891.00 3753680.00 0.00E+00 1.32E-06 0.00E+00 5.43E-10 0.00E+00 3.52E-10
370911.00 3753680.00 0.00E+00 2.18E-03 0.00E+00 9.07E-07 0.00E+00 6.02E-07 370911.00 3753680.00 0.00E+00 1.32E-06 0.00E+00 5.49E-10 0.00E+00 3.64E-10
370931.00 3753680.00 0.00E+00 2.17E-03 0.00E+00 9.17E-07 0.00E+00 6.22E-07 370931.00 3753680.00 0.00E+00 1.31E-06 0.00E+00 5.55E-10 0.00E+00 3.77E-10
370951.00 3753680.00 0.00E+00 2.16E-03 0.00E+00 9.25E-07 0.00E+00 6.43E-07 370951.00 3753680.00 0.00E+00 1.31E-06 0.00E+00 5.60E-10 0.00E+00 3.89E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370971.00 3753680.00 0.00E+00 2.14E-03 0.00E+00 9.31E-07 0.00E+00 6.63E-07 370971.00 3753680.00 0.00E+00 1.29E-06 0.00E+00 5.63E-10 0.00E+00 4.01E-10
370991.00 3753680.00 0.00E+00 2.12E-03 0.00E+00 9.26E-07 0.00E+00 6.79E-07 370991.00 3753680.00 0.00E+00 1.28E-06 0.00E+00 5.60E-10 0.00E+00 4.11E-10
371011.00 3753680.00 0.00E+00 2.07E-03 0.00E+00 8.99E-07 0.00E+00 7.11E-07 371011.00 3753680.00 0.00E+00 1.25E-06 0.00E+00 5.44E-10 0.00E+00 4.30E-10
371031.00 3753680.00 0.00E+00 2.04E-03 0.00E+00 8.96E-07 0.00E+00 7.21E-07 371031.00 3753680.00 0.00E+00 1.23E-06 0.00E+00 5.42E-10 0.00E+00 4.36E-10
371051.00 3753680.00 0.00E+00 1.99E-03 0.00E+00 8.90E-07 0.00E+00 7.16E-07 371051.00 3753680.00 0.00E+00 1.21E-06 0.00E+00 5.38E-10 0.00E+00 4.33E-10
371071.00 3753680.00 0.00E+00 1.95E-03 0.00E+00 8.94E-07 0.00E+00 7.32E-07 371071.00 3753680.00 0.00E+00 1.18E-06 0.00E+00 5.41E-10 0.00E+00 4.43E-10
371091.00 3753680.00 0.00E+00 1.89E-03 0.00E+00 8.90E-07 0.00E+00 7.45E-07 371091.00 3753680.00 0.00E+00 1.14E-06 0.00E+00 5.38E-10 0.00E+00 4.51E-10
371111.00 3753680.00 0.00E+00 1.83E-03 0.00E+00 8.87E-07 0.00E+00 7.56E-07 371111.00 3753680.00 0.00E+00 1.10E-06 0.00E+00 5.36E-10 0.00E+00 4.58E-10
371131.00 3753680.00 0.00E+00 1.76E-03 0.00E+00 8.83E-07 0.00E+00 7.67E-07 371131.00 3753680.00 0.00E+00 1.06E-06 0.00E+00 5.34E-10 0.00E+00 4.64E-10
371151.00 3753680.00 0.00E+00 1.69E-03 0.00E+00 8.79E-07 0.00E+00 7.77E-07 371151.00 3753680.00 0.00E+00 1.02E-06 0.00E+00 5.32E-10 0.00E+00 4.70E-10
371171.00 3753680.00 0.00E+00 1.61E-03 0.00E+00 8.69E-07 0.00E+00 7.82E-07 371171.00 3753680.00 0.00E+00 9.77E-07 0.00E+00 5.26E-10 0.00E+00 4.73E-10
371191.00 3753680.00 0.00E+00 1.54E-03 0.00E+00 8.57E-07 0.00E+00 7.85E-07 371191.00 3753680.00 0.00E+00 9.31E-07 0.00E+00 5.19E-10 0.00E+00 4.75E-10
371211.00 3753680.00 0.00E+00 1.46E-03 0.00E+00 8.45E-07 0.00E+00 7.86E-07 371211.00 3753680.00 0.00E+00 8.84E-07 0.00E+00 5.11E-10 0.00E+00 4.76E-10
371231.00 3753680.00 0.00E+00 1.39E-03 0.00E+00 8.28E-07 0.00E+00 7.84E-07 371231.00 3753680.00 0.00E+00 8.38E-07 0.00E+00 5.01E-10 0.00E+00 4.74E-10
371251.00 3753680.00 0.00E+00 1.31E-03 0.00E+00 8.10E-07 0.00E+00 7.78E-07 371251.00 3753680.00 0.00E+00 7.93E-07 0.00E+00 4.90E-10 0.00E+00 4.71E-10
371271.00 3753680.00 0.00E+00 1.24E-03 0.00E+00 7.97E-07 0.00E+00 7.74E-07 371271.00 3753680.00 0.00E+00 7.50E-07 0.00E+00 4.82E-10 0.00E+00 4.68E-10
371291.00 3753680.00 0.00E+00 1.17E-03 0.00E+00 7.81E-07 0.00E+00 7.69E-07 371291.00 3753680.00 0.00E+00 7.09E-07 0.00E+00 4.73E-10 0.00E+00 4.65E-10
371311.00 3753680.00 0.00E+00 1.11E-03 0.00E+00 7.63E-07 0.00E+00 7.60E-07 371311.00 3753680.00 0.00E+00 6.70E-07 0.00E+00 4.62E-10 0.00E+00 4.60E-10
371331.00 3753680.00 0.00E+00 1.05E-03 0.00E+00 7.43E-07 0.00E+00 7.48E-07 371331.00 3753680.00 0.00E+00 6.34E-07 0.00E+00 4.50E-10 0.00E+00 4.52E-10
371351.00 3753680.00 0.00E+00 9.94E-04 0.00E+00 7.21E-07 0.00E+00 7.32E-07 371351.00 3753680.00 0.00E+00 6.02E-07 0.00E+00 4.36E-10 0.00E+00 4.43E-10
371371.00 3753680.00 0.00E+00 9.45E-04 0.00E+00 7.00E-07 0.00E+00 7.17E-07 371371.00 3753680.00 0.00E+00 5.72E-07 0.00E+00 4.24E-10 0.00E+00 4.34E-10
371391.00 3753680.00 0.00E+00 9.00E-04 0.00E+00 6.80E-07 0.00E+00 7.00E-07 371391.00 3753680.00 0.00E+00 5.44E-07 0.00E+00 4.11E-10 0.00E+00 4.24E-10
371411.00 3753680.00 0.00E+00 8.59E-04 0.00E+00 6.59E-07 0.00E+00 6.83E-07 371411.00 3753680.00 0.00E+00 5.20E-07 0.00E+00 3.99E-10 0.00E+00 4.13E-10
371431.00 3753680.00 0.00E+00 8.22E-04 0.00E+00 6.37E-07 0.00E+00 6.64E-07 371431.00 3753680.00 0.00E+00 4.97E-07 0.00E+00 3.85E-10 0.00E+00 4.02E-10
371451.00 3753680.00 0.00E+00 7.88E-04 0.00E+00 6.15E-07 0.00E+00 6.42E-07 371451.00 3753680.00 0.00E+00 4.77E-07 0.00E+00 3.72E-10 0.00E+00 3.88E-10
371471.00 3753680.00 0.00E+00 7.56E-04 0.00E+00 5.96E-07 0.00E+00 6.26E-07 371471.00 3753680.00 0.00E+00 4.57E-07 0.00E+00 3.61E-10 0.00E+00 3.79E-10
371491.00 3753680.00 0.00E+00 7.26E-04 0.00E+00 5.76E-07 0.00E+00 6.05E-07 371491.00 3753680.00 0.00E+00 4.39E-07 0.00E+00 3.48E-10 0.00E+00 3.66E-10
371511.00 3753680.00 0.00E+00 6.98E-04 0.00E+00 5.56E-07 0.00E+00 5.84E-07 371511.00 3753680.00 0.00E+00 4.23E-07 0.00E+00 3.36E-10 0.00E+00 3.54E-10
371531.00 3753680.00 0.00E+00 6.72E-04 0.00E+00 5.36E-07 0.00E+00 5.63E-07 371531.00 3753680.00 0.00E+00 4.06E-07 0.00E+00 3.24E-10 0.00E+00 3.41E-10
371551.00 3753680.00 0.00E+00 6.46E-04 0.00E+00 5.16E-07 0.00E+00 5.41E-07 371551.00 3753680.00 0.00E+00 3.91E-07 0.00E+00 3.12E-10 0.00E+00 3.27E-10
371571.00 3753680.00 0.00E+00 6.22E-04 0.00E+00 4.97E-07 0.00E+00 5.19E-07 371571.00 3753680.00 0.00E+00 3.76E-07 0.00E+00 3.01E-10 0.00E+00 3.14E-10
371591.00 3753680.00 0.00E+00 5.99E-04 0.00E+00 4.78E-07 0.00E+00 4.96E-07 371591.00 3753680.00 0.00E+00 3.62E-07 0.00E+00 2.89E-10 0.00E+00 3.00E-10
371611.00 3753680.00 0.00E+00 5.76E-04 0.00E+00 4.60E-07 0.00E+00 4.74E-07 371611.00 3753680.00 0.00E+00 3.48E-07 0.00E+00 2.78E-10 0.00E+00 2.87E-10
371631.00 3753680.00 0.00E+00 5.55E-04 0.00E+00 4.42E-07 0.00E+00 4.53E-07 371631.00 3753680.00 0.00E+00 3.36E-07 0.00E+00 2.67E-10 0.00E+00 2.74E-10
371651.00 3753680.00 0.00E+00 5.34E-04 0.00E+00 4.25E-07 0.00E+00 4.32E-07 371651.00 3753680.00 0.00E+00 3.23E-07 0.00E+00 2.57E-10 0.00E+00 2.61E-10
371671.00 3753680.00 0.00E+00 5.13E-04 0.00E+00 4.08E-07 0.00E+00 4.12E-07 371671.00 3753680.00 0.00E+00 3.11E-07 0.00E+00 2.47E-10 0.00E+00 2.49E-10
371691.00 3753680.00 0.00E+00 4.94E-04 0.00E+00 3.93E-07 0.00E+00 3.93E-07 371691.00 3753680.00 0.00E+00 2.99E-07 0.00E+00 2.38E-10 0.00E+00 2.38E-10
371711.00 3753680.00 0.00E+00 4.75E-04 0.00E+00 3.78E-07 0.00E+00 3.74E-07 371711.00 3753680.00 0.00E+00 2.88E-07 0.00E+00 2.29E-10 0.00E+00 2.26E-10
371731.00 3753680.00 0.00E+00 4.57E-04 0.00E+00 3.64E-07 0.00E+00 3.56E-07 371731.00 3753680.00 0.00E+00 2.76E-07 0.00E+00 2.20E-10 0.00E+00 2.16E-10
371751.00 3753680.00 0.00E+00 4.40E-04 0.00E+00 3.51E-07 0.00E+00 3.40E-07 371751.00 3753680.00 0.00E+00 2.66E-07 0.00E+00 2.12E-10 0.00E+00 2.06E-10
371771.00 3753680.00 0.00E+00 4.25E-04 0.00E+00 3.38E-07 0.00E+00 3.24E-07 371771.00 3753680.00 0.00E+00 2.57E-07 0.00E+00 2.04E-10 0.00E+00 1.96E-10
371791.00 3753680.00 0.00E+00 4.09E-04 0.00E+00 3.26E-07 0.00E+00 3.09E-07 371791.00 3753680.00 0.00E+00 2.48E-07 0.00E+00 1.97E-10 0.00E+00 1.87E-10
371811.00 3753680.00 0.00E+00 3.95E-04 0.00E+00 3.15E-07 0.00E+00 2.95E-07 371811.00 3753680.00 0.00E+00 2.39E-07 0.00E+00 1.90E-10 0.00E+00 1.79E-10
371831.00 3753680.00 0.00E+00 3.81E-04 0.00E+00 3.04E-07 0.00E+00 2.82E-07 371831.00 3753680.00 0.00E+00 2.31E-07 0.00E+00 1.84E-10 0.00E+00 1.71E-10
370571.00 3753700.00 0.00E+00 1.84E-03 0.00E+00 6.69E-07 0.00E+00 3.22E-07 370571.00 3753700.00 0.00E+00 1.11E-06 0.00E+00 4.05E-10 0.00E+00 1.95E-10
370591.00 3753700.00 0.00E+00 1.88E-03 0.00E+00 6.88E-07 0.00E+00 3.35E-07 370591.00 3753700.00 0.00E+00 1.14E-06 0.00E+00 4.17E-10 0.00E+00 2.03E-10
370611.00 3753700.00 0.00E+00 1.92E-03 0.00E+00 7.09E-07 0.00E+00 3.49E-07 370611.00 3753700.00 0.00E+00 1.16E-06 0.00E+00 4.29E-10 0.00E+00 2.11E-10
370631.00 3753700.00 0.00E+00 1.95E-03 0.00E+00 7.29E-07 0.00E+00 3.62E-07 370631.00 3753700.00 0.00E+00 1.18E-06 0.00E+00 4.41E-10 0.00E+00 2.19E-10
370651.00 3753700.00 0.00E+00 1.99E-03 0.00E+00 7.49E-07 0.00E+00 3.77E-07 370651.00 3753700.00 0.00E+00 1.20E-06 0.00E+00 4.53E-10 0.00E+00 2.28E-10
370671.00 3753700.00 0.00E+00 2.03E-03 0.00E+00 7.70E-07 0.00E+00 3.93E-07 370671.00 3753700.00 0.00E+00 1.23E-06 0.00E+00 4.66E-10 0.00E+00 2.38E-10
370691.00 3753700.00 0.00E+00 2.07E-03 0.00E+00 7.90E-07 0.00E+00 4.09E-07 370691.00 3753700.00 0.00E+00 1.25E-06 0.00E+00 4.78E-10 0.00E+00 2.48E-10
370711.00 3753700.00 0.00E+00 2.11E-03 0.00E+00 8.11E-07 0.00E+00 4.27E-07 370711.00 3753700.00 0.00E+00 1.27E-06 0.00E+00 4.90E-10 0.00E+00 2.58E-10
370731.00 3753700.00 0.00E+00 2.14E-03 0.00E+00 8.31E-07 0.00E+00 4.45E-07 370731.00 3753700.00 0.00E+00 1.30E-06 0.00E+00 5.03E-10 0.00E+00 2.69E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370751.00 3753700.00 0.00E+00 2.18E-03 0.00E+00 8.51E-07 0.00E+00 4.64E-07 370751.00 3753700.00 0.00E+00 1.32E-06 0.00E+00 5.15E-10 0.00E+00 2.81E-10
370771.00 3753700.00 0.00E+00 2.21E-03 0.00E+00 8.71E-07 0.00E+00 4.84E-07 370771.00 3753700.00 0.00E+00 1.34E-06 0.00E+00 5.27E-10 0.00E+00 2.93E-10
370791.00 3753700.00 0.00E+00 2.25E-03 0.00E+00 8.90E-07 0.00E+00 5.05E-07 370791.00 3753700.00 0.00E+00 1.36E-06 0.00E+00 5.39E-10 0.00E+00 3.05E-10
370811.00 3753700.00 0.00E+00 2.28E-03 0.00E+00 9.08E-07 0.00E+00 5.26E-07 370811.00 3753700.00 0.00E+00 1.38E-06 0.00E+00 5.50E-10 0.00E+00 3.18E-10
370831.00 3753700.00 0.00E+00 2.30E-03 0.00E+00 9.25E-07 0.00E+00 5.48E-07 370831.00 3753700.00 0.00E+00 1.39E-06 0.00E+00 5.60E-10 0.00E+00 3.32E-10
370851.00 3753700.00 0.00E+00 2.32E-03 0.00E+00 9.41E-07 0.00E+00 5.71E-07 370851.00 3753700.00 0.00E+00 1.40E-06 0.00E+00 5.70E-10 0.00E+00 3.45E-10
370871.00 3753700.00 0.00E+00 2.34E-03 0.00E+00 9.55E-07 0.00E+00 5.94E-07 370871.00 3753700.00 0.00E+00 1.41E-06 0.00E+00 5.78E-10 0.00E+00 3.60E-10
370891.00 3753700.00 0.00E+00 2.35E-03 0.00E+00 9.64E-07 0.00E+00 6.17E-07 370891.00 3753700.00 0.00E+00 1.42E-06 0.00E+00 5.83E-10 0.00E+00 3.73E-10
370911.00 3753700.00 0.00E+00 2.35E-03 0.00E+00 9.76E-07 0.00E+00 6.41E-07 370911.00 3753700.00 0.00E+00 1.42E-06 0.00E+00 5.91E-10 0.00E+00 3.88E-10
370931.00 3753700.00 0.00E+00 2.34E-03 0.00E+00 9.90E-07 0.00E+00 6.66E-07 370931.00 3753700.00 0.00E+00 1.42E-06 0.00E+00 5.99E-10 0.00E+00 4.03E-10
370951.00 3753700.00 0.00E+00 2.33E-03 0.00E+00 9.99E-07 0.00E+00 6.90E-07 370951.00 3753700.00 0.00E+00 1.41E-06 0.00E+00 6.04E-10 0.00E+00 4.17E-10
370971.00 3753700.00 0.00E+00 2.31E-03 0.00E+00 1.01E-06 0.00E+00 7.14E-07 370971.00 3753700.00 0.00E+00 1.40E-06 0.00E+00 6.09E-10 0.00E+00 4.32E-10
370991.00 3753700.00 0.00E+00 2.29E-03 0.00E+00 9.71E-07 0.00E+00 7.17E-07 370991.00 3753700.00 0.00E+00 1.39E-06 0.00E+00 5.87E-10 0.00E+00 4.34E-10
371011.00 3753700.00 0.00E+00 2.25E-03 0.00E+00 9.74E-07 0.00E+00 7.71E-07 371011.00 3753700.00 0.00E+00 1.36E-06 0.00E+00 5.89E-10 0.00E+00 4.66E-10
371031.00 3753700.00 0.00E+00 2.21E-03 0.00E+00 9.70E-07 0.00E+00 7.81E-07 371031.00 3753700.00 0.00E+00 1.34E-06 0.00E+00 5.87E-10 0.00E+00 4.73E-10
371051.00 3753700.00 0.00E+00 2.17E-03 0.00E+00 9.66E-07 0.00E+00 7.77E-07 371051.00 3753700.00 0.00E+00 1.31E-06 0.00E+00 5.85E-10 0.00E+00 4.70E-10
371071.00 3753700.00 0.00E+00 2.11E-03 0.00E+00 9.68E-07 0.00E+00 7.97E-07 371071.00 3753700.00 0.00E+00 1.28E-06 0.00E+00 5.86E-10 0.00E+00 4.82E-10
371091.00 3753700.00 0.00E+00 2.05E-03 0.00E+00 9.63E-07 0.00E+00 8.12E-07 371091.00 3753700.00 0.00E+00 1.24E-06 0.00E+00 5.82E-10 0.00E+00 4.92E-10
371111.00 3753700.00 0.00E+00 1.98E-03 0.00E+00 9.57E-07 0.00E+00 8.27E-07 371111.00 3753700.00 0.00E+00 1.20E-06 0.00E+00 5.79E-10 0.00E+00 5.00E-10
371131.00 3753700.00 0.00E+00 1.91E-03 0.00E+00 9.58E-07 0.00E+00 8.41E-07 371131.00 3753700.00 0.00E+00 1.15E-06 0.00E+00 5.80E-10 0.00E+00 5.09E-10
371151.00 3753700.00 0.00E+00 1.83E-03 0.00E+00 9.54E-07 0.00E+00 8.53E-07 371151.00 3753700.00 0.00E+00 1.11E-06 0.00E+00 5.78E-10 0.00E+00 5.16E-10
371171.00 3753700.00 0.00E+00 1.75E-03 0.00E+00 9.44E-07 0.00E+00 8.60E-07 371171.00 3753700.00 0.00E+00 1.06E-06 0.00E+00 5.71E-10 0.00E+00 5.21E-10
371191.00 3753700.00 0.00E+00 1.66E-03 0.00E+00 9.31E-07 0.00E+00 8.65E-07 371191.00 3753700.00 0.00E+00 1.01E-06 0.00E+00 5.63E-10 0.00E+00 5.23E-10
371211.00 3753700.00 0.00E+00 1.58E-03 0.00E+00 9.15E-07 0.00E+00 8.66E-07 371211.00 3753700.00 0.00E+00 9.55E-07 0.00E+00 5.54E-10 0.00E+00 5.24E-10
371231.00 3753700.00 0.00E+00 1.49E-03 0.00E+00 8.97E-07 0.00E+00 8.64E-07 371231.00 3753700.00 0.00E+00 9.04E-07 0.00E+00 5.43E-10 0.00E+00 5.23E-10
371251.00 3753700.00 0.00E+00 1.41E-03 0.00E+00 8.78E-07 0.00E+00 8.59E-07 371251.00 3753700.00 0.00E+00 8.54E-07 0.00E+00 5.31E-10 0.00E+00 5.20E-10
371271.00 3753700.00 0.00E+00 1.33E-03 0.00E+00 8.61E-07 0.00E+00 8.55E-07 371271.00 3753700.00 0.00E+00 8.07E-07 0.00E+00 5.21E-10 0.00E+00 5.17E-10
371291.00 3753700.00 0.00E+00 1.26E-03 0.00E+00 8.42E-07 0.00E+00 8.46E-07 371291.00 3753700.00 0.00E+00 7.61E-07 0.00E+00 5.09E-10 0.00E+00 5.12E-10
371311.00 3753700.00 0.00E+00 1.19E-03 0.00E+00 8.22E-07 0.00E+00 8.37E-07 371311.00 3753700.00 0.00E+00 7.18E-07 0.00E+00 4.97E-10 0.00E+00 5.06E-10
371331.00 3753700.00 0.00E+00 1.12E-03 0.00E+00 7.99E-07 0.00E+00 8.23E-07 371331.00 3753700.00 0.00E+00 6.79E-07 0.00E+00 4.84E-10 0.00E+00 4.98E-10
371351.00 3753700.00 0.00E+00 1.06E-03 0.00E+00 7.76E-07 0.00E+00 8.07E-07 371351.00 3753700.00 0.00E+00 6.43E-07 0.00E+00 4.70E-10 0.00E+00 4.88E-10
371371.00 3753700.00 0.00E+00 1.01E-03 0.00E+00 7.52E-07 0.00E+00 7.89E-07 371371.00 3753700.00 0.00E+00 6.10E-07 0.00E+00 4.55E-10 0.00E+00 4.77E-10
371391.00 3753700.00 0.00E+00 9.59E-04 0.00E+00 7.28E-07 0.00E+00 7.69E-07 371391.00 3753700.00 0.00E+00 5.80E-07 0.00E+00 4.40E-10 0.00E+00 4.65E-10
371411.00 3753700.00 0.00E+00 9.15E-04 0.00E+00 7.00E-07 0.00E+00 7.42E-07 371411.00 3753700.00 0.00E+00 5.54E-07 0.00E+00 4.23E-10 0.00E+00 4.49E-10
371431.00 3753700.00 0.00E+00 8.75E-04 0.00E+00 6.77E-07 0.00E+00 7.21E-07 371431.00 3753700.00 0.00E+00 5.29E-07 0.00E+00 4.10E-10 0.00E+00 4.36E-10
371451.00 3753700.00 0.00E+00 8.37E-04 0.00E+00 6.53E-07 0.00E+00 6.98E-07 371451.00 3753700.00 0.00E+00 5.07E-07 0.00E+00 3.95E-10 0.00E+00 4.22E-10
371471.00 3753700.00 0.00E+00 8.02E-04 0.00E+00 6.32E-07 0.00E+00 6.78E-07 371471.00 3753700.00 0.00E+00 4.85E-07 0.00E+00 3.82E-10 0.00E+00 4.10E-10
371491.00 3753700.00 0.00E+00 7.69E-04 0.00E+00 6.09E-07 0.00E+00 6.54E-07 371491.00 3753700.00 0.00E+00 4.66E-07 0.00E+00 3.68E-10 0.00E+00 3.96E-10
371511.00 3753700.00 0.00E+00 7.39E-04 0.00E+00 5.86E-07 0.00E+00 6.30E-07 371511.00 3753700.00 0.00E+00 4.47E-07 0.00E+00 3.55E-10 0.00E+00 3.81E-10
371531.00 3753700.00 0.00E+00 7.10E-04 0.00E+00 5.62E-07 0.00E+00 6.01E-07 371531.00 3753700.00 0.00E+00 4.30E-07 0.00E+00 3.40E-10 0.00E+00 3.64E-10
371551.00 3753700.00 0.00E+00 6.82E-04 0.00E+00 5.43E-07 0.00E+00 5.80E-07 371551.00 3753700.00 0.00E+00 4.12E-07 0.00E+00 3.28E-10 0.00E+00 3.51E-10
371571.00 3753700.00 0.00E+00 6.55E-04 0.00E+00 5.21E-07 0.00E+00 5.55E-07 371571.00 3753700.00 0.00E+00 3.96E-07 0.00E+00 3.16E-10 0.00E+00 3.36E-10
371591.00 3753700.00 0.00E+00 6.29E-04 0.00E+00 5.01E-07 0.00E+00 5.30E-07 371591.00 3753700.00 0.00E+00 3.81E-07 0.00E+00 3.03E-10 0.00E+00 3.21E-10
371611.00 3753700.00 0.00E+00 6.04E-04 0.00E+00 4.81E-07 0.00E+00 5.06E-07 371611.00 3753700.00 0.00E+00 3.65E-07 0.00E+00 2.91E-10 0.00E+00 3.06E-10
371631.00 3753700.00 0.00E+00 5.80E-04 0.00E+00 4.62E-07 0.00E+00 4.81E-07 371631.00 3753700.00 0.00E+00 3.51E-07 0.00E+00 2.79E-10 0.00E+00 2.91E-10
371651.00 3753700.00 0.00E+00 5.58E-04 0.00E+00 4.43E-07 0.00E+00 4.58E-07 371651.00 3753700.00 0.00E+00 3.37E-07 0.00E+00 2.68E-10 0.00E+00 2.77E-10
371671.00 3753700.00 0.00E+00 5.36E-04 0.00E+00 4.26E-07 0.00E+00 4.36E-07 371671.00 3753700.00 0.00E+00 3.24E-07 0.00E+00 2.57E-10 0.00E+00 2.64E-10
371691.00 3753700.00 0.00E+00 5.15E-04 0.00E+00 4.09E-07 0.00E+00 4.14E-07 371691.00 3753700.00 0.00E+00 3.12E-07 0.00E+00 2.47E-10 0.00E+00 2.51E-10
371711.00 3753700.00 0.00E+00 4.95E-04 0.00E+00 3.93E-07 0.00E+00 3.94E-07 371711.00 3753700.00 0.00E+00 2.99E-07 0.00E+00 2.38E-10 0.00E+00 2.38E-10
371731.00 3753700.00 0.00E+00 4.75E-04 0.00E+00 3.78E-07 0.00E+00 3.74E-07 371731.00 3753700.00 0.00E+00 2.87E-07 0.00E+00 2.29E-10 0.00E+00 2.26E-10
371751.00 3753700.00 0.00E+00 4.57E-04 0.00E+00 3.63E-07 0.00E+00 3.56E-07 371751.00 3753700.00 0.00E+00 2.77E-07 0.00E+00 2.20E-10 0.00E+00 2.15E-10
371771.00 3753700.00 0.00E+00 4.41E-04 0.00E+00 3.50E-07 0.00E+00 3.39E-07 371771.00 3753700.00 0.00E+00 2.67E-07 0.00E+00 2.12E-10 0.00E+00 2.05E-10
371791.00 3753700.00 0.00E+00 4.25E-04 0.00E+00 3.38E-07 0.00E+00 3.23E-07 371791.00 3753700.00 0.00E+00 2.57E-07 0.00E+00 2.04E-10 0.00E+00 1.96E-10
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CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371811.00 3753700.00 0.00E+00 4.11E-04 0.00E+00 3.26E-07 0.00E+00 3.08E-07 371811.00 3753700.00 0.00E+00 2.48E-07 0.00E+00 1.97E-10 0.00E+00 1.87E-10
371831.00 3753700.00 0.00E+00 3.96E-04 0.00E+00 3.14E-07 0.00E+00 2.94E-07 371831.00 3753700.00 0.00E+00 2.40E-07 0.00E+00 1.90E-10 0.00E+00 1.78E-10
370571.00 3753720.00 0.00E+00 1.91E-03 0.00E+00 7.00E-07 0.00E+00 3.30E-07 370571.00 3753720.00 0.00E+00 1.16E-06 0.00E+00 4.24E-10 0.00E+00 2.00E-10
370591.00 3753720.00 0.00E+00 1.96E-03 0.00E+00 7.22E-07 0.00E+00 3.44E-07 370591.00 3753720.00 0.00E+00 1.19E-06 0.00E+00 4.37E-10 0.00E+00 2.08E-10
370611.00 3753720.00 0.00E+00 2.01E-03 0.00E+00 7.45E-07 0.00E+00 3.59E-07 370611.00 3753720.00 0.00E+00 1.21E-06 0.00E+00 4.51E-10 0.00E+00 2.17E-10
370631.00 3753720.00 0.00E+00 2.03E-03 0.00E+00 7.66E-07 0.00E+00 3.73E-07 370631.00 3753720.00 0.00E+00 1.23E-06 0.00E+00 4.63E-10 0.00E+00 2.26E-10
370651.00 3753720.00 0.00E+00 2.08E-03 0.00E+00 7.90E-07 0.00E+00 3.89E-07 370651.00 3753720.00 0.00E+00 1.26E-06 0.00E+00 4.78E-10 0.00E+00 2.35E-10
370671.00 3753720.00 0.00E+00 2.13E-03 0.00E+00 8.13E-07 0.00E+00 4.06E-07 370671.00 3753720.00 0.00E+00 1.29E-06 0.00E+00 4.92E-10 0.00E+00 2.46E-10
370691.00 3753720.00 0.00E+00 2.17E-03 0.00E+00 8.36E-07 0.00E+00 4.24E-07 370691.00 3753720.00 0.00E+00 1.31E-06 0.00E+00 5.06E-10 0.00E+00 2.57E-10
370711.00 3753720.00 0.00E+00 2.22E-03 0.00E+00 8.60E-07 0.00E+00 4.43E-07 370711.00 3753720.00 0.00E+00 1.34E-06 0.00E+00 5.20E-10 0.00E+00 2.68E-10
370731.00 3753720.00 0.00E+00 2.26E-03 0.00E+00 8.83E-07 0.00E+00 4.63E-07 370731.00 3753720.00 0.00E+00 1.37E-06 0.00E+00 5.35E-10 0.00E+00 2.80E-10
370751.00 3753720.00 0.00E+00 2.31E-03 0.00E+00 9.07E-07 0.00E+00 4.84E-07 370751.00 3753720.00 0.00E+00 1.40E-06 0.00E+00 5.49E-10 0.00E+00 2.93E-10
370771.00 3753720.00 0.00E+00 2.35E-03 0.00E+00 9.30E-07 0.00E+00 5.06E-07 370771.00 3753720.00 0.00E+00 1.42E-06 0.00E+00 5.63E-10 0.00E+00 3.06E-10
370791.00 3753720.00 0.00E+00 2.39E-03 0.00E+00 9.52E-07 0.00E+00 5.29E-07 370791.00 3753720.00 0.00E+00 1.45E-06 0.00E+00 5.76E-10 0.00E+00 3.20E-10
370811.00 3753720.00 0.00E+00 2.43E-03 0.00E+00 9.74E-07 0.00E+00 5.53E-07 370811.00 3753720.00 0.00E+00 1.47E-06 0.00E+00 5.89E-10 0.00E+00 3.35E-10
370831.00 3753720.00 0.00E+00 2.46E-03 0.00E+00 9.94E-07 0.00E+00 5.78E-07 370831.00 3753720.00 0.00E+00 1.49E-06 0.00E+00 6.01E-10 0.00E+00 3.50E-10
370851.00 3753720.00 0.00E+00 2.48E-03 0.00E+00 1.01E-06 0.00E+00 6.03E-07 370851.00 3753720.00 0.00E+00 1.50E-06 0.00E+00 6.13E-10 0.00E+00 3.65E-10
370871.00 3753720.00 0.00E+00 2.51E-03 0.00E+00 1.03E-06 0.00E+00 6.30E-07 370871.00 3753720.00 0.00E+00 1.52E-06 0.00E+00 6.23E-10 0.00E+00 3.81E-10
370891.00 3753720.00 0.00E+00 2.53E-03 0.00E+00 1.04E-06 0.00E+00 6.57E-07 370891.00 3753720.00 0.00E+00 1.53E-06 0.00E+00 6.31E-10 0.00E+00 3.98E-10
370911.00 3753720.00 0.00E+00 2.54E-03 0.00E+00 1.06E-06 0.00E+00 6.85E-07 370911.00 3753720.00 0.00E+00 1.53E-06 0.00E+00 6.40E-10 0.00E+00 4.14E-10
370931.00 3753720.00 0.00E+00 2.53E-03 0.00E+00 1.07E-06 0.00E+00 7.13E-07 370931.00 3753720.00 0.00E+00 1.53E-06 0.00E+00 6.48E-10 0.00E+00 4.31E-10
370951.00 3753720.00 0.00E+00 2.53E-03 0.00E+00 1.08E-06 0.00E+00 7.41E-07 370951.00 3753720.00 0.00E+00 1.53E-06 0.00E+00 6.55E-10 0.00E+00 4.48E-10
370971.00 3753720.00 0.00E+00 2.51E-03 0.00E+00 1.09E-06 0.00E+00 7.69E-07 370971.00 3753720.00 0.00E+00 1.52E-06 0.00E+00 6.60E-10 0.00E+00 4.65E-10
370991.00 3753720.00 0.00E+00 2.48E-03 0.00E+00 1.06E-06 0.00E+00 7.93E-07 370991.00 3753720.00 0.00E+00 1.50E-06 0.00E+00 6.39E-10 0.00E+00 4.80E-10
371011.00 3753720.00 0.00E+00 2.44E-03 0.00E+00 1.06E-06 0.00E+00 8.38E-07 371011.00 3753720.00 0.00E+00 1.48E-06 0.00E+00 6.39E-10 0.00E+00 5.07E-10
371031.00 3753720.00 0.00E+00 2.41E-03 0.00E+00 1.05E-06 0.00E+00 8.41E-07 371031.00 3753720.00 0.00E+00 1.46E-06 0.00E+00 6.38E-10 0.00E+00 5.09E-10
371051.00 3753720.00 0.00E+00 2.36E-03 0.00E+00 1.05E-06 0.00E+00 8.48E-07 371051.00 3753720.00 0.00E+00 1.43E-06 0.00E+00 6.35E-10 0.00E+00 5.13E-10
371071.00 3753720.00 0.00E+00 2.30E-03 0.00E+00 1.05E-06 0.00E+00 8.69E-07 371071.00 3753720.00 0.00E+00 1.39E-06 0.00E+00 6.35E-10 0.00E+00 5.26E-10
371091.00 3753720.00 0.00E+00 2.23E-03 0.00E+00 1.05E-06 0.00E+00 8.90E-07 371091.00 3753720.00 0.00E+00 1.35E-06 0.00E+00 6.34E-10 0.00E+00 5.38E-10
371111.00 3753720.00 0.00E+00 2.16E-03 0.00E+00 1.05E-06 0.00E+00 9.08E-07 371111.00 3753720.00 0.00E+00 1.31E-06 0.00E+00 6.34E-10 0.00E+00 5.50E-10
371131.00 3753720.00 0.00E+00 2.08E-03 0.00E+00 1.04E-06 0.00E+00 9.25E-07 371131.00 3753720.00 0.00E+00 1.26E-06 0.00E+00 6.32E-10 0.00E+00 5.60E-10
371151.00 3753720.00 0.00E+00 1.99E-03 0.00E+00 1.04E-06 0.00E+00 9.39E-07 371151.00 3753720.00 0.00E+00 1.21E-06 0.00E+00 6.27E-10 0.00E+00 5.68E-10
371171.00 3753720.00 0.00E+00 1.90E-03 0.00E+00 1.03E-06 0.00E+00 9.49E-07 371171.00 3753720.00 0.00E+00 1.15E-06 0.00E+00 6.20E-10 0.00E+00 5.74E-10
371191.00 3753720.00 0.00E+00 1.81E-03 0.00E+00 1.01E-06 0.00E+00 9.55E-07 371191.00 3753720.00 0.00E+00 1.09E-06 0.00E+00 6.11E-10 0.00E+00 5.78E-10
371211.00 3753720.00 0.00E+00 1.71E-03 0.00E+00 9.95E-07 0.00E+00 9.58E-07 371211.00 3753720.00 0.00E+00 1.04E-06 0.00E+00 6.02E-10 0.00E+00 5.80E-10
371231.00 3753720.00 0.00E+00 1.62E-03 0.00E+00 9.76E-07 0.00E+00 9.58E-07 371231.00 3753720.00 0.00E+00 9.79E-07 0.00E+00 5.91E-10 0.00E+00 5.80E-10
371251.00 3753720.00 0.00E+00 1.53E-03 0.00E+00 9.56E-07 0.00E+00 9.54E-07 371251.00 3753720.00 0.00E+00 9.24E-07 0.00E+00 5.78E-10 0.00E+00 5.77E-10
371271.00 3753720.00 0.00E+00 1.44E-03 0.00E+00 9.34E-07 0.00E+00 9.47E-07 371271.00 3753720.00 0.00E+00 8.70E-07 0.00E+00 5.65E-10 0.00E+00 5.73E-10
371291.00 3753720.00 0.00E+00 1.35E-03 0.00E+00 9.10E-07 0.00E+00 9.36E-07 371291.00 3753720.00 0.00E+00 8.20E-07 0.00E+00 5.50E-10 0.00E+00 5.66E-10
371311.00 3753720.00 0.00E+00 1.28E-03 0.00E+00 8.83E-07 0.00E+00 9.21E-07 371311.00 3753720.00 0.00E+00 7.73E-07 0.00E+00 5.34E-10 0.00E+00 5.57E-10
371331.00 3753720.00 0.00E+00 1.21E-03 0.00E+00 8.56E-07 0.00E+00 9.04E-07 371331.00 3753720.00 0.00E+00 7.29E-07 0.00E+00 5.18E-10 0.00E+00 5.47E-10
371351.00 3753720.00 0.00E+00 1.14E-03 0.00E+00 8.31E-07 0.00E+00 8.85E-07 371351.00 3753720.00 0.00E+00 6.89E-07 0.00E+00 5.03E-10 0.00E+00 5.36E-10
371371.00 3753720.00 0.00E+00 1.08E-03 0.00E+00 8.04E-07 0.00E+00 8.64E-07 371371.00 3753720.00 0.00E+00 6.53E-07 0.00E+00 4.86E-10 0.00E+00 5.23E-10
371391.00 3753720.00 0.00E+00 1.03E-03 0.00E+00 7.71E-07 0.00E+00 8.36E-07 371391.00 3753720.00 0.00E+00 6.20E-07 0.00E+00 4.67E-10 0.00E+00 5.06E-10
371411.00 3753720.00 0.00E+00 9.77E-04 0.00E+00 7.51E-07 0.00E+00 8.17E-07 371411.00 3753720.00 0.00E+00 5.91E-07 0.00E+00 4.54E-10 0.00E+00 4.94E-10
371431.00 3753720.00 0.00E+00 9.32E-04 0.00E+00 7.25E-07 0.00E+00 7.93E-07 371431.00 3753720.00 0.00E+00 5.64E-07 0.00E+00 4.39E-10 0.00E+00 4.80E-10
371451.00 3753720.00 0.00E+00 8.91E-04 0.00E+00 6.97E-07 0.00E+00 7.64E-07 371451.00 3753720.00 0.00E+00 5.39E-07 0.00E+00 4.21E-10 0.00E+00 4.62E-10
371471.00 3753720.00 0.00E+00 8.52E-04 0.00E+00 6.71E-07 0.00E+00 7.37E-07 371471.00 3753720.00 0.00E+00 5.16E-07 0.00E+00 4.06E-10 0.00E+00 4.46E-10
371491.00 3753720.00 0.00E+00 8.17E-04 0.00E+00 6.45E-07 0.00E+00 7.08E-07 371491.00 3753720.00 0.00E+00 4.94E-07 0.00E+00 3.90E-10 0.00E+00 4.29E-10
371511.00 3753720.00 0.00E+00 7.83E-04 0.00E+00 6.19E-07 0.00E+00 6.80E-07 371511.00 3753720.00 0.00E+00 4.74E-07 0.00E+00 3.75E-10 0.00E+00 4.11E-10
371531.00 3753720.00 0.00E+00 7.50E-04 0.00E+00 5.95E-07 0.00E+00 6.51E-07 371531.00 3753720.00 0.00E+00 4.54E-07 0.00E+00 3.60E-10 0.00E+00 3.94E-10
371551.00 3753720.00 0.00E+00 7.19E-04 0.00E+00 5.71E-07 0.00E+00 6.23E-07 371551.00 3753720.00 0.00E+00 4.35E-07 0.00E+00 3.45E-10 0.00E+00 3.77E-10
371571.00 3753720.00 0.00E+00 6.90E-04 0.00E+00 5.48E-07 0.00E+00 5.96E-07 371571.00 3753720.00 0.00E+00 4.17E-07 0.00E+00 3.32E-10 0.00E+00 3.60E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371591.00 3753720.00 0.00E+00 6.61E-04 0.00E+00 5.26E-07 0.00E+00 5.67E-07 371591.00 3753720.00 0.00E+00 4.00E-07 0.00E+00 3.18E-10 0.00E+00 3.43E-10
371611.00 3753720.00 0.00E+00 6.34E-04 0.00E+00 5.04E-07 0.00E+00 5.39E-07 371611.00 3753720.00 0.00E+00 3.84E-07 0.00E+00 3.05E-10 0.00E+00 3.26E-10
371631.00 3753720.00 0.00E+00 6.08E-04 0.00E+00 4.83E-07 0.00E+00 5.12E-07 371631.00 3753720.00 0.00E+00 3.68E-07 0.00E+00 2.92E-10 0.00E+00 3.10E-10
371651.00 3753720.00 0.00E+00 5.83E-04 0.00E+00 4.63E-07 0.00E+00 4.86E-07 371651.00 3753720.00 0.00E+00 3.53E-07 0.00E+00 2.80E-10 0.00E+00 2.94E-10
371671.00 3753720.00 0.00E+00 5.59E-04 0.00E+00 4.44E-07 0.00E+00 4.61E-07 371671.00 3753720.00 0.00E+00 3.38E-07 0.00E+00 2.69E-10 0.00E+00 2.79E-10
371691.00 3753720.00 0.00E+00 5.37E-04 0.00E+00 4.26E-07 0.00E+00 4.37E-07 371691.00 3753720.00 0.00E+00 3.25E-07 0.00E+00 2.58E-10 0.00E+00 2.64E-10
371711.00 3753720.00 0.00E+00 5.15E-04 0.00E+00 4.09E-07 0.00E+00 4.15E-07 371711.00 3753720.00 0.00E+00 3.12E-07 0.00E+00 2.48E-10 0.00E+00 2.51E-10
371731.00 3753720.00 0.00E+00 4.94E-04 0.00E+00 3.93E-07 0.00E+00 3.93E-07 371731.00 3753720.00 0.00E+00 2.99E-07 0.00E+00 2.38E-10 0.00E+00 2.38E-10
371751.00 3753720.00 0.00E+00 4.75E-04 0.00E+00 3.77E-07 0.00E+00 3.73E-07 371751.00 3753720.00 0.00E+00 2.88E-07 0.00E+00 2.28E-10 0.00E+00 2.26E-10
371771.00 3753720.00 0.00E+00 4.59E-04 0.00E+00 3.64E-07 0.00E+00 3.55E-07 371771.00 3753720.00 0.00E+00 2.78E-07 0.00E+00 2.20E-10 0.00E+00 2.15E-10
371791.00 3753720.00 0.00E+00 4.43E-04 0.00E+00 3.50E-07 0.00E+00 3.38E-07 371791.00 3753720.00 0.00E+00 2.68E-07 0.00E+00 2.12E-10 0.00E+00 2.05E-10
371811.00 3753720.00 0.00E+00 4.27E-04 0.00E+00 3.38E-07 0.00E+00 3.22E-07 371811.00 3753720.00 0.00E+00 2.58E-07 0.00E+00 2.04E-10 0.00E+00 1.95E-10
371831.00 3753720.00 0.00E+00 4.12E-04 0.00E+00 3.26E-07 0.00E+00 3.07E-07 371831.00 3753720.00 0.00E+00 2.49E-07 0.00E+00 1.97E-10 0.00E+00 1.86E-10
370571.00 3753740.00 0.00E+00 1.96E-03 0.00E+00 7.32E-07 0.00E+00 3.38E-07 370571.00 3753740.00 0.00E+00 1.19E-06 0.00E+00 4.43E-10 0.00E+00 2.05E-10
370591.00 3753740.00 0.00E+00 2.02E-03 0.00E+00 7.57E-07 0.00E+00 3.53E-07 370591.00 3753740.00 0.00E+00 1.22E-06 0.00E+00 4.58E-10 0.00E+00 2.13E-10
370611.00 3753740.00 0.00E+00 2.09E-03 0.00E+00 7.82E-07 0.00E+00 3.69E-07 370611.00 3753740.00 0.00E+00 1.27E-06 0.00E+00 4.73E-10 0.00E+00 2.23E-10
370631.00 3753740.00 0.00E+00 2.12E-03 0.00E+00 8.06E-07 0.00E+00 3.84E-07 370631.00 3753740.00 0.00E+00 1.28E-06 0.00E+00 4.88E-10 0.00E+00 2.32E-10
370651.00 3753740.00 0.00E+00 2.17E-03 0.00E+00 8.31E-07 0.00E+00 4.00E-07 370651.00 3753740.00 0.00E+00 1.31E-06 0.00E+00 5.03E-10 0.00E+00 2.42E-10
370671.00 3753740.00 0.00E+00 2.22E-03 0.00E+00 8.58E-07 0.00E+00 4.19E-07 370671.00 3753740.00 0.00E+00 1.34E-06 0.00E+00 5.19E-10 0.00E+00 2.54E-10
370691.00 3753740.00 0.00E+00 2.28E-03 0.00E+00 8.85E-07 0.00E+00 4.39E-07 370691.00 3753740.00 0.00E+00 1.38E-06 0.00E+00 5.35E-10 0.00E+00 2.65E-10
370711.00 3753740.00 0.00E+00 2.33E-03 0.00E+00 9.13E-07 0.00E+00 4.59E-07 370711.00 3753740.00 0.00E+00 1.41E-06 0.00E+00 5.52E-10 0.00E+00 2.78E-10
370731.00 3753740.00 0.00E+00 2.39E-03 0.00E+00 9.40E-07 0.00E+00 4.81E-07 370731.00 3753740.00 0.00E+00 1.45E-06 0.00E+00 5.69E-10 0.00E+00 2.91E-10
370751.00 3753740.00 0.00E+00 2.44E-03 0.00E+00 9.68E-07 0.00E+00 5.05E-07 370751.00 3753740.00 0.00E+00 1.48E-06 0.00E+00 5.85E-10 0.00E+00 3.05E-10
370771.00 3753740.00 0.00E+00 2.50E-03 0.00E+00 9.94E-07 0.00E+00 5.29E-07 370771.00 3753740.00 0.00E+00 1.51E-06 0.00E+00 6.02E-10 0.00E+00 3.20E-10
370791.00 3753740.00 0.00E+00 2.54E-03 0.00E+00 1.02E-06 0.00E+00 5.54E-07 370791.00 3753740.00 0.00E+00 1.54E-06 0.00E+00 6.17E-10 0.00E+00 3.35E-10
370811.00 3753740.00 0.00E+00 2.59E-03 0.00E+00 1.05E-06 0.00E+00 5.81E-07 370811.00 3753740.00 0.00E+00 1.56E-06 0.00E+00 6.33E-10 0.00E+00 3.51E-10
370831.00 3753740.00 0.00E+00 2.63E-03 0.00E+00 1.07E-06 0.00E+00 6.09E-07 370831.00 3753740.00 0.00E+00 1.59E-06 0.00E+00 6.47E-10 0.00E+00 3.68E-10
370851.00 3753740.00 0.00E+00 2.66E-03 0.00E+00 1.09E-06 0.00E+00 6.38E-07 370851.00 3753740.00 0.00E+00 1.61E-06 0.00E+00 6.61E-10 0.00E+00 3.86E-10
370871.00 3753740.00 0.00E+00 2.70E-03 0.00E+00 1.11E-06 0.00E+00 6.68E-07 370871.00 3753740.00 0.00E+00 1.63E-06 0.00E+00 6.74E-10 0.00E+00 4.04E-10
370891.00 3753740.00 0.00E+00 2.72E-03 0.00E+00 1.13E-06 0.00E+00 6.99E-07 370891.00 3753740.00 0.00E+00 1.65E-06 0.00E+00 6.86E-10 0.00E+00 4.23E-10
370911.00 3753740.00 0.00E+00 2.74E-03 0.00E+00 1.15E-06 0.00E+00 7.31E-07 370911.00 3753740.00 0.00E+00 1.66E-06 0.00E+00 6.96E-10 0.00E+00 4.42E-10
370931.00 3753740.00 0.00E+00 2.75E-03 0.00E+00 1.16E-06 0.00E+00 7.63E-07 370931.00 3753740.00 0.00E+00 1.66E-06 0.00E+00 7.05E-10 0.00E+00 4.62E-10
370951.00 3753740.00 0.00E+00 2.74E-03 0.00E+00 1.18E-06 0.00E+00 7.96E-07 370951.00 3753740.00 0.00E+00 1.66E-06 0.00E+00 7.13E-10 0.00E+00 4.82E-10
370971.00 3753740.00 0.00E+00 2.73E-03 0.00E+00 1.19E-06 0.00E+00 8.29E-07 370971.00 3753740.00 0.00E+00 1.65E-06 0.00E+00 7.20E-10 0.00E+00 5.02E-10
370991.00 3753740.00 0.00E+00 2.73E-03 0.00E+00 1.16E-06 0.00E+00 8.44E-07 370991.00 3753740.00 0.00E+00 1.65E-06 0.00E+00 7.05E-10 0.00E+00 5.11E-10
371011.00 3753740.00 0.00E+00 2.69E-03 0.00E+00 1.15E-06 0.00E+00 8.70E-07 371011.00 3753740.00 0.00E+00 1.63E-06 0.00E+00 6.99E-10 0.00E+00 5.26E-10
371031.00 3753740.00 0.00E+00 2.65E-03 0.00E+00 1.18E-06 0.00E+00 9.07E-07 371031.00 3753740.00 0.00E+00 1.61E-06 0.00E+00 7.13E-10 0.00E+00 5.49E-10
371051.00 3753740.00 0.00E+00 2.60E-03 0.00E+00 1.18E-06 0.00E+00 9.36E-07 371051.00 3753740.00 0.00E+00 1.57E-06 0.00E+00 7.14E-10 0.00E+00 5.66E-10
371071.00 3753740.00 0.00E+00 2.53E-03 0.00E+00 1.18E-06 0.00E+00 9.63E-07 371071.00 3753740.00 0.00E+00 1.53E-06 0.00E+00 7.13E-10 0.00E+00 5.83E-10
371091.00 3753740.00 0.00E+00 2.46E-03 0.00E+00 1.18E-06 0.00E+00 9.89E-07 371091.00 3753740.00 0.00E+00 1.49E-06 0.00E+00 7.12E-10 0.00E+00 5.98E-10
371111.00 3753740.00 0.00E+00 2.37E-03 0.00E+00 1.17E-06 0.00E+00 1.01E-06 371111.00 3753740.00 0.00E+00 1.44E-06 0.00E+00 7.07E-10 0.00E+00 6.12E-10
371131.00 3753740.00 0.00E+00 2.28E-03 0.00E+00 1.16E-06 0.00E+00 1.03E-06 371131.00 3753740.00 0.00E+00 1.38E-06 0.00E+00 7.02E-10 0.00E+00 6.25E-10
371151.00 3753740.00 0.00E+00 2.18E-03 0.00E+00 1.15E-06 0.00E+00 1.05E-06 371151.00 3753740.00 0.00E+00 1.32E-06 0.00E+00 6.95E-10 0.00E+00 6.35E-10
371171.00 3753740.00 0.00E+00 2.08E-03 0.00E+00 1.13E-06 0.00E+00 1.06E-06 371171.00 3753740.00 0.00E+00 1.26E-06 0.00E+00 6.85E-10 0.00E+00 6.42E-10
371191.00 3753740.00 0.00E+00 1.97E-03 0.00E+00 1.11E-06 0.00E+00 1.07E-06 371191.00 3753740.00 0.00E+00 1.19E-06 0.00E+00 6.74E-10 0.00E+00 6.46E-10
371211.00 3753740.00 0.00E+00 1.86E-03 0.00E+00 1.09E-06 0.00E+00 1.07E-06 371211.00 3753740.00 0.00E+00 1.13E-06 0.00E+00 6.61E-10 0.00E+00 6.48E-10
371231.00 3753740.00 0.00E+00 1.76E-03 0.00E+00 1.07E-06 0.00E+00 1.07E-06 371231.00 3753740.00 0.00E+00 1.06E-06 0.00E+00 6.47E-10 0.00E+00 6.47E-10
371251.00 3753740.00 0.00E+00 1.66E-03 0.00E+00 1.04E-06 0.00E+00 1.06E-06 371251.00 3753740.00 0.00E+00 1.00E-06 0.00E+00 6.31E-10 0.00E+00 6.44E-10
371271.00 3753740.00 0.00E+00 1.56E-03 0.00E+00 1.02E-06 0.00E+00 1.06E-06 371271.00 3753740.00 0.00E+00 9.42E-07 0.00E+00 6.15E-10 0.00E+00 6.38E-10
371291.00 3753740.00 0.00E+00 1.46E-03 0.00E+00 9.90E-07 0.00E+00 1.04E-06 371291.00 3753740.00 0.00E+00 8.86E-07 0.00E+00 5.99E-10 0.00E+00 6.31E-10
371311.00 3753740.00 0.00E+00 1.38E-03 0.00E+00 9.61E-07 0.00E+00 1.03E-06 371311.00 3753740.00 0.00E+00 8.33E-07 0.00E+00 5.81E-10 0.00E+00 6.21E-10
371331.00 3753740.00 0.00E+00 1.30E-03 0.00E+00 9.32E-07 0.00E+00 1.01E-06 371331.00 3753740.00 0.00E+00 7.85E-07 0.00E+00 5.64E-10 0.00E+00 6.10E-10
371351.00 3753740.00 0.00E+00 1.22E-03 0.00E+00 9.01E-07 0.00E+00 9.86E-07 371351.00 3753740.00 0.00E+00 7.41E-07 0.00E+00 5.45E-10 0.00E+00 5.97E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371371.00 3753740.00 0.00E+00 1.16E-03 0.00E+00 8.71E-07 0.00E+00 9.62E-07 371371.00 3753740.00 0.00E+00 7.01E-07 0.00E+00 5.27E-10 0.00E+00 5.82E-10
371391.00 3753740.00 0.00E+00 1.10E-03 0.00E+00 8.40E-07 0.00E+00 9.35E-07 371391.00 3753740.00 0.00E+00 6.65E-07 0.00E+00 5.08E-10 0.00E+00 5.66E-10
371411.00 3753740.00 0.00E+00 1.04E-03 0.00E+00 8.09E-07 0.00E+00 9.06E-07 371411.00 3753740.00 0.00E+00 6.32E-07 0.00E+00 4.90E-10 0.00E+00 5.48E-10
371431.00 3753740.00 0.00E+00 9.95E-04 0.00E+00 7.79E-07 0.00E+00 8.77E-07 371431.00 3753740.00 0.00E+00 6.02E-07 0.00E+00 4.72E-10 0.00E+00 5.30E-10
371451.00 3753740.00 0.00E+00 9.49E-04 0.00E+00 7.49E-07 0.00E+00 8.45E-07 371451.00 3753740.00 0.00E+00 5.74E-07 0.00E+00 4.53E-10 0.00E+00 5.11E-10
371471.00 3753740.00 0.00E+00 9.06E-04 0.00E+00 7.20E-07 0.00E+00 8.14E-07 371471.00 3753740.00 0.00E+00 5.48E-07 0.00E+00 4.36E-10 0.00E+00 4.92E-10
371491.00 3753740.00 0.00E+00 8.66E-04 0.00E+00 6.92E-07 0.00E+00 7.82E-07 371491.00 3753740.00 0.00E+00 5.24E-07 0.00E+00 4.19E-10 0.00E+00 4.73E-10
371511.00 3753740.00 0.00E+00 8.28E-04 0.00E+00 6.64E-07 0.00E+00 7.49E-07 371511.00 3753740.00 0.00E+00 5.01E-07 0.00E+00 4.02E-10 0.00E+00 4.53E-10
371531.00 3753740.00 0.00E+00 7.92E-04 0.00E+00 6.36E-07 0.00E+00 7.14E-07 371531.00 3753740.00 0.00E+00 4.79E-07 0.00E+00 3.85E-10 0.00E+00 4.32E-10
371551.00 3753740.00 0.00E+00 7.57E-04 0.00E+00 6.08E-07 0.00E+00 6.78E-07 371551.00 3753740.00 0.00E+00 4.58E-07 0.00E+00 3.68E-10 0.00E+00 4.11E-10
371571.00 3753740.00 0.00E+00 7.24E-04 0.00E+00 5.82E-07 0.00E+00 6.43E-07 371571.00 3753740.00 0.00E+00 4.38E-07 0.00E+00 3.52E-10 0.00E+00 3.89E-10
371591.00 3753740.00 0.00E+00 6.93E-04 0.00E+00 5.56E-07 0.00E+00 6.10E-07 371591.00 3753740.00 0.00E+00 4.19E-07 0.00E+00 3.36E-10 0.00E+00 3.69E-10
371611.00 3753740.00 0.00E+00 6.63E-04 0.00E+00 5.31E-07 0.00E+00 5.77E-07 371611.00 3753740.00 0.00E+00 4.01E-07 0.00E+00 3.21E-10 0.00E+00 3.49E-10
371631.00 3753740.00 0.00E+00 6.35E-04 0.00E+00 5.08E-07 0.00E+00 5.46E-07 371631.00 3753740.00 0.00E+00 3.84E-07 0.00E+00 3.07E-10 0.00E+00 3.30E-10
371651.00 3753740.00 0.00E+00 6.08E-04 0.00E+00 4.85E-07 0.00E+00 5.16E-07 371651.00 3753740.00 0.00E+00 3.68E-07 0.00E+00 2.94E-10 0.00E+00 3.12E-10
371671.00 3753740.00 0.00E+00 5.82E-04 0.00E+00 4.64E-07 0.00E+00 4.88E-07 371671.00 3753740.00 0.00E+00 3.52E-07 0.00E+00 2.81E-10 0.00E+00 2.95E-10
371691.00 3753740.00 0.00E+00 5.58E-04 0.00E+00 4.45E-07 0.00E+00 4.61E-07 371691.00 3753740.00 0.00E+00 3.38E-07 0.00E+00 2.69E-10 0.00E+00 2.79E-10
371711.00 3753740.00 0.00E+00 5.36E-04 0.00E+00 4.26E-07 0.00E+00 4.37E-07 371711.00 3753740.00 0.00E+00 3.24E-07 0.00E+00 2.58E-10 0.00E+00 2.64E-10
371731.00 3753740.00 0.00E+00 5.15E-04 0.00E+00 4.09E-07 0.00E+00 4.14E-07 371731.00 3753740.00 0.00E+00 3.12E-07 0.00E+00 2.47E-10 0.00E+00 2.50E-10
371751.00 3753740.00 0.00E+00 4.95E-04 0.00E+00 3.93E-07 0.00E+00 3.92E-07 371751.00 3753740.00 0.00E+00 3.00E-07 0.00E+00 2.38E-10 0.00E+00 2.37E-10
371771.00 3753740.00 0.00E+00 4.77E-04 0.00E+00 3.78E-07 0.00E+00 3.72E-07 371771.00 3753740.00 0.00E+00 2.89E-07 0.00E+00 2.29E-10 0.00E+00 2.25E-10
371791.00 3753740.00 0.00E+00 4.60E-04 0.00E+00 3.64E-07 0.00E+00 3.54E-07 371791.00 3753740.00 0.00E+00 2.79E-07 0.00E+00 2.20E-10 0.00E+00 2.14E-10
371811.00 3753740.00 0.00E+00 4.44E-04 0.00E+00 3.50E-07 0.00E+00 3.37E-07 371811.00 3753740.00 0.00E+00 2.69E-07 0.00E+00 2.12E-10 0.00E+00 2.04E-10
371831.00 3753740.00 0.00E+00 4.30E-04 0.00E+00 3.38E-07 0.00E+00 3.21E-07 371831.00 3753740.00 0.00E+00 2.60E-07 0.00E+00 2.05E-10 0.00E+00 1.94E-10
370571.00 3753760.00 0.00E+00 2.01E-03 0.00E+00 7.63E-07 0.00E+00 3.45E-07 370571.00 3753760.00 0.00E+00 1.22E-06 0.00E+00 4.61E-10 0.00E+00 2.09E-10
370591.00 3753760.00 0.00E+00 2.07E-03 0.00E+00 7.89E-07 0.00E+00 3.60E-07 370591.00 3753760.00 0.00E+00 1.25E-06 0.00E+00 4.78E-10 0.00E+00 2.18E-10
370611.00 3753760.00 0.00E+00 2.14E-03 0.00E+00 8.18E-07 0.00E+00 3.77E-07 370611.00 3753760.00 0.00E+00 1.29E-06 0.00E+00 4.95E-10 0.00E+00 2.28E-10
370631.00 3753760.00 0.00E+00 2.20E-03 0.00E+00 8.46E-07 0.00E+00 3.94E-07 370631.00 3753760.00 0.00E+00 1.33E-06 0.00E+00 5.12E-10 0.00E+00 2.38E-10
370651.00 3753760.00 0.00E+00 2.26E-03 0.00E+00 8.76E-07 0.00E+00 4.12E-07 370651.00 3753760.00 0.00E+00 1.37E-06 0.00E+00 5.30E-10 0.00E+00 2.49E-10
370671.00 3753760.00 0.00E+00 2.32E-03 0.00E+00 9.06E-07 0.00E+00 4.32E-07 370671.00 3753760.00 0.00E+00 1.41E-06 0.00E+00 5.48E-10 0.00E+00 2.61E-10
370691.00 3753760.00 0.00E+00 2.39E-03 0.00E+00 9.37E-07 0.00E+00 4.53E-07 370691.00 3753760.00 0.00E+00 1.44E-06 0.00E+00 5.67E-10 0.00E+00 2.74E-10
370711.00 3753760.00 0.00E+00 2.45E-03 0.00E+00 9.69E-07 0.00E+00 4.76E-07 370711.00 3753760.00 0.00E+00 1.48E-06 0.00E+00 5.86E-10 0.00E+00 2.88E-10
370731.00 3753760.00 0.00E+00 2.52E-03 0.00E+00 1.00E-06 0.00E+00 4.99E-07 370731.00 3753760.00 0.00E+00 1.52E-06 0.00E+00 6.06E-10 0.00E+00 3.02E-10
370751.00 3753760.00 0.00E+00 2.58E-03 0.00E+00 1.03E-06 0.00E+00 5.25E-07 370751.00 3753760.00 0.00E+00 1.56E-06 0.00E+00 6.25E-10 0.00E+00 3.17E-10
370771.00 3753760.00 0.00E+00 2.64E-03 0.00E+00 1.06E-06 0.00E+00 5.52E-07 370771.00 3753760.00 0.00E+00 1.60E-06 0.00E+00 6.44E-10 0.00E+00 3.34E-10
370791.00 3753760.00 0.00E+00 2.70E-03 0.00E+00 1.10E-06 0.00E+00 5.80E-07 370791.00 3753760.00 0.00E+00 1.64E-06 0.00E+00 6.63E-10 0.00E+00 3.51E-10
370811.00 3753760.00 0.00E+00 2.76E-03 0.00E+00 1.13E-06 0.00E+00 6.10E-07 370811.00 3753760.00 0.00E+00 1.67E-06 0.00E+00 6.81E-10 0.00E+00 3.69E-10
370831.00 3753760.00 0.00E+00 2.81E-03 0.00E+00 1.16E-06 0.00E+00 6.41E-07 370831.00 3753760.00 0.00E+00 1.70E-06 0.00E+00 6.99E-10 0.00E+00 3.88E-10
370851.00 3753760.00 0.00E+00 2.86E-03 0.00E+00 1.18E-06 0.00E+00 6.74E-07 370851.00 3753760.00 0.00E+00 1.73E-06 0.00E+00 7.16E-10 0.00E+00 4.08E-10
370871.00 3753760.00 0.00E+00 2.90E-03 0.00E+00 1.21E-06 0.00E+00 7.08E-07 370871.00 3753760.00 0.00E+00 1.76E-06 0.00E+00 7.31E-10 0.00E+00 4.29E-10
370891.00 3753760.00 0.00E+00 2.94E-03 0.00E+00 1.23E-06 0.00E+00 7.44E-07 370891.00 3753760.00 0.00E+00 1.78E-06 0.00E+00 7.45E-10 0.00E+00 4.50E-10
370911.00 3753760.00 0.00E+00 2.96E-03 0.00E+00 1.25E-06 0.00E+00 7.80E-07 370911.00 3753760.00 0.00E+00 1.79E-06 0.00E+00 7.58E-10 0.00E+00 4.72E-10
370931.00 3753760.00 0.00E+00 2.98E-03 0.00E+00 1.27E-06 0.00E+00 8.18E-07 370931.00 3753760.00 0.00E+00 1.80E-06 0.00E+00 7.69E-10 0.00E+00 4.95E-10
370951.00 3753760.00 0.00E+00 2.99E-03 0.00E+00 1.29E-06 0.00E+00 8.57E-07 370951.00 3753760.00 0.00E+00 1.81E-06 0.00E+00 7.78E-10 0.00E+00 5.18E-10
370971.00 3753760.00 0.00E+00 2.98E-03 0.00E+00 1.30E-06 0.00E+00 8.95E-07 370971.00 3753760.00 0.00E+00 1.80E-06 0.00E+00 7.86E-10 0.00E+00 5.42E-10
370991.00 3753760.00 0.00E+00 2.97E-03 0.00E+00 1.31E-06 0.00E+00 9.33E-07 370991.00 3753760.00 0.00E+00 1.80E-06 0.00E+00 7.91E-10 0.00E+00 5.65E-10
371011.00 3753760.00 0.00E+00 2.94E-03 0.00E+00 1.31E-06 0.00E+00 9.71E-07 371011.00 3753760.00 0.00E+00 1.78E-06 0.00E+00 7.95E-10 0.00E+00 5.87E-10
371031.00 3753760.00 0.00E+00 2.90E-03 0.00E+00 1.32E-06 0.00E+00 1.01E-06 371031.00 3753760.00 0.00E+00 1.75E-06 0.00E+00 7.97E-10 0.00E+00 6.09E-10
371051.00 3753760.00 0.00E+00 2.84E-03 0.00E+00 1.32E-06 0.00E+00 1.04E-06 371051.00 3753760.00 0.00E+00 1.72E-06 0.00E+00 7.97E-10 0.00E+00 6.30E-10
371071.00 3753760.00 0.00E+00 2.77E-03 0.00E+00 1.31E-06 0.00E+00 1.07E-06 371071.00 3753760.00 0.00E+00 1.68E-06 0.00E+00 7.95E-10 0.00E+00 6.50E-10
371091.00 3753760.00 0.00E+00 2.69E-03 0.00E+00 1.31E-06 0.00E+00 1.10E-06 371091.00 3753760.00 0.00E+00 1.63E-06 0.00E+00 7.91E-10 0.00E+00 6.68E-10
371111.00 3753760.00 0.00E+00 2.60E-03 0.00E+00 1.30E-06 0.00E+00 1.13E-06 371111.00 3753760.00 0.00E+00 1.57E-06 0.00E+00 7.84E-10 0.00E+00 6.84E-10
371131.00 3753760.00 0.00E+00 2.50E-03 0.00E+00 1.28E-06 0.00E+00 1.15E-06 371131.00 3753760.00 0.00E+00 1.51E-06 0.00E+00 7.76E-10 0.00E+00 6.97E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371151.00 3753760.00 0.00E+00 2.39E-03 0.00E+00 1.27E-06 0.00E+00 1.17E-06 371151.00 3753760.00 0.00E+00 1.45E-06 0.00E+00 7.66E-10 0.00E+00 7.09E-10
371171.00 3753760.00 0.00E+00 2.28E-03 0.00E+00 1.25E-06 0.00E+00 1.19E-06 371171.00 3753760.00 0.00E+00 1.38E-06 0.00E+00 7.54E-10 0.00E+00 7.17E-10
371191.00 3753760.00 0.00E+00 2.16E-03 0.00E+00 1.22E-06 0.00E+00 1.19E-06 371191.00 3753760.00 0.00E+00 1.31E-06 0.00E+00 7.41E-10 0.00E+00 7.23E-10
371211.00 3753760.00 0.00E+00 2.04E-03 0.00E+00 1.20E-06 0.00E+00 1.20E-06 371211.00 3753760.00 0.00E+00 1.23E-06 0.00E+00 7.25E-10 0.00E+00 7.25E-10
371231.00 3753760.00 0.00E+00 1.92E-03 0.00E+00 1.17E-06 0.00E+00 1.20E-06 371231.00 3753760.00 0.00E+00 1.16E-06 0.00E+00 7.09E-10 0.00E+00 7.24E-10
371251.00 3753760.00 0.00E+00 1.80E-03 0.00E+00 1.14E-06 0.00E+00 1.19E-06 371251.00 3753760.00 0.00E+00 1.09E-06 0.00E+00 6.90E-10 0.00E+00 7.21E-10
371271.00 3753760.00 0.00E+00 1.69E-03 0.00E+00 1.11E-06 0.00E+00 1.18E-06 371271.00 3753760.00 0.00E+00 1.02E-06 0.00E+00 6.71E-10 0.00E+00 7.15E-10
371291.00 3753760.00 0.00E+00 1.59E-03 0.00E+00 1.08E-06 0.00E+00 1.17E-06 371291.00 3753760.00 0.00E+00 9.60E-07 0.00E+00 6.52E-10 0.00E+00 7.06E-10
371311.00 3753760.00 0.00E+00 1.49E-03 0.00E+00 1.04E-06 0.00E+00 1.15E-06 371311.00 3753760.00 0.00E+00 9.01E-07 0.00E+00 6.31E-10 0.00E+00 6.94E-10
371331.00 3753760.00 0.00E+00 1.40E-03 0.00E+00 1.01E-06 0.00E+00 1.12E-06 371331.00 3753760.00 0.00E+00 8.47E-07 0.00E+00 6.11E-10 0.00E+00 6.81E-10
371351.00 3753760.00 0.00E+00 1.32E-03 0.00E+00 9.77E-07 0.00E+00 1.10E-06 371351.00 3753760.00 0.00E+00 7.98E-07 0.00E+00 5.91E-10 0.00E+00 6.65E-10
371371.00 3753760.00 0.00E+00 1.25E-03 0.00E+00 9.42E-07 0.00E+00 1.07E-06 371371.00 3753760.00 0.00E+00 7.54E-07 0.00E+00 5.70E-10 0.00E+00 6.47E-10
371391.00 3753760.00 0.00E+00 1.18E-03 0.00E+00 9.07E-07 0.00E+00 1.04E-06 371391.00 3753760.00 0.00E+00 7.14E-07 0.00E+00 5.49E-10 0.00E+00 6.28E-10
371411.00 3753760.00 0.00E+00 1.12E-03 0.00E+00 8.72E-07 0.00E+00 1.00E-06 371411.00 3753760.00 0.00E+00 6.78E-07 0.00E+00 5.27E-10 0.00E+00 6.07E-10
371431.00 3753760.00 0.00E+00 1.06E-03 0.00E+00 8.37E-07 0.00E+00 9.68E-07 371431.00 3753760.00 0.00E+00 6.44E-07 0.00E+00 5.07E-10 0.00E+00 5.86E-10
371451.00 3753760.00 0.00E+00 1.01E-03 0.00E+00 8.03E-07 0.00E+00 9.30E-07 371451.00 3753760.00 0.00E+00 6.13E-07 0.00E+00 4.86E-10 0.00E+00 5.63E-10
371471.00 3753760.00 0.00E+00 9.66E-04 0.00E+00 7.70E-07 0.00E+00 8.92E-07 371471.00 3753760.00 0.00E+00 5.85E-07 0.00E+00 4.66E-10 0.00E+00 5.40E-10
371491.00 3753760.00 0.00E+00 9.22E-04 0.00E+00 7.38E-07 0.00E+00 8.54E-07 371491.00 3753760.00 0.00E+00 5.58E-07 0.00E+00 4.46E-10 0.00E+00 5.17E-10
371511.00 3753760.00 0.00E+00 8.79E-04 0.00E+00 7.06E-07 0.00E+00 8.16E-07 371511.00 3753760.00 0.00E+00 5.32E-07 0.00E+00 4.27E-10 0.00E+00 4.94E-10
371531.00 3753760.00 0.00E+00 8.39E-04 0.00E+00 6.75E-07 0.00E+00 7.76E-07 371531.00 3753760.00 0.00E+00 5.08E-07 0.00E+00 4.09E-10 0.00E+00 4.70E-10
371551.00 3753760.00 0.00E+00 8.01E-04 0.00E+00 6.45E-07 0.00E+00 7.35E-07 371551.00 3753760.00 0.00E+00 4.85E-07 0.00E+00 3.90E-10 0.00E+00 4.45E-10
371571.00 3753760.00 0.00E+00 7.64E-04 0.00E+00 6.15E-07 0.00E+00 6.94E-07 371571.00 3753760.00 0.00E+00 4.63E-07 0.00E+00 3.72E-10 0.00E+00 4.20E-10
371591.00 3753760.00 0.00E+00 7.30E-04 0.00E+00 5.86E-07 0.00E+00 6.55E-07 371591.00 3753760.00 0.00E+00 4.42E-07 0.00E+00 3.55E-10 0.00E+00 3.96E-10
371611.00 3753760.00 0.00E+00 6.97E-04 0.00E+00 5.59E-07 0.00E+00 6.18E-07 371611.00 3753760.00 0.00E+00 4.22E-07 0.00E+00 3.38E-10 0.00E+00 3.74E-10
371631.00 3753760.00 0.00E+00 6.67E-04 0.00E+00 5.34E-07 0.00E+00 5.82E-07 371631.00 3753760.00 0.00E+00 4.03E-07 0.00E+00 3.23E-10 0.00E+00 3.52E-10
371651.00 3753760.00 0.00E+00 6.38E-04 0.00E+00 5.09E-07 0.00E+00 5.49E-07 371651.00 3753760.00 0.00E+00 3.86E-07 0.00E+00 3.08E-10 0.00E+00 3.32E-10
371671.00 3753760.00 0.00E+00 6.11E-04 0.00E+00 4.87E-07 0.00E+00 5.18E-07 371671.00 3753760.00 0.00E+00 3.69E-07 0.00E+00 2.94E-10 0.00E+00 3.13E-10
371691.00 3753760.00 0.00E+00 5.85E-04 0.00E+00 4.65E-07 0.00E+00 4.88E-07 371691.00 3753760.00 0.00E+00 3.54E-07 0.00E+00 2.82E-10 0.00E+00 2.95E-10
371711.00 3753760.00 0.00E+00 5.62E-04 0.00E+00 4.46E-07 0.00E+00 4.61E-07 371711.00 3753760.00 0.00E+00 3.40E-07 0.00E+00 2.70E-10 0.00E+00 2.79E-10
371731.00 3753760.00 0.00E+00 5.40E-04 0.00E+00 4.27E-07 0.00E+00 4.36E-07 371731.00 3753760.00 0.00E+00 3.26E-07 0.00E+00 2.58E-10 0.00E+00 2.64E-10
371751.00 3753760.00 0.00E+00 5.19E-04 0.00E+00 4.10E-07 0.00E+00 4.13E-07 371751.00 3753760.00 0.00E+00 3.14E-07 0.00E+00 2.48E-10 0.00E+00 2.50E-10
371771.00 3753760.00 0.00E+00 5.00E-04 0.00E+00 3.94E-07 0.00E+00 3.91E-07 371771.00 3753760.00 0.00E+00 3.03E-07 0.00E+00 2.38E-10 0.00E+00 2.37E-10
371791.00 3753760.00 0.00E+00 4.83E-04 0.00E+00 3.79E-07 0.00E+00 3.72E-07 371791.00 3753760.00 0.00E+00 2.92E-07 0.00E+00 2.30E-10 0.00E+00 2.25E-10
371811.00 3753760.00 0.00E+00 4.67E-04 0.00E+00 3.65E-07 0.00E+00 3.53E-07 371811.00 3753760.00 0.00E+00 2.82E-07 0.00E+00 2.21E-10 0.00E+00 2.14E-10
371831.00 3753760.00 0.00E+00 4.52E-04 0.00E+00 3.53E-07 0.00E+00 3.37E-07 371831.00 3753760.00 0.00E+00 2.74E-07 0.00E+00 2.13E-10 0.00E+00 2.04E-10
370571.00 3753780.00 0.00E+00 2.10E-03 0.00E+00 8.01E-07 0.00E+00 3.54E-07 370571.00 3753780.00 0.00E+00 1.27E-06 0.00E+00 4.84E-10 0.00E+00 2.14E-10
370591.00 3753780.00 0.00E+00 2.16E-03 0.00E+00 8.31E-07 0.00E+00 3.70E-07 370591.00 3753780.00 0.00E+00 1.31E-06 0.00E+00 5.03E-10 0.00E+00 2.24E-10
370611.00 3753780.00 0.00E+00 2.23E-03 0.00E+00 8.62E-07 0.00E+00 3.87E-07 370611.00 3753780.00 0.00E+00 1.35E-06 0.00E+00 5.21E-10 0.00E+00 2.34E-10
370631.00 3753780.00 0.00E+00 2.30E-03 0.00E+00 8.94E-07 0.00E+00 4.06E-07 370631.00 3753780.00 0.00E+00 1.39E-06 0.00E+00 5.41E-10 0.00E+00 2.45E-10
370651.00 3753780.00 0.00E+00 2.37E-03 0.00E+00 9.28E-07 0.00E+00 4.26E-07 370651.00 3753780.00 0.00E+00 1.43E-06 0.00E+00 5.61E-10 0.00E+00 2.57E-10
370671.00 3753780.00 0.00E+00 2.44E-03 0.00E+00 9.62E-07 0.00E+00 4.47E-07 370671.00 3753780.00 0.00E+00 1.48E-06 0.00E+00 5.82E-10 0.00E+00 2.70E-10
370691.00 3753780.00 0.00E+00 2.51E-03 0.00E+00 9.96E-07 0.00E+00 4.69E-07 370691.00 3753780.00 0.00E+00 1.52E-06 0.00E+00 6.03E-10 0.00E+00 2.83E-10
370711.00 3753780.00 0.00E+00 2.58E-03 0.00E+00 1.03E-06 0.00E+00 4.93E-07 370711.00 3753780.00 0.00E+00 1.56E-06 0.00E+00 6.24E-10 0.00E+00 2.98E-10
370731.00 3753780.00 0.00E+00 2.65E-03 0.00E+00 1.07E-06 0.00E+00 5.18E-07 370731.00 3753780.00 0.00E+00 1.61E-06 0.00E+00 6.46E-10 0.00E+00 3.14E-10
370751.00 3753780.00 0.00E+00 2.73E-03 0.00E+00 1.11E-06 0.00E+00 5.46E-07 370751.00 3753780.00 0.00E+00 1.65E-06 0.00E+00 6.69E-10 0.00E+00 3.30E-10
370771.00 3753780.00 0.00E+00 2.81E-03 0.00E+00 1.14E-06 0.00E+00 5.76E-07 370771.00 3753780.00 0.00E+00 1.70E-06 0.00E+00 6.92E-10 0.00E+00 3.48E-10
370791.00 3753780.00 0.00E+00 2.88E-03 0.00E+00 1.18E-06 0.00E+00 6.07E-07 370791.00 3753780.00 0.00E+00 1.74E-06 0.00E+00 7.14E-10 0.00E+00 3.67E-10
370811.00 3753780.00 0.00E+00 2.95E-03 0.00E+00 1.22E-06 0.00E+00 6.40E-07 370811.00 3753780.00 0.00E+00 1.78E-06 0.00E+00 7.35E-10 0.00E+00 3.87E-10
370831.00 3753780.00 0.00E+00 3.02E-03 0.00E+00 1.25E-06 0.00E+00 6.75E-07 370831.00 3753780.00 0.00E+00 1.82E-06 0.00E+00 7.56E-10 0.00E+00 4.08E-10
370851.00 3753780.00 0.00E+00 3.08E-03 0.00E+00 1.28E-06 0.00E+00 7.12E-07 370851.00 3753780.00 0.00E+00 1.86E-06 0.00E+00 7.76E-10 0.00E+00 4.31E-10
370871.00 3753780.00 0.00E+00 3.13E-03 0.00E+00 1.31E-06 0.00E+00 7.51E-07 370871.00 3753780.00 0.00E+00 1.90E-06 0.00E+00 7.95E-10 0.00E+00 4.54E-10
370891.00 3753780.00 0.00E+00 3.18E-03 0.00E+00 1.34E-06 0.00E+00 7.91E-07 370891.00 3753780.00 0.00E+00 1.92E-06 0.00E+00 8.12E-10 0.00E+00 4.79E-10
370911.00 3753780.00 0.00E+00 3.22E-03 0.00E+00 1.37E-06 0.00E+00 8.33E-07 370911.00 3753780.00 0.00E+00 1.95E-06 0.00E+00 8.27E-10 0.00E+00 5.04E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370931.00 3753780.00 0.00E+00 3.24E-03 0.00E+00 1.39E-06 0.00E+00 8.77E-07 370931.00 3753780.00 0.00E+00 1.96E-06 0.00E+00 8.41E-10 0.00E+00 5.31E-10
370951.00 3753780.00 0.00E+00 3.26E-03 0.00E+00 1.41E-06 0.00E+00 9.22E-07 370951.00 3753780.00 0.00E+00 1.97E-06 0.00E+00 8.54E-10 0.00E+00 5.58E-10
370971.00 3753780.00 0.00E+00 3.26E-03 0.00E+00 1.43E-06 0.00E+00 9.68E-07 370971.00 3753780.00 0.00E+00 1.97E-06 0.00E+00 8.65E-10 0.00E+00 5.86E-10
370991.00 3753780.00 0.00E+00 3.25E-03 0.00E+00 1.44E-06 0.00E+00 1.01E-06 370991.00 3753780.00 0.00E+00 1.97E-06 0.00E+00 8.72E-10 0.00E+00 6.14E-10
371011.00 3753780.00 0.00E+00 3.23E-03 0.00E+00 1.45E-06 0.00E+00 1.06E-06 371011.00 3753780.00 0.00E+00 1.95E-06 0.00E+00 8.77E-10 0.00E+00 6.41E-10
371031.00 3753780.00 0.00E+00 3.19E-03 0.00E+00 1.46E-06 0.00E+00 1.10E-06 371031.00 3753780.00 0.00E+00 1.93E-06 0.00E+00 8.81E-10 0.00E+00 6.68E-10
371051.00 3753780.00 0.00E+00 3.13E-03 0.00E+00 1.46E-06 0.00E+00 1.15E-06 371051.00 3753780.00 0.00E+00 1.89E-06 0.00E+00 8.82E-10 0.00E+00 6.95E-10
371071.00 3753780.00 0.00E+00 3.06E-03 0.00E+00 1.46E-06 0.00E+00 1.19E-06 371071.00 3753780.00 0.00E+00 1.85E-06 0.00E+00 8.81E-10 0.00E+00 7.20E-10
371091.00 3753780.00 0.00E+00 2.97E-03 0.00E+00 1.45E-06 0.00E+00 1.23E-06 371091.00 3753780.00 0.00E+00 1.80E-06 0.00E+00 8.78E-10 0.00E+00 7.44E-10
371111.00 3753780.00 0.00E+00 2.87E-03 0.00E+00 1.44E-06 0.00E+00 1.26E-06 371111.00 3753780.00 0.00E+00 1.74E-06 0.00E+00 8.70E-10 0.00E+00 7.64E-10
371131.00 3753780.00 0.00E+00 2.76E-03 0.00E+00 1.41E-06 0.00E+00 1.28E-06 371131.00 3753780.00 0.00E+00 1.67E-06 0.00E+00 8.56E-10 0.00E+00 7.77E-10
371151.00 3753780.00 0.00E+00 2.64E-03 0.00E+00 1.40E-06 0.00E+00 1.31E-06 371151.00 3753780.00 0.00E+00 1.60E-06 0.00E+00 8.44E-10 0.00E+00 7.91E-10
371171.00 3753780.00 0.00E+00 2.51E-03 0.00E+00 1.37E-06 0.00E+00 1.33E-06 371171.00 3753780.00 0.00E+00 1.52E-06 0.00E+00 8.31E-10 0.00E+00 8.03E-10
371191.00 3753780.00 0.00E+00 2.37E-03 0.00E+00 1.35E-06 0.00E+00 1.34E-06 371191.00 3753780.00 0.00E+00 1.44E-06 0.00E+00 8.16E-10 0.00E+00 8.11E-10
371211.00 3753780.00 0.00E+00 2.24E-03 0.00E+00 1.32E-06 0.00E+00 1.35E-06 371211.00 3753780.00 0.00E+00 1.35E-06 0.00E+00 7.99E-10 0.00E+00 8.16E-10
371231.00 3753780.00 0.00E+00 2.10E-03 0.00E+00 1.29E-06 0.00E+00 1.35E-06 371231.00 3753780.00 0.00E+00 1.27E-06 0.00E+00 7.79E-10 0.00E+00 8.16E-10
371251.00 3753780.00 0.00E+00 1.97E-03 0.00E+00 1.26E-06 0.00E+00 1.35E-06 371251.00 3753780.00 0.00E+00 1.19E-06 0.00E+00 7.61E-10 0.00E+00 8.14E-10
371271.00 3753780.00 0.00E+00 1.84E-03 0.00E+00 1.22E-06 0.00E+00 1.33E-06 371271.00 3753780.00 0.00E+00 1.12E-06 0.00E+00 7.39E-10 0.00E+00 8.08E-10
371291.00 3753780.00 0.00E+00 1.73E-03 0.00E+00 1.18E-06 0.00E+00 1.32E-06 371291.00 3753780.00 0.00E+00 1.04E-06 0.00E+00 7.15E-10 0.00E+00 7.96E-10
371311.00 3753780.00 0.00E+00 1.62E-03 0.00E+00 1.14E-06 0.00E+00 1.29E-06 371311.00 3753780.00 0.00E+00 9.78E-07 0.00E+00 6.90E-10 0.00E+00 7.82E-10
371331.00 3753780.00 0.00E+00 1.52E-03 0.00E+00 1.11E-06 0.00E+00 1.27E-06 371331.00 3753780.00 0.00E+00 9.18E-07 0.00E+00 6.69E-10 0.00E+00 7.67E-10
371351.00 3753780.00 0.00E+00 1.43E-03 0.00E+00 1.07E-06 0.00E+00 1.25E-06 371351.00 3753780.00 0.00E+00 8.62E-07 0.00E+00 6.49E-10 0.00E+00 7.54E-10
371371.00 3753780.00 0.00E+00 1.34E-03 0.00E+00 1.02E-06 0.00E+00 1.20E-06 371371.00 3753780.00 0.00E+00 8.14E-07 0.00E+00 6.20E-10 0.00E+00 7.26E-10
371391.00 3753780.00 0.00E+00 1.27E-03 0.00E+00 9.84E-07 0.00E+00 1.16E-06 371391.00 3753780.00 0.00E+00 7.69E-07 0.00E+00 5.96E-10 0.00E+00 7.03E-10
371411.00 3753780.00 0.00E+00 1.20E-03 0.00E+00 9.43E-07 0.00E+00 1.12E-06 371411.00 3753780.00 0.00E+00 7.28E-07 0.00E+00 5.71E-10 0.00E+00 6.77E-10
371431.00 3753780.00 0.00E+00 1.14E-03 0.00E+00 9.04E-07 0.00E+00 1.08E-06 371431.00 3753780.00 0.00E+00 6.91E-07 0.00E+00 5.47E-10 0.00E+00 6.51E-10
371451.00 3753780.00 0.00E+00 1.09E-03 0.00E+00 8.61E-07 0.00E+00 1.02E-06 371451.00 3753780.00 0.00E+00 6.57E-07 0.00E+00 5.21E-10 0.00E+00 6.20E-10
371471.00 3753780.00 0.00E+00 1.03E-03 0.00E+00 8.21E-07 0.00E+00 9.75E-07 371471.00 3753780.00 0.00E+00 6.25E-07 0.00E+00 4.97E-10 0.00E+00 5.90E-10
371491.00 3753780.00 0.00E+00 9.84E-04 0.00E+00 7.83E-07 0.00E+00 9.27E-07 371491.00 3753780.00 0.00E+00 5.95E-07 0.00E+00 4.74E-10 0.00E+00 5.61E-10
371511.00 3753780.00 0.00E+00 9.36E-04 0.00E+00 7.48E-07 0.00E+00 8.83E-07 371511.00 3753780.00 0.00E+00 5.67E-07 0.00E+00 4.53E-10 0.00E+00 5.34E-10
371531.00 3753780.00 0.00E+00 8.91E-04 0.00E+00 7.17E-07 0.00E+00 8.43E-07 371531.00 3753780.00 0.00E+00 5.39E-07 0.00E+00 4.34E-10 0.00E+00 5.10E-10
371551.00 3753780.00 0.00E+00 8.48E-04 0.00E+00 6.84E-07 0.00E+00 7.97E-07 371551.00 3753780.00 0.00E+00 5.13E-07 0.00E+00 4.14E-10 0.00E+00 4.82E-10
371571.00 3753780.00 0.00E+00 8.08E-04 0.00E+00 6.52E-07 0.00E+00 7.50E-07 371571.00 3753780.00 0.00E+00 4.89E-07 0.00E+00 3.94E-10 0.00E+00 4.54E-10
371591.00 3753780.00 0.00E+00 7.71E-04 0.00E+00 6.20E-07 0.00E+00 7.06E-07 371591.00 3753780.00 0.00E+00 4.67E-07 0.00E+00 3.75E-10 0.00E+00 4.27E-10
371611.00 3753780.00 0.00E+00 7.35E-04 0.00E+00 5.90E-07 0.00E+00 6.63E-07 371611.00 3753780.00 0.00E+00 4.45E-07 0.00E+00 3.57E-10 0.00E+00 4.01E-10
371631.00 3753780.00 0.00E+00 7.02E-04 0.00E+00 5.62E-07 0.00E+00 6.23E-07 371631.00 3753780.00 0.00E+00 4.25E-07 0.00E+00 3.40E-10 0.00E+00 3.77E-10
371651.00 3753780.00 0.00E+00 6.71E-04 0.00E+00 5.36E-07 0.00E+00 5.85E-07 371651.00 3753780.00 0.00E+00 4.06E-07 0.00E+00 3.24E-10 0.00E+00 3.54E-10
371671.00 3753780.00 0.00E+00 6.41E-04 0.00E+00 5.11E-07 0.00E+00 5.50E-07 371671.00 3753780.00 0.00E+00 3.88E-07 0.00E+00 3.09E-10 0.00E+00 3.33E-10
371691.00 3753780.00 0.00E+00 6.15E-04 0.00E+00 4.88E-07 0.00E+00 5.18E-07 371691.00 3753780.00 0.00E+00 3.72E-07 0.00E+00 2.96E-10 0.00E+00 3.13E-10
371711.00 3753780.00 0.00E+00 5.91E-04 0.00E+00 4.67E-07 0.00E+00 4.88E-07 371711.00 3753780.00 0.00E+00 3.57E-07 0.00E+00 2.83E-10 0.00E+00 2.95E-10
371731.00 3753780.00 0.00E+00 5.68E-04 0.00E+00 4.48E-07 0.00E+00 4.61E-07 371731.00 3753780.00 0.00E+00 3.44E-07 0.00E+00 2.71E-10 0.00E+00 2.79E-10
371751.00 3753780.00 0.00E+00 5.47E-04 0.00E+00 4.30E-07 0.00E+00 4.36E-07 371751.00 3753780.00 0.00E+00 3.31E-07 0.00E+00 2.60E-10 0.00E+00 2.64E-10
371771.00 3753780.00 0.00E+00 5.28E-04 0.00E+00 4.13E-07 0.00E+00 4.13E-07 371771.00 3753780.00 0.00E+00 3.19E-07 0.00E+00 2.50E-10 0.00E+00 2.50E-10
371791.00 3753780.00 0.00E+00 5.10E-04 0.00E+00 3.97E-07 0.00E+00 3.92E-07 371791.00 3753780.00 0.00E+00 3.08E-07 0.00E+00 2.40E-10 0.00E+00 2.37E-10
371811.00 3753780.00 0.00E+00 4.93E-04 0.00E+00 3.83E-07 0.00E+00 3.73E-07 371811.00 3753780.00 0.00E+00 2.99E-07 0.00E+00 2.32E-10 0.00E+00 2.25E-10
371831.00 3753780.00 0.00E+00 4.78E-04 0.00E+00 3.69E-07 0.00E+00 3.55E-07 371831.00 3753780.00 0.00E+00 2.89E-07 0.00E+00 2.23E-10 0.00E+00 2.15E-10
370571.00 3753800.00 0.00E+00 2.17E-03 0.00E+00 8.39E-07 0.00E+00 3.62E-07 370571.00 3753800.00 0.00E+00 1.32E-06 0.00E+00 5.08E-10 0.00E+00 2.19E-10
370591.00 3753800.00 0.00E+00 2.25E-03 0.00E+00 8.73E-07 0.00E+00 3.79E-07 370591.00 3753800.00 0.00E+00 1.36E-06 0.00E+00 5.28E-10 0.00E+00 2.30E-10
370611.00 3753800.00 0.00E+00 2.32E-03 0.00E+00 9.07E-07 0.00E+00 3.98E-07 370611.00 3753800.00 0.00E+00 1.40E-06 0.00E+00 5.49E-10 0.00E+00 2.41E-10
370631.00 3753800.00 0.00E+00 2.40E-03 0.00E+00 9.44E-07 0.00E+00 4.17E-07 370631.00 3753800.00 0.00E+00 1.45E-06 0.00E+00 5.71E-10 0.00E+00 2.52E-10
370651.00 3753800.00 0.00E+00 2.48E-03 0.00E+00 9.82E-07 0.00E+00 4.38E-07 370651.00 3753800.00 0.00E+00 1.50E-06 0.00E+00 5.94E-10 0.00E+00 2.65E-10
370671.00 3753800.00 0.00E+00 2.56E-03 0.00E+00 1.02E-06 0.00E+00 4.61E-07 370671.00 3753800.00 0.00E+00 1.55E-06 0.00E+00 6.18E-10 0.00E+00 2.79E-10
370691.00 3753800.00 0.00E+00 2.64E-03 0.00E+00 1.06E-06 0.00E+00 4.84E-07 370691.00 3753800.00 0.00E+00 1.59E-06 0.00E+00 6.41E-10 0.00E+00 2.93E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370711.00 3753800.00 0.00E+00 2.72E-03 0.00E+00 1.10E-06 0.00E+00 5.10E-07 370711.00 3753800.00 0.00E+00 1.64E-06 0.00E+00 6.66E-10 0.00E+00 3.09E-10
370731.00 3753800.00 0.00E+00 2.80E-03 0.00E+00 1.14E-06 0.00E+00 5.38E-07 370731.00 3753800.00 0.00E+00 1.70E-06 0.00E+00 6.92E-10 0.00E+00 3.25E-10
370751.00 3753800.00 0.00E+00 2.89E-03 0.00E+00 1.19E-06 0.00E+00 5.68E-07 370751.00 3753800.00 0.00E+00 1.75E-06 0.00E+00 7.18E-10 0.00E+00 3.44E-10
370771.00 3753800.00 0.00E+00 3.01E-03 0.00E+00 1.23E-06 0.00E+00 6.02E-07 370771.00 3753800.00 0.00E+00 1.82E-06 0.00E+00 7.46E-10 0.00E+00 3.64E-10
370791.00 3753800.00 0.00E+00 3.09E-03 0.00E+00 1.27E-06 0.00E+00 6.36E-07 370791.00 3753800.00 0.00E+00 1.87E-06 0.00E+00 7.71E-10 0.00E+00 3.85E-10
370811.00 3753800.00 0.00E+00 3.18E-03 0.00E+00 1.31E-06 0.00E+00 6.72E-07 370811.00 3753800.00 0.00E+00 1.92E-06 0.00E+00 7.94E-10 0.00E+00 4.07E-10
370831.00 3753800.00 0.00E+00 3.25E-03 0.00E+00 1.35E-06 0.00E+00 7.11E-07 370831.00 3753800.00 0.00E+00 1.97E-06 0.00E+00 8.19E-10 0.00E+00 4.30E-10
370851.00 3753800.00 0.00E+00 3.33E-03 0.00E+00 1.39E-06 0.00E+00 7.52E-07 370851.00 3753800.00 0.00E+00 2.01E-06 0.00E+00 8.42E-10 0.00E+00 4.55E-10
370871.00 3753800.00 0.00E+00 3.39E-03 0.00E+00 1.43E-06 0.00E+00 7.95E-07 370871.00 3753800.00 0.00E+00 2.05E-06 0.00E+00 8.65E-10 0.00E+00 4.81E-10
370891.00 3753800.00 0.00E+00 3.44E-03 0.00E+00 1.47E-06 0.00E+00 8.41E-07 370891.00 3753800.00 0.00E+00 2.08E-06 0.00E+00 8.88E-10 0.00E+00 5.09E-10
370911.00 3753800.00 0.00E+00 3.50E-03 0.00E+00 1.50E-06 0.00E+00 8.90E-07 370911.00 3753800.00 0.00E+00 2.12E-06 0.00E+00 9.06E-10 0.00E+00 5.38E-10
370931.00 3753800.00 0.00E+00 3.54E-03 0.00E+00 1.53E-06 0.00E+00 9.40E-07 370931.00 3753800.00 0.00E+00 2.14E-06 0.00E+00 9.24E-10 0.00E+00 5.69E-10
370951.00 3753800.00 0.00E+00 3.56E-03 0.00E+00 1.55E-06 0.00E+00 9.93E-07 370951.00 3753800.00 0.00E+00 2.16E-06 0.00E+00 9.41E-10 0.00E+00 6.01E-10
370971.00 3753800.00 0.00E+00 3.57E-03 0.00E+00 1.58E-06 0.00E+00 1.05E-06 370971.00 3753800.00 0.00E+00 2.16E-06 0.00E+00 9.56E-10 0.00E+00 6.34E-10
370991.00 3753800.00 0.00E+00 3.57E-03 0.00E+00 1.60E-06 0.00E+00 1.10E-06 370991.00 3753800.00 0.00E+00 2.16E-06 0.00E+00 9.68E-10 0.00E+00 6.68E-10
371011.00 3753800.00 0.00E+00 3.56E-03 0.00E+00 1.61E-06 0.00E+00 1.16E-06 371011.00 3753800.00 0.00E+00 2.15E-06 0.00E+00 9.73E-10 0.00E+00 7.01E-10
371031.00 3753800.00 0.00E+00 3.52E-03 0.00E+00 1.62E-06 0.00E+00 1.22E-06 371031.00 3753800.00 0.00E+00 2.13E-06 0.00E+00 9.79E-10 0.00E+00 7.35E-10
371051.00 3753800.00 0.00E+00 3.45E-03 0.00E+00 1.63E-06 0.00E+00 1.27E-06 371051.00 3753800.00 0.00E+00 2.09E-06 0.00E+00 9.87E-10 0.00E+00 7.70E-10
371071.00 3753800.00 0.00E+00 3.36E-03 0.00E+00 1.64E-06 0.00E+00 1.33E-06 371071.00 3753800.00 0.00E+00 2.03E-06 0.00E+00 9.91E-10 0.00E+00 8.02E-10
371091.00 3753800.00 0.00E+00 3.26E-03 0.00E+00 1.63E-06 0.00E+00 1.38E-06 371091.00 3753800.00 0.00E+00 1.97E-06 0.00E+00 9.89E-10 0.00E+00 8.34E-10
371111.00 3753800.00 0.00E+00 3.15E-03 0.00E+00 1.63E-06 0.00E+00 1.43E-06 371111.00 3753800.00 0.00E+00 1.91E-06 0.00E+00 9.84E-10 0.00E+00 8.63E-10
371131.00 3753800.00 0.00E+00 3.07E-03 0.00E+00 1.58E-06 0.00E+00 1.44E-06 371131.00 3753800.00 0.00E+00 1.85E-06 0.00E+00 9.54E-10 0.00E+00 8.74E-10
371151.00 3753800.00 0.00E+00 2.93E-03 0.00E+00 1.55E-06 0.00E+00 1.48E-06 371151.00 3753800.00 0.00E+00 1.77E-06 0.00E+00 9.40E-10 0.00E+00 8.93E-10
371171.00 3753800.00 0.00E+00 2.78E-03 0.00E+00 1.53E-06 0.00E+00 1.50E-06 371171.00 3753800.00 0.00E+00 1.68E-06 0.00E+00 9.25E-10 0.00E+00 9.09E-10
371191.00 3753800.00 0.00E+00 2.63E-03 0.00E+00 1.50E-06 0.00E+00 1.52E-06 371191.00 3753800.00 0.00E+00 1.59E-06 0.00E+00 9.08E-10 0.00E+00 9.21E-10
371211.00 3753800.00 0.00E+00 2.47E-03 0.00E+00 1.47E-06 0.00E+00 1.53E-06 371211.00 3753800.00 0.00E+00 1.49E-06 0.00E+00 8.88E-10 0.00E+00 9.27E-10
371231.00 3753800.00 0.00E+00 2.31E-03 0.00E+00 1.43E-06 0.00E+00 1.53E-06 371231.00 3753800.00 0.00E+00 1.40E-06 0.00E+00 8.66E-10 0.00E+00 9.29E-10
371251.00 3753800.00 0.00E+00 2.16E-03 0.00E+00 1.39E-06 0.00E+00 1.53E-06 371251.00 3753800.00 0.00E+00 1.31E-06 0.00E+00 8.43E-10 0.00E+00 9.27E-10
371271.00 3753800.00 0.00E+00 2.02E-03 0.00E+00 1.35E-06 0.00E+00 1.52E-06 371271.00 3753800.00 0.00E+00 1.22E-06 0.00E+00 8.19E-10 0.00E+00 9.21E-10
371291.00 3753800.00 0.00E+00 1.89E-03 0.00E+00 1.31E-06 0.00E+00 1.50E-06 371291.00 3753800.00 0.00E+00 1.14E-06 0.00E+00 7.91E-10 0.00E+00 9.07E-10
371311.00 3753800.00 0.00E+00 1.76E-03 0.00E+00 1.26E-06 0.00E+00 1.47E-06 371311.00 3753800.00 0.00E+00 1.07E-06 0.00E+00 7.62E-10 0.00E+00 8.89E-10
371331.00 3753800.00 0.00E+00 1.62E-03 0.00E+00 1.25E-06 0.00E+00 1.49E-06 371331.00 3753800.00 0.00E+00 9.82E-07 0.00E+00 7.59E-10 0.00E+00 9.01E-10
371351.00 3753800.00 0.00E+00 1.54E-03 0.00E+00 1.20E-06 0.00E+00 1.45E-06 371351.00 3753800.00 0.00E+00 9.31E-07 0.00E+00 7.27E-10 0.00E+00 8.78E-10
371371.00 3753800.00 0.00E+00 1.45E-03 0.00E+00 1.13E-06 0.00E+00 1.38E-06 371371.00 3753800.00 0.00E+00 8.79E-07 0.00E+00 6.86E-10 0.00E+00 8.33E-10
371391.00 3753800.00 0.00E+00 1.37E-03 0.00E+00 1.08E-06 0.00E+00 1.31E-06 371391.00 3753800.00 0.00E+00 8.30E-07 0.00E+00 6.51E-10 0.00E+00 7.94E-10
371411.00 3753800.00 0.00E+00 1.30E-03 0.00E+00 1.03E-06 0.00E+00 1.26E-06 371411.00 3753800.00 0.00E+00 7.85E-07 0.00E+00 6.22E-10 0.00E+00 7.62E-10
371431.00 3753800.00 0.00E+00 1.23E-03 0.00E+00 9.80E-07 0.00E+00 1.20E-06 371431.00 3753800.00 0.00E+00 7.43E-07 0.00E+00 5.93E-10 0.00E+00 7.28E-10
371451.00 3753800.00 0.00E+00 1.17E-03 0.00E+00 9.30E-07 0.00E+00 1.14E-06 371451.00 3753800.00 0.00E+00 7.05E-07 0.00E+00 5.63E-10 0.00E+00 6.89E-10
371471.00 3753800.00 0.00E+00 1.11E-03 0.00E+00 8.85E-07 0.00E+00 1.08E-06 371471.00 3753800.00 0.00E+00 6.69E-07 0.00E+00 5.35E-10 0.00E+00 6.54E-10
371491.00 3753800.00 0.00E+00 1.05E-03 0.00E+00 8.41E-07 0.00E+00 1.02E-06 371491.00 3753800.00 0.00E+00 6.35E-07 0.00E+00 5.09E-10 0.00E+00 6.18E-10
371511.00 3753800.00 0.00E+00 9.97E-04 0.00E+00 8.02E-07 0.00E+00 9.70E-07 371511.00 3753800.00 0.00E+00 6.03E-07 0.00E+00 4.85E-10 0.00E+00 5.87E-10
371531.00 3753800.00 0.00E+00 9.47E-04 0.00E+00 7.67E-07 0.00E+00 9.22E-07 371531.00 3753800.00 0.00E+00 5.73E-07 0.00E+00 4.64E-10 0.00E+00 5.58E-10
371551.00 3753800.00 0.00E+00 8.99E-04 0.00E+00 7.30E-07 0.00E+00 8.68E-07 371551.00 3753800.00 0.00E+00 5.44E-07 0.00E+00 4.42E-10 0.00E+00 5.25E-10
371571.00 3753800.00 0.00E+00 8.56E-04 0.00E+00 6.93E-07 0.00E+00 8.13E-07 371571.00 3753800.00 0.00E+00 5.18E-07 0.00E+00 4.19E-10 0.00E+00 4.92E-10
371591.00 3753800.00 0.00E+00 8.15E-04 0.00E+00 6.57E-07 0.00E+00 7.61E-07 371591.00 3753800.00 0.00E+00 4.93E-07 0.00E+00 3.98E-10 0.00E+00 4.61E-10
371611.00 3753800.00 0.00E+00 7.77E-04 0.00E+00 6.25E-07 0.00E+00 7.13E-07 371611.00 3753800.00 0.00E+00 4.70E-07 0.00E+00 3.78E-10 0.00E+00 4.31E-10
371631.00 3753800.00 0.00E+00 7.42E-04 0.00E+00 5.94E-07 0.00E+00 6.67E-07 371631.00 3753800.00 0.00E+00 4.49E-07 0.00E+00 3.59E-10 0.00E+00 4.04E-10
371651.00 3753800.00 0.00E+00 7.08E-04 0.00E+00 5.66E-07 0.00E+00 6.25E-07 371651.00 3753800.00 0.00E+00 4.29E-07 0.00E+00 3.42E-10 0.00E+00 3.78E-10
371671.00 3753800.00 0.00E+00 6.77E-04 0.00E+00 5.39E-07 0.00E+00 5.86E-07 371671.00 3753800.00 0.00E+00 4.10E-07 0.00E+00 3.26E-10 0.00E+00 3.55E-10
371691.00 3753800.00 0.00E+00 6.49E-04 0.00E+00 5.15E-07 0.00E+00 5.51E-07 371691.00 3753800.00 0.00E+00 3.93E-07 0.00E+00 3.11E-10 0.00E+00 3.33E-10
371711.00 3753800.00 0.00E+00 6.24E-04 0.00E+00 4.92E-07 0.00E+00 5.18E-07 371711.00 3753800.00 0.00E+00 3.78E-07 0.00E+00 2.98E-10 0.00E+00 3.14E-10
371731.00 3753800.00 0.00E+00 6.01E-04 0.00E+00 4.71E-07 0.00E+00 4.89E-07 371731.00 3753800.00 0.00E+00 3.63E-07 0.00E+00 2.85E-10 0.00E+00 2.96E-10
371751.00 3753800.00 0.00E+00 5.79E-04 0.00E+00 4.52E-07 0.00E+00 4.62E-07 371751.00 3753800.00 0.00E+00 3.50E-07 0.00E+00 2.74E-10 0.00E+00 2.79E-10

Unmitigated Construction HRA-Resident (02-20-19).xlsx 310 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371771.00 3753800.00 0.00E+00 5.60E-04 0.00E+00 4.34E-07 0.00E+00 4.37E-07 371771.00 3753800.00 0.00E+00 3.39E-07 0.00E+00 2.63E-10 0.00E+00 2.65E-10
371791.00 3753800.00 0.00E+00 5.43E-04 0.00E+00 4.18E-07 0.00E+00 4.15E-07 371791.00 3753800.00 0.00E+00 3.28E-07 0.00E+00 2.53E-10 0.00E+00 2.51E-10
371811.00 3753800.00 0.00E+00 5.26E-04 0.00E+00 4.03E-07 0.00E+00 3.95E-07 371811.00 3753800.00 0.00E+00 3.19E-07 0.00E+00 2.44E-10 0.00E+00 2.39E-10
371831.00 3753800.00 0.00E+00 5.11E-04 0.00E+00 3.89E-07 0.00E+00 3.77E-07 371831.00 3753800.00 0.00E+00 3.09E-07 0.00E+00 2.36E-10 0.00E+00 2.28E-10
370571.00 3753820.00 0.00E+00 2.26E-03 0.00E+00 8.82E-07 0.00E+00 3.72E-07 370571.00 3753820.00 0.00E+00 1.37E-06 0.00E+00 5.34E-10 0.00E+00 2.25E-10
370591.00 3753820.00 0.00E+00 2.34E-03 0.00E+00 9.19E-07 0.00E+00 3.90E-07 370591.00 3753820.00 0.00E+00 1.42E-06 0.00E+00 5.56E-10 0.00E+00 2.36E-10
370611.00 3753820.00 0.00E+00 2.42E-03 0.00E+00 9.57E-07 0.00E+00 4.08E-07 370611.00 3753820.00 0.00E+00 1.46E-06 0.00E+00 5.79E-10 0.00E+00 2.47E-10
370631.00 3753820.00 0.00E+00 2.50E-03 0.00E+00 9.96E-07 0.00E+00 4.29E-07 370631.00 3753820.00 0.00E+00 1.51E-06 0.00E+00 6.03E-10 0.00E+00 2.59E-10
370651.00 3753820.00 0.00E+00 2.59E-03 0.00E+00 1.04E-06 0.00E+00 4.51E-07 370651.00 3753820.00 0.00E+00 1.56E-06 0.00E+00 6.29E-10 0.00E+00 2.73E-10
370671.00 3753820.00 0.00E+00 2.68E-03 0.00E+00 1.08E-06 0.00E+00 4.75E-07 370671.00 3753820.00 0.00E+00 1.62E-06 0.00E+00 6.55E-10 0.00E+00 2.87E-10
370691.00 3753820.00 0.00E+00 2.77E-03 0.00E+00 1.13E-06 0.00E+00 5.01E-07 370691.00 3753820.00 0.00E+00 1.68E-06 0.00E+00 6.84E-10 0.00E+00 3.03E-10
370711.00 3753820.00 0.00E+00 2.87E-03 0.00E+00 1.18E-06 0.00E+00 5.28E-07 370711.00 3753820.00 0.00E+00 1.73E-06 0.00E+00 7.12E-10 0.00E+00 3.19E-10
370731.00 3753820.00 0.00E+00 2.96E-03 0.00E+00 1.22E-06 0.00E+00 5.58E-07 370731.00 3753820.00 0.00E+00 1.79E-06 0.00E+00 7.41E-10 0.00E+00 3.37E-10
370751.00 3753820.00 0.00E+00 3.06E-03 0.00E+00 1.27E-06 0.00E+00 5.90E-07 370751.00 3753820.00 0.00E+00 1.85E-06 0.00E+00 7.71E-10 0.00E+00 3.57E-10
370771.00 3753820.00 0.00E+00 3.19E-03 0.00E+00 1.33E-06 0.00E+00 6.26E-07 370771.00 3753820.00 0.00E+00 1.93E-06 0.00E+00 8.04E-10 0.00E+00 3.79E-10
370791.00 3753820.00 0.00E+00 3.29E-03 0.00E+00 1.38E-06 0.00E+00 6.64E-07 370791.00 3753820.00 0.00E+00 1.99E-06 0.00E+00 8.33E-10 0.00E+00 4.02E-10
370811.00 3753820.00 0.00E+00 3.39E-03 0.00E+00 1.43E-06 0.00E+00 7.04E-07 370811.00 3753820.00 0.00E+00 2.05E-06 0.00E+00 8.63E-10 0.00E+00 4.26E-10
370831.00 3753820.00 0.00E+00 3.49E-03 0.00E+00 1.47E-06 0.00E+00 7.46E-07 370831.00 3753820.00 0.00E+00 2.11E-06 0.00E+00 8.92E-10 0.00E+00 4.52E-10
370851.00 3753820.00 0.00E+00 3.58E-03 0.00E+00 1.52E-06 0.00E+00 7.92E-07 370851.00 3753820.00 0.00E+00 2.16E-06 0.00E+00 9.20E-10 0.00E+00 4.79E-10
370871.00 3753820.00 0.00E+00 3.66E-03 0.00E+00 1.57E-06 0.00E+00 8.42E-07 370871.00 3753820.00 0.00E+00 2.21E-06 0.00E+00 9.48E-10 0.00E+00 5.09E-10
370891.00 3753820.00 0.00E+00 3.73E-03 0.00E+00 1.61E-06 0.00E+00 8.94E-07 370891.00 3753820.00 0.00E+00 2.26E-06 0.00E+00 9.76E-10 0.00E+00 5.41E-10
370911.00 3753820.00 0.00E+00 3.82E-03 0.00E+00 1.64E-06 0.00E+00 9.47E-07 370911.00 3753820.00 0.00E+00 2.31E-06 0.00E+00 9.92E-10 0.00E+00 5.73E-10
370931.00 3753820.00 0.00E+00 3.86E-03 0.00E+00 1.69E-06 0.00E+00 1.01E-06 370931.00 3753820.00 0.00E+00 2.34E-06 0.00E+00 1.02E-09 0.00E+00 6.10E-10
370951.00 3753820.00 0.00E+00 3.90E-03 0.00E+00 1.72E-06 0.00E+00 1.07E-06 370951.00 3753820.00 0.00E+00 2.36E-06 0.00E+00 1.04E-09 0.00E+00 6.47E-10
370971.00 3753820.00 0.00E+00 3.93E-03 0.00E+00 1.76E-06 0.00E+00 1.13E-06 370971.00 3753820.00 0.00E+00 2.38E-06 0.00E+00 1.06E-09 0.00E+00 6.86E-10
370991.00 3753820.00 0.00E+00 3.95E-03 0.00E+00 1.77E-06 0.00E+00 1.20E-06 370991.00 3753820.00 0.00E+00 2.39E-06 0.00E+00 1.07E-09 0.00E+00 7.26E-10
371011.00 3753820.00 0.00E+00 3.94E-03 0.00E+00 1.79E-06 0.00E+00 1.27E-06 371011.00 3753820.00 0.00E+00 2.38E-06 0.00E+00 1.08E-09 0.00E+00 7.67E-10
371031.00 3753820.00 0.00E+00 3.91E-03 0.00E+00 1.80E-06 0.00E+00 1.34E-06 371031.00 3753820.00 0.00E+00 2.36E-06 0.00E+00 1.09E-09 0.00E+00 8.09E-10
371051.00 3753820.00 0.00E+00 3.84E-03 0.00E+00 1.82E-06 0.00E+00 1.41E-06 371051.00 3753820.00 0.00E+00 2.33E-06 0.00E+00 1.10E-09 0.00E+00 8.52E-10
371071.00 3753820.00 0.00E+00 3.68E-03 0.00E+00 1.82E-06 0.00E+00 1.47E-06 371071.00 3753820.00 0.00E+00 2.23E-06 0.00E+00 1.10E-09 0.00E+00 8.88E-10
371091.00 3753820.00 0.00E+00 3.60E-03 0.00E+00 1.82E-06 0.00E+00 1.53E-06 371091.00 3753820.00 0.00E+00 2.18E-06 0.00E+00 1.10E-09 0.00E+00 9.28E-10
371111.00 3753820.00 0.00E+00 3.48E-03 0.00E+00 1.82E-06 0.00E+00 1.60E-06 371111.00 3753820.00 0.00E+00 2.11E-06 0.00E+00 1.10E-09 0.00E+00 9.67E-10
371131.00 3753820.00 0.00E+00 3.42E-03 0.00E+00 1.77E-06 0.00E+00 1.64E-06 371131.00 3753820.00 0.00E+00 2.07E-06 0.00E+00 1.07E-09 0.00E+00 9.91E-10
371151.00 3753820.00 0.00E+00 3.27E-03 0.00E+00 1.74E-06 0.00E+00 1.67E-06 371151.00 3753820.00 0.00E+00 1.98E-06 0.00E+00 1.05E-09 0.00E+00 1.01E-09
371171.00 3753820.00 0.00E+00 3.10E-03 0.00E+00 1.71E-06 0.00E+00 1.71E-06 371171.00 3753820.00 0.00E+00 1.87E-06 0.00E+00 1.04E-09 0.00E+00 1.03E-09
371191.00 3753820.00 0.00E+00 2.92E-03 0.00E+00 1.68E-06 0.00E+00 1.74E-06 371191.00 3753820.00 0.00E+00 1.77E-06 0.00E+00 1.02E-09 0.00E+00 1.05E-09
371211.00 3753820.00 0.00E+00 2.74E-03 0.00E+00 1.64E-06 0.00E+00 1.75E-06 371211.00 3753820.00 0.00E+00 1.66E-06 0.00E+00 9.92E-10 0.00E+00 1.06E-09
371231.00 3753820.00 0.00E+00 2.56E-03 0.00E+00 1.60E-06 0.00E+00 1.76E-06 371231.00 3753820.00 0.00E+00 1.55E-06 0.00E+00 9.67E-10 0.00E+00 1.07E-09
371251.00 3753820.00 0.00E+00 2.39E-03 0.00E+00 1.55E-06 0.00E+00 1.76E-06 371251.00 3753820.00 0.00E+00 1.44E-06 0.00E+00 9.40E-10 0.00E+00 1.06E-09
371271.00 3753820.00 0.00E+00 2.22E-03 0.00E+00 1.51E-06 0.00E+00 1.75E-06 371271.00 3753820.00 0.00E+00 1.35E-06 0.00E+00 9.12E-10 0.00E+00 1.06E-09
371291.00 3753820.00 0.00E+00 2.07E-03 0.00E+00 1.45E-06 0.00E+00 1.72E-06 371291.00 3753820.00 0.00E+00 1.25E-06 0.00E+00 8.80E-10 0.00E+00 1.04E-09
371311.00 3753820.00 0.00E+00 1.93E-03 0.00E+00 1.40E-06 0.00E+00 1.69E-06 371311.00 3753820.00 0.00E+00 1.17E-06 0.00E+00 8.46E-10 0.00E+00 1.02E-09
371331.00 3753820.00 0.00E+00 1.79E-03 0.00E+00 1.39E-06 0.00E+00 1.71E-06 371331.00 3753820.00 0.00E+00 1.08E-06 0.00E+00 8.40E-10 0.00E+00 1.04E-09
371351.00 3753820.00 0.00E+00 1.67E-03 0.00E+00 1.33E-06 0.00E+00 1.66E-06 371351.00 3753820.00 0.00E+00 1.01E-06 0.00E+00 8.03E-10 0.00E+00 1.00E-09
371371.00 3753820.00 0.00E+00 1.58E-03 0.00E+00 1.25E-06 0.00E+00 1.57E-06 371371.00 3753820.00 0.00E+00 9.54E-07 0.00E+00 7.58E-10 0.00E+00 9.53E-10
371391.00 3753820.00 0.00E+00 1.49E-03 0.00E+00 1.18E-06 0.00E+00 1.49E-06 371391.00 3753820.00 0.00E+00 8.99E-07 0.00E+00 7.15E-10 0.00E+00 9.01E-10
371411.00 3753820.00 0.00E+00 1.40E-03 0.00E+00 1.12E-06 0.00E+00 1.42E-06 371411.00 3753820.00 0.00E+00 8.48E-07 0.00E+00 6.81E-10 0.00E+00 8.61E-10
371431.00 3753820.00 0.00E+00 1.32E-03 0.00E+00 1.07E-06 0.00E+00 1.35E-06 371431.00 3753820.00 0.00E+00 8.01E-07 0.00E+00 6.47E-10 0.00E+00 8.18E-10
371451.00 3753820.00 0.00E+00 1.25E-03 0.00E+00 1.01E-06 0.00E+00 1.27E-06 371451.00 3753820.00 0.00E+00 7.58E-07 0.00E+00 6.11E-10 0.00E+00 7.71E-10
371471.00 3753820.00 0.00E+00 1.19E-03 0.00E+00 9.58E-07 0.00E+00 1.20E-06 371471.00 3753820.00 0.00E+00 7.17E-07 0.00E+00 5.80E-10 0.00E+00 7.28E-10
371491.00 3753820.00 0.00E+00 1.12E-03 0.00E+00 9.08E-07 0.00E+00 1.13E-06 371491.00 3753820.00 0.00E+00 6.80E-07 0.00E+00 5.49E-10 0.00E+00 6.86E-10
371511.00 3753820.00 0.00E+00 1.06E-03 0.00E+00 8.63E-07 0.00E+00 1.07E-06 371511.00 3753820.00 0.00E+00 6.44E-07 0.00E+00 5.22E-10 0.00E+00 6.47E-10
371531.00 3753820.00 0.00E+00 1.01E-03 0.00E+00 8.22E-07 0.00E+00 1.01E-06 371531.00 3753820.00 0.00E+00 6.10E-07 0.00E+00 4.97E-10 0.00E+00 6.11E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371551.00 3753820.00 0.00E+00 9.57E-04 0.00E+00 7.79E-07 0.00E+00 9.46E-07 371551.00 3753820.00 0.00E+00 5.79E-07 0.00E+00 4.72E-10 0.00E+00 5.72E-10
371571.00 3753820.00 0.00E+00 9.09E-04 0.00E+00 7.38E-07 0.00E+00 8.83E-07 371571.00 3753820.00 0.00E+00 5.50E-07 0.00E+00 4.46E-10 0.00E+00 5.34E-10
371591.00 3753820.00 0.00E+00 8.65E-04 0.00E+00 6.99E-07 0.00E+00 8.23E-07 371591.00 3753820.00 0.00E+00 5.23E-07 0.00E+00 4.23E-10 0.00E+00 4.98E-10
371611.00 3753820.00 0.00E+00 8.23E-04 0.00E+00 6.64E-07 0.00E+00 7.68E-07 371611.00 3753820.00 0.00E+00 4.98E-07 0.00E+00 4.02E-10 0.00E+00 4.65E-10
371631.00 3753820.00 0.00E+00 7.87E-04 0.00E+00 6.30E-07 0.00E+00 7.17E-07 371631.00 3753820.00 0.00E+00 4.76E-07 0.00E+00 3.81E-10 0.00E+00 4.34E-10
371651.00 3753820.00 0.00E+00 7.52E-04 0.00E+00 5.99E-07 0.00E+00 6.70E-07 371651.00 3753820.00 0.00E+00 4.55E-07 0.00E+00 3.63E-10 0.00E+00 4.05E-10
371671.00 3753820.00 0.00E+00 7.20E-04 0.00E+00 5.71E-07 0.00E+00 6.27E-07 371671.00 3753820.00 0.00E+00 4.36E-07 0.00E+00 3.46E-10 0.00E+00 3.79E-10
371691.00 3753820.00 0.00E+00 6.90E-04 0.00E+00 5.45E-07 0.00E+00 5.88E-07 371691.00 3753820.00 0.00E+00 4.17E-07 0.00E+00 3.30E-10 0.00E+00 3.56E-10
371711.00 3753820.00 0.00E+00 6.64E-04 0.00E+00 5.21E-07 0.00E+00 5.52E-07 371711.00 3753820.00 0.00E+00 4.02E-07 0.00E+00 3.15E-10 0.00E+00 3.34E-10
371731.00 3753820.00 0.00E+00 6.40E-04 0.00E+00 4.99E-07 0.00E+00 5.21E-07 371731.00 3753820.00 0.00E+00 3.87E-07 0.00E+00 3.02E-10 0.00E+00 3.15E-10
371751.00 3753820.00 0.00E+00 6.18E-04 0.00E+00 4.78E-07 0.00E+00 4.92E-07 371751.00 3753820.00 0.00E+00 3.74E-07 0.00E+00 2.89E-10 0.00E+00 2.98E-10
371771.00 3753820.00 0.00E+00 5.99E-04 0.00E+00 4.60E-07 0.00E+00 4.66E-07 371771.00 3753820.00 0.00E+00 3.62E-07 0.00E+00 2.78E-10 0.00E+00 2.82E-10
371791.00 3753820.00 0.00E+00 5.82E-04 0.00E+00 4.43E-07 0.00E+00 4.43E-07 371791.00 3753820.00 0.00E+00 3.52E-07 0.00E+00 2.68E-10 0.00E+00 2.68E-10
371811.00 3753820.00 0.00E+00 5.66E-04 0.00E+00 4.27E-07 0.00E+00 4.22E-07 371811.00 3753820.00 0.00E+00 3.42E-07 0.00E+00 2.59E-10 0.00E+00 2.55E-10
371831.00 3753820.00 0.00E+00 5.51E-04 0.00E+00 4.13E-07 0.00E+00 4.02E-07 371831.00 3753820.00 0.00E+00 3.33E-07 0.00E+00 2.50E-10 0.00E+00 2.43E-10
370571.00 3753840.00 0.00E+00 2.35E-03 0.00E+00 9.26E-07 0.00E+00 3.81E-07 370571.00 3753840.00 0.00E+00 1.42E-06 0.00E+00 5.60E-10 0.00E+00 2.30E-10
370591.00 3753840.00 0.00E+00 2.44E-03 0.00E+00 9.67E-07 0.00E+00 4.00E-07 370591.00 3753840.00 0.00E+00 1.47E-06 0.00E+00 5.85E-10 0.00E+00 2.42E-10
370611.00 3753840.00 0.00E+00 2.52E-03 0.00E+00 1.01E-06 0.00E+00 4.20E-07 370611.00 3753840.00 0.00E+00 1.53E-06 0.00E+00 6.11E-10 0.00E+00 2.54E-10
370631.00 3753840.00 0.00E+00 2.61E-03 0.00E+00 1.05E-06 0.00E+00 4.41E-07 370631.00 3753840.00 0.00E+00 1.58E-06 0.00E+00 6.38E-10 0.00E+00 2.67E-10
370651.00 3753840.00 0.00E+00 2.70E-03 0.00E+00 1.10E-06 0.00E+00 4.63E-07 370651.00 3753840.00 0.00E+00 1.63E-06 0.00E+00 6.66E-10 0.00E+00 2.80E-10
370671.00 3753840.00 0.00E+00 2.80E-03 0.00E+00 1.15E-06 0.00E+00 4.89E-07 370671.00 3753840.00 0.00E+00 1.69E-06 0.00E+00 6.96E-10 0.00E+00 2.96E-10
370691.00 3753840.00 0.00E+00 2.91E-03 0.00E+00 1.20E-06 0.00E+00 5.16E-07 370691.00 3753840.00 0.00E+00 1.76E-06 0.00E+00 7.28E-10 0.00E+00 3.12E-10
370711.00 3753840.00 0.00E+00 3.02E-03 0.00E+00 1.26E-06 0.00E+00 5.46E-07 370711.00 3753840.00 0.00E+00 1.83E-06 0.00E+00 7.62E-10 0.00E+00 3.30E-10
370731.00 3753840.00 0.00E+00 3.12E-03 0.00E+00 1.31E-06 0.00E+00 5.78E-07 370731.00 3753840.00 0.00E+00 1.89E-06 0.00E+00 7.95E-10 0.00E+00 3.50E-10
370751.00 3753840.00 0.00E+00 3.24E-03 0.00E+00 1.37E-06 0.00E+00 6.12E-07 370751.00 3753840.00 0.00E+00 1.96E-06 0.00E+00 8.30E-10 0.00E+00 3.70E-10
370771.00 3753840.00 0.00E+00 3.36E-03 0.00E+00 1.43E-06 0.00E+00 6.50E-07 370771.00 3753840.00 0.00E+00 2.03E-06 0.00E+00 8.68E-10 0.00E+00 3.94E-10
370791.00 3753840.00 0.00E+00 3.48E-03 0.00E+00 1.49E-06 0.00E+00 6.91E-07 370791.00 3753840.00 0.00E+00 2.11E-06 0.00E+00 9.04E-10 0.00E+00 4.18E-10
370811.00 3753840.00 0.00E+00 3.60E-03 0.00E+00 1.56E-06 0.00E+00 7.35E-07 370811.00 3753840.00 0.00E+00 2.18E-06 0.00E+00 9.41E-10 0.00E+00 4.45E-10
370831.00 3753840.00 0.00E+00 3.71E-03 0.00E+00 1.61E-06 0.00E+00 7.83E-07 370831.00 3753840.00 0.00E+00 2.25E-06 0.00E+00 9.77E-10 0.00E+00 4.74E-10
370851.00 3753840.00 0.00E+00 3.83E-03 0.00E+00 1.67E-06 0.00E+00 8.34E-07 370851.00 3753840.00 0.00E+00 2.32E-06 0.00E+00 1.01E-09 0.00E+00 5.05E-10
370871.00 3753840.00 0.00E+00 3.93E-03 0.00E+00 1.73E-06 0.00E+00 8.89E-07 370871.00 3753840.00 0.00E+00 2.38E-06 0.00E+00 1.05E-09 0.00E+00 5.38E-10
370891.00 3753840.00 0.00E+00 4.03E-03 0.00E+00 1.78E-06 0.00E+00 9.48E-07 370891.00 3753840.00 0.00E+00 2.44E-06 0.00E+00 1.08E-09 0.00E+00 5.74E-10
370911.00 3753840.00 0.00E+00 4.13E-03 0.00E+00 1.83E-06 0.00E+00 1.01E-06 370911.00 3753840.00 0.00E+00 2.50E-06 0.00E+00 1.11E-09 0.00E+00 6.12E-10
370931.00 3753840.00 0.00E+00 4.22E-03 0.00E+00 1.88E-06 0.00E+00 1.08E-06 370931.00 3753840.00 0.00E+00 2.55E-06 0.00E+00 1.14E-09 0.00E+00 6.54E-10
370951.00 3753840.00 0.00E+00 4.28E-03 0.00E+00 1.92E-06 0.00E+00 1.15E-06 370951.00 3753840.00 0.00E+00 2.59E-06 0.00E+00 1.16E-09 0.00E+00 6.97E-10
370971.00 3753840.00 0.00E+00 4.33E-03 0.00E+00 1.96E-06 0.00E+00 1.23E-06 370971.00 3753840.00 0.00E+00 2.62E-06 0.00E+00 1.19E-09 0.00E+00 7.43E-10
370991.00 3753840.00 0.00E+00 4.37E-03 0.00E+00 1.98E-06 0.00E+00 1.31E-06 370991.00 3753840.00 0.00E+00 2.64E-06 0.00E+00 1.20E-09 0.00E+00 7.91E-10
371011.00 3753840.00 0.00E+00 4.38E-03 0.00E+00 2.00E-06 0.00E+00 1.39E-06 371011.00 3753840.00 0.00E+00 2.65E-06 0.00E+00 1.21E-09 0.00E+00 8.41E-10
371031.00 3753840.00 0.00E+00 4.36E-03 0.00E+00 2.02E-06 0.00E+00 1.47E-06 371031.00 3753840.00 0.00E+00 2.64E-06 0.00E+00 1.22E-09 0.00E+00 8.92E-10
371051.00 3753840.00 0.00E+00 4.31E-03 0.00E+00 2.04E-06 0.00E+00 1.56E-06 371051.00 3753840.00 0.00E+00 2.61E-06 0.00E+00 1.23E-09 0.00E+00 9.44E-10
371071.00 3753840.00 0.00E+00 4.09E-03 0.00E+00 2.04E-06 0.00E+00 1.63E-06 371071.00 3753840.00 0.00E+00 2.48E-06 0.00E+00 1.24E-09 0.00E+00 9.86E-10
371091.00 3753840.00 0.00E+00 4.01E-03 0.00E+00 2.05E-06 0.00E+00 1.72E-06 371091.00 3753840.00 0.00E+00 2.43E-06 0.00E+00 1.24E-09 0.00E+00 1.04E-09
371111.00 3753840.00 0.00E+00 3.91E-03 0.00E+00 2.05E-06 0.00E+00 1.80E-06 371111.00 3753840.00 0.00E+00 2.36E-06 0.00E+00 1.24E-09 0.00E+00 1.09E-09
371131.00 3753840.00 0.00E+00 3.84E-03 0.00E+00 2.00E-06 0.00E+00 1.86E-06 371131.00 3753840.00 0.00E+00 2.32E-06 0.00E+00 1.21E-09 0.00E+00 1.13E-09
371151.00 3753840.00 0.00E+00 3.67E-03 0.00E+00 1.96E-06 0.00E+00 1.91E-06 371151.00 3753840.00 0.00E+00 2.22E-06 0.00E+00 1.19E-09 0.00E+00 1.16E-09
371171.00 3753840.00 0.00E+00 3.47E-03 0.00E+00 1.93E-06 0.00E+00 1.96E-06 371171.00 3753840.00 0.00E+00 2.10E-06 0.00E+00 1.17E-09 0.00E+00 1.19E-09
371191.00 3753840.00 0.00E+00 3.27E-03 0.00E+00 1.89E-06 0.00E+00 2.00E-06 371191.00 3753840.00 0.00E+00 1.98E-06 0.00E+00 1.14E-09 0.00E+00 1.21E-09
371211.00 3753840.00 0.00E+00 3.06E-03 0.00E+00 1.85E-06 0.00E+00 2.02E-06 371211.00 3753840.00 0.00E+00 1.85E-06 0.00E+00 1.12E-09 0.00E+00 1.22E-09
371231.00 3753840.00 0.00E+00 2.85E-03 0.00E+00 1.80E-06 0.00E+00 2.04E-06 371231.00 3753840.00 0.00E+00 1.73E-06 0.00E+00 1.09E-09 0.00E+00 1.23E-09
371251.00 3753840.00 0.00E+00 2.65E-03 0.00E+00 1.74E-06 0.00E+00 2.04E-06 371251.00 3753840.00 0.00E+00 1.60E-06 0.00E+00 1.06E-09 0.00E+00 1.23E-09
371271.00 3753840.00 0.00E+00 2.46E-03 0.00E+00 1.69E-06 0.00E+00 2.03E-06 371271.00 3753840.00 0.00E+00 1.49E-06 0.00E+00 1.02E-09 0.00E+00 1.23E-09
371291.00 3753840.00 0.00E+00 2.28E-03 0.00E+00 1.63E-06 0.00E+00 2.00E-06 371291.00 3753840.00 0.00E+00 1.38E-06 0.00E+00 9.85E-10 0.00E+00 1.21E-09
371311.00 3753840.00 0.00E+00 2.12E-03 0.00E+00 1.56E-06 0.00E+00 1.95E-06 371311.00 3753840.00 0.00E+00 1.28E-06 0.00E+00 9.46E-10 0.00E+00 1.18E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371331.00 3753840.00 0.00E+00 1.96E-03 0.00E+00 1.54E-06 0.00E+00 1.96E-06 371331.00 3753840.00 0.00E+00 1.19E-06 0.00E+00 9.30E-10 0.00E+00 1.19E-09
371351.00 3753840.00 0.00E+00 1.83E-03 0.00E+00 1.47E-06 0.00E+00 1.90E-06 371351.00 3753840.00 0.00E+00 1.11E-06 0.00E+00 8.89E-10 0.00E+00 1.15E-09
371371.00 3753840.00 0.00E+00 1.72E-03 0.00E+00 1.38E-06 0.00E+00 1.80E-06 371371.00 3753840.00 0.00E+00 1.04E-06 0.00E+00 8.38E-10 0.00E+00 1.09E-09
371391.00 3753840.00 0.00E+00 1.62E-03 0.00E+00 1.31E-06 0.00E+00 1.71E-06 371391.00 3753840.00 0.00E+00 9.77E-07 0.00E+00 7.91E-10 0.00E+00 1.03E-09
371411.00 3753840.00 0.00E+00 1.52E-03 0.00E+00 1.24E-06 0.00E+00 1.62E-06 371411.00 3753840.00 0.00E+00 9.19E-07 0.00E+00 7.49E-10 0.00E+00 9.79E-10
371431.00 3753840.00 0.00E+00 1.43E-03 0.00E+00 1.17E-06 0.00E+00 1.53E-06 371431.00 3753840.00 0.00E+00 8.66E-07 0.00E+00 7.09E-10 0.00E+00 9.27E-10
371451.00 3753840.00 0.00E+00 1.35E-03 0.00E+00 1.10E-06 0.00E+00 1.44E-06 371451.00 3753840.00 0.00E+00 8.17E-07 0.00E+00 6.68E-10 0.00E+00 8.69E-10
371471.00 3753840.00 0.00E+00 1.27E-03 0.00E+00 1.04E-06 0.00E+00 1.34E-06 371471.00 3753840.00 0.00E+00 7.71E-07 0.00E+00 6.30E-10 0.00E+00 8.13E-10
371491.00 3753840.00 0.00E+00 1.20E-03 0.00E+00 9.83E-07 0.00E+00 1.26E-06 371491.00 3753840.00 0.00E+00 7.29E-07 0.00E+00 5.95E-10 0.00E+00 7.62E-10
371511.00 3753840.00 0.00E+00 1.14E-03 0.00E+00 9.32E-07 0.00E+00 1.18E-06 371511.00 3753840.00 0.00E+00 6.89E-07 0.00E+00 5.64E-10 0.00E+00 7.15E-10
371531.00 3753840.00 0.00E+00 1.08E-03 0.00E+00 8.82E-07 0.00E+00 1.10E-06 371531.00 3753840.00 0.00E+00 6.52E-07 0.00E+00 5.34E-10 0.00E+00 6.69E-10
371551.00 3753840.00 0.00E+00 1.02E-03 0.00E+00 8.33E-07 0.00E+00 1.03E-06 371551.00 3753840.00 0.00E+00 6.18E-07 0.00E+00 5.04E-10 0.00E+00 6.23E-10
371571.00 3753840.00 0.00E+00 9.69E-04 0.00E+00 7.88E-07 0.00E+00 9.58E-07 371571.00 3753840.00 0.00E+00 5.87E-07 0.00E+00 4.77E-10 0.00E+00 5.79E-10
371591.00 3753840.00 0.00E+00 9.22E-04 0.00E+00 7.46E-07 0.00E+00 8.92E-07 371591.00 3753840.00 0.00E+00 5.58E-07 0.00E+00 4.52E-10 0.00E+00 5.39E-10
371611.00 3753840.00 0.00E+00 8.77E-04 0.00E+00 7.09E-07 0.00E+00 8.30E-07 371611.00 3753840.00 0.00E+00 5.31E-07 0.00E+00 4.29E-10 0.00E+00 5.02E-10
371631.00 3753840.00 0.00E+00 8.38E-04 0.00E+00 6.73E-07 0.00E+00 7.72E-07 371631.00 3753840.00 0.00E+00 5.07E-07 0.00E+00 4.07E-10 0.00E+00 4.67E-10
371651.00 3753840.00 0.00E+00 8.02E-04 0.00E+00 6.39E-07 0.00E+00 7.20E-07 371651.00 3753840.00 0.00E+00 4.85E-07 0.00E+00 3.87E-10 0.00E+00 4.36E-10
371671.00 3753840.00 0.00E+00 7.69E-04 0.00E+00 6.08E-07 0.00E+00 6.73E-07 371671.00 3753840.00 0.00E+00 4.65E-07 0.00E+00 3.68E-10 0.00E+00 4.07E-10
371691.00 3753840.00 0.00E+00 7.40E-04 0.00E+00 5.81E-07 0.00E+00 6.31E-07 371691.00 3753840.00 0.00E+00 4.48E-07 0.00E+00 3.51E-10 0.00E+00 3.82E-10
371711.00 3753840.00 0.00E+00 7.14E-04 0.00E+00 5.55E-07 0.00E+00 5.93E-07 371711.00 3753840.00 0.00E+00 4.32E-07 0.00E+00 3.36E-10 0.00E+00 3.59E-10
371731.00 3753840.00 0.00E+00 6.89E-04 0.00E+00 5.32E-07 0.00E+00 5.59E-07 371731.00 3753840.00 0.00E+00 4.17E-07 0.00E+00 3.22E-10 0.00E+00 3.38E-10
371751.00 3753840.00 0.00E+00 6.67E-04 0.00E+00 5.10E-07 0.00E+00 5.28E-07 371751.00 3753840.00 0.00E+00 4.04E-07 0.00E+00 3.09E-10 0.00E+00 3.19E-10
371771.00 3753840.00 0.00E+00 6.48E-04 0.00E+00 4.91E-07 0.00E+00 5.01E-07 371771.00 3753840.00 0.00E+00 3.92E-07 0.00E+00 2.97E-10 0.00E+00 3.03E-10
371791.00 3753840.00 0.00E+00 6.31E-04 0.00E+00 4.73E-07 0.00E+00 4.76E-07 371791.00 3753840.00 0.00E+00 3.82E-07 0.00E+00 2.86E-10 0.00E+00 2.88E-10
371811.00 3753840.00 0.00E+00 6.15E-04 0.00E+00 4.56E-07 0.00E+00 4.54E-07 371811.00 3753840.00 0.00E+00 3.72E-07 0.00E+00 2.76E-10 0.00E+00 2.75E-10
371831.00 3753840.00 0.00E+00 6.00E-04 0.00E+00 4.41E-07 0.00E+00 4.34E-07 371831.00 3753840.00 0.00E+00 3.63E-07 0.00E+00 2.67E-10 0.00E+00 2.62E-10
370571.00 3753860.00 0.00E+00 2.43E-03 0.00E+00 9.71E-07 0.00E+00 3.90E-07 370571.00 3753860.00 0.00E+00 1.47E-06 0.00E+00 5.88E-10 0.00E+00 2.36E-10
370591.00 3753860.00 0.00E+00 2.53E-03 0.00E+00 1.02E-06 0.00E+00 4.10E-07 370591.00 3753860.00 0.00E+00 1.53E-06 0.00E+00 6.15E-10 0.00E+00 2.48E-10
370611.00 3753860.00 0.00E+00 2.63E-03 0.00E+00 1.07E-06 0.00E+00 4.31E-07 370611.00 3753860.00 0.00E+00 1.59E-06 0.00E+00 6.45E-10 0.00E+00 2.61E-10
370631.00 3753860.00 0.00E+00 2.72E-03 0.00E+00 1.12E-06 0.00E+00 4.53E-07 370631.00 3753860.00 0.00E+00 1.65E-06 0.00E+00 6.75E-10 0.00E+00 2.74E-10
370651.00 3753860.00 0.00E+00 2.83E-03 0.00E+00 1.17E-06 0.00E+00 4.78E-07 370651.00 3753860.00 0.00E+00 1.71E-06 0.00E+00 7.07E-10 0.00E+00 2.89E-10
370671.00 3753860.00 0.00E+00 2.95E-03 0.00E+00 1.23E-06 0.00E+00 5.05E-07 370671.00 3753860.00 0.00E+00 1.78E-06 0.00E+00 7.42E-10 0.00E+00 3.05E-10
370691.00 3753860.00 0.00E+00 3.06E-03 0.00E+00 1.29E-06 0.00E+00 5.33E-07 370691.00 3753860.00 0.00E+00 1.85E-06 0.00E+00 7.78E-10 0.00E+00 3.23E-10
370711.00 3753860.00 0.00E+00 3.18E-03 0.00E+00 1.35E-06 0.00E+00 5.64E-07 370711.00 3753860.00 0.00E+00 1.92E-06 0.00E+00 8.16E-10 0.00E+00 3.42E-10
370731.00 3753860.00 0.00E+00 3.30E-03 0.00E+00 1.41E-06 0.00E+00 5.98E-07 370731.00 3753860.00 0.00E+00 2.00E-06 0.00E+00 8.55E-10 0.00E+00 3.62E-10
370751.00 3753860.00 0.00E+00 3.43E-03 0.00E+00 1.48E-06 0.00E+00 6.36E-07 370751.00 3753860.00 0.00E+00 2.08E-06 0.00E+00 8.97E-10 0.00E+00 3.85E-10
370771.00 3753860.00 0.00E+00 3.57E-03 0.00E+00 1.55E-06 0.00E+00 6.76E-07 370771.00 3753860.00 0.00E+00 2.16E-06 0.00E+00 9.40E-10 0.00E+00 4.09E-10
370791.00 3753860.00 0.00E+00 3.71E-03 0.00E+00 1.63E-06 0.00E+00 7.21E-07 370791.00 3753860.00 0.00E+00 2.25E-06 0.00E+00 9.83E-10 0.00E+00 4.36E-10
370811.00 3753860.00 0.00E+00 3.85E-03 0.00E+00 1.70E-06 0.00E+00 7.69E-07 370811.00 3753860.00 0.00E+00 2.33E-06 0.00E+00 1.03E-09 0.00E+00 4.65E-10
370831.00 3753860.00 0.00E+00 3.98E-03 0.00E+00 1.77E-06 0.00E+00 8.21E-07 370831.00 3753860.00 0.00E+00 2.41E-06 0.00E+00 1.07E-09 0.00E+00 4.96E-10
370851.00 3753860.00 0.00E+00 4.12E-03 0.00E+00 1.84E-06 0.00E+00 8.77E-07 370851.00 3753860.00 0.00E+00 2.49E-06 0.00E+00 1.11E-09 0.00E+00 5.31E-10
370871.00 3753860.00 0.00E+00 4.25E-03 0.00E+00 1.91E-06 0.00E+00 9.39E-07 370871.00 3753860.00 0.00E+00 2.57E-06 0.00E+00 1.16E-09 0.00E+00 5.68E-10
370891.00 3753860.00 0.00E+00 4.38E-03 0.00E+00 1.98E-06 0.00E+00 1.01E-06 370891.00 3753860.00 0.00E+00 2.65E-06 0.00E+00 1.20E-09 0.00E+00 6.09E-10
370911.00 3753860.00 0.00E+00 4.50E-03 0.00E+00 2.04E-06 0.00E+00 1.08E-06 370911.00 3753860.00 0.00E+00 2.72E-06 0.00E+00 1.24E-09 0.00E+00 6.53E-10
370931.00 3753860.00 0.00E+00 4.61E-03 0.00E+00 2.10E-06 0.00E+00 1.16E-06 370931.00 3753860.00 0.00E+00 2.79E-06 0.00E+00 1.27E-09 0.00E+00 7.00E-10
370951.00 3753860.00 0.00E+00 4.71E-03 0.00E+00 2.16E-06 0.00E+00 1.24E-06 370951.00 3753860.00 0.00E+00 2.85E-06 0.00E+00 1.30E-09 0.00E+00 7.51E-10
370971.00 3753860.00 0.00E+00 4.77E-03 0.00E+00 2.21E-06 0.00E+00 1.33E-06 370971.00 3753860.00 0.00E+00 2.89E-06 0.00E+00 1.34E-09 0.00E+00 8.05E-10
370991.00 3753860.00 0.00E+00 4.84E-03 0.00E+00 2.24E-06 0.00E+00 1.43E-06 370991.00 3753860.00 0.00E+00 2.93E-06 0.00E+00 1.36E-09 0.00E+00 8.63E-10
371011.00 3753860.00 0.00E+00 4.88E-03 0.00E+00 2.27E-06 0.00E+00 1.53E-06 371011.00 3753860.00 0.00E+00 2.95E-06 0.00E+00 1.37E-09 0.00E+00 9.23E-10
371031.00 3753860.00 0.00E+00 4.88E-03 0.00E+00 2.29E-06 0.00E+00 1.63E-06 371031.00 3753860.00 0.00E+00 2.95E-06 0.00E+00 1.38E-09 0.00E+00 9.86E-10
371051.00 3753860.00 0.00E+00 4.85E-03 0.00E+00 2.30E-06 0.00E+00 1.73E-06 371051.00 3753860.00 0.00E+00 2.93E-06 0.00E+00 1.39E-09 0.00E+00 1.05E-09
371071.00 3753860.00 0.00E+00 4.76E-03 0.00E+00 2.33E-06 0.00E+00 1.85E-06 371071.00 3753860.00 0.00E+00 2.88E-06 0.00E+00 1.41E-09 0.00E+00 1.12E-09
371091.00 3753860.00 0.00E+00 4.62E-03 0.00E+00 2.34E-06 0.00E+00 1.95E-06 371091.00 3753860.00 0.00E+00 2.80E-06 0.00E+00 1.41E-09 0.00E+00 1.18E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371111.00 3753860.00 0.00E+00 4.45E-03 0.00E+00 2.33E-06 0.00E+00 2.05E-06 371111.00 3753860.00 0.00E+00 2.69E-06 0.00E+00 1.41E-09 0.00E+00 1.24E-09
371131.00 3753860.00 0.00E+00 4.35E-03 0.00E+00 2.27E-06 0.00E+00 2.13E-06 371131.00 3753860.00 0.00E+00 2.63E-06 0.00E+00 1.37E-09 0.00E+00 1.29E-09
371151.00 3753860.00 0.00E+00 4.15E-03 0.00E+00 2.23E-06 0.00E+00 2.20E-06 371151.00 3753860.00 0.00E+00 2.51E-06 0.00E+00 1.35E-09 0.00E+00 1.33E-09
371171.00 3753860.00 0.00E+00 3.93E-03 0.00E+00 2.19E-06 0.00E+00 2.27E-06 371171.00 3753860.00 0.00E+00 2.38E-06 0.00E+00 1.33E-09 0.00E+00 1.37E-09
371191.00 3753860.00 0.00E+00 3.69E-03 0.00E+00 2.15E-06 0.00E+00 2.32E-06 371191.00 3753860.00 0.00E+00 2.23E-06 0.00E+00 1.30E-09 0.00E+00 1.41E-09
371211.00 3753860.00 0.00E+00 3.44E-03 0.00E+00 2.09E-06 0.00E+00 2.36E-06 371211.00 3753860.00 0.00E+00 2.08E-06 0.00E+00 1.27E-09 0.00E+00 1.43E-09
371231.00 3753860.00 0.00E+00 3.20E-03 0.00E+00 2.04E-06 0.00E+00 2.38E-06 371231.00 3753860.00 0.00E+00 1.93E-06 0.00E+00 1.23E-09 0.00E+00 1.44E-09
371251.00 3753860.00 0.00E+00 2.96E-03 0.00E+00 1.98E-06 0.00E+00 2.39E-06 371251.00 3753860.00 0.00E+00 1.79E-06 0.00E+00 1.20E-09 0.00E+00 1.45E-09
371271.00 3753860.00 0.00E+00 2.74E-03 0.00E+00 1.91E-06 0.00E+00 2.38E-06 371271.00 3753860.00 0.00E+00 1.66E-06 0.00E+00 1.16E-09 0.00E+00 1.44E-09
371291.00 3753860.00 0.00E+00 2.53E-03 0.00E+00 1.84E-06 0.00E+00 2.34E-06 371291.00 3753860.00 0.00E+00 1.53E-06 0.00E+00 1.11E-09 0.00E+00 1.42E-09
371311.00 3753860.00 0.00E+00 2.34E-03 0.00E+00 1.76E-06 0.00E+00 2.29E-06 371311.00 3753860.00 0.00E+00 1.42E-06 0.00E+00 1.07E-09 0.00E+00 1.38E-09
371331.00 3753860.00 0.00E+00 2.17E-03 0.00E+00 1.69E-06 0.00E+00 2.23E-06 371331.00 3753860.00 0.00E+00 1.31E-06 0.00E+00 1.02E-09 0.00E+00 1.35E-09
371351.00 3753860.00 0.00E+00 2.02E-03 0.00E+00 1.62E-06 0.00E+00 2.17E-06 371351.00 3753860.00 0.00E+00 1.22E-06 0.00E+00 9.81E-10 0.00E+00 1.31E-09
371371.00 3753860.00 0.00E+00 1.88E-03 0.00E+00 1.54E-06 0.00E+00 2.07E-06 371371.00 3753860.00 0.00E+00 1.14E-06 0.00E+00 9.30E-10 0.00E+00 1.25E-09
371391.00 3753860.00 0.00E+00 1.76E-03 0.00E+00 1.46E-06 0.00E+00 1.97E-06 371391.00 3753860.00 0.00E+00 1.07E-06 0.00E+00 8.81E-10 0.00E+00 1.19E-09
371411.00 3753860.00 0.00E+00 1.65E-03 0.00E+00 1.38E-06 0.00E+00 1.86E-06 371411.00 3753860.00 0.00E+00 9.99E-07 0.00E+00 8.33E-10 0.00E+00 1.13E-09
371431.00 3753860.00 0.00E+00 1.55E-03 0.00E+00 1.29E-06 0.00E+00 1.75E-06 371431.00 3753860.00 0.00E+00 9.38E-07 0.00E+00 7.83E-10 0.00E+00 1.06E-09
371451.00 3753860.00 0.00E+00 1.46E-03 0.00E+00 1.21E-06 0.00E+00 1.62E-06 371451.00 3753860.00 0.00E+00 8.83E-07 0.00E+00 7.33E-10 0.00E+00 9.81E-10
371471.00 3753860.00 0.00E+00 1.37E-03 0.00E+00 1.14E-06 0.00E+00 1.51E-06 371471.00 3753860.00 0.00E+00 8.31E-07 0.00E+00 6.90E-10 0.00E+00 9.16E-10
371491.00 3753860.00 0.00E+00 1.29E-03 0.00E+00 1.07E-06 0.00E+00 1.41E-06 371491.00 3753860.00 0.00E+00 7.83E-07 0.00E+00 6.49E-10 0.00E+00 8.52E-10
371511.00 3753860.00 0.00E+00 1.22E-03 0.00E+00 1.01E-06 0.00E+00 1.30E-06 371511.00 3753860.00 0.00E+00 7.39E-07 0.00E+00 6.10E-10 0.00E+00 7.89E-10
371531.00 3753860.00 0.00E+00 1.16E-03 0.00E+00 9.50E-07 0.00E+00 1.21E-06 371531.00 3753860.00 0.00E+00 6.99E-07 0.00E+00 5.75E-10 0.00E+00 7.32E-10
371551.00 3753860.00 0.00E+00 1.09E-03 0.00E+00 8.96E-07 0.00E+00 1.12E-06 371551.00 3753860.00 0.00E+00 6.62E-07 0.00E+00 5.42E-10 0.00E+00 6.79E-10
371571.00 3753860.00 0.00E+00 1.04E-03 0.00E+00 8.47E-07 0.00E+00 1.04E-06 371571.00 3753860.00 0.00E+00 6.29E-07 0.00E+00 5.12E-10 0.00E+00 6.31E-10
371591.00 3753860.00 0.00E+00 9.88E-04 0.00E+00 8.02E-07 0.00E+00 9.69E-07 371591.00 3753860.00 0.00E+00 5.98E-07 0.00E+00 4.85E-10 0.00E+00 5.86E-10
371611.00 3753860.00 0.00E+00 9.41E-04 0.00E+00 7.63E-07 0.00E+00 9.01E-07 371611.00 3753860.00 0.00E+00 5.69E-07 0.00E+00 4.61E-10 0.00E+00 5.45E-10
371631.00 3753860.00 0.00E+00 9.00E-04 0.00E+00 7.23E-07 0.00E+00 8.36E-07 371631.00 3753860.00 0.00E+00 5.45E-07 0.00E+00 4.37E-10 0.00E+00 5.06E-10
371651.00 3753860.00 0.00E+00 8.63E-04 0.00E+00 6.86E-07 0.00E+00 7.79E-07 371651.00 3753860.00 0.00E+00 5.22E-07 0.00E+00 4.15E-10 0.00E+00 4.71E-10
371671.00 3753860.00 0.00E+00 8.30E-04 0.00E+00 6.53E-07 0.00E+00 7.27E-07 371671.00 3753860.00 0.00E+00 5.02E-07 0.00E+00 3.95E-10 0.00E+00 4.40E-10
371691.00 3753860.00 0.00E+00 8.01E-04 0.00E+00 6.24E-07 0.00E+00 6.82E-07 371691.00 3753860.00 0.00E+00 4.85E-07 0.00E+00 3.77E-10 0.00E+00 4.12E-10
371711.00 3753860.00 0.00E+00 7.75E-04 0.00E+00 5.96E-07 0.00E+00 6.41E-07 371711.00 3753860.00 0.00E+00 4.69E-07 0.00E+00 3.61E-10 0.00E+00 3.88E-10
371731.00 3753860.00 0.00E+00 7.51E-04 0.00E+00 5.72E-07 0.00E+00 6.05E-07 371731.00 3753860.00 0.00E+00 4.54E-07 0.00E+00 3.46E-10 0.00E+00 3.66E-10
371751.00 3753860.00 0.00E+00 7.29E-04 0.00E+00 5.49E-07 0.00E+00 5.72E-07 371751.00 3753860.00 0.00E+00 4.41E-07 0.00E+00 3.32E-10 0.00E+00 3.46E-10
371771.00 3753860.00 0.00E+00 7.10E-04 0.00E+00 5.28E-07 0.00E+00 5.44E-07 371771.00 3753860.00 0.00E+00 4.30E-07 0.00E+00 3.20E-10 0.00E+00 3.29E-10
371791.00 3753860.00 0.00E+00 6.93E-04 0.00E+00 5.10E-07 0.00E+00 5.18E-07 371791.00 3753860.00 0.00E+00 4.19E-07 0.00E+00 3.08E-10 0.00E+00 3.13E-10
371811.00 3753860.00 0.00E+00 6.78E-04 0.00E+00 4.92E-07 0.00E+00 4.95E-07 371811.00 3753860.00 0.00E+00 4.10E-07 0.00E+00 2.98E-10 0.00E+00 2.99E-10
371831.00 3753860.00 0.00E+00 6.64E-04 0.00E+00 4.76E-07 0.00E+00 4.74E-07 371831.00 3753860.00 0.00E+00 4.02E-07 0.00E+00 2.88E-10 0.00E+00 2.87E-10
370571.00 3753880.00 0.00E+00 2.52E-03 0.00E+00 1.02E-06 0.00E+00 3.99E-07 370571.00 3753880.00 0.00E+00 1.52E-06 0.00E+00 6.16E-10 0.00E+00 2.41E-10
370591.00 3753880.00 0.00E+00 2.62E-03 0.00E+00 1.07E-06 0.00E+00 4.19E-07 370591.00 3753880.00 0.00E+00 1.58E-06 0.00E+00 6.47E-10 0.00E+00 2.54E-10
370611.00 3753880.00 0.00E+00 2.73E-03 0.00E+00 1.12E-06 0.00E+00 4.41E-07 370611.00 3753880.00 0.00E+00 1.65E-06 0.00E+00 6.79E-10 0.00E+00 2.67E-10
370631.00 3753880.00 0.00E+00 2.83E-03 0.00E+00 1.18E-06 0.00E+00 4.65E-07 370631.00 3753880.00 0.00E+00 1.71E-06 0.00E+00 7.13E-10 0.00E+00 2.81E-10
370651.00 3753880.00 0.00E+00 2.96E-03 0.00E+00 1.24E-06 0.00E+00 4.91E-07 370651.00 3753880.00 0.00E+00 1.79E-06 0.00E+00 7.50E-10 0.00E+00 2.97E-10
370671.00 3753880.00 0.00E+00 3.08E-03 0.00E+00 1.30E-06 0.00E+00 5.19E-07 370671.00 3753880.00 0.00E+00 1.87E-06 0.00E+00 7.90E-10 0.00E+00 3.14E-10
370691.00 3753880.00 0.00E+00 3.21E-03 0.00E+00 1.37E-06 0.00E+00 5.50E-07 370691.00 3753880.00 0.00E+00 1.94E-06 0.00E+00 8.31E-10 0.00E+00 3.33E-10
370711.00 3753880.00 0.00E+00 3.35E-03 0.00E+00 1.45E-06 0.00E+00 5.83E-07 370711.00 3753880.00 0.00E+00 2.03E-06 0.00E+00 8.75E-10 0.00E+00 3.53E-10
370731.00 3753880.00 0.00E+00 3.49E-03 0.00E+00 1.52E-06 0.00E+00 6.19E-07 370731.00 3753880.00 0.00E+00 2.11E-06 0.00E+00 9.21E-10 0.00E+00 3.75E-10
370751.00 3753880.00 0.00E+00 3.63E-03 0.00E+00 1.60E-06 0.00E+00 6.59E-07 370751.00 3753880.00 0.00E+00 2.20E-06 0.00E+00 9.69E-10 0.00E+00 3.99E-10
370771.00 3753880.00 0.00E+00 3.79E-03 0.00E+00 1.69E-06 0.00E+00 7.02E-07 370771.00 3753880.00 0.00E+00 2.29E-06 0.00E+00 1.02E-09 0.00E+00 4.25E-10
370791.00 3753880.00 0.00E+00 3.95E-03 0.00E+00 1.77E-06 0.00E+00 7.50E-07 370791.00 3753880.00 0.00E+00 2.39E-06 0.00E+00 1.07E-09 0.00E+00 4.54E-10
370811.00 3753880.00 0.00E+00 4.10E-03 0.00E+00 1.86E-06 0.00E+00 8.02E-07 370811.00 3753880.00 0.00E+00 2.48E-06 0.00E+00 1.12E-09 0.00E+00 4.85E-10
370831.00 3753880.00 0.00E+00 4.26E-03 0.00E+00 1.95E-06 0.00E+00 8.59E-07 370831.00 3753880.00 0.00E+00 2.58E-06 0.00E+00 1.18E-09 0.00E+00 5.20E-10
370851.00 3753880.00 0.00E+00 4.43E-03 0.00E+00 2.04E-06 0.00E+00 9.22E-07 370851.00 3753880.00 0.00E+00 2.68E-06 0.00E+00 1.23E-09 0.00E+00 5.58E-10
370871.00 3753880.00 0.00E+00 4.59E-03 0.00E+00 2.13E-06 0.00E+00 9.90E-07 370871.00 3753880.00 0.00E+00 2.78E-06 0.00E+00 1.29E-09 0.00E+00 5.99E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370891.00 3753880.00 0.00E+00 4.75E-03 0.00E+00 2.21E-06 0.00E+00 1.07E-06 370891.00 3753880.00 0.00E+00 2.88E-06 0.00E+00 1.34E-09 0.00E+00 6.45E-10
370911.00 3753880.00 0.00E+00 4.91E-03 0.00E+00 2.29E-06 0.00E+00 1.15E-06 370911.00 3753880.00 0.00E+00 2.97E-06 0.00E+00 1.39E-09 0.00E+00 6.94E-10
370931.00 3753880.00 0.00E+00 5.05E-03 0.00E+00 2.37E-06 0.00E+00 1.24E-06 370931.00 3753880.00 0.00E+00 3.05E-06 0.00E+00 1.43E-09 0.00E+00 7.49E-10
370951.00 3753880.00 0.00E+00 5.18E-03 0.00E+00 2.44E-06 0.00E+00 1.34E-06 370951.00 3753880.00 0.00E+00 3.13E-06 0.00E+00 1.48E-09 0.00E+00 8.08E-10
370971.00 3753880.00 0.00E+00 5.28E-03 0.00E+00 2.50E-06 0.00E+00 1.44E-06 370971.00 3753880.00 0.00E+00 3.19E-06 0.00E+00 1.52E-09 0.00E+00 8.71E-10
370991.00 3753880.00 0.00E+00 5.38E-03 0.00E+00 2.56E-06 0.00E+00 1.55E-06 370991.00 3753880.00 0.00E+00 3.25E-06 0.00E+00 1.55E-09 0.00E+00 9.41E-10
371011.00 3753880.00 0.00E+00 5.47E-03 0.00E+00 2.57E-06 0.00E+00 1.67E-06 371011.00 3753880.00 0.00E+00 3.31E-06 0.00E+00 1.56E-09 0.00E+00 1.01E-09
371031.00 3753880.00 0.00E+00 5.50E-03 0.00E+00 2.61E-06 0.00E+00 1.80E-06 371031.00 3753880.00 0.00E+00 3.33E-06 0.00E+00 1.58E-09 0.00E+00 1.09E-09
371051.00 3753880.00 0.00E+00 5.48E-03 0.00E+00 2.62E-06 0.00E+00 1.93E-06 371051.00 3753880.00 0.00E+00 3.32E-06 0.00E+00 1.59E-09 0.00E+00 1.17E-09
371071.00 3753880.00 0.00E+00 5.35E-03 0.00E+00 2.67E-06 0.00E+00 2.07E-06 371071.00 3753880.00 0.00E+00 3.24E-06 0.00E+00 1.62E-09 0.00E+00 1.25E-09
371091.00 3753880.00 0.00E+00 5.21E-03 0.00E+00 2.67E-06 0.00E+00 2.21E-06 371091.00 3753880.00 0.00E+00 3.15E-06 0.00E+00 1.62E-09 0.00E+00 1.33E-09
371111.00 3753880.00 0.00E+00 5.04E-03 0.00E+00 2.66E-06 0.00E+00 2.34E-06 371111.00 3753880.00 0.00E+00 3.05E-06 0.00E+00 1.61E-09 0.00E+00 1.41E-09
371131.00 3753880.00 0.00E+00 4.97E-03 0.00E+00 2.60E-06 0.00E+00 2.45E-06 371131.00 3753880.00 0.00E+00 3.01E-06 0.00E+00 1.57E-09 0.00E+00 1.48E-09
371151.00 3753880.00 0.00E+00 4.74E-03 0.00E+00 2.55E-06 0.00E+00 2.55E-06 371151.00 3753880.00 0.00E+00 2.87E-06 0.00E+00 1.54E-09 0.00E+00 1.54E-09
371171.00 3753880.00 0.00E+00 4.48E-03 0.00E+00 2.51E-06 0.00E+00 2.65E-06 371171.00 3753880.00 0.00E+00 2.71E-06 0.00E+00 1.52E-09 0.00E+00 1.60E-09
371191.00 3753880.00 0.00E+00 4.20E-03 0.00E+00 2.44E-06 0.00E+00 2.71E-06 371191.00 3753880.00 0.00E+00 2.54E-06 0.00E+00 1.48E-09 0.00E+00 1.64E-09
371211.00 3753880.00 0.00E+00 3.90E-03 0.00E+00 2.40E-06 0.00E+00 2.78E-06 371211.00 3753880.00 0.00E+00 2.36E-06 0.00E+00 1.45E-09 0.00E+00 1.68E-09
371231.00 3753880.00 0.00E+00 3.61E-03 0.00E+00 2.35E-06 0.00E+00 2.83E-06 371231.00 3753880.00 0.00E+00 2.18E-06 0.00E+00 1.42E-09 0.00E+00 1.71E-09
371251.00 3753880.00 0.00E+00 3.33E-03 0.00E+00 2.26E-06 0.00E+00 2.82E-06 371251.00 3753880.00 0.00E+00 2.02E-06 0.00E+00 1.36E-09 0.00E+00 1.71E-09
371271.00 3753880.00 0.00E+00 3.07E-03 0.00E+00 2.18E-06 0.00E+00 2.81E-06 371271.00 3753880.00 0.00E+00 1.86E-06 0.00E+00 1.32E-09 0.00E+00 1.70E-09
371291.00 3753880.00 0.00E+00 2.82E-03 0.00E+00 2.10E-06 0.00E+00 2.77E-06 371291.00 3753880.00 0.00E+00 1.71E-06 0.00E+00 1.27E-09 0.00E+00 1.68E-09
371311.00 3753880.00 0.00E+00 2.60E-03 0.00E+00 2.01E-06 0.00E+00 2.72E-06 371311.00 3753880.00 0.00E+00 1.57E-06 0.00E+00 1.22E-09 0.00E+00 1.65E-09
371331.00 3753880.00 0.00E+00 2.40E-03 0.00E+00 1.91E-06 0.00E+00 2.63E-06 371331.00 3753880.00 0.00E+00 1.45E-06 0.00E+00 1.16E-09 0.00E+00 1.59E-09
371351.00 3753880.00 0.00E+00 2.23E-03 0.00E+00 1.83E-06 0.00E+00 2.54E-06 371351.00 3753880.00 0.00E+00 1.35E-06 0.00E+00 1.11E-09 0.00E+00 1.53E-09
371371.00 3753880.00 0.00E+00 2.07E-03 0.00E+00 1.73E-06 0.00E+00 2.42E-06 371371.00 3753880.00 0.00E+00 1.25E-06 0.00E+00 1.05E-09 0.00E+00 1.46E-09
371391.00 3753880.00 0.00E+00 1.93E-03 0.00E+00 1.63E-06 0.00E+00 2.29E-06 371391.00 3753880.00 0.00E+00 1.17E-06 0.00E+00 9.89E-10 0.00E+00 1.39E-09
371411.00 3753880.00 0.00E+00 1.80E-03 0.00E+00 1.54E-06 0.00E+00 2.16E-06 371411.00 3753880.00 0.00E+00 1.09E-06 0.00E+00 9.32E-10 0.00E+00 1.31E-09
371431.00 3753880.00 0.00E+00 1.69E-03 0.00E+00 1.44E-06 0.00E+00 2.01E-06 371431.00 3753880.00 0.00E+00 1.02E-06 0.00E+00 8.73E-10 0.00E+00 1.22E-09
371451.00 3753880.00 0.00E+00 1.58E-03 0.00E+00 1.35E-06 0.00E+00 1.86E-06 371451.00 3753880.00 0.00E+00 9.57E-07 0.00E+00 8.16E-10 0.00E+00 1.13E-09
371471.00 3753880.00 0.00E+00 1.49E-03 0.00E+00 1.26E-06 0.00E+00 1.72E-06 371471.00 3753880.00 0.00E+00 8.99E-07 0.00E+00 7.62E-10 0.00E+00 1.04E-09
371491.00 3753880.00 0.00E+00 1.40E-03 0.00E+00 1.18E-06 0.00E+00 1.58E-06 371491.00 3753880.00 0.00E+00 8.46E-07 0.00E+00 7.12E-10 0.00E+00 9.55E-10
371511.00 3753880.00 0.00E+00 1.32E-03 0.00E+00 1.10E-06 0.00E+00 1.45E-06 371511.00 3753880.00 0.00E+00 7.98E-07 0.00E+00 6.66E-10 0.00E+00 8.79E-10
371531.00 3753880.00 0.00E+00 1.25E-03 0.00E+00 1.03E-06 0.00E+00 1.34E-06 371531.00 3753880.00 0.00E+00 7.54E-07 0.00E+00 6.25E-10 0.00E+00 8.08E-10
371551.00 3753880.00 0.00E+00 1.18E-03 0.00E+00 9.73E-07 0.00E+00 1.24E-06 371551.00 3753880.00 0.00E+00 7.14E-07 0.00E+00 5.89E-10 0.00E+00 7.47E-10
371571.00 3753880.00 0.00E+00 1.12E-03 0.00E+00 9.18E-07 0.00E+00 1.14E-06 371571.00 3753880.00 0.00E+00 6.79E-07 0.00E+00 5.56E-10 0.00E+00 6.92E-10
371591.00 3753880.00 0.00E+00 1.07E-03 0.00E+00 8.71E-07 0.00E+00 1.06E-06 371591.00 3753880.00 0.00E+00 6.47E-07 0.00E+00 5.27E-10 0.00E+00 6.43E-10
371611.00 3753880.00 0.00E+00 1.02E-03 0.00E+00 8.28E-07 0.00E+00 9.85E-07 371611.00 3753880.00 0.00E+00 6.17E-07 0.00E+00 5.01E-10 0.00E+00 5.96E-10
371631.00 3753880.00 0.00E+00 9.79E-04 0.00E+00 7.84E-07 0.00E+00 9.13E-07 371631.00 3753880.00 0.00E+00 5.92E-07 0.00E+00 4.74E-10 0.00E+00 5.52E-10
371651.00 3753880.00 0.00E+00 9.43E-04 0.00E+00 7.44E-07 0.00E+00 8.50E-07 371651.00 3753880.00 0.00E+00 5.70E-07 0.00E+00 4.50E-10 0.00E+00 5.14E-10
371671.00 3753880.00 0.00E+00 9.10E-04 0.00E+00 7.09E-07 0.00E+00 7.94E-07 371671.00 3753880.00 0.00E+00 5.51E-07 0.00E+00 4.29E-10 0.00E+00 4.80E-10
371691.00 3753880.00 0.00E+00 8.80E-04 0.00E+00 6.77E-07 0.00E+00 7.45E-07 371691.00 3753880.00 0.00E+00 5.33E-07 0.00E+00 4.10E-10 0.00E+00 4.51E-10
371711.00 3753880.00 0.00E+00 8.54E-04 0.00E+00 6.48E-07 0.00E+00 7.02E-07 371711.00 3753880.00 0.00E+00 5.17E-07 0.00E+00 3.92E-10 0.00E+00 4.25E-10
371731.00 3753880.00 0.00E+00 8.31E-04 0.00E+00 6.22E-07 0.00E+00 6.63E-07 371731.00 3753880.00 0.00E+00 5.03E-07 0.00E+00 3.76E-10 0.00E+00 4.01E-10
371751.00 3753880.00 0.00E+00 8.10E-04 0.00E+00 5.98E-07 0.00E+00 6.29E-07 371751.00 3753880.00 0.00E+00 4.90E-07 0.00E+00 3.62E-10 0.00E+00 3.81E-10
371771.00 3753880.00 0.00E+00 7.91E-04 0.00E+00 5.76E-07 0.00E+00 5.99E-07 371771.00 3753880.00 0.00E+00 4.79E-07 0.00E+00 3.48E-10 0.00E+00 3.63E-10
371791.00 3753880.00 0.00E+00 7.75E-04 0.00E+00 5.56E-07 0.00E+00 5.72E-07 371791.00 3753880.00 0.00E+00 4.69E-07 0.00E+00 3.36E-10 0.00E+00 3.46E-10
371811.00 3753880.00 0.00E+00 7.59E-04 0.00E+00 5.37E-07 0.00E+00 5.48E-07 371811.00 3753880.00 0.00E+00 4.59E-07 0.00E+00 3.25E-10 0.00E+00 3.32E-10
371831.00 3753880.00 0.00E+00 7.45E-04 0.00E+00 5.20E-07 0.00E+00 5.26E-07 371831.00 3753880.00 0.00E+00 4.51E-07 0.00E+00 3.15E-10 0.00E+00 3.18E-10
370571.00 3753900.00 0.00E+00 2.60E-03 0.00E+00 1.07E-06 0.00E+00 4.08E-07 370571.00 3753900.00 0.00E+00 1.57E-06 0.00E+00 6.45E-10 0.00E+00 2.47E-10
370591.00 3753900.00 0.00E+00 2.71E-03 0.00E+00 1.12E-06 0.00E+00 4.29E-07 370591.00 3753900.00 0.00E+00 1.64E-06 0.00E+00 6.79E-10 0.00E+00 2.60E-10
370611.00 3753900.00 0.00E+00 2.82E-03 0.00E+00 1.18E-06 0.00E+00 4.52E-07 370611.00 3753900.00 0.00E+00 1.71E-06 0.00E+00 7.15E-10 0.00E+00 2.74E-10
370631.00 3753900.00 0.00E+00 2.94E-03 0.00E+00 1.25E-06 0.00E+00 4.77E-07 370631.00 3753900.00 0.00E+00 1.78E-06 0.00E+00 7.54E-10 0.00E+00 2.89E-10
370651.00 3753900.00 0.00E+00 3.08E-03 0.00E+00 1.31E-06 0.00E+00 5.05E-07 370651.00 3753900.00 0.00E+00 1.87E-06 0.00E+00 7.95E-10 0.00E+00 3.05E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370671.00 3753900.00 0.00E+00 3.23E-03 0.00E+00 1.38E-06 0.00E+00 5.34E-07 370671.00 3753900.00 0.00E+00 1.95E-06 0.00E+00 8.38E-10 0.00E+00 3.23E-10
370691.00 3753900.00 0.00E+00 3.37E-03 0.00E+00 1.46E-06 0.00E+00 5.67E-07 370691.00 3753900.00 0.00E+00 2.04E-06 0.00E+00 8.86E-10 0.00E+00 3.43E-10
370711.00 3753900.00 0.00E+00 3.52E-03 0.00E+00 1.55E-06 0.00E+00 6.02E-07 370711.00 3753900.00 0.00E+00 2.13E-06 0.00E+00 9.36E-10 0.00E+00 3.64E-10
370731.00 3753900.00 0.00E+00 3.68E-03 0.00E+00 1.64E-06 0.00E+00 6.40E-07 370731.00 3753900.00 0.00E+00 2.22E-06 0.00E+00 9.90E-10 0.00E+00 3.87E-10
370751.00 3753900.00 0.00E+00 3.84E-03 0.00E+00 1.73E-06 0.00E+00 6.82E-07 370751.00 3753900.00 0.00E+00 2.32E-06 0.00E+00 1.05E-09 0.00E+00 4.13E-10
370771.00 3753900.00 0.00E+00 4.01E-03 0.00E+00 1.83E-06 0.00E+00 7.29E-07 370771.00 3753900.00 0.00E+00 2.43E-06 0.00E+00 1.11E-09 0.00E+00 4.41E-10
370791.00 3753900.00 0.00E+00 4.19E-03 0.00E+00 1.93E-06 0.00E+00 7.80E-07 370791.00 3753900.00 0.00E+00 2.54E-06 0.00E+00 1.17E-09 0.00E+00 4.72E-10
370811.00 3753900.00 0.00E+00 4.38E-03 0.00E+00 2.04E-06 0.00E+00 8.36E-07 370811.00 3753900.00 0.00E+00 2.65E-06 0.00E+00 1.24E-09 0.00E+00 5.06E-10
370831.00 3753900.00 0.00E+00 4.57E-03 0.00E+00 2.15E-06 0.00E+00 8.98E-07 370831.00 3753900.00 0.00E+00 2.76E-06 0.00E+00 1.30E-09 0.00E+00 5.44E-10
370851.00 3753900.00 0.00E+00 4.76E-03 0.00E+00 2.26E-06 0.00E+00 9.67E-07 370851.00 3753900.00 0.00E+00 2.88E-06 0.00E+00 1.37E-09 0.00E+00 5.85E-10
370871.00 3753900.00 0.00E+00 4.96E-03 0.00E+00 2.37E-06 0.00E+00 1.04E-06 370871.00 3753900.00 0.00E+00 3.00E-06 0.00E+00 1.44E-09 0.00E+00 6.31E-10
370891.00 3753900.00 0.00E+00 5.15E-03 0.00E+00 2.48E-06 0.00E+00 1.13E-06 370891.00 3753900.00 0.00E+00 3.12E-06 0.00E+00 1.50E-09 0.00E+00 6.82E-10
370911.00 3753900.00 0.00E+00 5.34E-03 0.00E+00 2.59E-06 0.00E+00 1.22E-06 370911.00 3753900.00 0.00E+00 3.23E-06 0.00E+00 1.57E-09 0.00E+00 7.38E-10
370931.00 3753900.00 0.00E+00 5.53E-03 0.00E+00 2.69E-06 0.00E+00 1.32E-06 370931.00 3753900.00 0.00E+00 3.35E-06 0.00E+00 1.63E-09 0.00E+00 8.00E-10
370951.00 3753900.00 0.00E+00 5.70E-03 0.00E+00 2.78E-06 0.00E+00 1.43E-06 370951.00 3753900.00 0.00E+00 3.45E-06 0.00E+00 1.68E-09 0.00E+00 8.68E-10
370971.00 3753900.00 0.00E+00 5.84E-03 0.00E+00 2.87E-06 0.00E+00 1.56E-06 370971.00 3753900.00 0.00E+00 3.54E-06 0.00E+00 1.73E-09 0.00E+00 9.42E-10
370991.00 3753900.00 0.00E+00 6.04E-03 0.00E+00 2.90E-06 0.00E+00 1.69E-06 370991.00 3753900.00 0.00E+00 3.65E-06 0.00E+00 1.76E-09 0.00E+00 1.03E-09
371011.00 3753900.00 0.00E+00 6.15E-03 0.00E+00 2.96E-06 0.00E+00 1.84E-06 371011.00 3753900.00 0.00E+00 3.72E-06 0.00E+00 1.79E-09 0.00E+00 1.11E-09
371031.00 3753900.00 0.00E+00 6.21E-03 0.00E+00 3.00E-06 0.00E+00 2.00E-06 371031.00 3753900.00 0.00E+00 3.76E-06 0.00E+00 1.82E-09 0.00E+00 1.21E-09
371051.00 3753900.00 0.00E+00 6.22E-03 0.00E+00 3.04E-06 0.00E+00 2.17E-06 371051.00 3753900.00 0.00E+00 3.76E-06 0.00E+00 1.84E-09 0.00E+00 1.31E-09
371071.00 3753900.00 0.00E+00 5.96E-03 0.00E+00 3.06E-06 0.00E+00 2.31E-06 371071.00 3753900.00 0.00E+00 3.61E-06 0.00E+00 1.85E-09 0.00E+00 1.40E-09
371091.00 3753900.00 0.00E+00 5.90E-03 0.00E+00 3.07E-06 0.00E+00 2.50E-06 371091.00 3753900.00 0.00E+00 3.57E-06 0.00E+00 1.86E-09 0.00E+00 1.51E-09
371111.00 3753900.00 0.00E+00 5.79E-03 0.00E+00 3.07E-06 0.00E+00 2.68E-06 371111.00 3753900.00 0.00E+00 3.50E-06 0.00E+00 1.86E-09 0.00E+00 1.62E-09
371131.00 3753900.00 0.00E+00 5.72E-03 0.00E+00 3.01E-06 0.00E+00 2.85E-06 371131.00 3753900.00 0.00E+00 3.46E-06 0.00E+00 1.82E-09 0.00E+00 1.73E-09
371151.00 3753900.00 0.00E+00 5.46E-03 0.00E+00 2.95E-06 0.00E+00 2.99E-06 371151.00 3753900.00 0.00E+00 3.31E-06 0.00E+00 1.79E-09 0.00E+00 1.81E-09
371171.00 3753900.00 0.00E+00 5.15E-03 0.00E+00 2.91E-06 0.00E+00 3.12E-06 371171.00 3753900.00 0.00E+00 3.12E-06 0.00E+00 1.76E-09 0.00E+00 1.89E-09
371191.00 3753900.00 0.00E+00 4.81E-03 0.00E+00 2.85E-06 0.00E+00 3.24E-06 371191.00 3753900.00 0.00E+00 2.91E-06 0.00E+00 1.72E-09 0.00E+00 1.96E-09
371211.00 3753900.00 0.00E+00 4.46E-03 0.00E+00 2.78E-06 0.00E+00 3.32E-06 371211.00 3753900.00 0.00E+00 2.70E-06 0.00E+00 1.68E-09 0.00E+00 2.01E-09
371231.00 3753900.00 0.00E+00 4.11E-03 0.00E+00 2.71E-06 0.00E+00 3.39E-06 371231.00 3753900.00 0.00E+00 2.49E-06 0.00E+00 1.64E-09 0.00E+00 2.05E-09
371251.00 3753900.00 0.00E+00 3.78E-03 0.00E+00 2.60E-06 0.00E+00 3.37E-06 371251.00 3753900.00 0.00E+00 2.29E-06 0.00E+00 1.57E-09 0.00E+00 2.04E-09
371271.00 3753900.00 0.00E+00 3.47E-03 0.00E+00 2.51E-06 0.00E+00 3.36E-06 371271.00 3753900.00 0.00E+00 2.10E-06 0.00E+00 1.52E-09 0.00E+00 2.03E-09
371291.00 3753900.00 0.00E+00 3.17E-03 0.00E+00 2.41E-06 0.00E+00 3.32E-06 371291.00 3753900.00 0.00E+00 1.92E-06 0.00E+00 1.46E-09 0.00E+00 2.01E-09
371311.00 3753900.00 0.00E+00 2.91E-03 0.00E+00 2.33E-06 0.00E+00 3.27E-06 371311.00 3753900.00 0.00E+00 1.76E-06 0.00E+00 1.41E-09 0.00E+00 1.98E-09
371331.00 3753900.00 0.00E+00 2.68E-03 0.00E+00 2.20E-06 0.00E+00 3.14E-06 371331.00 3753900.00 0.00E+00 1.62E-06 0.00E+00 1.33E-09 0.00E+00 1.90E-09
371351.00 3753900.00 0.00E+00 2.47E-03 0.00E+00 2.09E-06 0.00E+00 3.01E-06 371351.00 3753900.00 0.00E+00 1.49E-06 0.00E+00 1.26E-09 0.00E+00 1.82E-09
371371.00 3753900.00 0.00E+00 2.29E-03 0.00E+00 1.97E-06 0.00E+00 2.86E-06 371371.00 3753900.00 0.00E+00 1.38E-06 0.00E+00 1.19E-09 0.00E+00 1.73E-09
371391.00 3753900.00 0.00E+00 2.12E-03 0.00E+00 1.85E-06 0.00E+00 2.69E-06 371391.00 3753900.00 0.00E+00 1.28E-06 0.00E+00 1.12E-09 0.00E+00 1.63E-09
371411.00 3753900.00 0.00E+00 1.97E-03 0.00E+00 1.74E-06 0.00E+00 2.52E-06 371411.00 3753900.00 0.00E+00 1.19E-06 0.00E+00 1.05E-09 0.00E+00 1.53E-09
371431.00 3753900.00 0.00E+00 1.84E-03 0.00E+00 1.62E-06 0.00E+00 2.33E-06 371431.00 3753900.00 0.00E+00 1.11E-06 0.00E+00 9.83E-10 0.00E+00 1.41E-09
371451.00 3753900.00 0.00E+00 1.72E-03 0.00E+00 1.51E-06 0.00E+00 2.15E-06 371451.00 3753900.00 0.00E+00 1.04E-06 0.00E+00 9.16E-10 0.00E+00 1.30E-09
371471.00 3753900.00 0.00E+00 1.61E-03 0.00E+00 1.41E-06 0.00E+00 1.96E-06 371471.00 3753900.00 0.00E+00 9.77E-07 0.00E+00 8.50E-10 0.00E+00 1.19E-09
371491.00 3753900.00 0.00E+00 1.52E-03 0.00E+00 1.30E-06 0.00E+00 1.78E-06 371491.00 3753900.00 0.00E+00 9.19E-07 0.00E+00 7.89E-10 0.00E+00 1.08E-09
371511.00 3753900.00 0.00E+00 1.43E-03 0.00E+00 1.21E-06 0.00E+00 1.63E-06 371511.00 3753900.00 0.00E+00 8.67E-07 0.00E+00 7.34E-10 0.00E+00 9.84E-10
371531.00 3753900.00 0.00E+00 1.36E-03 0.00E+00 1.13E-06 0.00E+00 1.48E-06 371531.00 3753900.00 0.00E+00 8.20E-07 0.00E+00 6.85E-10 0.00E+00 8.98E-10
371551.00 3753900.00 0.00E+00 1.29E-03 0.00E+00 1.07E-06 0.00E+00 1.37E-06 371551.00 3753900.00 0.00E+00 7.79E-07 0.00E+00 6.45E-10 0.00E+00 8.27E-10
371571.00 3753900.00 0.00E+00 1.23E-03 0.00E+00 1.00E-06 0.00E+00 1.26E-06 371571.00 3753900.00 0.00E+00 7.42E-07 0.00E+00 6.08E-10 0.00E+00 7.63E-10
371591.00 3753900.00 0.00E+00 1.17E-03 0.00E+00 9.53E-07 0.00E+00 1.17E-06 371591.00 3753900.00 0.00E+00 7.10E-07 0.00E+00 5.77E-10 0.00E+00 7.09E-10
371611.00 3753900.00 0.00E+00 1.12E-03 0.00E+00 9.08E-07 0.00E+00 1.09E-06 371611.00 3753900.00 0.00E+00 6.79E-07 0.00E+00 5.49E-10 0.00E+00 6.58E-10
371631.00 3753900.00 0.00E+00 1.08E-03 0.00E+00 8.60E-07 0.00E+00 1.01E-06 371631.00 3753900.00 0.00E+00 6.55E-07 0.00E+00 5.20E-10 0.00E+00 6.10E-10
371651.00 3753900.00 0.00E+00 1.05E-03 0.00E+00 8.17E-07 0.00E+00 9.39E-07 371651.00 3753900.00 0.00E+00 6.33E-07 0.00E+00 4.94E-10 0.00E+00 5.68E-10
371671.00 3753900.00 0.00E+00 1.01E-03 0.00E+00 7.79E-07 0.00E+00 8.79E-07 371671.00 3753900.00 0.00E+00 6.14E-07 0.00E+00 4.71E-10 0.00E+00 5.32E-10
371691.00 3753900.00 0.00E+00 9.86E-04 0.00E+00 7.44E-07 0.00E+00 8.27E-07 371691.00 3753900.00 0.00E+00 5.97E-07 0.00E+00 4.50E-10 0.00E+00 5.00E-10
371711.00 3753900.00 0.00E+00 9.59E-04 0.00E+00 7.14E-07 0.00E+00 7.81E-07 371711.00 3753900.00 0.00E+00 5.81E-07 0.00E+00 4.32E-10 0.00E+00 4.73E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371731.00 3753900.00 0.00E+00 9.36E-04 0.00E+00 6.85E-07 0.00E+00 7.41E-07 371731.00 3753900.00 0.00E+00 5.66E-07 0.00E+00 4.15E-10 0.00E+00 4.48E-10
371751.00 3753900.00 0.00E+00 9.15E-04 0.00E+00 6.60E-07 0.00E+00 7.05E-07 371751.00 3753900.00 0.00E+00 5.54E-07 0.00E+00 3.99E-10 0.00E+00 4.26E-10
371771.00 3753900.00 0.00E+00 8.96E-04 0.00E+00 6.36E-07 0.00E+00 6.72E-07 371771.00 3753900.00 0.00E+00 5.42E-07 0.00E+00 3.85E-10 0.00E+00 4.07E-10
371791.00 3753900.00 0.00E+00 8.80E-04 0.00E+00 6.14E-07 0.00E+00 6.44E-07 371791.00 3753900.00 0.00E+00 5.32E-07 0.00E+00 3.71E-10 0.00E+00 3.89E-10
371811.00 3753900.00 0.00E+00 8.64E-04 0.00E+00 5.94E-07 0.00E+00 6.17E-07 371811.00 3753900.00 0.00E+00 5.23E-07 0.00E+00 3.59E-10 0.00E+00 3.73E-10
371831.00 3753900.00 0.00E+00 8.48E-04 0.00E+00 5.74E-07 0.00E+00 5.93E-07 371831.00 3753900.00 0.00E+00 5.13E-07 0.00E+00 3.48E-10 0.00E+00 3.59E-10
370571.00 3753920.00 0.00E+00 2.68E-03 0.00E+00 1.12E-06 0.00E+00 4.17E-07 370571.00 3753920.00 0.00E+00 1.62E-06 0.00E+00 6.76E-10 0.00E+00 2.53E-10
370591.00 3753920.00 0.00E+00 2.80E-03 0.00E+00 1.18E-06 0.00E+00 4.40E-07 370591.00 3753920.00 0.00E+00 1.69E-06 0.00E+00 7.13E-10 0.00E+00 2.66E-10
370611.00 3753920.00 0.00E+00 2.93E-03 0.00E+00 1.24E-06 0.00E+00 4.64E-07 370611.00 3753920.00 0.00E+00 1.77E-06 0.00E+00 7.53E-10 0.00E+00 2.80E-10
370631.00 3753920.00 0.00E+00 3.06E-03 0.00E+00 1.32E-06 0.00E+00 4.90E-07 370631.00 3753920.00 0.00E+00 1.85E-06 0.00E+00 7.96E-10 0.00E+00 2.96E-10
370651.00 3753920.00 0.00E+00 3.21E-03 0.00E+00 1.39E-06 0.00E+00 5.18E-07 370651.00 3753920.00 0.00E+00 1.94E-06 0.00E+00 8.41E-10 0.00E+00 3.13E-10
370671.00 3753920.00 0.00E+00 3.36E-03 0.00E+00 1.47E-06 0.00E+00 5.49E-07 370671.00 3753920.00 0.00E+00 2.03E-06 0.00E+00 8.90E-10 0.00E+00 3.32E-10
370691.00 3753920.00 0.00E+00 3.52E-03 0.00E+00 1.56E-06 0.00E+00 5.83E-07 370691.00 3753920.00 0.00E+00 2.13E-06 0.00E+00 9.44E-10 0.00E+00 3.53E-10
370711.00 3753920.00 0.00E+00 3.69E-03 0.00E+00 1.66E-06 0.00E+00 6.20E-07 370711.00 3753920.00 0.00E+00 2.23E-06 0.00E+00 1.00E-09 0.00E+00 3.75E-10
370731.00 3753920.00 0.00E+00 3.86E-03 0.00E+00 1.76E-06 0.00E+00 6.61E-07 370731.00 3753920.00 0.00E+00 2.34E-06 0.00E+00 1.06E-09 0.00E+00 4.00E-10
370751.00 3753920.00 0.00E+00 4.05E-03 0.00E+00 1.87E-06 0.00E+00 7.06E-07 370751.00 3753920.00 0.00E+00 2.45E-06 0.00E+00 1.13E-09 0.00E+00 4.27E-10
370771.00 3753920.00 0.00E+00 4.24E-03 0.00E+00 1.99E-06 0.00E+00 7.55E-07 370771.00 3753920.00 0.00E+00 2.56E-06 0.00E+00 1.21E-09 0.00E+00 4.57E-10
370791.00 3753920.00 0.00E+00 4.44E-03 0.00E+00 2.12E-06 0.00E+00 8.10E-07 370791.00 3753920.00 0.00E+00 2.69E-06 0.00E+00 1.28E-09 0.00E+00 4.90E-10
370811.00 3753920.00 0.00E+00 4.66E-03 0.00E+00 2.25E-06 0.00E+00 8.71E-07 370811.00 3753920.00 0.00E+00 2.82E-06 0.00E+00 1.36E-09 0.00E+00 5.27E-10
370831.00 3753920.00 0.00E+00 4.88E-03 0.00E+00 2.39E-06 0.00E+00 9.38E-07 370831.00 3753920.00 0.00E+00 2.95E-06 0.00E+00 1.44E-09 0.00E+00 5.68E-10
370851.00 3753920.00 0.00E+00 5.11E-03 0.00E+00 2.53E-06 0.00E+00 1.01E-06 370851.00 3753920.00 0.00E+00 3.09E-06 0.00E+00 1.53E-09 0.00E+00 6.13E-10
370871.00 3753920.00 0.00E+00 5.34E-03 0.00E+00 2.67E-06 0.00E+00 1.10E-06 370871.00 3753920.00 0.00E+00 3.23E-06 0.00E+00 1.62E-09 0.00E+00 6.63E-10
370891.00 3753920.00 0.00E+00 5.58E-03 0.00E+00 2.81E-06 0.00E+00 1.19E-06 370891.00 3753920.00 0.00E+00 3.38E-06 0.00E+00 1.70E-09 0.00E+00 7.20E-10
370911.00 3753920.00 0.00E+00 5.82E-03 0.00E+00 2.95E-06 0.00E+00 1.29E-06 370911.00 3753920.00 0.00E+00 3.52E-06 0.00E+00 1.79E-09 0.00E+00 7.83E-10
370931.00 3753920.00 0.00E+00 6.06E-03 0.00E+00 3.08E-06 0.00E+00 1.41E-06 370931.00 3753920.00 0.00E+00 3.66E-06 0.00E+00 1.87E-09 0.00E+00 8.53E-10
370951.00 3753920.00 0.00E+00 6.28E-03 0.00E+00 3.21E-06 0.00E+00 1.54E-06 370951.00 3753920.00 0.00E+00 3.80E-06 0.00E+00 1.94E-09 0.00E+00 9.31E-10
370971.00 3753920.00 0.00E+00 6.48E-03 0.00E+00 3.31E-06 0.00E+00 1.68E-06 370971.00 3753920.00 0.00E+00 3.92E-06 0.00E+00 2.00E-09 0.00E+00 1.02E-09
370991.00 3753920.00 0.00E+00 6.76E-03 0.00E+00 3.36E-06 0.00E+00 1.84E-06 370991.00 3753920.00 0.00E+00 4.09E-06 0.00E+00 2.03E-09 0.00E+00 1.12E-09
371011.00 3753920.00 0.00E+00 6.93E-03 0.00E+00 3.43E-06 0.00E+00 2.02E-06 371011.00 3753920.00 0.00E+00 4.19E-06 0.00E+00 2.08E-09 0.00E+00 1.22E-09
371031.00 3753920.00 0.00E+00 7.05E-03 0.00E+00 3.49E-06 0.00E+00 2.21E-06 371031.00 3753920.00 0.00E+00 4.27E-06 0.00E+00 2.11E-09 0.00E+00 1.34E-09
371051.00 3753920.00 0.00E+00 7.13E-03 0.00E+00 3.52E-06 0.00E+00 2.42E-06 371051.00 3753920.00 0.00E+00 4.31E-06 0.00E+00 2.13E-09 0.00E+00 1.46E-09
371071.00 3753920.00 0.00E+00 6.84E-03 0.00E+00 3.57E-06 0.00E+00 2.61E-06 371071.00 3753920.00 0.00E+00 4.14E-06 0.00E+00 2.16E-09 0.00E+00 1.58E-09
371091.00 3753920.00 0.00E+00 6.82E-03 0.00E+00 3.59E-06 0.00E+00 2.86E-06 371091.00 3753920.00 0.00E+00 4.13E-06 0.00E+00 2.17E-09 0.00E+00 1.73E-09
371111.00 3753920.00 0.00E+00 6.72E-03 0.00E+00 3.59E-06 0.00E+00 3.10E-06 371111.00 3753920.00 0.00E+00 4.07E-06 0.00E+00 2.17E-09 0.00E+00 1.88E-09
371131.00 3753920.00 0.00E+00 6.67E-03 0.00E+00 3.52E-06 0.00E+00 3.34E-06 371131.00 3753920.00 0.00E+00 4.03E-06 0.00E+00 2.13E-09 0.00E+00 2.02E-09
371151.00 3753920.00 0.00E+00 6.38E-03 0.00E+00 3.45E-06 0.00E+00 3.53E-06 371151.00 3753920.00 0.00E+00 3.86E-06 0.00E+00 2.09E-09 0.00E+00 2.14E-09
371171.00 3753920.00 0.00E+00 6.00E-03 0.00E+00 3.41E-06 0.00E+00 3.73E-06 371171.00 3753920.00 0.00E+00 3.63E-06 0.00E+00 2.06E-09 0.00E+00 2.26E-09
371191.00 3753920.00 0.00E+00 5.59E-03 0.00E+00 3.35E-06 0.00E+00 3.90E-06 371191.00 3753920.00 0.00E+00 3.38E-06 0.00E+00 2.02E-09 0.00E+00 2.36E-09
371211.00 3753920.00 0.00E+00 5.16E-03 0.00E+00 3.27E-06 0.00E+00 4.03E-06 371211.00 3753920.00 0.00E+00 3.12E-06 0.00E+00 1.98E-09 0.00E+00 2.44E-09
371231.00 3753920.00 0.00E+00 4.73E-03 0.00E+00 3.18E-06 0.00E+00 4.11E-06 371231.00 3753920.00 0.00E+00 2.86E-06 0.00E+00 1.92E-09 0.00E+00 2.49E-09
371251.00 3753920.00 0.00E+00 4.34E-03 0.00E+00 3.03E-06 0.00E+00 4.08E-06 371251.00 3753920.00 0.00E+00 2.62E-06 0.00E+00 1.83E-09 0.00E+00 2.47E-09
371271.00 3753920.00 0.00E+00 3.94E-03 0.00E+00 2.94E-06 0.00E+00 4.11E-06 371271.00 3753920.00 0.00E+00 2.39E-06 0.00E+00 1.78E-09 0.00E+00 2.48E-09
371291.00 3753920.00 0.00E+00 3.57E-03 0.00E+00 2.90E-06 0.00E+00 4.18E-06 371291.00 3753920.00 0.00E+00 2.16E-06 0.00E+00 1.75E-09 0.00E+00 2.53E-09
371311.00 3753920.00 0.00E+00 3.27E-03 0.00E+00 2.73E-06 0.00E+00 4.01E-06 371311.00 3753920.00 0.00E+00 1.98E-06 0.00E+00 1.65E-09 0.00E+00 2.43E-09
371331.00 3753920.00 0.00E+00 3.00E-03 0.00E+00 2.57E-06 0.00E+00 3.83E-06 371331.00 3753920.00 0.00E+00 1.81E-06 0.00E+00 1.56E-09 0.00E+00 2.32E-09
371351.00 3753920.00 0.00E+00 2.75E-03 0.00E+00 2.44E-06 0.00E+00 3.66E-06 371351.00 3753920.00 0.00E+00 1.66E-06 0.00E+00 1.47E-09 0.00E+00 2.21E-09
371371.00 3753920.00 0.00E+00 2.53E-03 0.00E+00 2.29E-06 0.00E+00 3.45E-06 371371.00 3753920.00 0.00E+00 1.53E-06 0.00E+00 1.39E-09 0.00E+00 2.09E-09
371391.00 3753920.00 0.00E+00 2.34E-03 0.00E+00 2.15E-06 0.00E+00 3.23E-06 371391.00 3753920.00 0.00E+00 1.42E-06 0.00E+00 1.30E-09 0.00E+00 1.96E-09
371411.00 3753920.00 0.00E+00 2.17E-03 0.00E+00 2.00E-06 0.00E+00 2.99E-06 371411.00 3753920.00 0.00E+00 1.31E-06 0.00E+00 1.21E-09 0.00E+00 1.81E-09
371431.00 3753920.00 0.00E+00 2.02E-03 0.00E+00 1.86E-06 0.00E+00 2.74E-06 371431.00 3753920.00 0.00E+00 1.22E-06 0.00E+00 1.12E-09 0.00E+00 1.66E-09
371451.00 3753920.00 0.00E+00 1.89E-03 0.00E+00 1.72E-06 0.00E+00 2.49E-06 371451.00 3753920.00 0.00E+00 1.14E-06 0.00E+00 1.04E-09 0.00E+00 1.51E-09
371471.00 3753920.00 0.00E+00 1.77E-03 0.00E+00 1.58E-06 0.00E+00 2.25E-06 371471.00 3753920.00 0.00E+00 1.07E-06 0.00E+00 9.58E-10 0.00E+00 1.36E-09
371491.00 3753920.00 0.00E+00 1.67E-03 0.00E+00 1.46E-06 0.00E+00 2.04E-06 371491.00 3753920.00 0.00E+00 1.01E-06 0.00E+00 8.85E-10 0.00E+00 1.23E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371511.00 3753920.00 0.00E+00 1.57E-03 0.00E+00 1.36E-06 0.00E+00 1.84E-06 371511.00 3753920.00 0.00E+00 9.53E-07 0.00E+00 8.21E-10 0.00E+00 1.11E-09
371531.00 3753920.00 0.00E+00 1.49E-03 0.00E+00 1.26E-06 0.00E+00 1.67E-06 371531.00 3753920.00 0.00E+00 9.04E-07 0.00E+00 7.64E-10 0.00E+00 1.01E-09
371551.00 3753920.00 0.00E+00 1.43E-03 0.00E+00 1.18E-06 0.00E+00 1.53E-06 371551.00 3753920.00 0.00E+00 8.62E-07 0.00E+00 7.15E-10 0.00E+00 9.24E-10
371571.00 3753920.00 0.00E+00 1.36E-03 0.00E+00 1.11E-06 0.00E+00 1.40E-06 371571.00 3753920.00 0.00E+00 8.25E-07 0.00E+00 6.74E-10 0.00E+00 8.50E-10
371591.00 3753920.00 0.00E+00 1.31E-03 0.00E+00 1.05E-06 0.00E+00 1.29E-06 371591.00 3753920.00 0.00E+00 7.93E-07 0.00E+00 6.35E-10 0.00E+00 7.83E-10
371611.00 3753920.00 0.00E+00 1.26E-03 0.00E+00 1.01E-06 0.00E+00 1.22E-06 371611.00 3753920.00 0.00E+00 7.64E-07 0.00E+00 6.10E-10 0.00E+00 7.38E-10
371631.00 3753920.00 0.00E+00 1.22E-03 0.00E+00 9.57E-07 0.00E+00 1.13E-06 371631.00 3753920.00 0.00E+00 7.39E-07 0.00E+00 5.79E-10 0.00E+00 6.85E-10
371651.00 3753920.00 0.00E+00 1.19E-03 0.00E+00 9.11E-07 0.00E+00 1.06E-06 371651.00 3753920.00 0.00E+00 7.18E-07 0.00E+00 5.51E-10 0.00E+00 6.40E-10
371671.00 3753920.00 0.00E+00 1.15E-03 0.00E+00 8.70E-07 0.00E+00 9.93E-07 371671.00 3753920.00 0.00E+00 6.98E-07 0.00E+00 5.26E-10 0.00E+00 6.01E-10
371691.00 3753920.00 0.00E+00 1.13E-03 0.00E+00 8.32E-07 0.00E+00 9.37E-07 371691.00 3753920.00 0.00E+00 6.81E-07 0.00E+00 5.04E-10 0.00E+00 5.67E-10
371711.00 3753920.00 0.00E+00 1.10E-03 0.00E+00 7.99E-07 0.00E+00 8.88E-07 371711.00 3753920.00 0.00E+00 6.65E-07 0.00E+00 4.83E-10 0.00E+00 5.37E-10
371731.00 3753920.00 0.00E+00 1.08E-03 0.00E+00 7.67E-07 0.00E+00 8.45E-07 371731.00 3753920.00 0.00E+00 6.51E-07 0.00E+00 4.64E-10 0.00E+00 5.11E-10
371751.00 3753920.00 0.00E+00 1.05E-03 0.00E+00 7.39E-07 0.00E+00 8.06E-07 371751.00 3753920.00 0.00E+00 6.38E-07 0.00E+00 4.47E-10 0.00E+00 4.87E-10
371771.00 3753920.00 0.00E+00 1.03E-03 0.00E+00 7.12E-07 0.00E+00 7.70E-07 371771.00 3753920.00 0.00E+00 6.26E-07 0.00E+00 4.31E-10 0.00E+00 4.66E-10
371791.00 3753920.00 0.00E+00 1.02E-03 0.00E+00 6.88E-07 0.00E+00 7.38E-07 371791.00 3753920.00 0.00E+00 6.15E-07 0.00E+00 4.16E-10 0.00E+00 4.47E-10
371811.00 3753920.00 0.00E+00 9.98E-04 0.00E+00 6.65E-07 0.00E+00 7.09E-07 371811.00 3753920.00 0.00E+00 6.04E-07 0.00E+00 4.02E-10 0.00E+00 4.29E-10
371831.00 3753920.00 0.00E+00 9.82E-04 0.00E+00 6.43E-07 0.00E+00 6.82E-07 371831.00 3753920.00 0.00E+00 5.94E-07 0.00E+00 3.89E-10 0.00E+00 4.13E-10
370571.00 3753940.00 0.00E+00 2.76E-03 0.00E+00 1.17E-06 0.00E+00 4.27E-07 370571.00 3753940.00 0.00E+00 1.67E-06 0.00E+00 7.08E-10 0.00E+00 2.58E-10
370591.00 3753940.00 0.00E+00 2.89E-03 0.00E+00 1.24E-06 0.00E+00 4.50E-07 370591.00 3753940.00 0.00E+00 1.75E-06 0.00E+00 7.49E-10 0.00E+00 2.72E-10
370611.00 3753940.00 0.00E+00 3.03E-03 0.00E+00 1.31E-06 0.00E+00 4.75E-07 370611.00 3753940.00 0.00E+00 1.83E-06 0.00E+00 7.93E-10 0.00E+00 2.87E-10
370631.00 3753940.00 0.00E+00 3.17E-03 0.00E+00 1.39E-06 0.00E+00 5.02E-07 370631.00 3753940.00 0.00E+00 1.92E-06 0.00E+00 8.40E-10 0.00E+00 3.04E-10
370651.00 3753940.00 0.00E+00 3.33E-03 0.00E+00 1.47E-06 0.00E+00 5.32E-07 370651.00 3753940.00 0.00E+00 2.02E-06 0.00E+00 8.91E-10 0.00E+00 3.22E-10
370671.00 3753940.00 0.00E+00 3.50E-03 0.00E+00 1.56E-06 0.00E+00 5.64E-07 370671.00 3753940.00 0.00E+00 2.12E-06 0.00E+00 9.47E-10 0.00E+00 3.41E-10
370691.00 3753940.00 0.00E+00 3.67E-03 0.00E+00 1.66E-06 0.00E+00 5.99E-07 370691.00 3753940.00 0.00E+00 2.22E-06 0.00E+00 1.01E-09 0.00E+00 3.62E-10
370711.00 3753940.00 0.00E+00 3.86E-03 0.00E+00 1.77E-06 0.00E+00 6.38E-07 370711.00 3753940.00 0.00E+00 2.33E-06 0.00E+00 1.07E-09 0.00E+00 3.86E-10
370731.00 3753940.00 0.00E+00 4.06E-03 0.00E+00 1.89E-06 0.00E+00 6.81E-07 370731.00 3753940.00 0.00E+00 2.45E-06 0.00E+00 1.15E-09 0.00E+00 4.12E-10
370751.00 3753940.00 0.00E+00 4.27E-03 0.00E+00 2.02E-06 0.00E+00 7.29E-07 370751.00 3753940.00 0.00E+00 2.58E-06 0.00E+00 1.22E-09 0.00E+00 4.41E-10
370771.00 3753940.00 0.00E+00 4.48E-03 0.00E+00 2.17E-06 0.00E+00 7.82E-07 370771.00 3753940.00 0.00E+00 2.71E-06 0.00E+00 1.31E-09 0.00E+00 4.73E-10
370791.00 3753940.00 0.00E+00 4.71E-03 0.00E+00 2.32E-06 0.00E+00 8.41E-07 370791.00 3753940.00 0.00E+00 2.85E-06 0.00E+00 1.41E-09 0.00E+00 5.09E-10
370811.00 3753940.00 0.00E+00 4.97E-03 0.00E+00 2.48E-06 0.00E+00 9.06E-07 370811.00 3753940.00 0.00E+00 3.00E-06 0.00E+00 1.50E-09 0.00E+00 5.48E-10
370831.00 3753940.00 0.00E+00 5.23E-03 0.00E+00 2.65E-06 0.00E+00 9.79E-07 370831.00 3753940.00 0.00E+00 3.16E-06 0.00E+00 1.60E-09 0.00E+00 5.92E-10
370851.00 3753940.00 0.00E+00 5.47E-03 0.00E+00 2.84E-06 0.00E+00 1.06E-06 370851.00 3753940.00 0.00E+00 3.31E-06 0.00E+00 1.72E-09 0.00E+00 6.41E-10
370871.00 3753940.00 0.00E+00 5.75E-03 0.00E+00 3.03E-06 0.00E+00 1.15E-06 370871.00 3753940.00 0.00E+00 3.48E-06 0.00E+00 1.83E-09 0.00E+00 6.97E-10
370891.00 3753940.00 0.00E+00 6.03E-03 0.00E+00 3.22E-06 0.00E+00 1.25E-06 370891.00 3753940.00 0.00E+00 3.65E-06 0.00E+00 1.95E-09 0.00E+00 7.59E-10
370911.00 3753940.00 0.00E+00 6.33E-03 0.00E+00 3.40E-06 0.00E+00 1.37E-06 370911.00 3753940.00 0.00E+00 3.83E-06 0.00E+00 2.06E-09 0.00E+00 8.29E-10
370931.00 3753940.00 0.00E+00 6.63E-03 0.00E+00 3.58E-06 0.00E+00 1.50E-06 370931.00 3753940.00 0.00E+00 4.01E-06 0.00E+00 2.16E-09 0.00E+00 9.08E-10
370951.00 3753940.00 0.00E+00 6.92E-03 0.00E+00 3.74E-06 0.00E+00 1.65E-06 370951.00 3753940.00 0.00E+00 4.19E-06 0.00E+00 2.26E-09 0.00E+00 9.98E-10
370971.00 3753940.00 0.00E+00 7.20E-03 0.00E+00 3.88E-06 0.00E+00 1.82E-06 370971.00 3753940.00 0.00E+00 4.35E-06 0.00E+00 2.35E-09 0.00E+00 1.10E-09
370991.00 3753940.00 0.00E+00 7.58E-03 0.00E+00 3.96E-06 0.00E+00 2.01E-06 370991.00 3753940.00 0.00E+00 4.58E-06 0.00E+00 2.39E-09 0.00E+00 1.22E-09
371011.00 3753940.00 0.00E+00 7.84E-03 0.00E+00 4.04E-06 0.00E+00 2.22E-06 371011.00 3753940.00 0.00E+00 4.74E-06 0.00E+00 2.45E-09 0.00E+00 1.34E-09
371031.00 3753940.00 0.00E+00 8.05E-03 0.00E+00 4.12E-06 0.00E+00 2.46E-06 371031.00 3753940.00 0.00E+00 4.87E-06 0.00E+00 2.49E-09 0.00E+00 1.49E-09
371051.00 3753940.00 0.00E+00 7.94E-03 0.00E+00 4.21E-06 0.00E+00 2.70E-06 371051.00 3753940.00 0.00E+00 4.80E-06 0.00E+00 2.55E-09 0.00E+00 1.63E-09
371071.00 3753940.00 0.00E+00 7.92E-03 0.00E+00 4.22E-06 0.00E+00 2.97E-06 371071.00 3753940.00 0.00E+00 4.79E-06 0.00E+00 2.55E-09 0.00E+00 1.80E-09
371091.00 3753940.00 0.00E+00 7.95E-03 0.00E+00 4.25E-06 0.00E+00 3.28E-06 371091.00 3753940.00 0.00E+00 4.81E-06 0.00E+00 2.57E-09 0.00E+00 1.99E-09
371111.00 3753940.00 0.00E+00 7.88E-03 0.00E+00 4.26E-06 0.00E+00 3.62E-06 371111.00 3753940.00 0.00E+00 4.77E-06 0.00E+00 2.58E-09 0.00E+00 2.19E-09
371131.00 3753940.00 0.00E+00 7.80E-03 0.00E+00 4.24E-06 0.00E+00 3.97E-06 371131.00 3753940.00 0.00E+00 4.72E-06 0.00E+00 2.57E-09 0.00E+00 2.40E-09
371151.00 3753940.00 0.00E+00 7.54E-03 0.00E+00 4.09E-06 0.00E+00 4.21E-06 371151.00 3753940.00 0.00E+00 4.56E-06 0.00E+00 2.48E-09 0.00E+00 2.55E-09
371171.00 3753940.00 0.00E+00 7.09E-03 0.00E+00 4.04E-06 0.00E+00 4.50E-06 371171.00 3753940.00 0.00E+00 4.29E-06 0.00E+00 2.45E-09 0.00E+00 2.72E-09
371191.00 3753940.00 0.00E+00 6.60E-03 0.00E+00 3.95E-06 0.00E+00 4.71E-06 371191.00 3753940.00 0.00E+00 4.00E-06 0.00E+00 2.39E-09 0.00E+00 2.85E-09
371211.00 3753940.00 0.00E+00 6.09E-03 0.00E+00 3.81E-06 0.00E+00 4.85E-06 371211.00 3753940.00 0.00E+00 3.68E-06 0.00E+00 2.31E-09 0.00E+00 2.93E-09
371231.00 3753940.00 0.00E+00 5.55E-03 0.00E+00 3.67E-06 0.00E+00 4.93E-06 371231.00 3753940.00 0.00E+00 3.36E-06 0.00E+00 2.22E-09 0.00E+00 2.98E-09
371251.00 3753940.00 0.00E+00 5.03E-03 0.00E+00 3.58E-06 0.00E+00 5.02E-06 371251.00 3753940.00 0.00E+00 3.04E-06 0.00E+00 2.17E-09 0.00E+00 3.04E-09
371271.00 3753940.00 0.00E+00 4.53E-03 0.00E+00 3.55E-06 0.00E+00 5.18E-06 371271.00 3753940.00 0.00E+00 2.74E-06 0.00E+00 2.15E-09 0.00E+00 3.13E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371291.00 3753940.00 0.00E+00 4.09E-03 0.00E+00 3.41E-06 0.00E+00 5.12E-06 371291.00 3753940.00 0.00E+00 2.48E-06 0.00E+00 2.07E-09 0.00E+00 3.10E-09
371311.00 3753940.00 0.00E+00 3.72E-03 0.00E+00 3.24E-06 0.00E+00 4.96E-06 371311.00 3753940.00 0.00E+00 2.25E-06 0.00E+00 1.96E-09 0.00E+00 3.00E-09
371331.00 3753940.00 0.00E+00 3.38E-03 0.00E+00 3.06E-06 0.00E+00 4.75E-06 371331.00 3753940.00 0.00E+00 2.05E-06 0.00E+00 1.85E-09 0.00E+00 2.87E-09
371351.00 3753940.00 0.00E+00 3.09E-03 0.00E+00 2.89E-06 0.00E+00 4.50E-06 371351.00 3753940.00 0.00E+00 1.87E-06 0.00E+00 1.75E-09 0.00E+00 2.72E-09
371371.00 3753940.00 0.00E+00 2.83E-03 0.00E+00 2.70E-06 0.00E+00 4.22E-06 371371.00 3753940.00 0.00E+00 1.71E-06 0.00E+00 1.64E-09 0.00E+00 2.55E-09
371391.00 3753940.00 0.00E+00 2.60E-03 0.00E+00 2.53E-06 0.00E+00 3.93E-06 371391.00 3753940.00 0.00E+00 1.58E-06 0.00E+00 1.53E-09 0.00E+00 2.38E-09
371411.00 3753940.00 0.00E+00 2.41E-03 0.00E+00 2.34E-06 0.00E+00 3.60E-06 371411.00 3753940.00 0.00E+00 1.46E-06 0.00E+00 1.42E-09 0.00E+00 2.18E-09
371431.00 3753940.00 0.00E+00 2.24E-03 0.00E+00 2.16E-06 0.00E+00 3.28E-06 371431.00 3753940.00 0.00E+00 1.35E-06 0.00E+00 1.31E-09 0.00E+00 1.98E-09
371451.00 3753940.00 0.00E+00 2.09E-03 0.00E+00 2.01E-06 0.00E+00 2.99E-06 371451.00 3753940.00 0.00E+00 1.26E-06 0.00E+00 1.22E-09 0.00E+00 1.81E-09
371471.00 3753940.00 0.00E+00 1.96E-03 0.00E+00 1.83E-06 0.00E+00 2.66E-06 371471.00 3753940.00 0.00E+00 1.19E-06 0.00E+00 1.11E-09 0.00E+00 1.61E-09
371491.00 3753940.00 0.00E+00 1.85E-03 0.00E+00 1.69E-06 0.00E+00 2.39E-06 371491.00 3753940.00 0.00E+00 1.12E-06 0.00E+00 1.02E-09 0.00E+00 1.44E-09
371511.00 3753940.00 0.00E+00 1.76E-03 0.00E+00 1.56E-06 0.00E+00 2.15E-06 371511.00 3753940.00 0.00E+00 1.07E-06 0.00E+00 9.43E-10 0.00E+00 1.30E-09
371531.00 3753940.00 0.00E+00 1.68E-03 0.00E+00 1.45E-06 0.00E+00 1.94E-06 371531.00 3753940.00 0.00E+00 1.02E-06 0.00E+00 8.75E-10 0.00E+00 1.17E-09
371551.00 3753940.00 0.00E+00 1.61E-03 0.00E+00 1.35E-06 0.00E+00 1.76E-06 371551.00 3753940.00 0.00E+00 9.75E-07 0.00E+00 8.17E-10 0.00E+00 1.06E-09
371571.00 3753940.00 0.00E+00 1.55E-03 0.00E+00 1.26E-06 0.00E+00 1.60E-06 371571.00 3753940.00 0.00E+00 9.39E-07 0.00E+00 7.62E-10 0.00E+00 9.67E-10
371591.00 3753940.00 0.00E+00 1.50E-03 0.00E+00 1.19E-06 0.00E+00 1.48E-06 371591.00 3753940.00 0.00E+00 9.08E-07 0.00E+00 7.22E-10 0.00E+00 8.98E-10
371611.00 3753940.00 0.00E+00 1.45E-03 0.00E+00 1.14E-06 0.00E+00 1.40E-06 371611.00 3753940.00 0.00E+00 8.79E-07 0.00E+00 6.92E-10 0.00E+00 8.45E-10
371631.00 3753940.00 0.00E+00 1.41E-03 0.00E+00 1.09E-06 0.00E+00 1.30E-06 371631.00 3753940.00 0.00E+00 8.55E-07 0.00E+00 6.57E-10 0.00E+00 7.88E-10
371651.00 3753940.00 0.00E+00 1.38E-03 0.00E+00 1.04E-06 0.00E+00 1.22E-06 371651.00 3753940.00 0.00E+00 8.33E-07 0.00E+00 6.27E-10 0.00E+00 7.39E-10
371671.00 3753940.00 0.00E+00 1.34E-03 0.00E+00 9.90E-07 0.00E+00 1.15E-06 371671.00 3753940.00 0.00E+00 8.13E-07 0.00E+00 5.99E-10 0.00E+00 6.97E-10
371691.00 3753940.00 0.00E+00 1.31E-03 0.00E+00 9.48E-07 0.00E+00 1.09E-06 371691.00 3753940.00 0.00E+00 7.95E-07 0.00E+00 5.73E-10 0.00E+00 6.60E-10
371711.00 3753940.00 0.00E+00 1.29E-03 0.00E+00 9.09E-07 0.00E+00 1.04E-06 371711.00 3753940.00 0.00E+00 7.79E-07 0.00E+00 5.50E-10 0.00E+00 6.27E-10
371731.00 3753940.00 0.00E+00 1.26E-03 0.00E+00 8.74E-07 0.00E+00 9.87E-07 371731.00 3753940.00 0.00E+00 7.63E-07 0.00E+00 5.29E-10 0.00E+00 5.97E-10
371751.00 3753940.00 0.00E+00 1.24E-03 0.00E+00 8.41E-07 0.00E+00 9.43E-07 371751.00 3753940.00 0.00E+00 7.48E-07 0.00E+00 5.09E-10 0.00E+00 5.70E-10
371771.00 3753940.00 0.00E+00 1.21E-03 0.00E+00 8.10E-07 0.00E+00 9.02E-07 371771.00 3753940.00 0.00E+00 7.35E-07 0.00E+00 4.90E-10 0.00E+00 5.46E-10
371791.00 3753940.00 0.00E+00 1.19E-03 0.00E+00 7.81E-07 0.00E+00 8.65E-07 371791.00 3753940.00 0.00E+00 7.22E-07 0.00E+00 4.73E-10 0.00E+00 5.23E-10
371811.00 3753940.00 0.00E+00 1.17E-03 0.00E+00 7.54E-07 0.00E+00 8.30E-07 371811.00 3753940.00 0.00E+00 7.09E-07 0.00E+00 4.56E-10 0.00E+00 5.02E-10
371831.00 3753940.00 0.00E+00 1.15E-03 0.00E+00 7.28E-07 0.00E+00 7.98E-07 371831.00 3753940.00 0.00E+00 6.97E-07 0.00E+00 4.41E-10 0.00E+00 4.83E-10
370571.00 3753960.00 0.00E+00 2.85E-03 0.00E+00 1.23E-06 0.00E+00 4.36E-07 370571.00 3753960.00 0.00E+00 1.72E-06 0.00E+00 7.42E-10 0.00E+00 2.64E-10
370591.00 3753960.00 0.00E+00 2.99E-03 0.00E+00 1.30E-06 0.00E+00 4.60E-07 370591.00 3753960.00 0.00E+00 1.81E-06 0.00E+00 7.86E-10 0.00E+00 2.79E-10
370611.00 3753960.00 0.00E+00 3.13E-03 0.00E+00 1.38E-06 0.00E+00 4.86E-07 370611.00 3753960.00 0.00E+00 1.90E-06 0.00E+00 8.33E-10 0.00E+00 2.94E-10
370631.00 3753960.00 0.00E+00 3.29E-03 0.00E+00 1.46E-06 0.00E+00 5.14E-07 370631.00 3753960.00 0.00E+00 1.99E-06 0.00E+00 8.85E-10 0.00E+00 3.11E-10
370651.00 3753960.00 0.00E+00 3.46E-03 0.00E+00 1.56E-06 0.00E+00 5.45E-07 370651.00 3753960.00 0.00E+00 2.09E-06 0.00E+00 9.44E-10 0.00E+00 3.30E-10
370671.00 3753960.00 0.00E+00 3.64E-03 0.00E+00 1.66E-06 0.00E+00 5.79E-07 370671.00 3753960.00 0.00E+00 2.20E-06 0.00E+00 1.01E-09 0.00E+00 3.50E-10
370691.00 3753960.00 0.00E+00 3.83E-03 0.00E+00 1.77E-06 0.00E+00 6.15E-07 370691.00 3753960.00 0.00E+00 2.32E-06 0.00E+00 1.07E-09 0.00E+00 3.72E-10
370711.00 3753960.00 0.00E+00 4.03E-03 0.00E+00 1.90E-06 0.00E+00 6.56E-07 370711.00 3753960.00 0.00E+00 2.44E-06 0.00E+00 1.15E-09 0.00E+00 3.97E-10
370731.00 3753960.00 0.00E+00 4.25E-03 0.00E+00 2.04E-06 0.00E+00 7.02E-07 370731.00 3753960.00 0.00E+00 2.57E-06 0.00E+00 1.23E-09 0.00E+00 4.25E-10
370751.00 3753960.00 0.00E+00 4.48E-03 0.00E+00 2.20E-06 0.00E+00 7.53E-07 370751.00 3753960.00 0.00E+00 2.71E-06 0.00E+00 1.33E-09 0.00E+00 4.56E-10
370771.00 3753960.00 0.00E+00 4.73E-03 0.00E+00 2.36E-06 0.00E+00 8.09E-07 370771.00 3753960.00 0.00E+00 2.86E-06 0.00E+00 1.43E-09 0.00E+00 4.90E-10
370791.00 3753960.00 0.00E+00 4.99E-03 0.00E+00 2.55E-06 0.00E+00 8.72E-07 370791.00 3753960.00 0.00E+00 3.02E-06 0.00E+00 1.54E-09 0.00E+00 5.28E-10
370811.00 3753960.00 0.00E+00 5.27E-03 0.00E+00 2.75E-06 0.00E+00 9.42E-07 370811.00 3753960.00 0.00E+00 3.19E-06 0.00E+00 1.66E-09 0.00E+00 5.70E-10
370831.00 3753960.00 0.00E+00 5.58E-03 0.00E+00 2.96E-06 0.00E+00 1.02E-06 370831.00 3753960.00 0.00E+00 3.37E-06 0.00E+00 1.79E-09 0.00E+00 6.17E-10
370851.00 3753960.00 0.00E+00 5.86E-03 0.00E+00 3.21E-06 0.00E+00 1.11E-06 370851.00 3753960.00 0.00E+00 3.55E-06 0.00E+00 1.95E-09 0.00E+00 6.70E-10
370871.00 3753960.00 0.00E+00 6.18E-03 0.00E+00 3.46E-06 0.00E+00 1.21E-06 370871.00 3753960.00 0.00E+00 3.74E-06 0.00E+00 2.09E-09 0.00E+00 7.31E-10
370891.00 3753960.00 0.00E+00 6.52E-03 0.00E+00 3.71E-06 0.00E+00 1.32E-06 370891.00 3753960.00 0.00E+00 3.95E-06 0.00E+00 2.24E-09 0.00E+00 7.99E-10
370911.00 3753960.00 0.00E+00 6.88E-03 0.00E+00 3.96E-06 0.00E+00 1.45E-06 370911.00 3753960.00 0.00E+00 4.16E-06 0.00E+00 2.40E-09 0.00E+00 8.77E-10
370931.00 3753960.00 0.00E+00 7.25E-03 0.00E+00 4.20E-06 0.00E+00 1.60E-06 370931.00 3753960.00 0.00E+00 4.39E-06 0.00E+00 2.54E-09 0.00E+00 9.65E-10
370951.00 3753960.00 0.00E+00 7.63E-03 0.00E+00 4.43E-06 0.00E+00 1.76E-06 370951.00 3753960.00 0.00E+00 4.62E-06 0.00E+00 2.68E-09 0.00E+00 1.07E-09
370971.00 3753960.00 0.00E+00 8.00E-03 0.00E+00 4.62E-06 0.00E+00 1.96E-06 370971.00 3753960.00 0.00E+00 4.84E-06 0.00E+00 2.80E-09 0.00E+00 1.18E-09
370991.00 3753960.00 0.00E+00 8.36E-03 0.00E+00 4.79E-06 0.00E+00 2.18E-06 370991.00 3753960.00 0.00E+00 5.06E-06 0.00E+00 2.90E-09 0.00E+00 1.32E-09
371011.00 3753960.00 0.00E+00 8.65E-03 0.00E+00 4.91E-06 0.00E+00 2.42E-06 371011.00 3753960.00 0.00E+00 5.23E-06 0.00E+00 2.97E-09 0.00E+00 1.47E-09
371031.00 3753960.00 0.00E+00 8.90E-03 0.00E+00 5.00E-06 0.00E+00 2.70E-06 371031.00 3753960.00 0.00E+00 5.39E-06 0.00E+00 3.02E-09 0.00E+00 1.64E-09
371051.00 3753960.00 0.00E+00 9.09E-03 0.00E+00 5.04E-06 0.00E+00 3.02E-06 371051.00 3753960.00 0.00E+00 5.50E-06 0.00E+00 3.05E-09 0.00E+00 1.83E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371071.00 3753960.00 0.00E+00 9.22E-03 0.00E+00 5.07E-06 0.00E+00 3.37E-06 371071.00 3753960.00 0.00E+00 5.58E-06 0.00E+00 3.07E-09 0.00E+00 2.04E-09
371091.00 3753960.00 0.00E+00 9.35E-03 0.00E+00 5.12E-06 0.00E+00 3.79E-06 371091.00 3753960.00 0.00E+00 5.66E-06 0.00E+00 3.10E-09 0.00E+00 2.29E-09
371111.00 3753960.00 0.00E+00 9.35E-03 0.00E+00 5.13E-06 0.00E+00 4.24E-06 371111.00 3753960.00 0.00E+00 5.66E-06 0.00E+00 3.10E-09 0.00E+00 2.57E-09
371131.00 3753960.00 0.00E+00 9.32E-03 0.00E+00 5.12E-06 0.00E+00 4.73E-06 371131.00 3753960.00 0.00E+00 5.64E-06 0.00E+00 3.10E-09 0.00E+00 2.86E-09
371151.00 3753960.00 0.00E+00 9.06E-03 0.00E+00 4.93E-06 0.00E+00 5.09E-06 371151.00 3753960.00 0.00E+00 5.48E-06 0.00E+00 2.98E-09 0.00E+00 3.08E-09
371171.00 3753960.00 0.00E+00 8.53E-03 0.00E+00 4.88E-06 0.00E+00 5.51E-06 371171.00 3753960.00 0.00E+00 5.16E-06 0.00E+00 2.95E-09 0.00E+00 3.33E-09
371191.00 3753960.00 0.00E+00 7.88E-03 0.00E+00 4.83E-06 0.00E+00 5.92E-06 371191.00 3753960.00 0.00E+00 4.77E-06 0.00E+00 2.92E-09 0.00E+00 3.58E-09
371211.00 3753960.00 0.00E+00 7.19E-03 0.00E+00 4.76E-06 0.00E+00 6.26E-06 371211.00 3753960.00 0.00E+00 4.35E-06 0.00E+00 2.88E-09 0.00E+00 3.79E-09
371231.00 3753960.00 0.00E+00 6.52E-03 0.00E+00 4.39E-06 0.00E+00 6.12E-06 371231.00 3753960.00 0.00E+00 3.95E-06 0.00E+00 2.66E-09 0.00E+00 3.70E-09
371251.00 3753960.00 0.00E+00 5.86E-03 0.00E+00 4.28E-06 0.00E+00 6.26E-06 371251.00 3753960.00 0.00E+00 3.55E-06 0.00E+00 2.59E-09 0.00E+00 3.79E-09
371271.00 3753960.00 0.00E+00 5.26E-03 0.00E+00 4.35E-06 0.00E+00 6.60E-06 371271.00 3753960.00 0.00E+00 3.18E-06 0.00E+00 2.63E-09 0.00E+00 3.99E-09
371291.00 3753960.00 0.00E+00 4.72E-03 0.00E+00 4.18E-06 0.00E+00 6.53E-06 371291.00 3753960.00 0.00E+00 2.86E-06 0.00E+00 2.53E-09 0.00E+00 3.95E-09
371311.00 3753960.00 0.00E+00 4.26E-03 0.00E+00 3.96E-06 0.00E+00 6.30E-06 371311.00 3753960.00 0.00E+00 2.58E-06 0.00E+00 2.39E-09 0.00E+00 3.81E-09
371331.00 3753960.00 0.00E+00 3.85E-03 0.00E+00 3.73E-06 0.00E+00 6.00E-06 371331.00 3753960.00 0.00E+00 2.33E-06 0.00E+00 2.26E-09 0.00E+00 3.63E-09
371351.00 3753960.00 0.00E+00 3.49E-03 0.00E+00 3.50E-06 0.00E+00 5.66E-06 371351.00 3753960.00 0.00E+00 2.11E-06 0.00E+00 2.12E-09 0.00E+00 3.43E-09
371371.00 3753960.00 0.00E+00 3.19E-03 0.00E+00 3.27E-06 0.00E+00 5.27E-06 371371.00 3753960.00 0.00E+00 1.93E-06 0.00E+00 1.98E-09 0.00E+00 3.19E-09
371391.00 3753960.00 0.00E+00 2.92E-03 0.00E+00 3.05E-06 0.00E+00 4.88E-06 371391.00 3753960.00 0.00E+00 1.77E-06 0.00E+00 1.85E-09 0.00E+00 2.95E-09
371411.00 3753960.00 0.00E+00 2.70E-03 0.00E+00 2.81E-06 0.00E+00 4.43E-06 371411.00 3753960.00 0.00E+00 1.64E-06 0.00E+00 1.70E-09 0.00E+00 2.68E-09
371431.00 3753960.00 0.00E+00 2.52E-03 0.00E+00 2.57E-06 0.00E+00 3.99E-06 371431.00 3753960.00 0.00E+00 1.52E-06 0.00E+00 1.56E-09 0.00E+00 2.41E-09
371451.00 3753960.00 0.00E+00 2.36E-03 0.00E+00 2.38E-06 0.00E+00 3.62E-06 371451.00 3753960.00 0.00E+00 1.43E-06 0.00E+00 1.44E-09 0.00E+00 2.19E-09
371471.00 3753960.00 0.00E+00 2.22E-03 0.00E+00 2.19E-06 0.00E+00 3.24E-06 371471.00 3753960.00 0.00E+00 1.35E-06 0.00E+00 1.33E-09 0.00E+00 1.96E-09
371491.00 3753960.00 0.00E+00 2.12E-03 0.00E+00 2.00E-06 0.00E+00 2.87E-06 371491.00 3753960.00 0.00E+00 1.28E-06 0.00E+00 1.21E-09 0.00E+00 1.74E-09
371511.00 3753960.00 0.00E+00 2.02E-03 0.00E+00 1.84E-06 0.00E+00 2.56E-06 371511.00 3753960.00 0.00E+00 1.22E-06 0.00E+00 1.11E-09 0.00E+00 1.55E-09
371531.00 3753960.00 0.00E+00 1.94E-03 0.00E+00 1.70E-06 0.00E+00 2.30E-06 371531.00 3753960.00 0.00E+00 1.18E-06 0.00E+00 1.03E-09 0.00E+00 1.39E-09
371551.00 3753960.00 0.00E+00 1.88E-03 0.00E+00 1.58E-06 0.00E+00 2.09E-06 371551.00 3753960.00 0.00E+00 1.14E-06 0.00E+00 9.56E-10 0.00E+00 1.26E-09
371571.00 3753960.00 0.00E+00 1.82E-03 0.00E+00 1.46E-06 0.00E+00 1.87E-06 371571.00 3753960.00 0.00E+00 1.10E-06 0.00E+00 8.83E-10 0.00E+00 1.13E-09
371591.00 3753960.00 0.00E+00 1.77E-03 0.00E+00 1.39E-06 0.00E+00 1.75E-06 371591.00 3753960.00 0.00E+00 1.07E-06 0.00E+00 8.40E-10 0.00E+00 1.06E-09
371611.00 3753960.00 0.00E+00 1.72E-03 0.00E+00 1.33E-06 0.00E+00 1.65E-06 371611.00 3753960.00 0.00E+00 1.04E-06 0.00E+00 8.04E-10 0.00E+00 9.98E-10
371631.00 3753960.00 0.00E+00 1.68E-03 0.00E+00 1.26E-06 0.00E+00 1.55E-06 371631.00 3753960.00 0.00E+00 1.02E-06 0.00E+00 7.64E-10 0.00E+00 9.35E-10
371651.00 3753960.00 0.00E+00 1.64E-03 0.00E+00 1.20E-06 0.00E+00 1.45E-06 371651.00 3753960.00 0.00E+00 9.92E-07 0.00E+00 7.29E-10 0.00E+00 8.80E-10
371671.00 3753960.00 0.00E+00 1.60E-03 0.00E+00 1.15E-06 0.00E+00 1.38E-06 371671.00 3753960.00 0.00E+00 9.70E-07 0.00E+00 6.96E-10 0.00E+00 8.32E-10
371691.00 3753960.00 0.00E+00 1.57E-03 0.00E+00 1.10E-06 0.00E+00 1.30E-06 371691.00 3753960.00 0.00E+00 9.50E-07 0.00E+00 6.66E-10 0.00E+00 7.89E-10
371711.00 3753960.00 0.00E+00 1.54E-03 0.00E+00 1.05E-06 0.00E+00 1.24E-06 371711.00 3753960.00 0.00E+00 9.30E-07 0.00E+00 6.38E-10 0.00E+00 7.51E-10
371731.00 3753960.00 0.00E+00 1.51E-03 0.00E+00 1.01E-06 0.00E+00 1.18E-06 371731.00 3753960.00 0.00E+00 9.12E-07 0.00E+00 6.13E-10 0.00E+00 7.15E-10
371751.00 3753960.00 0.00E+00 1.48E-03 0.00E+00 9.72E-07 0.00E+00 1.13E-06 371751.00 3753960.00 0.00E+00 8.94E-07 0.00E+00 5.88E-10 0.00E+00 6.83E-10
371771.00 3753960.00 0.00E+00 1.45E-03 0.00E+00 9.35E-07 0.00E+00 1.08E-06 371771.00 3753960.00 0.00E+00 8.76E-07 0.00E+00 5.66E-10 0.00E+00 6.53E-10
371791.00 3753960.00 0.00E+00 1.42E-03 0.00E+00 8.99E-07 0.00E+00 1.03E-06 371791.00 3753960.00 0.00E+00 8.60E-07 0.00E+00 5.44E-10 0.00E+00 6.24E-10
371811.00 3753960.00 0.00E+00 1.39E-03 0.00E+00 8.66E-07 0.00E+00 9.88E-07 371811.00 3753960.00 0.00E+00 8.43E-07 0.00E+00 5.24E-10 0.00E+00 5.98E-10
371831.00 3753960.00 0.00E+00 1.37E-03 0.00E+00 8.34E-07 0.00E+00 9.47E-07 371831.00 3753960.00 0.00E+00 8.27E-07 0.00E+00 5.05E-10 0.00E+00 5.73E-10
370571.00 3753980.00 0.00E+00 2.94E-03 0.00E+00 1.28E-06 0.00E+00 4.46E-07 370571.00 3753980.00 0.00E+00 1.78E-06 0.00E+00 7.76E-10 0.00E+00 2.70E-10
370591.00 3753980.00 0.00E+00 3.08E-03 0.00E+00 1.36E-06 0.00E+00 4.71E-07 370591.00 3753980.00 0.00E+00 1.86E-06 0.00E+00 8.24E-10 0.00E+00 2.85E-10
370611.00 3753980.00 0.00E+00 3.24E-03 0.00E+00 1.45E-06 0.00E+00 4.97E-07 370611.00 3753980.00 0.00E+00 1.96E-06 0.00E+00 8.77E-10 0.00E+00 3.01E-10
370631.00 3753980.00 0.00E+00 3.40E-03 0.00E+00 1.55E-06 0.00E+00 5.27E-07 370631.00 3753980.00 0.00E+00 2.06E-06 0.00E+00 9.36E-10 0.00E+00 3.19E-10
370651.00 3753980.00 0.00E+00 3.57E-03 0.00E+00 1.66E-06 0.00E+00 5.59E-07 370651.00 3753980.00 0.00E+00 2.16E-06 0.00E+00 1.00E-09 0.00E+00 3.39E-10
370671.00 3753980.00 0.00E+00 3.77E-03 0.00E+00 1.77E-06 0.00E+00 5.95E-07 370671.00 3753980.00 0.00E+00 2.28E-06 0.00E+00 1.07E-09 0.00E+00 3.60E-10
370691.00 3753980.00 0.00E+00 3.98E-03 0.00E+00 1.90E-06 0.00E+00 6.33E-07 370691.00 3753980.00 0.00E+00 2.41E-06 0.00E+00 1.15E-09 0.00E+00 3.83E-10
370711.00 3753980.00 0.00E+00 4.21E-03 0.00E+00 2.04E-06 0.00E+00 6.75E-07 370711.00 3753980.00 0.00E+00 2.55E-06 0.00E+00 1.23E-09 0.00E+00 4.09E-10
370731.00 3753980.00 0.00E+00 4.45E-03 0.00E+00 2.20E-06 0.00E+00 7.23E-07 370731.00 3753980.00 0.00E+00 2.69E-06 0.00E+00 1.33E-09 0.00E+00 4.38E-10
370751.00 3753980.00 0.00E+00 4.70E-03 0.00E+00 2.38E-06 0.00E+00 7.77E-07 370751.00 3753980.00 0.00E+00 2.84E-06 0.00E+00 1.44E-09 0.00E+00 4.70E-10
370771.00 3753980.00 0.00E+00 4.98E-03 0.00E+00 2.59E-06 0.00E+00 8.37E-07 370771.00 3753980.00 0.00E+00 3.01E-06 0.00E+00 1.56E-09 0.00E+00 5.06E-10
370791.00 3753980.00 0.00E+00 5.28E-03 0.00E+00 2.81E-06 0.00E+00 9.03E-07 370791.00 3753980.00 0.00E+00 3.19E-06 0.00E+00 1.70E-09 0.00E+00 5.46E-10
370811.00 3753980.00 0.00E+00 5.59E-03 0.00E+00 3.06E-06 0.00E+00 9.78E-07 370811.00 3753980.00 0.00E+00 3.38E-06 0.00E+00 1.85E-09 0.00E+00 5.92E-10
370831.00 3753980.00 0.00E+00 5.94E-03 0.00E+00 3.33E-06 0.00E+00 1.06E-06 370831.00 3753980.00 0.00E+00 3.59E-06 0.00E+00 2.02E-09 0.00E+00 6.43E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370851.00 3753980.00 0.00E+00 6.26E-03 0.00E+00 3.66E-06 0.00E+00 1.16E-06 370851.00 3753980.00 0.00E+00 3.79E-06 0.00E+00 2.21E-09 0.00E+00 7.00E-10
370871.00 3753980.00 0.00E+00 6.64E-03 0.00E+00 3.99E-06 0.00E+00 1.26E-06 370871.00 3753980.00 0.00E+00 4.01E-06 0.00E+00 2.41E-09 0.00E+00 7.65E-10
370891.00 3753980.00 0.00E+00 7.04E-03 0.00E+00 4.33E-06 0.00E+00 1.39E-06 370891.00 3753980.00 0.00E+00 4.26E-06 0.00E+00 2.62E-09 0.00E+00 8.39E-10
370911.00 3753980.00 0.00E+00 7.48E-03 0.00E+00 4.68E-06 0.00E+00 1.53E-06 370911.00 3753980.00 0.00E+00 4.52E-06 0.00E+00 2.83E-09 0.00E+00 9.25E-10
370931.00 3753980.00 0.00E+00 7.94E-03 0.00E+00 5.02E-06 0.00E+00 1.69E-06 370931.00 3753980.00 0.00E+00 4.80E-06 0.00E+00 3.04E-09 0.00E+00 1.02E-09
370951.00 3753980.00 0.00E+00 8.40E-03 0.00E+00 5.34E-06 0.00E+00 1.88E-06 370951.00 3753980.00 0.00E+00 5.09E-06 0.00E+00 3.23E-09 0.00E+00 1.14E-09
370971.00 3753980.00 0.00E+00 8.88E-03 0.00E+00 5.62E-06 0.00E+00 2.10E-06 370971.00 3753980.00 0.00E+00 5.38E-06 0.00E+00 3.40E-09 0.00E+00 1.27E-09
370991.00 3753980.00 0.00E+00 9.36E-03 0.00E+00 5.86E-06 0.00E+00 2.36E-06 370991.00 3753980.00 0.00E+00 5.67E-06 0.00E+00 3.54E-09 0.00E+00 1.43E-09
371011.00 3753980.00 0.00E+00 9.83E-03 0.00E+00 6.03E-06 0.00E+00 2.65E-06 371011.00 3753980.00 0.00E+00 5.95E-06 0.00E+00 3.65E-09 0.00E+00 1.61E-09
371031.00 3753980.00 0.00E+00 1.04E-02 0.00E+00 6.20E-06 0.00E+00 3.02E-06 371031.00 3753980.00 0.00E+00 6.30E-06 0.00E+00 3.75E-09 0.00E+00 1.83E-09
371051.00 3753980.00 0.00E+00 1.08E-02 0.00E+00 6.28E-06 0.00E+00 3.43E-06 371051.00 3753980.00 0.00E+00 6.54E-06 0.00E+00 3.80E-09 0.00E+00 2.07E-09
371071.00 3753980.00 0.00E+00 1.08E-02 0.00E+00 6.22E-06 0.00E+00 3.84E-06 371071.00 3753980.00 0.00E+00 6.54E-06 0.00E+00 3.77E-09 0.00E+00 2.32E-09
371091.00 3753980.00 0.00E+00 1.11E-02 0.00E+00 6.28E-06 0.00E+00 4.40E-06 371091.00 3753980.00 0.00E+00 6.71E-06 0.00E+00 3.80E-09 0.00E+00 2.66E-09
371111.00 3753980.00 0.00E+00 1.12E-02 0.00E+00 6.32E-06 0.00E+00 5.02E-06 371111.00 3753980.00 0.00E+00 6.79E-06 0.00E+00 3.82E-09 0.00E+00 3.04E-09
371131.00 3753980.00 0.00E+00 1.13E-02 0.00E+00 6.32E-06 0.00E+00 5.71E-06 371131.00 3753980.00 0.00E+00 6.83E-06 0.00E+00 3.83E-09 0.00E+00 3.46E-09
371151.00 3753980.00 0.00E+00 1.11E-02 0.00E+00 6.05E-06 0.00E+00 6.24E-06 371151.00 3753980.00 0.00E+00 6.71E-06 0.00E+00 3.66E-09 0.00E+00 3.78E-09
371171.00 3753980.00 0.00E+00 1.05E-02 0.00E+00 5.99E-06 0.00E+00 6.85E-06 371171.00 3753980.00 0.00E+00 6.34E-06 0.00E+00 3.62E-09 0.00E+00 4.14E-09
371191.00 3753980.00 0.00E+00 9.58E-03 0.00E+00 6.07E-06 0.00E+00 7.60E-06 371191.00 3753980.00 0.00E+00 5.80E-06 0.00E+00 3.67E-09 0.00E+00 4.60E-09
371211.00 3753980.00 0.00E+00 8.73E-03 0.00E+00 5.94E-06 0.00E+00 8.05E-06 371211.00 3753980.00 0.00E+00 5.28E-06 0.00E+00 3.59E-09 0.00E+00 4.87E-09
371231.00 3753980.00 0.00E+00 7.90E-03 0.00E+00 5.49E-06 0.00E+00 7.93E-06 371231.00 3753980.00 0.00E+00 4.78E-06 0.00E+00 3.32E-09 0.00E+00 4.80E-09
371251.00 3753980.00 0.00E+00 7.05E-03 0.00E+00 5.47E-06 0.00E+00 8.29E-06 371251.00 3753980.00 0.00E+00 4.26E-06 0.00E+00 3.31E-09 0.00E+00 5.02E-09
371271.00 3753980.00 0.00E+00 6.21E-03 0.00E+00 5.46E-06 0.00E+00 8.63E-06 371271.00 3753980.00 0.00E+00 3.76E-06 0.00E+00 3.31E-09 0.00E+00 5.22E-09
371291.00 3753980.00 0.00E+00 5.51E-03 0.00E+00 5.29E-06 0.00E+00 8.58E-06 371291.00 3753980.00 0.00E+00 3.34E-06 0.00E+00 3.20E-09 0.00E+00 5.19E-09
371311.00 3753980.00 0.00E+00 4.93E-03 0.00E+00 5.00E-06 0.00E+00 8.25E-06 371311.00 3753980.00 0.00E+00 2.98E-06 0.00E+00 3.02E-09 0.00E+00 4.99E-09
371331.00 3753980.00 0.00E+00 4.42E-03 0.00E+00 4.73E-06 0.00E+00 7.88E-06 371331.00 3753980.00 0.00E+00 2.67E-06 0.00E+00 2.86E-09 0.00E+00 4.77E-09
371351.00 3753980.00 0.00E+00 3.99E-03 0.00E+00 4.44E-06 0.00E+00 7.42E-06 371351.00 3753980.00 0.00E+00 2.41E-06 0.00E+00 2.69E-09 0.00E+00 4.49E-09
371371.00 3753980.00 0.00E+00 3.63E-03 0.00E+00 4.12E-06 0.00E+00 6.85E-06 371371.00 3753980.00 0.00E+00 2.20E-06 0.00E+00 2.49E-09 0.00E+00 4.15E-09
371391.00 3753980.00 0.00E+00 3.34E-03 0.00E+00 3.81E-06 0.00E+00 6.27E-06 371391.00 3753980.00 0.00E+00 2.02E-06 0.00E+00 2.31E-09 0.00E+00 3.80E-09
371411.00 3753980.00 0.00E+00 3.10E-03 0.00E+00 3.47E-06 0.00E+00 5.61E-06 371411.00 3753980.00 0.00E+00 1.87E-06 0.00E+00 2.10E-09 0.00E+00 3.39E-09
371431.00 3753980.00 0.00E+00 2.90E-03 0.00E+00 3.17E-06 0.00E+00 5.00E-06 371431.00 3753980.00 0.00E+00 1.76E-06 0.00E+00 1.92E-09 0.00E+00 3.03E-09
371451.00 3753980.00 0.00E+00 2.74E-03 0.00E+00 2.85E-06 0.00E+00 4.38E-06 371451.00 3753980.00 0.00E+00 1.66E-06 0.00E+00 1.73E-09 0.00E+00 2.65E-09
371471.00 3753980.00 0.00E+00 2.62E-03 0.00E+00 2.56E-06 0.00E+00 3.81E-06 371471.00 3753980.00 0.00E+00 1.58E-06 0.00E+00 1.55E-09 0.00E+00 2.30E-09
371491.00 3753980.00 0.00E+00 2.51E-03 0.00E+00 2.34E-06 0.00E+00 3.37E-06 371491.00 3753980.00 0.00E+00 1.52E-06 0.00E+00 1.41E-09 0.00E+00 2.04E-09
371511.00 3753980.00 0.00E+00 2.42E-03 0.00E+00 2.15E-06 0.00E+00 3.01E-06 371511.00 3753980.00 0.00E+00 1.46E-06 0.00E+00 1.30E-09 0.00E+00 1.82E-09
371531.00 3753980.00 0.00E+00 2.34E-03 0.00E+00 1.99E-06 0.00E+00 2.72E-06 371531.00 3753980.00 0.00E+00 1.41E-06 0.00E+00 1.20E-09 0.00E+00 1.64E-09
371551.00 3753980.00 0.00E+00 2.27E-03 0.00E+00 1.86E-06 0.00E+00 2.48E-06 371551.00 3753980.00 0.00E+00 1.37E-06 0.00E+00 1.12E-09 0.00E+00 1.50E-09
371571.00 3753980.00 0.00E+00 2.21E-03 0.00E+00 1.74E-06 0.00E+00 2.28E-06 371571.00 3753980.00 0.00E+00 1.34E-06 0.00E+00 1.05E-09 0.00E+00 1.38E-09
371591.00 3753980.00 0.00E+00 2.15E-03 0.00E+00 1.66E-06 0.00E+00 2.14E-06 371591.00 3753980.00 0.00E+00 1.30E-06 0.00E+00 1.00E-09 0.00E+00 1.30E-09
371611.00 3753980.00 0.00E+00 2.10E-03 0.00E+00 1.59E-06 0.00E+00 2.02E-06 371611.00 3753980.00 0.00E+00 1.27E-06 0.00E+00 9.60E-10 0.00E+00 1.23E-09
371631.00 3753980.00 0.00E+00 2.05E-03 0.00E+00 1.51E-06 0.00E+00 1.90E-06 371631.00 3753980.00 0.00E+00 1.24E-06 0.00E+00 9.11E-10 0.00E+00 1.15E-09
371651.00 3753980.00 0.00E+00 2.00E-03 0.00E+00 1.43E-06 0.00E+00 1.79E-06 371651.00 3753980.00 0.00E+00 1.21E-06 0.00E+00 8.67E-10 0.00E+00 1.08E-09
371671.00 3753980.00 0.00E+00 1.96E-03 0.00E+00 1.36E-06 0.00E+00 1.69E-06 371671.00 3753980.00 0.00E+00 1.18E-06 0.00E+00 8.25E-10 0.00E+00 1.02E-09
371691.00 3753980.00 0.00E+00 1.91E-03 0.00E+00 1.30E-06 0.00E+00 1.60E-06 371691.00 3753980.00 0.00E+00 1.16E-06 0.00E+00 7.88E-10 0.00E+00 9.71E-10
371711.00 3753980.00 0.00E+00 1.87E-03 0.00E+00 1.24E-06 0.00E+00 1.52E-06 371711.00 3753980.00 0.00E+00 1.13E-06 0.00E+00 7.53E-10 0.00E+00 9.21E-10
371731.00 3753980.00 0.00E+00 1.83E-03 0.00E+00 1.19E-06 0.00E+00 1.45E-06 371731.00 3753980.00 0.00E+00 1.11E-06 0.00E+00 7.20E-10 0.00E+00 8.75E-10
371751.00 3753980.00 0.00E+00 1.79E-03 0.00E+00 1.14E-06 0.00E+00 1.38E-06 371751.00 3753980.00 0.00E+00 1.08E-06 0.00E+00 6.89E-10 0.00E+00 8.33E-10
371771.00 3753980.00 0.00E+00 1.75E-03 0.00E+00 1.09E-06 0.00E+00 1.31E-06 371771.00 3753980.00 0.00E+00 1.06E-06 0.00E+00 6.60E-10 0.00E+00 7.93E-10
371791.00 3753980.00 0.00E+00 1.71E-03 0.00E+00 1.05E-06 0.00E+00 1.25E-06 371791.00 3753980.00 0.00E+00 1.04E-06 0.00E+00 6.33E-10 0.00E+00 7.55E-10
371811.00 3753980.00 0.00E+00 1.67E-03 0.00E+00 1.00E-06 0.00E+00 1.19E-06 371811.00 3753980.00 0.00E+00 1.01E-06 0.00E+00 6.07E-10 0.00E+00 7.20E-10
371831.00 3753980.00 0.00E+00 1.64E-03 0.00E+00 9.63E-07 0.00E+00 1.14E-06 371831.00 3753980.00 0.00E+00 9.90E-07 0.00E+00 5.83E-10 0.00E+00 6.87E-10
370571.00 3754000.00 0.00E+00 3.02E-03 0.00E+00 1.34E-06 0.00E+00 4.55E-07 370571.00 3754000.00 0.00E+00 1.83E-06 0.00E+00 8.11E-10 0.00E+00 2.75E-10
370591.00 3754000.00 0.00E+00 3.18E-03 0.00E+00 1.43E-06 0.00E+00 4.81E-07 370591.00 3754000.00 0.00E+00 1.92E-06 0.00E+00 8.64E-10 0.00E+00 2.91E-10
370611.00 3754000.00 0.00E+00 3.34E-03 0.00E+00 1.52E-06 0.00E+00 5.08E-07 370611.00 3754000.00 0.00E+00 2.02E-06 0.00E+00 9.22E-10 0.00E+00 3.08E-10
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CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370631.00 3754000.00 0.00E+00 3.52E-03 0.00E+00 1.63E-06 0.00E+00 5.39E-07 370631.00 3754000.00 0.00E+00 2.13E-06 0.00E+00 9.87E-10 0.00E+00 3.26E-10
370651.00 3754000.00 0.00E+00 3.71E-03 0.00E+00 1.75E-06 0.00E+00 5.73E-07 370651.00 3754000.00 0.00E+00 2.24E-06 0.00E+00 1.06E-09 0.00E+00 3.47E-10
370671.00 3754000.00 0.00E+00 3.91E-03 0.00E+00 1.88E-06 0.00E+00 6.10E-07 370671.00 3754000.00 0.00E+00 2.37E-06 0.00E+00 1.14E-09 0.00E+00 3.69E-10
370691.00 3754000.00 0.00E+00 4.14E-03 0.00E+00 2.03E-06 0.00E+00 6.50E-07 370691.00 3754000.00 0.00E+00 2.51E-06 0.00E+00 1.23E-09 0.00E+00 3.93E-10
370711.00 3754000.00 0.00E+00 4.38E-03 0.00E+00 2.19E-06 0.00E+00 6.95E-07 370711.00 3754000.00 0.00E+00 2.65E-06 0.00E+00 1.33E-09 0.00E+00 4.21E-10
370731.00 3754000.00 0.00E+00 4.64E-03 0.00E+00 2.38E-06 0.00E+00 7.46E-07 370731.00 3754000.00 0.00E+00 2.81E-06 0.00E+00 1.44E-09 0.00E+00 4.51E-10
370751.00 3754000.00 0.00E+00 4.93E-03 0.00E+00 2.59E-06 0.00E+00 8.01E-07 370751.00 3754000.00 0.00E+00 2.98E-06 0.00E+00 1.57E-09 0.00E+00 4.85E-10
370771.00 3754000.00 0.00E+00 5.24E-03 0.00E+00 2.82E-06 0.00E+00 8.63E-07 370771.00 3754000.00 0.00E+00 3.17E-06 0.00E+00 1.71E-09 0.00E+00 5.22E-10
370791.00 3754000.00 0.00E+00 5.57E-03 0.00E+00 3.09E-06 0.00E+00 9.32E-07 370791.00 3754000.00 0.00E+00 3.37E-06 0.00E+00 1.87E-09 0.00E+00 5.64E-10
370811.00 3754000.00 0.00E+00 5.93E-03 0.00E+00 3.41E-06 0.00E+00 1.01E-06 370811.00 3754000.00 0.00E+00 3.59E-06 0.00E+00 2.06E-09 0.00E+00 6.13E-10
370831.00 3754000.00 0.00E+00 6.31E-03 0.00E+00 3.77E-06 0.00E+00 1.10E-06 370831.00 3754000.00 0.00E+00 3.82E-06 0.00E+00 2.28E-09 0.00E+00 6.68E-10
370851.00 3754000.00 0.00E+00 6.68E-03 0.00E+00 4.19E-06 0.00E+00 1.20E-06 370851.00 3754000.00 0.00E+00 4.04E-06 0.00E+00 2.54E-09 0.00E+00 7.29E-10
370871.00 3754000.00 0.00E+00 7.12E-03 0.00E+00 4.64E-06 0.00E+00 1.32E-06 370871.00 3754000.00 0.00E+00 4.31E-06 0.00E+00 2.80E-09 0.00E+00 7.99E-10
370891.00 3754000.00 0.00E+00 7.60E-03 0.00E+00 5.12E-06 0.00E+00 1.45E-06 370891.00 3754000.00 0.00E+00 4.60E-06 0.00E+00 3.10E-09 0.00E+00 8.80E-10
370911.00 3754000.00 0.00E+00 8.11E-03 0.00E+00 5.63E-06 0.00E+00 1.61E-06 370911.00 3754000.00 0.00E+00 4.91E-06 0.00E+00 3.40E-09 0.00E+00 9.74E-10
370931.00 3754000.00 0.00E+00 8.66E-03 0.00E+00 6.13E-06 0.00E+00 1.79E-06 370931.00 3754000.00 0.00E+00 5.24E-06 0.00E+00 3.71E-09 0.00E+00 1.08E-09
370951.00 3754000.00 0.00E+00 9.25E-03 0.00E+00 6.62E-06 0.00E+00 2.00E-06 370951.00 3754000.00 0.00E+00 5.60E-06 0.00E+00 4.00E-09 0.00E+00 1.21E-09
370971.00 3754000.00 0.00E+00 9.87E-03 0.00E+00 7.03E-06 0.00E+00 2.25E-06 370971.00 3754000.00 0.00E+00 5.97E-06 0.00E+00 4.26E-09 0.00E+00 1.36E-09
370991.00 3754000.00 0.00E+00 1.05E-02 0.00E+00 7.38E-06 0.00E+00 2.55E-06 370991.00 3754000.00 0.00E+00 6.37E-06 0.00E+00 4.47E-09 0.00E+00 1.54E-09
371011.00 3754000.00 0.00E+00 1.13E-02 0.00E+00 7.67E-06 0.00E+00 2.91E-06 371011.00 3754000.00 0.00E+00 6.84E-06 0.00E+00 4.64E-09 0.00E+00 1.76E-09
371031.00 3754000.00 0.00E+00 1.21E-02 0.00E+00 7.80E-06 0.00E+00 3.34E-06 371031.00 3754000.00 0.00E+00 7.31E-06 0.00E+00 4.72E-09 0.00E+00 2.02E-09
371051.00 3754000.00 0.00E+00 1.27E-02 0.00E+00 7.95E-06 0.00E+00 3.85E-06 371051.00 3754000.00 0.00E+00 7.68E-06 0.00E+00 4.81E-09 0.00E+00 2.33E-09
371071.00 3754000.00 0.00E+00 1.27E-02 0.00E+00 7.80E-06 0.00E+00 4.36E-06 371071.00 3754000.00 0.00E+00 7.67E-06 0.00E+00 4.72E-09 0.00E+00 2.64E-09
371091.00 3754000.00 0.00E+00 1.32E-02 0.00E+00 7.92E-06 0.00E+00 5.11E-06 371091.00 3754000.00 0.00E+00 8.01E-06 0.00E+00 4.79E-09 0.00E+00 3.09E-09
371111.00 3754000.00 0.00E+00 1.36E-02 0.00E+00 8.00E-06 0.00E+00 5.98E-06 371111.00 3754000.00 0.00E+00 8.25E-06 0.00E+00 4.84E-09 0.00E+00 3.62E-09
371131.00 3754000.00 0.00E+00 1.39E-02 0.00E+00 8.05E-06 0.00E+00 6.99E-06 371131.00 3754000.00 0.00E+00 8.43E-06 0.00E+00 4.87E-09 0.00E+00 4.23E-09
371151.00 3754000.00 0.00E+00 1.39E-02 0.00E+00 7.67E-06 0.00E+00 7.81E-06 371151.00 3754000.00 0.00E+00 8.39E-06 0.00E+00 4.64E-09 0.00E+00 4.73E-09
371171.00 3754000.00 0.00E+00 1.31E-02 0.00E+00 7.63E-06 0.00E+00 8.78E-06 371171.00 3754000.00 0.00E+00 7.95E-06 0.00E+00 4.62E-09 0.00E+00 5.31E-09
371191.00 3754000.00 0.00E+00 1.21E-02 0.00E+00 7.61E-06 0.00E+00 9.73E-06 371191.00 3754000.00 0.00E+00 7.33E-06 0.00E+00 4.61E-09 0.00E+00 5.89E-09
371211.00 3754000.00 0.00E+00 1.09E-02 0.00E+00 7.53E-06 0.00E+00 1.05E-05 371211.00 3754000.00 0.00E+00 6.61E-06 0.00E+00 4.56E-09 0.00E+00 6.35E-09
371231.00 3754000.00 0.00E+00 9.69E-03 0.00E+00 7.42E-06 0.00E+00 1.11E-05 371231.00 3754000.00 0.00E+00 5.86E-06 0.00E+00 4.49E-09 0.00E+00 6.70E-09
371251.00 3754000.00 0.00E+00 8.52E-03 0.00E+00 7.27E-06 0.00E+00 1.14E-05 371251.00 3754000.00 0.00E+00 5.15E-06 0.00E+00 4.40E-09 0.00E+00 6.92E-09
371271.00 3754000.00 0.00E+00 7.42E-03 0.00E+00 7.24E-06 0.00E+00 1.18E-05 371271.00 3754000.00 0.00E+00 4.49E-06 0.00E+00 4.38E-09 0.00E+00 7.17E-09
371291.00 3754000.00 0.00E+00 6.51E-03 0.00E+00 7.06E-06 0.00E+00 1.19E-05 371291.00 3754000.00 0.00E+00 3.94E-06 0.00E+00 4.27E-09 0.00E+00 7.18E-09
371311.00 3754000.00 0.00E+00 5.75E-03 0.00E+00 6.77E-06 0.00E+00 1.16E-05 371311.00 3754000.00 0.00E+00 3.48E-06 0.00E+00 4.10E-09 0.00E+00 7.00E-09
371331.00 3754000.00 0.00E+00 5.13E-03 0.00E+00 6.42E-06 0.00E+00 1.11E-05 371331.00 3754000.00 0.00E+00 3.10E-06 0.00E+00 3.88E-09 0.00E+00 6.69E-09
371351.00 3754000.00 0.00E+00 4.63E-03 0.00E+00 6.01E-06 0.00E+00 1.04E-05 371351.00 3754000.00 0.00E+00 2.80E-06 0.00E+00 3.63E-09 0.00E+00 6.26E-09
371371.00 3754000.00 0.00E+00 4.23E-03 0.00E+00 5.52E-06 0.00E+00 9.45E-06 371371.00 3754000.00 0.00E+00 2.56E-06 0.00E+00 3.34E-09 0.00E+00 5.72E-09
371391.00 3754000.00 0.00E+00 3.92E-03 0.00E+00 5.00E-06 0.00E+00 8.45E-06 371391.00 3754000.00 0.00E+00 2.37E-06 0.00E+00 3.03E-09 0.00E+00 5.11E-09
371411.00 3754000.00 0.00E+00 3.68E-03 0.00E+00 4.47E-06 0.00E+00 7.38E-06 371411.00 3754000.00 0.00E+00 2.23E-06 0.00E+00 2.70E-09 0.00E+00 4.47E-09
371431.00 3754000.00 0.00E+00 3.49E-03 0.00E+00 4.01E-06 0.00E+00 6.46E-06 371431.00 3754000.00 0.00E+00 2.11E-06 0.00E+00 2.43E-09 0.00E+00 3.91E-09
371451.00 3754000.00 0.00E+00 3.34E-03 0.00E+00 3.55E-06 0.00E+00 5.53E-06 371451.00 3754000.00 0.00E+00 2.02E-06 0.00E+00 2.15E-09 0.00E+00 3.34E-09
371471.00 3754000.00 0.00E+00 3.22E-03 0.00E+00 3.16E-06 0.00E+00 4.76E-06 371471.00 3754000.00 0.00E+00 1.95E-06 0.00E+00 1.91E-09 0.00E+00 2.88E-09
371491.00 3754000.00 0.00E+00 3.11E-03 0.00E+00 2.86E-06 0.00E+00 4.19E-06 371491.00 3754000.00 0.00E+00 1.88E-06 0.00E+00 1.73E-09 0.00E+00 2.53E-09
371511.00 3754000.00 0.00E+00 3.01E-03 0.00E+00 2.62E-06 0.00E+00 3.73E-06 371511.00 3754000.00 0.00E+00 1.82E-06 0.00E+00 1.59E-09 0.00E+00 2.26E-09
371531.00 3754000.00 0.00E+00 2.92E-03 0.00E+00 2.45E-06 0.00E+00 3.41E-06 371531.00 3754000.00 0.00E+00 1.77E-06 0.00E+00 1.48E-09 0.00E+00 2.06E-09
371551.00 3754000.00 0.00E+00 2.84E-03 0.00E+00 2.28E-06 0.00E+00 3.12E-06 371551.00 3754000.00 0.00E+00 1.72E-06 0.00E+00 1.38E-09 0.00E+00 1.89E-09
371571.00 3754000.00 0.00E+00 2.77E-03 0.00E+00 2.14E-06 0.00E+00 2.89E-06 371571.00 3754000.00 0.00E+00 1.68E-06 0.00E+00 1.29E-09 0.00E+00 1.75E-09
371591.00 3754000.00 0.00E+00 2.70E-03 0.00E+00 2.02E-06 0.00E+00 2.72E-06 371591.00 3754000.00 0.00E+00 1.63E-06 0.00E+00 1.22E-09 0.00E+00 1.64E-09
371611.00 3754000.00 0.00E+00 2.63E-03 0.00E+00 1.94E-06 0.00E+00 2.58E-06 371611.00 3754000.00 0.00E+00 1.59E-06 0.00E+00 1.17E-09 0.00E+00 1.56E-09
371631.00 3754000.00 0.00E+00 2.56E-03 0.00E+00 1.84E-06 0.00E+00 2.42E-06 371631.00 3754000.00 0.00E+00 1.55E-06 0.00E+00 1.11E-09 0.00E+00 1.47E-09
371651.00 3754000.00 0.00E+00 2.49E-03 0.00E+00 1.74E-06 0.00E+00 2.27E-06 371651.00 3754000.00 0.00E+00 1.51E-06 0.00E+00 1.05E-09 0.00E+00 1.38E-09
371671.00 3754000.00 0.00E+00 2.43E-03 0.00E+00 1.64E-06 0.00E+00 2.14E-06 371671.00 3754000.00 0.00E+00 1.47E-06 0.00E+00 9.95E-10 0.00E+00 1.29E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371691.00 3754000.00 0.00E+00 2.37E-03 0.00E+00 1.56E-06 0.00E+00 2.02E-06 371691.00 3754000.00 0.00E+00 1.43E-06 0.00E+00 9.44E-10 0.00E+00 1.22E-09
371711.00 3754000.00 0.00E+00 2.31E-03 0.00E+00 1.48E-06 0.00E+00 1.90E-06 371711.00 3754000.00 0.00E+00 1.39E-06 0.00E+00 8.98E-10 0.00E+00 1.15E-09
371731.00 3754000.00 0.00E+00 2.25E-03 0.00E+00 1.41E-06 0.00E+00 1.80E-06 371731.00 3754000.00 0.00E+00 1.36E-06 0.00E+00 8.55E-10 0.00E+00 1.09E-09
371751.00 3754000.00 0.00E+00 2.19E-03 0.00E+00 1.35E-06 0.00E+00 1.70E-06 371751.00 3754000.00 0.00E+00 1.32E-06 0.00E+00 8.15E-10 0.00E+00 1.03E-09
371771.00 3754000.00 0.00E+00 2.13E-03 0.00E+00 1.28E-06 0.00E+00 1.61E-06 371771.00 3754000.00 0.00E+00 1.29E-06 0.00E+00 7.76E-10 0.00E+00 9.73E-10
371791.00 3754000.00 0.00E+00 2.08E-03 0.00E+00 1.22E-06 0.00E+00 1.52E-06 371791.00 3754000.00 0.00E+00 1.26E-06 0.00E+00 7.41E-10 0.00E+00 9.21E-10
371811.00 3754000.00 0.00E+00 2.02E-03 0.00E+00 1.17E-06 0.00E+00 1.44E-06 371811.00 3754000.00 0.00E+00 1.22E-06 0.00E+00 7.07E-10 0.00E+00 8.73E-10
371831.00 3754000.00 0.00E+00 1.97E-03 0.00E+00 1.12E-06 0.00E+00 1.37E-06 371831.00 3754000.00 0.00E+00 1.19E-06 0.00E+00 6.76E-10 0.00E+00 8.29E-10
370571.00 3754020.00 0.00E+00 3.11E-03 0.00E+00 1.40E-06 0.00E+00 4.64E-07 370571.00 3754020.00 0.00E+00 1.88E-06 0.00E+00 8.49E-10 0.00E+00 2.81E-10
370591.00 3754020.00 0.00E+00 3.27E-03 0.00E+00 1.50E-06 0.00E+00 4.91E-07 370591.00 3754020.00 0.00E+00 1.98E-06 0.00E+00 9.06E-10 0.00E+00 2.97E-10
370611.00 3754020.00 0.00E+00 3.45E-03 0.00E+00 1.60E-06 0.00E+00 5.20E-07 370611.00 3754020.00 0.00E+00 2.09E-06 0.00E+00 9.70E-10 0.00E+00 3.14E-10
370631.00 3754020.00 0.00E+00 3.64E-03 0.00E+00 1.72E-06 0.00E+00 5.51E-07 370631.00 3754020.00 0.00E+00 2.20E-06 0.00E+00 1.04E-09 0.00E+00 3.34E-10
370651.00 3754020.00 0.00E+00 3.84E-03 0.00E+00 1.85E-06 0.00E+00 5.86E-07 370651.00 3754020.00 0.00E+00 2.32E-06 0.00E+00 1.12E-09 0.00E+00 3.55E-10
370671.00 3754020.00 0.00E+00 4.06E-03 0.00E+00 2.00E-06 0.00E+00 6.25E-07 370671.00 3754020.00 0.00E+00 2.46E-06 0.00E+00 1.21E-09 0.00E+00 3.78E-10
370691.00 3754020.00 0.00E+00 4.30E-03 0.00E+00 2.16E-06 0.00E+00 6.67E-07 370691.00 3754020.00 0.00E+00 2.60E-06 0.00E+00 1.31E-09 0.00E+00 4.03E-10
370711.00 3754020.00 0.00E+00 4.57E-03 0.00E+00 2.35E-06 0.00E+00 7.13E-07 370711.00 3754020.00 0.00E+00 2.76E-06 0.00E+00 1.42E-09 0.00E+00 4.32E-10
370731.00 3754020.00 0.00E+00 4.85E-03 0.00E+00 2.56E-06 0.00E+00 7.66E-07 370731.00 3754020.00 0.00E+00 2.94E-06 0.00E+00 1.55E-09 0.00E+00 4.63E-10
370751.00 3754020.00 0.00E+00 5.16E-03 0.00E+00 2.81E-06 0.00E+00 8.24E-07 370751.00 3754020.00 0.00E+00 3.12E-06 0.00E+00 1.70E-09 0.00E+00 4.98E-10
370771.00 3754020.00 0.00E+00 5.51E-03 0.00E+00 3.08E-06 0.00E+00 8.88E-07 370771.00 3754020.00 0.00E+00 3.33E-06 0.00E+00 1.87E-09 0.00E+00 5.37E-10
370791.00 3754020.00 0.00E+00 5.88E-03 0.00E+00 3.40E-06 0.00E+00 9.61E-07 370791.00 3754020.00 0.00E+00 3.56E-06 0.00E+00 2.06E-09 0.00E+00 5.82E-10
370811.00 3754020.00 0.00E+00 6.28E-03 0.00E+00 3.78E-06 0.00E+00 1.04E-06 370811.00 3754020.00 0.00E+00 3.80E-06 0.00E+00 2.29E-09 0.00E+00 6.32E-10
370831.00 3754020.00 0.00E+00 6.68E-03 0.00E+00 4.29E-06 0.00E+00 1.14E-06 370831.00 3754020.00 0.00E+00 4.04E-06 0.00E+00 2.59E-09 0.00E+00 6.93E-10
370851.00 3754020.00 0.00E+00 7.13E-03 0.00E+00 4.83E-06 0.00E+00 1.25E-06 370851.00 3754020.00 0.00E+00 4.31E-06 0.00E+00 2.92E-09 0.00E+00 7.58E-10
370871.00 3754020.00 0.00E+00 7.64E-03 0.00E+00 5.44E-06 0.00E+00 1.38E-06 370871.00 3754020.00 0.00E+00 4.62E-06 0.00E+00 3.29E-09 0.00E+00 8.34E-10
370891.00 3754020.00 0.00E+00 8.20E-03 0.00E+00 6.15E-06 0.00E+00 1.52E-06 370891.00 3754020.00 0.00E+00 4.96E-06 0.00E+00 3.72E-09 0.00E+00 9.21E-10
370911.00 3754020.00 0.00E+00 8.81E-03 0.00E+00 6.92E-06 0.00E+00 1.69E-06 370911.00 3754020.00 0.00E+00 5.33E-06 0.00E+00 4.19E-09 0.00E+00 1.02E-09
370931.00 3754020.00 0.00E+00 9.47E-03 0.00E+00 7.72E-06 0.00E+00 1.89E-06 370931.00 3754020.00 0.00E+00 5.73E-06 0.00E+00 4.67E-09 0.00E+00 1.14E-09
370951.00 3754020.00 0.00E+00 1.02E-02 0.00E+00 8.49E-06 0.00E+00 2.12E-06 370951.00 3754020.00 0.00E+00 6.16E-06 0.00E+00 5.13E-09 0.00E+00 1.28E-09
370971.00 3754020.00 0.00E+00 1.10E-02 0.00E+00 9.15E-06 0.00E+00 2.40E-06 370971.00 3754020.00 0.00E+00 6.63E-06 0.00E+00 5.54E-09 0.00E+00 1.45E-09
370991.00 3754020.00 0.00E+00 1.19E-02 0.00E+00 9.72E-06 0.00E+00 2.75E-06 370991.00 3754020.00 0.00E+00 7.23E-06 0.00E+00 5.88E-09 0.00E+00 1.67E-09
371011.00 3754020.00 0.00E+00 1.29E-02 0.00E+00 1.01E-05 0.00E+00 3.17E-06 371011.00 3754020.00 0.00E+00 7.82E-06 0.00E+00 6.09E-09 0.00E+00 1.92E-09
371031.00 3754020.00 0.00E+00 1.39E-02 0.00E+00 1.03E-05 0.00E+00 3.68E-06 371031.00 3754020.00 0.00E+00 8.41E-06 0.00E+00 6.23E-09 0.00E+00 2.23E-09
371051.00 3754020.00 0.00E+00 1.49E-02 0.00E+00 1.04E-05 0.00E+00 4.31E-06 371051.00 3754020.00 0.00E+00 9.00E-06 0.00E+00 6.32E-09 0.00E+00 2.61E-09
371071.00 3754020.00 0.00E+00 1.50E-02 0.00E+00 1.01E-05 0.00E+00 4.95E-06 371071.00 3754020.00 0.00E+00 9.07E-06 0.00E+00 6.13E-09 0.00E+00 3.00E-09
371091.00 3754020.00 0.00E+00 1.60E-02 0.00E+00 1.04E-05 0.00E+00 5.95E-06 371091.00 3754020.00 0.00E+00 9.67E-06 0.00E+00 6.27E-09 0.00E+00 3.60E-09
371111.00 3754020.00 0.00E+00 1.68E-02 0.00E+00 1.05E-05 0.00E+00 7.18E-06 371111.00 3754020.00 0.00E+00 1.02E-05 0.00E+00 6.38E-09 0.00E+00 4.35E-09
371131.00 3754020.00 0.00E+00 1.75E-02 0.00E+00 1.07E-05 0.00E+00 8.69E-06 371131.00 3754020.00 0.00E+00 1.06E-05 0.00E+00 6.47E-09 0.00E+00 5.26E-09
371151.00 3754020.00 0.00E+00 1.77E-02 0.00E+00 1.02E-05 0.00E+00 1.01E-05 371151.00 3754020.00 0.00E+00 1.07E-05 0.00E+00 6.19E-09 0.00E+00 6.10E-09
371171.00 3754020.00 0.00E+00 1.70E-02 0.00E+00 1.02E-05 0.00E+00 1.17E-05 371171.00 3754020.00 0.00E+00 1.03E-05 0.00E+00 6.19E-09 0.00E+00 7.07E-09
371191.00 3754020.00 0.00E+00 1.57E-02 0.00E+00 1.02E-05 0.00E+00 1.32E-05 371191.00 3754020.00 0.00E+00 9.49E-06 0.00E+00 6.17E-09 0.00E+00 7.97E-09
371211.00 3754020.00 0.00E+00 1.41E-02 0.00E+00 1.01E-05 0.00E+00 1.45E-05 371211.00 3754020.00 0.00E+00 8.51E-06 0.00E+00 6.13E-09 0.00E+00 8.74E-09
371231.00 3754020.00 0.00E+00 1.23E-02 0.00E+00 1.00E-05 0.00E+00 1.54E-05 371231.00 3754020.00 0.00E+00 7.44E-06 0.00E+00 6.08E-09 0.00E+00 9.32E-09
371251.00 3754020.00 0.00E+00 1.06E-02 0.00E+00 9.94E-06 0.00E+00 1.61E-05 371251.00 3754020.00 0.00E+00 6.42E-06 0.00E+00 6.01E-09 0.00E+00 9.73E-09
371271.00 3754020.00 0.00E+00 9.08E-03 0.00E+00 1.00E-05 0.00E+00 1.68E-05 371271.00 3754020.00 0.00E+00 5.49E-06 0.00E+00 6.05E-09 0.00E+00 1.02E-08
371291.00 3754020.00 0.00E+00 7.90E-03 0.00E+00 9.55E-06 0.00E+00 1.65E-05 371291.00 3754020.00 0.00E+00 4.78E-06 0.00E+00 5.78E-09 0.00E+00 9.95E-09
371311.00 3754020.00 0.00E+00 6.92E-03 0.00E+00 9.26E-06 0.00E+00 1.62E-05 371311.00 3754020.00 0.00E+00 4.19E-06 0.00E+00 5.60E-09 0.00E+00 9.80E-09
371331.00 3754020.00 0.00E+00 6.17E-03 0.00E+00 8.78E-06 0.00E+00 1.55E-05 371331.00 3754020.00 0.00E+00 3.73E-06 0.00E+00 5.31E-09 0.00E+00 9.37E-09
371351.00 3754020.00 0.00E+00 5.60E-03 0.00E+00 8.23E-06 0.00E+00 1.45E-05 371351.00 3754020.00 0.00E+00 3.39E-06 0.00E+00 4.98E-09 0.00E+00 8.79E-09
371371.00 3754020.00 0.00E+00 5.19E-03 0.00E+00 7.59E-06 0.00E+00 1.33E-05 371371.00 3754020.00 0.00E+00 3.14E-06 0.00E+00 4.59E-09 0.00E+00 8.06E-09
371391.00 3754020.00 0.00E+00 4.88E-03 0.00E+00 6.86E-06 0.00E+00 1.19E-05 371391.00 3754020.00 0.00E+00 2.95E-06 0.00E+00 4.15E-09 0.00E+00 7.20E-09
371411.00 3754020.00 0.00E+00 4.65E-03 0.00E+00 6.05E-06 0.00E+00 1.03E-05 371411.00 3754020.00 0.00E+00 2.81E-06 0.00E+00 3.66E-09 0.00E+00 6.21E-09
371431.00 3754020.00 0.00E+00 4.46E-03 0.00E+00 5.35E-06 0.00E+00 8.84E-06 371431.00 3754020.00 0.00E+00 2.70E-06 0.00E+00 3.24E-09 0.00E+00 5.35E-09
371451.00 3754020.00 0.00E+00 4.31E-03 0.00E+00 4.64E-06 0.00E+00 7.41E-06 371451.00 3754020.00 0.00E+00 2.61E-06 0.00E+00 2.81E-09 0.00E+00 4.48E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371471.00 3754020.00 0.00E+00 4.17E-03 0.00E+00 4.08E-06 0.00E+00 6.29E-06 371471.00 3754020.00 0.00E+00 2.52E-06 0.00E+00 2.47E-09 0.00E+00 3.81E-09
371491.00 3754020.00 0.00E+00 4.04E-03 0.00E+00 3.68E-06 0.00E+00 5.52E-06 371491.00 3754020.00 0.00E+00 2.45E-06 0.00E+00 2.22E-09 0.00E+00 3.34E-09
371511.00 3754020.00 0.00E+00 3.92E-03 0.00E+00 3.35E-06 0.00E+00 4.92E-06 371511.00 3754020.00 0.00E+00 2.37E-06 0.00E+00 2.03E-09 0.00E+00 2.98E-09
371531.00 3754020.00 0.00E+00 3.80E-03 0.00E+00 3.11E-06 0.00E+00 4.51E-06 371531.00 3754020.00 0.00E+00 2.30E-06 0.00E+00 1.88E-09 0.00E+00 2.73E-09
371551.00 3754020.00 0.00E+00 3.68E-03 0.00E+00 2.91E-06 0.00E+00 4.17E-06 371551.00 3754020.00 0.00E+00 2.23E-06 0.00E+00 1.76E-09 0.00E+00 2.52E-09
371571.00 3754020.00 0.00E+00 3.57E-03 0.00E+00 2.70E-06 0.00E+00 3.84E-06 371571.00 3754020.00 0.00E+00 2.16E-06 0.00E+00 1.64E-09 0.00E+00 2.32E-09
371591.00 3754020.00 0.00E+00 3.46E-03 0.00E+00 2.55E-06 0.00E+00 3.60E-06 371591.00 3754020.00 0.00E+00 2.09E-06 0.00E+00 1.54E-09 0.00E+00 2.18E-09
371611.00 3754020.00 0.00E+00 3.35E-03 0.00E+00 2.43E-06 0.00E+00 3.41E-06 371611.00 3754020.00 0.00E+00 2.03E-06 0.00E+00 1.47E-09 0.00E+00 2.06E-09
371631.00 3754020.00 0.00E+00 3.25E-03 0.00E+00 2.27E-06 0.00E+00 3.17E-06 371631.00 3754020.00 0.00E+00 1.97E-06 0.00E+00 1.38E-09 0.00E+00 1.92E-09
371651.00 3754020.00 0.00E+00 3.15E-03 0.00E+00 2.13E-06 0.00E+00 2.94E-06 371651.00 3754020.00 0.00E+00 1.91E-06 0.00E+00 1.29E-09 0.00E+00 1.78E-09
371671.00 3754020.00 0.00E+00 3.05E-03 0.00E+00 2.01E-06 0.00E+00 2.74E-06 371671.00 3754020.00 0.00E+00 1.85E-06 0.00E+00 1.21E-09 0.00E+00 1.66E-09
371691.00 3754020.00 0.00E+00 2.96E-03 0.00E+00 1.89E-06 0.00E+00 2.56E-06 371691.00 3754020.00 0.00E+00 1.79E-06 0.00E+00 1.14E-09 0.00E+00 1.55E-09
371711.00 3754020.00 0.00E+00 2.86E-03 0.00E+00 1.78E-06 0.00E+00 2.40E-06 371711.00 3754020.00 0.00E+00 1.73E-06 0.00E+00 1.08E-09 0.00E+00 1.45E-09
371731.00 3754020.00 0.00E+00 2.78E-03 0.00E+00 1.69E-06 0.00E+00 2.24E-06 371731.00 3754020.00 0.00E+00 1.68E-06 0.00E+00 1.02E-09 0.00E+00 1.36E-09
371751.00 3754020.00 0.00E+00 2.69E-03 0.00E+00 1.60E-06 0.00E+00 2.11E-06 371751.00 3754020.00 0.00E+00 1.63E-06 0.00E+00 9.67E-10 0.00E+00 1.27E-09
371771.00 3754020.00 0.00E+00 2.61E-03 0.00E+00 1.51E-06 0.00E+00 1.98E-06 371771.00 3754020.00 0.00E+00 1.58E-06 0.00E+00 9.16E-10 0.00E+00 1.20E-09
371791.00 3754020.00 0.00E+00 2.53E-03 0.00E+00 1.44E-06 0.00E+00 1.86E-06 371791.00 3754020.00 0.00E+00 1.53E-06 0.00E+00 8.69E-10 0.00E+00 1.12E-09
371811.00 3754020.00 0.00E+00 2.45E-03 0.00E+00 1.36E-06 0.00E+00 1.75E-06 371811.00 3754020.00 0.00E+00 1.48E-06 0.00E+00 8.25E-10 0.00E+00 1.06E-09
371831.00 3754020.00 0.00E+00 2.37E-03 0.00E+00 1.30E-06 0.00E+00 1.65E-06 371831.00 3754020.00 0.00E+00 1.44E-06 0.00E+00 7.84E-10 0.00E+00 9.98E-10
370571.00 3754040.00 0.00E+00 3.21E-03 0.00E+00 1.46E-06 0.00E+00 4.71E-07 370571.00 3754040.00 0.00E+00 1.94E-06 0.00E+00 8.83E-10 0.00E+00 2.85E-10
370591.00 3754040.00 0.00E+00 3.38E-03 0.00E+00 1.56E-06 0.00E+00 4.98E-07 370591.00 3754040.00 0.00E+00 2.04E-06 0.00E+00 9.45E-10 0.00E+00 3.02E-10
370611.00 3754040.00 0.00E+00 3.56E-03 0.00E+00 1.68E-06 0.00E+00 5.28E-07 370611.00 3754040.00 0.00E+00 2.16E-06 0.00E+00 1.01E-09 0.00E+00 3.20E-10
370631.00 3754040.00 0.00E+00 3.76E-03 0.00E+00 1.80E-06 0.00E+00 5.61E-07 370631.00 3754040.00 0.00E+00 2.28E-06 0.00E+00 1.09E-09 0.00E+00 3.39E-10
370651.00 3754040.00 0.00E+00 3.98E-03 0.00E+00 1.95E-06 0.00E+00 5.96E-07 370651.00 3754040.00 0.00E+00 2.41E-06 0.00E+00 1.18E-09 0.00E+00 3.61E-10
370671.00 3754040.00 0.00E+00 4.22E-03 0.00E+00 2.11E-06 0.00E+00 6.36E-07 370671.00 3754040.00 0.00E+00 2.55E-06 0.00E+00 1.28E-09 0.00E+00 3.85E-10
370691.00 3754040.00 0.00E+00 4.47E-03 0.00E+00 2.30E-06 0.00E+00 6.82E-07 370691.00 3754040.00 0.00E+00 2.70E-06 0.00E+00 1.39E-09 0.00E+00 4.13E-10
370711.00 3754040.00 0.00E+00 4.75E-03 0.00E+00 2.52E-06 0.00E+00 7.31E-07 370711.00 3754040.00 0.00E+00 2.88E-06 0.00E+00 1.52E-09 0.00E+00 4.42E-10
370731.00 3754040.00 0.00E+00 5.06E-03 0.00E+00 2.76E-06 0.00E+00 7.84E-07 370731.00 3754040.00 0.00E+00 3.06E-06 0.00E+00 1.67E-09 0.00E+00 4.75E-10
370751.00 3754040.00 0.00E+00 5.40E-03 0.00E+00 3.04E-06 0.00E+00 8.45E-07 370751.00 3754040.00 0.00E+00 3.27E-06 0.00E+00 1.84E-09 0.00E+00 5.11E-10
370771.00 3754040.00 0.00E+00 5.78E-03 0.00E+00 3.37E-06 0.00E+00 9.13E-07 370771.00 3754040.00 0.00E+00 3.50E-06 0.00E+00 2.04E-09 0.00E+00 5.52E-10
370791.00 3754040.00 0.00E+00 6.19E-03 0.00E+00 3.76E-06 0.00E+00 9.90E-07 370791.00 3754040.00 0.00E+00 3.74E-06 0.00E+00 2.27E-09 0.00E+00 5.99E-10
370811.00 3754040.00 0.00E+00 6.62E-03 0.00E+00 4.25E-06 0.00E+00 1.08E-06 370811.00 3754040.00 0.00E+00 4.01E-06 0.00E+00 2.57E-09 0.00E+00 6.55E-10
370831.00 3754040.00 0.00E+00 7.06E-03 0.00E+00 4.88E-06 0.00E+00 1.18E-06 370831.00 3754040.00 0.00E+00 4.27E-06 0.00E+00 2.95E-09 0.00E+00 7.17E-10
370851.00 3754040.00 0.00E+00 7.59E-03 0.00E+00 5.59E-06 0.00E+00 1.30E-06 370851.00 3754040.00 0.00E+00 4.59E-06 0.00E+00 3.38E-09 0.00E+00 7.86E-10
370871.00 3754040.00 0.00E+00 8.17E-03 0.00E+00 6.45E-06 0.00E+00 1.43E-06 370871.00 3754040.00 0.00E+00 4.94E-06 0.00E+00 3.90E-09 0.00E+00 8.67E-10
370891.00 3754040.00 0.00E+00 8.82E-03 0.00E+00 7.50E-06 0.00E+00 1.59E-06 370891.00 3754040.00 0.00E+00 5.34E-06 0.00E+00 4.54E-09 0.00E+00 9.61E-10
370911.00 3754040.00 0.00E+00 9.54E-03 0.00E+00 8.74E-06 0.00E+00 1.77E-06 370911.00 3754040.00 0.00E+00 5.77E-06 0.00E+00 5.29E-09 0.00E+00 1.07E-09
370931.00 3754040.00 0.00E+00 1.03E-02 0.00E+00 1.01E-05 0.00E+00 1.99E-06 370931.00 3754040.00 0.00E+00 6.25E-06 0.00E+00 6.11E-09 0.00E+00 1.20E-09
370951.00 3754040.00 0.00E+00 1.12E-02 0.00E+00 1.15E-05 0.00E+00 2.24E-06 370951.00 3754040.00 0.00E+00 6.78E-06 0.00E+00 6.93E-09 0.00E+00 1.36E-09
370971.00 3754040.00 0.00E+00 1.22E-02 0.00E+00 1.26E-05 0.00E+00 2.56E-06 370971.00 3754040.00 0.00E+00 7.36E-06 0.00E+00 7.62E-09 0.00E+00 1.55E-09
370991.00 3754040.00 0.00E+00 1.34E-02 0.00E+00 1.35E-05 0.00E+00 2.95E-06 370991.00 3754040.00 0.00E+00 8.13E-06 0.00E+00 8.18E-09 0.00E+00 1.79E-09
371011.00 3754040.00 0.00E+00 1.47E-02 0.00E+00 1.40E-05 0.00E+00 3.43E-06 371011.00 3754040.00 0.00E+00 8.89E-06 0.00E+00 8.47E-09 0.00E+00 2.08E-09
371031.00 3754040.00 0.00E+00 1.60E-02 0.00E+00 1.43E-05 0.00E+00 4.03E-06 371031.00 3754040.00 0.00E+00 9.70E-06 0.00E+00 8.67E-09 0.00E+00 2.44E-09
371051.00 3754040.00 0.00E+00 1.74E-02 0.00E+00 1.46E-05 0.00E+00 4.80E-06 371051.00 3754040.00 0.00E+00 1.06E-05 0.00E+00 8.82E-09 0.00E+00 2.90E-09
371071.00 3754040.00 0.00E+00 1.81E-02 0.00E+00 1.42E-05 0.00E+00 5.67E-06 371071.00 3754040.00 0.00E+00 1.09E-05 0.00E+00 8.59E-09 0.00E+00 3.43E-09
371091.00 3754040.00 0.00E+00 1.96E-02 0.00E+00 1.46E-05 0.00E+00 6.97E-06 371091.00 3754040.00 0.00E+00 1.19E-05 0.00E+00 8.81E-09 0.00E+00 4.22E-09
371111.00 3754040.00 0.00E+00 2.11E-02 0.00E+00 1.49E-05 0.00E+00 8.70E-06 371111.00 3754040.00 0.00E+00 1.28E-05 0.00E+00 9.00E-09 0.00E+00 5.26E-09
371131.00 3754040.00 0.00E+00 2.24E-02 0.00E+00 1.52E-05 0.00E+00 1.10E-05 371131.00 3754040.00 0.00E+00 1.36E-05 0.00E+00 9.20E-09 0.00E+00 6.65E-09
371151.00 3754040.00 0.00E+00 2.33E-02 0.00E+00 1.47E-05 0.00E+00 1.35E-05 371151.00 3754040.00 0.00E+00 1.41E-05 0.00E+00 8.89E-09 0.00E+00 8.17E-09
371171.00 3754040.00 0.00E+00 2.27E-02 0.00E+00 1.47E-05 0.00E+00 1.63E-05 371171.00 3754040.00 0.00E+00 1.37E-05 0.00E+00 8.91E-09 0.00E+00 9.89E-09
371191.00 3754040.00 0.00E+00 2.12E-02 0.00E+00 1.47E-05 0.00E+00 1.90E-05 371191.00 3754040.00 0.00E+00 1.28E-05 0.00E+00 8.88E-09 0.00E+00 1.15E-08
371211.00 3754040.00 0.00E+00 1.89E-02 0.00E+00 1.46E-05 0.00E+00 2.12E-05 371211.00 3754040.00 0.00E+00 1.14E-05 0.00E+00 8.84E-09 0.00E+00 1.28E-08
371231.00 3754040.00 0.00E+00 1.62E-02 0.00E+00 1.45E-05 0.00E+00 2.28E-05 371231.00 3754040.00 0.00E+00 9.83E-06 0.00E+00 8.80E-09 0.00E+00 1.38E-08
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371251.00 3754040.00 0.00E+00 1.37E-02 0.00E+00 1.45E-05 0.00E+00 2.40E-05 371251.00 3754040.00 0.00E+00 8.28E-06 0.00E+00 8.78E-09 0.00E+00 1.45E-08
371271.00 3754040.00 0.00E+00 1.14E-02 0.00E+00 1.48E-05 0.00E+00 2.54E-05 371271.00 3754040.00 0.00E+00 6.92E-06 0.00E+00 8.97E-09 0.00E+00 1.54E-08
371291.00 3754040.00 0.00E+00 9.89E-03 0.00E+00 1.41E-05 0.00E+00 2.47E-05 371291.00 3754040.00 0.00E+00 5.98E-06 0.00E+00 8.51E-09 0.00E+00 1.50E-08
371311.00 3754040.00 0.00E+00 8.68E-03 0.00E+00 1.37E-05 0.00E+00 2.44E-05 371311.00 3754040.00 0.00E+00 5.25E-06 0.00E+00 8.27E-09 0.00E+00 1.48E-08
371331.00 3754040.00 0.00E+00 7.84E-03 0.00E+00 1.31E-05 0.00E+00 2.38E-05 371331.00 3754040.00 0.00E+00 4.74E-06 0.00E+00 7.94E-09 0.00E+00 1.44E-08
371351.00 3754040.00 0.00E+00 7.28E-03 0.00E+00 1.24E-05 0.00E+00 2.25E-05 371351.00 3754040.00 0.00E+00 4.40E-06 0.00E+00 7.49E-09 0.00E+00 1.36E-08
371371.00 3754040.00 0.00E+00 6.89E-03 0.00E+00 1.14E-05 0.00E+00 2.07E-05 371371.00 3754040.00 0.00E+00 4.17E-06 0.00E+00 6.89E-09 0.00E+00 1.25E-08
371391.00 3754040.00 0.00E+00 6.59E-03 0.00E+00 1.02E-05 0.00E+00 1.84E-05 371391.00 3754040.00 0.00E+00 3.99E-06 0.00E+00 6.18E-09 0.00E+00 1.11E-08
371411.00 3754040.00 0.00E+00 6.35E-03 0.00E+00 8.84E-06 0.00E+00 1.56E-05 371411.00 3754040.00 0.00E+00 3.84E-06 0.00E+00 5.35E-09 0.00E+00 9.43E-09
371431.00 3754040.00 0.00E+00 6.12E-03 0.00E+00 7.57E-06 0.00E+00 1.30E-05 371431.00 3754040.00 0.00E+00 3.70E-06 0.00E+00 4.58E-09 0.00E+00 7.86E-09
371451.00 3754040.00 0.00E+00 5.91E-03 0.00E+00 6.40E-06 0.00E+00 1.06E-05 371451.00 3754040.00 0.00E+00 3.57E-06 0.00E+00 3.87E-09 0.00E+00 6.42E-09
371471.00 3754040.00 0.00E+00 5.70E-03 0.00E+00 5.54E-06 0.00E+00 8.89E-06 371471.00 3754040.00 0.00E+00 3.45E-06 0.00E+00 3.35E-09 0.00E+00 5.38E-09
371491.00 3754040.00 0.00E+00 5.48E-03 0.00E+00 4.98E-06 0.00E+00 7.84E-06 371491.00 3754040.00 0.00E+00 3.32E-06 0.00E+00 3.01E-09 0.00E+00 4.74E-09
371511.00 3754040.00 0.00E+00 5.28E-03 0.00E+00 4.54E-06 0.00E+00 7.05E-06 371511.00 3754040.00 0.00E+00 3.19E-06 0.00E+00 2.75E-09 0.00E+00 4.26E-09
371531.00 3754040.00 0.00E+00 5.07E-03 0.00E+00 4.19E-06 0.00E+00 6.46E-06 371531.00 3754040.00 0.00E+00 3.07E-06 0.00E+00 2.54E-09 0.00E+00 3.91E-09
371551.00 3754040.00 0.00E+00 4.88E-03 0.00E+00 3.84E-06 0.00E+00 5.86E-06 371551.00 3754040.00 0.00E+00 2.95E-06 0.00E+00 2.33E-09 0.00E+00 3.54E-09
371571.00 3754040.00 0.00E+00 4.69E-03 0.00E+00 3.54E-06 0.00E+00 5.35E-06 371571.00 3754040.00 0.00E+00 2.84E-06 0.00E+00 2.14E-09 0.00E+00 3.24E-09
371591.00 3754040.00 0.00E+00 4.51E-03 0.00E+00 3.28E-06 0.00E+00 4.90E-06 371591.00 3754040.00 0.00E+00 2.73E-06 0.00E+00 1.98E-09 0.00E+00 2.97E-09
371611.00 3754040.00 0.00E+00 4.33E-03 0.00E+00 3.08E-06 0.00E+00 4.58E-06 371611.00 3754040.00 0.00E+00 2.62E-06 0.00E+00 1.86E-09 0.00E+00 2.77E-09
371631.00 3754040.00 0.00E+00 4.17E-03 0.00E+00 2.85E-06 0.00E+00 4.19E-06 371631.00 3754040.00 0.00E+00 2.52E-06 0.00E+00 1.72E-09 0.00E+00 2.53E-09
371651.00 3754040.00 0.00E+00 4.01E-03 0.00E+00 2.64E-06 0.00E+00 3.84E-06 371651.00 3754040.00 0.00E+00 2.42E-06 0.00E+00 1.60E-09 0.00E+00 2.32E-09
371671.00 3754040.00 0.00E+00 3.85E-03 0.00E+00 2.46E-06 0.00E+00 3.53E-06 371671.00 3754040.00 0.00E+00 2.33E-06 0.00E+00 1.49E-09 0.00E+00 2.14E-09
371691.00 3754040.00 0.00E+00 3.71E-03 0.00E+00 2.29E-06 0.00E+00 3.26E-06 371691.00 3754040.00 0.00E+00 2.24E-06 0.00E+00 1.39E-09 0.00E+00 1.97E-09
371711.00 3754040.00 0.00E+00 3.57E-03 0.00E+00 2.15E-06 0.00E+00 3.02E-06 371711.00 3754040.00 0.00E+00 2.16E-06 0.00E+00 1.30E-09 0.00E+00 1.82E-09
371731.00 3754040.00 0.00E+00 3.44E-03 0.00E+00 2.01E-06 0.00E+00 2.79E-06 371731.00 3754040.00 0.00E+00 2.08E-06 0.00E+00 1.22E-09 0.00E+00 1.69E-09
371751.00 3754040.00 0.00E+00 3.31E-03 0.00E+00 1.89E-06 0.00E+00 2.60E-06 371751.00 3754040.00 0.00E+00 2.00E-06 0.00E+00 1.15E-09 0.00E+00 1.57E-09
371771.00 3754040.00 0.00E+00 3.19E-03 0.00E+00 1.78E-06 0.00E+00 2.42E-06 371771.00 3754040.00 0.00E+00 1.93E-06 0.00E+00 1.08E-09 0.00E+00 1.46E-09
371791.00 3754040.00 0.00E+00 3.07E-03 0.00E+00 1.68E-06 0.00E+00 2.25E-06 371791.00 3754040.00 0.00E+00 1.86E-06 0.00E+00 1.02E-09 0.00E+00 1.36E-09
371811.00 3754040.00 0.00E+00 2.96E-03 0.00E+00 1.58E-06 0.00E+00 2.11E-06 371811.00 3754040.00 0.00E+00 1.79E-06 0.00E+00 9.59E-10 0.00E+00 1.27E-09
371831.00 3754040.00 0.00E+00 2.86E-03 0.00E+00 1.50E-06 0.00E+00 1.97E-06 371831.00 3754040.00 0.00E+00 1.73E-06 0.00E+00 9.07E-10 0.00E+00 1.19E-09
370571.00 3754060.00 0.00E+00 3.30E-03 0.00E+00 1.52E-06 0.00E+00 4.78E-07 370571.00 3754060.00 0.00E+00 2.00E-06 0.00E+00 9.19E-10 0.00E+00 2.89E-10
370591.00 3754060.00 0.00E+00 3.48E-03 0.00E+00 1.63E-06 0.00E+00 5.07E-07 370591.00 3754060.00 0.00E+00 2.10E-06 0.00E+00 9.88E-10 0.00E+00 3.07E-10
370611.00 3754060.00 0.00E+00 3.67E-03 0.00E+00 1.76E-06 0.00E+00 5.38E-07 370611.00 3754060.00 0.00E+00 2.22E-06 0.00E+00 1.06E-09 0.00E+00 3.25E-10
370631.00 3754060.00 0.00E+00 3.88E-03 0.00E+00 1.90E-06 0.00E+00 5.71E-07 370631.00 3754060.00 0.00E+00 2.35E-06 0.00E+00 1.15E-09 0.00E+00 3.46E-10
370651.00 3754060.00 0.00E+00 4.11E-03 0.00E+00 2.06E-06 0.00E+00 6.09E-07 370651.00 3754060.00 0.00E+00 2.49E-06 0.00E+00 1.25E-09 0.00E+00 3.68E-10
370671.00 3754060.00 0.00E+00 4.36E-03 0.00E+00 2.24E-06 0.00E+00 6.51E-07 370671.00 3754060.00 0.00E+00 2.64E-06 0.00E+00 1.36E-09 0.00E+00 3.94E-10
370691.00 3754060.00 0.00E+00 4.64E-03 0.00E+00 2.45E-06 0.00E+00 6.96E-07 370691.00 3754060.00 0.00E+00 2.80E-06 0.00E+00 1.48E-09 0.00E+00 4.21E-10
370711.00 3754060.00 0.00E+00 4.94E-03 0.00E+00 2.69E-06 0.00E+00 7.47E-07 370711.00 3754060.00 0.00E+00 2.99E-06 0.00E+00 1.63E-09 0.00E+00 4.52E-10
370731.00 3754060.00 0.00E+00 5.27E-03 0.00E+00 2.97E-06 0.00E+00 8.03E-07 370731.00 3754060.00 0.00E+00 3.19E-06 0.00E+00 1.79E-09 0.00E+00 4.86E-10
370751.00 3754060.00 0.00E+00 5.64E-03 0.00E+00 3.29E-06 0.00E+00 8.66E-07 370751.00 3754060.00 0.00E+00 3.41E-06 0.00E+00 1.99E-09 0.00E+00 5.24E-10
370771.00 3754060.00 0.00E+00 6.04E-03 0.00E+00 3.68E-06 0.00E+00 9.38E-07 370771.00 3754060.00 0.00E+00 3.66E-06 0.00E+00 2.23E-09 0.00E+00 5.67E-10
370791.00 3754060.00 0.00E+00 6.49E-03 0.00E+00 4.16E-06 0.00E+00 1.02E-06 370791.00 3754060.00 0.00E+00 3.92E-06 0.00E+00 2.52E-09 0.00E+00 6.17E-10
370811.00 3754060.00 0.00E+00 6.94E-03 0.00E+00 4.79E-06 0.00E+00 1.12E-06 370811.00 3754060.00 0.00E+00 4.20E-06 0.00E+00 2.90E-09 0.00E+00 6.75E-10
370831.00 3754060.00 0.00E+00 7.46E-03 0.00E+00 5.54E-06 0.00E+00 1.22E-06 370831.00 3754060.00 0.00E+00 4.52E-06 0.00E+00 3.35E-09 0.00E+00 7.39E-10
370851.00 3754060.00 0.00E+00 8.05E-03 0.00E+00 6.48E-06 0.00E+00 1.34E-06 370851.00 3754060.00 0.00E+00 4.87E-06 0.00E+00 3.92E-09 0.00E+00 8.12E-10
370871.00 3754060.00 0.00E+00 8.72E-03 0.00E+00 7.69E-06 0.00E+00 1.48E-06 370871.00 3754060.00 0.00E+00 5.27E-06 0.00E+00 4.65E-09 0.00E+00 8.98E-10
370891.00 3754060.00 0.00E+00 9.47E-03 0.00E+00 9.28E-06 0.00E+00 1.65E-06 370891.00 3754060.00 0.00E+00 5.73E-06 0.00E+00 5.61E-09 0.00E+00 9.98E-10
370911.00 3754060.00 0.00E+00 1.03E-02 0.00E+00 1.14E-05 0.00E+00 1.84E-06 370911.00 3754060.00 0.00E+00 6.24E-06 0.00E+00 6.87E-09 0.00E+00 1.12E-09
370931.00 3754060.00 0.00E+00 1.12E-02 0.00E+00 1.39E-05 0.00E+00 2.08E-06 370931.00 3754060.00 0.00E+00 6.80E-06 0.00E+00 8.43E-09 0.00E+00 1.26E-09
370951.00 3754060.00 0.00E+00 1.23E-02 0.00E+00 1.67E-05 0.00E+00 2.36E-06 370951.00 3754060.00 0.00E+00 7.44E-06 0.00E+00 1.01E-08 0.00E+00 1.43E-09
370971.00 3754060.00 0.00E+00 1.35E-02 0.00E+00 1.90E-05 0.00E+00 2.70E-06 370971.00 3754060.00 0.00E+00 8.16E-06 0.00E+00 1.15E-08 0.00E+00 1.63E-09
370991.00 3754060.00 0.00E+00 1.51E-02 0.00E+00 2.06E-05 0.00E+00 3.14E-06 370991.00 3754060.00 0.00E+00 9.12E-06 0.00E+00 1.24E-08 0.00E+00 1.90E-09
371011.00 3754060.00 0.00E+00 1.67E-02 0.00E+00 2.13E-05 0.00E+00 3.68E-06 371011.00 3754060.00 0.00E+00 1.01E-05 0.00E+00 1.29E-08 0.00E+00 2.23E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371031.00 3754060.00 0.00E+00 1.85E-02 0.00E+00 2.19E-05 0.00E+00 4.38E-06 371031.00 3754060.00 0.00E+00 1.12E-05 0.00E+00 1.33E-08 0.00E+00 2.65E-09
371051.00 3754060.00 0.00E+00 2.05E-02 0.00E+00 2.25E-05 0.00E+00 5.29E-06 371051.00 3754060.00 0.00E+00 1.24E-05 0.00E+00 1.36E-08 0.00E+00 3.20E-09
371071.00 3754060.00 0.00E+00 2.21E-02 0.00E+00 2.24E-05 0.00E+00 6.45E-06 371071.00 3754060.00 0.00E+00 1.34E-05 0.00E+00 1.35E-08 0.00E+00 3.90E-09
371091.00 3754060.00 0.00E+00 2.46E-02 0.00E+00 2.30E-05 0.00E+00 8.16E-06 371091.00 3754060.00 0.00E+00 1.49E-05 0.00E+00 1.39E-08 0.00E+00 4.94E-09
371111.00 3754060.00 0.00E+00 2.72E-02 0.00E+00 2.36E-05 0.00E+00 1.06E-05 371111.00 3754060.00 0.00E+00 1.64E-05 0.00E+00 1.43E-08 0.00E+00 6.41E-09
371131.00 3754060.00 0.00E+00 2.94E-02 0.00E+00 2.39E-05 0.00E+00 1.41E-05 371131.00 3754060.00 0.00E+00 1.78E-05 0.00E+00 1.45E-08 0.00E+00 8.52E-09
371151.00 3754060.00 0.00E+00 3.16E-02 0.00E+00 2.37E-05 0.00E+00 1.90E-05 371151.00 3754060.00 0.00E+00 1.91E-05 0.00E+00 1.44E-08 0.00E+00 1.15E-08
371171.00 3754060.00 0.00E+00 3.17E-02 0.00E+00 2.39E-05 0.00E+00 2.48E-05 371171.00 3754060.00 0.00E+00 1.92E-05 0.00E+00 1.44E-08 0.00E+00 1.50E-08
371191.00 3754060.00 0.00E+00 3.00E-02 0.00E+00 2.38E-05 0.00E+00 3.04E-05 371191.00 3754060.00 0.00E+00 1.81E-05 0.00E+00 1.44E-08 0.00E+00 1.84E-08
371211.00 3754060.00 0.00E+00 2.66E-02 0.00E+00 2.38E-05 0.00E+00 3.48E-05 371211.00 3754060.00 0.00E+00 1.61E-05 0.00E+00 1.44E-08 0.00E+00 2.10E-08
371231.00 3754060.00 0.00E+00 2.26E-02 0.00E+00 2.35E-05 0.00E+00 3.73E-05 371231.00 3754060.00 0.00E+00 1.37E-05 0.00E+00 1.42E-08 0.00E+00 2.26E-08
371251.00 3754060.00 0.00E+00 1.85E-02 0.00E+00 2.37E-05 0.00E+00 3.96E-05 371251.00 3754060.00 0.00E+00 1.12E-05 0.00E+00 1.43E-08 0.00E+00 2.40E-08
371271.00 3754060.00 0.00E+00 1.52E-02 0.00E+00 2.44E-05 0.00E+00 4.26E-05 371271.00 3754060.00 0.00E+00 9.18E-06 0.00E+00 1.48E-08 0.00E+00 2.58E-08
371291.00 3754060.00 0.00E+00 1.31E-02 0.00E+00 2.39E-05 0.00E+00 4.32E-05 371291.00 3754060.00 0.00E+00 7.95E-06 0.00E+00 1.45E-08 0.00E+00 2.61E-08
371311.00 3754060.00 0.00E+00 1.19E-02 0.00E+00 2.35E-05 0.00E+00 4.34E-05 371311.00 3754060.00 0.00E+00 7.18E-06 0.00E+00 1.42E-08 0.00E+00 2.63E-08
371331.00 3754060.00 0.00E+00 1.11E-02 0.00E+00 2.25E-05 0.00E+00 4.24E-05 371331.00 3754060.00 0.00E+00 6.74E-06 0.00E+00 1.36E-08 0.00E+00 2.57E-08
371351.00 3754060.00 0.00E+00 1.06E-02 0.00E+00 2.16E-05 0.00E+00 4.12E-05 371351.00 3754060.00 0.00E+00 6.43E-06 0.00E+00 1.31E-08 0.00E+00 2.49E-08
371371.00 3754060.00 0.00E+00 1.02E-02 0.00E+00 1.97E-05 0.00E+00 3.77E-05 371371.00 3754060.00 0.00E+00 6.18E-06 0.00E+00 1.19E-08 0.00E+00 2.28E-08
371391.00 3754060.00 0.00E+00 9.78E-03 0.00E+00 1.74E-05 0.00E+00 3.31E-05 371391.00 3754060.00 0.00E+00 5.92E-06 0.00E+00 1.05E-08 0.00E+00 2.00E-08
371411.00 3754060.00 0.00E+00 9.35E-03 0.00E+00 1.42E-05 0.00E+00 2.64E-05 371411.00 3754060.00 0.00E+00 5.66E-06 0.00E+00 8.59E-09 0.00E+00 1.59E-08
371431.00 3754060.00 0.00E+00 8.90E-03 0.00E+00 1.18E-05 0.00E+00 2.14E-05 371431.00 3754060.00 0.00E+00 5.39E-06 0.00E+00 7.15E-09 0.00E+00 1.29E-08
371451.00 3754060.00 0.00E+00 8.47E-03 0.00E+00 9.65E-06 0.00E+00 1.69E-05 371451.00 3754060.00 0.00E+00 5.13E-06 0.00E+00 5.84E-09 0.00E+00 1.02E-08
371471.00 3754060.00 0.00E+00 8.04E-03 0.00E+00 8.24E-06 0.00E+00 1.41E-05 371471.00 3754060.00 0.00E+00 4.87E-06 0.00E+00 4.99E-09 0.00E+00 8.52E-09
371491.00 3754060.00 0.00E+00 7.63E-03 0.00E+00 7.29E-06 0.00E+00 1.23E-05 371491.00 3754060.00 0.00E+00 4.62E-06 0.00E+00 4.41E-09 0.00E+00 7.45E-09
371511.00 3754060.00 0.00E+00 7.24E-03 0.00E+00 6.46E-06 0.00E+00 1.08E-05 371511.00 3754060.00 0.00E+00 4.38E-06 0.00E+00 3.91E-09 0.00E+00 6.53E-09
371531.00 3754060.00 0.00E+00 6.87E-03 0.00E+00 5.80E-06 0.00E+00 9.59E-06 371531.00 3754060.00 0.00E+00 4.16E-06 0.00E+00 3.51E-09 0.00E+00 5.80E-09
371551.00 3754060.00 0.00E+00 6.53E-03 0.00E+00 5.18E-06 0.00E+00 8.45E-06 371551.00 3754060.00 0.00E+00 3.95E-06 0.00E+00 3.14E-09 0.00E+00 5.11E-09
371571.00 3754060.00 0.00E+00 6.20E-03 0.00E+00 4.67E-06 0.00E+00 7.51E-06 371571.00 3754060.00 0.00E+00 3.75E-06 0.00E+00 2.82E-09 0.00E+00 4.54E-09
371591.00 3754060.00 0.00E+00 5.90E-03 0.00E+00 4.25E-06 0.00E+00 6.75E-06 371591.00 3754060.00 0.00E+00 3.57E-06 0.00E+00 2.57E-09 0.00E+00 4.08E-09
371611.00 3754060.00 0.00E+00 5.61E-03 0.00E+00 3.90E-06 0.00E+00 6.11E-06 371611.00 3754060.00 0.00E+00 3.40E-06 0.00E+00 2.36E-09 0.00E+00 3.70E-09
371631.00 3754060.00 0.00E+00 5.34E-03 0.00E+00 3.55E-06 0.00E+00 5.49E-06 371631.00 3754060.00 0.00E+00 3.23E-06 0.00E+00 2.15E-09 0.00E+00 3.32E-09
371651.00 3754060.00 0.00E+00 5.09E-03 0.00E+00 3.25E-06 0.00E+00 4.95E-06 371651.00 3754060.00 0.00E+00 3.08E-06 0.00E+00 1.97E-09 0.00E+00 3.00E-09
371671.00 3754060.00 0.00E+00 4.86E-03 0.00E+00 2.99E-06 0.00E+00 4.49E-06 371671.00 3754060.00 0.00E+00 2.94E-06 0.00E+00 1.81E-09 0.00E+00 2.72E-09
371691.00 3754060.00 0.00E+00 4.64E-03 0.00E+00 2.76E-06 0.00E+00 4.09E-06 371691.00 3754060.00 0.00E+00 2.81E-06 0.00E+00 1.67E-09 0.00E+00 2.47E-09
371711.00 3754060.00 0.00E+00 4.43E-03 0.00E+00 2.56E-06 0.00E+00 3.74E-06 371711.00 3754060.00 0.00E+00 2.68E-06 0.00E+00 1.55E-09 0.00E+00 2.26E-09
371731.00 3754060.00 0.00E+00 4.24E-03 0.00E+00 2.38E-06 0.00E+00 3.43E-06 371731.00 3754060.00 0.00E+00 2.56E-06 0.00E+00 1.44E-09 0.00E+00 2.08E-09
371751.00 3754060.00 0.00E+00 4.06E-03 0.00E+00 2.22E-06 0.00E+00 3.16E-06 371751.00 3754060.00 0.00E+00 2.46E-06 0.00E+00 1.35E-09 0.00E+00 1.91E-09
371771.00 3754060.00 0.00E+00 3.89E-03 0.00E+00 2.08E-06 0.00E+00 2.92E-06 371771.00 3754060.00 0.00E+00 2.35E-06 0.00E+00 1.26E-09 0.00E+00 1.76E-09
371791.00 3754060.00 0.00E+00 3.72E-03 0.00E+00 1.95E-06 0.00E+00 2.70E-06 371791.00 3754060.00 0.00E+00 2.25E-06 0.00E+00 1.18E-09 0.00E+00 1.63E-09
371811.00 3754060.00 0.00E+00 3.57E-03 0.00E+00 1.83E-06 0.00E+00 2.50E-06 371811.00 3754060.00 0.00E+00 2.16E-06 0.00E+00 1.11E-09 0.00E+00 1.51E-09
371831.00 3754060.00 0.00E+00 3.43E-03 0.00E+00 1.72E-06 0.00E+00 2.33E-06 371831.00 3754060.00 0.00E+00 2.07E-06 0.00E+00 1.04E-09 0.00E+00 1.41E-09
370571.00 3754080.00 0.00E+00 3.39E-03 0.00E+00 1.58E-06 0.00E+00 4.86E-07 370571.00 3754080.00 0.00E+00 2.05E-06 0.00E+00 9.59E-10 0.00E+00 2.94E-10
370591.00 3754080.00 0.00E+00 3.57E-03 0.00E+00 1.70E-06 0.00E+00 5.15E-07 370591.00 3754080.00 0.00E+00 2.16E-06 0.00E+00 1.03E-09 0.00E+00 3.11E-10
370611.00 3754080.00 0.00E+00 3.78E-03 0.00E+00 1.84E-06 0.00E+00 5.46E-07 370611.00 3754080.00 0.00E+00 2.29E-06 0.00E+00 1.11E-09 0.00E+00 3.30E-10
370631.00 3754080.00 0.00E+00 4.00E-03 0.00E+00 1.99E-06 0.00E+00 5.81E-07 370631.00 3754080.00 0.00E+00 2.42E-06 0.00E+00 1.21E-09 0.00E+00 3.52E-10
370651.00 3754080.00 0.00E+00 4.24E-03 0.00E+00 2.17E-06 0.00E+00 6.19E-07 370651.00 3754080.00 0.00E+00 2.57E-06 0.00E+00 1.31E-09 0.00E+00 3.75E-10
370671.00 3754080.00 0.00E+00 4.51E-03 0.00E+00 2.37E-06 0.00E+00 6.62E-07 370671.00 3754080.00 0.00E+00 2.73E-06 0.00E+00 1.43E-09 0.00E+00 4.01E-10
370691.00 3754080.00 0.00E+00 4.80E-03 0.00E+00 2.60E-06 0.00E+00 7.09E-07 370691.00 3754080.00 0.00E+00 2.90E-06 0.00E+00 1.57E-09 0.00E+00 4.29E-10
370711.00 3754080.00 0.00E+00 5.12E-03 0.00E+00 2.87E-06 0.00E+00 7.62E-07 370711.00 3754080.00 0.00E+00 3.10E-06 0.00E+00 1.74E-09 0.00E+00 4.61E-10
370731.00 3754080.00 0.00E+00 5.48E-03 0.00E+00 3.18E-06 0.00E+00 8.20E-07 370731.00 3754080.00 0.00E+00 3.31E-06 0.00E+00 1.93E-09 0.00E+00 4.96E-10
370751.00 3754080.00 0.00E+00 5.87E-03 0.00E+00 3.57E-06 0.00E+00 8.87E-07 370751.00 3754080.00 0.00E+00 3.55E-06 0.00E+00 2.16E-09 0.00E+00 5.36E-10
370771.00 3754080.00 0.00E+00 6.30E-03 0.00E+00 4.03E-06 0.00E+00 9.62E-07 370771.00 3754080.00 0.00E+00 3.81E-06 0.00E+00 2.44E-09 0.00E+00 5.82E-10
370791.00 3754080.00 0.00E+00 6.78E-03 0.00E+00 4.59E-06 0.00E+00 1.05E-06 370791.00 3754080.00 0.00E+00 4.10E-06 0.00E+00 2.78E-09 0.00E+00 6.33E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370811.00 3754080.00 0.00E+00 7.29E-03 0.00E+00 5.34E-06 0.00E+00 1.14E-06 370811.00 3754080.00 0.00E+00 4.41E-06 0.00E+00 3.23E-09 0.00E+00 6.92E-10
370831.00 3754080.00 0.00E+00 7.87E-03 0.00E+00 6.27E-06 0.00E+00 1.25E-06 370831.00 3754080.00 0.00E+00 4.76E-06 0.00E+00 3.79E-09 0.00E+00 7.58E-10
370851.00 3754080.00 0.00E+00 8.53E-03 0.00E+00 7.49E-06 0.00E+00 1.38E-06 370851.00 3754080.00 0.00E+00 5.16E-06 0.00E+00 4.53E-09 0.00E+00 8.35E-10
370871.00 3754080.00 0.00E+00 9.27E-03 0.00E+00 9.16E-06 0.00E+00 1.53E-06 370871.00 3754080.00 0.00E+00 5.61E-06 0.00E+00 5.54E-09 0.00E+00 9.25E-10
370891.00 3754080.00 0.00E+00 1.01E-02 0.00E+00 1.16E-05 0.00E+00 1.70E-06 370891.00 3754080.00 0.00E+00 6.13E-06 0.00E+00 6.99E-09 0.00E+00 1.03E-09
370911.00 3754080.00 0.00E+00 1.11E-02 0.00E+00 1.52E-05 0.00E+00 1.91E-06 370911.00 3754080.00 0.00E+00 6.72E-06 0.00E+00 9.17E-09 0.00E+00 1.16E-09
370931.00 3754080.00 0.00E+00 1.22E-02 0.00E+00 2.06E-05 0.00E+00 2.16E-06 370931.00 3754080.00 0.00E+00 7.39E-06 0.00E+00 1.25E-08 0.00E+00 1.31E-09
370951.00 3754080.00 0.00E+00 1.35E-02 0.00E+00 2.79E-05 0.00E+00 2.46E-06 370951.00 3754080.00 0.00E+00 8.15E-06 0.00E+00 1.69E-08 0.00E+00 1.49E-09
370971.00 3754080.00 0.00E+00 1.49E-02 0.00E+00 3.37E-05 0.00E+00 2.83E-06 370971.00 3754080.00 0.00E+00 9.03E-06 0.00E+00 2.04E-08 0.00E+00 1.71E-09
370991.00 3754080.00 0.00E+00 1.68E-02 0.00E+00 3.71E-05 0.00E+00 3.30E-06 370991.00 3754080.00 0.00E+00 1.01E-05 0.00E+00 2.24E-08 0.00E+00 2.00E-09
371011.00 3754080.00 0.00E+00 1.88E-02 0.00E+00 3.88E-05 0.00E+00 3.90E-06 371011.00 3754080.00 0.00E+00 1.14E-05 0.00E+00 2.35E-08 0.00E+00 2.36E-09
371031.00 3754080.00 0.00E+00 2.12E-02 0.00E+00 4.05E-05 0.00E+00 4.68E-06 371031.00 3754080.00 0.00E+00 1.28E-05 0.00E+00 2.45E-08 0.00E+00 2.83E-09
371051.00 3754080.00 0.00E+00 2.40E-02 0.00E+00 4.19E-05 0.00E+00 5.74E-06 371051.00 3754080.00 0.00E+00 1.45E-05 0.00E+00 2.54E-08 0.00E+00 3.47E-09
371071.00 3754080.00 0.00E+00 2.71E-02 0.00E+00 4.29E-05 0.00E+00 7.20E-06 371071.00 3754080.00 0.00E+00 1.64E-05 0.00E+00 2.60E-08 0.00E+00 4.36E-09
371091.00 3754080.00 0.00E+00 3.10E-02 0.00E+00 4.40E-05 0.00E+00 9.36E-06 371091.00 3754080.00 0.00E+00 1.87E-05 0.00E+00 2.66E-08 0.00E+00 5.66E-09
371111.00 3754080.00 0.00E+00 3.52E-02 0.00E+00 4.45E-05 0.00E+00 1.27E-05 371111.00 3754080.00 0.00E+00 2.13E-05 0.00E+00 2.69E-08 0.00E+00 7.67E-09
371131.00 3754080.00 0.00E+00 3.99E-02 0.00E+00 4.53E-05 0.00E+00 1.81E-05 371131.00 3754080.00 0.00E+00 2.42E-05 0.00E+00 2.74E-08 0.00E+00 1.10E-08
371151.00 3754080.00 0.00E+00 4.47E-02 0.00E+00 4.58E-05 0.00E+00 2.77E-05 371151.00 3754080.00 0.00E+00 2.71E-05 0.00E+00 2.77E-08 0.00E+00 1.68E-08
371171.00 3754080.00 0.00E+00 4.65E-02 0.00E+00 4.64E-05 0.00E+00 4.26E-05 371171.00 3754080.00 0.00E+00 2.81E-05 0.00E+00 2.81E-08 0.00E+00 2.58E-08
371191.00 3754080.00 0.00E+00 4.48E-02 0.00E+00 4.68E-05 0.00E+00 5.83E-05 371191.00 3754080.00 0.00E+00 2.71E-05 0.00E+00 2.83E-08 0.00E+00 3.53E-08
371211.00 3754080.00 0.00E+00 3.99E-02 0.00E+00 4.71E-05 0.00E+00 6.88E-05 371211.00 3754080.00 0.00E+00 2.41E-05 0.00E+00 2.85E-08 0.00E+00 4.16E-08
371231.00 3754080.00 0.00E+00 3.31E-02 0.00E+00 4.73E-05 0.00E+00 7.60E-05 371231.00 3754080.00 0.00E+00 2.00E-05 0.00E+00 2.86E-08 0.00E+00 4.60E-08
371251.00 3754080.00 0.00E+00 2.68E-02 0.00E+00 4.74E-05 0.00E+00 8.15E-05 371251.00 3754080.00 0.00E+00 1.62E-05 0.00E+00 2.87E-08 0.00E+00 4.93E-08
371271.00 3754080.00 0.00E+00 2.26E-02 0.00E+00 4.75E-05 0.00E+00 8.57E-05 371271.00 3754080.00 0.00E+00 1.37E-05 0.00E+00 2.87E-08 0.00E+00 5.19E-08
371291.00 3754080.00 0.00E+00 2.06E-02 0.00E+00 4.72E-05 0.00E+00 8.86E-05 371291.00 3754080.00 0.00E+00 1.25E-05 0.00E+00 2.86E-08 0.00E+00 5.36E-08
371311.00 3754080.00 0.00E+00 1.96E-02 0.00E+00 4.68E-05 0.00E+00 9.05E-05 371311.00 3754080.00 0.00E+00 1.19E-05 0.00E+00 2.83E-08 0.00E+00 5.47E-08
371331.00 3754080.00 0.00E+00 1.88E-02 0.00E+00 4.61E-05 0.00E+00 9.10E-05 371331.00 3754080.00 0.00E+00 1.14E-05 0.00E+00 2.79E-08 0.00E+00 5.51E-08
371351.00 3754080.00 0.00E+00 1.78E-02 0.00E+00 4.47E-05 0.00E+00 8.97E-05 371351.00 3754080.00 0.00E+00 1.08E-05 0.00E+00 2.70E-08 0.00E+00 5.43E-08
371371.00 3754080.00 0.00E+00 1.66E-02 0.00E+00 4.20E-05 0.00E+00 8.49E-05 371371.00 3754080.00 0.00E+00 1.01E-05 0.00E+00 2.54E-08 0.00E+00 5.14E-08
371391.00 3754080.00 0.00E+00 1.55E-02 0.00E+00 3.67E-05 0.00E+00 7.40E-05 371391.00 3754080.00 0.00E+00 9.37E-06 0.00E+00 2.22E-08 0.00E+00 4.48E-08
371411.00 3754080.00 0.00E+00 1.44E-02 0.00E+00 2.84E-05 0.00E+00 5.62E-05 371411.00 3754080.00 0.00E+00 8.69E-06 0.00E+00 1.72E-08 0.00E+00 3.40E-08
371431.00 3754080.00 0.00E+00 1.33E-02 0.00E+00 2.13E-05 0.00E+00 4.10E-05 371431.00 3754080.00 0.00E+00 8.05E-06 0.00E+00 1.29E-08 0.00E+00 2.48E-08
371451.00 3754080.00 0.00E+00 1.24E-02 0.00E+00 1.68E-05 0.00E+00 3.19E-05 371451.00 3754080.00 0.00E+00 7.48E-06 0.00E+00 1.02E-08 0.00E+00 1.93E-08
371471.00 3754080.00 0.00E+00 1.15E-02 0.00E+00 1.35E-05 0.00E+00 2.51E-05 371471.00 3754080.00 0.00E+00 6.95E-06 0.00E+00 8.16E-09 0.00E+00 1.52E-08
371491.00 3754080.00 0.00E+00 1.07E-02 0.00E+00 1.11E-05 0.00E+00 2.04E-05 371491.00 3754080.00 0.00E+00 6.46E-06 0.00E+00 6.73E-09 0.00E+00 1.24E-08
371511.00 3754080.00 0.00E+00 9.95E-03 0.00E+00 9.32E-06 0.00E+00 1.68E-05 371511.00 3754080.00 0.00E+00 6.02E-06 0.00E+00 5.64E-09 0.00E+00 1.02E-08
371531.00 3754080.00 0.00E+00 9.30E-03 0.00E+00 8.00E-06 0.00E+00 1.42E-05 371531.00 3754080.00 0.00E+00 5.63E-06 0.00E+00 4.84E-09 0.00E+00 8.56E-09
371551.00 3754080.00 0.00E+00 8.70E-03 0.00E+00 6.91E-06 0.00E+00 1.20E-05 371551.00 3754080.00 0.00E+00 5.27E-06 0.00E+00 4.18E-09 0.00E+00 7.25E-09
371571.00 3754080.00 0.00E+00 8.16E-03 0.00E+00 6.05E-06 0.00E+00 1.03E-05 371571.00 3754080.00 0.00E+00 4.94E-06 0.00E+00 3.66E-09 0.00E+00 6.23E-09
371591.00 3754080.00 0.00E+00 7.67E-03 0.00E+00 5.37E-06 0.00E+00 8.97E-06 371591.00 3754080.00 0.00E+00 4.64E-06 0.00E+00 3.25E-09 0.00E+00 5.43E-09
371611.00 3754080.00 0.00E+00 7.22E-03 0.00E+00 4.83E-06 0.00E+00 7.92E-06 371611.00 3754080.00 0.00E+00 4.37E-06 0.00E+00 2.92E-09 0.00E+00 4.79E-09
371631.00 3754080.00 0.00E+00 6.81E-03 0.00E+00 4.34E-06 0.00E+00 7.00E-06 371631.00 3754080.00 0.00E+00 4.12E-06 0.00E+00 2.63E-09 0.00E+00 4.23E-09
371651.00 3754080.00 0.00E+00 6.44E-03 0.00E+00 3.93E-06 0.00E+00 6.22E-06 371651.00 3754080.00 0.00E+00 3.89E-06 0.00E+00 2.38E-09 0.00E+00 3.76E-09
371671.00 3754080.00 0.00E+00 6.09E-03 0.00E+00 3.58E-06 0.00E+00 5.57E-06 371671.00 3754080.00 0.00E+00 3.68E-06 0.00E+00 2.16E-09 0.00E+00 3.37E-09
371691.00 3754080.00 0.00E+00 5.76E-03 0.00E+00 3.27E-06 0.00E+00 5.01E-06 371691.00 3754080.00 0.00E+00 3.49E-06 0.00E+00 1.98E-09 0.00E+00 3.03E-09
371711.00 3754080.00 0.00E+00 5.47E-03 0.00E+00 3.01E-06 0.00E+00 4.53E-06 371711.00 3754080.00 0.00E+00 3.31E-06 0.00E+00 1.82E-09 0.00E+00 2.74E-09
371731.00 3754080.00 0.00E+00 5.19E-03 0.00E+00 2.78E-06 0.00E+00 4.12E-06 371731.00 3754080.00 0.00E+00 3.14E-06 0.00E+00 1.68E-09 0.00E+00 2.49E-09
371751.00 3754080.00 0.00E+00 4.94E-03 0.00E+00 2.57E-06 0.00E+00 3.77E-06 371751.00 3754080.00 0.00E+00 2.99E-06 0.00E+00 1.56E-09 0.00E+00 2.28E-09
371771.00 3754080.00 0.00E+00 4.70E-03 0.00E+00 2.39E-06 0.00E+00 3.45E-06 371771.00 3754080.00 0.00E+00 2.85E-06 0.00E+00 1.45E-09 0.00E+00 2.09E-09
371791.00 3754080.00 0.00E+00 4.48E-03 0.00E+00 2.23E-06 0.00E+00 3.17E-06 371791.00 3754080.00 0.00E+00 2.71E-06 0.00E+00 1.35E-09 0.00E+00 1.92E-09
371811.00 3754080.00 0.00E+00 4.27E-03 0.00E+00 2.08E-06 0.00E+00 2.93E-06 371811.00 3754080.00 0.00E+00 2.59E-06 0.00E+00 1.26E-09 0.00E+00 1.77E-09
371831.00 3754080.00 0.00E+00 4.08E-03 0.00E+00 1.95E-06 0.00E+00 2.71E-06 371831.00 3754080.00 0.00E+00 2.47E-06 0.00E+00 1.18E-09 0.00E+00 1.64E-09
370571.00 3754100.00 0.00E+00 3.47E-03 0.00E+00 1.65E-06 0.00E+00 4.94E-07 370571.00 3754100.00 0.00E+00 2.10E-06 0.00E+00 9.99E-10 0.00E+00 2.99E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370591.00 3754100.00 0.00E+00 3.67E-03 0.00E+00 1.78E-06 0.00E+00 5.23E-07 370591.00 3754100.00 0.00E+00 2.22E-06 0.00E+00 1.08E-09 0.00E+00 3.16E-10
370611.00 3754100.00 0.00E+00 3.88E-03 0.00E+00 1.93E-06 0.00E+00 5.55E-07 370611.00 3754100.00 0.00E+00 2.35E-06 0.00E+00 1.17E-09 0.00E+00 3.36E-10
370631.00 3754100.00 0.00E+00 4.11E-03 0.00E+00 2.09E-06 0.00E+00 5.91E-07 370631.00 3754100.00 0.00E+00 2.49E-06 0.00E+00 1.27E-09 0.00E+00 3.58E-10
370651.00 3754100.00 0.00E+00 4.36E-03 0.00E+00 2.28E-06 0.00E+00 6.31E-07 370651.00 3754100.00 0.00E+00 2.64E-06 0.00E+00 1.38E-09 0.00E+00 3.82E-10
370671.00 3754100.00 0.00E+00 4.64E-03 0.00E+00 2.50E-06 0.00E+00 6.74E-07 370671.00 3754100.00 0.00E+00 2.81E-06 0.00E+00 1.51E-09 0.00E+00 4.08E-10
370691.00 3754100.00 0.00E+00 4.95E-03 0.00E+00 2.76E-06 0.00E+00 7.22E-07 370691.00 3754100.00 0.00E+00 3.00E-06 0.00E+00 1.67E-09 0.00E+00 4.37E-10
370711.00 3754100.00 0.00E+00 5.29E-03 0.00E+00 3.06E-06 0.00E+00 7.76E-07 370711.00 3754100.00 0.00E+00 3.20E-06 0.00E+00 1.85E-09 0.00E+00 4.69E-10
370731.00 3754100.00 0.00E+00 5.67E-03 0.00E+00 3.42E-06 0.00E+00 8.36E-07 370731.00 3754100.00 0.00E+00 3.43E-06 0.00E+00 2.07E-09 0.00E+00 5.06E-10
370751.00 3754100.00 0.00E+00 6.08E-03 0.00E+00 3.85E-06 0.00E+00 9.05E-07 370751.00 3754100.00 0.00E+00 3.68E-06 0.00E+00 2.33E-09 0.00E+00 5.47E-10
370771.00 3754100.00 0.00E+00 6.54E-03 0.00E+00 4.39E-06 0.00E+00 9.81E-07 370771.00 3754100.00 0.00E+00 3.96E-06 0.00E+00 2.65E-09 0.00E+00 5.94E-10
370791.00 3754100.00 0.00E+00 7.05E-03 0.00E+00 5.05E-06 0.00E+00 1.07E-06 370791.00 3754100.00 0.00E+00 4.26E-06 0.00E+00 3.06E-09 0.00E+00 6.46E-10
370811.00 3754100.00 0.00E+00 7.62E-03 0.00E+00 5.90E-06 0.00E+00 1.17E-06 370811.00 3754100.00 0.00E+00 4.61E-06 0.00E+00 3.57E-09 0.00E+00 7.05E-10
370831.00 3754100.00 0.00E+00 8.26E-03 0.00E+00 7.02E-06 0.00E+00 1.28E-06 370831.00 3754100.00 0.00E+00 5.00E-06 0.00E+00 4.25E-09 0.00E+00 7.74E-10
370851.00 3754100.00 0.00E+00 8.99E-03 0.00E+00 8.56E-06 0.00E+00 1.41E-06 370851.00 3754100.00 0.00E+00 5.44E-06 0.00E+00 5.18E-09 0.00E+00 8.54E-10
370871.00 3754100.00 0.00E+00 9.83E-03 0.00E+00 1.08E-05 0.00E+00 1.56E-06 370871.00 3754100.00 0.00E+00 5.95E-06 0.00E+00 6.52E-09 0.00E+00 9.46E-10
370891.00 3754100.00 0.00E+00 1.08E-02 0.00E+00 1.42E-05 0.00E+00 1.75E-06 370891.00 3754100.00 0.00E+00 6.53E-06 0.00E+00 8.61E-09 0.00E+00 1.06E-09
370911.00 3754100.00 0.00E+00 1.19E-02 0.00E+00 2.02E-05 0.00E+00 1.96E-06 370911.00 3754100.00 0.00E+00 7.20E-06 0.00E+00 1.22E-08 0.00E+00 1.19E-09
370931.00 3754100.00 0.00E+00 1.32E-02 0.00E+00 3.21E-05 0.00E+00 2.22E-06 370931.00 3754100.00 0.00E+00 7.97E-06 0.00E+00 1.94E-08 0.00E+00 1.34E-09
370951.00 3754100.00 0.00E+00 1.47E-02 0.00E+00 4.13E-05 0.00E+00 2.54E-06 370951.00 3754100.00 0.00E+00 8.89E-06 0.00E+00 2.50E-08 0.00E+00 1.53E-09
370971.00 3754100.00 0.00E+00 1.64E-02 0.00E+00 6.29E-05 0.00E+00 2.93E-06 370971.00 3754100.00 0.00E+00 9.93E-06 0.00E+00 3.81E-08 0.00E+00 1.77E-09
370991.00 3754100.00 0.00E+00 1.85E-02 0.00E+00 5.81E-05 0.00E+00 3.42E-06 370991.00 3754100.00 0.00E+00 1.12E-05 0.00E+00 3.52E-08 0.00E+00 2.07E-09
371011.00 3754100.00 0.00E+00 2.11E-02 0.00E+00 8.29E-05 0.00E+00 4.07E-06 371011.00 3754100.00 0.00E+00 1.28E-05 0.00E+00 5.02E-08 0.00E+00 2.46E-09
371031.00 3754100.00 0.00E+00 2.42E-02 0.00E+00 6.86E-05 0.00E+00 4.91E-06 371031.00 3754100.00 0.00E+00 1.46E-05 0.00E+00 4.15E-08 0.00E+00 2.97E-09
371051.00 3754100.00 0.00E+00 2.79E-02 0.00E+00 9.00E-05 0.00E+00 6.07E-06 371051.00 3754100.00 0.00E+00 1.69E-05 0.00E+00 5.45E-08 0.00E+00 3.68E-09
371071.00 3754100.00 0.00E+00 3.25E-02 0.00E+00 7.31E-05 0.00E+00 7.74E-06 371071.00 3754100.00 0.00E+00 1.97E-05 0.00E+00 4.42E-08 0.00E+00 4.68E-09
371091.00 3754100.00 0.00E+00 3.83E-02 0.00E+00 9.39E-05 0.00E+00 1.03E-05 371091.00 3754100.00 0.00E+00 2.32E-05 0.00E+00 5.68E-08 0.00E+00 6.21E-09
371111.00 3754100.00 0.00E+00 4.57E-02 0.00E+00 7.58E-05 0.00E+00 1.44E-05 371111.00 3754100.00 0.00E+00 2.76E-05 0.00E+00 4.58E-08 0.00E+00 8.74E-09
371131.00 3754100.00 0.00E+00 5.50E-02 0.00E+00 9.66E-05 0.00E+00 2.23E-05 371131.00 3754100.00 0.00E+00 3.33E-05 0.00E+00 5.85E-08 0.00E+00 1.35E-08
371151.00 3754100.00 0.00E+00 6.58E-02 0.00E+00 7.77E-05 0.00E+00 4.02E-05 371151.00 3754100.00 0.00E+00 3.98E-05 0.00E+00 4.70E-08 0.00E+00 2.43E-08
371171.00 3754100.00 0.00E+00 7.35E-02 0.00E+00 9.88E-05 0.00E+00 8.70E-05 371171.00 3754100.00 0.00E+00 4.45E-05 0.00E+00 5.98E-08 0.00E+00 5.26E-08
371191.00 3754100.00 0.00E+00 7.30E-02 0.00E+00 7.92E-05 0.00E+00 1.45E-04 371191.00 3754100.00 0.00E+00 4.42E-05 0.00E+00 4.79E-08 0.00E+00 8.75E-08
371211.00 3754100.00 0.00E+00 6.65E-02 0.00E+00 1.01E-04 0.00E+00 1.82E-04 371211.00 3754100.00 0.00E+00 4.03E-05 0.00E+00 6.09E-08 0.00E+00 1.10E-07
371231.00 3754100.00 0.00E+00 5.75E-02 0.00E+00 8.03E-05 0.00E+00 2.05E-04 371231.00 3754100.00 0.00E+00 3.48E-05 0.00E+00 4.86E-08 0.00E+00 1.24E-07
371251.00 3754100.00 0.00E+00 4.85E-02 0.00E+00 7.85E-05 0.00E+00 2.21E-04 371251.00 3754100.00 0.00E+00 2.93E-05 0.00E+00 4.75E-08 0.00E+00 1.34E-07
371271.00 3754100.00 0.00E+00 4.47E-02 0.00E+00 8.11E-05 0.00E+00 2.32E-04 371271.00 3754100.00 0.00E+00 2.70E-05 0.00E+00 4.91E-08 0.00E+00 1.40E-07
371291.00 3754100.00 0.00E+00 4.32E-02 0.00E+00 7.85E-05 0.00E+00 2.40E-04 371291.00 3754100.00 0.00E+00 2.62E-05 0.00E+00 4.75E-08 0.00E+00 1.45E-07
371311.00 3754100.00 0.00E+00 4.01E-02 0.00E+00 8.11E-05 0.00E+00 2.46E-04 371311.00 3754100.00 0.00E+00 2.43E-05 0.00E+00 4.91E-08 0.00E+00 1.49E-07
371331.00 3754100.00 0.00E+00 3.58E-02 0.00E+00 7.75E-05 0.00E+00 2.50E-04 371331.00 3754100.00 0.00E+00 2.17E-05 0.00E+00 4.69E-08 0.00E+00 1.51E-07
371351.00 3754100.00 0.00E+00 3.16E-02 0.00E+00 7.91E-05 0.00E+00 2.52E-04 371351.00 3754100.00 0.00E+00 1.91E-05 0.00E+00 4.78E-08 0.00E+00 1.52E-07
371371.00 3754100.00 0.00E+00 2.79E-02 0.00E+00 7.19E-05 0.00E+00 2.47E-04 371371.00 3754100.00 0.00E+00 1.69E-05 0.00E+00 4.35E-08 0.00E+00 1.49E-07
371391.00 3754100.00 0.00E+00 2.47E-02 0.00E+00 6.49E-05 0.00E+00 2.24E-04 371391.00 3754100.00 0.00E+00 1.50E-05 0.00E+00 3.93E-08 0.00E+00 1.35E-07
371411.00 3754100.00 0.00E+00 2.20E-02 0.00E+00 5.38E-05 0.00E+00 1.58E-04 371411.00 3754100.00 0.00E+00 1.33E-05 0.00E+00 3.26E-08 0.00E+00 9.54E-08
371431.00 3754100.00 0.00E+00 1.98E-02 0.00E+00 4.53E-05 0.00E+00 9.63E-05 371431.00 3754100.00 0.00E+00 1.20E-05 0.00E+00 2.74E-08 0.00E+00 5.83E-08
371451.00 3754100.00 0.00E+00 1.78E-02 0.00E+00 2.90E-05 0.00E+00 6.05E-05 371451.00 3754100.00 0.00E+00 1.08E-05 0.00E+00 1.75E-08 0.00E+00 3.66E-08
371471.00 3754100.00 0.00E+00 1.62E-02 0.00E+00 2.06E-05 0.00E+00 4.19E-05 371471.00 3754100.00 0.00E+00 9.78E-06 0.00E+00 1.25E-08 0.00E+00 2.53E-08
371491.00 3754100.00 0.00E+00 1.47E-02 0.00E+00 1.58E-05 0.00E+00 3.10E-05 371491.00 3754100.00 0.00E+00 8.91E-06 0.00E+00 9.54E-09 0.00E+00 1.88E-08
371511.00 3754100.00 0.00E+00 1.35E-02 0.00E+00 1.26E-05 0.00E+00 2.41E-05 371511.00 3754100.00 0.00E+00 8.16E-06 0.00E+00 7.61E-09 0.00E+00 1.46E-08
371531.00 3754100.00 0.00E+00 1.24E-02 0.00E+00 1.04E-05 0.00E+00 1.93E-05 371531.00 3754100.00 0.00E+00 7.50E-06 0.00E+00 6.28E-09 0.00E+00 1.17E-08
371551.00 3754100.00 0.00E+00 1.14E-02 0.00E+00 8.75E-06 0.00E+00 1.59E-05 371551.00 3754100.00 0.00E+00 6.93E-06 0.00E+00 5.29E-09 0.00E+00 9.62E-09
371571.00 3754100.00 0.00E+00 1.06E-02 0.00E+00 7.51E-06 0.00E+00 1.33E-05 371571.00 3754100.00 0.00E+00 6.41E-06 0.00E+00 4.55E-09 0.00E+00 8.06E-09
371591.00 3754100.00 0.00E+00 9.85E-03 0.00E+00 6.54E-06 0.00E+00 1.13E-05 371591.00 3754100.00 0.00E+00 5.96E-06 0.00E+00 3.96E-09 0.00E+00 6.86E-09
371611.00 3754100.00 0.00E+00 9.18E-03 0.00E+00 5.77E-06 0.00E+00 9.78E-06 371611.00 3754100.00 0.00E+00 5.55E-06 0.00E+00 3.49E-09 0.00E+00 5.92E-09
371631.00 3754100.00 0.00E+00 8.58E-03 0.00E+00 5.13E-06 0.00E+00 8.53E-06 371631.00 3754100.00 0.00E+00 5.19E-06 0.00E+00 3.11E-09 0.00E+00 5.16E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371651.00 3754100.00 0.00E+00 8.03E-03 0.00E+00 4.61E-06 0.00E+00 7.50E-06 371651.00 3754100.00 0.00E+00 4.86E-06 0.00E+00 2.79E-09 0.00E+00 4.54E-09
371671.00 3754100.00 0.00E+00 7.54E-03 0.00E+00 4.16E-06 0.00E+00 6.65E-06 371671.00 3754100.00 0.00E+00 4.56E-06 0.00E+00 2.52E-09 0.00E+00 4.03E-09
371691.00 3754100.00 0.00E+00 7.09E-03 0.00E+00 3.78E-06 0.00E+00 5.94E-06 371691.00 3754100.00 0.00E+00 4.29E-06 0.00E+00 2.29E-09 0.00E+00 3.59E-09
371711.00 3754100.00 0.00E+00 6.68E-03 0.00E+00 3.46E-06 0.00E+00 5.33E-06 371711.00 3754100.00 0.00E+00 4.04E-06 0.00E+00 2.09E-09 0.00E+00 3.23E-09
371731.00 3754100.00 0.00E+00 6.30E-03 0.00E+00 3.17E-06 0.00E+00 4.81E-06 371731.00 3754100.00 0.00E+00 3.81E-06 0.00E+00 1.92E-09 0.00E+00 2.91E-09
371751.00 3754100.00 0.00E+00 5.96E-03 0.00E+00 2.93E-06 0.00E+00 4.37E-06 371751.00 3754100.00 0.00E+00 3.60E-06 0.00E+00 1.77E-09 0.00E+00 2.65E-09
371771.00 3754100.00 0.00E+00 5.64E-03 0.00E+00 2.71E-06 0.00E+00 3.98E-06 371771.00 3754100.00 0.00E+00 3.41E-06 0.00E+00 1.64E-09 0.00E+00 2.41E-09
371791.00 3754100.00 0.00E+00 5.34E-03 0.00E+00 2.51E-06 0.00E+00 3.64E-06 371791.00 3754100.00 0.00E+00 3.23E-06 0.00E+00 1.52E-09 0.00E+00 2.20E-09
371811.00 3754100.00 0.00E+00 5.07E-03 0.00E+00 2.34E-06 0.00E+00 3.35E-06 371811.00 3754100.00 0.00E+00 3.07E-06 0.00E+00 1.42E-09 0.00E+00 2.02E-09
371831.00 3754100.00 0.00E+00 4.82E-03 0.00E+00 2.19E-06 0.00E+00 3.08E-06 371831.00 3754100.00 0.00E+00 2.92E-06 0.00E+00 1.32E-09 0.00E+00 1.87E-09
370571.00 3754120.00 0.00E+00 3.55E-03 0.00E+00 1.71E-06 0.00E+00 4.99E-07 370571.00 3754120.00 0.00E+00 2.15E-06 0.00E+00 1.04E-09 0.00E+00 3.02E-10
370591.00 3754120.00 0.00E+00 3.76E-03 0.00E+00 1.85E-06 0.00E+00 5.28E-07 370591.00 3754120.00 0.00E+00 2.27E-06 0.00E+00 1.12E-09 0.00E+00 3.20E-10
370611.00 3754120.00 0.00E+00 3.98E-03 0.00E+00 2.00E-06 0.00E+00 5.60E-07 370611.00 3754120.00 0.00E+00 2.41E-06 0.00E+00 1.21E-09 0.00E+00 3.39E-10
370631.00 3754120.00 0.00E+00 4.23E-03 0.00E+00 2.18E-06 0.00E+00 5.97E-07 370631.00 3754120.00 0.00E+00 2.56E-06 0.00E+00 1.32E-09 0.00E+00 3.61E-10
370651.00 3754120.00 0.00E+00 4.50E-03 0.00E+00 2.38E-06 0.00E+00 6.36E-07 370651.00 3754120.00 0.00E+00 2.72E-06 0.00E+00 1.44E-09 0.00E+00 3.85E-10
370671.00 3754120.00 0.00E+00 4.79E-03 0.00E+00 2.62E-06 0.00E+00 6.80E-07 370671.00 3754120.00 0.00E+00 2.90E-06 0.00E+00 1.59E-09 0.00E+00 4.12E-10
370691.00 3754120.00 0.00E+00 5.11E-03 0.00E+00 2.90E-06 0.00E+00 7.30E-07 370691.00 3754120.00 0.00E+00 3.09E-06 0.00E+00 1.76E-09 0.00E+00 4.41E-10
370711.00 3754120.00 0.00E+00 5.47E-03 0.00E+00 3.23E-06 0.00E+00 7.84E-07 370711.00 3754120.00 0.00E+00 3.31E-06 0.00E+00 1.95E-09 0.00E+00 4.75E-10
370731.00 3754120.00 0.00E+00 5.87E-03 0.00E+00 3.62E-06 0.00E+00 8.45E-07 370731.00 3754120.00 0.00E+00 3.55E-06 0.00E+00 2.19E-09 0.00E+00 5.11E-10
370751.00 3754120.00 0.00E+00 6.31E-03 0.00E+00 4.11E-06 0.00E+00 9.16E-07 370751.00 3754120.00 0.00E+00 3.82E-06 0.00E+00 2.49E-09 0.00E+00 5.54E-10
370771.00 3754120.00 0.00E+00 6.79E-03 0.00E+00 4.72E-06 0.00E+00 9.94E-07 370771.00 3754120.00 0.00E+00 4.11E-06 0.00E+00 2.85E-09 0.00E+00 6.01E-10
370791.00 3754120.00 0.00E+00 7.30E-03 0.00E+00 5.47E-06 0.00E+00 1.08E-06 370791.00 3754120.00 0.00E+00 4.42E-06 0.00E+00 3.31E-09 0.00E+00 6.54E-10
370811.00 3754120.00 0.00E+00 7.90E-03 0.00E+00 6.43E-06 0.00E+00 1.18E-06 370811.00 3754120.00 0.00E+00 4.78E-06 0.00E+00 3.89E-09 0.00E+00 7.14E-10
370831.00 3754120.00 0.00E+00 8.59E-03 0.00E+00 7.73E-06 0.00E+00 1.30E-06 370831.00 3754120.00 0.00E+00 5.20E-06 0.00E+00 4.68E-09 0.00E+00 7.84E-10
370851.00 3754120.00 0.00E+00 9.44E-03 0.00E+00 9.60E-06 0.00E+00 1.43E-06 370851.00 3754120.00 0.00E+00 5.71E-06 0.00E+00 5.81E-09 0.00E+00 8.66E-10
370871.00 3754120.00 0.00E+00 1.04E-02 0.00E+00 1.24E-05 0.00E+00 1.59E-06 370871.00 3754120.00 0.00E+00 6.30E-06 0.00E+00 7.50E-09 0.00E+00 9.62E-10
370891.00 3754120.00 0.00E+00 1.15E-02 0.00E+00 1.69E-05 0.00E+00 1.77E-06 370891.00 3754120.00 0.00E+00 6.94E-06 0.00E+00 1.02E-08 0.00E+00 1.07E-09
370911.00 3754120.00 0.00E+00 1.27E-02 0.00E+00 2.55E-05 0.00E+00 2.00E-06 370911.00 3754120.00 0.00E+00 7.70E-06 0.00E+00 1.54E-08 0.00E+00 1.21E-09
370931.00 3754120.00 0.00E+00 1.42E-02 0.00E+00 4.52E-05 0.00E+00 2.26E-06 370931.00 3754120.00 0.00E+00 8.57E-06 0.00E+00 2.74E-08 0.00E+00 1.37E-09
370951.00 3754120.00 0.00E+00 1.59E-02 0.00E+00 5.07E-05 0.00E+00 2.59E-06 370951.00 3754120.00 0.00E+00 9.62E-06 0.00E+00 3.07E-08 0.00E+00 1.56E-09
370971.00 3754120.00 0.00E+00 1.79E-02 0.00E+00 5.43E-05 0.00E+00 2.99E-06 370971.00 3754120.00 0.00E+00 1.09E-05 0.00E+00 3.29E-08 0.00E+00 1.81E-09
370991.00 3754120.00 0.00E+00 2.05E-02 0.00E+00 9.41E-05 0.00E+00 3.50E-06 370991.00 3754120.00 0.00E+00 1.24E-05 0.00E+00 5.69E-08 0.00E+00 2.12E-09
371011.00 3754120.00 0.00E+00 2.36E-02 0.00E+00 1.24E-04 0.00E+00 4.16E-06 371011.00 3754120.00 0.00E+00 1.43E-05 0.00E+00 7.51E-08 0.00E+00 2.52E-09
371031.00 3754120.00 0.00E+00 2.75E-02 0.00E+00 9.90E-05 0.00E+00 5.03E-06 371031.00 3754120.00 0.00E+00 1.66E-05 0.00E+00 5.99E-08 0.00E+00 3.05E-09
371051.00 3754120.00 0.00E+00 3.23E-02 0.00E+00 1.27E-04 0.00E+00 6.24E-06 371051.00 3754120.00 0.00E+00 1.95E-05 0.00E+00 7.70E-08 0.00E+00 3.78E-09
371071.00 3754120.00 0.00E+00 3.85E-02 0.00E+00 1.01E-04 0.00E+00 7.97E-06 371071.00 3754120.00 0.00E+00 2.33E-05 0.00E+00 6.13E-08 0.00E+00 4.82E-09
371091.00 3754120.00 0.00E+00 4.68E-02 0.00E+00 1.28E-04 0.00E+00 1.06E-05 371091.00 3754120.00 0.00E+00 2.83E-05 0.00E+00 7.76E-08 0.00E+00 6.43E-09
371111.00 3754120.00 0.00E+00 5.81E-02 0.00E+00 1.02E-04 0.00E+00 1.51E-05 371111.00 3754120.00 0.00E+00 3.52E-05 0.00E+00 6.19E-08 0.00E+00 9.13E-09
371131.00 3754120.00 0.00E+00 7.49E-02 0.00E+00 1.28E-04 0.00E+00 2.37E-05 371131.00 3754120.00 0.00E+00 4.53E-05 0.00E+00 7.76E-08 0.00E+00 1.44E-08
371151.00 3754120.00 0.00E+00 9.95E-02 0.00E+00 1.03E-04 0.00E+00 4.53E-05 371151.00 3754120.00 0.00E+00 6.02E-05 0.00E+00 6.23E-08 0.00E+00 2.74E-08
371171.00 3754120.00 0.00E+00 1.20E-01 0.00E+00 1.28E-04 0.00E+00 7.14E-05 371171.00 3754120.00 0.00E+00 7.28E-05 0.00E+00 7.75E-08 0.00E+00 4.32E-08
371271.00 3754120.00 0.00E+00 1.29E-01 0.00E+00 1.20E-04 0.00E+00 2.82E-04 371271.00 3754120.00 0.00E+00 7.79E-05 0.00E+00 7.28E-08 0.00E+00 1.71E-07
371291.00 3754120.00 0.00E+00 1.10E-01 0.00E+00 1.25E-04 0.00E+00 2.85E-04 371291.00 3754120.00 0.00E+00 6.68E-05 0.00E+00 7.54E-08 0.00E+00 1.73E-07
371311.00 3754120.00 0.00E+00 8.55E-02 0.00E+00 1.18E-04 0.00E+00 2.85E-04 371311.00 3754120.00 0.00E+00 5.18E-05 0.00E+00 7.15E-08 0.00E+00 1.72E-07
371331.00 3754120.00 0.00E+00 6.72E-02 0.00E+00 1.22E-04 0.00E+00 2.82E-04 371331.00 3754120.00 0.00E+00 4.07E-05 0.00E+00 7.36E-08 0.00E+00 1.71E-07
371351.00 3754120.00 0.00E+00 5.42E-02 0.00E+00 1.14E-04 0.00E+00 3.32E-04 371351.00 3754120.00 0.00E+00 3.28E-05 0.00E+00 6.91E-08 0.00E+00 2.01E-07
371371.00 3754120.00 0.00E+00 4.49E-02 0.00E+00 1.14E-04 0.00E+00 3.20E-04 371371.00 3754120.00 0.00E+00 2.72E-05 0.00E+00 6.91E-08 0.00E+00 1.94E-07
371391.00 3754120.00 0.00E+00 3.79E-02 0.00E+00 9.84E-05 0.00E+00 2.87E-04 371391.00 3754120.00 0.00E+00 2.29E-05 0.00E+00 5.96E-08 0.00E+00 1.74E-07
371411.00 3754120.00 0.00E+00 3.25E-02 0.00E+00 9.57E-05 0.00E+00 2.48E-04 371411.00 3754120.00 0.00E+00 1.96E-05 0.00E+00 5.79E-08 0.00E+00 1.50E-07
371431.00 3754120.00 0.00E+00 2.82E-02 0.00E+00 5.71E-05 0.00E+00 1.40E-04 371431.00 3754120.00 0.00E+00 1.71E-05 0.00E+00 3.46E-08 0.00E+00 8.47E-08
371451.00 3754120.00 0.00E+00 2.49E-02 0.00E+00 3.61E-05 0.00E+00 8.15E-05 371451.00 3754120.00 0.00E+00 1.50E-05 0.00E+00 2.19E-08 0.00E+00 4.93E-08
371471.00 3754120.00 0.00E+00 2.21E-02 0.00E+00 2.56E-05 0.00E+00 5.48E-05 371471.00 3754120.00 0.00E+00 1.34E-05 0.00E+00 1.55E-08 0.00E+00 3.31E-08
371491.00 3754120.00 0.00E+00 1.98E-02 0.00E+00 1.92E-05 0.00E+00 3.94E-05 371491.00 3754120.00 0.00E+00 1.20E-05 0.00E+00 1.16E-08 0.00E+00 2.38E-08
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CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371511.00 3754120.00 0.00E+00 1.78E-02 0.00E+00 1.51E-05 0.00E+00 2.99E-05 371511.00 3754120.00 0.00E+00 1.08E-05 0.00E+00 9.12E-09 0.00E+00 1.81E-08
371531.00 3754120.00 0.00E+00 1.61E-02 0.00E+00 1.23E-05 0.00E+00 2.36E-05 371531.00 3754120.00 0.00E+00 9.77E-06 0.00E+00 7.42E-09 0.00E+00 1.43E-08
371551.00 3754120.00 0.00E+00 1.47E-02 0.00E+00 1.02E-05 0.00E+00 1.91E-05 371551.00 3754120.00 0.00E+00 8.91E-06 0.00E+00 6.18E-09 0.00E+00 1.15E-08
371571.00 3754120.00 0.00E+00 1.35E-02 0.00E+00 8.70E-06 0.00E+00 1.58E-05 371571.00 3754120.00 0.00E+00 8.16E-06 0.00E+00 5.26E-09 0.00E+00 9.56E-09
371591.00 3754120.00 0.00E+00 1.24E-02 0.00E+00 7.53E-06 0.00E+00 1.33E-05 371591.00 3754120.00 0.00E+00 7.51E-06 0.00E+00 4.55E-09 0.00E+00 8.06E-09
371611.00 3754120.00 0.00E+00 1.15E-02 0.00E+00 6.59E-06 0.00E+00 1.14E-05 371611.00 3754120.00 0.00E+00 6.93E-06 0.00E+00 3.99E-09 0.00E+00 6.90E-09
371631.00 3754120.00 0.00E+00 1.06E-02 0.00E+00 5.83E-06 0.00E+00 9.87E-06 371631.00 3754120.00 0.00E+00 6.42E-06 0.00E+00 3.53E-09 0.00E+00 5.97E-09
371651.00 3754120.00 0.00E+00 9.87E-03 0.00E+00 5.21E-06 0.00E+00 8.63E-06 371651.00 3754120.00 0.00E+00 5.97E-06 0.00E+00 3.15E-09 0.00E+00 5.22E-09
371671.00 3754120.00 0.00E+00 9.20E-03 0.00E+00 4.69E-06 0.00E+00 7.62E-06 371671.00 3754120.00 0.00E+00 5.56E-06 0.00E+00 2.84E-09 0.00E+00 4.61E-09
371691.00 3754120.00 0.00E+00 8.59E-03 0.00E+00 4.25E-06 0.00E+00 6.77E-06 371691.00 3754120.00 0.00E+00 5.20E-06 0.00E+00 2.57E-09 0.00E+00 4.10E-09
371711.00 3754120.00 0.00E+00 8.04E-03 0.00E+00 3.87E-06 0.00E+00 6.06E-06 371711.00 3754120.00 0.00E+00 4.87E-06 0.00E+00 2.34E-09 0.00E+00 3.67E-09
371731.00 3754120.00 0.00E+00 7.55E-03 0.00E+00 3.54E-06 0.00E+00 5.45E-06 371731.00 3754120.00 0.00E+00 4.57E-06 0.00E+00 2.14E-09 0.00E+00 3.30E-09
371751.00 3754120.00 0.00E+00 7.09E-03 0.00E+00 3.26E-06 0.00E+00 4.93E-06 371751.00 3754120.00 0.00E+00 4.29E-06 0.00E+00 1.97E-09 0.00E+00 2.98E-09
371771.00 3754120.00 0.00E+00 6.68E-03 0.00E+00 3.00E-06 0.00E+00 4.47E-06 371771.00 3754120.00 0.00E+00 4.04E-06 0.00E+00 1.82E-09 0.00E+00 2.71E-09
371791.00 3754120.00 0.00E+00 6.30E-03 0.00E+00 2.78E-06 0.00E+00 4.08E-06 371791.00 3754120.00 0.00E+00 3.81E-06 0.00E+00 1.68E-09 0.00E+00 2.47E-09
371811.00 3754120.00 0.00E+00 5.95E-03 0.00E+00 2.59E-06 0.00E+00 3.74E-06 371811.00 3754120.00 0.00E+00 3.60E-06 0.00E+00 1.56E-09 0.00E+00 2.26E-09
371831.00 3754120.00 0.00E+00 5.63E-03 0.00E+00 2.41E-06 0.00E+00 3.43E-06 371831.00 3754120.00 0.00E+00 3.41E-06 0.00E+00 1.46E-09 0.00E+00 2.08E-09
370571.00 3754140.00 0.00E+00 3.63E-03 0.00E+00 1.77E-06 0.00E+00 5.03E-07 370571.00 3754140.00 0.00E+00 2.20E-06 0.00E+00 1.07E-09 0.00E+00 3.04E-10
370591.00 3754140.00 0.00E+00 3.85E-03 0.00E+00 1.91E-06 0.00E+00 5.32E-07 370591.00 3754140.00 0.00E+00 2.33E-06 0.00E+00 1.16E-09 0.00E+00 3.22E-10
370611.00 3754140.00 0.00E+00 4.08E-03 0.00E+00 2.07E-06 0.00E+00 5.64E-07 370611.00 3754140.00 0.00E+00 2.47E-06 0.00E+00 1.26E-09 0.00E+00 3.41E-10
370631.00 3754140.00 0.00E+00 4.34E-03 0.00E+00 2.26E-06 0.00E+00 5.99E-07 370631.00 3754140.00 0.00E+00 2.62E-06 0.00E+00 1.37E-09 0.00E+00 3.62E-10
370651.00 3754140.00 0.00E+00 4.62E-03 0.00E+00 2.48E-06 0.00E+00 6.39E-07 370651.00 3754140.00 0.00E+00 2.79E-06 0.00E+00 1.50E-09 0.00E+00 3.87E-10
370671.00 3754140.00 0.00E+00 4.93E-03 0.00E+00 2.73E-06 0.00E+00 6.83E-07 370671.00 3754140.00 0.00E+00 2.98E-06 0.00E+00 1.65E-09 0.00E+00 4.13E-10
370691.00 3754140.00 0.00E+00 5.27E-03 0.00E+00 3.02E-06 0.00E+00 7.31E-07 370691.00 3754140.00 0.00E+00 3.19E-06 0.00E+00 1.83E-09 0.00E+00 4.43E-10
370711.00 3754140.00 0.00E+00 5.65E-03 0.00E+00 3.38E-06 0.00E+00 7.87E-07 370711.00 3754140.00 0.00E+00 3.42E-06 0.00E+00 2.05E-09 0.00E+00 4.76E-10
370731.00 3754140.00 0.00E+00 6.05E-03 0.00E+00 3.82E-06 0.00E+00 8.52E-07 370731.00 3754140.00 0.00E+00 3.66E-06 0.00E+00 2.31E-09 0.00E+00 5.16E-10
370751.00 3754140.00 0.00E+00 6.50E-03 0.00E+00 4.37E-06 0.00E+00 9.23E-07 370751.00 3754140.00 0.00E+00 3.93E-06 0.00E+00 2.64E-09 0.00E+00 5.59E-10
370771.00 3754140.00 0.00E+00 6.98E-03 0.00E+00 5.02E-06 0.00E+00 1.00E-06 370771.00 3754140.00 0.00E+00 4.22E-06 0.00E+00 3.04E-09 0.00E+00 6.05E-10
370791.00 3754140.00 0.00E+00 7.55E-03 0.00E+00 5.84E-06 0.00E+00 1.09E-06 370791.00 3754140.00 0.00E+00 4.57E-06 0.00E+00 3.54E-09 0.00E+00 6.58E-10
370811.00 3754140.00 0.00E+00 8.20E-03 0.00E+00 6.93E-06 0.00E+00 1.19E-06 370811.00 3754140.00 0.00E+00 4.96E-06 0.00E+00 4.19E-09 0.00E+00 7.19E-10
370831.00 3754140.00 0.00E+00 8.94E-03 0.00E+00 8.40E-06 0.00E+00 1.30E-06 370831.00 3754140.00 0.00E+00 5.41E-06 0.00E+00 5.08E-09 0.00E+00 7.89E-10
370851.00 3754140.00 0.00E+00 9.85E-03 0.00E+00 1.05E-05 0.00E+00 1.44E-06 370851.00 3754140.00 0.00E+00 5.96E-06 0.00E+00 6.38E-09 0.00E+00 8.72E-10
370871.00 3754140.00 0.00E+00 1.09E-02 0.00E+00 1.38E-05 0.00E+00 1.60E-06 370871.00 3754140.00 0.00E+00 6.61E-06 0.00E+00 8.36E-09 0.00E+00 9.68E-10
370891.00 3754140.00 0.00E+00 1.21E-02 0.00E+00 1.92E-05 0.00E+00 1.79E-06 370891.00 3754140.00 0.00E+00 7.32E-06 0.00E+00 1.16E-08 0.00E+00 1.08E-09
370911.00 3754140.00 0.00E+00 1.35E-02 0.00E+00 2.95E-05 0.00E+00 2.01E-06 370911.00 3754140.00 0.00E+00 8.15E-06 0.00E+00 1.78E-08 0.00E+00 1.21E-09
370931.00 3754140.00 0.00E+00 1.51E-02 0.00E+00 5.35E-05 0.00E+00 2.27E-06 370931.00 3754140.00 0.00E+00 9.14E-06 0.00E+00 3.23E-08 0.00E+00 1.38E-09
370951.00 3754140.00 0.00E+00 1.71E-02 0.00E+00 5.58E-05 0.00E+00 2.60E-06 370951.00 3754140.00 0.00E+00 1.03E-05 0.00E+00 3.38E-08 0.00E+00 1.57E-09
370971.00 3754140.00 0.00E+00 1.95E-02 0.00E+00 1.17E-04 0.00E+00 3.00E-06 370971.00 3754140.00 0.00E+00 1.18E-05 0.00E+00 7.05E-08 0.00E+00 1.81E-09
370991.00 3754140.00 0.00E+00 2.25E-02 0.00E+00 8.36E-05 0.00E+00 3.51E-06 370991.00 3754140.00 0.00E+00 1.36E-05 0.00E+00 5.06E-08 0.00E+00 2.12E-09
371011.00 3754140.00 0.00E+00 2.62E-02 0.00E+00 7.29E-05 0.00E+00 4.15E-06 371011.00 3754140.00 0.00E+00 1.59E-05 0.00E+00 4.41E-08 0.00E+00 2.51E-09
371031.00 3754140.00 0.00E+00 3.09E-02 0.00E+00 6.94E-05 0.00E+00 5.00E-06 371031.00 3754140.00 0.00E+00 1.87E-05 0.00E+00 4.20E-08 0.00E+00 3.03E-09
371051.00 3754140.00 0.00E+00 3.69E-02 0.00E+00 6.86E-05 0.00E+00 6.16E-06 371051.00 3754140.00 0.00E+00 2.23E-05 0.00E+00 4.15E-08 0.00E+00 3.73E-09
371071.00 3754140.00 0.00E+00 4.49E-02 0.00E+00 6.84E-05 0.00E+00 7.80E-06 371071.00 3754140.00 0.00E+00 2.72E-05 0.00E+00 4.14E-08 0.00E+00 4.72E-09
371091.00 3754140.00 0.00E+00 5.63E-02 0.00E+00 6.79E-05 0.00E+00 1.02E-05 371091.00 3754140.00 0.00E+00 3.40E-05 0.00E+00 4.11E-08 0.00E+00 6.18E-09
371111.00 3754140.00 0.00E+00 7.30E-02 0.00E+00 6.78E-05 0.00E+00 1.41E-05 371111.00 3754140.00 0.00E+00 4.42E-05 0.00E+00 4.10E-08 0.00E+00 8.52E-09
371131.00 3754140.00 0.00E+00 9.95E-02 0.00E+00 6.80E-05 0.00E+00 2.08E-05 371131.00 3754140.00 0.00E+00 6.02E-05 0.00E+00 4.11E-08 0.00E+00 1.26E-08
371151.00 3754140.00 0.00E+00 1.41E-01 0.00E+00 6.87E-05 0.00E+00 3.38E-05 371151.00 3754140.00 0.00E+00 8.55E-05 0.00E+00 4.16E-08 0.00E+00 2.05E-08
371171.00 3754140.00 0.00E+00 1.79E-01 0.00E+00 6.96E-05 0.00E+00 5.71E-05 371171.00 3754140.00 0.00E+00 1.08E-04 0.00E+00 4.21E-08 0.00E+00 3.46E-08
371271.00 3754140.00 0.00E+00 2.49E-01 0.00E+00 6.81E-05 0.00E+00 1.54E-04 371271.00 3754140.00 0.00E+00 1.51E-04 0.00E+00 4.12E-08 0.00E+00 9.34E-08
371291.00 3754140.00 0.00E+00 2.01E-01 0.00E+00 6.67E-05 0.00E+00 1.57E-04 371291.00 3754140.00 0.00E+00 1.22E-04 0.00E+00 4.03E-08 0.00E+00 9.48E-08
371311.00 3754140.00 0.00E+00 1.45E-01 0.00E+00 6.55E-05 0.00E+00 1.58E-04 371311.00 3754140.00 0.00E+00 8.75E-05 0.00E+00 3.96E-08 0.00E+00 9.55E-08
371331.00 3754140.00 0.00E+00 1.07E-01 0.00E+00 6.43E-05 0.00E+00 1.57E-04 371331.00 3754140.00 0.00E+00 6.45E-05 0.00E+00 3.89E-08 0.00E+00 9.53E-08
371351.00 3754140.00 0.00E+00 8.21E-02 0.00E+00 6.23E-05 0.00E+00 1.54E-04 371351.00 3754140.00 0.00E+00 4.97E-05 0.00E+00 3.77E-08 0.00E+00 9.34E-08
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371371.00 3754140.00 0.00E+00 6.54E-02 0.00E+00 5.93E-05 0.00E+00 1.48E-04 371371.00 3754140.00 0.00E+00 3.96E-05 0.00E+00 3.59E-08 0.00E+00 8.93E-08
371411.00 3754140.00 0.00E+00 4.49E-02 0.00E+00 4.67E-05 0.00E+00 1.13E-04 371411.00 3754140.00 0.00E+00 2.72E-05 0.00E+00 2.83E-08 0.00E+00 6.85E-08
371431.00 3754140.00 0.00E+00 3.83E-02 0.00E+00 3.91E-05 0.00E+00 9.18E-05 371431.00 3754140.00 0.00E+00 2.31E-05 0.00E+00 2.37E-08 0.00E+00 5.55E-08
371451.00 3754140.00 0.00E+00 3.31E-02 0.00E+00 3.10E-05 0.00E+00 6.97E-05 371451.00 3754140.00 0.00E+00 2.00E-05 0.00E+00 1.88E-08 0.00E+00 4.22E-08
371471.00 3754140.00 0.00E+00 2.89E-02 0.00E+00 2.44E-05 0.00E+00 5.25E-05 371471.00 3754140.00 0.00E+00 1.75E-05 0.00E+00 1.48E-08 0.00E+00 3.18E-08
371491.00 3754140.00 0.00E+00 2.56E-02 0.00E+00 1.94E-05 0.00E+00 4.01E-05 371491.00 3754140.00 0.00E+00 1.55E-05 0.00E+00 1.17E-08 0.00E+00 2.43E-08
371511.00 3754140.00 0.00E+00 2.28E-02 0.00E+00 1.57E-05 0.00E+00 3.15E-05 371511.00 3754140.00 0.00E+00 1.38E-05 0.00E+00 9.53E-09 0.00E+00 1.90E-08
371531.00 3754140.00 0.00E+00 2.04E-02 0.00E+00 1.31E-05 0.00E+00 2.53E-05 371531.00 3754140.00 0.00E+00 1.24E-05 0.00E+00 7.90E-09 0.00E+00 1.53E-08
371551.00 3754140.00 0.00E+00 1.85E-02 0.00E+00 1.10E-05 0.00E+00 2.05E-05 371551.00 3754140.00 0.00E+00 1.12E-05 0.00E+00 6.63E-09 0.00E+00 1.24E-08
371571.00 3754140.00 0.00E+00 1.68E-02 0.00E+00 9.41E-06 0.00E+00 1.72E-05 371571.00 3754140.00 0.00E+00 1.01E-05 0.00E+00 5.69E-09 0.00E+00 1.04E-08
371591.00 3754140.00 0.00E+00 1.53E-02 0.00E+00 8.17E-06 0.00E+00 1.45E-05 371591.00 3754140.00 0.00E+00 9.25E-06 0.00E+00 4.94E-09 0.00E+00 8.80E-09
371611.00 3754140.00 0.00E+00 1.40E-02 0.00E+00 7.16E-06 0.00E+00 1.24E-05 371611.00 3754140.00 0.00E+00 8.48E-06 0.00E+00 4.33E-09 0.00E+00 7.53E-09
371631.00 3754140.00 0.00E+00 1.29E-02 0.00E+00 6.34E-06 0.00E+00 1.08E-05 371631.00 3754140.00 0.00E+00 7.80E-06 0.00E+00 3.84E-09 0.00E+00 6.53E-09
371651.00 3754140.00 0.00E+00 1.19E-02 0.00E+00 5.67E-06 0.00E+00 9.44E-06 371651.00 3754140.00 0.00E+00 7.20E-06 0.00E+00 3.43E-09 0.00E+00 5.71E-09
371671.00 3754140.00 0.00E+00 1.10E-02 0.00E+00 5.11E-06 0.00E+00 8.33E-06 371671.00 3754140.00 0.00E+00 6.67E-06 0.00E+00 3.09E-09 0.00E+00 5.04E-09
371691.00 3754140.00 0.00E+00 1.02E-02 0.00E+00 4.62E-06 0.00E+00 7.41E-06 371691.00 3754140.00 0.00E+00 6.20E-06 0.00E+00 2.80E-09 0.00E+00 4.48E-09
371711.00 3754140.00 0.00E+00 9.54E-03 0.00E+00 4.21E-06 0.00E+00 6.62E-06 371711.00 3754140.00 0.00E+00 5.77E-06 0.00E+00 2.55E-09 0.00E+00 4.01E-09
371731.00 3754140.00 0.00E+00 8.90E-03 0.00E+00 3.85E-06 0.00E+00 5.95E-06 371731.00 3754140.00 0.00E+00 5.39E-06 0.00E+00 2.33E-09 0.00E+00 3.60E-09
371751.00 3754140.00 0.00E+00 8.33E-03 0.00E+00 3.54E-06 0.00E+00 5.38E-06 371751.00 3754140.00 0.00E+00 5.04E-06 0.00E+00 2.14E-09 0.00E+00 3.25E-09
371771.00 3754140.00 0.00E+00 7.81E-03 0.00E+00 3.26E-06 0.00E+00 4.88E-06 371771.00 3754140.00 0.00E+00 4.73E-06 0.00E+00 1.97E-09 0.00E+00 2.95E-09
371791.00 3754140.00 0.00E+00 7.34E-03 0.00E+00 3.02E-06 0.00E+00 4.45E-06 371791.00 3754140.00 0.00E+00 4.44E-06 0.00E+00 1.83E-09 0.00E+00 2.69E-09
371811.00 3754140.00 0.00E+00 6.90E-03 0.00E+00 2.80E-06 0.00E+00 4.07E-06 371811.00 3754140.00 0.00E+00 4.18E-06 0.00E+00 1.70E-09 0.00E+00 2.46E-09
371831.00 3754140.00 0.00E+00 6.51E-03 0.00E+00 2.61E-06 0.00E+00 3.74E-06 371831.00 3754140.00 0.00E+00 3.94E-06 0.00E+00 1.58E-09 0.00E+00 2.26E-09
370571.00 3754160.00 0.00E+00 3.70E-03 0.00E+00 1.83E-06 0.00E+00 5.06E-07 370571.00 3754160.00 0.00E+00 2.24E-06 0.00E+00 1.11E-09 0.00E+00 3.06E-10
370591.00 3754160.00 0.00E+00 3.92E-03 0.00E+00 1.98E-06 0.00E+00 5.35E-07 370591.00 3754160.00 0.00E+00 2.37E-06 0.00E+00 1.20E-09 0.00E+00 3.24E-10
370611.00 3754160.00 0.00E+00 4.17E-03 0.00E+00 2.15E-06 0.00E+00 5.66E-07 370611.00 3754160.00 0.00E+00 2.52E-06 0.00E+00 1.30E-09 0.00E+00 3.43E-10
370631.00 3754160.00 0.00E+00 4.43E-03 0.00E+00 2.36E-06 0.00E+00 6.00E-07 370631.00 3754160.00 0.00E+00 2.68E-06 0.00E+00 1.43E-09 0.00E+00 3.63E-10
370651.00 3754160.00 0.00E+00 4.72E-03 0.00E+00 2.60E-06 0.00E+00 6.39E-07 370651.00 3754160.00 0.00E+00 2.85E-06 0.00E+00 1.57E-09 0.00E+00 3.86E-10
370671.00 3754160.00 0.00E+00 5.04E-03 0.00E+00 2.86E-06 0.00E+00 6.83E-07 370671.00 3754160.00 0.00E+00 3.05E-06 0.00E+00 1.73E-09 0.00E+00 4.13E-10
370691.00 3754160.00 0.00E+00 5.40E-03 0.00E+00 3.16E-06 0.00E+00 7.31E-07 370691.00 3754160.00 0.00E+00 3.27E-06 0.00E+00 1.91E-09 0.00E+00 4.42E-10
370711.00 3754160.00 0.00E+00 5.79E-03 0.00E+00 3.53E-06 0.00E+00 7.90E-07 370711.00 3754160.00 0.00E+00 3.51E-06 0.00E+00 2.14E-09 0.00E+00 4.78E-10
370731.00 3754160.00 0.00E+00 6.22E-03 0.00E+00 4.01E-06 0.00E+00 8.55E-07 370731.00 3754160.00 0.00E+00 3.76E-06 0.00E+00 2.43E-09 0.00E+00 5.17E-10
370751.00 3754160.00 0.00E+00 6.68E-03 0.00E+00 4.60E-06 0.00E+00 9.25E-07 370751.00 3754160.00 0.00E+00 4.04E-06 0.00E+00 2.78E-09 0.00E+00 5.60E-10
370771.00 3754160.00 0.00E+00 7.18E-03 0.00E+00 5.29E-06 0.00E+00 1.00E-06 370771.00 3754160.00 0.00E+00 4.34E-06 0.00E+00 3.20E-09 0.00E+00 6.06E-10
370791.00 3754160.00 0.00E+00 7.78E-03 0.00E+00 6.18E-06 0.00E+00 1.09E-06 370791.00 3754160.00 0.00E+00 4.71E-06 0.00E+00 3.74E-09 0.00E+00 6.59E-10
370811.00 3754160.00 0.00E+00 8.48E-03 0.00E+00 7.37E-06 0.00E+00 1.19E-06 370811.00 3754160.00 0.00E+00 5.13E-06 0.00E+00 4.46E-09 0.00E+00 7.19E-10
370831.00 3754160.00 0.00E+00 9.28E-03 0.00E+00 8.99E-06 0.00E+00 1.30E-06 370831.00 3754160.00 0.00E+00 5.62E-06 0.00E+00 5.44E-09 0.00E+00 7.89E-10
370851.00 3754160.00 0.00E+00 1.02E-02 0.00E+00 1.13E-05 0.00E+00 1.44E-06 370851.00 3754160.00 0.00E+00 6.19E-06 0.00E+00 6.85E-09 0.00E+00 8.70E-10
370871.00 3754160.00 0.00E+00 1.14E-02 0.00E+00 1.50E-05 0.00E+00 1.60E-06 370871.00 3754160.00 0.00E+00 6.89E-06 0.00E+00 9.06E-09 0.00E+00 9.66E-10
370891.00 3754160.00 0.00E+00 1.27E-02 0.00E+00 2.09E-05 0.00E+00 1.78E-06 370891.00 3754160.00 0.00E+00 7.66E-06 0.00E+00 1.27E-08 0.00E+00 1.08E-09
370911.00 3754160.00 0.00E+00 1.42E-02 0.00E+00 3.24E-05 0.00E+00 2.00E-06 370911.00 3754160.00 0.00E+00 8.60E-06 0.00E+00 1.96E-08 0.00E+00 1.21E-09
370931.00 3754160.00 0.00E+00 1.60E-02 0.00E+00 5.89E-05 0.00E+00 2.26E-06 370931.00 3754160.00 0.00E+00 9.67E-06 0.00E+00 3.56E-08 0.00E+00 1.36E-09
370951.00 3754160.00 0.00E+00 1.81E-02 0.00E+00 5.21E-05 0.00E+00 2.57E-06 370951.00 3754160.00 0.00E+00 1.10E-05 0.00E+00 3.15E-08 0.00E+00 1.56E-09
370971.00 3754160.00 0.00E+00 2.09E-02 0.00E+00 1.00E-04 0.00E+00 2.96E-06 370971.00 3754160.00 0.00E+00 1.26E-05 0.00E+00 6.08E-08 0.00E+00 1.79E-09
370991.00 3754160.00 0.00E+00 2.43E-02 0.00E+00 6.70E-05 0.00E+00 3.44E-06 370991.00 3754160.00 0.00E+00 1.47E-05 0.00E+00 4.05E-08 0.00E+00 2.08E-09
371011.00 3754160.00 0.00E+00 2.85E-02 0.00E+00 5.22E-05 0.00E+00 4.04E-06 371011.00 3754160.00 0.00E+00 1.72E-05 0.00E+00 3.16E-08 0.00E+00 2.45E-09
371031.00 3754160.00 0.00E+00 3.39E-02 0.00E+00 4.53E-05 0.00E+00 4.82E-06 371031.00 3754160.00 0.00E+00 2.05E-05 0.00E+00 2.74E-08 0.00E+00 2.92E-09
371051.00 3754160.00 0.00E+00 4.09E-02 0.00E+00 4.21E-05 0.00E+00 5.87E-06 371051.00 3754160.00 0.00E+00 2.48E-05 0.00E+00 2.55E-08 0.00E+00 3.55E-09
371071.00 3754160.00 0.00E+00 5.05E-02 0.00E+00 4.06E-05 0.00E+00 7.30E-06 371071.00 3754160.00 0.00E+00 3.06E-05 0.00E+00 2.46E-08 0.00E+00 4.42E-09
371091.00 3754160.00 0.00E+00 6.45E-02 0.00E+00 3.93E-05 0.00E+00 9.26E-06 371091.00 3754160.00 0.00E+00 3.90E-05 0.00E+00 2.38E-08 0.00E+00 5.60E-09
371111.00 3754160.00 0.00E+00 8.56E-02 0.00E+00 3.77E-05 0.00E+00 1.20E-05 371111.00 3754160.00 0.00E+00 5.18E-05 0.00E+00 2.28E-08 0.00E+00 7.23E-09
371131.00 3754160.00 0.00E+00 1.20E-01 0.00E+00 3.78E-05 0.00E+00 1.62E-05 371131.00 3754160.00 0.00E+00 7.27E-05 0.00E+00 2.28E-08 0.00E+00 9.79E-09
371151.00 3754160.00 0.00E+00 1.74E-01 0.00E+00 3.89E-05 0.00E+00 2.27E-05 371151.00 3754160.00 0.00E+00 1.06E-04 0.00E+00 2.36E-08 0.00E+00 1.38E-08
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371171.00 3754160.00 0.00E+00 2.17E-01 0.00E+00 4.01E-05 0.00E+00 3.15E-05 371171.00 3754160.00 0.00E+00 1.31E-04 0.00E+00 2.43E-08 0.00E+00 1.91E-08
371271.00 3754160.00 0.00E+00 3.15E-01 0.00E+00 3.91E-05 0.00E+00 6.93E-05 371271.00 3754160.00 0.00E+00 1.91E-04 0.00E+00 2.37E-08 0.00E+00 4.19E-08
371291.00 3754160.00 0.00E+00 2.58E-01 0.00E+00 3.86E-05 0.00E+00 7.33E-05 371291.00 3754160.00 0.00E+00 1.56E-04 0.00E+00 2.34E-08 0.00E+00 4.44E-08
371311.00 3754160.00 0.00E+00 1.90E-01 0.00E+00 3.79E-05 0.00E+00 7.57E-05 371311.00 3754160.00 0.00E+00 1.15E-04 0.00E+00 2.29E-08 0.00E+00 4.58E-08
371411.00 3754160.00 0.00E+00 5.79E-02 0.00E+00 2.83E-05 0.00E+00 6.09E-05 371411.00 3754160.00 0.00E+00 3.50E-05 0.00E+00 1.71E-08 0.00E+00 3.68E-08
371431.00 3754160.00 0.00E+00 4.88E-02 0.00E+00 2.57E-05 0.00E+00 5.49E-05 371431.00 3754160.00 0.00E+00 2.95E-05 0.00E+00 1.56E-08 0.00E+00 3.32E-08
371451.00 3754160.00 0.00E+00 4.18E-02 0.00E+00 2.29E-05 0.00E+00 4.80E-05 371451.00 3754160.00 0.00E+00 2.53E-05 0.00E+00 1.38E-08 0.00E+00 2.91E-08
371471.00 3754160.00 0.00E+00 3.63E-02 0.00E+00 1.99E-05 0.00E+00 4.08E-05 371471.00 3754160.00 0.00E+00 2.20E-05 0.00E+00 1.20E-08 0.00E+00 2.47E-08
371491.00 3754160.00 0.00E+00 3.18E-02 0.00E+00 1.71E-05 0.00E+00 3.42E-05 371491.00 3754160.00 0.00E+00 1.92E-05 0.00E+00 1.03E-08 0.00E+00 2.07E-08
371511.00 3754160.00 0.00E+00 2.81E-02 0.00E+00 1.46E-05 0.00E+00 2.86E-05 371511.00 3754160.00 0.00E+00 1.70E-05 0.00E+00 8.86E-09 0.00E+00 1.73E-08
371531.00 3754160.00 0.00E+00 2.50E-02 0.00E+00 1.26E-05 0.00E+00 2.39E-05 371531.00 3754160.00 0.00E+00 1.51E-05 0.00E+00 7.62E-09 0.00E+00 1.45E-08
371551.00 3754160.00 0.00E+00 2.25E-02 0.00E+00 1.09E-05 0.00E+00 2.01E-05 371551.00 3754160.00 0.00E+00 1.36E-05 0.00E+00 6.58E-09 0.00E+00 1.22E-08
371571.00 3754160.00 0.00E+00 2.02E-02 0.00E+00 9.51E-06 0.00E+00 1.72E-05 371571.00 3754160.00 0.00E+00 1.23E-05 0.00E+00 5.75E-09 0.00E+00 1.04E-08
371591.00 3754160.00 0.00E+00 1.84E-02 0.00E+00 8.36E-06 0.00E+00 1.48E-05 371591.00 3754160.00 0.00E+00 1.11E-05 0.00E+00 5.06E-09 0.00E+00 8.93E-09
371611.00 3754160.00 0.00E+00 1.67E-02 0.00E+00 7.39E-06 0.00E+00 1.27E-05 371611.00 3754160.00 0.00E+00 1.01E-05 0.00E+00 4.47E-09 0.00E+00 7.70E-09
371631.00 3754160.00 0.00E+00 1.53E-02 0.00E+00 6.60E-06 0.00E+00 1.11E-05 371631.00 3754160.00 0.00E+00 9.27E-06 0.00E+00 3.99E-09 0.00E+00 6.74E-09
371651.00 3754160.00 0.00E+00 1.41E-02 0.00E+00 5.93E-06 0.00E+00 9.80E-06 371651.00 3754160.00 0.00E+00 8.51E-06 0.00E+00 3.59E-09 0.00E+00 5.93E-09
371671.00 3754160.00 0.00E+00 1.30E-02 0.00E+00 5.36E-06 0.00E+00 8.69E-06 371671.00 3754160.00 0.00E+00 7.85E-06 0.00E+00 3.24E-09 0.00E+00 5.26E-09
371691.00 3754160.00 0.00E+00 1.20E-02 0.00E+00 4.87E-06 0.00E+00 7.75E-06 371691.00 3754160.00 0.00E+00 7.26E-06 0.00E+00 2.95E-09 0.00E+00 4.69E-09
371711.00 3754160.00 0.00E+00 1.11E-02 0.00E+00 4.44E-06 0.00E+00 6.96E-06 371711.00 3754160.00 0.00E+00 6.73E-06 0.00E+00 2.69E-09 0.00E+00 4.21E-09
371731.00 3754160.00 0.00E+00 1.03E-02 0.00E+00 4.07E-06 0.00E+00 6.27E-06 371731.00 3754160.00 0.00E+00 6.25E-06 0.00E+00 2.46E-09 0.00E+00 3.79E-09
371751.00 3754160.00 0.00E+00 9.64E-03 0.00E+00 3.75E-06 0.00E+00 5.68E-06 371751.00 3754160.00 0.00E+00 5.83E-06 0.00E+00 2.27E-09 0.00E+00 3.44E-09
371771.00 3754160.00 0.00E+00 9.00E-03 0.00E+00 3.46E-06 0.00E+00 5.16E-06 371771.00 3754160.00 0.00E+00 5.45E-06 0.00E+00 2.09E-09 0.00E+00 3.12E-09
371791.00 3754160.00 0.00E+00 8.42E-03 0.00E+00 3.20E-06 0.00E+00 4.71E-06 371791.00 3754160.00 0.00E+00 5.10E-06 0.00E+00 1.94E-09 0.00E+00 2.85E-09
371811.00 3754160.00 0.00E+00 7.90E-03 0.00E+00 2.98E-06 0.00E+00 4.31E-06 371811.00 3754160.00 0.00E+00 4.78E-06 0.00E+00 1.80E-09 0.00E+00 2.61E-09
371831.00 3754160.00 0.00E+00 7.43E-03 0.00E+00 2.78E-06 0.00E+00 3.97E-06 371831.00 3754160.00 0.00E+00 4.49E-06 0.00E+00 1.68E-09 0.00E+00 2.40E-09
370571.00 3754180.00 0.00E+00 3.76E-03 0.00E+00 1.89E-06 0.00E+00 5.08E-07 370571.00 3754180.00 0.00E+00 2.28E-06 0.00E+00 1.14E-09 0.00E+00 3.07E-10
370591.00 3754180.00 0.00E+00 3.99E-03 0.00E+00 2.04E-06 0.00E+00 5.36E-07 370591.00 3754180.00 0.00E+00 2.42E-06 0.00E+00 1.23E-09 0.00E+00 3.24E-10
370611.00 3754180.00 0.00E+00 4.24E-03 0.00E+00 2.21E-06 0.00E+00 5.66E-07 370611.00 3754180.00 0.00E+00 2.57E-06 0.00E+00 1.34E-09 0.00E+00 3.43E-10
370631.00 3754180.00 0.00E+00 4.51E-03 0.00E+00 2.44E-06 0.00E+00 6.00E-07 370631.00 3754180.00 0.00E+00 2.73E-06 0.00E+00 1.47E-09 0.00E+00 3.63E-10
370651.00 3754180.00 0.00E+00 4.81E-03 0.00E+00 2.68E-06 0.00E+00 6.38E-07 370651.00 3754180.00 0.00E+00 2.91E-06 0.00E+00 1.62E-09 0.00E+00 3.86E-10
370671.00 3754180.00 0.00E+00 5.14E-03 0.00E+00 2.96E-06 0.00E+00 6.81E-07 370671.00 3754180.00 0.00E+00 3.11E-06 0.00E+00 1.79E-09 0.00E+00 4.12E-10
370691.00 3754180.00 0.00E+00 5.51E-03 0.00E+00 3.28E-06 0.00E+00 7.30E-07 370691.00 3754180.00 0.00E+00 3.34E-06 0.00E+00 1.98E-09 0.00E+00 4.42E-10
370711.00 3754180.00 0.00E+00 5.92E-03 0.00E+00 3.68E-06 0.00E+00 7.88E-07 370711.00 3754180.00 0.00E+00 3.58E-06 0.00E+00 2.22E-09 0.00E+00 4.77E-10
370731.00 3754180.00 0.00E+00 6.36E-03 0.00E+00 4.18E-06 0.00E+00 8.53E-07 370731.00 3754180.00 0.00E+00 3.85E-06 0.00E+00 2.53E-09 0.00E+00 5.16E-10
370751.00 3754180.00 0.00E+00 6.84E-03 0.00E+00 4.79E-06 0.00E+00 9.21E-07 370751.00 3754180.00 0.00E+00 4.14E-06 0.00E+00 2.90E-09 0.00E+00 5.57E-10
370771.00 3754180.00 0.00E+00 7.36E-03 0.00E+00 5.52E-06 0.00E+00 9.96E-07 370771.00 3754180.00 0.00E+00 4.46E-06 0.00E+00 3.34E-09 0.00E+00 6.03E-10
370791.00 3754180.00 0.00E+00 8.00E-03 0.00E+00 6.48E-06 0.00E+00 1.08E-06 370791.00 3754180.00 0.00E+00 4.84E-06 0.00E+00 3.92E-09 0.00E+00 6.55E-10
370811.00 3754180.00 0.00E+00 8.75E-03 0.00E+00 7.75E-06 0.00E+00 1.18E-06 370811.00 3754180.00 0.00E+00 5.29E-06 0.00E+00 4.69E-09 0.00E+00 7.15E-10
370831.00 3754180.00 0.00E+00 9.57E-03 0.00E+00 9.46E-06 0.00E+00 1.29E-06 370831.00 3754180.00 0.00E+00 5.79E-06 0.00E+00 5.72E-09 0.00E+00 7.82E-10
370851.00 3754180.00 0.00E+00 1.06E-02 0.00E+00 1.20E-05 0.00E+00 1.42E-06 370851.00 3754180.00 0.00E+00 6.40E-06 0.00E+00 7.24E-09 0.00E+00 8.61E-10
370871.00 3754180.00 0.00E+00 1.18E-02 0.00E+00 1.58E-05 0.00E+00 1.58E-06 370871.00 3754180.00 0.00E+00 7.13E-06 0.00E+00 9.58E-09 0.00E+00 9.54E-10
370891.00 3754180.00 0.00E+00 1.32E-02 0.00E+00 2.22E-05 0.00E+00 1.75E-06 370891.00 3754180.00 0.00E+00 7.96E-06 0.00E+00 1.35E-08 0.00E+00 1.06E-09
370911.00 3754180.00 0.00E+00 1.48E-02 0.00E+00 3.46E-05 0.00E+00 1.96E-06 370911.00 3754180.00 0.00E+00 8.97E-06 0.00E+00 2.09E-08 0.00E+00 1.19E-09
370931.00 3754180.00 0.00E+00 1.67E-02 0.00E+00 6.41E-05 0.00E+00 2.21E-06 370931.00 3754180.00 0.00E+00 1.01E-05 0.00E+00 3.88E-08 0.00E+00 1.34E-09
370951.00 3754180.00 0.00E+00 1.90E-02 0.00E+00 5.42E-05 0.00E+00 2.51E-06 370951.00 3754180.00 0.00E+00 1.15E-05 0.00E+00 3.28E-08 0.00E+00 1.52E-09
370971.00 3754180.00 0.00E+00 2.21E-02 0.00E+00 9.05E-05 0.00E+00 2.87E-06 370971.00 3754180.00 0.00E+00 1.34E-05 0.00E+00 5.47E-08 0.00E+00 1.74E-09
370991.00 3754180.00 0.00E+00 2.58E-02 0.00E+00 5.86E-05 0.00E+00 3.30E-06 370991.00 3754180.00 0.00E+00 1.56E-05 0.00E+00 3.55E-08 0.00E+00 2.00E-09
371011.00 3754180.00 0.00E+00 3.05E-02 0.00E+00 4.40E-05 0.00E+00 3.84E-06 371011.00 3754180.00 0.00E+00 1.84E-05 0.00E+00 2.66E-08 0.00E+00 2.32E-09
371031.00 3754180.00 0.00E+00 3.65E-02 0.00E+00 3.63E-05 0.00E+00 4.52E-06 371031.00 3754180.00 0.00E+00 2.21E-05 0.00E+00 2.20E-08 0.00E+00 2.74E-09
371051.00 3754180.00 0.00E+00 4.44E-02 0.00E+00 3.20E-05 0.00E+00 5.41E-06 371051.00 3754180.00 0.00E+00 2.69E-05 0.00E+00 1.94E-08 0.00E+00 3.27E-09
371071.00 3754180.00 0.00E+00 5.53E-02 0.00E+00 2.96E-05 0.00E+00 6.57E-06 371071.00 3754180.00 0.00E+00 3.35E-05 0.00E+00 1.79E-08 0.00E+00 3.98E-09
371091.00 3754180.00 0.00E+00 7.10E-02 0.00E+00 2.77E-05 0.00E+00 8.04E-06 371091.00 3754180.00 0.00E+00 4.29E-05 0.00E+00 1.68E-08 0.00E+00 4.86E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371111.00 3754180.00 0.00E+00 9.44E-02 0.00E+00 2.69E-05 0.00E+00 1.01E-05 371111.00 3754180.00 0.00E+00 5.71E-05 0.00E+00 1.63E-08 0.00E+00 6.08E-09
371131.00 3754180.00 0.00E+00 1.32E-01 0.00E+00 2.67E-05 0.00E+00 1.27E-05 371131.00 3754180.00 0.00E+00 7.99E-05 0.00E+00 1.61E-08 0.00E+00 7.71E-09
371151.00 3754180.00 0.00E+00 1.89E-01 0.00E+00 2.68E-05 0.00E+00 1.62E-05 371151.00 3754180.00 0.00E+00 1.15E-04 0.00E+00 1.62E-08 0.00E+00 9.80E-09
371171.00 3754180.00 0.00E+00 2.38E-01 0.00E+00 2.70E-05 0.00E+00 2.02E-05 371171.00 3754180.00 0.00E+00 1.44E-04 0.00E+00 1.63E-08 0.00E+00 1.22E-08
371271.00 3754180.00 0.00E+00 3.51E-01 0.00E+00 2.58E-05 0.00E+00 3.63E-05 371271.00 3754180.00 0.00E+00 2.12E-04 0.00E+00 1.56E-08 0.00E+00 2.20E-08
371291.00 3754180.00 0.00E+00 2.92E-01 0.00E+00 2.53E-05 0.00E+00 3.89E-05 371291.00 3754180.00 0.00E+00 1.77E-04 0.00E+00 1.53E-08 0.00E+00 2.35E-08
371311.00 3754180.00 0.00E+00 2.20E-01 0.00E+00 2.48E-05 0.00E+00 4.07E-05 371311.00 3754180.00 0.00E+00 1.33E-04 0.00E+00 1.50E-08 0.00E+00 2.46E-08
371411.00 3754180.00 0.00E+00 7.00E-02 0.00E+00 1.95E-05 0.00E+00 3.68E-05 371411.00 3754180.00 0.00E+00 4.23E-05 0.00E+00 1.18E-08 0.00E+00 2.23E-08
371431.00 3754180.00 0.00E+00 5.89E-02 0.00E+00 1.83E-05 0.00E+00 3.47E-05 371431.00 3754180.00 0.00E+00 3.57E-05 0.00E+00 1.11E-08 0.00E+00 2.10E-08
371451.00 3754180.00 0.00E+00 5.04E-02 0.00E+00 1.69E-05 0.00E+00 3.20E-05 371451.00 3754180.00 0.00E+00 3.05E-05 0.00E+00 1.02E-08 0.00E+00 1.94E-08
371471.00 3754180.00 0.00E+00 4.35E-02 0.00E+00 1.55E-05 0.00E+00 2.94E-05 371471.00 3754180.00 0.00E+00 2.63E-05 0.00E+00 9.40E-09 0.00E+00 1.78E-08
371491.00 3754180.00 0.00E+00 3.80E-02 0.00E+00 1.41E-05 0.00E+00 2.64E-05 371491.00 3754180.00 0.00E+00 2.30E-05 0.00E+00 8.53E-09 0.00E+00 1.60E-08
371511.00 3754180.00 0.00E+00 3.34E-02 0.00E+00 1.27E-05 0.00E+00 2.34E-05 371511.00 3754180.00 0.00E+00 2.02E-05 0.00E+00 7.68E-09 0.00E+00 1.42E-08
371531.00 3754180.00 0.00E+00 2.97E-02 0.00E+00 1.14E-05 0.00E+00 2.06E-05 371531.00 3754180.00 0.00E+00 1.79E-05 0.00E+00 6.87E-09 0.00E+00 1.25E-08
371551.00 3754180.00 0.00E+00 2.65E-02 0.00E+00 1.02E-05 0.00E+00 1.81E-05 371551.00 3754180.00 0.00E+00 1.60E-05 0.00E+00 6.14E-09 0.00E+00 1.10E-08
371571.00 3754180.00 0.00E+00 2.38E-02 0.00E+00 9.08E-06 0.00E+00 1.59E-05 371571.00 3754180.00 0.00E+00 1.44E-05 0.00E+00 5.49E-09 0.00E+00 9.61E-09
371591.00 3754180.00 0.00E+00 2.15E-02 0.00E+00 8.14E-06 0.00E+00 1.40E-05 371591.00 3754180.00 0.00E+00 1.30E-05 0.00E+00 4.92E-09 0.00E+00 8.45E-09
371611.00 3754180.00 0.00E+00 1.95E-02 0.00E+00 7.30E-06 0.00E+00 1.23E-05 371611.00 3754180.00 0.00E+00 1.18E-05 0.00E+00 4.42E-09 0.00E+00 7.42E-09
371631.00 3754180.00 0.00E+00 1.78E-02 0.00E+00 6.59E-06 0.00E+00 1.09E-05 371631.00 3754180.00 0.00E+00 1.08E-05 0.00E+00 3.99E-09 0.00E+00 6.59E-09
371651.00 3754180.00 0.00E+00 1.63E-02 0.00E+00 5.98E-06 0.00E+00 9.70E-06 371651.00 3754180.00 0.00E+00 9.86E-06 0.00E+00 3.62E-09 0.00E+00 5.87E-09
371671.00 3754180.00 0.00E+00 1.50E-02 0.00E+00 5.45E-06 0.00E+00 8.68E-06 371671.00 3754180.00 0.00E+00 9.05E-06 0.00E+00 3.30E-09 0.00E+00 5.25E-09
371691.00 3754180.00 0.00E+00 1.38E-02 0.00E+00 4.98E-06 0.00E+00 7.80E-06 371691.00 3754180.00 0.00E+00 8.34E-06 0.00E+00 3.01E-09 0.00E+00 4.72E-09
371711.00 3754180.00 0.00E+00 1.27E-02 0.00E+00 4.56E-06 0.00E+00 7.04E-06 371711.00 3754180.00 0.00E+00 7.71E-06 0.00E+00 2.76E-09 0.00E+00 4.26E-09
371731.00 3754180.00 0.00E+00 1.18E-02 0.00E+00 4.20E-06 0.00E+00 6.38E-06 371731.00 3754180.00 0.00E+00 7.14E-06 0.00E+00 2.54E-09 0.00E+00 3.86E-09
371751.00 3754180.00 0.00E+00 1.10E-02 0.00E+00 3.88E-06 0.00E+00 5.81E-06 371751.00 3754180.00 0.00E+00 6.64E-06 0.00E+00 2.35E-09 0.00E+00 3.52E-09
371771.00 3754180.00 0.00E+00 1.02E-02 0.00E+00 3.59E-06 0.00E+00 5.30E-06 371771.00 3754180.00 0.00E+00 6.18E-06 0.00E+00 2.17E-09 0.00E+00 3.21E-09
371791.00 3754180.00 0.00E+00 9.54E-03 0.00E+00 3.34E-06 0.00E+00 4.85E-06 371791.00 3754180.00 0.00E+00 5.77E-06 0.00E+00 2.02E-09 0.00E+00 2.94E-09
371811.00 3754180.00 0.00E+00 8.92E-03 0.00E+00 3.11E-06 0.00E+00 4.46E-06 371811.00 3754180.00 0.00E+00 5.40E-06 0.00E+00 1.88E-09 0.00E+00 2.70E-09
371831.00 3754180.00 0.00E+00 8.37E-03 0.00E+00 2.90E-06 0.00E+00 4.11E-06 371831.00 3754180.00 0.00E+00 5.06E-06 0.00E+00 1.76E-09 0.00E+00 2.49E-09
370571.00 3754200.00 0.00E+00 3.80E-03 0.00E+00 1.93E-06 0.00E+00 5.07E-07 370571.00 3754200.00 0.00E+00 2.30E-06 0.00E+00 1.17E-09 0.00E+00 3.07E-10
370591.00 3754200.00 0.00E+00 4.04E-03 0.00E+00 2.10E-06 0.00E+00 5.36E-07 370591.00 3754200.00 0.00E+00 2.44E-06 0.00E+00 1.27E-09 0.00E+00 3.25E-10
370611.00 3754200.00 0.00E+00 4.30E-03 0.00E+00 2.29E-06 0.00E+00 5.68E-07 370611.00 3754200.00 0.00E+00 2.60E-06 0.00E+00 1.38E-09 0.00E+00 3.43E-10
370631.00 3754200.00 0.00E+00 4.59E-03 0.00E+00 2.49E-06 0.00E+00 5.98E-07 370631.00 3754200.00 0.00E+00 2.78E-06 0.00E+00 1.51E-09 0.00E+00 3.62E-10
370651.00 3754200.00 0.00E+00 4.89E-03 0.00E+00 2.75E-06 0.00E+00 6.35E-07 370651.00 3754200.00 0.00E+00 2.96E-06 0.00E+00 1.67E-09 0.00E+00 3.84E-10
370671.00 3754200.00 0.00E+00 5.23E-03 0.00E+00 3.04E-06 0.00E+00 6.77E-07 370671.00 3754200.00 0.00E+00 3.16E-06 0.00E+00 1.84E-09 0.00E+00 4.10E-10
370691.00 3754200.00 0.00E+00 5.61E-03 0.00E+00 3.38E-06 0.00E+00 7.25E-07 370691.00 3754200.00 0.00E+00 3.39E-06 0.00E+00 2.05E-09 0.00E+00 4.39E-10
370711.00 3754200.00 0.00E+00 6.03E-03 0.00E+00 3.79E-06 0.00E+00 7.81E-07 370711.00 3754200.00 0.00E+00 3.65E-06 0.00E+00 2.29E-09 0.00E+00 4.73E-10
370731.00 3754200.00 0.00E+00 6.48E-03 0.00E+00 4.32E-06 0.00E+00 8.45E-07 370731.00 3754200.00 0.00E+00 3.92E-06 0.00E+00 2.62E-09 0.00E+00 5.11E-10
370751.00 3754200.00 0.00E+00 6.98E-03 0.00E+00 4.96E-06 0.00E+00 9.12E-07 370751.00 3754200.00 0.00E+00 4.23E-06 0.00E+00 3.00E-09 0.00E+00 5.52E-10
370771.00 3754200.00 0.00E+00 7.54E-03 0.00E+00 5.73E-06 0.00E+00 9.86E-07 370771.00 3754200.00 0.00E+00 4.56E-06 0.00E+00 3.47E-09 0.00E+00 5.96E-10
370791.00 3754200.00 0.00E+00 8.19E-03 0.00E+00 6.73E-06 0.00E+00 1.07E-06 370791.00 3754200.00 0.00E+00 4.95E-06 0.00E+00 4.07E-09 0.00E+00 6.47E-10
370811.00 3754200.00 0.00E+00 8.94E-03 0.00E+00 8.04E-06 0.00E+00 1.16E-06 370811.00 3754200.00 0.00E+00 5.41E-06 0.00E+00 4.86E-09 0.00E+00 7.04E-10
370831.00 3754200.00 0.00E+00 9.81E-03 0.00E+00 9.84E-06 0.00E+00 1.27E-06 370831.00 3754200.00 0.00E+00 5.94E-06 0.00E+00 5.95E-09 0.00E+00 7.70E-10
370851.00 3754200.00 0.00E+00 1.09E-02 0.00E+00 1.25E-05 0.00E+00 1.40E-06 370851.00 3754200.00 0.00E+00 6.57E-06 0.00E+00 7.54E-09 0.00E+00 8.46E-10
370871.00 3754200.00 0.00E+00 1.21E-02 0.00E+00 1.66E-05 0.00E+00 1.54E-06 370871.00 3754200.00 0.00E+00 7.33E-06 0.00E+00 1.00E-08 0.00E+00 9.34E-10
370891.00 3754200.00 0.00E+00 1.36E-02 0.00E+00 2.34E-05 0.00E+00 1.71E-06 370891.00 3754200.00 0.00E+00 8.23E-06 0.00E+00 1.42E-08 0.00E+00 1.04E-09
370911.00 3754200.00 0.00E+00 1.53E-02 0.00E+00 3.68E-05 0.00E+00 1.91E-06 370911.00 3754200.00 0.00E+00 9.25E-06 0.00E+00 2.23E-08 0.00E+00 1.15E-09
370931.00 3754200.00 0.00E+00 1.73E-02 0.00E+00 7.00E-05 0.00E+00 2.14E-06 370931.00 3754200.00 0.00E+00 1.05E-05 0.00E+00 4.23E-08 0.00E+00 1.29E-09
370951.00 3754200.00 0.00E+00 1.98E-02 0.00E+00 4.88E-05 0.00E+00 2.41E-06 370951.00 3754200.00 0.00E+00 1.20E-05 0.00E+00 2.95E-08 0.00E+00 1.46E-09
370971.00 3754200.00 0.00E+00 2.30E-02 0.00E+00 8.36E-05 0.00E+00 2.74E-06 370971.00 3754200.00 0.00E+00 1.39E-05 0.00E+00 5.06E-08 0.00E+00 1.66E-09
370991.00 3754200.00 0.00E+00 2.71E-02 0.00E+00 5.18E-05 0.00E+00 3.10E-06 370991.00 3754200.00 0.00E+00 1.64E-05 0.00E+00 3.14E-08 0.00E+00 1.87E-09
371011.00 3754200.00 0.00E+00 3.20E-02 0.00E+00 3.82E-05 0.00E+00 3.55E-06 371011.00 3754200.00 0.00E+00 1.93E-05 0.00E+00 2.31E-08 0.00E+00 2.15E-09
371031.00 3754200.00 0.00E+00 3.83E-02 0.00E+00 3.14E-05 0.00E+00 4.13E-06 371031.00 3754200.00 0.00E+00 2.32E-05 0.00E+00 1.90E-08 0.00E+00 2.50E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371051.00 3754200.00 0.00E+00 4.68E-02 0.00E+00 2.71E-05 0.00E+00 4.86E-06 371051.00 3754200.00 0.00E+00 2.83E-05 0.00E+00 1.64E-08 0.00E+00 2.94E-09
371071.00 3754200.00 0.00E+00 5.84E-02 0.00E+00 2.43E-05 0.00E+00 5.76E-06 371071.00 3754200.00 0.00E+00 3.53E-05 0.00E+00 1.47E-08 0.00E+00 3.48E-09
371091.00 3754200.00 0.00E+00 7.49E-02 0.00E+00 2.25E-05 0.00E+00 6.88E-06 371091.00 3754200.00 0.00E+00 4.53E-05 0.00E+00 1.36E-08 0.00E+00 4.16E-09
371111.00 3754200.00 0.00E+00 1.00E-01 0.00E+00 2.14E-05 0.00E+00 8.29E-06 371111.00 3754200.00 0.00E+00 6.05E-05 0.00E+00 1.30E-08 0.00E+00 5.02E-09
371131.00 3754200.00 0.00E+00 1.39E-01 0.00E+00 2.08E-05 0.00E+00 1.00E-05 371131.00 3754200.00 0.00E+00 8.39E-05 0.00E+00 1.26E-08 0.00E+00 6.06E-09
371151.00 3754200.00 0.00E+00 1.98E-01 0.00E+00 2.04E-05 0.00E+00 1.20E-05 371151.00 3754200.00 0.00E+00 1.20E-04 0.00E+00 1.24E-08 0.00E+00 7.25E-09
371171.00 3754200.00 0.00E+00 2.55E-01 0.00E+00 2.01E-05 0.00E+00 1.40E-05 371171.00 3754200.00 0.00E+00 1.54E-04 0.00E+00 1.22E-08 0.00E+00 8.46E-09
371411.00 3754200.00 0.00E+00 8.00E-02 0.00E+00 1.45E-05 0.00E+00 2.37E-05 371411.00 3754200.00 0.00E+00 4.84E-05 0.00E+00 8.79E-09 0.00E+00 1.44E-08
371431.00 3754200.00 0.00E+00 6.77E-02 0.00E+00 1.37E-05 0.00E+00 2.27E-05 371431.00 3754200.00 0.00E+00 4.10E-05 0.00E+00 8.29E-09 0.00E+00 1.37E-08
371451.00 3754200.00 0.00E+00 5.80E-02 0.00E+00 1.30E-05 0.00E+00 2.18E-05 371451.00 3754200.00 0.00E+00 3.51E-05 0.00E+00 7.85E-09 0.00E+00 1.32E-08
371471.00 3754200.00 0.00E+00 5.02E-02 0.00E+00 1.22E-05 0.00E+00 2.08E-05 371471.00 3754200.00 0.00E+00 3.03E-05 0.00E+00 7.40E-09 0.00E+00 1.26E-08
371491.00 3754200.00 0.00E+00 4.38E-02 0.00E+00 1.15E-05 0.00E+00 1.95E-05 371491.00 3754200.00 0.00E+00 2.65E-05 0.00E+00 6.93E-09 0.00E+00 1.18E-08
371511.00 3754200.00 0.00E+00 3.85E-02 0.00E+00 1.07E-05 0.00E+00 1.82E-05 371511.00 3754200.00 0.00E+00 2.33E-05 0.00E+00 6.45E-09 0.00E+00 1.10E-08
371531.00 3754200.00 0.00E+00 3.41E-02 0.00E+00 9.86E-06 0.00E+00 1.67E-05 371531.00 3754200.00 0.00E+00 2.06E-05 0.00E+00 5.97E-09 0.00E+00 1.01E-08
371551.00 3754200.00 0.00E+00 3.04E-02 0.00E+00 9.07E-06 0.00E+00 1.52E-05 371551.00 3754200.00 0.00E+00 1.84E-05 0.00E+00 5.49E-09 0.00E+00 9.22E-09
371571.00 3754200.00 0.00E+00 2.72E-02 0.00E+00 8.32E-06 0.00E+00 1.38E-05 371571.00 3754200.00 0.00E+00 1.65E-05 0.00E+00 5.03E-09 0.00E+00 8.36E-09
371591.00 3754200.00 0.00E+00 2.46E-02 0.00E+00 7.61E-06 0.00E+00 1.25E-05 371591.00 3754200.00 0.00E+00 1.49E-05 0.00E+00 4.61E-09 0.00E+00 7.56E-09
371611.00 3754200.00 0.00E+00 2.23E-02 0.00E+00 6.96E-06 0.00E+00 1.12E-05 371611.00 3754200.00 0.00E+00 1.35E-05 0.00E+00 4.21E-09 0.00E+00 6.80E-09
371631.00 3754200.00 0.00E+00 2.02E-02 0.00E+00 6.37E-06 0.00E+00 1.01E-05 371631.00 3754200.00 0.00E+00 1.22E-05 0.00E+00 3.85E-09 0.00E+00 6.14E-09
371651.00 3754200.00 0.00E+00 1.85E-02 0.00E+00 5.85E-06 0.00E+00 9.18E-06 371651.00 3754200.00 0.00E+00 1.12E-05 0.00E+00 3.54E-09 0.00E+00 5.55E-09
371671.00 3754200.00 0.00E+00 1.69E-02 0.00E+00 5.37E-06 0.00E+00 8.32E-06 371671.00 3754200.00 0.00E+00 1.02E-05 0.00E+00 3.25E-09 0.00E+00 5.03E-09
371691.00 3754200.00 0.00E+00 1.56E-02 0.00E+00 4.95E-06 0.00E+00 7.56E-06 371691.00 3754200.00 0.00E+00 9.41E-06 0.00E+00 3.00E-09 0.00E+00 4.57E-09
371711.00 3754200.00 0.00E+00 1.43E-02 0.00E+00 4.57E-06 0.00E+00 6.88E-06 371711.00 3754200.00 0.00E+00 8.68E-06 0.00E+00 2.77E-09 0.00E+00 4.17E-09
371731.00 3754200.00 0.00E+00 1.33E-02 0.00E+00 4.24E-06 0.00E+00 6.29E-06 371731.00 3754200.00 0.00E+00 8.03E-06 0.00E+00 2.56E-09 0.00E+00 3.81E-09
371751.00 3754200.00 0.00E+00 1.23E-02 0.00E+00 3.93E-06 0.00E+00 5.77E-06 371751.00 3754200.00 0.00E+00 7.44E-06 0.00E+00 2.38E-09 0.00E+00 3.49E-09
371771.00 3754200.00 0.00E+00 1.14E-02 0.00E+00 3.66E-06 0.00E+00 5.29E-06 371771.00 3754200.00 0.00E+00 6.91E-06 0.00E+00 2.21E-09 0.00E+00 3.20E-09
371791.00 3754200.00 0.00E+00 1.06E-02 0.00E+00 3.41E-06 0.00E+00 4.87E-06 371791.00 3754200.00 0.00E+00 6.44E-06 0.00E+00 2.06E-09 0.00E+00 2.94E-09
371811.00 3754200.00 0.00E+00 9.93E-03 0.00E+00 3.18E-06 0.00E+00 4.49E-06 371811.00 3754200.00 0.00E+00 6.01E-06 0.00E+00 1.93E-09 0.00E+00 2.72E-09
371831.00 3754200.00 0.00E+00 9.30E-03 0.00E+00 2.98E-06 0.00E+00 4.15E-06 371831.00 3754200.00 0.00E+00 5.62E-06 0.00E+00 1.80E-09 0.00E+00 2.51E-09
370571.00 3754220.00 0.00E+00 3.83E-03 0.00E+00 1.97E-06 0.00E+00 5.03E-07 370571.00 3754220.00 0.00E+00 2.32E-06 0.00E+00 1.19E-09 0.00E+00 3.05E-10
370591.00 3754220.00 0.00E+00 4.07E-03 0.00E+00 2.14E-06 0.00E+00 5.32E-07 370591.00 3754220.00 0.00E+00 2.46E-06 0.00E+00 1.30E-09 0.00E+00 3.22E-10
370611.00 3754220.00 0.00E+00 4.34E-03 0.00E+00 2.34E-06 0.00E+00 5.64E-07 370611.00 3754220.00 0.00E+00 2.63E-06 0.00E+00 1.42E-09 0.00E+00 3.41E-10
370631.00 3754220.00 0.00E+00 4.64E-03 0.00E+00 2.55E-06 0.00E+00 5.95E-07 370631.00 3754220.00 0.00E+00 2.81E-06 0.00E+00 1.54E-09 0.00E+00 3.60E-10
370651.00 3754220.00 0.00E+00 4.95E-03 0.00E+00 2.81E-06 0.00E+00 6.30E-07 370651.00 3754220.00 0.00E+00 3.00E-06 0.00E+00 1.70E-09 0.00E+00 3.81E-10
370671.00 3754220.00 0.00E+00 5.30E-03 0.00E+00 3.11E-06 0.00E+00 6.71E-07 370671.00 3754220.00 0.00E+00 3.21E-06 0.00E+00 1.88E-09 0.00E+00 4.06E-10
370691.00 3754220.00 0.00E+00 5.69E-03 0.00E+00 3.46E-06 0.00E+00 7.18E-07 370691.00 3754220.00 0.00E+00 3.44E-06 0.00E+00 2.09E-09 0.00E+00 4.34E-10
370711.00 3754220.00 0.00E+00 6.11E-03 0.00E+00 3.89E-06 0.00E+00 7.71E-07 370711.00 3754220.00 0.00E+00 3.70E-06 0.00E+00 2.35E-09 0.00E+00 4.66E-10
370731.00 3754220.00 0.00E+00 6.58E-03 0.00E+00 4.44E-06 0.00E+00 8.32E-07 370731.00 3754220.00 0.00E+00 3.98E-06 0.00E+00 2.68E-09 0.00E+00 5.03E-10
370751.00 3754220.00 0.00E+00 7.09E-03 0.00E+00 5.10E-06 0.00E+00 8.98E-07 370751.00 3754220.00 0.00E+00 4.29E-06 0.00E+00 3.08E-09 0.00E+00 5.43E-10
370771.00 3754220.00 0.00E+00 7.67E-03 0.00E+00 5.90E-06 0.00E+00 9.69E-07 370771.00 3754220.00 0.00E+00 4.64E-06 0.00E+00 3.57E-09 0.00E+00 5.86E-10
370791.00 3754220.00 0.00E+00 8.34E-03 0.00E+00 6.94E-06 0.00E+00 1.05E-06 370791.00 3754220.00 0.00E+00 5.05E-06 0.00E+00 4.20E-09 0.00E+00 6.35E-10
370811.00 3754220.00 0.00E+00 9.10E-03 0.00E+00 8.29E-06 0.00E+00 1.14E-06 370811.00 3754220.00 0.00E+00 5.51E-06 0.00E+00 5.02E-09 0.00E+00 6.89E-10
370831.00 3754220.00 0.00E+00 1.00E-02 0.00E+00 1.02E-05 0.00E+00 1.24E-06 370831.00 3754220.00 0.00E+00 6.05E-06 0.00E+00 6.15E-09 0.00E+00 7.52E-10
370851.00 3754220.00 0.00E+00 1.11E-02 0.00E+00 1.29E-05 0.00E+00 1.36E-06 370851.00 3754220.00 0.00E+00 6.70E-06 0.00E+00 7.80E-09 0.00E+00 8.24E-10
370871.00 3754220.00 0.00E+00 1.24E-02 0.00E+00 1.71E-05 0.00E+00 1.50E-06 370871.00 3754220.00 0.00E+00 7.47E-06 0.00E+00 1.04E-08 0.00E+00 9.06E-10
370891.00 3754220.00 0.00E+00 1.39E-02 0.00E+00 2.44E-05 0.00E+00 1.65E-06 370891.00 3754220.00 0.00E+00 8.39E-06 0.00E+00 1.48E-08 0.00E+00 1.00E-09
370911.00 3754220.00 0.00E+00 1.56E-02 0.00E+00 3.91E-05 0.00E+00 1.84E-06 370911.00 3754220.00 0.00E+00 9.46E-06 0.00E+00 2.36E-08 0.00E+00 1.11E-09
370931.00 3754220.00 0.00E+00 1.77E-02 0.00E+00 7.68E-05 0.00E+00 2.05E-06 370931.00 3754220.00 0.00E+00 1.07E-05 0.00E+00 4.65E-08 0.00E+00 1.24E-09
370951.00 3754220.00 0.00E+00 2.03E-02 0.00E+00 5.30E-05 0.00E+00 2.30E-06 370951.00 3754220.00 0.00E+00 1.23E-05 0.00E+00 3.21E-08 0.00E+00 1.39E-09
370971.00 3754220.00 0.00E+00 2.36E-02 0.00E+00 7.78E-05 0.00E+00 2.58E-06 370971.00 3754220.00 0.00E+00 1.43E-05 0.00E+00 4.71E-08 0.00E+00 1.56E-09
370991.00 3754220.00 0.00E+00 2.78E-02 0.00E+00 4.85E-05 0.00E+00 2.89E-06 370991.00 3754220.00 0.00E+00 1.68E-05 0.00E+00 2.94E-08 0.00E+00 1.75E-09
371011.00 3754220.00 0.00E+00 3.29E-02 0.00E+00 3.60E-05 0.00E+00 3.28E-06 371011.00 3754220.00 0.00E+00 1.99E-05 0.00E+00 2.18E-08 0.00E+00 1.98E-09
371031.00 3754220.00 0.00E+00 3.95E-02 0.00E+00 2.91E-05 0.00E+00 3.77E-06 371031.00 3754220.00 0.00E+00 2.39E-05 0.00E+00 1.76E-08 0.00E+00 2.28E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371051.00 3754220.00 0.00E+00 4.83E-02 0.00E+00 2.47E-05 0.00E+00 4.35E-06 371051.00 3754220.00 0.00E+00 2.92E-05 0.00E+00 1.50E-08 0.00E+00 2.63E-09
371071.00 3754220.00 0.00E+00 6.02E-02 0.00E+00 2.17E-05 0.00E+00 5.04E-06 371071.00 3754220.00 0.00E+00 3.64E-05 0.00E+00 1.32E-08 0.00E+00 3.05E-09
371091.00 3754220.00 0.00E+00 7.73E-02 0.00E+00 1.97E-05 0.00E+00 5.86E-06 371091.00 3754220.00 0.00E+00 4.68E-05 0.00E+00 1.19E-08 0.00E+00 3.55E-09
371111.00 3754220.00 0.00E+00 1.03E-01 0.00E+00 1.83E-05 0.00E+00 6.81E-06 371111.00 3754220.00 0.00E+00 6.21E-05 0.00E+00 1.11E-08 0.00E+00 4.12E-09
371131.00 3754220.00 0.00E+00 1.42E-01 0.00E+00 1.75E-05 0.00E+00 7.94E-06 371131.00 3754220.00 0.00E+00 8.62E-05 0.00E+00 1.06E-08 0.00E+00 4.81E-09
371151.00 3754220.00 0.00E+00 2.00E-01 0.00E+00 1.69E-05 0.00E+00 9.20E-06 371151.00 3754220.00 0.00E+00 1.21E-04 0.00E+00 1.02E-08 0.00E+00 5.57E-09
371171.00 3754220.00 0.00E+00 2.57E-01 0.00E+00 1.63E-05 0.00E+00 1.04E-05 371171.00 3754220.00 0.00E+00 1.56E-04 0.00E+00 9.88E-09 0.00E+00 6.28E-09
371411.00 3754220.00 0.00E+00 8.78E-02 0.00E+00 1.13E-05 0.00E+00 1.58E-05 371411.00 3754220.00 0.00E+00 5.31E-05 0.00E+00 6.85E-09 0.00E+00 9.56E-09
371431.00 3754220.00 0.00E+00 7.47E-02 0.00E+00 1.08E-05 0.00E+00 1.54E-05 371431.00 3754220.00 0.00E+00 4.52E-05 0.00E+00 6.53E-09 0.00E+00 9.34E-09
371451.00 3754220.00 0.00E+00 6.42E-02 0.00E+00 1.04E-05 0.00E+00 1.53E-05 371451.00 3754220.00 0.00E+00 3.89E-05 0.00E+00 6.28E-09 0.00E+00 9.23E-09
371471.00 3754220.00 0.00E+00 5.57E-02 0.00E+00 9.89E-06 0.00E+00 1.48E-05 371471.00 3754220.00 0.00E+00 3.37E-05 0.00E+00 5.98E-09 0.00E+00 8.96E-09
371491.00 3754220.00 0.00E+00 4.87E-02 0.00E+00 9.39E-06 0.00E+00 1.42E-05 371491.00 3754220.00 0.00E+00 2.95E-05 0.00E+00 5.68E-09 0.00E+00 8.62E-09
371511.00 3754220.00 0.00E+00 4.29E-02 0.00E+00 8.91E-06 0.00E+00 1.37E-05 371511.00 3754220.00 0.00E+00 2.59E-05 0.00E+00 5.39E-09 0.00E+00 8.28E-09
371531.00 3754220.00 0.00E+00 3.80E-02 0.00E+00 8.43E-06 0.00E+00 1.30E-05 371531.00 3754220.00 0.00E+00 2.30E-05 0.00E+00 5.10E-09 0.00E+00 7.89E-09
371551.00 3754220.00 0.00E+00 3.39E-02 0.00E+00 7.93E-06 0.00E+00 1.23E-05 371551.00 3754220.00 0.00E+00 2.05E-05 0.00E+00 4.80E-09 0.00E+00 7.44E-09
371571.00 3754220.00 0.00E+00 3.04E-02 0.00E+00 7.42E-06 0.00E+00 1.15E-05 371571.00 3754220.00 0.00E+00 1.84E-05 0.00E+00 4.49E-09 0.00E+00 6.95E-09
371591.00 3754220.00 0.00E+00 2.73E-02 0.00E+00 6.93E-06 0.00E+00 1.07E-05 371591.00 3754220.00 0.00E+00 1.65E-05 0.00E+00 4.19E-09 0.00E+00 6.45E-09
371611.00 3754220.00 0.00E+00 2.47E-02 0.00E+00 6.45E-06 0.00E+00 9.86E-06 371611.00 3754220.00 0.00E+00 1.50E-05 0.00E+00 3.90E-09 0.00E+00 5.97E-09
371631.00 3754220.00 0.00E+00 2.25E-02 0.00E+00 6.00E-06 0.00E+00 9.09E-06 371631.00 3754220.00 0.00E+00 1.36E-05 0.00E+00 3.63E-09 0.00E+00 5.50E-09
371651.00 3754220.00 0.00E+00 2.05E-02 0.00E+00 5.57E-06 0.00E+00 8.36E-06 371651.00 3754220.00 0.00E+00 1.24E-05 0.00E+00 3.37E-09 0.00E+00 5.06E-09
371671.00 3754220.00 0.00E+00 1.88E-02 0.00E+00 5.18E-06 0.00E+00 7.69E-06 371671.00 3754220.00 0.00E+00 1.14E-05 0.00E+00 3.13E-09 0.00E+00 4.65E-09
371691.00 3754220.00 0.00E+00 1.72E-02 0.00E+00 4.81E-06 0.00E+00 7.07E-06 371691.00 3754220.00 0.00E+00 1.04E-05 0.00E+00 2.91E-09 0.00E+00 4.28E-09
371711.00 3754220.00 0.00E+00 1.59E-02 0.00E+00 4.48E-06 0.00E+00 6.52E-06 371711.00 3754220.00 0.00E+00 9.60E-06 0.00E+00 2.71E-09 0.00E+00 3.94E-09
371731.00 3754220.00 0.00E+00 1.46E-02 0.00E+00 4.18E-06 0.00E+00 6.01E-06 371731.00 3754220.00 0.00E+00 8.86E-06 0.00E+00 2.53E-09 0.00E+00 3.64E-09
371751.00 3754220.00 0.00E+00 1.36E-02 0.00E+00 3.91E-06 0.00E+00 5.56E-06 371751.00 3754220.00 0.00E+00 8.20E-06 0.00E+00 2.36E-09 0.00E+00 3.36E-09
371771.00 3754220.00 0.00E+00 1.26E-02 0.00E+00 3.65E-06 0.00E+00 5.14E-06 371771.00 3754220.00 0.00E+00 7.61E-06 0.00E+00 2.21E-09 0.00E+00 3.11E-09
371791.00 3754220.00 0.00E+00 1.17E-02 0.00E+00 3.42E-06 0.00E+00 4.76E-06 371791.00 3754220.00 0.00E+00 7.08E-06 0.00E+00 2.07E-09 0.00E+00 2.88E-09
371811.00 3754220.00 0.00E+00 1.09E-02 0.00E+00 3.21E-06 0.00E+00 4.41E-06 371811.00 3754220.00 0.00E+00 6.60E-06 0.00E+00 1.94E-09 0.00E+00 2.67E-09
371831.00 3754220.00 0.00E+00 1.02E-02 0.00E+00 3.02E-06 0.00E+00 4.11E-06 371831.00 3754220.00 0.00E+00 6.17E-06 0.00E+00 1.83E-09 0.00E+00 2.48E-09
370571.00 3754240.00 0.00E+00 3.85E-03 0.00E+00 2.00E-06 0.00E+00 4.98E-07 370571.00 3754240.00 0.00E+00 2.33E-06 0.00E+00 1.21E-09 0.00E+00 3.01E-10
370591.00 3754240.00 0.00E+00 4.09E-03 0.00E+00 2.18E-06 0.00E+00 5.26E-07 370591.00 3754240.00 0.00E+00 2.47E-06 0.00E+00 1.32E-09 0.00E+00 3.18E-10
370611.00 3754240.00 0.00E+00 4.37E-03 0.00E+00 2.38E-06 0.00E+00 5.58E-07 370611.00 3754240.00 0.00E+00 2.64E-06 0.00E+00 1.44E-09 0.00E+00 3.37E-10
370631.00 3754240.00 0.00E+00 4.66E-03 0.00E+00 2.61E-06 0.00E+00 5.91E-07 370631.00 3754240.00 0.00E+00 2.82E-06 0.00E+00 1.58E-09 0.00E+00 3.58E-10
370651.00 3754240.00 0.00E+00 5.00E-03 0.00E+00 2.86E-06 0.00E+00 6.23E-07 370651.00 3754240.00 0.00E+00 3.02E-06 0.00E+00 1.73E-09 0.00E+00 3.77E-10
370671.00 3754240.00 0.00E+00 5.35E-03 0.00E+00 3.17E-06 0.00E+00 6.63E-07 370671.00 3754240.00 0.00E+00 3.23E-06 0.00E+00 1.92E-09 0.00E+00 4.01E-10
370691.00 3754240.00 0.00E+00 5.73E-03 0.00E+00 3.53E-06 0.00E+00 7.07E-07 370691.00 3754240.00 0.00E+00 3.47E-06 0.00E+00 2.14E-09 0.00E+00 4.28E-10
370711.00 3754240.00 0.00E+00 6.16E-03 0.00E+00 3.98E-06 0.00E+00 7.58E-07 370711.00 3754240.00 0.00E+00 3.73E-06 0.00E+00 2.41E-09 0.00E+00 4.58E-10
370731.00 3754240.00 0.00E+00 6.64E-03 0.00E+00 4.53E-06 0.00E+00 8.16E-07 370731.00 3754240.00 0.00E+00 4.01E-06 0.00E+00 2.74E-09 0.00E+00 4.94E-10
370751.00 3754240.00 0.00E+00 7.15E-03 0.00E+00 5.21E-06 0.00E+00 8.79E-07 370751.00 3754240.00 0.00E+00 4.32E-06 0.00E+00 3.15E-09 0.00E+00 5.32E-10
370771.00 3754240.00 0.00E+00 7.74E-03 0.00E+00 6.03E-06 0.00E+00 9.47E-07 370771.00 3754240.00 0.00E+00 4.68E-06 0.00E+00 3.65E-09 0.00E+00 5.73E-10
370791.00 3754240.00 0.00E+00 8.42E-03 0.00E+00 7.09E-06 0.00E+00 1.02E-06 370791.00 3754240.00 0.00E+00 5.09E-06 0.00E+00 4.29E-09 0.00E+00 6.19E-10
370811.00 3754240.00 0.00E+00 9.19E-03 0.00E+00 8.48E-06 0.00E+00 1.11E-06 370811.00 3754240.00 0.00E+00 5.56E-06 0.00E+00 5.13E-09 0.00E+00 6.71E-10
370831.00 3754240.00 0.00E+00 1.01E-02 0.00E+00 1.04E-05 0.00E+00 1.21E-06 370831.00 3754240.00 0.00E+00 6.12E-06 0.00E+00 6.30E-09 0.00E+00 7.30E-10
370851.00 3754240.00 0.00E+00 1.12E-02 0.00E+00 1.32E-05 0.00E+00 1.32E-06 370851.00 3754240.00 0.00E+00 6.79E-06 0.00E+00 8.01E-09 0.00E+00 7.96E-10
370871.00 3754240.00 0.00E+00 1.25E-02 0.00E+00 1.77E-05 0.00E+00 1.44E-06 370871.00 3754240.00 0.00E+00 7.58E-06 0.00E+00 1.07E-08 0.00E+00 8.73E-10
370891.00 3754240.00 0.00E+00 1.40E-02 0.00E+00 2.53E-05 0.00E+00 1.59E-06 370891.00 3754240.00 0.00E+00 8.48E-06 0.00E+00 1.53E-08 0.00E+00 9.60E-10
370911.00 3754240.00 0.00E+00 1.58E-02 0.00E+00 4.14E-05 0.00E+00 1.75E-06 370911.00 3754240.00 0.00E+00 9.57E-06 0.00E+00 2.50E-08 0.00E+00 1.06E-09
370931.00 3754240.00 0.00E+00 1.80E-02 0.00E+00 6.15E-05 0.00E+00 1.94E-06 370931.00 3754240.00 0.00E+00 1.09E-05 0.00E+00 3.72E-08 0.00E+00 1.17E-09
370951.00 3754240.00 0.00E+00 2.05E-02 0.00E+00 4.60E-05 0.00E+00 2.16E-06 370951.00 3754240.00 0.00E+00 1.24E-05 0.00E+00 2.78E-08 0.00E+00 1.31E-09
370971.00 3754240.00 0.00E+00 2.39E-02 0.00E+00 7.31E-05 0.00E+00 2.41E-06 370971.00 3754240.00 0.00E+00 1.44E-05 0.00E+00 4.42E-08 0.00E+00 1.46E-09
370991.00 3754240.00 0.00E+00 2.80E-02 0.00E+00 4.74E-05 0.00E+00 2.69E-06 370991.00 3754240.00 0.00E+00 1.70E-05 0.00E+00 2.87E-08 0.00E+00 1.63E-09
371011.00 3754240.00 0.00E+00 3.32E-02 0.00E+00 3.52E-05 0.00E+00 3.03E-06 371011.00 3754240.00 0.00E+00 2.01E-05 0.00E+00 2.13E-08 0.00E+00 1.83E-09
371031.00 3754240.00 0.00E+00 3.99E-02 0.00E+00 2.81E-05 0.00E+00 3.43E-06 371031.00 3754240.00 0.00E+00 2.42E-05 0.00E+00 1.70E-08 0.00E+00 2.08E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371051.00 3754240.00 0.00E+00 4.89E-02 0.00E+00 2.33E-05 0.00E+00 3.87E-06 371051.00 3754240.00 0.00E+00 2.96E-05 0.00E+00 1.41E-08 0.00E+00 2.34E-09
371071.00 3754240.00 0.00E+00 6.08E-02 0.00E+00 2.02E-05 0.00E+00 4.38E-06 371071.00 3754240.00 0.00E+00 3.68E-05 0.00E+00 1.22E-08 0.00E+00 2.65E-09
371091.00 3754240.00 0.00E+00 7.80E-02 0.00E+00 1.80E-05 0.00E+00 4.98E-06 371091.00 3754240.00 0.00E+00 4.72E-05 0.00E+00 1.09E-08 0.00E+00 3.01E-09
371111.00 3754240.00 0.00E+00 1.03E-01 0.00E+00 1.64E-05 0.00E+00 5.63E-06 371111.00 3754240.00 0.00E+00 6.25E-05 0.00E+00 9.93E-09 0.00E+00 3.41E-09
371131.00 3754240.00 0.00E+00 1.40E-01 0.00E+00 1.57E-05 0.00E+00 6.53E-06 371131.00 3754240.00 0.00E+00 8.46E-05 0.00E+00 9.48E-09 0.00E+00 3.95E-09
371151.00 3754240.00 0.00E+00 2.00E-01 0.00E+00 1.47E-05 0.00E+00 7.24E-06 371151.00 3754240.00 0.00E+00 1.21E-04 0.00E+00 8.89E-09 0.00E+00 4.38E-09
371171.00 3754240.00 0.00E+00 2.61E-01 0.00E+00 1.39E-05 0.00E+00 7.92E-06 371171.00 3754240.00 0.00E+00 1.58E-04 0.00E+00 8.44E-09 0.00E+00 4.79E-09
371411.00 3754240.00 0.00E+00 9.31E-02 0.00E+00 9.23E-06 0.00E+00 1.10E-05 371411.00 3754240.00 0.00E+00 5.63E-05 0.00E+00 5.59E-09 0.00E+00 6.66E-09
371431.00 3754240.00 0.00E+00 7.97E-02 0.00E+00 8.90E-06 0.00E+00 1.10E-05 371431.00 3754240.00 0.00E+00 4.82E-05 0.00E+00 5.38E-09 0.00E+00 6.64E-09
371451.00 3754240.00 0.00E+00 6.89E-02 0.00E+00 8.55E-06 0.00E+00 1.09E-05 371451.00 3754240.00 0.00E+00 4.17E-05 0.00E+00 5.17E-09 0.00E+00 6.57E-09
371471.00 3754240.00 0.00E+00 6.00E-02 0.00E+00 8.17E-06 0.00E+00 1.06E-05 371471.00 3754240.00 0.00E+00 3.63E-05 0.00E+00 4.94E-09 0.00E+00 6.42E-09
371491.00 3754240.00 0.00E+00 5.26E-02 0.00E+00 7.83E-06 0.00E+00 1.04E-05 371491.00 3754240.00 0.00E+00 3.18E-05 0.00E+00 4.74E-09 0.00E+00 6.31E-09
371511.00 3754240.00 0.00E+00 4.64E-02 0.00E+00 7.52E-06 0.00E+00 1.02E-05 371511.00 3754240.00 0.00E+00 2.81E-05 0.00E+00 4.55E-09 0.00E+00 6.19E-09
371531.00 3754240.00 0.00E+00 4.12E-02 0.00E+00 7.21E-06 0.00E+00 9.99E-06 371531.00 3754240.00 0.00E+00 2.49E-05 0.00E+00 4.37E-09 0.00E+00 6.05E-09
371551.00 3754240.00 0.00E+00 3.68E-02 0.00E+00 6.88E-06 0.00E+00 9.64E-06 371551.00 3754240.00 0.00E+00 2.22E-05 0.00E+00 4.16E-09 0.00E+00 5.83E-09
371571.00 3754240.00 0.00E+00 3.30E-02 0.00E+00 6.55E-06 0.00E+00 9.26E-06 371571.00 3754240.00 0.00E+00 2.00E-05 0.00E+00 3.96E-09 0.00E+00 5.60E-09
371591.00 3754240.00 0.00E+00 2.97E-02 0.00E+00 6.21E-06 0.00E+00 8.82E-06 371591.00 3754240.00 0.00E+00 1.80E-05 0.00E+00 3.76E-09 0.00E+00 5.34E-09
371611.00 3754240.00 0.00E+00 2.69E-02 0.00E+00 5.88E-06 0.00E+00 8.38E-06 371611.00 3754240.00 0.00E+00 1.63E-05 0.00E+00 3.56E-09 0.00E+00 5.07E-09
371631.00 3754240.00 0.00E+00 2.45E-02 0.00E+00 5.54E-06 0.00E+00 7.87E-06 371631.00 3754240.00 0.00E+00 1.48E-05 0.00E+00 3.35E-09 0.00E+00 4.76E-09
371651.00 3754240.00 0.00E+00 2.23E-02 0.00E+00 5.21E-06 0.00E+00 7.37E-06 371651.00 3754240.00 0.00E+00 1.35E-05 0.00E+00 3.15E-09 0.00E+00 4.46E-09
371671.00 3754240.00 0.00E+00 2.04E-02 0.00E+00 4.89E-06 0.00E+00 6.89E-06 371671.00 3754240.00 0.00E+00 1.23E-05 0.00E+00 2.96E-09 0.00E+00 4.17E-09
371691.00 3754240.00 0.00E+00 1.87E-02 0.00E+00 4.60E-06 0.00E+00 6.43E-06 371691.00 3754240.00 0.00E+00 1.13E-05 0.00E+00 2.78E-09 0.00E+00 3.89E-09
371711.00 3754240.00 0.00E+00 1.72E-02 0.00E+00 4.32E-06 0.00E+00 6.00E-06 371711.00 3754240.00 0.00E+00 1.04E-05 0.00E+00 2.61E-09 0.00E+00 3.63E-09
371731.00 3754240.00 0.00E+00 1.59E-02 0.00E+00 4.06E-06 0.00E+00 5.59E-06 371731.00 3754240.00 0.00E+00 9.61E-06 0.00E+00 2.46E-09 0.00E+00 3.39E-09
371751.00 3754240.00 0.00E+00 1.47E-02 0.00E+00 3.82E-06 0.00E+00 5.22E-06 371751.00 3754240.00 0.00E+00 8.89E-06 0.00E+00 2.31E-09 0.00E+00 3.16E-09
371771.00 3754240.00 0.00E+00 1.36E-02 0.00E+00 3.59E-06 0.00E+00 4.86E-06 371771.00 3754240.00 0.00E+00 8.24E-06 0.00E+00 2.17E-09 0.00E+00 2.94E-09
371791.00 3754240.00 0.00E+00 1.27E-02 0.00E+00 3.38E-06 0.00E+00 4.54E-06 371791.00 3754240.00 0.00E+00 7.66E-06 0.00E+00 2.05E-09 0.00E+00 2.75E-09
371811.00 3754240.00 0.00E+00 1.18E-02 0.00E+00 3.18E-06 0.00E+00 4.24E-06 371811.00 3754240.00 0.00E+00 7.13E-06 0.00E+00 1.93E-09 0.00E+00 2.57E-09
371831.00 3754240.00 0.00E+00 1.10E-02 0.00E+00 3.01E-06 0.00E+00 3.97E-06 371831.00 3754240.00 0.00E+00 6.66E-06 0.00E+00 1.82E-09 0.00E+00 2.40E-09
370571.00 3754260.00 0.00E+00 3.85E-03 0.00E+00 2.02E-06 0.00E+00 4.91E-07 370571.00 3754260.00 0.00E+00 2.33E-06 0.00E+00 1.22E-09 0.00E+00 2.97E-10
370591.00 3754260.00 0.00E+00 4.10E-03 0.00E+00 2.21E-06 0.00E+00 5.19E-07 370591.00 3754260.00 0.00E+00 2.48E-06 0.00E+00 1.33E-09 0.00E+00 3.14E-10
370611.00 3754260.00 0.00E+00 4.37E-03 0.00E+00 2.42E-06 0.00E+00 5.49E-07 370611.00 3754260.00 0.00E+00 2.65E-06 0.00E+00 1.46E-09 0.00E+00 3.32E-10
370631.00 3754260.00 0.00E+00 4.67E-03 0.00E+00 2.65E-06 0.00E+00 5.82E-07 370631.00 3754260.00 0.00E+00 2.83E-06 0.00E+00 1.61E-09 0.00E+00 3.52E-10
370651.00 3754260.00 0.00E+00 5.00E-03 0.00E+00 2.92E-06 0.00E+00 6.15E-07 370651.00 3754260.00 0.00E+00 3.03E-06 0.00E+00 1.77E-09 0.00E+00 3.72E-10
370671.00 3754260.00 0.00E+00 5.36E-03 0.00E+00 3.23E-06 0.00E+00 6.53E-07 370671.00 3754260.00 0.00E+00 3.24E-06 0.00E+00 1.96E-09 0.00E+00 3.95E-10
370691.00 3754260.00 0.00E+00 5.75E-03 0.00E+00 3.60E-06 0.00E+00 6.95E-07 370691.00 3754260.00 0.00E+00 3.48E-06 0.00E+00 2.18E-09 0.00E+00 4.20E-10
370711.00 3754260.00 0.00E+00 6.17E-03 0.00E+00 4.06E-06 0.00E+00 7.43E-07 370711.00 3754260.00 0.00E+00 3.73E-06 0.00E+00 2.46E-09 0.00E+00 4.50E-10
370731.00 3754260.00 0.00E+00 6.64E-03 0.00E+00 4.62E-06 0.00E+00 7.98E-07 370731.00 3754260.00 0.00E+00 4.02E-06 0.00E+00 2.79E-09 0.00E+00 4.83E-10
370751.00 3754260.00 0.00E+00 7.16E-03 0.00E+00 5.29E-06 0.00E+00 8.56E-07 370751.00 3754260.00 0.00E+00 4.34E-06 0.00E+00 3.20E-09 0.00E+00 5.18E-10
370771.00 3754260.00 0.00E+00 7.76E-03 0.00E+00 6.13E-06 0.00E+00 9.20E-07 370771.00 3754260.00 0.00E+00 4.70E-06 0.00E+00 3.71E-09 0.00E+00 5.57E-10
370791.00 3754260.00 0.00E+00 8.43E-03 0.00E+00 7.20E-06 0.00E+00 9.92E-07 370791.00 3754260.00 0.00E+00 5.10E-06 0.00E+00 4.36E-09 0.00E+00 6.00E-10
370811.00 3754260.00 0.00E+00 9.20E-03 0.00E+00 8.60E-06 0.00E+00 1.07E-06 370811.00 3754260.00 0.00E+00 5.57E-06 0.00E+00 5.21E-09 0.00E+00 6.48E-10
370831.00 3754260.00 0.00E+00 1.01E-02 0.00E+00 1.06E-05 0.00E+00 1.16E-06 370831.00 3754260.00 0.00E+00 6.13E-06 0.00E+00 6.39E-09 0.00E+00 7.03E-10
370851.00 3754260.00 0.00E+00 1.12E-02 0.00E+00 1.34E-05 0.00E+00 1.26E-06 370851.00 3754260.00 0.00E+00 6.79E-06 0.00E+00 8.14E-09 0.00E+00 7.65E-10
370871.00 3754260.00 0.00E+00 1.25E-02 0.00E+00 1.80E-05 0.00E+00 1.38E-06 370871.00 3754260.00 0.00E+00 7.58E-06 0.00E+00 1.09E-08 0.00E+00 8.35E-10
370891.00 3754260.00 0.00E+00 1.40E-02 0.00E+00 2.60E-05 0.00E+00 1.51E-06 370891.00 3754260.00 0.00E+00 8.50E-06 0.00E+00 1.58E-08 0.00E+00 9.14E-10
370911.00 3754260.00 0.00E+00 1.58E-02 0.00E+00 4.32E-05 0.00E+00 1.66E-06 370911.00 3754260.00 0.00E+00 9.58E-06 0.00E+00 2.61E-08 0.00E+00 1.00E-09
370931.00 3754260.00 0.00E+00 1.79E-02 0.00E+00 6.30E-05 0.00E+00 1.83E-06 370931.00 3754260.00 0.00E+00 1.09E-05 0.00E+00 3.81E-08 0.00E+00 1.11E-09
370951.00 3754260.00 0.00E+00 2.05E-02 0.00E+00 7.03E-05 0.00E+00 2.02E-06 370951.00 3754260.00 0.00E+00 1.24E-05 0.00E+00 4.25E-08 0.00E+00 1.22E-09
370971.00 3754260.00 0.00E+00 2.37E-02 0.00E+00 7.05E-05 0.00E+00 2.25E-06 370971.00 3754260.00 0.00E+00 1.43E-05 0.00E+00 4.26E-08 0.00E+00 1.36E-09
370991.00 3754260.00 0.00E+00 2.76E-02 0.00E+00 4.67E-05 0.00E+00 2.50E-06 370991.00 3754260.00 0.00E+00 1.67E-05 0.00E+00 2.83E-08 0.00E+00 1.51E-09
371011.00 3754260.00 0.00E+00 3.27E-02 0.00E+00 3.45E-05 0.00E+00 2.79E-06 371011.00 3754260.00 0.00E+00 1.98E-05 0.00E+00 2.08E-08 0.00E+00 1.69E-09
371031.00 3754260.00 0.00E+00 3.93E-02 0.00E+00 2.73E-05 0.00E+00 3.12E-06 371031.00 3754260.00 0.00E+00 2.38E-05 0.00E+00 1.65E-08 0.00E+00 1.88E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371051.00 3754260.00 0.00E+00 4.84E-02 0.00E+00 2.24E-05 0.00E+00 3.44E-06 371051.00 3754260.00 0.00E+00 2.93E-05 0.00E+00 1.36E-08 0.00E+00 2.08E-09
371071.00 3754260.00 0.00E+00 6.02E-02 0.00E+00 1.91E-05 0.00E+00 3.81E-06 371071.00 3754260.00 0.00E+00 3.64E-05 0.00E+00 1.15E-08 0.00E+00 2.30E-09
371091.00 3754260.00 0.00E+00 7.70E-02 0.00E+00 1.69E-05 0.00E+00 4.24E-06 371091.00 3754260.00 0.00E+00 4.66E-05 0.00E+00 1.02E-08 0.00E+00 2.57E-09
371111.00 3754260.00 0.00E+00 1.02E-01 0.00E+00 1.52E-05 0.00E+00 4.70E-06 371111.00 3754260.00 0.00E+00 6.17E-05 0.00E+00 9.21E-09 0.00E+00 2.85E-09
371131.00 3754260.00 0.00E+00 1.42E-01 0.00E+00 1.41E-05 0.00E+00 5.21E-06 371131.00 3754260.00 0.00E+00 8.59E-05 0.00E+00 8.52E-09 0.00E+00 3.15E-09
371151.00 3754260.00 0.00E+00 2.02E-01 0.00E+00 1.32E-05 0.00E+00 5.75E-06 371151.00 3754260.00 0.00E+00 1.22E-04 0.00E+00 7.98E-09 0.00E+00 3.48E-09
371171.00 3754260.00 0.00E+00 2.62E-01 0.00E+00 1.24E-05 0.00E+00 6.21E-06 371171.00 3754260.00 0.00E+00 1.59E-04 0.00E+00 7.51E-09 0.00E+00 3.76E-09
371411.00 3754260.00 0.00E+00 9.62E-02 0.00E+00 7.76E-06 0.00E+00 7.91E-06 371411.00 3754260.00 0.00E+00 5.82E-05 0.00E+00 4.70E-09 0.00E+00 4.79E-09
371431.00 3754260.00 0.00E+00 8.28E-02 0.00E+00 7.48E-06 0.00E+00 7.88E-06 371431.00 3754260.00 0.00E+00 5.01E-05 0.00E+00 4.52E-09 0.00E+00 4.77E-09
371451.00 3754260.00 0.00E+00 7.19E-02 0.00E+00 7.20E-06 0.00E+00 7.84E-06 371451.00 3754260.00 0.00E+00 4.35E-05 0.00E+00 4.36E-09 0.00E+00 4.75E-09
371471.00 3754260.00 0.00E+00 6.28E-02 0.00E+00 6.91E-06 0.00E+00 7.74E-06 371471.00 3754260.00 0.00E+00 3.80E-05 0.00E+00 4.18E-09 0.00E+00 4.68E-09
371491.00 3754260.00 0.00E+00 5.53E-02 0.00E+00 6.68E-06 0.00E+00 7.72E-06 371491.00 3754260.00 0.00E+00 3.34E-05 0.00E+00 4.04E-09 0.00E+00 4.67E-09
371511.00 3754260.00 0.00E+00 4.89E-02 0.00E+00 6.46E-06 0.00E+00 7.69E-06 371511.00 3754260.00 0.00E+00 2.96E-05 0.00E+00 3.91E-09 0.00E+00 4.66E-09
371531.00 3754260.00 0.00E+00 4.35E-02 0.00E+00 6.24E-06 0.00E+00 7.65E-06 371531.00 3754260.00 0.00E+00 2.63E-05 0.00E+00 3.78E-09 0.00E+00 4.63E-09
371551.00 3754260.00 0.00E+00 3.89E-02 0.00E+00 6.00E-06 0.00E+00 7.50E-06 371551.00 3754260.00 0.00E+00 2.35E-05 0.00E+00 3.63E-09 0.00E+00 4.54E-09
371571.00 3754260.00 0.00E+00 3.50E-02 0.00E+00 5.77E-06 0.00E+00 7.35E-06 371571.00 3754260.00 0.00E+00 2.12E-05 0.00E+00 3.49E-09 0.00E+00 4.45E-09
371591.00 3754260.00 0.00E+00 3.15E-02 0.00E+00 5.54E-06 0.00E+00 7.15E-06 371591.00 3754260.00 0.00E+00 1.91E-05 0.00E+00 3.35E-09 0.00E+00 4.33E-09
371611.00 3754260.00 0.00E+00 2.86E-02 0.00E+00 5.32E-06 0.00E+00 6.96E-06 371611.00 3754260.00 0.00E+00 1.73E-05 0.00E+00 3.22E-09 0.00E+00 4.21E-09
371631.00 3754260.00 0.00E+00 2.60E-02 0.00E+00 5.07E-06 0.00E+00 6.66E-06 371631.00 3754260.00 0.00E+00 1.58E-05 0.00E+00 3.06E-09 0.00E+00 4.03E-09
371651.00 3754260.00 0.00E+00 2.38E-02 0.00E+00 4.81E-06 0.00E+00 6.34E-06 371651.00 3754260.00 0.00E+00 1.44E-05 0.00E+00 2.91E-09 0.00E+00 3.84E-09
371671.00 3754260.00 0.00E+00 2.17E-02 0.00E+00 4.57E-06 0.00E+00 6.02E-06 371671.00 3754260.00 0.00E+00 1.32E-05 0.00E+00 2.76E-09 0.00E+00 3.64E-09
371691.00 3754260.00 0.00E+00 1.99E-02 0.00E+00 4.33E-06 0.00E+00 5.70E-06 371691.00 3754260.00 0.00E+00 1.21E-05 0.00E+00 2.62E-09 0.00E+00 3.45E-09
371711.00 3754260.00 0.00E+00 1.84E-02 0.00E+00 4.10E-06 0.00E+00 5.39E-06 371711.00 3754260.00 0.00E+00 1.11E-05 0.00E+00 2.48E-09 0.00E+00 3.26E-09
371731.00 3754260.00 0.00E+00 1.69E-02 0.00E+00 3.88E-06 0.00E+00 5.08E-06 371731.00 3754260.00 0.00E+00 1.02E-05 0.00E+00 2.35E-09 0.00E+00 3.07E-09
371751.00 3754260.00 0.00E+00 1.57E-02 0.00E+00 3.67E-06 0.00E+00 4.79E-06 371751.00 3754260.00 0.00E+00 9.48E-06 0.00E+00 2.22E-09 0.00E+00 2.90E-09
371771.00 3754260.00 0.00E+00 1.45E-02 0.00E+00 3.48E-06 0.00E+00 4.51E-06 371771.00 3754260.00 0.00E+00 8.79E-06 0.00E+00 2.10E-09 0.00E+00 2.73E-09
371791.00 3754260.00 0.00E+00 1.35E-02 0.00E+00 3.29E-06 0.00E+00 4.24E-06 371791.00 3754260.00 0.00E+00 8.17E-06 0.00E+00 1.99E-09 0.00E+00 2.57E-09
371811.00 3754260.00 0.00E+00 1.26E-02 0.00E+00 3.12E-06 0.00E+00 3.99E-06 371811.00 3754260.00 0.00E+00 7.61E-06 0.00E+00 1.89E-09 0.00E+00 2.42E-09
371831.00 3754260.00 0.00E+00 1.17E-02 0.00E+00 2.96E-06 0.00E+00 3.76E-06 371831.00 3754260.00 0.00E+00 7.10E-06 0.00E+00 1.79E-09 0.00E+00 2.28E-09
370571.00 3754280.00 0.00E+00 3.86E-03 0.00E+00 2.04E-06 0.00E+00 4.83E-07 370571.00 3754280.00 0.00E+00 2.33E-06 0.00E+00 1.24E-09 0.00E+00 2.92E-10
370591.00 3754280.00 0.00E+00 4.10E-03 0.00E+00 2.23E-06 0.00E+00 5.10E-07 370591.00 3754280.00 0.00E+00 2.48E-06 0.00E+00 1.35E-09 0.00E+00 3.08E-10
370611.00 3754280.00 0.00E+00 4.37E-03 0.00E+00 2.44E-06 0.00E+00 5.39E-07 370611.00 3754280.00 0.00E+00 2.65E-06 0.00E+00 1.48E-09 0.00E+00 3.26E-10
370631.00 3754280.00 0.00E+00 4.67E-03 0.00E+00 2.68E-06 0.00E+00 5.70E-07 370631.00 3754280.00 0.00E+00 2.82E-06 0.00E+00 1.62E-09 0.00E+00 3.45E-10
370651.00 3754280.00 0.00E+00 4.98E-03 0.00E+00 2.96E-06 0.00E+00 6.04E-07 370651.00 3754280.00 0.00E+00 3.02E-06 0.00E+00 1.79E-09 0.00E+00 3.65E-10
370671.00 3754280.00 0.00E+00 5.34E-03 0.00E+00 3.28E-06 0.00E+00 6.40E-07 370671.00 3754280.00 0.00E+00 3.23E-06 0.00E+00 1.98E-09 0.00E+00 3.87E-10
370691.00 3754280.00 0.00E+00 5.72E-03 0.00E+00 3.66E-06 0.00E+00 6.79E-07 370691.00 3754280.00 0.00E+00 3.46E-06 0.00E+00 2.21E-09 0.00E+00 4.11E-10
370711.00 3754280.00 0.00E+00 6.15E-03 0.00E+00 4.11E-06 0.00E+00 7.24E-07 370711.00 3754280.00 0.00E+00 3.72E-06 0.00E+00 2.49E-09 0.00E+00 4.38E-10
370731.00 3754280.00 0.00E+00 6.62E-03 0.00E+00 4.67E-06 0.00E+00 7.76E-07 370731.00 3754280.00 0.00E+00 4.00E-06 0.00E+00 2.83E-09 0.00E+00 4.69E-10
370751.00 3754280.00 0.00E+00 7.14E-03 0.00E+00 5.36E-06 0.00E+00 8.30E-07 370751.00 3754280.00 0.00E+00 4.32E-06 0.00E+00 3.24E-09 0.00E+00 5.02E-10
370771.00 3754280.00 0.00E+00 7.74E-03 0.00E+00 6.21E-06 0.00E+00 8.91E-07 370771.00 3754280.00 0.00E+00 4.69E-06 0.00E+00 3.76E-09 0.00E+00 5.39E-10
370791.00 3754280.00 0.00E+00 8.38E-03 0.00E+00 7.28E-06 0.00E+00 9.57E-07 370791.00 3754280.00 0.00E+00 5.07E-06 0.00E+00 4.40E-09 0.00E+00 5.79E-10
370811.00 3754280.00 0.00E+00 9.16E-03 0.00E+00 8.71E-06 0.00E+00 1.03E-06 370811.00 3754280.00 0.00E+00 5.54E-06 0.00E+00 5.27E-09 0.00E+00 6.24E-10
370831.00 3754280.00 0.00E+00 1.01E-02 0.00E+00 1.07E-05 0.00E+00 1.11E-06 370831.00 3754280.00 0.00E+00 6.09E-06 0.00E+00 6.47E-09 0.00E+00 6.74E-10
370851.00 3754280.00 0.00E+00 1.11E-02 0.00E+00 1.35E-05 0.00E+00 1.21E-06 370851.00 3754280.00 0.00E+00 6.72E-06 0.00E+00 8.19E-09 0.00E+00 7.31E-10
370871.00 3754280.00 0.00E+00 1.24E-02 0.00E+00 1.83E-05 0.00E+00 1.31E-06 370871.00 3754280.00 0.00E+00 7.51E-06 0.00E+00 1.10E-08 0.00E+00 7.94E-10
370891.00 3754280.00 0.00E+00 1.39E-02 0.00E+00 2.65E-05 0.00E+00 1.43E-06 370891.00 3754280.00 0.00E+00 8.42E-06 0.00E+00 1.61E-08 0.00E+00 8.64E-10
370911.00 3754280.00 0.00E+00 1.57E-02 0.00E+00 4.43E-05 0.00E+00 1.56E-06 370911.00 3754280.00 0.00E+00 9.47E-06 0.00E+00 2.68E-08 0.00E+00 9.42E-10
370931.00 3754280.00 0.00E+00 1.77E-02 0.00E+00 4.51E-05 0.00E+00 1.71E-06 370931.00 3754280.00 0.00E+00 1.07E-05 0.00E+00 2.73E-08 0.00E+00 1.03E-09
370951.00 3754280.00 0.00E+00 2.02E-02 0.00E+00 4.47E-05 0.00E+00 1.88E-06 370951.00 3754280.00 0.00E+00 1.22E-05 0.00E+00 2.70E-08 0.00E+00 1.14E-09
370971.00 3754280.00 0.00E+00 2.34E-02 0.00E+00 6.81E-05 0.00E+00 2.06E-06 370971.00 3754280.00 0.00E+00 1.41E-05 0.00E+00 4.12E-08 0.00E+00 1.24E-09
370991.00 3754280.00 0.00E+00 2.72E-02 0.00E+00 4.53E-05 0.00E+00 2.27E-06 370991.00 3754280.00 0.00E+00 1.65E-05 0.00E+00 2.74E-08 0.00E+00 1.37E-09
371011.00 3754280.00 0.00E+00 3.20E-02 0.00E+00 3.34E-05 0.00E+00 2.51E-06 371011.00 3754280.00 0.00E+00 1.94E-05 0.00E+00 2.02E-08 0.00E+00 1.52E-09
371031.00 3754280.00 0.00E+00 3.83E-02 0.00E+00 2.63E-05 0.00E+00 2.78E-06 371031.00 3754280.00 0.00E+00 2.32E-05 0.00E+00 1.59E-08 0.00E+00 1.68E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371051.00 3754280.00 0.00E+00 4.70E-02 0.00E+00 2.16E-05 0.00E+00 3.03E-06 371051.00 3754280.00 0.00E+00 2.84E-05 0.00E+00 1.31E-08 0.00E+00 1.84E-09
371071.00 3754280.00 0.00E+00 5.83E-02 0.00E+00 1.83E-05 0.00E+00 3.31E-06 371071.00 3754280.00 0.00E+00 3.53E-05 0.00E+00 1.11E-08 0.00E+00 2.00E-09
371091.00 3754280.00 0.00E+00 7.45E-02 0.00E+00 1.61E-05 0.00E+00 3.63E-06 371091.00 3754280.00 0.00E+00 4.51E-05 0.00E+00 9.73E-09 0.00E+00 2.20E-09
371111.00 3754280.00 0.00E+00 9.87E-02 0.00E+00 1.44E-05 0.00E+00 3.96E-06 371111.00 3754280.00 0.00E+00 5.97E-05 0.00E+00 8.72E-09 0.00E+00 2.40E-09
371131.00 3754280.00 0.00E+00 1.38E-01 0.00E+00 1.32E-05 0.00E+00 4.30E-06 371131.00 3754280.00 0.00E+00 8.32E-05 0.00E+00 7.96E-09 0.00E+00 2.60E-09
371151.00 3754280.00 0.00E+00 1.98E-01 0.00E+00 1.22E-05 0.00E+00 4.67E-06 371151.00 3754280.00 0.00E+00 1.20E-04 0.00E+00 7.39E-09 0.00E+00 2.82E-09
371171.00 3754280.00 0.00E+00 2.60E-01 0.00E+00 1.14E-05 0.00E+00 4.98E-06 371171.00 3754280.00 0.00E+00 1.57E-04 0.00E+00 6.88E-09 0.00E+00 3.01E-09
371411.00 3754280.00 0.00E+00 9.70E-02 0.00E+00 6.71E-06 0.00E+00 5.87E-06 371411.00 3754280.00 0.00E+00 5.87E-05 0.00E+00 4.06E-09 0.00E+00 3.55E-09
371431.00 3754280.00 0.00E+00 8.38E-02 0.00E+00 6.47E-06 0.00E+00 5.86E-06 371431.00 3754280.00 0.00E+00 5.07E-05 0.00E+00 3.92E-09 0.00E+00 3.55E-09
371451.00 3754280.00 0.00E+00 7.30E-02 0.00E+00 6.24E-06 0.00E+00 5.84E-06 371451.00 3754280.00 0.00E+00 4.42E-05 0.00E+00 3.78E-09 0.00E+00 3.53E-09
371471.00 3754280.00 0.00E+00 6.40E-02 0.00E+00 6.01E-06 0.00E+00 5.80E-06 371471.00 3754280.00 0.00E+00 3.87E-05 0.00E+00 3.63E-09 0.00E+00 3.51E-09
371491.00 3754280.00 0.00E+00 5.65E-02 0.00E+00 5.82E-06 0.00E+00 5.83E-06 371491.00 3754280.00 0.00E+00 3.42E-05 0.00E+00 3.52E-09 0.00E+00 3.53E-09
371511.00 3754280.00 0.00E+00 5.02E-02 0.00E+00 5.64E-06 0.00E+00 5.85E-06 371511.00 3754280.00 0.00E+00 3.04E-05 0.00E+00 3.41E-09 0.00E+00 3.54E-09
371531.00 3754280.00 0.00E+00 4.48E-02 0.00E+00 5.47E-06 0.00E+00 5.87E-06 371531.00 3754280.00 0.00E+00 2.71E-05 0.00E+00 3.31E-09 0.00E+00 3.55E-09
371551.00 3754280.00 0.00E+00 4.02E-02 0.00E+00 5.29E-06 0.00E+00 5.84E-06 371551.00 3754280.00 0.00E+00 2.43E-05 0.00E+00 3.20E-09 0.00E+00 3.53E-09
371571.00 3754280.00 0.00E+00 3.62E-02 0.00E+00 5.13E-06 0.00E+00 5.83E-06 371571.00 3754280.00 0.00E+00 2.19E-05 0.00E+00 3.11E-09 0.00E+00 3.53E-09
371591.00 3754280.00 0.00E+00 3.28E-02 0.00E+00 4.96E-06 0.00E+00 5.77E-06 371591.00 3754280.00 0.00E+00 1.98E-05 0.00E+00 3.00E-09 0.00E+00 3.49E-09
371611.00 3754280.00 0.00E+00 2.98E-02 0.00E+00 4.80E-06 0.00E+00 5.69E-06 371611.00 3754280.00 0.00E+00 1.80E-05 0.00E+00 2.91E-09 0.00E+00 3.44E-09
371631.00 3754280.00 0.00E+00 2.71E-02 0.00E+00 4.61E-06 0.00E+00 5.53E-06 371631.00 3754280.00 0.00E+00 1.64E-05 0.00E+00 2.79E-09 0.00E+00 3.35E-09
371651.00 3754280.00 0.00E+00 2.48E-02 0.00E+00 4.42E-06 0.00E+00 5.35E-06 371651.00 3754280.00 0.00E+00 1.50E-05 0.00E+00 2.67E-09 0.00E+00 3.24E-09
371671.00 3754280.00 0.00E+00 2.27E-02 0.00E+00 4.23E-06 0.00E+00 5.16E-06 371671.00 3754280.00 0.00E+00 1.37E-05 0.00E+00 2.56E-09 0.00E+00 3.12E-09
371691.00 3754280.00 0.00E+00 2.09E-02 0.00E+00 4.04E-06 0.00E+00 4.95E-06 371691.00 3754280.00 0.00E+00 1.26E-05 0.00E+00 2.44E-09 0.00E+00 2.99E-09
371711.00 3754280.00 0.00E+00 1.92E-02 0.00E+00 3.86E-06 0.00E+00 4.73E-06 371711.00 3754280.00 0.00E+00 1.16E-05 0.00E+00 2.33E-09 0.00E+00 2.86E-09
371731.00 3754280.00 0.00E+00 1.78E-02 0.00E+00 3.68E-06 0.00E+00 4.52E-06 371731.00 3754280.00 0.00E+00 1.07E-05 0.00E+00 2.22E-09 0.00E+00 2.73E-09
371751.00 3754280.00 0.00E+00 1.64E-02 0.00E+00 3.50E-06 0.00E+00 4.30E-06 371751.00 3754280.00 0.00E+00 9.95E-06 0.00E+00 2.12E-09 0.00E+00 2.60E-09
371771.00 3754280.00 0.00E+00 1.52E-02 0.00E+00 3.34E-06 0.00E+00 4.09E-06 371771.00 3754280.00 0.00E+00 9.23E-06 0.00E+00 2.02E-09 0.00E+00 2.48E-09
371791.00 3754280.00 0.00E+00 1.42E-02 0.00E+00 3.18E-06 0.00E+00 3.89E-06 371791.00 3754280.00 0.00E+00 8.58E-06 0.00E+00 1.92E-09 0.00E+00 2.35E-09
371811.00 3754280.00 0.00E+00 1.32E-02 0.00E+00 3.03E-06 0.00E+00 3.69E-06 371811.00 3754280.00 0.00E+00 7.99E-06 0.00E+00 1.83E-09 0.00E+00 2.23E-09
371831.00 3754280.00 0.00E+00 1.23E-02 0.00E+00 2.88E-06 0.00E+00 3.50E-06 371831.00 3754280.00 0.00E+00 7.46E-06 0.00E+00 1.75E-09 0.00E+00 2.12E-09
370571.00 3754300.00 0.00E+00 3.84E-03 0.00E+00 2.06E-06 0.00E+00 4.74E-07 370571.00 3754300.00 0.00E+00 2.33E-06 0.00E+00 1.25E-09 0.00E+00 2.87E-10
370591.00 3754300.00 0.00E+00 4.09E-03 0.00E+00 2.25E-06 0.00E+00 4.99E-07 370591.00 3754300.00 0.00E+00 2.47E-06 0.00E+00 1.36E-09 0.00E+00 3.02E-10
370611.00 3754300.00 0.00E+00 4.35E-03 0.00E+00 2.46E-06 0.00E+00 5.27E-07 370611.00 3754300.00 0.00E+00 2.63E-06 0.00E+00 1.49E-09 0.00E+00 3.19E-10
370631.00 3754300.00 0.00E+00 4.63E-03 0.00E+00 2.71E-06 0.00E+00 5.57E-07 370631.00 3754300.00 0.00E+00 2.80E-06 0.00E+00 1.64E-09 0.00E+00 3.37E-10
370651.00 3754300.00 0.00E+00 4.94E-03 0.00E+00 2.99E-06 0.00E+00 5.89E-07 370651.00 3754300.00 0.00E+00 2.99E-06 0.00E+00 1.81E-09 0.00E+00 3.57E-10
370671.00 3754300.00 0.00E+00 5.29E-03 0.00E+00 3.31E-06 0.00E+00 6.24E-07 370671.00 3754300.00 0.00E+00 3.20E-06 0.00E+00 2.00E-09 0.00E+00 3.78E-10
370691.00 3754300.00 0.00E+00 5.67E-03 0.00E+00 3.69E-06 0.00E+00 6.62E-07 370691.00 3754300.00 0.00E+00 3.43E-06 0.00E+00 2.24E-09 0.00E+00 4.00E-10
370711.00 3754300.00 0.00E+00 6.10E-03 0.00E+00 4.15E-06 0.00E+00 7.02E-07 370711.00 3754300.00 0.00E+00 3.69E-06 0.00E+00 2.51E-09 0.00E+00 4.25E-10
370731.00 3754300.00 0.00E+00 6.55E-03 0.00E+00 4.71E-06 0.00E+00 7.51E-07 370731.00 3754300.00 0.00E+00 3.97E-06 0.00E+00 2.85E-09 0.00E+00 4.54E-10
370751.00 3754300.00 0.00E+00 7.06E-03 0.00E+00 5.40E-06 0.00E+00 8.02E-07 370751.00 3754300.00 0.00E+00 4.27E-06 0.00E+00 3.27E-09 0.00E+00 4.85E-10
370771.00 3754300.00 0.00E+00 7.66E-03 0.00E+00 6.26E-06 0.00E+00 8.58E-07 370771.00 3754300.00 0.00E+00 4.64E-06 0.00E+00 3.78E-09 0.00E+00 5.19E-10
370791.00 3754300.00 0.00E+00 8.28E-03 0.00E+00 7.32E-06 0.00E+00 9.20E-07 370791.00 3754300.00 0.00E+00 5.01E-06 0.00E+00 4.43E-09 0.00E+00 5.56E-10
370811.00 3754300.00 0.00E+00 9.02E-03 0.00E+00 8.75E-06 0.00E+00 9.88E-07 370811.00 3754300.00 0.00E+00 5.46E-06 0.00E+00 5.29E-09 0.00E+00 5.98E-10
370831.00 3754300.00 0.00E+00 9.89E-03 0.00E+00 1.07E-05 0.00E+00 1.06E-06 370831.00 3754300.00 0.00E+00 5.99E-06 0.00E+00 6.48E-09 0.00E+00 6.44E-10
370851.00 3754300.00 0.00E+00 1.09E-02 0.00E+00 1.35E-05 0.00E+00 1.15E-06 370851.00 3754300.00 0.00E+00 6.58E-06 0.00E+00 8.18E-09 0.00E+00 6.95E-10
370871.00 3754300.00 0.00E+00 1.22E-02 0.00E+00 1.84E-05 0.00E+00 1.24E-06 370871.00 3754300.00 0.00E+00 7.36E-06 0.00E+00 1.11E-08 0.00E+00 7.52E-10
370891.00 3754300.00 0.00E+00 1.36E-02 0.00E+00 2.69E-05 0.00E+00 1.34E-06 370891.00 3754300.00 0.00E+00 8.24E-06 0.00E+00 1.62E-08 0.00E+00 8.14E-10
370911.00 3754300.00 0.00E+00 1.53E-02 0.00E+00 4.52E-05 0.00E+00 1.46E-06 370911.00 3754300.00 0.00E+00 9.25E-06 0.00E+00 2.73E-08 0.00E+00 8.82E-10
370931.00 3754300.00 0.00E+00 1.73E-02 0.00E+00 4.69E-05 0.00E+00 1.59E-06 370931.00 3754300.00 0.00E+00 1.04E-05 0.00E+00 2.84E-08 0.00E+00 9.61E-10
370951.00 3754300.00 0.00E+00 1.96E-02 0.00E+00 6.85E-05 0.00E+00 1.74E-06 370951.00 3754300.00 0.00E+00 1.19E-05 0.00E+00 4.15E-08 0.00E+00 1.05E-09
370971.00 3754300.00 0.00E+00 2.26E-02 0.00E+00 6.69E-05 0.00E+00 1.89E-06 370971.00 3754300.00 0.00E+00 1.37E-05 0.00E+00 4.05E-08 0.00E+00 1.14E-09
370991.00 3754300.00 0.00E+00 2.62E-02 0.00E+00 4.44E-05 0.00E+00 2.06E-06 370991.00 3754300.00 0.00E+00 1.59E-05 0.00E+00 2.69E-08 0.00E+00 1.25E-09
371011.00 3754300.00 0.00E+00 3.08E-02 0.00E+00 3.26E-05 0.00E+00 2.26E-06 371011.00 3754300.00 0.00E+00 1.86E-05 0.00E+00 1.97E-08 0.00E+00 1.37E-09
371031.00 3754300.00 0.00E+00 3.66E-02 0.00E+00 2.57E-05 0.00E+00 2.48E-06 371031.00 3754300.00 0.00E+00 2.22E-05 0.00E+00 1.55E-08 0.00E+00 1.50E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371051.00 3754300.00 0.00E+00 4.46E-02 0.00E+00 2.11E-05 0.00E+00 2.67E-06 371051.00 3754300.00 0.00E+00 2.70E-05 0.00E+00 1.28E-08 0.00E+00 1.62E-09
371071.00 3754300.00 0.00E+00 5.52E-02 0.00E+00 1.78E-05 0.00E+00 2.88E-06 371071.00 3754300.00 0.00E+00 3.34E-05 0.00E+00 1.08E-08 0.00E+00 1.74E-09
371091.00 3754300.00 0.00E+00 7.03E-02 0.00E+00 1.55E-05 0.00E+00 3.12E-06 371091.00 3754300.00 0.00E+00 4.26E-05 0.00E+00 9.39E-09 0.00E+00 1.89E-09
371111.00 3754300.00 0.00E+00 9.30E-02 0.00E+00 1.38E-05 0.00E+00 3.36E-06 371111.00 3754300.00 0.00E+00 5.63E-05 0.00E+00 8.36E-09 0.00E+00 2.03E-09
371131.00 3754300.00 0.00E+00 1.30E-01 0.00E+00 1.25E-05 0.00E+00 3.60E-06 371131.00 3754300.00 0.00E+00 7.85E-05 0.00E+00 7.58E-09 0.00E+00 2.18E-09
371151.00 3754300.00 0.00E+00 1.90E-01 0.00E+00 1.15E-05 0.00E+00 3.85E-06 371151.00 3754300.00 0.00E+00 1.15E-04 0.00E+00 6.97E-09 0.00E+00 2.33E-09
371171.00 3754300.00 0.00E+00 2.54E-01 0.00E+00 1.06E-05 0.00E+00 4.06E-06 371171.00 3754300.00 0.00E+00 1.54E-04 0.00E+00 6.44E-09 0.00E+00 2.46E-09
371411.00 3754300.00 0.00E+00 9.54E-02 0.00E+00 5.94E-06 0.00E+00 4.49E-06 371411.00 3754300.00 0.00E+00 5.77E-05 0.00E+00 3.59E-09 0.00E+00 2.72E-09
371431.00 3754300.00 0.00E+00 8.26E-02 0.00E+00 5.73E-06 0.00E+00 4.49E-06 371431.00 3754300.00 0.00E+00 5.00E-05 0.00E+00 3.47E-09 0.00E+00 2.72E-09
371451.00 3754300.00 0.00E+00 7.22E-02 0.00E+00 5.52E-06 0.00E+00 4.45E-06 371451.00 3754300.00 0.00E+00 4.37E-05 0.00E+00 3.34E-09 0.00E+00 2.69E-09
371471.00 3754300.00 0.00E+00 6.36E-02 0.00E+00 5.33E-06 0.00E+00 4.45E-06 371471.00 3754300.00 0.00E+00 3.85E-05 0.00E+00 3.22E-09 0.00E+00 2.69E-09
371491.00 3754300.00 0.00E+00 5.64E-02 0.00E+00 5.18E-06 0.00E+00 4.50E-06 371491.00 3754300.00 0.00E+00 3.41E-05 0.00E+00 3.13E-09 0.00E+00 2.73E-09
371511.00 3754300.00 0.00E+00 5.03E-02 0.00E+00 5.02E-06 0.00E+00 4.53E-06 371511.00 3754300.00 0.00E+00 3.04E-05 0.00E+00 3.04E-09 0.00E+00 2.74E-09
371531.00 3754300.00 0.00E+00 4.50E-02 0.00E+00 4.87E-06 0.00E+00 4.56E-06 371531.00 3754300.00 0.00E+00 2.73E-05 0.00E+00 2.95E-09 0.00E+00 2.76E-09
371551.00 3754300.00 0.00E+00 4.05E-02 0.00E+00 4.73E-06 0.00E+00 4.60E-06 371551.00 3754300.00 0.00E+00 2.45E-05 0.00E+00 2.86E-09 0.00E+00 2.78E-09
371571.00 3754300.00 0.00E+00 3.67E-02 0.00E+00 4.62E-06 0.00E+00 4.67E-06 371571.00 3754300.00 0.00E+00 2.22E-05 0.00E+00 2.80E-09 0.00E+00 2.82E-09
371591.00 3754300.00 0.00E+00 3.33E-02 0.00E+00 4.49E-06 0.00E+00 4.66E-06 371591.00 3754300.00 0.00E+00 2.01E-05 0.00E+00 2.72E-09 0.00E+00 2.82E-09
371611.00 3754300.00 0.00E+00 3.03E-02 0.00E+00 4.35E-06 0.00E+00 4.62E-06 371611.00 3754300.00 0.00E+00 1.83E-05 0.00E+00 2.63E-09 0.00E+00 2.79E-09
371631.00 3754300.00 0.00E+00 2.77E-02 0.00E+00 4.20E-06 0.00E+00 4.55E-06 371631.00 3754300.00 0.00E+00 1.67E-05 0.00E+00 2.54E-09 0.00E+00 2.75E-09
371651.00 3754300.00 0.00E+00 2.53E-02 0.00E+00 4.05E-06 0.00E+00 4.46E-06 371651.00 3754300.00 0.00E+00 1.53E-05 0.00E+00 2.45E-09 0.00E+00 2.70E-09
371671.00 3754300.00 0.00E+00 2.33E-02 0.00E+00 3.90E-06 0.00E+00 4.35E-06 371671.00 3754300.00 0.00E+00 1.41E-05 0.00E+00 2.36E-09 0.00E+00 2.63E-09
371691.00 3754300.00 0.00E+00 2.14E-02 0.00E+00 3.75E-06 0.00E+00 4.23E-06 371691.00 3754300.00 0.00E+00 1.30E-05 0.00E+00 2.27E-09 0.00E+00 2.56E-09
371711.00 3754300.00 0.00E+00 1.98E-02 0.00E+00 3.60E-06 0.00E+00 4.09E-06 371711.00 3754300.00 0.00E+00 1.20E-05 0.00E+00 2.18E-09 0.00E+00 2.48E-09
371731.00 3754300.00 0.00E+00 1.83E-02 0.00E+00 3.46E-06 0.00E+00 3.95E-06 371731.00 3754300.00 0.00E+00 1.11E-05 0.00E+00 2.09E-09 0.00E+00 2.39E-09
371751.00 3754300.00 0.00E+00 1.70E-02 0.00E+00 3.31E-06 0.00E+00 3.81E-06 371751.00 3754300.00 0.00E+00 1.03E-05 0.00E+00 2.01E-09 0.00E+00 2.30E-09
371771.00 3754300.00 0.00E+00 1.58E-02 0.00E+00 3.18E-06 0.00E+00 3.65E-06 371771.00 3754300.00 0.00E+00 9.53E-06 0.00E+00 1.92E-09 0.00E+00 2.21E-09
371791.00 3754300.00 0.00E+00 1.47E-02 0.00E+00 3.04E-06 0.00E+00 3.50E-06 371791.00 3754300.00 0.00E+00 8.88E-06 0.00E+00 1.84E-09 0.00E+00 2.12E-09
371811.00 3754300.00 0.00E+00 1.37E-02 0.00E+00 2.91E-06 0.00E+00 3.35E-06 371811.00 3754300.00 0.00E+00 8.28E-06 0.00E+00 1.76E-09 0.00E+00 2.03E-09
371831.00 3754300.00 0.00E+00 1.28E-02 0.00E+00 2.79E-06 0.00E+00 3.21E-06 371831.00 3754300.00 0.00E+00 7.74E-06 0.00E+00 1.69E-09 0.00E+00 1.94E-09
370571.00 3754320.00 0.00E+00 3.82E-03 0.00E+00 2.08E-06 0.00E+00 4.64E-07 370571.00 3754320.00 0.00E+00 2.31E-06 0.00E+00 1.26E-09 0.00E+00 2.81E-10
370591.00 3754320.00 0.00E+00 4.06E-03 0.00E+00 2.26E-06 0.00E+00 4.88E-07 370591.00 3754320.00 0.00E+00 2.45E-06 0.00E+00 1.37E-09 0.00E+00 2.95E-10
370611.00 3754320.00 0.00E+00 4.31E-03 0.00E+00 2.48E-06 0.00E+00 5.14E-07 370611.00 3754320.00 0.00E+00 2.61E-06 0.00E+00 1.50E-09 0.00E+00 3.11E-10
370631.00 3754320.00 0.00E+00 4.59E-03 0.00E+00 2.72E-06 0.00E+00 5.43E-07 370631.00 3754320.00 0.00E+00 2.77E-06 0.00E+00 1.65E-09 0.00E+00 3.28E-10
370651.00 3754320.00 0.00E+00 4.89E-03 0.00E+00 3.00E-06 0.00E+00 5.73E-07 370651.00 3754320.00 0.00E+00 2.96E-06 0.00E+00 1.82E-09 0.00E+00 3.47E-10
370671.00 3754320.00 0.00E+00 5.22E-03 0.00E+00 3.33E-06 0.00E+00 6.06E-07 370671.00 3754320.00 0.00E+00 3.16E-06 0.00E+00 2.02E-09 0.00E+00 3.67E-10
370691.00 3754320.00 0.00E+00 5.59E-03 0.00E+00 3.72E-06 0.00E+00 6.42E-07 370691.00 3754320.00 0.00E+00 3.39E-06 0.00E+00 2.25E-09 0.00E+00 3.88E-10
370711.00 3754320.00 0.00E+00 6.00E-03 0.00E+00 4.18E-06 0.00E+00 6.81E-07 370711.00 3754320.00 0.00E+00 3.63E-06 0.00E+00 2.53E-09 0.00E+00 4.12E-10
370731.00 3754320.00 0.00E+00 6.45E-03 0.00E+00 4.74E-06 0.00E+00 7.25E-07 370731.00 3754320.00 0.00E+00 3.90E-06 0.00E+00 2.87E-09 0.00E+00 4.38E-10
370751.00 3754320.00 0.00E+00 6.93E-03 0.00E+00 5.42E-06 0.00E+00 7.72E-07 370751.00 3754320.00 0.00E+00 4.20E-06 0.00E+00 3.28E-09 0.00E+00 4.67E-10
370771.00 3754320.00 0.00E+00 7.48E-03 0.00E+00 6.26E-06 0.00E+00 8.24E-07 370771.00 3754320.00 0.00E+00 4.52E-06 0.00E+00 3.78E-09 0.00E+00 4.98E-10
370791.00 3754320.00 0.00E+00 8.09E-03 0.00E+00 7.32E-06 0.00E+00 8.80E-07 370791.00 3754320.00 0.00E+00 4.89E-06 0.00E+00 4.43E-09 0.00E+00 5.33E-10
370811.00 3754320.00 0.00E+00 8.79E-03 0.00E+00 8.71E-06 0.00E+00 9.43E-07 370811.00 3754320.00 0.00E+00 5.32E-06 0.00E+00 5.27E-09 0.00E+00 5.70E-10
370831.00 3754320.00 0.00E+00 9.62E-03 0.00E+00 1.07E-05 0.00E+00 1.01E-06 370831.00 3754320.00 0.00E+00 5.82E-06 0.00E+00 6.45E-09 0.00E+00 6.12E-10
370851.00 3754320.00 0.00E+00 1.06E-02 0.00E+00 1.34E-05 0.00E+00 1.09E-06 370851.00 3754320.00 0.00E+00 6.40E-06 0.00E+00 8.13E-09 0.00E+00 6.58E-10
370871.00 3754320.00 0.00E+00 1.18E-02 0.00E+00 1.83E-05 0.00E+00 1.17E-06 370871.00 3754320.00 0.00E+00 7.14E-06 0.00E+00 1.11E-08 0.00E+00 7.10E-10
370891.00 3754320.00 0.00E+00 1.32E-02 0.00E+00 2.70E-05 0.00E+00 1.26E-06 370891.00 3754320.00 0.00E+00 8.00E-06 0.00E+00 1.64E-08 0.00E+00 7.60E-10
370911.00 3754320.00 0.00E+00 1.48E-02 0.00E+00 4.58E-05 0.00E+00 1.36E-06 370911.00 3754320.00 0.00E+00 8.94E-06 0.00E+00 2.77E-08 0.00E+00 8.21E-10
370931.00 3754320.00 0.00E+00 1.66E-02 0.00E+00 4.53E-05 0.00E+00 1.47E-06 370931.00 3754320.00 0.00E+00 1.01E-05 0.00E+00 2.74E-08 0.00E+00 8.91E-10
370951.00 3754320.00 0.00E+00 1.88E-02 0.00E+00 7.78E-05 0.00E+00 1.60E-06 370951.00 3754320.00 0.00E+00 1.14E-05 0.00E+00 4.71E-08 0.00E+00 9.68E-10
370971.00 3754320.00 0.00E+00 2.15E-02 0.00E+00 6.59E-05 0.00E+00 1.73E-06 370971.00 3754320.00 0.00E+00 1.30E-05 0.00E+00 3.99E-08 0.00E+00 1.05E-09
370991.00 3754320.00 0.00E+00 2.49E-02 0.00E+00 4.37E-05 0.00E+00 1.88E-06 370991.00 3754320.00 0.00E+00 1.50E-05 0.00E+00 2.65E-08 0.00E+00 1.14E-09
371011.00 3754320.00 0.00E+00 2.90E-02 0.00E+00 3.21E-05 0.00E+00 2.04E-06 371011.00 3754320.00 0.00E+00 1.76E-05 0.00E+00 1.94E-08 0.00E+00 1.23E-09
371031.00 3754320.00 0.00E+00 3.43E-02 0.00E+00 2.52E-05 0.00E+00 2.21E-06 371031.00 3754320.00 0.00E+00 2.08E-05 0.00E+00 1.52E-08 0.00E+00 1.33E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371051.00 3754320.00 0.00E+00 4.14E-02 0.00E+00 2.07E-05 0.00E+00 2.38E-06 371051.00 3754320.00 0.00E+00 2.50E-05 0.00E+00 1.25E-08 0.00E+00 1.44E-09
371071.00 3754320.00 0.00E+00 5.09E-02 0.00E+00 1.76E-05 0.00E+00 2.55E-06 371071.00 3754320.00 0.00E+00 3.08E-05 0.00E+00 1.06E-08 0.00E+00 1.54E-09
371091.00 3754320.00 0.00E+00 6.44E-02 0.00E+00 1.52E-05 0.00E+00 2.73E-06 371091.00 3754320.00 0.00E+00 3.90E-05 0.00E+00 9.22E-09 0.00E+00 1.65E-09
371111.00 3754320.00 0.00E+00 8.47E-02 0.00E+00 1.35E-05 0.00E+00 2.89E-06 371111.00 3754320.00 0.00E+00 5.13E-05 0.00E+00 8.15E-09 0.00E+00 1.75E-09
371131.00 3754320.00 0.00E+00 1.18E-01 0.00E+00 1.21E-05 0.00E+00 3.06E-06 371131.00 3754320.00 0.00E+00 7.11E-05 0.00E+00 7.32E-09 0.00E+00 1.85E-09
371151.00 3754320.00 0.00E+00 1.74E-01 0.00E+00 1.10E-05 0.00E+00 3.22E-06 371151.00 3754320.00 0.00E+00 1.05E-04 0.00E+00 6.66E-09 0.00E+00 1.95E-09
371171.00 3754320.00 0.00E+00 2.37E-01 0.00E+00 1.01E-05 0.00E+00 3.36E-06 371171.00 3754320.00 0.00E+00 1.44E-04 0.00E+00 6.12E-09 0.00E+00 2.03E-09
371411.00 3754320.00 0.00E+00 9.08E-02 0.00E+00 5.38E-06 0.00E+00 3.55E-06 371411.00 3754320.00 0.00E+00 5.49E-05 0.00E+00 3.26E-09 0.00E+00 2.15E-09
371431.00 3754320.00 0.00E+00 7.90E-02 0.00E+00 5.19E-06 0.00E+00 3.54E-06 371431.00 3754320.00 0.00E+00 4.78E-05 0.00E+00 3.14E-09 0.00E+00 2.14E-09
371451.00 3754320.00 0.00E+00 6.94E-02 0.00E+00 5.00E-06 0.00E+00 3.52E-06 371451.00 3754320.00 0.00E+00 4.20E-05 0.00E+00 3.02E-09 0.00E+00 2.13E-09
371471.00 3754320.00 0.00E+00 6.14E-02 0.00E+00 4.83E-06 0.00E+00 3.52E-06 371471.00 3754320.00 0.00E+00 3.72E-05 0.00E+00 2.92E-09 0.00E+00 2.13E-09
371491.00 3754320.00 0.00E+00 5.47E-02 0.00E+00 4.67E-06 0.00E+00 3.53E-06 371491.00 3754320.00 0.00E+00 3.31E-05 0.00E+00 2.83E-09 0.00E+00 2.13E-09
371511.00 3754320.00 0.00E+00 4.90E-02 0.00E+00 4.53E-06 0.00E+00 3.55E-06 371511.00 3754320.00 0.00E+00 2.97E-05 0.00E+00 2.74E-09 0.00E+00 2.15E-09
371531.00 3754320.00 0.00E+00 4.41E-02 0.00E+00 4.39E-06 0.00E+00 3.58E-06 371531.00 3754320.00 0.00E+00 2.67E-05 0.00E+00 2.66E-09 0.00E+00 2.16E-09
371551.00 3754320.00 0.00E+00 3.99E-02 0.00E+00 4.27E-06 0.00E+00 3.62E-06 371551.00 3754320.00 0.00E+00 2.41E-05 0.00E+00 2.58E-09 0.00E+00 2.19E-09
371571.00 3754320.00 0.00E+00 3.63E-02 0.00E+00 4.18E-06 0.00E+00 3.70E-06 371571.00 3754320.00 0.00E+00 2.19E-05 0.00E+00 2.53E-09 0.00E+00 2.24E-09
371591.00 3754320.00 0.00E+00 3.30E-02 0.00E+00 4.08E-06 0.00E+00 3.74E-06 371591.00 3754320.00 0.00E+00 2.00E-05 0.00E+00 2.47E-09 0.00E+00 2.26E-09
371611.00 3754320.00 0.00E+00 3.02E-02 0.00E+00 3.96E-06 0.00E+00 3.74E-06 371611.00 3754320.00 0.00E+00 1.83E-05 0.00E+00 2.39E-09 0.00E+00 2.26E-09
371631.00 3754320.00 0.00E+00 2.77E-02 0.00E+00 3.84E-06 0.00E+00 3.72E-06 371631.00 3754320.00 0.00E+00 1.67E-05 0.00E+00 2.32E-09 0.00E+00 2.25E-09
371651.00 3754320.00 0.00E+00 2.54E-02 0.00E+00 3.72E-06 0.00E+00 3.69E-06 371651.00 3754320.00 0.00E+00 1.54E-05 0.00E+00 2.25E-09 0.00E+00 2.23E-09
371671.00 3754320.00 0.00E+00 2.34E-02 0.00E+00 3.60E-06 0.00E+00 3.64E-06 371671.00 3754320.00 0.00E+00 1.42E-05 0.00E+00 2.18E-09 0.00E+00 2.20E-09
371691.00 3754320.00 0.00E+00 2.16E-02 0.00E+00 3.48E-06 0.00E+00 3.57E-06 371691.00 3754320.00 0.00E+00 1.31E-05 0.00E+00 2.10E-09 0.00E+00 2.16E-09
371711.00 3754320.00 0.00E+00 2.00E-02 0.00E+00 3.36E-06 0.00E+00 3.50E-06 371711.00 3754320.00 0.00E+00 1.21E-05 0.00E+00 2.03E-09 0.00E+00 2.12E-09
371731.00 3754320.00 0.00E+00 1.85E-02 0.00E+00 3.24E-06 0.00E+00 3.41E-06 371731.00 3754320.00 0.00E+00 1.12E-05 0.00E+00 1.96E-09 0.00E+00 2.06E-09
371751.00 3754320.00 0.00E+00 1.72E-02 0.00E+00 3.12E-06 0.00E+00 3.32E-06 371751.00 3754320.00 0.00E+00 1.04E-05 0.00E+00 1.89E-09 0.00E+00 2.01E-09
371771.00 3754320.00 0.00E+00 1.60E-02 0.00E+00 3.01E-06 0.00E+00 3.22E-06 371771.00 3754320.00 0.00E+00 9.70E-06 0.00E+00 1.82E-09 0.00E+00 1.95E-09
371791.00 3754320.00 0.00E+00 1.49E-02 0.00E+00 2.89E-06 0.00E+00 3.11E-06 371791.00 3754320.00 0.00E+00 9.05E-06 0.00E+00 1.75E-09 0.00E+00 1.88E-09
371811.00 3754320.00 0.00E+00 1.40E-02 0.00E+00 2.78E-06 0.00E+00 3.01E-06 371811.00 3754320.00 0.00E+00 8.45E-06 0.00E+00 1.68E-09 0.00E+00 1.82E-09
371831.00 3754320.00 0.00E+00 1.31E-02 0.00E+00 2.68E-06 0.00E+00 2.90E-06 371831.00 3754320.00 0.00E+00 7.91E-06 0.00E+00 1.62E-09 0.00E+00 1.75E-09
370571.00 3754340.00 0.00E+00 3.78E-03 0.00E+00 2.08E-06 0.00E+00 4.53E-07 370571.00 3754340.00 0.00E+00 2.29E-06 0.00E+00 1.26E-09 0.00E+00 2.74E-10
370591.00 3754340.00 0.00E+00 4.01E-03 0.00E+00 2.27E-06 0.00E+00 4.76E-07 370591.00 3754340.00 0.00E+00 2.43E-06 0.00E+00 1.38E-09 0.00E+00 2.88E-10
370611.00 3754340.00 0.00E+00 4.26E-03 0.00E+00 2.49E-06 0.00E+00 5.01E-07 370611.00 3754340.00 0.00E+00 2.58E-06 0.00E+00 1.51E-09 0.00E+00 3.03E-10
370631.00 3754340.00 0.00E+00 4.52E-03 0.00E+00 2.73E-06 0.00E+00 5.27E-07 370631.00 3754340.00 0.00E+00 2.74E-06 0.00E+00 1.65E-09 0.00E+00 3.19E-10
370651.00 3754340.00 0.00E+00 4.81E-03 0.00E+00 3.01E-06 0.00E+00 5.56E-07 370651.00 3754340.00 0.00E+00 2.91E-06 0.00E+00 1.82E-09 0.00E+00 3.36E-10
370671.00 3754340.00 0.00E+00 5.14E-03 0.00E+00 3.34E-06 0.00E+00 5.87E-07 370671.00 3754340.00 0.00E+00 3.11E-06 0.00E+00 2.02E-09 0.00E+00 3.55E-10
370691.00 3754340.00 0.00E+00 5.49E-03 0.00E+00 3.73E-06 0.00E+00 6.20E-07 370691.00 3754340.00 0.00E+00 3.32E-06 0.00E+00 2.25E-09 0.00E+00 3.75E-10
370711.00 3754340.00 0.00E+00 5.89E-03 0.00E+00 4.18E-06 0.00E+00 6.55E-07 370711.00 3754340.00 0.00E+00 3.56E-06 0.00E+00 2.53E-09 0.00E+00 3.96E-10
370731.00 3754340.00 0.00E+00 6.31E-03 0.00E+00 4.75E-06 0.00E+00 6.97E-07 370731.00 3754340.00 0.00E+00 3.82E-06 0.00E+00 2.87E-09 0.00E+00 4.22E-10
370751.00 3754340.00 0.00E+00 6.77E-03 0.00E+00 5.43E-06 0.00E+00 7.42E-07 370751.00 3754340.00 0.00E+00 4.10E-06 0.00E+00 3.28E-09 0.00E+00 4.49E-10
370771.00 3754340.00 0.00E+00 7.30E-03 0.00E+00 6.27E-06 0.00E+00 7.89E-07 370771.00 3754340.00 0.00E+00 4.41E-06 0.00E+00 3.79E-09 0.00E+00 4.78E-10
370791.00 3754340.00 0.00E+00 7.87E-03 0.00E+00 7.31E-06 0.00E+00 8.41E-07 370791.00 3754340.00 0.00E+00 4.76E-06 0.00E+00 4.42E-09 0.00E+00 5.09E-10
370811.00 3754340.00 0.00E+00 8.52E-03 0.00E+00 8.67E-06 0.00E+00 8.97E-07 370811.00 3754340.00 0.00E+00 5.15E-06 0.00E+00 5.24E-09 0.00E+00 5.43E-10
370831.00 3754340.00 0.00E+00 9.30E-03 0.00E+00 1.06E-05 0.00E+00 9.60E-07 370831.00 3754340.00 0.00E+00 5.63E-06 0.00E+00 6.41E-09 0.00E+00 5.81E-10
370851.00 3754340.00 0.00E+00 1.02E-02 0.00E+00 1.34E-05 0.00E+00 1.03E-06 370851.00 3754340.00 0.00E+00 6.17E-06 0.00E+00 8.08E-09 0.00E+00 6.22E-10
370871.00 3754340.00 0.00E+00 1.13E-02 0.00E+00 1.81E-05 0.00E+00 1.11E-06 370871.00 3754340.00 0.00E+00 6.85E-06 0.00E+00 1.09E-08 0.00E+00 6.69E-10
370891.00 3754340.00 0.00E+00 1.27E-02 0.00E+00 2.69E-05 0.00E+00 1.17E-06 370891.00 3754340.00 0.00E+00 7.67E-06 0.00E+00 1.63E-08 0.00E+00 7.09E-10
370911.00 3754340.00 0.00E+00 1.41E-02 0.00E+00 4.57E-05 0.00E+00 1.26E-06 370911.00 3754340.00 0.00E+00 8.54E-06 0.00E+00 2.77E-08 0.00E+00 7.63E-10
370931.00 3754340.00 0.00E+00 1.58E-02 0.00E+00 4.75E-05 0.00E+00 1.36E-06 370931.00 3754340.00 0.00E+00 9.55E-06 0.00E+00 2.88E-08 0.00E+00 8.25E-10
370951.00 3754340.00 0.00E+00 1.78E-02 0.00E+00 6.83E-05 0.00E+00 1.47E-06 370951.00 3754340.00 0.00E+00 1.08E-05 0.00E+00 4.13E-08 0.00E+00 8.90E-10
370971.00 3754340.00 0.00E+00 2.02E-02 0.00E+00 6.55E-05 0.00E+00 1.58E-06 370971.00 3754340.00 0.00E+00 1.22E-05 0.00E+00 3.96E-08 0.00E+00 9.58E-10
370991.00 3754340.00 0.00E+00 2.32E-02 0.00E+00 4.34E-05 0.00E+00 1.70E-06 370991.00 3754340.00 0.00E+00 1.40E-05 0.00E+00 2.62E-08 0.00E+00 1.03E-09
371011.00 3754340.00 0.00E+00 2.69E-02 0.00E+00 3.17E-05 0.00E+00 1.83E-06 371011.00 3754340.00 0.00E+00 1.63E-05 0.00E+00 1.92E-08 0.00E+00 1.11E-09
371031.00 3754340.00 0.00E+00 3.15E-02 0.00E+00 2.48E-05 0.00E+00 1.96E-06 371031.00 3754340.00 0.00E+00 1.91E-05 0.00E+00 1.50E-08 0.00E+00 1.19E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371051.00 3754340.00 0.00E+00 3.76E-02 0.00E+00 2.04E-05 0.00E+00 2.10E-06 371051.00 3754340.00 0.00E+00 2.27E-05 0.00E+00 1.23E-08 0.00E+00 1.27E-09
371071.00 3754340.00 0.00E+00 4.57E-02 0.00E+00 1.72E-05 0.00E+00 2.23E-06 371071.00 3754340.00 0.00E+00 2.76E-05 0.00E+00 1.04E-08 0.00E+00 1.35E-09
371091.00 3754340.00 0.00E+00 5.69E-02 0.00E+00 1.49E-05 0.00E+00 2.36E-06 371091.00 3754340.00 0.00E+00 3.44E-05 0.00E+00 9.02E-09 0.00E+00 1.43E-09
371111.00 3754340.00 0.00E+00 7.34E-02 0.00E+00 1.31E-05 0.00E+00 2.49E-06 371111.00 3754340.00 0.00E+00 4.44E-05 0.00E+00 7.94E-09 0.00E+00 1.50E-09
371131.00 3754340.00 0.00E+00 9.97E-02 0.00E+00 1.17E-05 0.00E+00 2.60E-06 371131.00 3754340.00 0.00E+00 6.03E-05 0.00E+00 7.10E-09 0.00E+00 1.58E-09
371151.00 3754340.00 0.00E+00 1.45E-01 0.00E+00 1.06E-05 0.00E+00 2.72E-06 371151.00 3754340.00 0.00E+00 8.78E-05 0.00E+00 6.44E-09 0.00E+00 1.64E-09
371171.00 3754340.00 0.00E+00 2.00E-01 0.00E+00 9.73E-06 0.00E+00 2.81E-06 371171.00 3754340.00 0.00E+00 1.21E-04 0.00E+00 5.89E-09 0.00E+00 1.70E-09
371411.00 3754340.00 0.00E+00 8.30E-02 0.00E+00 4.96E-06 0.00E+00 2.88E-06 371411.00 3754340.00 0.00E+00 5.02E-05 0.00E+00 3.00E-09 0.00E+00 1.74E-09
371431.00 3754340.00 0.00E+00 7.28E-02 0.00E+00 4.77E-06 0.00E+00 2.86E-06 371431.00 3754340.00 0.00E+00 4.41E-05 0.00E+00 2.89E-09 0.00E+00 1.73E-09
371451.00 3754340.00 0.00E+00 6.45E-02 0.00E+00 4.60E-06 0.00E+00 2.85E-06 371451.00 3754340.00 0.00E+00 3.90E-05 0.00E+00 2.78E-09 0.00E+00 1.72E-09
371471.00 3754340.00 0.00E+00 5.75E-02 0.00E+00 4.44E-06 0.00E+00 2.84E-06 371471.00 3754340.00 0.00E+00 3.48E-05 0.00E+00 2.69E-09 0.00E+00 1.72E-09
371491.00 3754340.00 0.00E+00 5.16E-02 0.00E+00 4.30E-06 0.00E+00 2.86E-06 371491.00 3754340.00 0.00E+00 3.12E-05 0.00E+00 2.60E-09 0.00E+00 1.73E-09
371511.00 3754340.00 0.00E+00 4.66E-02 0.00E+00 4.17E-06 0.00E+00 2.88E-06 371511.00 3754340.00 0.00E+00 2.82E-05 0.00E+00 2.52E-09 0.00E+00 1.74E-09
371531.00 3754340.00 0.00E+00 4.22E-02 0.00E+00 4.04E-06 0.00E+00 2.90E-06 371531.00 3754340.00 0.00E+00 2.55E-05 0.00E+00 2.45E-09 0.00E+00 1.75E-09
371551.00 3754340.00 0.00E+00 3.84E-02 0.00E+00 3.93E-06 0.00E+00 2.94E-06 371551.00 3754340.00 0.00E+00 2.32E-05 0.00E+00 2.38E-09 0.00E+00 1.78E-09
371571.00 3754340.00 0.00E+00 3.50E-02 0.00E+00 3.84E-06 0.00E+00 2.99E-06 371571.00 3754340.00 0.00E+00 2.12E-05 0.00E+00 2.32E-09 0.00E+00 1.81E-09
371591.00 3754340.00 0.00E+00 3.21E-02 0.00E+00 3.74E-06 0.00E+00 3.02E-06 371591.00 3754340.00 0.00E+00 1.94E-05 0.00E+00 2.26E-09 0.00E+00 1.83E-09
371611.00 3754340.00 0.00E+00 2.95E-02 0.00E+00 3.64E-06 0.00E+00 3.04E-06 371611.00 3754340.00 0.00E+00 1.78E-05 0.00E+00 2.20E-09 0.00E+00 1.84E-09
371631.00 3754340.00 0.00E+00 2.71E-02 0.00E+00 3.53E-06 0.00E+00 3.05E-06 371631.00 3754340.00 0.00E+00 1.64E-05 0.00E+00 2.14E-09 0.00E+00 1.84E-09
371651.00 3754340.00 0.00E+00 2.50E-02 0.00E+00 3.43E-06 0.00E+00 3.04E-06 371651.00 3754340.00 0.00E+00 1.51E-05 0.00E+00 2.08E-09 0.00E+00 1.84E-09
371671.00 3754340.00 0.00E+00 2.31E-02 0.00E+00 3.33E-06 0.00E+00 3.03E-06 371671.00 3754340.00 0.00E+00 1.40E-05 0.00E+00 2.02E-09 0.00E+00 1.83E-09
371691.00 3754340.00 0.00E+00 2.14E-02 0.00E+00 3.23E-06 0.00E+00 3.00E-06 371691.00 3754340.00 0.00E+00 1.30E-05 0.00E+00 1.96E-09 0.00E+00 1.82E-09
371711.00 3754340.00 0.00E+00 1.99E-02 0.00E+00 3.14E-06 0.00E+00 2.97E-06 371711.00 3754340.00 0.00E+00 1.20E-05 0.00E+00 1.90E-09 0.00E+00 1.80E-09
371731.00 3754340.00 0.00E+00 1.85E-02 0.00E+00 3.04E-06 0.00E+00 2.92E-06 371731.00 3754340.00 0.00E+00 1.12E-05 0.00E+00 1.84E-09 0.00E+00 1.77E-09
371751.00 3754340.00 0.00E+00 1.72E-02 0.00E+00 2.94E-06 0.00E+00 2.87E-06 371751.00 3754340.00 0.00E+00 1.04E-05 0.00E+00 1.78E-09 0.00E+00 1.74E-09
371771.00 3754340.00 0.00E+00 1.61E-02 0.00E+00 2.84E-06 0.00E+00 2.80E-06 371771.00 3754340.00 0.00E+00 9.72E-06 0.00E+00 1.72E-09 0.00E+00 1.70E-09
371791.00 3754340.00 0.00E+00 1.50E-02 0.00E+00 2.74E-06 0.00E+00 2.74E-06 371791.00 3754340.00 0.00E+00 9.09E-06 0.00E+00 1.66E-09 0.00E+00 1.66E-09
371811.00 3754340.00 0.00E+00 1.41E-02 0.00E+00 2.65E-06 0.00E+00 2.67E-06 371811.00 3754340.00 0.00E+00 8.51E-06 0.00E+00 1.60E-09 0.00E+00 1.61E-09
371831.00 3754340.00 0.00E+00 1.32E-02 0.00E+00 2.56E-06 0.00E+00 2.59E-06 371831.00 3754340.00 0.00E+00 7.98E-06 0.00E+00 1.55E-09 0.00E+00 1.57E-09
370571.00 3754360.00 0.00E+00 3.73E-03 0.00E+00 2.09E-06 0.00E+00 4.41E-07 370571.00 3754360.00 0.00E+00 2.26E-06 0.00E+00 1.27E-09 0.00E+00 2.67E-10
370591.00 3754360.00 0.00E+00 3.95E-03 0.00E+00 2.28E-06 0.00E+00 4.63E-07 370591.00 3754360.00 0.00E+00 2.39E-06 0.00E+00 1.38E-09 0.00E+00 2.80E-10
370611.00 3754360.00 0.00E+00 4.19E-03 0.00E+00 2.49E-06 0.00E+00 4.86E-07 370611.00 3754360.00 0.00E+00 2.53E-06 0.00E+00 1.51E-09 0.00E+00 2.94E-10
370631.00 3754360.00 0.00E+00 4.44E-03 0.00E+00 2.73E-06 0.00E+00 5.11E-07 370631.00 3754360.00 0.00E+00 2.69E-06 0.00E+00 1.65E-09 0.00E+00 3.09E-10
370651.00 3754360.00 0.00E+00 4.72E-03 0.00E+00 3.01E-06 0.00E+00 5.37E-07 370651.00 3754360.00 0.00E+00 2.86E-06 0.00E+00 1.82E-09 0.00E+00 3.25E-10
370671.00 3754360.00 0.00E+00 5.03E-03 0.00E+00 3.34E-06 0.00E+00 5.65E-07 370671.00 3754360.00 0.00E+00 3.04E-06 0.00E+00 2.02E-09 0.00E+00 3.42E-10
370691.00 3754360.00 0.00E+00 5.36E-03 0.00E+00 3.72E-06 0.00E+00 5.96E-07 370691.00 3754360.00 0.00E+00 3.25E-06 0.00E+00 2.25E-09 0.00E+00 3.60E-10
370711.00 3754360.00 0.00E+00 5.73E-03 0.00E+00 4.18E-06 0.00E+00 6.30E-07 370711.00 3754360.00 0.00E+00 3.47E-06 0.00E+00 2.53E-09 0.00E+00 3.81E-10
370731.00 3754360.00 0.00E+00 6.13E-03 0.00E+00 4.74E-06 0.00E+00 6.69E-07 370731.00 3754360.00 0.00E+00 3.71E-06 0.00E+00 2.87E-09 0.00E+00 4.05E-10
370751.00 3754360.00 0.00E+00 6.57E-03 0.00E+00 5.42E-06 0.00E+00 7.11E-07 370751.00 3754360.00 0.00E+00 3.97E-06 0.00E+00 3.28E-09 0.00E+00 4.30E-10
370771.00 3754360.00 0.00E+00 7.05E-03 0.00E+00 6.24E-06 0.00E+00 7.54E-07 370771.00 3754360.00 0.00E+00 4.27E-06 0.00E+00 3.78E-09 0.00E+00 4.56E-10
370791.00 3754360.00 0.00E+00 7.59E-03 0.00E+00 7.28E-06 0.00E+00 8.01E-07 370791.00 3754360.00 0.00E+00 4.59E-06 0.00E+00 4.40E-09 0.00E+00 4.85E-10
370811.00 3754360.00 0.00E+00 8.19E-03 0.00E+00 8.60E-06 0.00E+00 8.52E-07 370811.00 3754360.00 0.00E+00 4.96E-06 0.00E+00 5.20E-09 0.00E+00 5.16E-10
370831.00 3754360.00 0.00E+00 8.93E-03 0.00E+00 1.05E-05 0.00E+00 9.09E-07 370831.00 3754360.00 0.00E+00 5.40E-06 0.00E+00 6.36E-09 0.00E+00 5.50E-10
370851.00 3754360.00 0.00E+00 9.77E-03 0.00E+00 1.32E-05 0.00E+00 9.71E-07 370851.00 3754360.00 0.00E+00 5.91E-06 0.00E+00 8.01E-09 0.00E+00 5.87E-10
370871.00 3754360.00 0.00E+00 1.08E-02 0.00E+00 1.78E-05 0.00E+00 1.04E-06 370871.00 3754360.00 0.00E+00 6.52E-06 0.00E+00 1.08E-08 0.00E+00 6.29E-10
370891.00 3754360.00 0.00E+00 1.20E-02 0.00E+00 2.68E-05 0.00E+00 1.10E-06 370891.00 3754360.00 0.00E+00 7.28E-06 0.00E+00 1.62E-08 0.00E+00 6.63E-10
370911.00 3754360.00 0.00E+00 1.33E-02 0.00E+00 4.49E-05 0.00E+00 1.17E-06 370911.00 3754360.00 0.00E+00 8.06E-06 0.00E+00 2.72E-08 0.00E+00 7.08E-10
370931.00 3754360.00 0.00E+00 1.48E-02 0.00E+00 4.50E-05 0.00E+00 1.26E-06 370931.00 3754360.00 0.00E+00 8.97E-06 0.00E+00 2.72E-08 0.00E+00 7.63E-10
370951.00 3754360.00 0.00E+00 1.66E-02 0.00E+00 7.83E-05 0.00E+00 1.35E-06 370951.00 3754360.00 0.00E+00 1.01E-05 0.00E+00 4.74E-08 0.00E+00 8.18E-10
370971.00 3754360.00 0.00E+00 1.87E-02 0.00E+00 6.37E-05 0.00E+00 1.43E-06 370971.00 3754360.00 0.00E+00 1.13E-05 0.00E+00 3.85E-08 0.00E+00 8.63E-10
370991.00 3754360.00 0.00E+00 2.13E-02 0.00E+00 4.27E-05 0.00E+00 1.53E-06 370991.00 3754360.00 0.00E+00 1.29E-05 0.00E+00 2.59E-08 0.00E+00 9.23E-10
371011.00 3754360.00 0.00E+00 2.44E-02 0.00E+00 3.13E-05 0.00E+00 1.63E-06 371011.00 3754360.00 0.00E+00 1.48E-05 0.00E+00 1.90E-08 0.00E+00 9.85E-10
371031.00 3754360.00 0.00E+00 2.84E-02 0.00E+00 2.47E-05 0.00E+00 1.74E-06 371031.00 3754360.00 0.00E+00 1.72E-05 0.00E+00 1.49E-08 0.00E+00 1.05E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371051.00 3754360.00 0.00E+00 3.30E-02 0.00E+00 1.99E-05 0.00E+00 1.83E-06 371051.00 3754360.00 0.00E+00 2.00E-05 0.00E+00 1.21E-08 0.00E+00 1.11E-09
371071.00 3754360.00 0.00E+00 3.94E-02 0.00E+00 1.68E-05 0.00E+00 1.94E-06 371071.00 3754360.00 0.00E+00 2.38E-05 0.00E+00 1.02E-08 0.00E+00 1.17E-09
371091.00 3754360.00 0.00E+00 4.78E-02 0.00E+00 1.45E-05 0.00E+00 2.04E-06 371091.00 3754360.00 0.00E+00 2.89E-05 0.00E+00 8.79E-09 0.00E+00 1.23E-09
371111.00 3754360.00 0.00E+00 6.03E-02 0.00E+00 1.29E-05 0.00E+00 2.15E-06 371111.00 3754360.00 0.00E+00 3.65E-05 0.00E+00 7.79E-09 0.00E+00 1.30E-09
371131.00 3754360.00 0.00E+00 7.77E-02 0.00E+00 1.15E-05 0.00E+00 2.26E-06 371131.00 3754360.00 0.00E+00 4.70E-05 0.00E+00 6.96E-09 0.00E+00 1.37E-09
371151.00 3754360.00 0.00E+00 1.03E-01 0.00E+00 1.04E-05 0.00E+00 2.35E-06 371151.00 3754360.00 0.00E+00 6.25E-05 0.00E+00 6.29E-09 0.00E+00 1.42E-09
371171.00 3754360.00 0.00E+00 1.32E-01 0.00E+00 9.48E-06 0.00E+00 2.42E-06 371171.00 3754360.00 0.00E+00 7.96E-05 0.00E+00 5.73E-09 0.00E+00 1.47E-09
371191.00 3754360.00 0.00E+00 1.48E-01 0.00E+00 8.71E-06 0.00E+00 2.48E-06 371191.00 3754360.00 0.00E+00 8.94E-05 0.00E+00 5.27E-09 0.00E+00 1.50E-09
371211.00 3754360.00 0.00E+00 1.76E-01 0.00E+00 8.05E-06 0.00E+00 2.52E-06 371211.00 3754360.00 0.00E+00 1.07E-04 0.00E+00 4.87E-09 0.00E+00 1.53E-09
371231.00 3754360.00 0.00E+00 1.98E-01 0.00E+00 7.49E-06 0.00E+00 2.55E-06 371231.00 3754360.00 0.00E+00 1.20E-04 0.00E+00 4.53E-09 0.00E+00 1.54E-09
371251.00 3754360.00 0.00E+00 2.00E-01 0.00E+00 7.01E-06 0.00E+00 2.57E-06 371251.00 3754360.00 0.00E+00 1.21E-04 0.00E+00 4.24E-09 0.00E+00 1.56E-09
371271.00 3754360.00 0.00E+00 2.03E-01 0.00E+00 6.59E-06 0.00E+00 2.58E-06 371271.00 3754360.00 0.00E+00 1.23E-04 0.00E+00 3.99E-09 0.00E+00 1.56E-09
371291.00 3754360.00 0.00E+00 1.84E-01 0.00E+00 6.21E-06 0.00E+00 2.57E-06 371291.00 3754360.00 0.00E+00 1.11E-04 0.00E+00 3.76E-09 0.00E+00 1.56E-09
371311.00 3754360.00 0.00E+00 1.54E-01 0.00E+00 5.88E-06 0.00E+00 2.55E-06 371311.00 3754360.00 0.00E+00 9.30E-05 0.00E+00 3.56E-09 0.00E+00 1.54E-09
371331.00 3754360.00 0.00E+00 1.28E-01 0.00E+00 5.58E-06 0.00E+00 2.53E-06 371331.00 3754360.00 0.00E+00 7.77E-05 0.00E+00 3.38E-09 0.00E+00 1.53E-09
371351.00 3754360.00 0.00E+00 1.09E-01 0.00E+00 5.31E-06 0.00E+00 2.50E-06 371351.00 3754360.00 0.00E+00 6.59E-05 0.00E+00 3.21E-09 0.00E+00 1.51E-09
371371.00 3754360.00 0.00E+00 9.39E-02 0.00E+00 5.07E-06 0.00E+00 2.46E-06 371371.00 3754360.00 0.00E+00 5.68E-05 0.00E+00 3.07E-09 0.00E+00 1.49E-09
371391.00 3754360.00 0.00E+00 8.21E-02 0.00E+00 4.84E-06 0.00E+00 2.41E-06 371391.00 3754360.00 0.00E+00 4.96E-05 0.00E+00 2.93E-09 0.00E+00 1.46E-09
371411.00 3754360.00 0.00E+00 7.24E-02 0.00E+00 4.64E-06 0.00E+00 2.39E-06 371411.00 3754360.00 0.00E+00 4.38E-05 0.00E+00 2.81E-09 0.00E+00 1.44E-09
371431.00 3754360.00 0.00E+00 6.44E-02 0.00E+00 4.46E-06 0.00E+00 2.37E-06 371431.00 3754360.00 0.00E+00 3.90E-05 0.00E+00 2.70E-09 0.00E+00 1.43E-09
371451.00 3754360.00 0.00E+00 5.78E-02 0.00E+00 4.31E-06 0.00E+00 2.38E-06 371451.00 3754360.00 0.00E+00 3.50E-05 0.00E+00 2.61E-09 0.00E+00 1.44E-09
371471.00 3754360.00 0.00E+00 5.21E-02 0.00E+00 4.16E-06 0.00E+00 2.37E-06 371471.00 3754360.00 0.00E+00 3.15E-05 0.00E+00 2.52E-09 0.00E+00 1.44E-09
371491.00 3754360.00 0.00E+00 4.72E-02 0.00E+00 4.02E-06 0.00E+00 2.38E-06 371491.00 3754360.00 0.00E+00 2.86E-05 0.00E+00 2.43E-09 0.00E+00 1.44E-09
371511.00 3754360.00 0.00E+00 4.30E-02 0.00E+00 3.90E-06 0.00E+00 2.38E-06 371511.00 3754360.00 0.00E+00 2.60E-05 0.00E+00 2.36E-09 0.00E+00 1.44E-09
371531.00 3754360.00 0.00E+00 3.93E-02 0.00E+00 3.78E-06 0.00E+00 2.40E-06 371531.00 3754360.00 0.00E+00 2.38E-05 0.00E+00 2.29E-09 0.00E+00 1.45E-09
371551.00 3754360.00 0.00E+00 3.60E-02 0.00E+00 3.67E-06 0.00E+00 2.42E-06 371551.00 3754360.00 0.00E+00 2.18E-05 0.00E+00 2.22E-09 0.00E+00 1.46E-09
371571.00 3754360.00 0.00E+00 3.31E-02 0.00E+00 3.56E-06 0.00E+00 2.44E-06 371571.00 3754360.00 0.00E+00 2.00E-05 0.00E+00 2.16E-09 0.00E+00 1.48E-09
371591.00 3754360.00 0.00E+00 3.05E-02 0.00E+00 3.46E-06 0.00E+00 2.46E-06 371591.00 3754360.00 0.00E+00 1.84E-05 0.00E+00 2.10E-09 0.00E+00 1.49E-09
371611.00 3754360.00 0.00E+00 2.81E-02 0.00E+00 3.37E-06 0.00E+00 2.49E-06 371611.00 3754360.00 0.00E+00 1.70E-05 0.00E+00 2.04E-09 0.00E+00 1.50E-09
371631.00 3754360.00 0.00E+00 2.60E-02 0.00E+00 3.28E-06 0.00E+00 2.50E-06 371631.00 3754360.00 0.00E+00 1.58E-05 0.00E+00 1.98E-09 0.00E+00 1.52E-09
371651.00 3754360.00 0.00E+00 2.41E-02 0.00E+00 3.19E-06 0.00E+00 2.52E-06 371651.00 3754360.00 0.00E+00 1.46E-05 0.00E+00 1.93E-09 0.00E+00 1.52E-09
371671.00 3754360.00 0.00E+00 2.24E-02 0.00E+00 3.10E-06 0.00E+00 2.52E-06 371671.00 3754360.00 0.00E+00 1.36E-05 0.00E+00 1.88E-09 0.00E+00 1.52E-09
371691.00 3754360.00 0.00E+00 2.09E-02 0.00E+00 3.02E-06 0.00E+00 2.52E-06 371691.00 3754360.00 0.00E+00 1.26E-05 0.00E+00 1.83E-09 0.00E+00 1.52E-09
371711.00 3754360.00 0.00E+00 1.94E-02 0.00E+00 2.93E-06 0.00E+00 2.51E-06 371711.00 3754360.00 0.00E+00 1.18E-05 0.00E+00 1.77E-09 0.00E+00 1.52E-09
371731.00 3754360.00 0.00E+00 1.81E-02 0.00E+00 2.85E-06 0.00E+00 2.49E-06 371731.00 3754360.00 0.00E+00 1.10E-05 0.00E+00 1.72E-09 0.00E+00 1.51E-09
371751.00 3754360.00 0.00E+00 1.70E-02 0.00E+00 2.77E-06 0.00E+00 2.46E-06 371751.00 3754360.00 0.00E+00 1.03E-05 0.00E+00 1.67E-09 0.00E+00 1.49E-09
371771.00 3754360.00 0.00E+00 1.59E-02 0.00E+00 2.68E-06 0.00E+00 2.43E-06 371771.00 3754360.00 0.00E+00 9.61E-06 0.00E+00 1.62E-09 0.00E+00 1.47E-09
371791.00 3754360.00 0.00E+00 1.49E-02 0.00E+00 2.60E-06 0.00E+00 2.39E-06 371791.00 3754360.00 0.00E+00 9.00E-06 0.00E+00 1.57E-09 0.00E+00 1.44E-09
371811.00 3754360.00 0.00E+00 1.40E-02 0.00E+00 2.52E-06 0.00E+00 2.34E-06 371811.00 3754360.00 0.00E+00 8.45E-06 0.00E+00 1.52E-09 0.00E+00 1.42E-09
371831.00 3754360.00 0.00E+00 1.31E-02 0.00E+00 2.44E-06 0.00E+00 2.29E-06 371831.00 3754360.00 0.00E+00 7.95E-06 0.00E+00 1.48E-09 0.00E+00 1.39E-09
370571.00 3754380.00 0.00E+00 3.66E-03 0.00E+00 2.09E-06 0.00E+00 4.29E-07 370571.00 3754380.00 0.00E+00 2.21E-06 0.00E+00 1.27E-09 0.00E+00 2.59E-10
370591.00 3754380.00 0.00E+00 3.87E-03 0.00E+00 2.28E-06 0.00E+00 4.49E-07 370591.00 3754380.00 0.00E+00 2.34E-06 0.00E+00 1.38E-09 0.00E+00 2.72E-10
370611.00 3754380.00 0.00E+00 4.09E-03 0.00E+00 2.49E-06 0.00E+00 4.71E-07 370611.00 3754380.00 0.00E+00 2.48E-06 0.00E+00 1.51E-09 0.00E+00 2.85E-10
370631.00 3754380.00 0.00E+00 4.34E-03 0.00E+00 2.73E-06 0.00E+00 4.93E-07 370631.00 3754380.00 0.00E+00 2.62E-06 0.00E+00 1.65E-09 0.00E+00 2.99E-10
370651.00 3754380.00 0.00E+00 4.60E-03 0.00E+00 3.01E-06 0.00E+00 5.18E-07 370651.00 3754380.00 0.00E+00 2.78E-06 0.00E+00 1.82E-09 0.00E+00 3.13E-10
370671.00 3754380.00 0.00E+00 4.89E-03 0.00E+00 3.33E-06 0.00E+00 5.43E-07 370671.00 3754380.00 0.00E+00 2.96E-06 0.00E+00 2.02E-09 0.00E+00 3.29E-10
370691.00 3754380.00 0.00E+00 5.21E-03 0.00E+00 3.71E-06 0.00E+00 5.72E-07 370691.00 3754380.00 0.00E+00 3.15E-06 0.00E+00 2.25E-09 0.00E+00 3.46E-10
370711.00 3754380.00 0.00E+00 5.55E-03 0.00E+00 4.18E-06 0.00E+00 6.05E-07 370711.00 3754380.00 0.00E+00 3.36E-06 0.00E+00 2.53E-09 0.00E+00 3.66E-10
370731.00 3754380.00 0.00E+00 5.93E-03 0.00E+00 4.73E-06 0.00E+00 6.41E-07 370731.00 3754380.00 0.00E+00 3.59E-06 0.00E+00 2.86E-09 0.00E+00 3.88E-10
370751.00 3754380.00 0.00E+00 6.33E-03 0.00E+00 5.40E-06 0.00E+00 6.80E-07 370751.00 3754380.00 0.00E+00 3.83E-06 0.00E+00 3.27E-09 0.00E+00 4.11E-10
370771.00 3754380.00 0.00E+00 6.78E-03 0.00E+00 6.22E-06 0.00E+00 7.20E-07 370771.00 3754380.00 0.00E+00 4.10E-06 0.00E+00 3.76E-09 0.00E+00 4.35E-10
370791.00 3754380.00 0.00E+00 7.28E-03 0.00E+00 7.24E-06 0.00E+00 7.63E-07 370791.00 3754380.00 0.00E+00 4.41E-06 0.00E+00 4.38E-09 0.00E+00 4.61E-10

0.00E+00 7.85E-03 0.00E+00 8.58E-06 0.00E+00 8.09E-07 0.00E+00 4.75E-06 0.00E+00 5.19E-09 0.00E+00 4.90E-10370811 370811
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370831 3754380 0.00E+00 8.53E-03 0.00E+00 1.05E-05 0.00E+00 8.60E-07 370831 3754380 0.00E+00 5.16E-06 0.00E+00 6.34E-09 0.00E+00 5.20E-10
370851 3754380 0.00E+00 9.28E-03 0.00E+00 1.31E-05 0.00E+00 9.15E-07 370851 3754380 0.00E+00 5.61E-06 0.00E+00 7.95E-09 0.00E+00 5.54E-10
370871 3754380 0.00E+00 1.02E-02 0.00E+00 1.74E-05 0.00E+00 9.75E-07 370871 3754380 0.00E+00 6.14E-06 0.00E+00 1.05E-08 0.00E+00 5.90E-10
370891 3754380 0.00E+00 1.12E-02 0.00E+00 2.53E-05 0.00E+00 1.04E-06 370891 3754380 0.00E+00 6.78E-06 0.00E+00 1.53E-08 0.00E+00 6.29E-10
370911 3754380 0.00E+00 1.24E-02 0.00E+00 4.49E-05 0.00E+00 1.09E-06 370911 3754380 0.00E+00 7.53E-06 0.00E+00 2.72E-08 0.00E+00 6.61E-10
370931 3754380 0.00E+00 1.38E-02 0.00E+00 6.41E-05 0.00E+00 1.16E-06 370931 3754380 0.00E+00 8.34E-06 0.00E+00 3.88E-08 0.00E+00 7.05E-10
370951 3754380 0.00E+00 1.53E-02 0.00E+00 6.89E-05 0.00E+00 1.24E-06 370951 3754380 0.00E+00 9.27E-06 0.00E+00 4.17E-08 0.00E+00 7.51E-10
370971 3754380 0.00E+00 1.71E-02 0.00E+00 6.48E-05 0.00E+00 1.30E-06 370971 3754380 0.00E+00 1.03E-05 0.00E+00 3.92E-08 0.00E+00 7.89E-10
370991 3754380 0.00E+00 1.92E-02 0.00E+00 4.30E-05 0.00E+00 1.39E-06 370991 3754380 0.00E+00 1.16E-05 0.00E+00 2.60E-08 0.00E+00 8.38E-10
371011 3754380 0.00E+00 2.18E-02 0.00E+00 3.14E-05 0.00E+00 1.47E-06 371011 3754380 0.00E+00 1.32E-05 0.00E+00 1.90E-08 0.00E+00 8.88E-10
371031 3754380 0.00E+00 2.50E-02 0.00E+00 2.46E-05 0.00E+00 1.56E-06 371031 3754380 0.00E+00 1.51E-05 0.00E+00 1.49E-08 0.00E+00 9.41E-10
371051 3754380 0.00E+00 2.87E-02 0.00E+00 1.99E-05 0.00E+00 1.64E-06 371051 3754380 0.00E+00 1.74E-05 0.00E+00 1.21E-08 0.00E+00 9.90E-10
371071 3754380 0.00E+00 3.33E-02 0.00E+00 1.67E-05 0.00E+00 1.71E-06 371071 3754380 0.00E+00 2.01E-05 0.00E+00 1.01E-08 0.00E+00 1.04E-09
371091 3754380 0.00E+00 3.94E-02 0.00E+00 1.44E-05 0.00E+00 1.79E-06 371091 3754380 0.00E+00 2.38E-05 0.00E+00 8.72E-09 0.00E+00 1.09E-09
371111 3754380 0.00E+00 4.74E-02 0.00E+00 1.27E-05 0.00E+00 1.88E-06 371111 3754380 0.00E+00 2.87E-05 0.00E+00 7.68E-09 0.00E+00 1.14E-09
371131 3754380 0.00E+00 5.72E-02 0.00E+00 1.13E-05 0.00E+00 1.96E-06 371131 3754380 0.00E+00 3.46E-05 0.00E+00 6.84E-09 0.00E+00 1.19E-09
371151 3754380 0.00E+00 6.82E-02 0.00E+00 1.02E-05 0.00E+00 2.04E-06 371151 3754380 0.00E+00 4.13E-05 0.00E+00 6.17E-09 0.00E+00 1.23E-09
371171 3754380 0.00E+00 7.88E-02 0.00E+00 9.25E-06 0.00E+00 2.08E-06 371171 3754380 0.00E+00 4.77E-05 0.00E+00 5.60E-09 0.00E+00 1.26E-09
371191 3754380 0.00E+00 8.39E-02 0.00E+00 8.48E-06 0.00E+00 2.12E-06 371191 3754380 0.00E+00 5.08E-05 0.00E+00 5.13E-09 0.00E+00 1.28E-09
371211 3754380 0.00E+00 8.71E-02 0.00E+00 7.82E-06 0.00E+00 2.14E-06 371211 3754380 0.00E+00 5.27E-05 0.00E+00 4.73E-09 0.00E+00 1.30E-09
371231 3754380 0.00E+00 9.18E-02 0.00E+00 7.25E-06 0.00E+00 2.16E-06 371231 3754380 0.00E+00 5.55E-05 0.00E+00 4.39E-09 0.00E+00 1.31E-09
371251 3754380 0.00E+00 9.62E-02 0.00E+00 6.77E-06 0.00E+00 2.17E-06 371251 3754380 0.00E+00 5.82E-05 0.00E+00 4.09E-09 0.00E+00 1.32E-09
371271 3754380 0.00E+00 1.01E-01 0.00E+00 6.34E-06 0.00E+00 2.17E-06 371271 3754380 0.00E+00 6.12E-05 0.00E+00 3.83E-09 0.00E+00 1.31E-09
371291 3754380 0.00E+00 1.03E-01 0.00E+00 5.96E-06 0.00E+00 2.16E-06 371291 3754380 0.00E+00 6.21E-05 0.00E+00 3.61E-09 0.00E+00 1.31E-09
371311 3754380 0.00E+00 9.82E-02 0.00E+00 5.62E-06 0.00E+00 2.14E-06 371311 3754380 0.00E+00 5.94E-05 0.00E+00 3.40E-09 0.00E+00 1.29E-09
371331 3754380 0.00E+00 9.01E-02 0.00E+00 5.32E-06 0.00E+00 2.12E-06 371331 3754380 0.00E+00 5.45E-05 0.00E+00 3.22E-09 0.00E+00 1.28E-09
371351 3754380 0.00E+00 8.13E-02 0.00E+00 5.06E-06 0.00E+00 2.11E-06 371351 3754380 0.00E+00 4.92E-05 0.00E+00 3.06E-09 0.00E+00 1.28E-09
371371 3754380 0.00E+00 7.33E-02 0.00E+00 4.83E-06 0.00E+00 2.09E-06 371371 3754380 0.00E+00 4.44E-05 0.00E+00 2.92E-09 0.00E+00 1.26E-09
371391 3754380 0.00E+00 6.63E-02 0.00E+00 4.61E-06 0.00E+00 2.05E-06 371391 3754380 0.00E+00 4.01E-05 0.00E+00 2.79E-09 0.00E+00 1.24E-09
371411 3754380 0.00E+00 6.00E-02 0.00E+00 4.40E-06 0.00E+00 2.02E-06 371411 3754380 0.00E+00 3.63E-05 0.00E+00 2.67E-09 0.00E+00 1.22E-09
371431 3754380 0.00E+00 5.46E-02 0.00E+00 4.23E-06 0.00E+00 2.01E-06 371431 3754380 0.00E+00 3.30E-05 0.00E+00 2.56E-09 0.00E+00 1.22E-09
371451 3754380 0.00E+00 4.98E-02 0.00E+00 4.07E-06 0.00E+00 1.99E-06 371451 3754380 0.00E+00 3.02E-05 0.00E+00 2.46E-09 0.00E+00 1.20E-09
371471 3754380 0.00E+00 4.56E-02 0.00E+00 3.92E-06 0.00E+00 1.98E-06 371471 3754380 0.00E+00 2.76E-05 0.00E+00 2.37E-09 0.00E+00 1.20E-09
371491 3754380 0.00E+00 4.19E-02 0.00E+00 3.78E-06 0.00E+00 1.97E-06 371491 3754380 0.00E+00 2.53E-05 0.00E+00 2.28E-09 0.00E+00 1.19E-09
371511 3754380 0.00E+00 3.86E-02 0.00E+00 3.65E-06 0.00E+00 1.96E-06 371511 3754380 0.00E+00 2.33E-05 0.00E+00 2.21E-09 0.00E+00 1.19E-09
371531 3754380 0.00E+00 3.56E-02 0.00E+00 3.53E-06 0.00E+00 1.97E-06 371531 3754380 0.00E+00 2.15E-05 0.00E+00 2.14E-09 0.00E+00 1.19E-09
371551 3754380 0.00E+00 3.29E-02 0.00E+00 3.43E-06 0.00E+00 1.99E-06 371551 3754380 0.00E+00 1.99E-05 0.00E+00 2.07E-09 0.00E+00 1.21E-09
371571 3754380 0.00E+00 3.05E-02 0.00E+00 3.33E-06 0.00E+00 2.01E-06 371571 3754380 0.00E+00 1.85E-05 0.00E+00 2.02E-09 0.00E+00 1.22E-09
371591 3754380 0.00E+00 2.83E-02 0.00E+00 3.24E-06 0.00E+00 2.03E-06 371591 3754380 0.00E+00 1.71E-05 0.00E+00 1.96E-09 0.00E+00 1.23E-09
371611 3754380 0.00E+00 2.64E-02 0.00E+00 3.15E-06 0.00E+00 2.05E-06 371611 3754380 0.00E+00 1.59E-05 0.00E+00 1.91E-09 0.00E+00 1.24E-09
371631 3754380 0.00E+00 2.45E-02 0.00E+00 3.07E-06 0.00E+00 2.07E-06 371631 3754380 0.00E+00 1.48E-05 0.00E+00 1.86E-09 0.00E+00 1.25E-09
371651 3754380 0.00E+00 2.29E-02 0.00E+00 2.99E-06 0.00E+00 2.09E-06 371651 3754380 0.00E+00 1.38E-05 0.00E+00 1.81E-09 0.00E+00 1.26E-09
371671 3754380 0.00E+00 2.14E-02 0.00E+00 2.91E-06 0.00E+00 2.10E-06 371671 3754380 0.00E+00 1.29E-05 0.00E+00 1.76E-09 0.00E+00 1.27E-09
371691 3754380 0.00E+00 2.00E-02 0.00E+00 2.83E-06 0.00E+00 2.11E-06 371691 3754380 0.00E+00 1.21E-05 0.00E+00 1.71E-09 0.00E+00 1.28E-09
371711 3754380 0.00E+00 1.87E-02 0.00E+00 2.76E-06 0.00E+00 2.11E-06 371711 3754380 0.00E+00 1.13E-05 0.00E+00 1.67E-09 0.00E+00 1.28E-09
371731 3754380 0.00E+00 1.75E-02 0.00E+00 2.68E-06 0.00E+00 2.11E-06 371731 3754380 0.00E+00 1.06E-05 0.00E+00 1.62E-09 0.00E+00 1.28E-09
371751 3754380 0.00E+00 1.65E-02 0.00E+00 2.61E-06 0.00E+00 2.10E-06 371751 3754380 0.00E+00 9.96E-06 0.00E+00 1.58E-09 0.00E+00 1.27E-09
371771 3754380 0.00E+00 1.55E-02 0.00E+00 2.54E-06 0.00E+00 2.09E-06 371771 3754380 0.00E+00 9.35E-06 0.00E+00 1.54E-09 0.00E+00 1.26E-09
371791 3754380 0.00E+00 1.46E-02 0.00E+00 2.47E-06 0.00E+00 2.07E-06 371791 3754380 0.00E+00 8.80E-06 0.00E+00 1.49E-09 0.00E+00 1.25E-09
371811 3754380 0.00E+00 1.37E-02 0.00E+00 2.40E-06 0.00E+00 2.04E-06 371811 3754380 0.00E+00 8.29E-06 0.00E+00 1.45E-09 0.00E+00 1.24E-09
371831 3754380 0.00E+00 1.29E-02 0.00E+00 2.33E-06 0.00E+00 2.01E-06 371831 3754380 0.00E+00 7.81E-06 0.00E+00 1.41E-09 0.00E+00 1.22E-09
370571 3754400 0.00E+00 3.57E-03 0.00E+00 2.09E-06 0.00E+00 4.16E-07 370571 3754400 0.00E+00 2.16E-06 0.00E+00 1.26E-09 0.00E+00 2.52E-10
370591 3754400 0.00E+00 3.77E-03 0.00E+00 2.27E-06 0.00E+00 4.35E-07 370591 3754400 0.00E+00 2.28E-06 0.00E+00 1.37E-09 0.00E+00 2.63E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370611 3754400 0.00E+00 3.98E-03 0.00E+00 2.48E-06 0.00E+00 4.56E-07 370611 3754400 0.00E+00 2.41E-06 0.00E+00 1.50E-09 0.00E+00 2.76E-10
370631 3754400 0.00E+00 4.21E-03 0.00E+00 2.72E-06 0.00E+00 4.76E-07 370631 3754400 0.00E+00 2.55E-06 0.00E+00 1.65E-09 0.00E+00 2.88E-10
370651 3754400 0.00E+00 4.46E-03 0.00E+00 3.00E-06 0.00E+00 4.99E-07 370651 3754400 0.00E+00 2.70E-06 0.00E+00 1.81E-09 0.00E+00 3.02E-10
370671 3754400 0.00E+00 4.73E-03 0.00E+00 3.32E-06 0.00E+00 5.22E-07 370671 3754400 0.00E+00 2.86E-06 0.00E+00 2.01E-09 0.00E+00 3.16E-10
370691 3754400 0.00E+00 5.03E-03 0.00E+00 3.70E-06 0.00E+00 5.49E-07 370691 3754400 0.00E+00 3.04E-06 0.00E+00 2.24E-09 0.00E+00 3.32E-10
370711 3754400 0.00E+00 5.35E-03 0.00E+00 4.16E-06 0.00E+00 5.80E-07 370711 3754400 0.00E+00 3.24E-06 0.00E+00 2.52E-09 0.00E+00 3.51E-10
370731 3754400 0.00E+00 5.70E-03 0.00E+00 4.71E-06 0.00E+00 6.14E-07 370731 3754400 0.00E+00 3.45E-06 0.00E+00 2.85E-09 0.00E+00 3.71E-10
370751 3754400 0.00E+00 6.08E-03 0.00E+00 5.38E-06 0.00E+00 6.49E-07 370751 3754400 0.00E+00 3.68E-06 0.00E+00 3.25E-09 0.00E+00 3.93E-10
370771 3754400 0.00E+00 6.50E-03 0.00E+00 6.20E-06 0.00E+00 6.86E-07 370771 3754400 0.00E+00 3.93E-06 0.00E+00 3.75E-09 0.00E+00 4.15E-10
370791 3754400 0.00E+00 6.95E-03 0.00E+00 7.21E-06 0.00E+00 7.25E-07 370791 3754400 0.00E+00 4.21E-06 0.00E+00 4.36E-09 0.00E+00 4.39E-10
370811 3754400 0.00E+00 7.47E-03 0.00E+00 8.54E-06 0.00E+00 7.67E-07 370811 3754400 0.00E+00 4.52E-06 0.00E+00 5.17E-09 0.00E+00 4.64E-10
370831 3754400 0.00E+00 8.07E-03 0.00E+00 1.04E-05 0.00E+00 8.13E-07 370831 3754400 0.00E+00 4.88E-06 0.00E+00 6.29E-09 0.00E+00 4.92E-10
370851 3754400 0.00E+00 8.75E-03 0.00E+00 1.30E-05 0.00E+00 8.62E-07 370851 3754400 0.00E+00 5.29E-06 0.00E+00 7.88E-09 0.00E+00 5.21E-10
370871 3754400 0.00E+00 9.52E-03 0.00E+00 1.71E-05 0.00E+00 9.14E-07 370871 3754400 0.00E+00 5.76E-06 0.00E+00 1.03E-08 0.00E+00 5.53E-10
370891 3754400 0.00E+00 1.04E-02 0.00E+00 2.38E-05 0.00E+00 9.70E-07 370891 3754400 0.00E+00 6.28E-06 0.00E+00 1.44E-08 0.00E+00 5.87E-10
370911 3754400 0.00E+00 1.15E-02 0.00E+00 4.10E-05 0.00E+00 1.03E-06 370911 3754400 0.00E+00 6.94E-06 0.00E+00 2.48E-08 0.00E+00 6.23E-10
370931 3754400 0.00E+00 1.27E-02 0.00E+00 4.43E-05 0.00E+00 1.08E-06 370931 3754400 0.00E+00 7.67E-06 0.00E+00 2.68E-08 0.00E+00 6.51E-10
370951 3754400 0.00E+00 1.40E-02 0.00E+00 4.43E-05 0.00E+00 1.14E-06 370951 3754400 0.00E+00 8.46E-06 0.00E+00 2.68E-08 0.00E+00 6.91E-10
370971 3754400 0.00E+00 1.54E-02 0.00E+00 6.62E-05 0.00E+00 1.20E-06 370971 3754400 0.00E+00 9.35E-06 0.00E+00 4.00E-08 0.00E+00 7.23E-10
370991 3754400 0.00E+00 1.72E-02 0.00E+00 4.35E-05 0.00E+00 1.26E-06 370991 3754400 0.00E+00 1.04E-05 0.00E+00 2.63E-08 0.00E+00 7.63E-10
371011 3754400 0.00E+00 1.92E-02 0.00E+00 3.16E-05 0.00E+00 1.33E-06 371011 3754400 0.00E+00 1.16E-05 0.00E+00 1.91E-08 0.00E+00 8.03E-10
371031 3754400 0.00E+00 2.16E-02 0.00E+00 2.45E-05 0.00E+00 1.40E-06 371031 3754400 0.00E+00 1.31E-05 0.00E+00 1.48E-08 0.00E+00 8.44E-10
371051 3754400 0.00E+00 2.45E-02 0.00E+00 1.99E-05 0.00E+00 1.46E-06 371051 3754400 0.00E+00 1.48E-05 0.00E+00 1.21E-08 0.00E+00 8.86E-10
371071 3754400 0.00E+00 2.76E-02 0.00E+00 1.66E-05 0.00E+00 1.52E-06 371071 3754400 0.00E+00 1.67E-05 0.00E+00 1.01E-08 0.00E+00 9.20E-10
371091 3754400 0.00E+00 3.17E-02 0.00E+00 1.43E-05 0.00E+00 1.59E-06 371091 3754400 0.00E+00 1.92E-05 0.00E+00 8.67E-09 0.00E+00 9.59E-10
371111 3754400 0.00E+00 3.64E-02 0.00E+00 1.25E-05 0.00E+00 1.65E-06 371111 3754400 0.00E+00 2.20E-05 0.00E+00 7.59E-09 0.00E+00 1.00E-09
371131 3754400 0.00E+00 4.13E-02 0.00E+00 1.11E-05 0.00E+00 1.71E-06 371131 3754400 0.00E+00 2.50E-05 0.00E+00 6.75E-09 0.00E+00 1.04E-09
371151 3754400 0.00E+00 4.57E-02 0.00E+00 1.00E-05 0.00E+00 1.77E-06 371151 3754400 0.00E+00 2.77E-05 0.00E+00 6.08E-09 0.00E+00 1.07E-09
371171 3754400 0.00E+00 4.88E-02 0.00E+00 9.08E-06 0.00E+00 1.80E-06 371171 3754400 0.00E+00 2.95E-05 0.00E+00 5.50E-09 0.00E+00 1.09E-09
371191 3754400 0.00E+00 4.94E-02 0.00E+00 8.30E-06 0.00E+00 1.83E-06 371191 3754400 0.00E+00 2.99E-05 0.00E+00 5.02E-09 0.00E+00 1.10E-09
371211 3754400 0.00E+00 4.85E-02 0.00E+00 7.64E-06 0.00E+00 1.85E-06 371211 3754400 0.00E+00 2.93E-05 0.00E+00 4.62E-09 0.00E+00 1.12E-09
371231 3754400 0.00E+00 4.80E-02 0.00E+00 7.07E-06 0.00E+00 1.86E-06 371231 3754400 0.00E+00 2.90E-05 0.00E+00 4.28E-09 0.00E+00 1.12E-09
371251 3754400 0.00E+00 4.94E-02 0.00E+00 6.58E-06 0.00E+00 1.86E-06 371251 3754400 0.00E+00 2.99E-05 0.00E+00 3.98E-09 0.00E+00 1.13E-09
371271 3754400 0.00E+00 5.26E-02 0.00E+00 6.15E-06 0.00E+00 1.86E-06 371271 3754400 0.00E+00 3.18E-05 0.00E+00 3.72E-09 0.00E+00 1.12E-09
371291 3754400 0.00E+00 5.62E-02 0.00E+00 5.77E-06 0.00E+00 1.85E-06 371291 3754400 0.00E+00 3.40E-05 0.00E+00 3.49E-09 0.00E+00 1.12E-09
371311 3754400 0.00E+00 5.85E-02 0.00E+00 5.43E-06 0.00E+00 1.83E-06 371311 3754400 0.00E+00 3.54E-05 0.00E+00 3.29E-09 0.00E+00 1.11E-09
371331 3754400 0.00E+00 5.84E-02 0.00E+00 5.15E-06 0.00E+00 1.83E-06 371331 3754400 0.00E+00 3.53E-05 0.00E+00 3.11E-09 0.00E+00 1.11E-09
371351 3754400 0.00E+00 5.65E-02 0.00E+00 4.89E-06 0.00E+00 1.82E-06 371351 3754400 0.00E+00 3.42E-05 0.00E+00 2.96E-09 0.00E+00 1.10E-09
371371 3754400 0.00E+00 5.39E-02 0.00E+00 4.65E-06 0.00E+00 1.80E-06 371371 3754400 0.00E+00 3.26E-05 0.00E+00 2.81E-09 0.00E+00 1.09E-09
371391 3754400 0.00E+00 5.08E-02 0.00E+00 4.42E-06 0.00E+00 1.76E-06 371391 3754400 0.00E+00 3.07E-05 0.00E+00 2.68E-09 0.00E+00 1.07E-09
371411 3754400 0.00E+00 4.75E-02 0.00E+00 4.23E-06 0.00E+00 1.75E-06 371411 3754400 0.00E+00 2.88E-05 0.00E+00 2.56E-09 0.00E+00 1.06E-09
371431 3754400 0.00E+00 4.44E-02 0.00E+00 4.05E-06 0.00E+00 1.72E-06 371431 3754400 0.00E+00 2.69E-05 0.00E+00 2.45E-09 0.00E+00 1.04E-09
371451 3754400 0.00E+00 4.15E-02 0.00E+00 3.88E-06 0.00E+00 1.70E-06 371451 3754400 0.00E+00 2.51E-05 0.00E+00 2.35E-09 0.00E+00 1.03E-09
371471 3754400 0.00E+00 3.87E-02 0.00E+00 3.73E-06 0.00E+00 1.68E-06 371471 3754400 0.00E+00 2.34E-05 0.00E+00 2.26E-09 0.00E+00 1.02E-09
371491 3754400 0.00E+00 3.61E-02 0.00E+00 3.59E-06 0.00E+00 1.67E-06 371491 3754400 0.00E+00 2.18E-05 0.00E+00 2.17E-09 0.00E+00 1.01E-09
371511 3754400 0.00E+00 3.37E-02 0.00E+00 3.46E-06 0.00E+00 1.66E-06 371511 3754400 0.00E+00 2.04E-05 0.00E+00 2.10E-09 0.00E+00 1.00E-09
371531 3754400 0.00E+00 3.15E-02 0.00E+00 3.35E-06 0.00E+00 1.66E-06 371531 3754400 0.00E+00 1.90E-05 0.00E+00 2.03E-09 0.00E+00 1.00E-09
371551 3754400 0.00E+00 2.94E-02 0.00E+00 3.24E-06 0.00E+00 1.67E-06 371551 3754400 0.00E+00 1.78E-05 0.00E+00 1.96E-09 0.00E+00 1.01E-09
371571 3754400 0.00E+00 2.75E-02 0.00E+00 3.15E-06 0.00E+00 1.68E-06 371571 3754400 0.00E+00 1.67E-05 0.00E+00 1.91E-09 0.00E+00 1.02E-09
371591 3754400 0.00E+00 2.58E-02 0.00E+00 3.06E-06 0.00E+00 1.70E-06 371591 3754400 0.00E+00 1.56E-05 0.00E+00 1.85E-09 0.00E+00 1.03E-09
371611 3754400 0.00E+00 2.42E-02 0.00E+00 2.98E-06 0.00E+00 1.71E-06 371611 3754400 0.00E+00 1.46E-05 0.00E+00 1.80E-09 0.00E+00 1.04E-09
371631 3754400 0.00E+00 2.27E-02 0.00E+00 2.89E-06 0.00E+00 1.73E-06 371631 3754400 0.00E+00 1.37E-05 0.00E+00 1.75E-09 0.00E+00 1.05E-09
371651 3754400 0.00E+00 2.13E-02 0.00E+00 2.82E-06 0.00E+00 1.75E-06 371651 3754400 0.00E+00 1.29E-05 0.00E+00 1.70E-09 0.00E+00 1.06E-09

Unmitigated Construction HRA-Resident (02-20-19).xlsx 344 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371671 3754400 0.00E+00 2.00E-02 0.00E+00 2.74E-06 0.00E+00 1.76E-06 371671 3754400 0.00E+00 1.21E-05 0.00E+00 1.66E-09 0.00E+00 1.07E-09
371691 3754400 0.00E+00 1.88E-02 0.00E+00 2.67E-06 0.00E+00 1.78E-06 371691 3754400 0.00E+00 1.14E-05 0.00E+00 1.62E-09 0.00E+00 1.07E-09
371711 3754400 0.00E+00 1.77E-02 0.00E+00 2.60E-06 0.00E+00 1.79E-06 371711 3754400 0.00E+00 1.07E-05 0.00E+00 1.57E-09 0.00E+00 1.08E-09
371731 3754400 0.00E+00 1.67E-02 0.00E+00 2.54E-06 0.00E+00 1.79E-06 371731 3754400 0.00E+00 1.01E-05 0.00E+00 1.53E-09 0.00E+00 1.09E-09
371751 3754400 0.00E+00 1.57E-02 0.00E+00 2.47E-06 0.00E+00 1.80E-06 371751 3754400 0.00E+00 9.52E-06 0.00E+00 1.50E-09 0.00E+00 1.09E-09
371771 3754400 0.00E+00 1.48E-02 0.00E+00 2.41E-06 0.00E+00 1.79E-06 371771 3754400 0.00E+00 8.99E-06 0.00E+00 1.46E-09 0.00E+00 1.09E-09
371791 3754400 0.00E+00 1.40E-02 0.00E+00 2.34E-06 0.00E+00 1.79E-06 371791 3754400 0.00E+00 8.49E-06 0.00E+00 1.42E-09 0.00E+00 1.08E-09
371811 3754400 0.00E+00 1.33E-02 0.00E+00 2.28E-06 0.00E+00 1.78E-06 371811 3754400 0.00E+00 8.02E-06 0.00E+00 1.38E-09 0.00E+00 1.07E-09
371831 3754400 0.00E+00 1.25E-02 0.00E+00 2.22E-06 0.00E+00 1.76E-06 371831 3754400 0.00E+00 7.59E-06 0.00E+00 1.34E-09 0.00E+00 1.07E-09
370571 3754420 0.00E+00 3.46E-03 0.00E+00 2.07E-06 0.00E+00 4.03E-07 370571 3754420 0.00E+00 2.09E-06 0.00E+00 1.25E-09 0.00E+00 2.44E-10
370591 3754420 0.00E+00 3.65E-03 0.00E+00 2.26E-06 0.00E+00 4.21E-07 370591 3754420 0.00E+00 2.21E-06 0.00E+00 1.37E-09 0.00E+00 2.55E-10
370611 3754420 0.00E+00 3.85E-03 0.00E+00 2.47E-06 0.00E+00 4.41E-07 370611 3754420 0.00E+00 2.33E-06 0.00E+00 1.49E-09 0.00E+00 2.67E-10
370631 3754420 0.00E+00 4.06E-03 0.00E+00 2.71E-06 0.00E+00 4.61E-07 370631 3754420 0.00E+00 2.46E-06 0.00E+00 1.64E-09 0.00E+00 2.79E-10
370651 3754420 0.00E+00 4.30E-03 0.00E+00 2.98E-06 0.00E+00 4.81E-07 370651 3754420 0.00E+00 2.60E-06 0.00E+00 1.81E-09 0.00E+00 2.91E-10
370671 3754420 0.00E+00 4.55E-03 0.00E+00 3.30E-06 0.00E+00 5.03E-07 370671 3754420 0.00E+00 2.75E-06 0.00E+00 2.00E-09 0.00E+00 3.05E-10
370691 3754420 0.00E+00 4.82E-03 0.00E+00 3.68E-06 0.00E+00 5.28E-07 370691 3754420 0.00E+00 2.92E-06 0.00E+00 2.23E-09 0.00E+00 3.19E-10
370711 3754420 0.00E+00 5.12E-03 0.00E+00 4.13E-06 0.00E+00 5.55E-07 370711 3754420 0.00E+00 3.10E-06 0.00E+00 2.50E-09 0.00E+00 3.36E-10
370731 3754420 0.00E+00 5.45E-03 0.00E+00 4.68E-06 0.00E+00 5.86E-07 370731 3754420 0.00E+00 3.30E-06 0.00E+00 2.83E-09 0.00E+00 3.54E-10
370751 3754420 0.00E+00 5.80E-03 0.00E+00 5.34E-06 0.00E+00 6.19E-07 370751 3754420 0.00E+00 3.51E-06 0.00E+00 3.23E-09 0.00E+00 3.75E-10
370771 3754420 0.00E+00 6.18E-03 0.00E+00 6.16E-06 0.00E+00 6.53E-07 370771 3754420 0.00E+00 3.74E-06 0.00E+00 3.73E-09 0.00E+00 3.95E-10
370791 3754420 0.00E+00 6.60E-03 0.00E+00 7.19E-06 0.00E+00 6.89E-07 370791 3754420 0.00E+00 4.00E-06 0.00E+00 4.35E-09 0.00E+00 4.17E-10
370811 3754420 0.00E+00 7.07E-03 0.00E+00 8.53E-06 0.00E+00 7.27E-07 370811 3754420 0.00E+00 4.28E-06 0.00E+00 5.16E-09 0.00E+00 4.40E-10
370831 3754420 0.00E+00 7.60E-03 0.00E+00 1.03E-05 0.00E+00 7.67E-07 370831 3754420 0.00E+00 4.60E-06 0.00E+00 6.25E-09 0.00E+00 4.64E-10
370851 3754420 0.00E+00 8.20E-03 0.00E+00 1.29E-05 0.00E+00 8.11E-07 370851 3754420 0.00E+00 4.96E-06 0.00E+00 7.83E-09 0.00E+00 4.91E-10
370871 3754420 0.00E+00 8.93E-03 0.00E+00 1.77E-05 0.00E+00 8.57E-07 370871 3754420 0.00E+00 5.41E-06 0.00E+00 1.07E-08 0.00E+00 5.19E-10
370891 3754420 0.00E+00 9.69E-03 0.00E+00 2.51E-05 0.00E+00 9.06E-07 370891 3754420 0.00E+00 5.86E-06 0.00E+00 1.52E-08 0.00E+00 5.48E-10
370911 3754420 0.00E+00 1.06E-02 0.00E+00 4.33E-05 0.00E+00 9.43E-07 370911 3754420 0.00E+00 6.40E-06 0.00E+00 2.62E-08 0.00E+00 5.71E-10
370931 3754420 0.00E+00 1.15E-02 0.00E+00 6.25E-05 0.00E+00 9.93E-07 370931 3754420 0.00E+00 6.99E-06 0.00E+00 3.78E-08 0.00E+00 6.01E-10
370951 3754420 0.00E+00 1.26E-02 0.00E+00 6.93E-05 0.00E+00 1.05E-06 370951 3754420 0.00E+00 7.65E-06 0.00E+00 4.19E-08 0.00E+00 6.35E-10
370971 3754420 0.00E+00 1.38E-02 0.00E+00 6.76E-05 0.00E+00 1.10E-06 370971 3754420 0.00E+00 8.38E-06 0.00E+00 4.09E-08 0.00E+00 6.64E-10
370991 3754420 0.00E+00 1.52E-02 0.00E+00 4.40E-05 0.00E+00 1.15E-06 370991 3754420 0.00E+00 9.19E-06 0.00E+00 2.66E-08 0.00E+00 6.95E-10
371011 3754420 0.00E+00 1.68E-02 0.00E+00 3.18E-05 0.00E+00 1.20E-06 371011 3754420 0.00E+00 1.01E-05 0.00E+00 1.92E-08 0.00E+00 7.28E-10
371031 3754420 0.00E+00 1.86E-02 0.00E+00 2.46E-05 0.00E+00 1.26E-06 371031 3754420 0.00E+00 1.12E-05 0.00E+00 1.49E-08 0.00E+00 7.63E-10
371051 3754420 0.00E+00 2.06E-02 0.00E+00 1.99E-05 0.00E+00 1.31E-06 371051 3754420 0.00E+00 1.25E-05 0.00E+00 1.20E-08 0.00E+00 7.94E-10
371071 3754420 0.00E+00 2.27E-02 0.00E+00 1.66E-05 0.00E+00 1.36E-06 371071 3754420 0.00E+00 1.37E-05 0.00E+00 1.01E-08 0.00E+00 8.21E-10
371091 3754420 0.00E+00 2.52E-02 0.00E+00 1.42E-05 0.00E+00 1.41E-06 371091 3754420 0.00E+00 1.53E-05 0.00E+00 8.62E-09 0.00E+00 8.52E-10
371111 3754420 0.00E+00 2.79E-02 0.00E+00 1.24E-05 0.00E+00 1.46E-06 371111 3754420 0.00E+00 1.69E-05 0.00E+00 7.53E-09 0.00E+00 8.85E-10
371131 3754420 0.00E+00 3.01E-02 0.00E+00 1.10E-05 0.00E+00 1.51E-06 371131 3754420 0.00E+00 1.82E-05 0.00E+00 6.68E-09 0.00E+00 9.14E-10
371151 3754420 0.00E+00 3.18E-02 0.00E+00 9.92E-06 0.00E+00 1.55E-06 371151 3754420 0.00E+00 1.92E-05 0.00E+00 6.00E-09 0.00E+00 9.40E-10
371171 3754420 0.00E+00 3.25E-02 0.00E+00 8.96E-06 0.00E+00 1.57E-06 371171 3754420 0.00E+00 1.96E-05 0.00E+00 5.42E-09 0.00E+00 9.51E-10
371191 3754420 0.00E+00 3.19E-02 0.00E+00 8.17E-06 0.00E+00 1.59E-06 371191 3754420 0.00E+00 1.93E-05 0.00E+00 4.95E-09 0.00E+00 9.63E-10
371211 3754420 0.00E+00 3.07E-02 0.00E+00 7.50E-06 0.00E+00 1.60E-06 371211 3754420 0.00E+00 1.86E-05 0.00E+00 4.54E-09 0.00E+00 9.69E-10
371231 3754420 0.00E+00 2.95E-02 0.00E+00 6.94E-06 0.00E+00 1.62E-06 371231 3754420 0.00E+00 1.79E-05 0.00E+00 4.20E-09 0.00E+00 9.78E-10
371251 3754420 0.00E+00 2.95E-02 0.00E+00 6.45E-06 0.00E+00 1.62E-06 371251 3754420 0.00E+00 1.78E-05 0.00E+00 3.90E-09 0.00E+00 9.79E-10
371271 3754420 0.00E+00 3.08E-02 0.00E+00 6.01E-06 0.00E+00 1.61E-06 371271 3754420 0.00E+00 1.86E-05 0.00E+00 3.64E-09 0.00E+00 9.75E-10
371291 3754420 0.00E+00 3.29E-02 0.00E+00 5.64E-06 0.00E+00 1.61E-06 371291 3754420 0.00E+00 1.99E-05 0.00E+00 3.41E-09 0.00E+00 9.76E-10
371311 3754420 0.00E+00 3.53E-02 0.00E+00 5.31E-06 0.00E+00 1.61E-06 371311 3754420 0.00E+00 2.14E-05 0.00E+00 3.21E-09 0.00E+00 9.74E-10
371331 3754420 0.00E+00 3.70E-02 0.00E+00 5.03E-06 0.00E+00 1.61E-06 371331 3754420 0.00E+00 2.24E-05 0.00E+00 3.04E-09 0.00E+00 9.75E-10
371351 3754420 0.00E+00 3.80E-02 0.00E+00 4.75E-06 0.00E+00 1.59E-06 371351 3754420 0.00E+00 2.30E-05 0.00E+00 2.88E-09 0.00E+00 9.60E-10
371371 3754420 0.00E+00 3.80E-02 0.00E+00 4.51E-06 0.00E+00 1.56E-06 371371 3754420 0.00E+00 2.30E-05 0.00E+00 2.73E-09 0.00E+00 9.44E-10
371391 3754420 0.00E+00 3.74E-02 0.00E+00 4.28E-06 0.00E+00 1.53E-06 371391 3754420 0.00E+00 2.26E-05 0.00E+00 2.59E-09 0.00E+00 9.26E-10
371411 3754420 0.00E+00 3.63E-02 0.00E+00 4.09E-06 0.00E+00 1.52E-06 371411 3754420 0.00E+00 2.19E-05 0.00E+00 2.48E-09 0.00E+00 9.18E-10
371431 3754420 0.00E+00 3.49E-02 0.00E+00 3.91E-06 0.00E+00 1.49E-06 371431 3754420 0.00E+00 2.11E-05 0.00E+00 2.36E-09 0.00E+00 9.02E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371451 3754420 0.00E+00 3.34E-02 0.00E+00 3.74E-06 0.00E+00 1.47E-06 371451 3754420 0.00E+00 2.02E-05 0.00E+00 2.26E-09 0.00E+00 8.89E-10
371471 3754420 0.00E+00 3.18E-02 0.00E+00 3.59E-06 0.00E+00 1.45E-06 371471 3754420 0.00E+00 1.93E-05 0.00E+00 2.17E-09 0.00E+00 8.79E-10
371491 3754420 0.00E+00 3.02E-02 0.00E+00 3.45E-06 0.00E+00 1.44E-06 371491 3754420 0.00E+00 1.83E-05 0.00E+00 2.09E-09 0.00E+00 8.71E-10
371511 3754420 0.00E+00 2.87E-02 0.00E+00 3.33E-06 0.00E+00 1.43E-06 371511 3754420 0.00E+00 1.74E-05 0.00E+00 2.01E-09 0.00E+00 8.64E-10
371531 3754420 0.00E+00 2.72E-02 0.00E+00 3.21E-06 0.00E+00 1.42E-06 371531 3754420 0.00E+00 1.64E-05 0.00E+00 1.94E-09 0.00E+00 8.61E-10
371551 3754420 0.00E+00 2.57E-02 0.00E+00 3.10E-06 0.00E+00 1.42E-06 371551 3754420 0.00E+00 1.56E-05 0.00E+00 1.88E-09 0.00E+00 8.61E-10
371571 3754420 0.00E+00 2.43E-02 0.00E+00 3.01E-06 0.00E+00 1.43E-06 371571 3754420 0.00E+00 1.47E-05 0.00E+00 1.82E-09 0.00E+00 8.63E-10
371591 3754420 0.00E+00 2.30E-02 0.00E+00 2.92E-06 0.00E+00 1.43E-06 371591 3754420 0.00E+00 1.39E-05 0.00E+00 1.76E-09 0.00E+00 8.68E-10
371611 3754420 0.00E+00 2.18E-02 0.00E+00 2.83E-06 0.00E+00 1.45E-06 371611 3754420 0.00E+00 1.32E-05 0.00E+00 1.71E-09 0.00E+00 8.75E-10
371631 3754420 0.00E+00 2.06E-02 0.00E+00 2.75E-06 0.00E+00 1.46E-06 371631 3754420 0.00E+00 1.25E-05 0.00E+00 1.66E-09 0.00E+00 8.83E-10
371651 3754420 0.00E+00 1.95E-02 0.00E+00 2.67E-06 0.00E+00 1.47E-06 371651 3754420 0.00E+00 1.18E-05 0.00E+00 1.62E-09 0.00E+00 8.91E-10
371671 3754420 0.00E+00 1.84E-02 0.00E+00 2.60E-06 0.00E+00 1.49E-06 371671 3754420 0.00E+00 1.12E-05 0.00E+00 1.58E-09 0.00E+00 9.00E-10
371691 3754420 0.00E+00 1.75E-02 0.00E+00 2.54E-06 0.00E+00 1.50E-06 371691 3754420 0.00E+00 1.06E-05 0.00E+00 1.53E-09 0.00E+00 9.09E-10
371711 3754420 0.00E+00 1.65E-02 0.00E+00 2.47E-06 0.00E+00 1.52E-06 371711 3754420 0.00E+00 1.00E-05 0.00E+00 1.50E-09 0.00E+00 9.17E-10
371731 3754420 0.00E+00 1.57E-02 0.00E+00 2.41E-06 0.00E+00 1.53E-06 371731 3754420 0.00E+00 9.48E-06 0.00E+00 1.46E-09 0.00E+00 9.23E-10
371751 3754420 0.00E+00 1.48E-02 0.00E+00 2.35E-06 0.00E+00 1.53E-06 371751 3754420 0.00E+00 8.98E-06 0.00E+00 1.42E-09 0.00E+00 9.28E-10
371771 3754420 0.00E+00 1.41E-02 0.00E+00 2.29E-06 0.00E+00 1.54E-06 371771 3754420 0.00E+00 8.51E-06 0.00E+00 1.39E-09 0.00E+00 9.31E-10
371791 3754420 0.00E+00 1.33E-02 0.00E+00 2.23E-06 0.00E+00 1.54E-06 371791 3754420 0.00E+00 8.07E-06 0.00E+00 1.35E-09 0.00E+00 9.32E-10
371811 3754420 0.00E+00 1.27E-02 0.00E+00 2.18E-06 0.00E+00 1.54E-06 371811 3754420 0.00E+00 7.67E-06 0.00E+00 1.32E-09 0.00E+00 9.31E-10
371831 3754420 0.00E+00 1.20E-02 0.00E+00 2.12E-06 0.00E+00 1.53E-06 371831 3754420 0.00E+00 7.28E-06 0.00E+00 1.28E-09 0.00E+00 9.28E-10
370571 3754440 0.00E+00 3.35E-03 0.00E+00 2.06E-06 0.00E+00 3.90E-07 370571 3754440 0.00E+00 2.03E-06 0.00E+00 1.24E-09 0.00E+00 2.36E-10
370591 3754440 0.00E+00 3.52E-03 0.00E+00 2.24E-06 0.00E+00 4.07E-07 370591 3754440 0.00E+00 2.13E-06 0.00E+00 1.36E-09 0.00E+00 2.47E-10
370611 3754440 0.00E+00 3.71E-03 0.00E+00 2.45E-06 0.00E+00 4.26E-07 370611 3754440 0.00E+00 2.24E-06 0.00E+00 1.48E-09 0.00E+00 2.58E-10
370631 3754440 0.00E+00 3.91E-03 0.00E+00 2.69E-06 0.00E+00 4.45E-07 370631 3754440 0.00E+00 2.37E-06 0.00E+00 1.63E-09 0.00E+00 2.69E-10
370651 3754440 0.00E+00 4.12E-03 0.00E+00 2.96E-06 0.00E+00 4.64E-07 370651 3754440 0.00E+00 2.50E-06 0.00E+00 1.79E-09 0.00E+00 2.81E-10
370671 3754440 0.00E+00 4.36E-03 0.00E+00 3.28E-06 0.00E+00 4.85E-07 370671 3754440 0.00E+00 2.64E-06 0.00E+00 1.99E-09 0.00E+00 2.94E-10
370691 3754440 0.00E+00 4.61E-03 0.00E+00 3.66E-06 0.00E+00 5.08E-07 370691 3754440 0.00E+00 2.79E-06 0.00E+00 2.21E-09 0.00E+00 3.07E-10
370711 3754440 0.00E+00 4.88E-03 0.00E+00 4.10E-06 0.00E+00 5.31E-07 370711 3754440 0.00E+00 2.96E-06 0.00E+00 2.48E-09 0.00E+00 3.21E-10
370731 3754440 0.00E+00 5.18E-03 0.00E+00 4.64E-06 0.00E+00 5.58E-07 370731 3754440 0.00E+00 3.13E-06 0.00E+00 2.81E-09 0.00E+00 3.38E-10
370751 3754440 0.00E+00 5.50E-03 0.00E+00 5.30E-06 0.00E+00 5.89E-07 370751 3754440 0.00E+00 3.33E-06 0.00E+00 3.21E-09 0.00E+00 3.57E-10
370771 3754440 0.00E+00 5.84E-03 0.00E+00 6.10E-06 0.00E+00 6.21E-07 370771 3754440 0.00E+00 3.53E-06 0.00E+00 3.69E-09 0.00E+00 3.76E-10
370791 3754440 0.00E+00 6.23E-03 0.00E+00 7.15E-06 0.00E+00 6.53E-07 370791 3754440 0.00E+00 3.77E-06 0.00E+00 4.32E-09 0.00E+00 3.95E-10
370811 3754440 0.00E+00 6.66E-03 0.00E+00 8.51E-06 0.00E+00 6.88E-07 370811 3754440 0.00E+00 4.03E-06 0.00E+00 5.15E-09 0.00E+00 4.16E-10
370831 3754440 0.00E+00 7.12E-03 0.00E+00 1.03E-05 0.00E+00 7.24E-07 370831 3754440 0.00E+00 4.31E-06 0.00E+00 6.25E-09 0.00E+00 4.38E-10
370851 3754440 0.00E+00 7.64E-03 0.00E+00 1.29E-05 0.00E+00 7.63E-07 370851 3754440 0.00E+00 4.62E-06 0.00E+00 7.82E-09 0.00E+00 4.62E-10
370871 3754440 0.00E+00 8.26E-03 0.00E+00 1.74E-05 0.00E+00 8.02E-07 370871 3754440 0.00E+00 5.00E-06 0.00E+00 1.06E-08 0.00E+00 4.86E-10
370891 3754440 0.00E+00 8.93E-03 0.00E+00 2.56E-05 0.00E+00 8.33E-07 370891 3754440 0.00E+00 5.40E-06 0.00E+00 1.55E-08 0.00E+00 5.04E-10
370911 3754440 0.00E+00 9.64E-03 0.00E+00 4.27E-05 0.00E+00 8.72E-07 370911 3754440 0.00E+00 5.84E-06 0.00E+00 2.58E-08 0.00E+00 5.28E-10
370931 3754440 0.00E+00 1.04E-02 0.00E+00 4.35E-05 0.00E+00 9.17E-07 370931 3754440 0.00E+00 6.32E-06 0.00E+00 2.63E-08 0.00E+00 5.55E-10
370951 3754440 0.00E+00 1.13E-02 0.00E+00 4.44E-05 0.00E+00 9.65E-07 370951 3754440 0.00E+00 6.86E-06 0.00E+00 2.69E-08 0.00E+00 5.84E-10
370971 3754440 0.00E+00 1.23E-02 0.00E+00 6.83E-05 0.00E+00 1.01E-06 370971 3754440 0.00E+00 7.43E-06 0.00E+00 4.13E-08 0.00E+00 6.08E-10
370991 3754440 0.00E+00 1.34E-02 0.00E+00 4.44E-05 0.00E+00 1.05E-06 370991 3754440 0.00E+00 8.09E-06 0.00E+00 2.68E-08 0.00E+00 6.36E-10
371011 3754440 0.00E+00 1.46E-02 0.00E+00 3.19E-05 0.00E+00 1.10E-06 371011 3754440 0.00E+00 8.81E-06 0.00E+00 1.93E-08 0.00E+00 6.64E-10
371031 3754440 0.00E+00 1.59E-02 0.00E+00 2.46E-05 0.00E+00 1.14E-06 371031 3754440 0.00E+00 9.60E-06 0.00E+00 1.49E-08 0.00E+00 6.91E-10
371051 3754440 0.00E+00 1.72E-02 0.00E+00 1.99E-05 0.00E+00 1.18E-06 371051 3754440 0.00E+00 1.04E-05 0.00E+00 1.20E-08 0.00E+00 7.15E-10
371071 3754440 0.00E+00 1.86E-02 0.00E+00 1.66E-05 0.00E+00 1.22E-06 371071 3754440 0.00E+00 1.12E-05 0.00E+00 1.00E-08 0.00E+00 7.36E-10
371091 3754440 0.00E+00 2.01E-02 0.00E+00 1.42E-05 0.00E+00 1.26E-06 371091 3754440 0.00E+00 1.21E-05 0.00E+00 8.58E-09 0.00E+00 7.60E-10
371111 3754440 0.00E+00 2.15E-02 0.00E+00 1.24E-05 0.00E+00 1.31E-06 371111 3754440 0.00E+00 1.30E-05 0.00E+00 7.50E-09 0.00E+00 7.91E-10
371131 3754440 0.00E+00 2.25E-02 0.00E+00 1.10E-05 0.00E+00 1.34E-06 371131 3754440 0.00E+00 1.36E-05 0.00E+00 6.64E-09 0.00E+00 8.12E-10
371151 3754440 0.00E+00 2.30E-02 0.00E+00 9.81E-06 0.00E+00 1.36E-06 371151 3754440 0.00E+00 1.39E-05 0.00E+00 5.94E-09 0.00E+00 8.25E-10
371171 3754440 0.00E+00 2.29E-02 0.00E+00 8.85E-06 0.00E+00 1.38E-06 371171 3754440 0.00E+00 1.38E-05 0.00E+00 5.36E-09 0.00E+00 8.34E-10
371191 3754440 0.00E+00 2.22E-02 0.00E+00 8.06E-06 0.00E+00 1.39E-06 371191 3754440 0.00E+00 1.34E-05 0.00E+00 4.87E-09 0.00E+00 8.42E-10
371211 3754440 0.00E+00 2.12E-02 0.00E+00 7.40E-06 0.00E+00 1.41E-06 371211 3754440 0.00E+00 1.28E-05 0.00E+00 4.48E-09 0.00E+00 8.51E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371231 3754440 0.00E+00 2.03E-02 0.00E+00 6.84E-06 0.00E+00 1.42E-06 371231 3754440 0.00E+00 1.23E-05 0.00E+00 4.14E-09 0.00E+00 8.58E-10
371251 3754440 0.00E+00 1.98E-02 0.00E+00 6.35E-06 0.00E+00 1.43E-06 371251 3754440 0.00E+00 1.20E-05 0.00E+00 3.84E-09 0.00E+00 8.65E-10
371271 3754440 0.00E+00 2.01E-02 0.00E+00 5.93E-06 0.00E+00 1.44E-06 371271 3754440 0.00E+00 1.22E-05 0.00E+00 3.59E-09 0.00E+00 8.69E-10
371291 3754440 0.00E+00 2.12E-02 0.00E+00 5.54E-06 0.00E+00 1.42E-06 371291 3754440 0.00E+00 1.28E-05 0.00E+00 3.35E-09 0.00E+00 8.61E-10
371311 3754440 0.00E+00 2.26E-02 0.00E+00 5.22E-06 0.00E+00 1.42E-06 371311 3754440 0.00E+00 1.37E-05 0.00E+00 3.16E-09 0.00E+00 8.60E-10
371331 3754440 0.00E+00 2.42E-02 0.00E+00 4.91E-06 0.00E+00 1.41E-06 371331 3754440 0.00E+00 1.46E-05 0.00E+00 2.97E-09 0.00E+00 8.51E-10
371351 3754440 0.00E+00 2.55E-02 0.00E+00 4.65E-06 0.00E+00 1.39E-06 371351 3754440 0.00E+00 1.55E-05 0.00E+00 2.81E-09 0.00E+00 8.41E-10
371371 3754440 0.00E+00 2.64E-02 0.00E+00 4.41E-06 0.00E+00 1.37E-06 371371 3754440 0.00E+00 1.60E-05 0.00E+00 2.67E-09 0.00E+00 8.29E-10
371391 3754440 0.00E+00 2.69E-02 0.00E+00 4.19E-06 0.00E+00 1.35E-06 371391 3754440 0.00E+00 1.63E-05 0.00E+00 2.53E-09 0.00E+00 8.17E-10
371411 3754440 0.00E+00 2.70E-02 0.00E+00 3.99E-06 0.00E+00 1.33E-06 371411 3754440 0.00E+00 1.63E-05 0.00E+00 2.41E-09 0.00E+00 8.04E-10
371431 3754440 0.00E+00 2.67E-02 0.00E+00 3.80E-06 0.00E+00 1.31E-06 371431 3754440 0.00E+00 1.62E-05 0.00E+00 2.30E-09 0.00E+00 7.91E-10
371451 3754440 0.00E+00 2.62E-02 0.00E+00 3.64E-06 0.00E+00 1.29E-06 371451 3754440 0.00E+00 1.59E-05 0.00E+00 2.20E-09 0.00E+00 7.79E-10
371471 3754440 0.00E+00 2.55E-02 0.00E+00 3.48E-06 0.00E+00 1.27E-06 371471 3754440 0.00E+00 1.55E-05 0.00E+00 2.11E-09 0.00E+00 7.68E-10
371491 3754440 0.00E+00 2.48E-02 0.00E+00 3.34E-06 0.00E+00 1.25E-06 371491 3754440 0.00E+00 1.50E-05 0.00E+00 2.02E-09 0.00E+00 7.58E-10
371511 3754440 0.00E+00 2.39E-02 0.00E+00 3.21E-06 0.00E+00 1.24E-06 371511 3754440 0.00E+00 1.44E-05 0.00E+00 1.94E-09 0.00E+00 7.51E-10
371531 3754440 0.00E+00 2.30E-02 0.00E+00 3.10E-06 0.00E+00 1.23E-06 371531 3754440 0.00E+00 1.39E-05 0.00E+00 1.87E-09 0.00E+00 7.46E-10
371551 3754440 0.00E+00 2.20E-02 0.00E+00 2.99E-06 0.00E+00 1.23E-06 371551 3754440 0.00E+00 1.33E-05 0.00E+00 1.81E-09 0.00E+00 7.43E-10
371571 3754440 0.00E+00 2.11E-02 0.00E+00 2.89E-06 0.00E+00 1.23E-06 371571 3754440 0.00E+00 1.28E-05 0.00E+00 1.75E-09 0.00E+00 7.42E-10
371591 3754440 0.00E+00 2.02E-02 0.00E+00 2.80E-06 0.00E+00 1.23E-06 371591 3754440 0.00E+00 1.22E-05 0.00E+00 1.69E-09 0.00E+00 7.44E-10
371611 3754440 0.00E+00 1.93E-02 0.00E+00 2.71E-06 0.00E+00 1.24E-06 371611 3754440 0.00E+00 1.17E-05 0.00E+00 1.64E-09 0.00E+00 7.48E-10
371631 3754440 0.00E+00 1.84E-02 0.00E+00 2.63E-06 0.00E+00 1.24E-06 371631 3754440 0.00E+00 1.11E-05 0.00E+00 1.59E-09 0.00E+00 7.53E-10
371651 3754440 0.00E+00 1.76E-02 0.00E+00 2.56E-06 0.00E+00 1.26E-06 371651 3754440 0.00E+00 1.06E-05 0.00E+00 1.55E-09 0.00E+00 7.60E-10
371671 3754440 0.00E+00 1.67E-02 0.00E+00 2.49E-06 0.00E+00 1.27E-06 371671 3754440 0.00E+00 1.01E-05 0.00E+00 1.51E-09 0.00E+00 7.67E-10
371691 3754440 0.00E+00 1.60E-02 0.00E+00 2.42E-06 0.00E+00 1.28E-06 371691 3754440 0.00E+00 9.66E-06 0.00E+00 1.47E-09 0.00E+00 7.75E-10
371711 3754440 0.00E+00 1.52E-02 0.00E+00 2.36E-06 0.00E+00 1.29E-06 371711 3754440 0.00E+00 9.20E-06 0.00E+00 1.43E-09 0.00E+00 7.82E-10
371731 3754440 0.00E+00 1.45E-02 0.00E+00 2.30E-06 0.00E+00 1.30E-06 371731 3754440 0.00E+00 8.77E-06 0.00E+00 1.39E-09 0.00E+00 7.89E-10
371751 3754440 0.00E+00 1.38E-02 0.00E+00 2.24E-06 0.00E+00 1.31E-06 371751 3754440 0.00E+00 8.36E-06 0.00E+00 1.36E-09 0.00E+00 7.96E-10
371771 3754440 0.00E+00 1.32E-02 0.00E+00 2.19E-06 0.00E+00 1.32E-06 371771 3754440 0.00E+00 7.96E-06 0.00E+00 1.32E-09 0.00E+00 8.01E-10
371791 3754440 0.00E+00 1.25E-02 0.00E+00 2.13E-06 0.00E+00 1.33E-06 371791 3754440 0.00E+00 7.59E-06 0.00E+00 1.29E-09 0.00E+00 8.04E-10
371811 3754440 0.00E+00 1.20E-02 0.00E+00 2.08E-06 0.00E+00 1.33E-06 371811 3754440 0.00E+00 7.24E-06 0.00E+00 1.26E-09 0.00E+00 8.06E-10
371831 3754440 0.00E+00 1.14E-02 0.00E+00 2.03E-06 0.00E+00 1.33E-06 371831 3754440 0.00E+00 6.91E-06 0.00E+00 1.23E-09 0.00E+00 8.08E-10
370571 3754460 0.00E+00 3.23E-03 0.00E+00 2.04E-06 0.00E+00 3.78E-07 370571 3754460 0.00E+00 1.95E-06 0.00E+00 1.23E-09 0.00E+00 2.29E-10
370591 3754460 0.00E+00 3.38E-03 0.00E+00 2.22E-06 0.00E+00 3.94E-07 370591 3754460 0.00E+00 2.05E-06 0.00E+00 1.34E-09 0.00E+00 2.38E-10
370611 3754460 0.00E+00 3.56E-03 0.00E+00 2.43E-06 0.00E+00 4.11E-07 370611 3754460 0.00E+00 2.15E-06 0.00E+00 1.47E-09 0.00E+00 2.48E-10
370631 3754460 0.00E+00 3.75E-03 0.00E+00 2.67E-06 0.00E+00 4.29E-07 370631 3754460 0.00E+00 2.27E-06 0.00E+00 1.61E-09 0.00E+00 2.59E-10
370651 3754460 0.00E+00 3.94E-03 0.00E+00 2.94E-06 0.00E+00 4.48E-07 370651 3754460 0.00E+00 2.38E-06 0.00E+00 1.78E-09 0.00E+00 2.71E-10
370671 3754460 0.00E+00 4.16E-03 0.00E+00 3.25E-06 0.00E+00 4.67E-07 370671 3754460 0.00E+00 2.52E-06 0.00E+00 1.97E-09 0.00E+00 2.82E-10
370691 3754460 0.00E+00 4.39E-03 0.00E+00 3.62E-06 0.00E+00 4.87E-07 370691 3754460 0.00E+00 2.65E-06 0.00E+00 2.19E-09 0.00E+00 2.95E-10
370711 3754460 0.00E+00 4.64E-03 0.00E+00 4.06E-06 0.00E+00 5.08E-07 370711 3754460 0.00E+00 2.81E-06 0.00E+00 2.46E-09 0.00E+00 3.08E-10
370731 3754460 0.00E+00 4.90E-03 0.00E+00 4.60E-06 0.00E+00 5.32E-07 370731 3754460 0.00E+00 2.97E-06 0.00E+00 2.78E-09 0.00E+00 3.22E-10
370751 3754460 0.00E+00 5.20E-03 0.00E+00 5.25E-06 0.00E+00 5.58E-07 370751 3754460 0.00E+00 3.14E-06 0.00E+00 3.18E-09 0.00E+00 3.38E-10
370771 3754460 0.00E+00 5.51E-03 0.00E+00 6.07E-06 0.00E+00 5.87E-07 370771 3754460 0.00E+00 3.33E-06 0.00E+00 3.67E-09 0.00E+00 3.55E-10
370791 3754460 0.00E+00 5.85E-03 0.00E+00 7.09E-06 0.00E+00 6.19E-07 370791 3754460 0.00E+00 3.54E-06 0.00E+00 4.29E-09 0.00E+00 3.75E-10
370811 3754460 0.00E+00 6.22E-03 0.00E+00 8.45E-06 0.00E+00 6.50E-07 370811 3754460 0.00E+00 3.77E-06 0.00E+00 5.11E-09 0.00E+00 3.94E-10
370831 3754460 0.00E+00 6.63E-03 0.00E+00 1.03E-05 0.00E+00 6.83E-07 370831 3754460 0.00E+00 4.01E-06 0.00E+00 6.23E-09 0.00E+00 4.13E-10
370851 3754460 0.00E+00 7.08E-03 0.00E+00 1.29E-05 0.00E+00 7.17E-07 370851 3754460 0.00E+00 4.29E-06 0.00E+00 7.82E-09 0.00E+00 4.34E-10
370871 3754460 0.00E+00 7.59E-03 0.00E+00 1.72E-05 0.00E+00 7.51E-07 370871 3754460 0.00E+00 4.59E-06 0.00E+00 1.04E-08 0.00E+00 4.55E-10
370891 3754460 0.00E+00 8.15E-03 0.00E+00 2.53E-05 0.00E+00 7.75E-07 370891 3754460 0.00E+00 4.93E-06 0.00E+00 1.53E-08 0.00E+00 4.69E-10
370911 3754460 0.00E+00 8.72E-03 0.00E+00 4.20E-05 0.00E+00 8.10E-07 370911 3754460 0.00E+00 5.28E-06 0.00E+00 2.54E-08 0.00E+00 4.90E-10
370931 3754460 0.00E+00 9.38E-03 0.00E+00 6.09E-05 0.00E+00 8.48E-07 370931 3754460 0.00E+00 5.68E-06 0.00E+00 3.69E-08 0.00E+00 5.13E-10
370951 3754460 0.00E+00 1.01E-02 0.00E+00 6.99E-05 0.00E+00 8.88E-07 370951 3754460 0.00E+00 6.12E-06 0.00E+00 4.23E-08 0.00E+00 5.37E-10
370971 3754460 0.00E+00 1.08E-02 0.00E+00 6.90E-05 0.00E+00 9.22E-07 370971 3754460 0.00E+00 6.54E-06 0.00E+00 4.17E-08 0.00E+00 5.58E-10
370991 3754460 0.00E+00 1.16E-02 0.00E+00 4.46E-05 0.00E+00 9.60E-07 370991 3754460 0.00E+00 7.04E-06 0.00E+00 2.70E-08 0.00E+00 5.81E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371011 3754460 0.00E+00 1.25E-02 0.00E+00 3.20E-05 0.00E+00 9.97E-07 371011 3754460 0.00E+00 7.58E-06 0.00E+00 1.94E-08 0.00E+00 6.04E-10
371031 3754460 0.00E+00 1.35E-02 0.00E+00 2.46E-05 0.00E+00 1.03E-06 371031 3754460 0.00E+00 8.14E-06 0.00E+00 1.49E-08 0.00E+00 6.25E-10
371051 3754460 0.00E+00 1.44E-02 0.00E+00 1.99E-05 0.00E+00 1.07E-06 371051 3754460 0.00E+00 8.72E-06 0.00E+00 1.20E-08 0.00E+00 6.46E-10
371071 3754460 0.00E+00 1.52E-02 0.00E+00 1.65E-05 0.00E+00 1.09E-06 371071 3754460 0.00E+00 9.19E-06 0.00E+00 1.00E-08 0.00E+00 6.62E-10
371091 3754460 0.00E+00 1.61E-02 0.00E+00 1.41E-05 0.00E+00 1.13E-06 371091 3754460 0.00E+00 9.72E-06 0.00E+00 8.54E-09 0.00E+00 6.81E-10
371111 3754460 0.00E+00 1.68E-02 0.00E+00 1.23E-05 0.00E+00 1.17E-06 371111 3754460 0.00E+00 1.02E-05 0.00E+00 7.47E-09 0.00E+00 7.09E-10
371131 3754460 0.00E+00 1.72E-02 0.00E+00 1.09E-05 0.00E+00 1.20E-06 371131 3754460 0.00E+00 1.04E-05 0.00E+00 6.60E-09 0.00E+00 7.25E-10
371151 3754460 0.00E+00 1.72E-02 0.00E+00 9.75E-06 0.00E+00 1.22E-06 371151 3754460 0.00E+00 1.04E-05 0.00E+00 5.90E-09 0.00E+00 7.37E-10
371171 3754460 0.00E+00 1.69E-02 0.00E+00 8.80E-06 0.00E+00 1.23E-06 371171 3754460 0.00E+00 1.02E-05 0.00E+00 5.32E-09 0.00E+00 7.45E-10
371191 3754460 0.00E+00 1.63E-02 0.00E+00 7.99E-06 0.00E+00 1.24E-06 371191 3754460 0.00E+00 9.85E-06 0.00E+00 4.84E-09 0.00E+00 7.50E-10
371211 3754460 0.00E+00 1.55E-02 0.00E+00 7.32E-06 0.00E+00 1.25E-06 371211 3754460 0.00E+00 9.40E-06 0.00E+00 4.43E-09 0.00E+00 7.54E-10
371231 3754460 0.00E+00 1.49E-02 0.00E+00 6.75E-06 0.00E+00 1.25E-06 371231 3754460 0.00E+00 8.99E-06 0.00E+00 4.08E-09 0.00E+00 7.56E-10
371251 3754460 0.00E+00 1.44E-02 0.00E+00 6.25E-06 0.00E+00 1.25E-06 371251 3754460 0.00E+00 8.74E-06 0.00E+00 3.78E-09 0.00E+00 7.58E-10
371271 3754460 0.00E+00 1.44E-02 0.00E+00 5.82E-06 0.00E+00 1.25E-06 371271 3754460 0.00E+00 8.71E-06 0.00E+00 3.52E-09 0.00E+00 7.56E-10
371291 3754460 0.00E+00 1.47E-02 0.00E+00 5.47E-06 0.00E+00 1.26E-06 371291 3754460 0.00E+00 8.92E-06 0.00E+00 3.31E-09 0.00E+00 7.63E-10
371311 3754460 0.00E+00 1.55E-02 0.00E+00 5.13E-06 0.00E+00 1.25E-06 371311 3754460 0.00E+00 9.40E-06 0.00E+00 3.10E-09 0.00E+00 7.57E-10
371331 3754460 0.00E+00 1.66E-02 0.00E+00 4.82E-06 0.00E+00 1.24E-06 371331 3754460 0.00E+00 1.00E-05 0.00E+00 2.92E-09 0.00E+00 7.49E-10
371351 3754460 0.00E+00 1.76E-02 0.00E+00 4.56E-06 0.00E+00 1.22E-06 371351 3754460 0.00E+00 1.06E-05 0.00E+00 2.76E-09 0.00E+00 7.41E-10
371371 3754460 0.00E+00 1.86E-02 0.00E+00 4.31E-06 0.00E+00 1.21E-06 371371 3754460 0.00E+00 1.12E-05 0.00E+00 2.61E-09 0.00E+00 7.31E-10
371391 3754460 0.00E+00 1.94E-02 0.00E+00 4.09E-06 0.00E+00 1.19E-06 371391 3754460 0.00E+00 1.17E-05 0.00E+00 2.48E-09 0.00E+00 7.20E-10
371411 3754460 0.00E+00 1.99E-02 0.00E+00 3.89E-06 0.00E+00 1.17E-06 371411 3754460 0.00E+00 1.20E-05 0.00E+00 2.35E-09 0.00E+00 7.09E-10
371431 3754460 0.00E+00 2.02E-02 0.00E+00 3.71E-06 0.00E+00 1.15E-06 371431 3754460 0.00E+00 1.22E-05 0.00E+00 2.24E-09 0.00E+00 6.98E-10
371451 3754460 0.00E+00 2.02E-02 0.00E+00 3.54E-06 0.00E+00 1.13E-06 371451 3754460 0.00E+00 1.23E-05 0.00E+00 2.14E-09 0.00E+00 6.87E-10
371471 3754460 0.00E+00 2.01E-02 0.00E+00 3.39E-06 0.00E+00 1.12E-06 371471 3754460 0.00E+00 1.22E-05 0.00E+00 2.05E-09 0.00E+00 6.76E-10
371491 3754460 0.00E+00 1.99E-02 0.00E+00 3.25E-06 0.00E+00 1.10E-06 371491 3754460 0.00E+00 1.20E-05 0.00E+00 1.97E-09 0.00E+00 6.67E-10
371511 3754460 0.00E+00 1.95E-02 0.00E+00 3.12E-06 0.00E+00 1.09E-06 371511 3754460 0.00E+00 1.18E-05 0.00E+00 1.89E-09 0.00E+00 6.59E-10
371531 3754460 0.00E+00 1.91E-02 0.00E+00 3.00E-06 0.00E+00 1.08E-06 371531 3754460 0.00E+00 1.15E-05 0.00E+00 1.82E-09 0.00E+00 6.53E-10
371551 3754460 0.00E+00 1.86E-02 0.00E+00 2.89E-06 0.00E+00 1.07E-06 371551 3754460 0.00E+00 1.12E-05 0.00E+00 1.75E-09 0.00E+00 6.49E-10
371571 3754460 0.00E+00 1.80E-02 0.00E+00 2.79E-06 0.00E+00 1.07E-06 371571 3754460 0.00E+00 1.09E-05 0.00E+00 1.69E-09 0.00E+00 6.46E-10
371591 3754460 0.00E+00 1.74E-02 0.00E+00 2.70E-06 0.00E+00 1.07E-06 371591 3754460 0.00E+00 1.05E-05 0.00E+00 1.63E-09 0.00E+00 6.46E-10
371611 3754460 0.00E+00 1.68E-02 0.00E+00 2.62E-06 0.00E+00 1.07E-06 371611 3754460 0.00E+00 1.02E-05 0.00E+00 1.58E-09 0.00E+00 6.47E-10
371631 3754460 0.00E+00 1.62E-02 0.00E+00 2.54E-06 0.00E+00 1.07E-06 371631 3754460 0.00E+00 9.80E-06 0.00E+00 1.53E-09 0.00E+00 6.50E-10
371651 3754460 0.00E+00 1.56E-02 0.00E+00 2.46E-06 0.00E+00 1.08E-06 371651 3754460 0.00E+00 9.43E-06 0.00E+00 1.49E-09 0.00E+00 6.54E-10
371671 3754460 0.00E+00 1.50E-02 0.00E+00 2.39E-06 0.00E+00 1.09E-06 371671 3754460 0.00E+00 9.07E-06 0.00E+00 1.45E-09 0.00E+00 6.60E-10
371691 3754460 0.00E+00 1.44E-02 0.00E+00 2.33E-06 0.00E+00 1.10E-06 371691 3754460 0.00E+00 8.71E-06 0.00E+00 1.41E-09 0.00E+00 6.66E-10
371711 3754460 0.00E+00 1.38E-02 0.00E+00 2.27E-06 0.00E+00 1.11E-06 371711 3754460 0.00E+00 8.35E-06 0.00E+00 1.37E-09 0.00E+00 6.72E-10
371731 3754460 0.00E+00 1.32E-02 0.00E+00 2.21E-06 0.00E+00 1.12E-06 371731 3754460 0.00E+00 8.01E-06 0.00E+00 1.34E-09 0.00E+00 6.79E-10
371751 3754460 0.00E+00 1.27E-02 0.00E+00 2.15E-06 0.00E+00 1.13E-06 371751 3754460 0.00E+00 7.68E-06 0.00E+00 1.30E-09 0.00E+00 6.85E-10
371771 3754460 0.00E+00 1.22E-02 0.00E+00 2.10E-06 0.00E+00 1.14E-06 371771 3754460 0.00E+00 7.36E-06 0.00E+00 1.27E-09 0.00E+00 6.91E-10
371791 3754460 0.00E+00 1.17E-02 0.00E+00 2.05E-06 0.00E+00 1.15E-06 371791 3754460 0.00E+00 7.06E-06 0.00E+00 1.24E-09 0.00E+00 6.96E-10
371811 3754460 0.00E+00 1.12E-02 0.00E+00 2.00E-06 0.00E+00 1.16E-06 371811 3754460 0.00E+00 6.76E-06 0.00E+00 1.21E-09 0.00E+00 7.00E-10
371831 3754460 0.00E+00 1.07E-02 0.00E+00 1.95E-06 0.00E+00 1.16E-06 371831 3754460 0.00E+00 6.48E-06 0.00E+00 1.18E-09 0.00E+00 7.03E-10
370571 3754480 0.00E+00 3.10E-03 0.00E+00 2.01E-06 0.00E+00 3.65E-07 370571 3754480 0.00E+00 1.88E-06 0.00E+00 1.22E-09 0.00E+00 2.21E-10
370591 3754480 0.00E+00 3.24E-03 0.00E+00 2.19E-06 0.00E+00 3.80E-07 370591 3754480 0.00E+00 1.96E-06 0.00E+00 1.33E-09 0.00E+00 2.30E-10
370611 3754480 0.00E+00 3.40E-03 0.00E+00 2.40E-06 0.00E+00 3.96E-07 370611 3754480 0.00E+00 2.06E-06 0.00E+00 1.45E-09 0.00E+00 2.40E-10
370631 3754480 0.00E+00 3.57E-03 0.00E+00 2.63E-06 0.00E+00 4.13E-07 370631 3754480 0.00E+00 2.16E-06 0.00E+00 1.59E-09 0.00E+00 2.50E-10
370651 3754480 0.00E+00 3.75E-03 0.00E+00 2.90E-06 0.00E+00 4.31E-07 370651 3754480 0.00E+00 2.27E-06 0.00E+00 1.76E-09 0.00E+00 2.61E-10
370671 3754480 0.00E+00 3.95E-03 0.00E+00 3.22E-06 0.00E+00 4.49E-07 370671 3754480 0.00E+00 2.39E-06 0.00E+00 1.95E-09 0.00E+00 2.72E-10
370691 3754480 0.00E+00 4.16E-03 0.00E+00 3.58E-06 0.00E+00 4.68E-07 370691 3754480 0.00E+00 2.52E-06 0.00E+00 2.17E-09 0.00E+00 2.83E-10
370711 3754480 0.00E+00 4.38E-03 0.00E+00 4.02E-06 0.00E+00 4.86E-07 370711 3754480 0.00E+00 2.65E-06 0.00E+00 2.43E-09 0.00E+00 2.94E-10
370731 3754480 0.00E+00 4.62E-03 0.00E+00 4.55E-06 0.00E+00 5.08E-07 370731 3754480 0.00E+00 2.80E-06 0.00E+00 2.75E-09 0.00E+00 3.07E-10
370751 3754480 0.00E+00 4.88E-03 0.00E+00 5.19E-06 0.00E+00 5.30E-07 370751 3754480 0.00E+00 2.96E-06 0.00E+00 3.14E-09 0.00E+00 3.21E-10
370771 3754480 0.00E+00 5.17E-03 0.00E+00 6.00E-06 0.00E+00 5.55E-07 370771 3754480 0.00E+00 3.13E-06 0.00E+00 3.63E-09 0.00E+00 3.36E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370791 3754480 0.00E+00 5.47E-03 0.00E+00 7.03E-06 0.00E+00 5.81E-07 370791 3754480 0.00E+00 3.31E-06 0.00E+00 4.26E-09 0.00E+00 3.52E-10
370811 3754480 0.00E+00 5.79E-03 0.00E+00 8.39E-06 0.00E+00 6.10E-07 370811 3754480 0.00E+00 3.51E-06 0.00E+00 5.08E-09 0.00E+00 3.69E-10
370831 3754480 0.00E+00 6.15E-03 0.00E+00 1.03E-05 0.00E+00 6.40E-07 370831 3754480 0.00E+00 3.72E-06 0.00E+00 6.20E-09 0.00E+00 3.87E-10
370851 3754480 0.00E+00 6.53E-03 0.00E+00 1.29E-05 0.00E+00 6.72E-07 370851 3754480 0.00E+00 3.95E-06 0.00E+00 7.81E-09 0.00E+00 4.07E-10
370871 3754480 0.00E+00 6.96E-03 0.00E+00 1.72E-05 0.00E+00 7.00E-07 370871 3754480 0.00E+00 4.21E-06 0.00E+00 1.04E-08 0.00E+00 4.23E-10
370891 3754480 0.00E+00 7.40E-03 0.00E+00 2.50E-05 0.00E+00 7.22E-07 370891 3754480 0.00E+00 4.47E-06 0.00E+00 1.51E-08 0.00E+00 4.37E-10
370911 3754480 0.00E+00 7.86E-03 0.00E+00 4.14E-05 0.00E+00 7.52E-07 370911 3754480 0.00E+00 4.75E-06 0.00E+00 2.50E-08 0.00E+00 4.55E-10
370931 3754480 0.00E+00 8.38E-03 0.00E+00 4.28E-05 0.00E+00 7.85E-07 370931 3754480 0.00E+00 5.07E-06 0.00E+00 2.59E-08 0.00E+00 4.75E-10
370951 3754480 0.00E+00 8.95E-03 0.00E+00 4.46E-05 0.00E+00 8.17E-07 370951 3754480 0.00E+00 5.41E-06 0.00E+00 2.70E-08 0.00E+00 4.95E-10
370971 3754480 0.00E+00 9.48E-03 0.00E+00 6.97E-05 0.00E+00 8.46E-07 370971 3754480 0.00E+00 5.74E-06 0.00E+00 4.22E-08 0.00E+00 5.12E-10
370991 3754480 0.00E+00 1.01E-02 0.00E+00 4.49E-05 0.00E+00 8.77E-07 370991 3754480 0.00E+00 6.11E-06 0.00E+00 2.72E-08 0.00E+00 5.31E-10
371011 3754480 0.00E+00 1.07E-02 0.00E+00 3.21E-05 0.00E+00 9.08E-07 371011 3754480 0.00E+00 6.49E-06 0.00E+00 1.94E-08 0.00E+00 5.49E-10
371031 3754480 0.00E+00 1.14E-02 0.00E+00 2.47E-05 0.00E+00 9.38E-07 371031 3754480 0.00E+00 6.89E-06 0.00E+00 1.49E-08 0.00E+00 5.68E-10
371051 3754480 0.00E+00 1.20E-02 0.00E+00 1.99E-05 0.00E+00 9.68E-07 371051 3754480 0.00E+00 7.29E-06 0.00E+00 1.20E-08 0.00E+00 5.85E-10
371071 3754480 0.00E+00 1.25E-02 0.00E+00 1.65E-05 0.00E+00 9.88E-07 371071 3754480 0.00E+00 7.56E-06 0.00E+00 9.98E-09 0.00E+00 5.98E-10
371091 3754480 0.00E+00 1.30E-02 0.00E+00 1.41E-05 0.00E+00 1.01E-06 371091 3754480 0.00E+00 7.86E-06 0.00E+00 8.51E-09 0.00E+00 6.12E-10
371111 3754480 0.00E+00 1.33E-02 0.00E+00 1.23E-05 0.00E+00 1.05E-06 371111 3754480 0.00E+00 8.06E-06 0.00E+00 7.44E-09 0.00E+00 6.36E-10
371131 3754480 0.00E+00 1.34E-02 0.00E+00 1.08E-05 0.00E+00 1.07E-06 371131 3754480 0.00E+00 8.12E-06 0.00E+00 6.56E-09 0.00E+00 6.49E-10
371151 3754480 0.00E+00 1.33E-02 0.00E+00 9.67E-06 0.00E+00 1.08E-06 371151 3754480 0.00E+00 8.03E-06 0.00E+00 5.85E-09 0.00E+00 6.55E-10
371171 3754480 0.00E+00 1.29E-02 0.00E+00 8.72E-06 0.00E+00 1.09E-06 371171 3754480 0.00E+00 7.83E-06 0.00E+00 5.27E-09 0.00E+00 6.62E-10
371191 3754480 0.00E+00 1.24E-02 0.00E+00 7.92E-06 0.00E+00 1.10E-06 371191 3754480 0.00E+00 7.53E-06 0.00E+00 4.79E-09 0.00E+00 6.66E-10
371211 3754480 0.00E+00 1.19E-02 0.00E+00 7.24E-06 0.00E+00 1.11E-06 371211 3754480 0.00E+00 7.20E-06 0.00E+00 4.38E-09 0.00E+00 6.69E-10
371231 3754480 0.00E+00 1.14E-02 0.00E+00 6.67E-06 0.00E+00 1.11E-06 371231 3754480 0.00E+00 6.90E-06 0.00E+00 4.03E-09 0.00E+00 6.70E-10
371251 3754480 0.00E+00 1.10E-02 0.00E+00 6.18E-06 0.00E+00 1.11E-06 371251 3754480 0.00E+00 6.68E-06 0.00E+00 3.74E-09 0.00E+00 6.74E-10
371271 3754480 0.00E+00 1.09E-02 0.00E+00 5.76E-06 0.00E+00 1.12E-06 371271 3754480 0.00E+00 6.59E-06 0.00E+00 3.49E-09 0.00E+00 6.79E-10
371291 3754480 0.00E+00 1.10E-02 0.00E+00 5.39E-06 0.00E+00 1.12E-06 371291 3754480 0.00E+00 6.65E-06 0.00E+00 3.26E-09 0.00E+00 6.75E-10
371311 3754480 0.00E+00 1.14E-02 0.00E+00 5.05E-06 0.00E+00 1.11E-06 371311 3754480 0.00E+00 6.87E-06 0.00E+00 3.05E-09 0.00E+00 6.70E-10
371331 3754480 0.00E+00 1.19E-02 0.00E+00 4.75E-06 0.00E+00 1.10E-06 371331 3754480 0.00E+00 7.21E-06 0.00E+00 2.87E-09 0.00E+00 6.64E-10
371351 3754480 0.00E+00 1.26E-02 0.00E+00 4.48E-06 0.00E+00 1.09E-06 371351 3754480 0.00E+00 7.64E-06 0.00E+00 2.71E-09 0.00E+00 6.57E-10
371371 3754480 0.00E+00 1.34E-02 0.00E+00 4.23E-06 0.00E+00 1.07E-06 371371 3754480 0.00E+00 8.10E-06 0.00E+00 2.56E-09 0.00E+00 6.49E-10
371391 3754480 0.00E+00 1.41E-02 0.00E+00 4.01E-06 0.00E+00 1.06E-06 371391 3754480 0.00E+00 8.53E-06 0.00E+00 2.43E-09 0.00E+00 6.40E-10
371411 3754480 0.00E+00 1.47E-02 0.00E+00 3.81E-06 0.00E+00 1.04E-06 371411 3754480 0.00E+00 8.90E-06 0.00E+00 2.31E-09 0.00E+00 6.30E-10
371431 3754480 0.00E+00 1.52E-02 0.00E+00 3.63E-06 0.00E+00 1.02E-06 371431 3754480 0.00E+00 9.19E-06 0.00E+00 2.20E-09 0.00E+00 6.20E-10
371451 3754480 0.00E+00 1.55E-02 0.00E+00 3.47E-06 0.00E+00 1.01E-06 371451 3754480 0.00E+00 9.39E-06 0.00E+00 2.10E-09 0.00E+00 6.10E-10
371471 3754480 0.00E+00 1.57E-02 0.00E+00 3.31E-06 0.00E+00 9.93E-07 371471 3754480 0.00E+00 9.52E-06 0.00E+00 2.00E-09 0.00E+00 6.01E-10
371491 3754480 0.00E+00 1.58E-02 0.00E+00 3.17E-06 0.00E+00 9.79E-07 371491 3754480 0.00E+00 9.56E-06 0.00E+00 1.92E-09 0.00E+00 5.92E-10
371511 3754480 0.00E+00 1.58E-02 0.00E+00 3.04E-06 0.00E+00 9.66E-07 371511 3754480 0.00E+00 9.53E-06 0.00E+00 1.84E-09 0.00E+00 5.84E-10
371531 3754480 0.00E+00 1.56E-02 0.00E+00 2.92E-06 0.00E+00 9.55E-07 371531 3754480 0.00E+00 9.45E-06 0.00E+00 1.77E-09 0.00E+00 5.78E-10
371551 3754480 0.00E+00 1.54E-02 0.00E+00 2.81E-06 0.00E+00 9.46E-07 371551 3754480 0.00E+00 9.32E-06 0.00E+00 1.70E-09 0.00E+00 5.72E-10
371571 3754480 0.00E+00 1.51E-02 0.00E+00 2.72E-06 0.00E+00 9.40E-07 371571 3754480 0.00E+00 9.15E-06 0.00E+00 1.64E-09 0.00E+00 5.69E-10
371591 3754480 0.00E+00 1.48E-02 0.00E+00 2.62E-06 0.00E+00 9.37E-07 371591 3754480 0.00E+00 8.96E-06 0.00E+00 1.59E-09 0.00E+00 5.67E-10
371611 3754480 0.00E+00 1.44E-02 0.00E+00 2.54E-06 0.00E+00 9.36E-07 371611 3754480 0.00E+00 8.74E-06 0.00E+00 1.53E-09 0.00E+00 5.66E-10
371631 3754480 0.00E+00 1.41E-02 0.00E+00 2.46E-06 0.00E+00 9.37E-07 371631 3754480 0.00E+00 8.51E-06 0.00E+00 1.49E-09 0.00E+00 5.67E-10
371651 3754480 0.00E+00 1.37E-02 0.00E+00 2.38E-06 0.00E+00 9.41E-07 371651 3754480 0.00E+00 8.26E-06 0.00E+00 1.44E-09 0.00E+00 5.69E-10
371671 3754480 0.00E+00 1.32E-02 0.00E+00 2.31E-06 0.00E+00 9.47E-07 371671 3754480 0.00E+00 8.01E-06 0.00E+00 1.40E-09 0.00E+00 5.73E-10
371691 3754480 0.00E+00 1.28E-02 0.00E+00 2.25E-06 0.00E+00 9.54E-07 371691 3754480 0.00E+00 7.75E-06 0.00E+00 1.36E-09 0.00E+00 5.77E-10
371711 3754480 0.00E+00 1.24E-02 0.00E+00 2.19E-06 0.00E+00 9.62E-07 371711 3754480 0.00E+00 7.49E-06 0.00E+00 1.32E-09 0.00E+00 5.82E-10
371731 3754480 0.00E+00 1.20E-02 0.00E+00 2.13E-06 0.00E+00 9.72E-07 371731 3754480 0.00E+00 7.24E-06 0.00E+00 1.29E-09 0.00E+00 5.88E-10
371751 3754480 0.00E+00 1.15E-02 0.00E+00 2.07E-06 0.00E+00 9.81E-07 371751 3754480 0.00E+00 6.98E-06 0.00E+00 1.26E-09 0.00E+00 5.94E-10
371771 3754480 0.00E+00 1.11E-02 0.00E+00 2.02E-06 0.00E+00 9.90E-07 371771 3754480 0.00E+00 6.73E-06 0.00E+00 1.22E-09 0.00E+00 5.99E-10
371791 3754480 0.00E+00 1.07E-02 0.00E+00 1.97E-06 0.00E+00 9.99E-07 371791 3754480 0.00E+00 6.49E-06 0.00E+00 1.19E-09 0.00E+00 6.04E-10
371811 3754480 0.00E+00 1.03E-02 0.00E+00 1.93E-06 0.00E+00 1.01E-06 371811 3754480 0.00E+00 6.25E-06 0.00E+00 1.17E-09 0.00E+00 6.09E-10
371831 3754480 0.00E+00 9.95E-03 0.00E+00 1.88E-06 0.00E+00 1.01E-06 371831 3754480 0.00E+00 6.02E-06 0.00E+00 1.14E-09 0.00E+00 6.13E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370571 3754500 0.00E+00 2.97E-03 0.00E+00 1.99E-06 0.00E+00 3.53E-07 370571 3754500 0.00E+00 1.80E-06 0.00E+00 1.20E-09 0.00E+00 2.14E-10
370591 3754500 0.00E+00 3.10E-03 0.00E+00 2.17E-06 0.00E+00 3.67E-07 370591 3754500 0.00E+00 1.88E-06 0.00E+00 1.31E-09 0.00E+00 2.22E-10
370611 3754500 0.00E+00 3.25E-03 0.00E+00 2.37E-06 0.00E+00 3.82E-07 370611 3754500 0.00E+00 1.96E-06 0.00E+00 1.43E-09 0.00E+00 2.31E-10
370631 3754500 0.00E+00 3.40E-03 0.00E+00 2.60E-06 0.00E+00 3.97E-07 370631 3754500 0.00E+00 2.06E-06 0.00E+00 1.57E-09 0.00E+00 2.40E-10
370651 3754500 0.00E+00 3.57E-03 0.00E+00 2.86E-06 0.00E+00 4.14E-07 370651 3754500 0.00E+00 2.16E-06 0.00E+00 1.73E-09 0.00E+00 2.50E-10
370671 3754500 0.00E+00 3.74E-03 0.00E+00 3.18E-06 0.00E+00 4.31E-07 370671 3754500 0.00E+00 2.26E-06 0.00E+00 1.92E-09 0.00E+00 2.61E-10
370691 3754500 0.00E+00 3.93E-03 0.00E+00 3.54E-06 0.00E+00 4.48E-07 370691 3754500 0.00E+00 2.38E-06 0.00E+00 2.14E-09 0.00E+00 2.71E-10
370711 3754500 0.00E+00 4.13E-03 0.00E+00 3.97E-06 0.00E+00 4.66E-07 370711 3754500 0.00E+00 2.50E-06 0.00E+00 2.40E-09 0.00E+00 2.82E-10
370731 3754500 0.00E+00 4.35E-03 0.00E+00 4.49E-06 0.00E+00 4.85E-07 370731 3754500 0.00E+00 2.63E-06 0.00E+00 2.72E-09 0.00E+00 2.93E-10
370751 3754500 0.00E+00 4.57E-03 0.00E+00 5.13E-06 0.00E+00 5.05E-07 370751 3754500 0.00E+00 2.77E-06 0.00E+00 3.10E-09 0.00E+00 3.06E-10
370771 3754500 0.00E+00 4.82E-03 0.00E+00 5.92E-06 0.00E+00 5.27E-07 370771 3754500 0.00E+00 2.92E-06 0.00E+00 3.58E-09 0.00E+00 3.19E-10
370791 3754500 0.00E+00 5.08E-03 0.00E+00 6.95E-06 0.00E+00 5.50E-07 370791 3754500 0.00E+00 3.08E-06 0.00E+00 4.20E-09 0.00E+00 3.33E-10
370811 3754500 0.00E+00 5.37E-03 0.00E+00 8.30E-06 0.00E+00 5.75E-07 370811 3754500 0.00E+00 3.25E-06 0.00E+00 5.02E-09 0.00E+00 3.48E-10
370831 3754500 0.00E+00 5.67E-03 0.00E+00 1.02E-05 0.00E+00 6.01E-07 370831 3754500 0.00E+00 3.43E-06 0.00E+00 6.14E-09 0.00E+00 3.63E-10
370851 3754500 0.00E+00 6.00E-03 0.00E+00 1.28E-05 0.00E+00 6.28E-07 370851 3754500 0.00E+00 3.63E-06 0.00E+00 7.76E-09 0.00E+00 3.80E-10
370871 3754500 0.00E+00 6.35E-03 0.00E+00 1.71E-05 0.00E+00 6.52E-07 370871 3754500 0.00E+00 3.84E-06 0.00E+00 1.03E-08 0.00E+00 3.94E-10
370891 3754500 0.00E+00 6.68E-03 0.00E+00 2.47E-05 0.00E+00 6.73E-07 370891 3754500 0.00E+00 4.04E-06 0.00E+00 1.49E-08 0.00E+00 4.07E-10
370911 3754500 0.00E+00 7.06E-03 0.00E+00 4.08E-05 0.00E+00 7.00E-07 370911 3754500 0.00E+00 4.27E-06 0.00E+00 2.47E-08 0.00E+00 4.23E-10
370931 3754500 0.00E+00 7.47E-03 0.00E+00 5.95E-05 0.00E+00 7.27E-07 370931 3754500 0.00E+00 4.52E-06 0.00E+00 3.60E-08 0.00E+00 4.40E-10
370951 3754500 0.00E+00 7.91E-03 0.00E+00 7.11E-05 0.00E+00 7.54E-07 370951 3754500 0.00E+00 4.78E-06 0.00E+00 4.30E-08 0.00E+00 4.56E-10
370971 3754500 0.00E+00 8.31E-03 0.00E+00 7.04E-05 0.00E+00 7.76E-07 370971 3754500 0.00E+00 5.03E-06 0.00E+00 4.26E-08 0.00E+00 4.70E-10
370991 3754500 0.00E+00 8.75E-03 0.00E+00 4.52E-05 0.00E+00 8.01E-07 370991 3754500 0.00E+00 5.29E-06 0.00E+00 2.74E-08 0.00E+00 4.85E-10
371011 3754500 0.00E+00 9.19E-03 0.00E+00 3.22E-05 0.00E+00 8.28E-07 371011 3754500 0.00E+00 5.56E-06 0.00E+00 1.95E-08 0.00E+00 5.01E-10
371031 3754500 0.00E+00 9.72E-03 0.00E+00 2.48E-05 0.00E+00 8.57E-07 371031 3754500 0.00E+00 5.88E-06 0.00E+00 1.50E-08 0.00E+00 5.18E-10
371051 3754500 0.00E+00 1.01E-02 0.00E+00 1.99E-05 0.00E+00 8.79E-07 371051 3754500 0.00E+00 6.12E-06 0.00E+00 1.20E-08 0.00E+00 5.32E-10
371071 3754500 0.00E+00 1.04E-02 0.00E+00 1.65E-05 0.00E+00 8.97E-07 371071 3754500 0.00E+00 6.29E-06 0.00E+00 9.98E-09 0.00E+00 5.43E-10
371091 3754500 0.00E+00 1.06E-02 0.00E+00 1.40E-05 0.00E+00 9.15E-07 371091 3754500 0.00E+00 6.44E-06 0.00E+00 8.50E-09 0.00E+00 5.54E-10
371111 3754500 0.00E+00 1.08E-02 0.00E+00 1.22E-05 0.00E+00 9.46E-07 371111 3754500 0.00E+00 6.51E-06 0.00E+00 7.40E-09 0.00E+00 5.72E-10
371131 3754500 0.00E+00 1.07E-02 0.00E+00 1.08E-05 0.00E+00 9.65E-07 371131 3754500 0.00E+00 6.48E-06 0.00E+00 6.52E-09 0.00E+00 5.84E-10
371151 3754500 0.00E+00 1.05E-02 0.00E+00 9.61E-06 0.00E+00 9.70E-07 371151 3754500 0.00E+00 6.36E-06 0.00E+00 5.81E-09 0.00E+00 5.87E-10
371171 3754500 0.00E+00 1.02E-02 0.00E+00 8.65E-06 0.00E+00 9.78E-07 371171 3754500 0.00E+00 6.17E-06 0.00E+00 5.23E-09 0.00E+00 5.92E-10
371191 3754500 0.00E+00 9.81E-03 0.00E+00 7.85E-06 0.00E+00 9.84E-07 371191 3754500 0.00E+00 5.93E-06 0.00E+00 4.75E-09 0.00E+00 5.95E-10
371211 3754500 0.00E+00 9.40E-03 0.00E+00 7.18E-06 0.00E+00 9.87E-07 371211 3754500 0.00E+00 5.69E-06 0.00E+00 4.34E-09 0.00E+00 5.97E-10
371231 3754500 0.00E+00 9.03E-03 0.00E+00 6.60E-06 0.00E+00 9.90E-07 371231 3754500 0.00E+00 5.46E-06 0.00E+00 4.00E-09 0.00E+00 5.99E-10
371251 3754500 0.00E+00 8.75E-03 0.00E+00 6.11E-06 0.00E+00 9.96E-07 371251 3754500 0.00E+00 5.29E-06 0.00E+00 3.70E-09 0.00E+00 6.03E-10
371271 3754500 0.00E+00 8.58E-03 0.00E+00 5.70E-06 0.00E+00 1.00E-06 371271 3754500 0.00E+00 5.19E-06 0.00E+00 3.45E-09 0.00E+00 6.05E-10
371291 3754500 0.00E+00 8.57E-03 0.00E+00 5.32E-06 0.00E+00 9.95E-07 371291 3754500 0.00E+00 5.19E-06 0.00E+00 3.22E-09 0.00E+00 6.02E-10
371311 3754500 0.00E+00 8.72E-03 0.00E+00 4.98E-06 0.00E+00 9.88E-07 371311 3754500 0.00E+00 5.28E-06 0.00E+00 3.01E-09 0.00E+00 5.98E-10
371331 3754500 0.00E+00 9.01E-03 0.00E+00 4.68E-06 0.00E+00 9.80E-07 371331 3754500 0.00E+00 5.45E-06 0.00E+00 2.83E-09 0.00E+00 5.93E-10
371351 3754500 0.00E+00 9.44E-03 0.00E+00 4.41E-06 0.00E+00 9.69E-07 371351 3754500 0.00E+00 5.71E-06 0.00E+00 2.67E-09 0.00E+00 5.86E-10
371371 3754500 0.00E+00 9.95E-03 0.00E+00 4.17E-06 0.00E+00 9.58E-07 371371 3754500 0.00E+00 6.02E-06 0.00E+00 2.52E-09 0.00E+00 5.79E-10
371391 3754500 0.00E+00 1.05E-02 0.00E+00 3.95E-06 0.00E+00 9.45E-07 371391 3754500 0.00E+00 6.35E-06 0.00E+00 2.39E-09 0.00E+00 5.72E-10
371411 3754500 0.00E+00 1.10E-02 0.00E+00 3.75E-06 0.00E+00 9.31E-07 371411 3754500 0.00E+00 6.67E-06 0.00E+00 2.27E-09 0.00E+00 5.64E-10
371431 3754500 0.00E+00 1.15E-02 0.00E+00 3.56E-06 0.00E+00 9.17E-07 371431 3754500 0.00E+00 6.96E-06 0.00E+00 2.16E-09 0.00E+00 5.55E-10
371451 3754500 0.00E+00 1.19E-02 0.00E+00 3.40E-06 0.00E+00 9.03E-07 371451 3754500 0.00E+00 7.21E-06 0.00E+00 2.06E-09 0.00E+00 5.47E-10
371471 3754500 0.00E+00 1.22E-02 0.00E+00 3.25E-06 0.00E+00 8.89E-07 371471 3754500 0.00E+00 7.40E-06 0.00E+00 1.96E-09 0.00E+00 5.38E-10
371491 3754500 0.00E+00 1.25E-02 0.00E+00 3.11E-06 0.00E+00 8.76E-07 371491 3754500 0.00E+00 7.54E-06 0.00E+00 1.88E-09 0.00E+00 5.30E-10
371511 3754500 0.00E+00 1.26E-02 0.00E+00 2.98E-06 0.00E+00 8.64E-07 371511 3754500 0.00E+00 7.63E-06 0.00E+00 1.80E-09 0.00E+00 5.23E-10
371531 3754500 0.00E+00 1.27E-02 0.00E+00 2.86E-06 0.00E+00 8.52E-07 371531 3754500 0.00E+00 7.66E-06 0.00E+00 1.73E-09 0.00E+00 5.16E-10
371551 3754500 0.00E+00 1.27E-02 0.00E+00 2.75E-06 0.00E+00 8.43E-07 371551 3754500 0.00E+00 7.66E-06 0.00E+00 1.66E-09 0.00E+00 5.10E-10
371571 3754500 0.00E+00 1.26E-02 0.00E+00 2.65E-06 0.00E+00 8.36E-07 371571 3754500 0.00E+00 7.61E-06 0.00E+00 1.60E-09 0.00E+00 5.06E-10
371591 3754500 0.00E+00 1.25E-02 0.00E+00 2.56E-06 0.00E+00 8.31E-07 371591 3754500 0.00E+00 7.54E-06 0.00E+00 1.55E-09 0.00E+00 5.03E-10
371611 3754500 0.00E+00 1.23E-02 0.00E+00 2.47E-06 0.00E+00 8.28E-07 371611 3754500 0.00E+00 7.43E-06 0.00E+00 1.50E-09 0.00E+00 5.01E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371631 3754500 0.00E+00 1.21E-02 0.00E+00 2.39E-06 0.00E+00 8.27E-07 371631 3754500 0.00E+00 7.30E-06 0.00E+00 1.45E-09 0.00E+00 5.00E-10
371651 3754500 0.00E+00 1.18E-02 0.00E+00 2.31E-06 0.00E+00 8.28E-07 371651 3754500 0.00E+00 7.16E-06 0.00E+00 1.40E-09 0.00E+00 5.01E-10
371671 3754500 0.00E+00 1.16E-02 0.00E+00 2.25E-06 0.00E+00 8.31E-07 371671 3754500 0.00E+00 7.00E-06 0.00E+00 1.36E-09 0.00E+00 5.03E-10
371691 3754500 0.00E+00 1.13E-02 0.00E+00 2.18E-06 0.00E+00 8.35E-07 371691 3754500 0.00E+00 6.83E-06 0.00E+00 1.32E-09 0.00E+00 5.05E-10
371711 3754500 0.00E+00 1.10E-02 0.00E+00 2.12E-06 0.00E+00 8.41E-07 371711 3754500 0.00E+00 6.65E-06 0.00E+00 1.28E-09 0.00E+00 5.09E-10
371731 3754500 0.00E+00 1.07E-02 0.00E+00 2.06E-06 0.00E+00 8.48E-07 371731 3754500 0.00E+00 6.47E-06 0.00E+00 1.25E-09 0.00E+00 5.13E-10
371751 3754500 0.00E+00 1.04E-02 0.00E+00 2.01E-06 0.00E+00 8.56E-07 371751 3754500 0.00E+00 6.28E-06 0.00E+00 1.22E-09 0.00E+00 5.18E-10
371771 3754500 0.00E+00 1.01E-02 0.00E+00 1.96E-06 0.00E+00 8.64E-07 371771 3754500 0.00E+00 6.09E-06 0.00E+00 1.18E-09 0.00E+00 5.23E-10
371791 3754500 0.00E+00 9.76E-03 0.00E+00 1.91E-06 0.00E+00 8.72E-07 371791 3754500 0.00E+00 5.91E-06 0.00E+00 1.15E-09 0.00E+00 5.28E-10
371811 3754500 0.00E+00 9.45E-03 0.00E+00 1.86E-06 0.00E+00 8.80E-07 371811 3754500 0.00E+00 5.72E-06 0.00E+00 1.13E-09 0.00E+00 5.32E-10
371831 3754500 0.00E+00 9.15E-03 0.00E+00 1.82E-06 0.00E+00 8.87E-07 371831 3754500 0.00E+00 5.54E-06 0.00E+00 1.10E-09 0.00E+00 5.37E-10
370571 3754520 0.00E+00 2.84E-03 0.00E+00 1.97E-06 0.00E+00 3.41E-07 370571 3754520 0.00E+00 1.72E-06 0.00E+00 1.19E-09 0.00E+00 2.06E-10
370591 3754520 0.00E+00 2.96E-03 0.00E+00 2.14E-06 0.00E+00 3.54E-07 370591 3754520 0.00E+00 1.79E-06 0.00E+00 1.29E-09 0.00E+00 2.14E-10
370611 3754520 0.00E+00 3.09E-03 0.00E+00 2.33E-06 0.00E+00 3.68E-07 370611 3754520 0.00E+00 1.87E-06 0.00E+00 1.41E-09 0.00E+00 2.23E-10
370631 3754520 0.00E+00 3.23E-03 0.00E+00 2.56E-06 0.00E+00 3.82E-07 370631 3754520 0.00E+00 1.96E-06 0.00E+00 1.55E-09 0.00E+00 2.31E-10
370651 3754520 0.00E+00 3.38E-03 0.00E+00 2.82E-06 0.00E+00 3.98E-07 370651 3754520 0.00E+00 2.04E-06 0.00E+00 1.71E-09 0.00E+00 2.41E-10
370671 3754520 0.00E+00 3.54E-03 0.00E+00 3.13E-06 0.00E+00 4.14E-07 370671 3754520 0.00E+00 2.14E-06 0.00E+00 1.89E-09 0.00E+00 2.50E-10
370691 3754520 0.00E+00 3.70E-03 0.00E+00 3.48E-06 0.00E+00 4.30E-07 370691 3754520 0.00E+00 2.24E-06 0.00E+00 2.11E-09 0.00E+00 2.60E-10
370711 3754520 0.00E+00 3.88E-03 0.00E+00 3.91E-06 0.00E+00 4.46E-07 370711 3754520 0.00E+00 2.35E-06 0.00E+00 2.37E-09 0.00E+00 2.70E-10
370731 3754520 0.00E+00 4.07E-03 0.00E+00 4.42E-06 0.00E+00 4.63E-07 370731 3754520 0.00E+00 2.46E-06 0.00E+00 2.68E-09 0.00E+00 2.80E-10
370751 3754520 0.00E+00 4.27E-03 0.00E+00 5.05E-06 0.00E+00 4.82E-07 370751 3754520 0.00E+00 2.59E-06 0.00E+00 3.06E-09 0.00E+00 2.91E-10
370771 3754520 0.00E+00 4.49E-03 0.00E+00 5.84E-06 0.00E+00 5.02E-07 370771 3754520 0.00E+00 2.71E-06 0.00E+00 3.54E-09 0.00E+00 3.03E-10
370791 3754520 0.00E+00 4.71E-03 0.00E+00 6.85E-06 0.00E+00 5.22E-07 370791 3754520 0.00E+00 2.85E-06 0.00E+00 4.15E-09 0.00E+00 3.16E-10
370811 3754520 0.00E+00 4.96E-03 0.00E+00 8.19E-06 0.00E+00 5.43E-07 370811 3754520 0.00E+00 3.00E-06 0.00E+00 4.96E-09 0.00E+00 3.29E-10
370831 3754520 0.00E+00 5.21E-03 0.00E+00 1.00E-05 0.00E+00 5.65E-07 370831 3754520 0.00E+00 3.16E-06 0.00E+00 6.07E-09 0.00E+00 3.42E-10
370851 3754520 0.00E+00 5.49E-03 0.00E+00 1.27E-05 0.00E+00 5.87E-07 370851 3754520 0.00E+00 3.32E-06 0.00E+00 7.69E-09 0.00E+00 3.55E-10
370871 3754520 0.00E+00 5.73E-03 0.00E+00 1.69E-05 0.00E+00 6.06E-07 370871 3754520 0.00E+00 3.47E-06 0.00E+00 1.02E-08 0.00E+00 3.66E-10
370891 3754520 0.00E+00 6.03E-03 0.00E+00 2.44E-05 0.00E+00 6.28E-07 370891 3754520 0.00E+00 3.65E-06 0.00E+00 1.47E-08 0.00E+00 3.80E-10
370911 3754520 0.00E+00 6.34E-03 0.00E+00 4.01E-05 0.00E+00 6.52E-07 370911 3754520 0.00E+00 3.84E-06 0.00E+00 2.43E-08 0.00E+00 3.94E-10
370931 3754520 0.00E+00 6.66E-03 0.00E+00 4.22E-05 0.00E+00 6.74E-07 370931 3754520 0.00E+00 4.03E-06 0.00E+00 2.55E-08 0.00E+00 4.08E-10
370951 3754520 0.00E+00 6.99E-03 0.00E+00 4.49E-05 0.00E+00 6.98E-07 370951 3754520 0.00E+00 4.23E-06 0.00E+00 2.72E-08 0.00E+00 4.22E-10
370971 3754520 0.00E+00 7.29E-03 0.00E+00 7.13E-05 0.00E+00 7.16E-07 370971 3754520 0.00E+00 4.41E-06 0.00E+00 4.32E-08 0.00E+00 4.33E-10
370991 3754520 0.00E+00 7.59E-03 0.00E+00 4.55E-05 0.00E+00 7.25E-07 370991 3754520 0.00E+00 4.59E-06 0.00E+00 2.75E-08 0.00E+00 4.39E-10
371011 3754520 0.00E+00 7.90E-03 0.00E+00 3.24E-05 0.00E+00 7.48E-07 371011 3754520 0.00E+00 4.78E-06 0.00E+00 1.96E-08 0.00E+00 4.53E-10
371031 3754520 0.00E+00 8.28E-03 0.00E+00 2.48E-05 0.00E+00 7.82E-07 371031 3754520 0.00E+00 5.01E-06 0.00E+00 1.50E-08 0.00E+00 4.73E-10
371051 3754520 0.00E+00 8.50E-03 0.00E+00 1.99E-05 0.00E+00 7.99E-07 371051 3754520 0.00E+00 5.14E-06 0.00E+00 1.20E-08 0.00E+00 4.83E-10
371071 3754520 0.00E+00 8.67E-03 0.00E+00 1.65E-05 0.00E+00 8.14E-07 371071 3754520 0.00E+00 5.25E-06 0.00E+00 9.97E-09 0.00E+00 4.93E-10
371091 3754520 0.00E+00 8.79E-03 0.00E+00 1.40E-05 0.00E+00 8.29E-07 371091 3754520 0.00E+00 5.32E-06 0.00E+00 8.48E-09 0.00E+00 5.02E-10
371111 3754520 0.00E+00 8.80E-03 0.00E+00 1.22E-05 0.00E+00 8.55E-07 371111 3754520 0.00E+00 5.33E-06 0.00E+00 7.37E-09 0.00E+00 5.18E-10
371131 3754520 0.00E+00 8.70E-03 0.00E+00 1.07E-05 0.00E+00 8.71E-07 371131 3754520 0.00E+00 5.26E-06 0.00E+00 6.49E-09 0.00E+00 5.27E-10
371151 3754520 0.00E+00 8.50E-03 0.00E+00 9.55E-06 0.00E+00 8.77E-07 371151 3754520 0.00E+00 5.14E-06 0.00E+00 5.78E-09 0.00E+00 5.30E-10
371171 3754520 0.00E+00 8.23E-03 0.00E+00 8.59E-06 0.00E+00 8.82E-07 371171 3754520 0.00E+00 4.98E-06 0.00E+00 5.20E-09 0.00E+00 5.34E-10
371191 3754520 0.00E+00 7.92E-03 0.00E+00 7.79E-06 0.00E+00 8.87E-07 371191 3754520 0.00E+00 4.79E-06 0.00E+00 4.72E-09 0.00E+00 5.37E-10
371211 3754520 0.00E+00 7.61E-03 0.00E+00 7.12E-06 0.00E+00 8.91E-07 371211 3754520 0.00E+00 4.61E-06 0.00E+00 4.31E-09 0.00E+00 5.39E-10
371231 3754520 0.00E+00 7.33E-03 0.00E+00 6.55E-06 0.00E+00 8.94E-07 371231 3754520 0.00E+00 4.44E-06 0.00E+00 3.96E-09 0.00E+00 5.41E-10
371251 3754520 0.00E+00 7.11E-03 0.00E+00 6.06E-06 0.00E+00 8.99E-07 371251 3754520 0.00E+00 4.30E-06 0.00E+00 3.67E-09 0.00E+00 5.44E-10
371271 3754520 0.00E+00 6.96E-03 0.00E+00 5.63E-06 0.00E+00 8.96E-07 371271 3754520 0.00E+00 4.21E-06 0.00E+00 3.41E-09 0.00E+00 5.42E-10
371291 3754520 0.00E+00 6.91E-03 0.00E+00 5.25E-06 0.00E+00 8.92E-07 371291 3754520 0.00E+00 4.18E-06 0.00E+00 3.18E-09 0.00E+00 5.40E-10
371311 3754520 0.00E+00 6.95E-03 0.00E+00 4.92E-06 0.00E+00 8.86E-07 371311 3754520 0.00E+00 4.21E-06 0.00E+00 2.98E-09 0.00E+00 5.36E-10
371331 3754520 0.00E+00 7.09E-03 0.00E+00 4.62E-06 0.00E+00 8.79E-07 371331 3754520 0.00E+00 4.29E-06 0.00E+00 2.79E-09 0.00E+00 5.32E-10
371351 3754520 0.00E+00 7.34E-03 0.00E+00 4.35E-06 0.00E+00 8.70E-07 371351 3754520 0.00E+00 4.44E-06 0.00E+00 2.63E-09 0.00E+00 5.27E-10
371371 3754520 0.00E+00 7.66E-03 0.00E+00 4.11E-06 0.00E+00 8.61E-07 371371 3754520 0.00E+00 4.63E-06 0.00E+00 2.49E-09 0.00E+00 5.21E-10
371391 3754520 0.00E+00 8.03E-03 0.00E+00 3.89E-06 0.00E+00 8.50E-07 371391 3754520 0.00E+00 4.86E-06 0.00E+00 2.35E-09 0.00E+00 5.14E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371411 3754520 0.00E+00 8.44E-03 0.00E+00 3.69E-06 0.00E+00 8.38E-07 371411 3754520 0.00E+00 5.11E-06 0.00E+00 2.23E-09 0.00E+00 5.07E-10
371431 3754520 0.00E+00 8.84E-03 0.00E+00 3.51E-06 0.00E+00 8.26E-07 371431 3754520 0.00E+00 5.35E-06 0.00E+00 2.12E-09 0.00E+00 5.00E-10
371451 3754520 0.00E+00 9.22E-03 0.00E+00 3.35E-06 0.00E+00 8.14E-07 371451 3754520 0.00E+00 5.58E-06 0.00E+00 2.02E-09 0.00E+00 4.92E-10
371471 3754520 0.00E+00 9.55E-03 0.00E+00 3.19E-06 0.00E+00 8.01E-07 371471 3754520 0.00E+00 5.78E-06 0.00E+00 1.93E-09 0.00E+00 4.85E-10
371491 3754520 0.00E+00 9.84E-03 0.00E+00 3.05E-06 0.00E+00 7.89E-07 371491 3754520 0.00E+00 5.95E-06 0.00E+00 1.85E-09 0.00E+00 4.77E-10
371511 3754520 0.00E+00 1.01E-02 0.00E+00 2.92E-06 0.00E+00 7.78E-07 371511 3754520 0.00E+00 6.09E-06 0.00E+00 1.77E-09 0.00E+00 4.71E-10
371531 3754520 0.00E+00 1.02E-02 0.00E+00 2.80E-06 0.00E+00 7.67E-07 371531 3754520 0.00E+00 6.19E-06 0.00E+00 1.70E-09 0.00E+00 4.64E-10
371551 3754520 0.00E+00 1.03E-02 0.00E+00 2.70E-06 0.00E+00 7.58E-07 371551 3754520 0.00E+00 6.25E-06 0.00E+00 1.63E-09 0.00E+00 4.58E-10
371571 3754520 0.00E+00 1.04E-02 0.00E+00 2.60E-06 0.00E+00 7.50E-07 371571 3754520 0.00E+00 6.28E-06 0.00E+00 1.57E-09 0.00E+00 4.54E-10
371591 3754520 0.00E+00 1.04E-02 0.00E+00 2.50E-06 0.00E+00 7.43E-07 371591 3754520 0.00E+00 6.29E-06 0.00E+00 1.51E-09 0.00E+00 4.50E-10
371611 3754520 0.00E+00 1.03E-02 0.00E+00 2.41E-06 0.00E+00 7.39E-07 371611 3754520 0.00E+00 6.26E-06 0.00E+00 1.46E-09 0.00E+00 4.47E-10
371631 3754520 0.00E+00 1.03E-02 0.00E+00 2.33E-06 0.00E+00 7.36E-07 371631 3754520 0.00E+00 6.21E-06 0.00E+00 1.41E-09 0.00E+00 4.45E-10
371651 3754520 0.00E+00 1.02E-02 0.00E+00 2.26E-06 0.00E+00 7.35E-07 371651 3754520 0.00E+00 6.14E-06 0.00E+00 1.37E-09 0.00E+00 4.45E-10
371671 3754520 0.00E+00 1.00E-02 0.00E+00 2.19E-06 0.00E+00 7.36E-07 371671 3754520 0.00E+00 6.06E-06 0.00E+00 1.32E-09 0.00E+00 4.45E-10
371691 3754520 0.00E+00 9.85E-03 0.00E+00 2.12E-06 0.00E+00 7.38E-07 371691 3754520 0.00E+00 5.96E-06 0.00E+00 1.28E-09 0.00E+00 4.47E-10
371711 3754520 0.00E+00 9.66E-03 0.00E+00 2.06E-06 0.00E+00 7.42E-07 371711 3754520 0.00E+00 5.85E-06 0.00E+00 1.25E-09 0.00E+00 4.49E-10
371731 3754520 0.00E+00 9.46E-03 0.00E+00 2.00E-06 0.00E+00 7.47E-07 371731 3754520 0.00E+00 5.73E-06 0.00E+00 1.21E-09 0.00E+00 4.52E-10
371751 3754520 0.00E+00 9.25E-03 0.00E+00 1.95E-06 0.00E+00 7.53E-07 371751 3754520 0.00E+00 5.60E-06 0.00E+00 1.18E-09 0.00E+00 4.55E-10
371771 3754520 0.00E+00 9.03E-03 0.00E+00 1.90E-06 0.00E+00 7.59E-07 371771 3754520 0.00E+00 5.46E-06 0.00E+00 1.15E-09 0.00E+00 4.59E-10
371791 3754520 0.00E+00 8.80E-03 0.00E+00 1.85E-06 0.00E+00 7.66E-07 371791 3754520 0.00E+00 5.33E-06 0.00E+00 1.12E-09 0.00E+00 4.63E-10
371811 3754520 0.00E+00 8.57E-03 0.00E+00 1.81E-06 0.00E+00 7.73E-07 371811 3754520 0.00E+00 5.19E-06 0.00E+00 1.09E-09 0.00E+00 4.67E-10
371831 3754520 0.00E+00 8.34E-03 0.00E+00 1.76E-06 0.00E+00 7.80E-07 371831 3754520 0.00E+00 5.05E-06 0.00E+00 1.07E-09 0.00E+00 4.72E-10
370571 3754540 0.00E+00 2.72E-03 0.00E+00 1.94E-06 0.00E+00 3.30E-07 370571 3754540 0.00E+00 1.65E-06 0.00E+00 1.17E-09 0.00E+00 1.99E-10
370591 3754540 0.00E+00 2.83E-03 0.00E+00 2.11E-06 0.00E+00 3.42E-07 370591 3754540 0.00E+00 1.71E-06 0.00E+00 1.28E-09 0.00E+00 2.07E-10
370611 3754540 0.00E+00 2.94E-03 0.00E+00 2.30E-06 0.00E+00 3.55E-07 370611 3754540 0.00E+00 1.78E-06 0.00E+00 1.39E-09 0.00E+00 2.15E-10
370631 3754540 0.00E+00 3.07E-03 0.00E+00 2.52E-06 0.00E+00 3.68E-07 370631 3754540 0.00E+00 1.86E-06 0.00E+00 1.53E-09 0.00E+00 2.23E-10
370651 3754540 0.00E+00 3.20E-03 0.00E+00 2.78E-06 0.00E+00 3.82E-07 370651 3754540 0.00E+00 1.93E-06 0.00E+00 1.68E-09 0.00E+00 2.31E-10
370671 3754540 0.00E+00 3.34E-03 0.00E+00 3.08E-06 0.00E+00 3.97E-07 370671 3754540 0.00E+00 2.02E-06 0.00E+00 1.86E-09 0.00E+00 2.40E-10
370691 3754540 0.00E+00 3.48E-03 0.00E+00 3.43E-06 0.00E+00 4.12E-07 370691 3754540 0.00E+00 2.11E-06 0.00E+00 2.07E-09 0.00E+00 2.49E-10
370711 3754540 0.00E+00 3.64E-03 0.00E+00 3.85E-06 0.00E+00 4.26E-07 370711 3754540 0.00E+00 2.20E-06 0.00E+00 2.33E-09 0.00E+00 2.58E-10
370731 3754540 0.00E+00 3.81E-03 0.00E+00 4.35E-06 0.00E+00 4.41E-07 370731 3754540 0.00E+00 2.30E-06 0.00E+00 2.63E-09 0.00E+00 2.67E-10
370751 3754540 0.00E+00 3.98E-03 0.00E+00 4.97E-06 0.00E+00 4.60E-07 370751 3754540 0.00E+00 2.41E-06 0.00E+00 3.01E-09 0.00E+00 2.78E-10
370771 3754540 0.00E+00 4.16E-03 0.00E+00 5.74E-06 0.00E+00 4.79E-07 370771 3754540 0.00E+00 2.52E-06 0.00E+00 3.47E-09 0.00E+00 2.90E-10
370791 3754540 0.00E+00 4.36E-03 0.00E+00 6.73E-06 0.00E+00 4.98E-07 370791 3754540 0.00E+00 2.64E-06 0.00E+00 4.07E-09 0.00E+00 3.01E-10
370811 3754540 0.00E+00 4.57E-03 0.00E+00 8.07E-06 0.00E+00 5.12E-07 370811 3754540 0.00E+00 2.76E-06 0.00E+00 4.88E-09 0.00E+00 3.10E-10
370831 3754540 0.00E+00 4.78E-03 0.00E+00 9.89E-06 0.00E+00 5.31E-07 370831 3754540 0.00E+00 2.89E-06 0.00E+00 5.99E-09 0.00E+00 3.21E-10
370851 3754540 0.00E+00 5.01E-03 0.00E+00 1.25E-05 0.00E+00 5.51E-07 370851 3754540 0.00E+00 3.03E-06 0.00E+00 7.59E-09 0.00E+00 3.33E-10
370871 3754540 0.00E+00 5.22E-03 0.00E+00 1.67E-05 0.00E+00 5.69E-07 370871 3754540 0.00E+00 3.16E-06 0.00E+00 1.01E-08 0.00E+00 3.44E-10
370891 3754540 0.00E+00 5.44E-03 0.00E+00 2.40E-05 0.00E+00 5.86E-07 370891 3754540 0.00E+00 3.29E-06 0.00E+00 1.45E-08 0.00E+00 3.55E-10
370911 3754540 0.00E+00 5.69E-03 0.00E+00 3.95E-05 0.00E+00 6.07E-07 370911 3754540 0.00E+00 3.44E-06 0.00E+00 2.39E-08 0.00E+00 3.67E-10
370931 3754540 0.00E+00 5.93E-03 0.00E+00 5.81E-05 0.00E+00 6.25E-07 370931 3754540 0.00E+00 3.59E-06 0.00E+00 3.52E-08 0.00E+00 3.78E-10
370951 3754540 0.00E+00 6.19E-03 0.00E+00 7.18E-05 0.00E+00 6.46E-07 370951 3754540 0.00E+00 3.74E-06 0.00E+00 4.34E-08 0.00E+00 3.91E-10
370971 3754540 0.00E+00 6.39E-03 0.00E+00 7.20E-05 0.00E+00 6.46E-07 370971 3754540 0.00E+00 3.87E-06 0.00E+00 4.35E-08 0.00E+00 3.91E-10
370991 3754540 0.00E+00 6.62E-03 0.00E+00 4.59E-05 0.00E+00 6.63E-07 370991 3754540 0.00E+00 4.00E-06 0.00E+00 2.77E-08 0.00E+00 4.01E-10
371011 3754540 0.00E+00 6.83E-03 0.00E+00 3.25E-05 0.00E+00 6.87E-07 371011 3754540 0.00E+00 4.13E-06 0.00E+00 1.97E-08 0.00E+00 4.16E-10
371031 3754540 0.00E+00 7.08E-03 0.00E+00 2.48E-05 0.00E+00 7.16E-07 371031 3754540 0.00E+00 4.29E-06 0.00E+00 1.50E-08 0.00E+00 4.33E-10
371051 3754540 0.00E+00 7.23E-03 0.00E+00 1.99E-05 0.00E+00 7.31E-07 371051 3754540 0.00E+00 4.38E-06 0.00E+00 1.20E-08 0.00E+00 4.42E-10
371071 3754540 0.00E+00 7.33E-03 0.00E+00 1.65E-05 0.00E+00 7.44E-07 371071 3754540 0.00E+00 4.44E-06 0.00E+00 9.97E-09 0.00E+00 4.50E-10
371091 3754540 0.00E+00 7.35E-03 0.00E+00 1.40E-05 0.00E+00 7.57E-07 371091 3754540 0.00E+00 4.45E-06 0.00E+00 8.47E-09 0.00E+00 4.58E-10
371111 3754540 0.00E+00 7.30E-03 0.00E+00 1.21E-05 0.00E+00 7.75E-07 371111 3754540 0.00E+00 4.42E-06 0.00E+00 7.34E-09 0.00E+00 4.69E-10
371131 3754540 0.00E+00 7.18E-03 0.00E+00 1.07E-05 0.00E+00 7.87E-07 371131 3754540 0.00E+00 4.35E-06 0.00E+00 6.45E-09 0.00E+00 4.76E-10
371151 3754540 0.00E+00 7.00E-03 0.00E+00 9.49E-06 0.00E+00 7.96E-07 371151 3754540 0.00E+00 4.24E-06 0.00E+00 5.74E-09 0.00E+00 4.82E-10
371171 3754540 0.00E+00 6.78E-03 0.00E+00 8.53E-06 0.00E+00 8.03E-07 371171 3754540 0.00E+00 4.10E-06 0.00E+00 5.16E-09 0.00E+00 4.86E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371191 3754540 0.00E+00 6.53E-03 0.00E+00 7.74E-06 0.00E+00 8.08E-07 371191 3754540 0.00E+00 3.95E-06 0.00E+00 4.68E-09 0.00E+00 4.89E-10
371211 3754540 0.00E+00 6.29E-03 0.00E+00 7.07E-06 0.00E+00 8.11E-07 371211 3754540 0.00E+00 3.81E-06 0.00E+00 4.28E-09 0.00E+00 4.91E-10
371231 3754540 0.00E+00 6.08E-03 0.00E+00 6.50E-06 0.00E+00 8.11E-07 371231 3754540 0.00E+00 3.68E-06 0.00E+00 3.93E-09 0.00E+00 4.91E-10
371251 3754540 0.00E+00 5.90E-03 0.00E+00 6.01E-06 0.00E+00 8.10E-07 371251 3754540 0.00E+00 3.57E-06 0.00E+00 3.63E-09 0.00E+00 4.90E-10
371271 3754540 0.00E+00 5.77E-03 0.00E+00 5.58E-06 0.00E+00 8.08E-07 371271 3754540 0.00E+00 3.49E-06 0.00E+00 3.37E-09 0.00E+00 4.89E-10
371291 3754540 0.00E+00 5.70E-03 0.00E+00 5.20E-06 0.00E+00 8.04E-07 371291 3754540 0.00E+00 3.45E-06 0.00E+00 3.15E-09 0.00E+00 4.87E-10
371311 3754540 0.00E+00 5.70E-03 0.00E+00 4.86E-06 0.00E+00 7.99E-07 371311 3754540 0.00E+00 3.45E-06 0.00E+00 2.94E-09 0.00E+00 4.84E-10
371331 3754540 0.00E+00 5.76E-03 0.00E+00 4.57E-06 0.00E+00 7.93E-07 371331 3754540 0.00E+00 3.48E-06 0.00E+00 2.76E-09 0.00E+00 4.80E-10
371351 3754540 0.00E+00 5.89E-03 0.00E+00 4.30E-06 0.00E+00 7.86E-07 371351 3754540 0.00E+00 3.56E-06 0.00E+00 2.60E-09 0.00E+00 4.75E-10
371371 3754540 0.00E+00 6.08E-03 0.00E+00 4.06E-06 0.00E+00 7.77E-07 371371 3754540 0.00E+00 3.68E-06 0.00E+00 2.46E-09 0.00E+00 4.70E-10
371391 3754540 0.00E+00 6.33E-03 0.00E+00 3.84E-06 0.00E+00 7.68E-07 371391 3754540 0.00E+00 3.83E-06 0.00E+00 2.32E-09 0.00E+00 4.65E-10
371411 3754540 0.00E+00 6.61E-03 0.00E+00 3.64E-06 0.00E+00 7.58E-07 371411 3754540 0.00E+00 4.00E-06 0.00E+00 2.20E-09 0.00E+00 4.59E-10
371431 3754540 0.00E+00 6.92E-03 0.00E+00 3.46E-06 0.00E+00 7.48E-07 371431 3754540 0.00E+00 4.19E-06 0.00E+00 2.09E-09 0.00E+00 4.53E-10
371451 3754540 0.00E+00 7.23E-03 0.00E+00 3.30E-06 0.00E+00 7.37E-07 371451 3754540 0.00E+00 4.38E-06 0.00E+00 1.99E-09 0.00E+00 4.46E-10
371471 3754540 0.00E+00 7.53E-03 0.00E+00 3.15E-06 0.00E+00 7.26E-07 371471 3754540 0.00E+00 4.56E-06 0.00E+00 1.90E-09 0.00E+00 4.39E-10
371491 3754540 0.00E+00 7.81E-03 0.00E+00 3.01E-06 0.00E+00 7.15E-07 371491 3754540 0.00E+00 4.72E-06 0.00E+00 1.82E-09 0.00E+00 4.33E-10
371511 3754540 0.00E+00 8.05E-03 0.00E+00 2.88E-06 0.00E+00 7.05E-07 371511 3754540 0.00E+00 4.87E-06 0.00E+00 1.74E-09 0.00E+00 4.26E-10
371531 3754540 0.00E+00 8.25E-03 0.00E+00 2.76E-06 0.00E+00 6.95E-07 371531 3754540 0.00E+00 4.99E-06 0.00E+00 1.67E-09 0.00E+00 4.20E-10
371551 3754540 0.00E+00 8.42E-03 0.00E+00 2.65E-06 0.00E+00 6.86E-07 371551 3754540 0.00E+00 5.09E-06 0.00E+00 1.60E-09 0.00E+00 4.15E-10
371571 3754540 0.00E+00 8.54E-03 0.00E+00 2.55E-06 0.00E+00 6.77E-07 371571 3754540 0.00E+00 5.17E-06 0.00E+00 1.54E-09 0.00E+00 4.10E-10
371591 3754540 0.00E+00 8.62E-03 0.00E+00 2.45E-06 0.00E+00 6.71E-07 371591 3754540 0.00E+00 5.22E-06 0.00E+00 1.49E-09 0.00E+00 4.06E-10
371611 3754540 0.00E+00 8.67E-03 0.00E+00 2.37E-06 0.00E+00 6.65E-07 371611 3754540 0.00E+00 5.24E-06 0.00E+00 1.43E-09 0.00E+00 4.02E-10
371631 3754540 0.00E+00 8.67E-03 0.00E+00 2.29E-06 0.00E+00 6.61E-07 371631 3754540 0.00E+00 5.25E-06 0.00E+00 1.38E-09 0.00E+00 4.00E-10
371651 3754540 0.00E+00 8.65E-03 0.00E+00 2.21E-06 0.00E+00 6.58E-07 371651 3754540 0.00E+00 5.24E-06 0.00E+00 1.34E-09 0.00E+00 3.98E-10
371671 3754540 0.00E+00 8.60E-03 0.00E+00 2.14E-06 0.00E+00 6.58E-07 371671 3754540 0.00E+00 5.20E-06 0.00E+00 1.29E-09 0.00E+00 3.98E-10
371691 3754540 0.00E+00 8.53E-03 0.00E+00 2.07E-06 0.00E+00 6.58E-07 371691 3754540 0.00E+00 5.16E-06 0.00E+00 1.26E-09 0.00E+00 3.98E-10
371711 3754540 0.00E+00 8.43E-03 0.00E+00 2.01E-06 0.00E+00 6.60E-07 371711 3754540 0.00E+00 5.10E-06 0.00E+00 1.22E-09 0.00E+00 3.99E-10
371731 3754540 0.00E+00 8.31E-03 0.00E+00 1.96E-06 0.00E+00 6.63E-07 371731 3754540 0.00E+00 5.03E-06 0.00E+00 1.18E-09 0.00E+00 4.01E-10
371751 3754540 0.00E+00 8.18E-03 0.00E+00 1.90E-06 0.00E+00 6.67E-07 371751 3754540 0.00E+00 4.95E-06 0.00E+00 1.15E-09 0.00E+00 4.03E-10
371771 3754540 0.00E+00 8.04E-03 0.00E+00 1.85E-06 0.00E+00 6.72E-07 371771 3754540 0.00E+00 4.86E-06 0.00E+00 1.12E-09 0.00E+00 4.06E-10
371791 3754540 0.00E+00 7.88E-03 0.00E+00 1.80E-06 0.00E+00 6.77E-07 371791 3754540 0.00E+00 4.77E-06 0.00E+00 1.09E-09 0.00E+00 4.10E-10
371811 3754540 0.00E+00 7.71E-03 0.00E+00 1.76E-06 0.00E+00 6.83E-07 371811 3754540 0.00E+00 4.67E-06 0.00E+00 1.06E-09 0.00E+00 4.13E-10
371831 3754540 0.00E+00 7.55E-03 0.00E+00 1.71E-06 0.00E+00 6.89E-07 371831 3754540 0.00E+00 4.57E-06 0.00E+00 1.04E-09 0.00E+00 4.17E-10
370571 3754560 0.00E+00 2.60E-03 0.00E+00 1.91E-06 0.00E+00 3.18E-07 370571 3754560 0.00E+00 1.57E-06 0.00E+00 1.16E-09 0.00E+00 1.93E-10
370591 3754560 0.00E+00 2.69E-03 0.00E+00 2.08E-06 0.00E+00 3.30E-07 370591 3754560 0.00E+00 1.63E-06 0.00E+00 1.26E-09 0.00E+00 1.99E-10
370611 3754560 0.00E+00 2.80E-03 0.00E+00 2.26E-06 0.00E+00 3.41E-07 370611 3754560 0.00E+00 1.69E-06 0.00E+00 1.37E-09 0.00E+00 2.07E-10
370631 3754560 0.00E+00 2.91E-03 0.00E+00 2.48E-06 0.00E+00 3.54E-07 370631 3754560 0.00E+00 1.76E-06 0.00E+00 1.50E-09 0.00E+00 2.14E-10
370651 3754560 0.00E+00 3.02E-03 0.00E+00 2.73E-06 0.00E+00 3.67E-07 370651 3754560 0.00E+00 1.83E-06 0.00E+00 1.65E-09 0.00E+00 2.22E-10
370671 3754560 0.00E+00 3.14E-03 0.00E+00 3.02E-06 0.00E+00 3.80E-07 370671 3754560 0.00E+00 1.90E-06 0.00E+00 1.83E-09 0.00E+00 2.30E-10
370691 3754560 0.00E+00 3.27E-03 0.00E+00 3.36E-06 0.00E+00 3.93E-07 370691 3754560 0.00E+00 1.98E-06 0.00E+00 2.04E-09 0.00E+00 2.38E-10
370711 3754560 0.00E+00 3.41E-03 0.00E+00 3.78E-06 0.00E+00 4.07E-07 370711 3754560 0.00E+00 2.06E-06 0.00E+00 2.28E-09 0.00E+00 2.47E-10
370731 3754560 0.00E+00 3.55E-03 0.00E+00 4.27E-06 0.00E+00 4.22E-07 370731 3754560 0.00E+00 2.15E-06 0.00E+00 2.59E-09 0.00E+00 2.55E-10
370751 3754560 0.00E+00 3.70E-03 0.00E+00 4.88E-06 0.00E+00 4.38E-07 370751 3754560 0.00E+00 2.24E-06 0.00E+00 2.95E-09 0.00E+00 2.65E-10
370771 3754560 0.00E+00 3.86E-03 0.00E+00 5.65E-06 0.00E+00 4.53E-07 370771 3754560 0.00E+00 2.34E-06 0.00E+00 3.42E-09 0.00E+00 2.74E-10
370791 3754560 0.00E+00 4.03E-03 0.00E+00 6.64E-06 0.00E+00 4.69E-07 370791 3754560 0.00E+00 2.44E-06 0.00E+00 4.02E-09 0.00E+00 2.84E-10
370811 3754560 0.00E+00 4.20E-03 0.00E+00 7.95E-06 0.00E+00 4.85E-07 370811 3754560 0.00E+00 2.54E-06 0.00E+00 4.81E-09 0.00E+00 2.93E-10
370831 3754560 0.00E+00 4.38E-03 0.00E+00 9.75E-06 0.00E+00 5.01E-07 370831 3754560 0.00E+00 2.65E-06 0.00E+00 5.90E-09 0.00E+00 3.03E-10
370851 3754560 0.00E+00 4.56E-03 0.00E+00 1.24E-05 0.00E+00 5.18E-07 370851 3754560 0.00E+00 2.76E-06 0.00E+00 7.49E-09 0.00E+00 3.13E-10
370871 3754560 0.00E+00 4.73E-03 0.00E+00 1.65E-05 0.00E+00 5.34E-07 370871 3754560 0.00E+00 2.86E-06 0.00E+00 9.98E-09 0.00E+00 3.23E-10
370891 3754560 0.00E+00 4.91E-03 0.00E+00 2.37E-05 0.00E+00 5.49E-07 370891 3754560 0.00E+00 2.97E-06 0.00E+00 1.44E-08 0.00E+00 3.32E-10
370911 3754560 0.00E+00 5.09E-03 0.00E+00 3.89E-05 0.00E+00 5.59E-07 370911 3754560 0.00E+00 3.08E-06 0.00E+00 2.35E-08 0.00E+00 3.38E-10
370931 3754560 0.00E+00 5.29E-03 0.00E+00 6.01E-05 0.00E+00 5.77E-07 370931 3754560 0.00E+00 3.20E-06 0.00E+00 3.64E-08 0.00E+00 3.49E-10
370951 3754560 0.00E+00 5.49E-03 0.00E+00 4.51E-05 0.00E+00 5.99E-07 370951 3754560 0.00E+00 3.32E-06 0.00E+00 2.73E-08 0.00E+00 3.63E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370971 3754560 0.00E+00 5.64E-03 0.00E+00 7.31E-05 0.00E+00 6.03E-07 370971 3754560 0.00E+00 3.41E-06 0.00E+00 4.42E-08 0.00E+00 3.65E-10
370991 3754560 0.00E+00 5.79E-03 0.00E+00 4.63E-05 0.00E+00 6.14E-07 370991 3754560 0.00E+00 3.51E-06 0.00E+00 2.80E-08 0.00E+00 3.71E-10
371011 3754560 0.00E+00 5.94E-03 0.00E+00 3.27E-05 0.00E+00 6.34E-07 371011 3754560 0.00E+00 3.59E-06 0.00E+00 1.98E-08 0.00E+00 3.84E-10
371031 3754560 0.00E+00 6.06E-03 0.00E+00 2.49E-05 0.00E+00 6.55E-07 371031 3754560 0.00E+00 3.67E-06 0.00E+00 1.50E-08 0.00E+00 3.96E-10
371051 3754560 0.00E+00 6.17E-03 0.00E+00 1.99E-05 0.00E+00 6.68E-07 371051 3754560 0.00E+00 3.73E-06 0.00E+00 1.20E-08 0.00E+00 4.04E-10
371071 3754560 0.00E+00 6.23E-03 0.00E+00 1.64E-05 0.00E+00 6.81E-07 371071 3754560 0.00E+00 3.77E-06 0.00E+00 9.95E-09 0.00E+00 4.12E-10
371091 3754560 0.00E+00 6.21E-03 0.00E+00 1.40E-05 0.00E+00 6.94E-07 371091 3754560 0.00E+00 3.76E-06 0.00E+00 8.44E-09 0.00E+00 4.20E-10
371111 3754560 0.00E+00 6.14E-03 0.00E+00 1.21E-05 0.00E+00 7.05E-07 371111 3754560 0.00E+00 3.71E-06 0.00E+00 7.30E-09 0.00E+00 4.26E-10
371131 3754560 0.00E+00 6.02E-03 0.00E+00 1.06E-05 0.00E+00 7.15E-07 371131 3754560 0.00E+00 3.64E-06 0.00E+00 6.41E-09 0.00E+00 4.33E-10
371151 3754560 0.00E+00 5.86E-03 0.00E+00 9.43E-06 0.00E+00 7.25E-07 371151 3754560 0.00E+00 3.54E-06 0.00E+00 5.70E-09 0.00E+00 4.39E-10
371171 3754560 0.00E+00 5.67E-03 0.00E+00 8.47E-06 0.00E+00 7.31E-07 371171 3754560 0.00E+00 3.43E-06 0.00E+00 5.12E-09 0.00E+00 4.42E-10
371191 3754560 0.00E+00 5.48E-03 0.00E+00 7.68E-06 0.00E+00 7.34E-07 371191 3754560 0.00E+00 3.31E-06 0.00E+00 4.64E-09 0.00E+00 4.44E-10
371211 3754560 0.00E+00 5.29E-03 0.00E+00 7.01E-06 0.00E+00 7.35E-07 371211 3754560 0.00E+00 3.20E-06 0.00E+00 4.24E-09 0.00E+00 4.45E-10
371231 3754560 0.00E+00 5.11E-03 0.00E+00 6.44E-06 0.00E+00 7.35E-07 371231 3754560 0.00E+00 3.09E-06 0.00E+00 3.90E-09 0.00E+00 4.45E-10
371251 3754560 0.00E+00 4.97E-03 0.00E+00 5.95E-06 0.00E+00 7.34E-07 371251 3754560 0.00E+00 3.01E-06 0.00E+00 3.60E-09 0.00E+00 4.44E-10
371271 3754560 0.00E+00 4.86E-03 0.00E+00 5.52E-06 0.00E+00 7.32E-07 371271 3754560 0.00E+00 2.94E-06 0.00E+00 3.34E-09 0.00E+00 4.43E-10
371291 3754560 0.00E+00 4.79E-03 0.00E+00 5.15E-06 0.00E+00 7.28E-07 371291 3754560 0.00E+00 2.90E-06 0.00E+00 3.11E-09 0.00E+00 4.41E-10
371311 3754560 0.00E+00 4.77E-03 0.00E+00 4.81E-06 0.00E+00 7.24E-07 371311 3754560 0.00E+00 2.89E-06 0.00E+00 2.91E-09 0.00E+00 4.38E-10
371331 3754560 0.00E+00 4.79E-03 0.00E+00 4.52E-06 0.00E+00 7.19E-07 371331 3754560 0.00E+00 2.90E-06 0.00E+00 2.73E-09 0.00E+00 4.35E-10
371351 3754560 0.00E+00 4.85E-03 0.00E+00 4.25E-06 0.00E+00 7.13E-07 371351 3754560 0.00E+00 2.94E-06 0.00E+00 2.57E-09 0.00E+00 4.31E-10
371371 3754560 0.00E+00 4.96E-03 0.00E+00 4.01E-06 0.00E+00 7.06E-07 371371 3754560 0.00E+00 3.00E-06 0.00E+00 2.43E-09 0.00E+00 4.27E-10
371391 3754560 0.00E+00 5.12E-03 0.00E+00 3.79E-06 0.00E+00 6.98E-07 371391 3754560 0.00E+00 3.10E-06 0.00E+00 2.30E-09 0.00E+00 4.22E-10
371411 3754560 0.00E+00 5.31E-03 0.00E+00 3.60E-06 0.00E+00 6.89E-07 371411 3754560 0.00E+00 3.21E-06 0.00E+00 2.18E-09 0.00E+00 4.17E-10
371431 3754560 0.00E+00 5.53E-03 0.00E+00 3.42E-06 0.00E+00 6.80E-07 371431 3754560 0.00E+00 3.35E-06 0.00E+00 2.07E-09 0.00E+00 4.12E-10
371451 3754560 0.00E+00 5.77E-03 0.00E+00 3.25E-06 0.00E+00 6.71E-07 371451 3754560 0.00E+00 3.49E-06 0.00E+00 1.97E-09 0.00E+00 4.06E-10
371471 3754560 0.00E+00 6.01E-03 0.00E+00 3.10E-06 0.00E+00 6.61E-07 371471 3754560 0.00E+00 3.64E-06 0.00E+00 1.88E-09 0.00E+00 4.00E-10
371491 3754560 0.00E+00 6.25E-03 0.00E+00 2.96E-06 0.00E+00 6.51E-07 371491 3754560 0.00E+00 3.78E-06 0.00E+00 1.79E-09 0.00E+00 3.94E-10
371511 3754560 0.00E+00 6.48E-03 0.00E+00 2.84E-06 0.00E+00 6.42E-07 371511 3754560 0.00E+00 3.92E-06 0.00E+00 1.72E-09 0.00E+00 3.88E-10
371531 3754560 0.00E+00 6.68E-03 0.00E+00 2.72E-06 0.00E+00 6.33E-07 371531 3754560 0.00E+00 4.04E-06 0.00E+00 1.64E-09 0.00E+00 3.83E-10
371551 3754560 0.00E+00 6.87E-03 0.00E+00 2.61E-06 0.00E+00 6.24E-07 371551 3754560 0.00E+00 4.15E-06 0.00E+00 1.58E-09 0.00E+00 3.78E-10
371571 3754560 0.00E+00 7.02E-03 0.00E+00 2.51E-06 0.00E+00 6.16E-07 371571 3754560 0.00E+00 4.25E-06 0.00E+00 1.52E-09 0.00E+00 3.73E-10
371591 3754560 0.00E+00 7.14E-03 0.00E+00 2.41E-06 0.00E+00 6.09E-07 371591 3754560 0.00E+00 4.32E-06 0.00E+00 1.46E-09 0.00E+00 3.68E-10
371611 3754560 0.00E+00 7.24E-03 0.00E+00 2.33E-06 0.00E+00 6.03E-07 371611 3754560 0.00E+00 4.38E-06 0.00E+00 1.41E-09 0.00E+00 3.65E-10
371631 3754560 0.00E+00 7.30E-03 0.00E+00 2.24E-06 0.00E+00 5.98E-07 371631 3754560 0.00E+00 4.42E-06 0.00E+00 1.36E-09 0.00E+00 3.62E-10
371651 3754560 0.00E+00 7.34E-03 0.00E+00 2.17E-06 0.00E+00 5.95E-07 371651 3754560 0.00E+00 4.44E-06 0.00E+00 1.31E-09 0.00E+00 3.60E-10
371671 3754560 0.00E+00 7.35E-03 0.00E+00 2.10E-06 0.00E+00 5.92E-07 371671 3754560 0.00E+00 4.45E-06 0.00E+00 1.27E-09 0.00E+00 3.58E-10
371691 3754560 0.00E+00 7.34E-03 0.00E+00 2.03E-06 0.00E+00 5.91E-07 371691 3754560 0.00E+00 4.44E-06 0.00E+00 1.23E-09 0.00E+00 3.58E-10
371711 3754560 0.00E+00 7.30E-03 0.00E+00 1.97E-06 0.00E+00 5.92E-07 371711 3754560 0.00E+00 4.42E-06 0.00E+00 1.19E-09 0.00E+00 3.58E-10
371731 3754560 0.00E+00 7.25E-03 0.00E+00 1.91E-06 0.00E+00 5.93E-07 371731 3754560 0.00E+00 4.39E-06 0.00E+00 1.16E-09 0.00E+00 3.59E-10
371751 3754560 0.00E+00 7.18E-03 0.00E+00 1.86E-06 0.00E+00 5.95E-07 371751 3754560 0.00E+00 4.35E-06 0.00E+00 1.12E-09 0.00E+00 3.60E-10
371771 3754560 0.00E+00 7.10E-03 0.00E+00 1.81E-06 0.00E+00 5.99E-07 371771 3754560 0.00E+00 4.30E-06 0.00E+00 1.09E-09 0.00E+00 3.62E-10
371791 3754560 0.00E+00 7.00E-03 0.00E+00 1.76E-06 0.00E+00 6.03E-07 371791 3754560 0.00E+00 4.24E-06 0.00E+00 1.06E-09 0.00E+00 3.65E-10
371811 3754560 0.00E+00 6.90E-03 0.00E+00 1.71E-06 0.00E+00 6.07E-07 371811 3754560 0.00E+00 4.17E-06 0.00E+00 1.04E-09 0.00E+00 3.68E-10
371831 3754560 0.00E+00 6.78E-03 0.00E+00 1.67E-06 0.00E+00 6.12E-07 371831 3754560 0.00E+00 4.10E-06 0.00E+00 1.01E-09 0.00E+00 3.71E-10
370571 3754580 0.00E+00 2.47E-03 0.00E+00 1.88E-06 0.00E+00 3.06E-07 370571 3754580 0.00E+00 1.49E-06 0.00E+00 1.14E-09 0.00E+00 1.85E-10
370591 3754580 0.00E+00 2.56E-03 0.00E+00 2.04E-06 0.00E+00 3.16E-07 370591 3754580 0.00E+00 1.55E-06 0.00E+00 1.23E-09 0.00E+00 1.91E-10
370611 3754580 0.00E+00 2.65E-03 0.00E+00 2.22E-06 0.00E+00 3.28E-07 370611 3754580 0.00E+00 1.60E-06 0.00E+00 1.34E-09 0.00E+00 1.98E-10
370631 3754580 0.00E+00 2.75E-03 0.00E+00 2.43E-06 0.00E+00 3.38E-07 370631 3754580 0.00E+00 1.66E-06 0.00E+00 1.47E-09 0.00E+00 2.05E-10
370651 3754580 0.00E+00 2.85E-03 0.00E+00 2.67E-06 0.00E+00 3.50E-07 370651 3754580 0.00E+00 1.72E-06 0.00E+00 1.62E-09 0.00E+00 2.12E-10
370671 3754580 0.00E+00 2.96E-03 0.00E+00 2.96E-06 0.00E+00 3.62E-07 370671 3754580 0.00E+00 1.79E-06 0.00E+00 1.79E-09 0.00E+00 2.19E-10
370691 3754580 0.00E+00 3.07E-03 0.00E+00 3.30E-06 0.00E+00 3.75E-07 370691 3754580 0.00E+00 1.86E-06 0.00E+00 1.99E-09 0.00E+00 2.27E-10
370711 3754580 0.00E+00 3.19E-03 0.00E+00 3.70E-06 0.00E+00 3.88E-07 370711 3754580 0.00E+00 1.93E-06 0.00E+00 2.24E-09 0.00E+00 2.35E-10
370731 3754580 0.00E+00 3.31E-03 0.00E+00 4.19E-06 0.00E+00 4.01E-07 370731 3754580 0.00E+00 2.01E-06 0.00E+00 2.53E-09 0.00E+00 2.43E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370751 3754580 0.00E+00 3.44E-03 0.00E+00 4.78E-06 0.00E+00 4.14E-07 370751 3754580 0.00E+00 2.08E-06 0.00E+00 2.89E-09 0.00E+00 2.51E-10
370771 3754580 0.00E+00 3.57E-03 0.00E+00 5.53E-06 0.00E+00 4.28E-07 370771 3754580 0.00E+00 2.16E-06 0.00E+00 3.35E-09 0.00E+00 2.59E-10
370791 3754580 0.00E+00 3.71E-03 0.00E+00 6.51E-06 0.00E+00 4.43E-07 370791 3754580 0.00E+00 2.25E-06 0.00E+00 3.94E-09 0.00E+00 2.68E-10
370811 3754580 0.00E+00 3.84E-03 0.00E+00 7.79E-06 0.00E+00 4.56E-07 370811 3754580 0.00E+00 2.33E-06 0.00E+00 4.71E-09 0.00E+00 2.76E-10
370831 3754580 0.00E+00 3.98E-03 0.00E+00 9.57E-06 0.00E+00 4.71E-07 370831 3754580 0.00E+00 2.41E-06 0.00E+00 5.79E-09 0.00E+00 2.85E-10
370851 3754580 0.00E+00 4.14E-03 0.00E+00 1.22E-05 0.00E+00 4.86E-07 370851 3754580 0.00E+00 2.50E-06 0.00E+00 7.37E-09 0.00E+00 2.94E-10
370871 3754580 0.00E+00 4.28E-03 0.00E+00 1.62E-05 0.00E+00 4.99E-07 370871 3754580 0.00E+00 2.59E-06 0.00E+00 9.83E-09 0.00E+00 3.02E-10
370891 3754580 0.00E+00 4.43E-03 0.00E+00 2.34E-05 0.00E+00 5.06E-07 370891 3754580 0.00E+00 2.68E-06 0.00E+00 1.41E-08 0.00E+00 3.06E-10
370911 3754580 0.00E+00 4.57E-03 0.00E+00 3.82E-05 0.00E+00 5.16E-07 370911 3754580 0.00E+00 2.77E-06 0.00E+00 2.31E-08 0.00E+00 3.12E-10
370931 3754580 0.00E+00 4.73E-03 0.00E+00 5.65E-05 0.00E+00 5.37E-07 370931 3754580 0.00E+00 2.86E-06 0.00E+00 3.42E-08 0.00E+00 3.25E-10
370951 3754580 0.00E+00 4.87E-03 0.00E+00 5.35E-05 0.00E+00 5.56E-07 370951 3754580 0.00E+00 2.95E-06 0.00E+00 3.24E-08 0.00E+00 3.36E-10
370971 3754580 0.00E+00 4.98E-03 0.00E+00 7.39E-05 0.00E+00 5.55E-07 370971 3754580 0.00E+00 3.01E-06 0.00E+00 4.47E-08 0.00E+00 3.36E-10
370991 3754580 0.00E+00 5.08E-03 0.00E+00 4.66E-05 0.00E+00 5.66E-07 370991 3754580 0.00E+00 3.08E-06 0.00E+00 2.82E-08 0.00E+00 3.43E-10
371011 3754580 0.00E+00 5.17E-03 0.00E+00 3.28E-05 0.00E+00 5.79E-07 371011 3754580 0.00E+00 3.13E-06 0.00E+00 1.99E-08 0.00E+00 3.50E-10
371031 3754580 0.00E+00 5.24E-03 0.00E+00 2.49E-05 0.00E+00 6.01E-07 371031 3754580 0.00E+00 3.17E-06 0.00E+00 1.51E-08 0.00E+00 3.63E-10
371051 3754580 0.00E+00 5.30E-03 0.00E+00 1.99E-05 0.00E+00 6.14E-07 371051 3754580 0.00E+00 3.21E-06 0.00E+00 1.20E-08 0.00E+00 3.71E-10
371071 3754580 0.00E+00 5.34E-03 0.00E+00 1.64E-05 0.00E+00 6.26E-07 371071 3754580 0.00E+00 3.23E-06 0.00E+00 9.93E-09 0.00E+00 3.79E-10
371091 3754580 0.00E+00 5.29E-03 0.00E+00 1.39E-05 0.00E+00 6.34E-07 371091 3754580 0.00E+00 3.20E-06 0.00E+00 8.41E-09 0.00E+00 3.84E-10
371111 3754580 0.00E+00 5.21E-03 0.00E+00 1.20E-05 0.00E+00 6.45E-07 371111 3754580 0.00E+00 3.15E-06 0.00E+00 7.26E-09 0.00E+00 3.90E-10
371131 3754580 0.00E+00 5.10E-03 0.00E+00 1.05E-05 0.00E+00 6.55E-07 371131 3754580 0.00E+00 3.09E-06 0.00E+00 6.37E-09 0.00E+00 3.96E-10
371151 3754580 0.00E+00 4.96E-03 0.00E+00 9.36E-06 0.00E+00 6.62E-07 371151 3754580 0.00E+00 3.00E-06 0.00E+00 5.66E-09 0.00E+00 4.01E-10
371171 3754580 0.00E+00 4.81E-03 0.00E+00 8.41E-06 0.00E+00 6.66E-07 371171 3754580 0.00E+00 2.91E-06 0.00E+00 5.09E-09 0.00E+00 4.03E-10
371191 3754580 0.00E+00 4.65E-03 0.00E+00 7.62E-06 0.00E+00 6.68E-07 371191 3754580 0.00E+00 2.81E-06 0.00E+00 4.61E-09 0.00E+00 4.04E-10
371211 3754580 0.00E+00 4.50E-03 0.00E+00 6.95E-06 0.00E+00 6.69E-07 371211 3754580 0.00E+00 2.72E-06 0.00E+00 4.21E-09 0.00E+00 4.05E-10
371231 3754580 0.00E+00 4.36E-03 0.00E+00 6.38E-06 0.00E+00 6.69E-07 371231 3754580 0.00E+00 2.64E-06 0.00E+00 3.86E-09 0.00E+00 4.05E-10
371251 3754580 0.00E+00 4.24E-03 0.00E+00 5.89E-06 0.00E+00 6.68E-07 371251 3754580 0.00E+00 2.57E-06 0.00E+00 3.57E-09 0.00E+00 4.04E-10
371271 3754580 0.00E+00 4.15E-03 0.00E+00 5.47E-06 0.00E+00 6.66E-07 371271 3754580 0.00E+00 2.51E-06 0.00E+00 3.31E-09 0.00E+00 4.03E-10
371291 3754580 0.00E+00 4.09E-03 0.00E+00 5.10E-06 0.00E+00 6.63E-07 371291 3754580 0.00E+00 2.47E-06 0.00E+00 3.08E-09 0.00E+00 4.01E-10
371311 3754580 0.00E+00 4.06E-03 0.00E+00 4.76E-06 0.00E+00 6.59E-07 371311 3754580 0.00E+00 2.45E-06 0.00E+00 2.88E-09 0.00E+00 3.99E-10
371331 3754580 0.00E+00 4.05E-03 0.00E+00 4.47E-06 0.00E+00 6.55E-07 371331 3754580 0.00E+00 2.45E-06 0.00E+00 2.70E-09 0.00E+00 3.96E-10
371351 3754580 0.00E+00 4.08E-03 0.00E+00 4.20E-06 0.00E+00 6.49E-07 371351 3754580 0.00E+00 2.47E-06 0.00E+00 2.54E-09 0.00E+00 3.93E-10
371371 3754580 0.00E+00 4.14E-03 0.00E+00 3.97E-06 0.00E+00 6.43E-07 371371 3754580 0.00E+00 2.51E-06 0.00E+00 2.40E-09 0.00E+00 3.89E-10
371391 3754580 0.00E+00 4.24E-03 0.00E+00 3.75E-06 0.00E+00 6.37E-07 371391 3754580 0.00E+00 2.56E-06 0.00E+00 2.27E-09 0.00E+00 3.85E-10
371411 3754580 0.00E+00 4.36E-03 0.00E+00 3.55E-06 0.00E+00 6.29E-07 371411 3754580 0.00E+00 2.64E-06 0.00E+00 2.15E-09 0.00E+00 3.81E-10
371431 3754580 0.00E+00 4.52E-03 0.00E+00 3.38E-06 0.00E+00 6.21E-07 371431 3754580 0.00E+00 2.73E-06 0.00E+00 2.04E-09 0.00E+00 3.76E-10
371451 3754580 0.00E+00 4.69E-03 0.00E+00 3.21E-06 0.00E+00 6.13E-07 371451 3754580 0.00E+00 2.84E-06 0.00E+00 1.94E-09 0.00E+00 3.71E-10
371471 3754580 0.00E+00 4.88E-03 0.00E+00 3.06E-06 0.00E+00 6.05E-07 371471 3754580 0.00E+00 2.95E-06 0.00E+00 1.85E-09 0.00E+00 3.66E-10
371491 3754580 0.00E+00 5.07E-03 0.00E+00 2.92E-06 0.00E+00 5.96E-07 371491 3754580 0.00E+00 3.07E-06 0.00E+00 1.77E-09 0.00E+00 3.61E-10
371511 3754580 0.00E+00 5.27E-03 0.00E+00 2.80E-06 0.00E+00 5.87E-07 371511 3754580 0.00E+00 3.19E-06 0.00E+00 1.69E-09 0.00E+00 3.55E-10
371531 3754580 0.00E+00 5.45E-03 0.00E+00 2.68E-06 0.00E+00 5.79E-07 371531 3754580 0.00E+00 3.30E-06 0.00E+00 1.62E-09 0.00E+00 3.50E-10
371551 3754580 0.00E+00 5.62E-03 0.00E+00 2.57E-06 0.00E+00 5.71E-07 371551 3754580 0.00E+00 3.40E-06 0.00E+00 1.55E-09 0.00E+00 3.45E-10
371571 3754580 0.00E+00 5.78E-03 0.00E+00 2.47E-06 0.00E+00 5.63E-07 371571 3754580 0.00E+00 3.50E-06 0.00E+00 1.49E-09 0.00E+00 3.41E-10
371591 3754580 0.00E+00 5.92E-03 0.00E+00 2.37E-06 0.00E+00 5.56E-07 371591 3754580 0.00E+00 3.58E-06 0.00E+00 1.44E-09 0.00E+00 3.37E-10
371611 3754580 0.00E+00 6.03E-03 0.00E+00 2.29E-06 0.00E+00 5.50E-07 371611 3754580 0.00E+00 3.65E-06 0.00E+00 1.38E-09 0.00E+00 3.33E-10
371631 3754580 0.00E+00 6.13E-03 0.00E+00 2.20E-06 0.00E+00 5.45E-07 371631 3754580 0.00E+00 3.71E-06 0.00E+00 1.33E-09 0.00E+00 3.30E-10
371651 3754580 0.00E+00 6.20E-03 0.00E+00 2.13E-06 0.00E+00 5.41E-07 371651 3754580 0.00E+00 3.75E-06 0.00E+00 1.29E-09 0.00E+00 3.27E-10
371671 3754580 0.00E+00 6.25E-03 0.00E+00 2.06E-06 0.00E+00 5.38E-07 371671 3754580 0.00E+00 3.78E-06 0.00E+00 1.25E-09 0.00E+00 3.25E-10
371691 3754580 0.00E+00 6.29E-03 0.00E+00 1.99E-06 0.00E+00 5.36E-07 371691 3754580 0.00E+00 3.80E-06 0.00E+00 1.21E-09 0.00E+00 3.24E-10
371711 3754580 0.00E+00 6.30E-03 0.00E+00 1.93E-06 0.00E+00 5.34E-07 371711 3754580 0.00E+00 3.81E-06 0.00E+00 1.17E-09 0.00E+00 3.23E-10
371731 3754580 0.00E+00 6.29E-03 0.00E+00 1.87E-06 0.00E+00 5.35E-07 371731 3754580 0.00E+00 3.81E-06 0.00E+00 1.13E-09 0.00E+00 3.23E-10
371751 3754580 0.00E+00 6.27E-03 0.00E+00 1.82E-06 0.00E+00 5.36E-07 371751 3754580 0.00E+00 3.80E-06 0.00E+00 1.10E-09 0.00E+00 3.24E-10
371771 3754580 0.00E+00 6.24E-03 0.00E+00 1.77E-06 0.00E+00 5.38E-07 371771 3754580 0.00E+00 3.77E-06 0.00E+00 1.07E-09 0.00E+00 3.25E-10
371791 3754580 0.00E+00 6.19E-03 0.00E+00 1.72E-06 0.00E+00 5.40E-07 371791 3754580 0.00E+00 3.74E-06 0.00E+00 1.04E-09 0.00E+00 3.27E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371811 3754580 0.00E+00 6.13E-03 0.00E+00 1.67E-06 0.00E+00 5.44E-07 371811 3754580 0.00E+00 3.71E-06 0.00E+00 1.01E-09 0.00E+00 3.29E-10
371831 3754580 0.00E+00 6.06E-03 0.00E+00 1.63E-06 0.00E+00 5.48E-07 371831 3754580 0.00E+00 3.66E-06 0.00E+00 9.86E-10 0.00E+00 3.31E-10
370571 3754600 0.00E+00 2.34E-03 0.00E+00 1.83E-06 0.00E+00 2.94E-07 370571 3754600 0.00E+00 1.42E-06 0.00E+00 1.11E-09 0.00E+00 1.78E-10
370591 3754600 0.00E+00 2.42E-03 0.00E+00 1.99E-06 0.00E+00 3.03E-07 370591 3754600 0.00E+00 1.47E-06 0.00E+00 1.20E-09 0.00E+00 1.83E-10
370611 3754600 0.00E+00 2.51E-03 0.00E+00 2.17E-06 0.00E+00 3.14E-07 370611 3754600 0.00E+00 1.52E-06 0.00E+00 1.31E-09 0.00E+00 1.90E-10
370631 3754600 0.00E+00 2.59E-03 0.00E+00 2.37E-06 0.00E+00 3.25E-07 370631 3754600 0.00E+00 1.57E-06 0.00E+00 1.44E-09 0.00E+00 1.96E-10
370651 3754600 0.00E+00 2.68E-03 0.00E+00 2.60E-06 0.00E+00 3.34E-07 370651 3754600 0.00E+00 1.62E-06 0.00E+00 1.57E-09 0.00E+00 2.02E-10
370671 3754600 0.00E+00 2.77E-03 0.00E+00 2.88E-06 0.00E+00 3.45E-07 370671 3754600 0.00E+00 1.68E-06 0.00E+00 1.74E-09 0.00E+00 2.09E-10
370691 3754600 0.00E+00 2.87E-03 0.00E+00 3.21E-06 0.00E+00 3.57E-07 370691 3754600 0.00E+00 1.74E-06 0.00E+00 1.94E-09 0.00E+00 2.16E-10
370711 3754600 0.00E+00 2.97E-03 0.00E+00 3.60E-06 0.00E+00 3.68E-07 370711 3754600 0.00E+00 1.80E-06 0.00E+00 2.18E-09 0.00E+00 2.23E-10
370731 3754600 0.00E+00 3.07E-03 0.00E+00 4.07E-06 0.00E+00 3.80E-07 370731 3754600 0.00E+00 1.86E-06 0.00E+00 2.46E-09 0.00E+00 2.30E-10
370751 3754600 0.00E+00 3.18E-03 0.00E+00 4.65E-06 0.00E+00 3.92E-07 370751 3754600 0.00E+00 1.92E-06 0.00E+00 2.82E-09 0.00E+00 2.37E-10
370771 3754600 0.00E+00 3.29E-03 0.00E+00 5.39E-06 0.00E+00 4.04E-07 370771 3754600 0.00E+00 1.99E-06 0.00E+00 3.26E-09 0.00E+00 2.45E-10
370791 3754600 0.00E+00 3.40E-03 0.00E+00 6.34E-06 0.00E+00 4.14E-07 370791 3754600 0.00E+00 2.06E-06 0.00E+00 3.84E-09 0.00E+00 2.51E-10
370811 3754600 0.00E+00 3.51E-03 0.00E+00 7.59E-06 0.00E+00 4.18E-07 370811 3754600 0.00E+00 2.12E-06 0.00E+00 4.59E-09 0.00E+00 2.53E-10
370831 3754600 0.00E+00 3.63E-03 0.00E+00 9.35E-06 0.00E+00 4.29E-07 370831 3754600 0.00E+00 2.19E-06 0.00E+00 5.65E-09 0.00E+00 2.60E-10
370851 3754600 0.00E+00 3.77E-03 0.00E+00 1.20E-05 0.00E+00 4.52E-07 370851 3754600 0.00E+00 2.28E-06 0.00E+00 7.23E-09 0.00E+00 2.74E-10
370871 3754600 0.00E+00 3.88E-03 0.00E+00 1.60E-05 0.00E+00 4.60E-07 370871 3754600 0.00E+00 2.35E-06 0.00E+00 9.66E-09 0.00E+00 2.79E-10
370891 3754600 0.00E+00 4.00E-03 0.00E+00 2.30E-05 0.00E+00 4.70E-07 370891 3754600 0.00E+00 2.42E-06 0.00E+00 1.39E-08 0.00E+00 2.85E-10
370911 3754600 0.00E+00 4.12E-03 0.00E+00 3.76E-05 0.00E+00 4.83E-07 370911 3754600 0.00E+00 2.49E-06 0.00E+00 2.27E-08 0.00E+00 2.92E-10
370931 3754600 0.00E+00 4.23E-03 0.00E+00 7.59E-05 0.00E+00 4.97E-07 370931 3754600 0.00E+00 2.56E-06 0.00E+00 4.59E-08 0.00E+00 3.01E-10
370951 3754600 0.00E+00 4.33E-03 0.00E+00 4.51E-05 0.00E+00 5.12E-07 370951 3754600 0.00E+00 2.62E-06 0.00E+00 2.73E-08 0.00E+00 3.10E-10
370971 3754600 0.00E+00 4.42E-03 0.00E+00 7.46E-05 0.00E+00 5.20E-07 370971 3754600 0.00E+00 2.67E-06 0.00E+00 4.51E-08 0.00E+00 3.15E-10
370991 3754600 0.00E+00 4.48E-03 0.00E+00 4.69E-05 0.00E+00 5.23E-07 370991 3754600 0.00E+00 2.71E-06 0.00E+00 2.84E-08 0.00E+00 3.16E-10
371011 3754600 0.00E+00 4.52E-03 0.00E+00 3.29E-05 0.00E+00 5.31E-07 371011 3754600 0.00E+00 2.74E-06 0.00E+00 1.99E-08 0.00E+00 3.21E-10
371031 3754600 0.00E+00 4.55E-03 0.00E+00 2.49E-05 0.00E+00 5.40E-07 371031 3754600 0.00E+00 2.75E-06 0.00E+00 1.51E-08 0.00E+00 3.27E-10
371051 3754600 0.00E+00 4.58E-03 0.00E+00 1.98E-05 0.00E+00 5.65E-07 371051 3754600 0.00E+00 2.77E-06 0.00E+00 1.20E-08 0.00E+00 3.42E-10
371071 3754600 0.00E+00 4.54E-03 0.00E+00 1.63E-05 0.00E+00 5.68E-07 371071 3754600 0.00E+00 2.75E-06 0.00E+00 9.87E-09 0.00E+00 3.44E-10
371091 3754600 0.00E+00 4.56E-03 0.00E+00 1.38E-05 0.00E+00 5.87E-07 371091 3754600 0.00E+00 2.76E-06 0.00E+00 8.36E-09 0.00E+00 3.55E-10
371111 3754600 0.00E+00 4.48E-03 0.00E+00 1.19E-05 0.00E+00 6.00E-07 371111 3754600 0.00E+00 2.71E-06 0.00E+00 7.18E-09 0.00E+00 3.63E-10
371131 3754600 0.00E+00 4.37E-03 0.00E+00 1.04E-05 0.00E+00 6.04E-07 371131 3754600 0.00E+00 2.65E-06 0.00E+00 6.32E-09 0.00E+00 3.65E-10
371151 3754600 0.00E+00 4.25E-03 0.00E+00 9.29E-06 0.00E+00 6.07E-07 371151 3754600 0.00E+00 2.57E-06 0.00E+00 5.62E-09 0.00E+00 3.67E-10
371171 3754600 0.00E+00 4.13E-03 0.00E+00 8.34E-06 0.00E+00 6.09E-07 371171 3754600 0.00E+00 2.50E-06 0.00E+00 5.05E-09 0.00E+00 3.69E-10
371191 3754600 0.00E+00 4.00E-03 0.00E+00 7.55E-06 0.00E+00 6.11E-07 371191 3754600 0.00E+00 2.42E-06 0.00E+00 4.57E-09 0.00E+00 3.70E-10
371211 3754600 0.00E+00 3.87E-03 0.00E+00 6.89E-06 0.00E+00 6.11E-07 371211 3754600 0.00E+00 2.34E-06 0.00E+00 4.17E-09 0.00E+00 3.70E-10
371231 3754600 0.00E+00 3.76E-03 0.00E+00 6.33E-06 0.00E+00 6.11E-07 371231 3754600 0.00E+00 2.28E-06 0.00E+00 3.83E-09 0.00E+00 3.70E-10
371251 3754600 0.00E+00 3.66E-03 0.00E+00 5.84E-06 0.00E+00 6.10E-07 371251 3754600 0.00E+00 2.22E-06 0.00E+00 3.53E-09 0.00E+00 3.69E-10
371271 3754600 0.00E+00 3.59E-03 0.00E+00 5.42E-06 0.00E+00 6.08E-07 371271 3754600 0.00E+00 2.17E-06 0.00E+00 3.28E-09 0.00E+00 3.68E-10
371291 3754600 0.00E+00 3.53E-03 0.00E+00 5.04E-06 0.00E+00 6.06E-07 371291 3754600 0.00E+00 2.14E-06 0.00E+00 3.05E-09 0.00E+00 3.67E-10
371311 3754600 0.00E+00 3.50E-03 0.00E+00 4.72E-06 0.00E+00 6.02E-07 371311 3754600 0.00E+00 2.12E-06 0.00E+00 2.85E-09 0.00E+00 3.65E-10
371331 3754600 0.00E+00 3.48E-03 0.00E+00 4.42E-06 0.00E+00 5.99E-07 371331 3754600 0.00E+00 2.11E-06 0.00E+00 2.68E-09 0.00E+00 3.62E-10
371351 3754600 0.00E+00 3.49E-03 0.00E+00 4.16E-06 0.00E+00 5.94E-07 371351 3754600 0.00E+00 2.11E-06 0.00E+00 2.52E-09 0.00E+00 3.59E-10
371371 3754600 0.00E+00 3.52E-03 0.00E+00 3.92E-06 0.00E+00 5.89E-07 371371 3754600 0.00E+00 2.13E-06 0.00E+00 2.37E-09 0.00E+00 3.56E-10
371391 3754600 0.00E+00 3.58E-03 0.00E+00 3.71E-06 0.00E+00 5.83E-07 371391 3754600 0.00E+00 2.17E-06 0.00E+00 2.24E-09 0.00E+00 3.53E-10
371411 3754600 0.00E+00 3.66E-03 0.00E+00 3.51E-06 0.00E+00 5.77E-07 371411 3754600 0.00E+00 2.21E-06 0.00E+00 2.12E-09 0.00E+00 3.49E-10
371431 3754600 0.00E+00 3.76E-03 0.00E+00 3.33E-06 0.00E+00 5.70E-07 371431 3754600 0.00E+00 2.28E-06 0.00E+00 2.02E-09 0.00E+00 3.45E-10
371451 3754600 0.00E+00 3.89E-03 0.00E+00 3.17E-06 0.00E+00 5.63E-07 371451 3754600 0.00E+00 2.35E-06 0.00E+00 1.92E-09 0.00E+00 3.41E-10
371471 3754600 0.00E+00 4.03E-03 0.00E+00 3.02E-06 0.00E+00 5.55E-07 371471 3754600 0.00E+00 2.44E-06 0.00E+00 1.83E-09 0.00E+00 3.36E-10
371491 3754600 0.00E+00 4.18E-03 0.00E+00 2.88E-06 0.00E+00 5.48E-07 371491 3754600 0.00E+00 2.53E-06 0.00E+00 1.75E-09 0.00E+00 3.31E-10
371511 3754600 0.00E+00 4.33E-03 0.00E+00 2.76E-06 0.00E+00 5.40E-07 371511 3754600 0.00E+00 2.62E-06 0.00E+00 1.67E-09 0.00E+00 3.27E-10
371531 3754600 0.00E+00 4.49E-03 0.00E+00 2.64E-06 0.00E+00 5.32E-07 371531 3754600 0.00E+00 2.72E-06 0.00E+00 1.60E-09 0.00E+00 3.22E-10
371551 3754600 0.00E+00 4.64E-03 0.00E+00 2.53E-06 0.00E+00 5.25E-07 371551 3754600 0.00E+00 2.81E-06 0.00E+00 1.53E-09 0.00E+00 3.18E-10
371571 3754600 0.00E+00 4.79E-03 0.00E+00 2.43E-06 0.00E+00 5.18E-07 371571 3754600 0.00E+00 2.90E-06 0.00E+00 1.47E-09 0.00E+00 3.13E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371591 3754600 0.00E+00 4.92E-03 0.00E+00 2.34E-06 0.00E+00 5.11E-07 371591 3754600 0.00E+00 2.98E-06 0.00E+00 1.41E-09 0.00E+00 3.09E-10
371611 3754600 0.00E+00 5.04E-03 0.00E+00 2.25E-06 0.00E+00 5.05E-07 371611 3754600 0.00E+00 3.05E-06 0.00E+00 1.36E-09 0.00E+00 3.06E-10
371631 3754600 0.00E+00 5.15E-03 0.00E+00 2.17E-06 0.00E+00 5.00E-07 371631 3754600 0.00E+00 3.12E-06 0.00E+00 1.31E-09 0.00E+00 3.02E-10
371651 3754600 0.00E+00 5.24E-03 0.00E+00 2.09E-06 0.00E+00 4.95E-07 371651 3754600 0.00E+00 3.17E-06 0.00E+00 1.27E-09 0.00E+00 2.99E-10
371671 3754600 0.00E+00 5.31E-03 0.00E+00 2.02E-06 0.00E+00 4.91E-07 371671 3754600 0.00E+00 3.22E-06 0.00E+00 1.22E-09 0.00E+00 2.97E-10
371691 3754600 0.00E+00 5.37E-03 0.00E+00 1.96E-06 0.00E+00 4.88E-07 371691 3754600 0.00E+00 3.25E-06 0.00E+00 1.18E-09 0.00E+00 2.95E-10
371711 3754600 0.00E+00 5.41E-03 0.00E+00 1.89E-06 0.00E+00 4.86E-07 371711 3754600 0.00E+00 3.27E-06 0.00E+00 1.15E-09 0.00E+00 2.94E-10
371731 3754600 0.00E+00 5.44E-03 0.00E+00 1.84E-06 0.00E+00 4.85E-07 371731 3754600 0.00E+00 3.29E-06 0.00E+00 1.11E-09 0.00E+00 2.94E-10
371751 3754600 0.00E+00 5.46E-03 0.00E+00 1.78E-06 0.00E+00 4.85E-07 371751 3754600 0.00E+00 3.30E-06 0.00E+00 1.08E-09 0.00E+00 2.94E-10
371771 3754600 0.00E+00 5.46E-03 0.00E+00 1.73E-06 0.00E+00 4.86E-07 371771 3754600 0.00E+00 3.30E-06 0.00E+00 1.05E-09 0.00E+00 2.94E-10
371791 3754600 0.00E+00 5.44E-03 0.00E+00 1.68E-06 0.00E+00 4.88E-07 371791 3754600 0.00E+00 3.29E-06 0.00E+00 1.02E-09 0.00E+00 2.95E-10
371811 3754600 0.00E+00 5.42E-03 0.00E+00 1.64E-06 0.00E+00 4.90E-07 371811 3754600 0.00E+00 3.28E-06 0.00E+00 9.91E-10 0.00E+00 2.96E-10
371831 3754600 0.00E+00 5.38E-03 0.00E+00 1.59E-06 0.00E+00 4.93E-07 371831 3754600 0.00E+00 3.26E-06 0.00E+00 9.65E-10 0.00E+00 2.98E-10
370571 3754620 0.00E+00 2.22E-03 0.00E+00 1.79E-06 0.00E+00 2.83E-07 370571 3754620 0.00E+00 1.34E-06 0.00E+00 1.08E-09 0.00E+00 1.71E-10
370591 3754620 0.00E+00 2.28E-03 0.00E+00 1.94E-06 0.00E+00 2.92E-07 370591 3754620 0.00E+00 1.38E-06 0.00E+00 1.17E-09 0.00E+00 1.76E-10
370611 3754620 0.00E+00 2.36E-03 0.00E+00 2.11E-06 0.00E+00 3.01E-07 370611 3754620 0.00E+00 1.43E-06 0.00E+00 1.27E-09 0.00E+00 1.82E-10
370631 3754620 0.00E+00 2.43E-03 0.00E+00 2.30E-06 0.00E+00 3.10E-07 370631 3754620 0.00E+00 1.47E-06 0.00E+00 1.39E-09 0.00E+00 1.87E-10
370651 3754620 0.00E+00 2.50E-03 0.00E+00 2.52E-06 0.00E+00 3.16E-07 370651 3754620 0.00E+00 1.51E-06 0.00E+00 1.52E-09 0.00E+00 1.91E-10
370671 3754620 0.00E+00 2.58E-03 0.00E+00 2.78E-06 0.00E+00 3.25E-07 370671 3754620 0.00E+00 1.56E-06 0.00E+00 1.68E-09 0.00E+00 1.97E-10
370691 3754620 0.00E+00 2.67E-03 0.00E+00 3.11E-06 0.00E+00 3.38E-07 370691 3754620 0.00E+00 1.62E-06 0.00E+00 1.88E-09 0.00E+00 2.05E-10
370711 3754620 0.00E+00 2.75E-03 0.00E+00 3.47E-06 0.00E+00 3.43E-07 370711 3754620 0.00E+00 1.66E-06 0.00E+00 2.10E-09 0.00E+00 2.07E-10
370731 3754620 0.00E+00 2.83E-03 0.00E+00 3.93E-06 0.00E+00 3.52E-07 370731 3754620 0.00E+00 1.71E-06 0.00E+00 2.37E-09 0.00E+00 2.13E-10
370751 3754620 0.00E+00 2.92E-03 0.00E+00 4.46E-06 0.00E+00 3.59E-07 370751 3754620 0.00E+00 1.76E-06 0.00E+00 2.70E-09 0.00E+00 2.17E-10
370771 3754620 0.00E+00 3.01E-03 0.00E+00 5.18E-06 0.00E+00 3.69E-07 370771 3754620 0.00E+00 1.82E-06 0.00E+00 3.13E-09 0.00E+00 2.23E-10
370791 3754620 0.00E+00 3.11E-03 0.00E+00 6.12E-06 0.00E+00 3.80E-07 370791 3754620 0.00E+00 1.88E-06 0.00E+00 3.70E-09 0.00E+00 2.30E-10
370811 3754620 0.00E+00 3.20E-03 0.00E+00 7.31E-06 0.00E+00 3.88E-07 370811 3754620 0.00E+00 1.94E-06 0.00E+00 4.42E-09 0.00E+00 2.35E-10
370831 3754620 0.00E+00 3.30E-03 0.00E+00 8.99E-06 0.00E+00 3.97E-07 370831 3754620 0.00E+00 1.99E-06 0.00E+00 5.44E-09 0.00E+00 2.40E-10
370851 3754620 0.00E+00 3.43E-03 0.00E+00 1.17E-05 0.00E+00 4.19E-07 370851 3754620 0.00E+00 2.07E-06 0.00E+00 7.08E-09 0.00E+00 2.53E-10
370871 3754620 0.00E+00 3.53E-03 0.00E+00 1.57E-05 0.00E+00 4.28E-07 370871 3754620 0.00E+00 2.13E-06 0.00E+00 9.48E-09 0.00E+00 2.59E-10
370891 3754620 0.00E+00 3.62E-03 0.00E+00 2.26E-05 0.00E+00 4.38E-07 370891 3754620 0.00E+00 2.19E-06 0.00E+00 1.37E-08 0.00E+00 2.65E-10
370911 3754620 0.00E+00 3.71E-03 0.00E+00 3.69E-05 0.00E+00 4.49E-07 370911 3754620 0.00E+00 2.24E-06 0.00E+00 2.23E-08 0.00E+00 2.72E-10
370931 3754620 0.00E+00 3.79E-03 0.00E+00 5.47E-05 0.00E+00 4.62E-07 370931 3754620 0.00E+00 2.30E-06 0.00E+00 3.31E-08 0.00E+00 2.80E-10
370951 3754620 0.00E+00 3.87E-03 0.00E+00 5.39E-05 0.00E+00 4.71E-07 370951 3754620 0.00E+00 2.34E-06 0.00E+00 3.26E-08 0.00E+00 2.85E-10
370971 3754620 0.00E+00 3.92E-03 0.00E+00 7.54E-05 0.00E+00 4.78E-07 370971 3754620 0.00E+00 2.37E-06 0.00E+00 4.56E-08 0.00E+00 2.89E-10
370991 3754620 0.00E+00 3.96E-03 0.00E+00 4.72E-05 0.00E+00 4.87E-07 370991 3754620 0.00E+00 2.40E-06 0.00E+00 2.86E-08 0.00E+00 2.95E-10
371011 3754620 0.00E+00 3.99E-03 0.00E+00 3.30E-05 0.00E+00 5.01E-07 371011 3754620 0.00E+00 2.42E-06 0.00E+00 2.00E-08 0.00E+00 3.03E-10
371031 3754620 0.00E+00 4.00E-03 0.00E+00 2.49E-05 0.00E+00 5.14E-07 371031 3754620 0.00E+00 2.42E-06 0.00E+00 1.51E-08 0.00E+00 3.11E-10
371051 3754620 0.00E+00 3.99E-03 0.00E+00 1.98E-05 0.00E+00 5.22E-07 371051 3754620 0.00E+00 2.42E-06 0.00E+00 1.20E-08 0.00E+00 3.16E-10
371071 3754620 0.00E+00 3.94E-03 0.00E+00 1.62E-05 0.00E+00 5.21E-07 371071 3754620 0.00E+00 2.39E-06 0.00E+00 9.83E-09 0.00E+00 3.15E-10
371091 3754620 0.00E+00 3.95E-03 0.00E+00 1.37E-05 0.00E+00 5.42E-07 371091 3754620 0.00E+00 2.39E-06 0.00E+00 8.30E-09 0.00E+00 3.28E-10
371111 3754620 0.00E+00 3.88E-03 0.00E+00 1.18E-05 0.00E+00 5.52E-07 371111 3754620 0.00E+00 2.35E-06 0.00E+00 7.13E-09 0.00E+00 3.34E-10
371131 3754620 0.00E+00 3.79E-03 0.00E+00 1.04E-05 0.00E+00 5.55E-07 371131 3754620 0.00E+00 2.29E-06 0.00E+00 6.27E-09 0.00E+00 3.36E-10
371151 3754620 0.00E+00 3.68E-03 0.00E+00 9.21E-06 0.00E+00 5.58E-07 371151 3754620 0.00E+00 2.23E-06 0.00E+00 5.57E-09 0.00E+00 3.37E-10
371171 3754620 0.00E+00 3.58E-03 0.00E+00 8.27E-06 0.00E+00 5.59E-07 371171 3754620 0.00E+00 2.16E-06 0.00E+00 5.00E-09 0.00E+00 3.39E-10
371191 3754620 0.00E+00 3.47E-03 0.00E+00 7.49E-06 0.00E+00 5.61E-07 371191 3754620 0.00E+00 2.10E-06 0.00E+00 4.53E-09 0.00E+00 3.39E-10
371211 3754620 0.00E+00 3.37E-03 0.00E+00 6.83E-06 0.00E+00 5.61E-07 371211 3754620 0.00E+00 2.04E-06 0.00E+00 4.13E-09 0.00E+00 3.39E-10
371231 3754620 0.00E+00 3.27E-03 0.00E+00 6.27E-06 0.00E+00 5.61E-07 371231 3754620 0.00E+00 1.98E-06 0.00E+00 3.79E-09 0.00E+00 3.39E-10
371251 3754620 0.00E+00 3.19E-03 0.00E+00 5.78E-06 0.00E+00 5.60E-07 371251 3754620 0.00E+00 1.93E-06 0.00E+00 3.50E-09 0.00E+00 3.39E-10
371271 3754620 0.00E+00 3.13E-03 0.00E+00 5.36E-06 0.00E+00 5.58E-07 371271 3754620 0.00E+00 1.89E-06 0.00E+00 3.24E-09 0.00E+00 3.38E-10
371291 3754620 0.00E+00 3.08E-03 0.00E+00 4.99E-06 0.00E+00 5.56E-07 371291 3754620 0.00E+00 1.86E-06 0.00E+00 3.02E-09 0.00E+00 3.36E-10
371311 3754620 0.00E+00 3.05E-03 0.00E+00 4.66E-06 0.00E+00 5.53E-07 371311 3754620 0.00E+00 1.84E-06 0.00E+00 2.82E-09 0.00E+00 3.34E-10
371331 3754620 0.00E+00 3.03E-03 0.00E+00 4.37E-06 0.00E+00 5.49E-07 371331 3754620 0.00E+00 1.83E-06 0.00E+00 2.65E-09 0.00E+00 3.32E-10
371351 3754620 0.00E+00 3.02E-03 0.00E+00 4.11E-06 0.00E+00 5.45E-07 371351 3754620 0.00E+00 1.83E-06 0.00E+00 2.49E-09 0.00E+00 3.30E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371371 3754620 0.00E+00 3.04E-03 0.00E+00 3.87E-06 0.00E+00 5.41E-07 371371 3754620 0.00E+00 1.84E-06 0.00E+00 2.34E-09 0.00E+00 3.27E-10
371391 3754620 0.00E+00 3.07E-03 0.00E+00 3.66E-06 0.00E+00 5.36E-07 371391 3754620 0.00E+00 1.86E-06 0.00E+00 2.22E-09 0.00E+00 3.24E-10
371411 3754620 0.00E+00 3.12E-03 0.00E+00 3.47E-06 0.00E+00 5.30E-07 371411 3754620 0.00E+00 1.89E-06 0.00E+00 2.10E-09 0.00E+00 3.21E-10
371431 3754620 0.00E+00 3.19E-03 0.00E+00 3.29E-06 0.00E+00 5.25E-07 371431 3754620 0.00E+00 1.93E-06 0.00E+00 1.99E-09 0.00E+00 3.17E-10
371451 3754620 0.00E+00 3.27E-03 0.00E+00 3.13E-06 0.00E+00 5.18E-07 371451 3754620 0.00E+00 1.98E-06 0.00E+00 1.89E-09 0.00E+00 3.14E-10
371471 3754620 0.00E+00 3.38E-03 0.00E+00 2.98E-06 0.00E+00 5.12E-07 371471 3754620 0.00E+00 2.04E-06 0.00E+00 1.80E-09 0.00E+00 3.10E-10
371491 3754620 0.00E+00 3.49E-03 0.00E+00 2.85E-06 0.00E+00 5.05E-07 371491 3754620 0.00E+00 2.11E-06 0.00E+00 1.72E-09 0.00E+00 3.06E-10
371511 3754620 0.00E+00 3.61E-03 0.00E+00 2.72E-06 0.00E+00 4.98E-07 371511 3754620 0.00E+00 2.18E-06 0.00E+00 1.65E-09 0.00E+00 3.01E-10
371531 3754620 0.00E+00 3.74E-03 0.00E+00 2.60E-06 0.00E+00 4.91E-07 371531 3754620 0.00E+00 2.26E-06 0.00E+00 1.57E-09 0.00E+00 2.97E-10
371551 3754620 0.00E+00 3.87E-03 0.00E+00 2.49E-06 0.00E+00 4.84E-07 371551 3754620 0.00E+00 2.34E-06 0.00E+00 1.51E-09 0.00E+00 2.93E-10
371571 3754620 0.00E+00 3.99E-03 0.00E+00 2.39E-06 0.00E+00 4.78E-07 371571 3754620 0.00E+00 2.42E-06 0.00E+00 1.45E-09 0.00E+00 2.89E-10
371591 3754620 0.00E+00 4.11E-03 0.00E+00 2.30E-06 0.00E+00 4.71E-07 371591 3754620 0.00E+00 2.49E-06 0.00E+00 1.39E-09 0.00E+00 2.85E-10
371611 3754620 0.00E+00 4.23E-03 0.00E+00 2.21E-06 0.00E+00 4.66E-07 371611 3754620 0.00E+00 2.56E-06 0.00E+00 1.34E-09 0.00E+00 2.82E-10
371631 3754620 0.00E+00 4.34E-03 0.00E+00 2.13E-06 0.00E+00 4.60E-07 371631 3754620 0.00E+00 2.62E-06 0.00E+00 1.29E-09 0.00E+00 2.78E-10
371651 3754620 0.00E+00 4.43E-03 0.00E+00 2.06E-06 0.00E+00 4.55E-07 371651 3754620 0.00E+00 2.68E-06 0.00E+00 1.25E-09 0.00E+00 2.76E-10
371671 3754620 0.00E+00 4.52E-03 0.00E+00 1.99E-06 0.00E+00 4.51E-07 371671 3754620 0.00E+00 2.73E-06 0.00E+00 1.20E-09 0.00E+00 2.73E-10
371691 3754620 0.00E+00 4.59E-03 0.00E+00 1.92E-06 0.00E+00 4.48E-07 371691 3754620 0.00E+00 2.78E-06 0.00E+00 1.16E-09 0.00E+00 2.71E-10
371711 3754620 0.00E+00 4.65E-03 0.00E+00 1.86E-06 0.00E+00 4.45E-07 371711 3754620 0.00E+00 2.81E-06 0.00E+00 1.13E-09 0.00E+00 2.70E-10
371731 3754620 0.00E+00 4.70E-03 0.00E+00 1.80E-06 0.00E+00 4.44E-07 371731 3754620 0.00E+00 2.84E-06 0.00E+00 1.09E-09 0.00E+00 2.68E-10
371751 3754620 0.00E+00 4.73E-03 0.00E+00 1.75E-06 0.00E+00 4.43E-07 371751 3754620 0.00E+00 2.86E-06 0.00E+00 1.06E-09 0.00E+00 2.68E-10
371771 3754620 0.00E+00 4.76E-03 0.00E+00 1.70E-06 0.00E+00 4.43E-07 371771 3754620 0.00E+00 2.88E-06 0.00E+00 1.03E-09 0.00E+00 2.68E-10
371791 3754620 0.00E+00 4.77E-03 0.00E+00 1.65E-06 0.00E+00 4.43E-07 371791 3754620 0.00E+00 2.89E-06 0.00E+00 9.97E-10 0.00E+00 2.68E-10
371811 3754620 0.00E+00 4.77E-03 0.00E+00 1.60E-06 0.00E+00 4.44E-07 371811 3754620 0.00E+00 2.89E-06 0.00E+00 9.70E-10 0.00E+00 2.69E-10
371831 3754620 0.00E+00 4.76E-03 0.00E+00 1.56E-06 0.00E+00 4.46E-07 371831 3754620 0.00E+00 2.88E-06 0.00E+00 9.44E-10 0.00E+00 2.70E-10
370571 3754640 0.00E+00 2.10E-03 0.00E+00 1.75E-06 0.00E+00 2.74E-07 370571 3754640 0.00E+00 1.27E-06 0.00E+00 1.06E-09 0.00E+00 1.66E-10
370591 3754640 0.00E+00 2.17E-03 0.00E+00 1.89E-06 0.00E+00 2.82E-07 370591 3754640 0.00E+00 1.31E-06 0.00E+00 1.14E-09 0.00E+00 1.71E-10
370611 3754640 0.00E+00 2.23E-03 0.00E+00 2.06E-06 0.00E+00 2.90E-07 370611 3754640 0.00E+00 1.35E-06 0.00E+00 1.24E-09 0.00E+00 1.76E-10
370631 3754640 0.00E+00 2.29E-03 0.00E+00 2.24E-06 0.00E+00 2.98E-07 370631 3754640 0.00E+00 1.38E-06 0.00E+00 1.35E-09 0.00E+00 1.81E-10
370651 3754640 0.00E+00 2.35E-03 0.00E+00 2.45E-06 0.00E+00 3.04E-07 370651 3754640 0.00E+00 1.42E-06 0.00E+00 1.48E-09 0.00E+00 1.84E-10
370671 3754640 0.00E+00 2.42E-03 0.00E+00 2.70E-06 0.00E+00 3.10E-07 370671 3754640 0.00E+00 1.46E-06 0.00E+00 1.64E-09 0.00E+00 1.88E-10
370691 3754640 0.00E+00 2.49E-03 0.00E+00 3.01E-06 0.00E+00 3.18E-07 370691 3754640 0.00E+00 1.51E-06 0.00E+00 1.82E-09 0.00E+00 1.93E-10
370711 3754640 0.00E+00 2.55E-03 0.00E+00 3.34E-06 0.00E+00 3.24E-07 370711 3754640 0.00E+00 1.54E-06 0.00E+00 2.02E-09 0.00E+00 1.96E-10
370731 3754640 0.00E+00 2.62E-03 0.00E+00 3.76E-06 0.00E+00 3.31E-07 370731 3754640 0.00E+00 1.59E-06 0.00E+00 2.28E-09 0.00E+00 2.00E-10
370751 3754640 0.00E+00 2.61E-03 0.00E+00 4.24E-06 0.00E+00 3.35E-07 370751 3754640 0.00E+00 1.58E-06 0.00E+00 2.56E-09 0.00E+00 2.03E-10
370771 3754640 0.00E+00 2.69E-03 0.00E+00 4.91E-06 0.00E+00 3.44E-07 370771 3754640 0.00E+00 1.63E-06 0.00E+00 2.97E-09 0.00E+00 2.08E-10
370791 3754640 0.00E+00 2.85E-03 0.00E+00 5.83E-06 0.00E+00 3.54E-07 370791 3754640 0.00E+00 1.72E-06 0.00E+00 3.53E-09 0.00E+00 2.14E-10
370811 3754640 0.00E+00 2.84E-03 0.00E+00 6.92E-06 0.00E+00 3.59E-07 370811 3754640 0.00E+00 1.72E-06 0.00E+00 4.19E-09 0.00E+00 2.17E-10
370831 3754640 0.00E+00 2.91E-03 0.00E+00 8.51E-06 0.00E+00 3.67E-07 370831 3754640 0.00E+00 1.76E-06 0.00E+00 5.15E-09 0.00E+00 2.22E-10
370851 3754640 0.00E+00 3.13E-03 0.00E+00 1.14E-05 0.00E+00 3.89E-07 370851 3754640 0.00E+00 1.89E-06 0.00E+00 6.91E-09 0.00E+00 2.35E-10
370871 3754640 0.00E+00 3.20E-03 0.00E+00 1.53E-05 0.00E+00 3.98E-07 370871 3754640 0.00E+00 1.94E-06 0.00E+00 9.28E-09 0.00E+00 2.41E-10
370891 3754640 0.00E+00 3.28E-03 0.00E+00 2.22E-05 0.00E+00 4.08E-07 370891 3754640 0.00E+00 1.98E-06 0.00E+00 1.34E-08 0.00E+00 2.47E-10
370911 3754640 0.00E+00 3.35E-03 0.00E+00 3.62E-05 0.00E+00 4.18E-07 370911 3754640 0.00E+00 2.02E-06 0.00E+00 2.19E-08 0.00E+00 2.53E-10
370931 3754640 0.00E+00 3.41E-03 0.00E+00 7.23E-05 0.00E+00 4.32E-07 370931 3754640 0.00E+00 2.06E-06 0.00E+00 4.37E-08 0.00E+00 2.61E-10
370951 3754640 0.00E+00 3.46E-03 0.00E+00 4.49E-05 0.00E+00 4.37E-07 370951 3754640 0.00E+00 2.09E-06 0.00E+00 2.72E-08 0.00E+00 2.65E-10
370971 3754640 0.00E+00 3.49E-03 0.00E+00 7.60E-05 0.00E+00 4.38E-07 370971 3754640 0.00E+00 2.11E-06 0.00E+00 4.60E-08 0.00E+00 2.65E-10
370991 3754640 0.00E+00 3.52E-03 0.00E+00 4.73E-05 0.00E+00 4.56E-07 370991 3754640 0.00E+00 2.13E-06 0.00E+00 2.86E-08 0.00E+00 2.76E-10
371011 3754640 0.00E+00 3.53E-03 0.00E+00 3.30E-05 0.00E+00 4.66E-07 371011 3754640 0.00E+00 2.14E-06 0.00E+00 2.00E-08 0.00E+00 2.82E-10
371031 3754640 0.00E+00 3.53E-03 0.00E+00 2.48E-05 0.00E+00 4.76E-07 371031 3754640 0.00E+00 2.13E-06 0.00E+00 1.50E-08 0.00E+00 2.88E-10
371051 3754640 0.00E+00 3.50E-03 0.00E+00 1.97E-05 0.00E+00 4.83E-07 371051 3754640 0.00E+00 2.12E-06 0.00E+00 1.19E-08 0.00E+00 2.92E-10
371071 3754640 0.00E+00 3.45E-03 0.00E+00 1.62E-05 0.00E+00 4.79E-07 371071 3754640 0.00E+00 2.09E-06 0.00E+00 9.78E-09 0.00E+00 2.90E-10
371091 3754640 0.00E+00 3.45E-03 0.00E+00 1.36E-05 0.00E+00 4.99E-07 371091 3754640 0.00E+00 2.09E-06 0.00E+00 8.25E-09 0.00E+00 3.02E-10
371111 3754640 0.00E+00 3.39E-03 0.00E+00 1.17E-05 0.00E+00 5.09E-07 371111 3754640 0.00E+00 2.05E-06 0.00E+00 7.07E-09 0.00E+00 3.08E-10
371131 3754640 0.00E+00 3.30E-03 0.00E+00 1.03E-05 0.00E+00 5.12E-07 371131 3754640 0.00E+00 2.00E-06 0.00E+00 6.22E-09 0.00E+00 3.10E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371151 3754640 0.00E+00 3.22E-03 0.00E+00 9.13E-06 0.00E+00 5.14E-07 371151 3754640 0.00E+00 1.95E-06 0.00E+00 5.52E-09 0.00E+00 3.11E-10
371171 3754640 0.00E+00 3.13E-03 0.00E+00 8.19E-06 0.00E+00 5.15E-07 371171 3754640 0.00E+00 1.89E-06 0.00E+00 4.96E-09 0.00E+00 3.12E-10
371191 3754640 0.00E+00 3.04E-03 0.00E+00 7.41E-06 0.00E+00 5.16E-07 371191 3754640 0.00E+00 1.84E-06 0.00E+00 4.48E-09 0.00E+00 3.12E-10
371211 3754640 0.00E+00 2.95E-03 0.00E+00 6.76E-06 0.00E+00 5.16E-07 371211 3754640 0.00E+00 1.79E-06 0.00E+00 4.09E-09 0.00E+00 3.12E-10
371231 3754640 0.00E+00 2.87E-03 0.00E+00 6.20E-06 0.00E+00 5.16E-07 371231 3754640 0.00E+00 1.74E-06 0.00E+00 3.75E-09 0.00E+00 3.12E-10
371251 3754640 0.00E+00 2.81E-03 0.00E+00 5.72E-06 0.00E+00 5.15E-07 371251 3754640 0.00E+00 1.70E-06 0.00E+00 3.46E-09 0.00E+00 3.12E-10
371271 3754640 0.00E+00 2.75E-03 0.00E+00 5.30E-06 0.00E+00 5.14E-07 371271 3754640 0.00E+00 1.67E-06 0.00E+00 3.21E-09 0.00E+00 3.11E-10
371291 3754640 0.00E+00 2.71E-03 0.00E+00 4.93E-06 0.00E+00 5.12E-07 371291 3754640 0.00E+00 1.64E-06 0.00E+00 2.99E-09 0.00E+00 3.10E-10
371311 3754640 0.00E+00 2.68E-03 0.00E+00 4.61E-06 0.00E+00 5.09E-07 371311 3754640 0.00E+00 1.62E-06 0.00E+00 2.79E-09 0.00E+00 3.08E-10
371331 3754640 0.00E+00 2.66E-03 0.00E+00 4.32E-06 0.00E+00 5.06E-07 371331 3754640 0.00E+00 1.61E-06 0.00E+00 2.61E-09 0.00E+00 3.06E-10
371351 3754640 0.00E+00 2.65E-03 0.00E+00 4.06E-06 0.00E+00 5.03E-07 371351 3754640 0.00E+00 1.60E-06 0.00E+00 2.46E-09 0.00E+00 3.04E-10
371371 3754640 0.00E+00 2.65E-03 0.00E+00 3.82E-06 0.00E+00 4.99E-07 371371 3754640 0.00E+00 1.60E-06 0.00E+00 2.31E-09 0.00E+00 3.02E-10
371391 3754640 0.00E+00 2.67E-03 0.00E+00 3.61E-06 0.00E+00 4.94E-07 371391 3754640 0.00E+00 1.62E-06 0.00E+00 2.19E-09 0.00E+00 2.99E-10
371411 3754640 0.00E+00 2.70E-03 0.00E+00 3.42E-06 0.00E+00 4.90E-07 371411 3754640 0.00E+00 1.63E-06 0.00E+00 2.07E-09 0.00E+00 2.96E-10
371431 3754640 0.00E+00 2.74E-03 0.00E+00 3.25E-06 0.00E+00 4.84E-07 371431 3754640 0.00E+00 1.66E-06 0.00E+00 1.96E-09 0.00E+00 2.93E-10
371451 3754640 0.00E+00 2.80E-03 0.00E+00 3.09E-06 0.00E+00 4.79E-07 371451 3754640 0.00E+00 1.70E-06 0.00E+00 1.87E-09 0.00E+00 2.90E-10
371471 3754640 0.00E+00 2.87E-03 0.00E+00 2.94E-06 0.00E+00 4.73E-07 371471 3754640 0.00E+00 1.74E-06 0.00E+00 1.78E-09 0.00E+00 2.86E-10
371491 3754640 0.00E+00 2.96E-03 0.00E+00 2.80E-06 0.00E+00 4.67E-07 371491 3754640 0.00E+00 1.79E-06 0.00E+00 1.70E-09 0.00E+00 2.83E-10
371511 3754640 0.00E+00 3.05E-03 0.00E+00 2.68E-06 0.00E+00 4.61E-07 371511 3754640 0.00E+00 1.85E-06 0.00E+00 1.62E-09 0.00E+00 2.79E-10
371531 3754640 0.00E+00 3.15E-03 0.00E+00 2.56E-06 0.00E+00 4.55E-07 371531 3754640 0.00E+00 1.91E-06 0.00E+00 1.55E-09 0.00E+00 2.75E-10
371551 3754640 0.00E+00 3.25E-03 0.00E+00 2.46E-06 0.00E+00 4.49E-07 371551 3754640 0.00E+00 1.97E-06 0.00E+00 1.49E-09 0.00E+00 2.71E-10
371571 3754640 0.00E+00 3.36E-03 0.00E+00 2.36E-06 0.00E+00 4.43E-07 371571 3754640 0.00E+00 2.03E-06 0.00E+00 1.43E-09 0.00E+00 2.68E-10
371591 3754640 0.00E+00 3.47E-03 0.00E+00 2.26E-06 0.00E+00 4.37E-07 371591 3754640 0.00E+00 2.10E-06 0.00E+00 1.37E-09 0.00E+00 2.64E-10
371611 3754640 0.00E+00 3.57E-03 0.00E+00 2.18E-06 0.00E+00 4.31E-07 371611 3754640 0.00E+00 2.16E-06 0.00E+00 1.32E-09 0.00E+00 2.61E-10
371631 3754640 0.00E+00 3.67E-03 0.00E+00 2.10E-06 0.00E+00 4.26E-07 371631 3754640 0.00E+00 2.22E-06 0.00E+00 1.27E-09 0.00E+00 2.58E-10
371651 3754640 0.00E+00 3.76E-03 0.00E+00 2.02E-06 0.00E+00 4.21E-07 371651 3754640 0.00E+00 2.28E-06 0.00E+00 1.22E-09 0.00E+00 2.55E-10
371671 3754640 0.00E+00 3.85E-03 0.00E+00 1.95E-06 0.00E+00 4.17E-07 371671 3754640 0.00E+00 2.33E-06 0.00E+00 1.18E-09 0.00E+00 2.52E-10
371691 3754640 0.00E+00 3.93E-03 0.00E+00 1.89E-06 0.00E+00 4.13E-07 371691 3754640 0.00E+00 2.38E-06 0.00E+00 1.14E-09 0.00E+00 2.50E-10
371711 3754640 0.00E+00 3.99E-03 0.00E+00 1.83E-06 0.00E+00 4.10E-07 371711 3754640 0.00E+00 2.42E-06 0.00E+00 1.11E-09 0.00E+00 2.48E-10
371731 3754640 0.00E+00 4.05E-03 0.00E+00 1.77E-06 0.00E+00 4.08E-07 371731 3754640 0.00E+00 2.45E-06 0.00E+00 1.07E-09 0.00E+00 2.47E-10
371751 3754640 0.00E+00 4.10E-03 0.00E+00 1.71E-06 0.00E+00 4.06E-07 371751 3754640 0.00E+00 2.48E-06 0.00E+00 1.04E-09 0.00E+00 2.46E-10
371771 3754640 0.00E+00 4.14E-03 0.00E+00 1.66E-06 0.00E+00 4.05E-07 371771 3754640 0.00E+00 2.50E-06 0.00E+00 1.01E-09 0.00E+00 2.45E-10
371791 3754640 0.00E+00 4.17E-03 0.00E+00 1.62E-06 0.00E+00 4.05E-07 371791 3754640 0.00E+00 2.52E-06 0.00E+00 9.78E-10 0.00E+00 2.45E-10
371811 3754640 0.00E+00 4.19E-03 0.00E+00 1.57E-06 0.00E+00 4.06E-07 371811 3754640 0.00E+00 2.53E-06 0.00E+00 9.50E-10 0.00E+00 2.45E-10
371831 3754640 0.00E+00 4.20E-03 0.00E+00 1.53E-06 0.00E+00 4.07E-07 371831 3754640 0.00E+00 2.54E-06 0.00E+00 9.25E-10 0.00E+00 2.46E-10
370571 3754660 0.00E+00 1.99E-03 0.00E+00 1.70E-06 0.00E+00 2.66E-07 370571 3754660 0.00E+00 1.21E-06 0.00E+00 1.03E-09 0.00E+00 1.61E-10
370591 3754660 0.00E+00 2.05E-03 0.00E+00 1.84E-06 0.00E+00 2.73E-07 370591 3754660 0.00E+00 1.24E-06 0.00E+00 1.11E-09 0.00E+00 1.65E-10
370611 3754660 0.00E+00 2.10E-03 0.00E+00 2.00E-06 0.00E+00 2.80E-07 370611 3754660 0.00E+00 1.27E-06 0.00E+00 1.21E-09 0.00E+00 1.69E-10
370631 3754660 0.00E+00 2.16E-03 0.00E+00 2.17E-06 0.00E+00 2.87E-07 370631 3754660 0.00E+00 1.31E-06 0.00E+00 1.32E-09 0.00E+00 1.74E-10
370651 3754660 0.00E+00 2.21E-03 0.00E+00 2.38E-06 0.00E+00 2.93E-07 370651 3754660 0.00E+00 1.34E-06 0.00E+00 1.44E-09 0.00E+00 1.77E-10
370671 3754660 0.00E+00 2.27E-03 0.00E+00 2.62E-06 0.00E+00 2.97E-07 370671 3754660 0.00E+00 1.37E-06 0.00E+00 1.58E-09 0.00E+00 1.80E-10
370691 3754660 0.00E+00 2.33E-03 0.00E+00 2.90E-06 0.00E+00 3.03E-07 370691 3754660 0.00E+00 1.41E-06 0.00E+00 1.76E-09 0.00E+00 1.83E-10
370711 3754660 0.00E+00 2.38E-03 0.00E+00 3.21E-06 0.00E+00 3.07E-07 370711 3754660 0.00E+00 1.44E-06 0.00E+00 1.94E-09 0.00E+00 1.86E-10
370731 3754660 0.00E+00 2.43E-03 0.00E+00 3.61E-06 0.00E+00 3.13E-07 370731 3754660 0.00E+00 1.47E-06 0.00E+00 2.18E-09 0.00E+00 1.89E-10
370751 3754660 0.00E+00 2.41E-03 0.00E+00 4.06E-06 0.00E+00 3.16E-07 370751 3754660 0.00E+00 1.46E-06 0.00E+00 2.46E-09 0.00E+00 1.91E-10
370771 3754660 0.00E+00 2.47E-03 0.00E+00 4.70E-06 0.00E+00 3.23E-07 370771 3754660 0.00E+00 1.50E-06 0.00E+00 2.85E-09 0.00E+00 1.96E-10
370791 3754660 0.00E+00 2.54E-03 0.00E+00 5.56E-06 0.00E+00 3.31E-07 370791 3754660 0.00E+00 1.54E-06 0.00E+00 3.36E-09 0.00E+00 2.00E-10
370811 3754660 0.00E+00 2.60E-03 0.00E+00 6.66E-06 0.00E+00 3.37E-07 370811 3754660 0.00E+00 1.58E-06 0.00E+00 4.03E-09 0.00E+00 2.04E-10
370831 3754660 0.00E+00 2.66E-03 0.00E+00 8.20E-06 0.00E+00 3.44E-07 370831 3754660 0.00E+00 1.61E-06 0.00E+00 4.96E-09 0.00E+00 2.08E-10
370851 3754660 0.00E+00 2.86E-03 0.00E+00 1.11E-05 0.00E+00 3.64E-07 370851 3754660 0.00E+00 1.73E-06 0.00E+00 6.71E-09 0.00E+00 2.21E-10
370871 3754660 0.00E+00 2.92E-03 0.00E+00 1.50E-05 0.00E+00 3.73E-07 370871 3754660 0.00E+00 1.77E-06 0.00E+00 9.06E-09 0.00E+00 2.26E-10
370891 3754660 0.00E+00 2.98E-03 0.00E+00 2.17E-05 0.00E+00 3.83E-07 370891 3754660 0.00E+00 1.80E-06 0.00E+00 1.32E-08 0.00E+00 2.32E-10
370911 3754660 0.00E+00 3.03E-03 0.00E+00 3.56E-05 0.00E+00 3.92E-07 370911 3754660 0.00E+00 1.83E-06 0.00E+00 2.15E-08 0.00E+00 2.37E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370931 3754660 0.00E+00 3.07E-03 0.00E+00 7.07E-05 0.00E+00 4.03E-07 370931 3754660 0.00E+00 1.86E-06 0.00E+00 4.28E-08 0.00E+00 2.44E-10
370951 3754660 0.00E+00 3.10E-03 0.00E+00 5.38E-05 0.00E+00 4.04E-07 370951 3754660 0.00E+00 1.88E-06 0.00E+00 3.25E-08 0.00E+00 2.44E-10
370971 3754660 0.00E+00 3.12E-03 0.00E+00 7.63E-05 0.00E+00 4.12E-07 370971 3754660 0.00E+00 1.89E-06 0.00E+00 4.62E-08 0.00E+00 2.49E-10
370991 3754660 0.00E+00 3.14E-03 0.00E+00 4.72E-05 0.00E+00 4.25E-07 370991 3754660 0.00E+00 1.90E-06 0.00E+00 2.86E-08 0.00E+00 2.57E-10
371011 3754660 0.00E+00 3.13E-03 0.00E+00 3.29E-05 0.00E+00 4.29E-07 371011 3754660 0.00E+00 1.90E-06 0.00E+00 1.99E-08 0.00E+00 2.60E-10
371031 3754660 0.00E+00 3.12E-03 0.00E+00 2.47E-05 0.00E+00 4.37E-07 371031 3754660 0.00E+00 1.89E-06 0.00E+00 1.50E-08 0.00E+00 2.64E-10
371051 3754660 0.00E+00 3.09E-03 0.00E+00 1.96E-05 0.00E+00 4.41E-07 371051 3754660 0.00E+00 1.87E-06 0.00E+00 1.18E-08 0.00E+00 2.67E-10
371071 3754660 0.00E+00 3.04E-03 0.00E+00 1.60E-05 0.00E+00 4.41E-07 371071 3754660 0.00E+00 1.84E-06 0.00E+00 9.70E-09 0.00E+00 2.67E-10
371091 3754660 0.00E+00 3.04E-03 0.00E+00 1.35E-05 0.00E+00 4.62E-07 371091 3754660 0.00E+00 1.84E-06 0.00E+00 8.18E-09 0.00E+00 2.80E-10
371111 3754660 0.00E+00 2.98E-03 0.00E+00 1.15E-05 0.00E+00 4.72E-07 371111 3754660 0.00E+00 1.80E-06 0.00E+00 6.96E-09 0.00E+00 2.85E-10
371131 3754660 0.00E+00 2.91E-03 0.00E+00 1.01E-05 0.00E+00 4.74E-07 371131 3754660 0.00E+00 1.76E-06 0.00E+00 6.12E-09 0.00E+00 2.87E-10
371151 3754660 0.00E+00 2.83E-03 0.00E+00 9.01E-06 0.00E+00 4.75E-07 371151 3754660 0.00E+00 1.71E-06 0.00E+00 5.45E-09 0.00E+00 2.88E-10
371171 3754660 0.00E+00 2.75E-03 0.00E+00 8.09E-06 0.00E+00 4.76E-07 371171 3754660 0.00E+00 1.67E-06 0.00E+00 4.89E-09 0.00E+00 2.88E-10
371191 3754660 0.00E+00 2.68E-03 0.00E+00 7.32E-06 0.00E+00 4.77E-07 371191 3754660 0.00E+00 1.62E-06 0.00E+00 4.43E-09 0.00E+00 2.89E-10
371211 3754660 0.00E+00 2.61E-03 0.00E+00 6.68E-06 0.00E+00 4.77E-07 371211 3754660 0.00E+00 1.58E-06 0.00E+00 4.04E-09 0.00E+00 2.89E-10
371231 3754660 0.00E+00 2.54E-03 0.00E+00 6.13E-06 0.00E+00 4.76E-07 371231 3754660 0.00E+00 1.54E-06 0.00E+00 3.71E-09 0.00E+00 2.88E-10
371251 3754660 0.00E+00 2.49E-03 0.00E+00 5.65E-06 0.00E+00 4.76E-07 371251 3754660 0.00E+00 1.50E-06 0.00E+00 3.42E-09 0.00E+00 2.88E-10
371271 3754660 0.00E+00 2.44E-03 0.00E+00 5.23E-06 0.00E+00 4.74E-07 371271 3754660 0.00E+00 1.48E-06 0.00E+00 3.16E-09 0.00E+00 2.87E-10
371291 3754660 0.00E+00 2.40E-03 0.00E+00 4.87E-06 0.00E+00 4.72E-07 371291 3754660 0.00E+00 1.45E-06 0.00E+00 2.94E-09 0.00E+00 2.86E-10
371311 3754660 0.00E+00 2.37E-03 0.00E+00 4.54E-06 0.00E+00 4.70E-07 371311 3754660 0.00E+00 1.43E-06 0.00E+00 2.75E-09 0.00E+00 2.85E-10
371331 3754660 0.00E+00 2.35E-03 0.00E+00 4.26E-06 0.00E+00 4.68E-07 371331 3754660 0.00E+00 1.42E-06 0.00E+00 2.58E-09 0.00E+00 2.83E-10
371351 3754660 0.00E+00 2.34E-03 0.00E+00 4.00E-06 0.00E+00 4.65E-07 371351 3754660 0.00E+00 1.42E-06 0.00E+00 2.42E-09 0.00E+00 2.81E-10
371371 3754660 0.00E+00 2.34E-03 0.00E+00 3.77E-06 0.00E+00 4.61E-07 371371 3754660 0.00E+00 1.41E-06 0.00E+00 2.28E-09 0.00E+00 2.79E-10
371391 3754660 0.00E+00 2.35E-03 0.00E+00 3.56E-06 0.00E+00 4.57E-07 371391 3754660 0.00E+00 1.42E-06 0.00E+00 2.15E-09 0.00E+00 2.77E-10
371411 3754660 0.00E+00 2.36E-03 0.00E+00 3.37E-06 0.00E+00 4.53E-07 371411 3754660 0.00E+00 1.43E-06 0.00E+00 2.04E-09 0.00E+00 2.74E-10
371431 3754660 0.00E+00 2.39E-03 0.00E+00 3.19E-06 0.00E+00 4.49E-07 371431 3754660 0.00E+00 1.45E-06 0.00E+00 1.93E-09 0.00E+00 2.71E-10
371451 3754660 0.00E+00 2.43E-03 0.00E+00 3.04E-06 0.00E+00 4.44E-07 371451 3754660 0.00E+00 1.47E-06 0.00E+00 1.84E-09 0.00E+00 2.69E-10
371471 3754660 0.00E+00 2.48E-03 0.00E+00 2.89E-06 0.00E+00 4.39E-07 371471 3754660 0.00E+00 1.50E-06 0.00E+00 1.75E-09 0.00E+00 2.65E-10
371491 3754660 0.00E+00 2.54E-03 0.00E+00 2.76E-06 0.00E+00 4.33E-07 371491 3754660 0.00E+00 1.54E-06 0.00E+00 1.67E-09 0.00E+00 2.62E-10
371511 3754660 0.00E+00 2.61E-03 0.00E+00 2.63E-06 0.00E+00 4.28E-07 371511 3754660 0.00E+00 1.58E-06 0.00E+00 1.59E-09 0.00E+00 2.59E-10
371531 3754660 0.00E+00 2.69E-03 0.00E+00 2.52E-06 0.00E+00 4.22E-07 371531 3754660 0.00E+00 1.63E-06 0.00E+00 1.53E-09 0.00E+00 2.56E-10
371551 3754660 0.00E+00 2.77E-03 0.00E+00 2.42E-06 0.00E+00 4.17E-07 371551 3754660 0.00E+00 1.68E-06 0.00E+00 1.46E-09 0.00E+00 2.52E-10
371571 3754660 0.00E+00 2.85E-03 0.00E+00 2.32E-06 0.00E+00 4.11E-07 371571 3754660 0.00E+00 1.73E-06 0.00E+00 1.40E-09 0.00E+00 2.49E-10
371591 3754660 0.00E+00 2.94E-03 0.00E+00 2.23E-06 0.00E+00 4.06E-07 371591 3754660 0.00E+00 1.78E-06 0.00E+00 1.35E-09 0.00E+00 2.46E-10
371611 3754660 0.00E+00 3.03E-03 0.00E+00 2.14E-06 0.00E+00 4.01E-07 371611 3754660 0.00E+00 1.84E-06 0.00E+00 1.30E-09 0.00E+00 2.42E-10
371631 3754660 0.00E+00 3.12E-03 0.00E+00 2.06E-06 0.00E+00 3.96E-07 371631 3754660 0.00E+00 1.89E-06 0.00E+00 1.25E-09 0.00E+00 2.39E-10
371651 3754660 0.00E+00 3.21E-03 0.00E+00 1.99E-06 0.00E+00 3.91E-07 371651 3754660 0.00E+00 1.94E-06 0.00E+00 1.20E-09 0.00E+00 2.37E-10
371671 3754660 0.00E+00 3.29E-03 0.00E+00 1.92E-06 0.00E+00 3.87E-07 371671 3754660 0.00E+00 1.99E-06 0.00E+00 1.16E-09 0.00E+00 2.34E-10
371691 3754660 0.00E+00 3.36E-03 0.00E+00 1.85E-06 0.00E+00 3.83E-07 371691 3754660 0.00E+00 2.04E-06 0.00E+00 1.12E-09 0.00E+00 2.32E-10
371711 3754660 0.00E+00 3.43E-03 0.00E+00 1.79E-06 0.00E+00 3.80E-07 371711 3754660 0.00E+00 2.08E-06 0.00E+00 1.08E-09 0.00E+00 2.30E-10
371731 3754660 0.00E+00 3.50E-03 0.00E+00 1.74E-06 0.00E+00 3.77E-07 371731 3754660 0.00E+00 2.12E-06 0.00E+00 1.05E-09 0.00E+00 2.28E-10
371751 3754660 0.00E+00 3.55E-03 0.00E+00 1.68E-06 0.00E+00 3.75E-07 371751 3754660 0.00E+00 2.15E-06 0.00E+00 1.02E-09 0.00E+00 2.27E-10
371771 3754660 0.00E+00 3.60E-03 0.00E+00 1.63E-06 0.00E+00 3.74E-07 371771 3754660 0.00E+00 2.18E-06 0.00E+00 9.87E-10 0.00E+00 2.26E-10
371791 3754660 0.00E+00 3.64E-03 0.00E+00 1.58E-06 0.00E+00 3.73E-07 371791 3754660 0.00E+00 2.20E-06 0.00E+00 9.58E-10 0.00E+00 2.25E-10
371811 3754660 0.00E+00 3.67E-03 0.00E+00 1.54E-06 0.00E+00 3.72E-07 371811 3754660 0.00E+00 2.22E-06 0.00E+00 9.31E-10 0.00E+00 2.25E-10
371831 3754660 0.00E+00 3.70E-03 0.00E+00 1.50E-06 0.00E+00 3.73E-07 371831 3754660 0.00E+00 2.24E-06 0.00E+00 9.06E-10 0.00E+00 2.25E-10
370571 3754680 0.00E+00 1.89E-03 0.00E+00 1.65E-06 0.00E+00 2.58E-07 370571 3754680 0.00E+00 1.14E-06 0.00E+00 1.00E-09 0.00E+00 1.56E-10
370591 3754680 0.00E+00 1.94E-03 0.00E+00 1.79E-06 0.00E+00 2.64E-07 370591 3754680 0.00E+00 1.17E-06 0.00E+00 1.08E-09 0.00E+00 1.60E-10
370611 3754680 0.00E+00 1.99E-03 0.00E+00 1.94E-06 0.00E+00 2.70E-07 370611 3754680 0.00E+00 1.20E-06 0.00E+00 1.17E-09 0.00E+00 1.63E-10
370631 3754680 0.00E+00 2.03E-03 0.00E+00 2.11E-06 0.00E+00 2.77E-07 370631 3754680 0.00E+00 1.23E-06 0.00E+00 1.27E-09 0.00E+00 1.67E-10
370651 3754680 0.00E+00 2.08E-03 0.00E+00 2.30E-06 0.00E+00 2.82E-07 370651 3754680 0.00E+00 1.26E-06 0.00E+00 1.39E-09 0.00E+00 1.71E-10
370671 3754680 0.00E+00 2.13E-03 0.00E+00 2.53E-06 0.00E+00 2.84E-07 370671 3754680 0.00E+00 1.29E-06 0.00E+00 1.53E-09 0.00E+00 1.72E-10
370691 3754680 0.00E+00 2.18E-03 0.00E+00 2.80E-06 0.00E+00 2.90E-07 370691 3754680 0.00E+00 1.32E-06 0.00E+00 1.70E-09 0.00E+00 1.76E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370711 3754680 0.00E+00 2.22E-03 0.00E+00 3.11E-06 0.00E+00 2.94E-07 370711 3754680 0.00E+00 1.35E-06 0.00E+00 1.88E-09 0.00E+00 1.78E-10
370731 3754680 0.00E+00 2.27E-03 0.00E+00 3.48E-06 0.00E+00 2.98E-07 370731 3754680 0.00E+00 1.37E-06 0.00E+00 2.10E-09 0.00E+00 1.80E-10
370751 3754680 0.00E+00 2.25E-03 0.00E+00 3.93E-06 0.00E+00 3.01E-07 370751 3754680 0.00E+00 1.36E-06 0.00E+00 2.38E-09 0.00E+00 1.82E-10
370771 3754680 0.00E+00 2.30E-03 0.00E+00 4.54E-06 0.00E+00 3.07E-07 370771 3754680 0.00E+00 1.39E-06 0.00E+00 2.75E-09 0.00E+00 1.86E-10
370791 3754680 0.00E+00 2.35E-03 0.00E+00 5.34E-06 0.00E+00 3.13E-07 370791 3754680 0.00E+00 1.42E-06 0.00E+00 3.23E-09 0.00E+00 1.89E-10
370811 3754680 0.00E+00 2.39E-03 0.00E+00 6.36E-06 0.00E+00 3.17E-07 370811 3754680 0.00E+00 1.45E-06 0.00E+00 3.85E-09 0.00E+00 1.92E-10
370831 3754680 0.00E+00 2.44E-03 0.00E+00 7.85E-06 0.00E+00 3.22E-07 370831 3754680 0.00E+00 1.48E-06 0.00E+00 4.75E-09 0.00E+00 1.95E-10
370851 3754680 0.00E+00 2.61E-03 0.00E+00 1.07E-05 0.00E+00 3.41E-07 370851 3754680 0.00E+00 1.58E-06 0.00E+00 6.44E-09 0.00E+00 2.07E-10
370871 3754680 0.00E+00 2.66E-03 0.00E+00 1.45E-05 0.00E+00 3.49E-07 370871 3754680 0.00E+00 1.61E-06 0.00E+00 8.76E-09 0.00E+00 2.11E-10
370891 3754680 0.00E+00 2.70E-03 0.00E+00 2.12E-05 0.00E+00 3.56E-07 370891 3754680 0.00E+00 1.64E-06 0.00E+00 1.28E-08 0.00E+00 2.15E-10
370911 3754680 0.00E+00 2.74E-03 0.00E+00 3.50E-05 0.00E+00 3.62E-07 370911 3754680 0.00E+00 1.66E-06 0.00E+00 2.12E-08 0.00E+00 2.19E-10
370931 3754680 0.00E+00 2.78E-03 0.00E+00 6.98E-05 0.00E+00 3.76E-07 370931 3754680 0.00E+00 1.68E-06 0.00E+00 4.23E-08 0.00E+00 2.27E-10
370951 3754680 0.00E+00 2.79E-03 0.00E+00 4.42E-05 0.00E+00 3.74E-07 370951 3754680 0.00E+00 1.69E-06 0.00E+00 2.67E-08 0.00E+00 2.26E-10
370971 3754680 0.00E+00 2.80E-03 0.00E+00 7.57E-05 0.00E+00 3.84E-07 370971 3754680 0.00E+00 1.70E-06 0.00E+00 4.58E-08 0.00E+00 2.32E-10
370991 3754680 0.00E+00 2.81E-03 0.00E+00 4.70E-05 0.00E+00 3.94E-07 370991 3754680 0.00E+00 1.70E-06 0.00E+00 2.84E-08 0.00E+00 2.38E-10
371011 3754680 0.00E+00 2.80E-03 0.00E+00 3.26E-05 0.00E+00 3.98E-07 371011 3754680 0.00E+00 1.69E-06 0.00E+00 1.97E-08 0.00E+00 2.41E-10
371031 3754680 0.00E+00 2.78E-03 0.00E+00 2.45E-05 0.00E+00 4.07E-07 371031 3754680 0.00E+00 1.68E-06 0.00E+00 1.48E-08 0.00E+00 2.46E-10
371051 3754680 0.00E+00 2.74E-03 0.00E+00 1.94E-05 0.00E+00 4.10E-07 371051 3754680 0.00E+00 1.66E-06 0.00E+00 1.17E-08 0.00E+00 2.48E-10
371071 3754680 0.00E+00 2.70E-03 0.00E+00 1.59E-05 0.00E+00 4.17E-07 371071 3754680 0.00E+00 1.63E-06 0.00E+00 9.60E-09 0.00E+00 2.52E-10
371091 3754680 0.00E+00 2.69E-03 0.00E+00 1.34E-05 0.00E+00 4.29E-07 371091 3754680 0.00E+00 1.63E-06 0.00E+00 8.09E-09 0.00E+00 2.60E-10
371111 3754680 0.00E+00 2.64E-03 0.00E+00 1.14E-05 0.00E+00 4.38E-07 371111 3754680 0.00E+00 1.60E-06 0.00E+00 6.91E-09 0.00E+00 2.65E-10
371131 3754680 0.00E+00 2.58E-03 0.00E+00 1.00E-05 0.00E+00 4.39E-07 371131 3754680 0.00E+00 1.56E-06 0.00E+00 6.07E-09 0.00E+00 2.66E-10
371151 3754680 0.00E+00 2.51E-03 0.00E+00 8.91E-06 0.00E+00 4.41E-07 371151 3754680 0.00E+00 1.52E-06 0.00E+00 5.39E-09 0.00E+00 2.67E-10
371171 3754680 0.00E+00 2.44E-03 0.00E+00 7.98E-06 0.00E+00 4.41E-07 371171 3754680 0.00E+00 1.48E-06 0.00E+00 4.83E-09 0.00E+00 2.67E-10
371191 3754680 0.00E+00 2.38E-03 0.00E+00 7.22E-06 0.00E+00 4.42E-07 371191 3754680 0.00E+00 1.44E-06 0.00E+00 4.37E-09 0.00E+00 2.67E-10
371211 3754680 0.00E+00 2.32E-03 0.00E+00 6.58E-06 0.00E+00 4.42E-07 371211 3754680 0.00E+00 1.40E-06 0.00E+00 3.98E-09 0.00E+00 2.67E-10
371231 3754680 0.00E+00 2.26E-03 0.00E+00 6.03E-06 0.00E+00 4.41E-07 371231 3754680 0.00E+00 1.37E-06 0.00E+00 3.65E-09 0.00E+00 2.67E-10
371251 3754680 0.00E+00 2.22E-03 0.00E+00 5.56E-06 0.00E+00 4.41E-07 371251 3754680 0.00E+00 1.34E-06 0.00E+00 3.36E-09 0.00E+00 2.67E-10
371271 3754680 0.00E+00 2.18E-03 0.00E+00 5.14E-06 0.00E+00 4.39E-07 371271 3754680 0.00E+00 1.32E-06 0.00E+00 3.11E-09 0.00E+00 2.66E-10
371291 3754680 0.00E+00 2.14E-03 0.00E+00 4.78E-06 0.00E+00 4.38E-07 371291 3754680 0.00E+00 1.30E-06 0.00E+00 2.90E-09 0.00E+00 2.65E-10
371311 3754680 0.00E+00 2.11E-03 0.00E+00 4.47E-06 0.00E+00 4.36E-07 371311 3754680 0.00E+00 1.28E-06 0.00E+00 2.70E-09 0.00E+00 2.64E-10
371331 3754680 0.00E+00 2.10E-03 0.00E+00 4.18E-06 0.00E+00 4.33E-07 371331 3754680 0.00E+00 1.27E-06 0.00E+00 2.53E-09 0.00E+00 2.62E-10
371351 3754680 0.00E+00 2.08E-03 0.00E+00 3.93E-06 0.00E+00 4.31E-07 371351 3754680 0.00E+00 1.26E-06 0.00E+00 2.38E-09 0.00E+00 2.61E-10
371371 3754680 0.00E+00 2.08E-03 0.00E+00 3.70E-06 0.00E+00 4.28E-07 371371 3754680 0.00E+00 1.26E-06 0.00E+00 2.24E-09 0.00E+00 2.59E-10
371391 3754680 0.00E+00 2.08E-03 0.00E+00 3.49E-06 0.00E+00 4.24E-07 371391 3754680 0.00E+00 1.26E-06 0.00E+00 2.11E-09 0.00E+00 2.57E-10
371411 3754680 0.00E+00 2.09E-03 0.00E+00 3.31E-06 0.00E+00 4.21E-07 371411 3754680 0.00E+00 1.26E-06 0.00E+00 2.00E-09 0.00E+00 2.55E-10
371431 3754680 0.00E+00 2.11E-03 0.00E+00 3.14E-06 0.00E+00 4.17E-07 371431 3754680 0.00E+00 1.28E-06 0.00E+00 1.90E-09 0.00E+00 2.52E-10
371451 3754680 0.00E+00 2.13E-03 0.00E+00 2.98E-06 0.00E+00 4.13E-07 371451 3754680 0.00E+00 1.29E-06 0.00E+00 1.80E-09 0.00E+00 2.50E-10
371471 3754680 0.00E+00 2.17E-03 0.00E+00 2.84E-06 0.00E+00 4.08E-07 371471 3754680 0.00E+00 1.31E-06 0.00E+00 1.72E-09 0.00E+00 2.47E-10
371491 3754680 0.00E+00 2.21E-03 0.00E+00 2.71E-06 0.00E+00 4.03E-07 371491 3754680 0.00E+00 1.34E-06 0.00E+00 1.64E-09 0.00E+00 2.44E-10
371511 3754680 0.00E+00 2.26E-03 0.00E+00 2.59E-06 0.00E+00 3.98E-07 371511 3754680 0.00E+00 1.37E-06 0.00E+00 1.56E-09 0.00E+00 2.41E-10
371531 3754680 0.00E+00 2.32E-03 0.00E+00 2.47E-06 0.00E+00 3.94E-07 371531 3754680 0.00E+00 1.40E-06 0.00E+00 1.50E-09 0.00E+00 2.38E-10
371551 3754680 0.00E+00 2.38E-03 0.00E+00 2.37E-06 0.00E+00 3.88E-07 371551 3754680 0.00E+00 1.44E-06 0.00E+00 1.43E-09 0.00E+00 2.35E-10
371571 3754680 0.00E+00 2.45E-03 0.00E+00 2.27E-06 0.00E+00 3.83E-07 371571 3754680 0.00E+00 1.48E-06 0.00E+00 1.38E-09 0.00E+00 2.32E-10
371591 3754680 0.00E+00 2.52E-03 0.00E+00 2.18E-06 0.00E+00 3.78E-07 371591 3754680 0.00E+00 1.53E-06 0.00E+00 1.32E-09 0.00E+00 2.29E-10
371611 3754680 0.00E+00 2.60E-03 0.00E+00 2.10E-06 0.00E+00 3.74E-07 371611 3754680 0.00E+00 1.57E-06 0.00E+00 1.27E-09 0.00E+00 2.26E-10
371631 3754680 0.00E+00 2.67E-03 0.00E+00 2.02E-06 0.00E+00 3.69E-07 371631 3754680 0.00E+00 1.62E-06 0.00E+00 1.22E-09 0.00E+00 2.23E-10
371651 3754680 0.00E+00 2.75E-03 0.00E+00 1.95E-06 0.00E+00 3.64E-07 371651 3754680 0.00E+00 1.66E-06 0.00E+00 1.18E-09 0.00E+00 2.20E-10
371671 3754680 0.00E+00 2.82E-03 0.00E+00 1.88E-06 0.00E+00 3.60E-07 371671 3754680 0.00E+00 1.71E-06 0.00E+00 1.14E-09 0.00E+00 2.18E-10
371691 3754680 0.00E+00 2.89E-03 0.00E+00 1.82E-06 0.00E+00 3.56E-07 371691 3754680 0.00E+00 1.75E-06 0.00E+00 1.10E-09 0.00E+00 2.16E-10
371711 3754680 0.00E+00 2.96E-03 0.00E+00 1.76E-06 0.00E+00 3.53E-07 371711 3754680 0.00E+00 1.79E-06 0.00E+00 1.06E-09 0.00E+00 2.14E-10
371731 3754680 0.00E+00 3.02E-03 0.00E+00 1.70E-06 0.00E+00 3.50E-07 371731 3754680 0.00E+00 1.83E-06 0.00E+00 1.03E-09 0.00E+00 2.12E-10
371751 3754680 0.00E+00 3.08E-03 0.00E+00 1.65E-06 0.00E+00 3.48E-07 371751 3754680 0.00E+00 1.86E-06 0.00E+00 9.97E-10 0.00E+00 2.10E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371771 3754680 0.00E+00 3.13E-03 0.00E+00 1.60E-06 0.00E+00 3.46E-07 371771 3754680 0.00E+00 1.90E-06 0.00E+00 9.67E-10 0.00E+00 2.09E-10
371791 3754680 0.00E+00 3.18E-03 0.00E+00 1.55E-06 0.00E+00 3.45E-07 371791 3754680 0.00E+00 1.92E-06 0.00E+00 9.39E-10 0.00E+00 2.08E-10
371811 3754680 0.00E+00 3.22E-03 0.00E+00 1.51E-06 0.00E+00 3.44E-07 371811 3754680 0.00E+00 1.95E-06 0.00E+00 9.12E-10 0.00E+00 2.08E-10
371831 3754680 0.00E+00 3.25E-03 0.00E+00 1.47E-06 0.00E+00 3.43E-07 371831 3754680 0.00E+00 1.97E-06 0.00E+00 8.87E-10 0.00E+00 2.08E-10
370571 3754700 0.00E+00 1.78E-03 0.00E+00 1.60E-06 0.00E+00 2.50E-07 370571 3754700 0.00E+00 1.08E-06 0.00E+00 9.68E-10 0.00E+00 1.51E-10
370591 3754700 0.00E+00 1.83E-03 0.00E+00 1.73E-06 0.00E+00 2.56E-07 370591 3754700 0.00E+00 1.11E-06 0.00E+00 1.05E-09 0.00E+00 1.55E-10
370611 3754700 0.00E+00 1.88E-03 0.00E+00 1.87E-06 0.00E+00 2.62E-07 370611 3754700 0.00E+00 1.13E-06 0.00E+00 1.13E-09 0.00E+00 1.58E-10
370631 3754700 0.00E+00 1.92E-03 0.00E+00 2.04E-06 0.00E+00 2.68E-07 370631 3754700 0.00E+00 1.16E-06 0.00E+00 1.23E-09 0.00E+00 1.62E-10
370651 3754700 0.00E+00 1.97E-03 0.00E+00 2.23E-06 0.00E+00 2.75E-07 370651 3754700 0.00E+00 1.19E-06 0.00E+00 1.35E-09 0.00E+00 1.66E-10
370671 3754700 0.00E+00 2.00E-03 0.00E+00 2.44E-06 0.00E+00 2.80E-07 370671 3754700 0.00E+00 1.21E-06 0.00E+00 1.48E-09 0.00E+00 1.69E-10
370691 3754700 0.00E+00 2.05E-03 0.00E+00 2.70E-06 0.00E+00 2.82E-07 370691 3754700 0.00E+00 1.24E-06 0.00E+00 1.64E-09 0.00E+00 1.71E-10
370711 3754700 0.00E+00 2.09E-03 0.00E+00 3.01E-06 0.00E+00 2.83E-07 370711 3754700 0.00E+00 1.26E-06 0.00E+00 1.82E-09 0.00E+00 1.71E-10
370731 3754700 0.00E+00 2.12E-03 0.00E+00 3.36E-06 0.00E+00 2.86E-07 370731 3754700 0.00E+00 1.29E-06 0.00E+00 2.03E-09 0.00E+00 1.73E-10
370751 3754700 0.00E+00 2.10E-03 0.00E+00 3.78E-06 0.00E+00 2.88E-07 370751 3754700 0.00E+00 1.27E-06 0.00E+00 2.28E-09 0.00E+00 1.74E-10
370771 3754700 0.00E+00 2.14E-03 0.00E+00 4.34E-06 0.00E+00 2.92E-07 370771 3754700 0.00E+00 1.29E-06 0.00E+00 2.63E-09 0.00E+00 1.76E-10
370791 3754700 0.00E+00 2.17E-03 0.00E+00 5.09E-06 0.00E+00 2.96E-07 370791 3754700 0.00E+00 1.32E-06 0.00E+00 3.08E-09 0.00E+00 1.79E-10
370811 3754700 0.00E+00 2.20E-03 0.00E+00 6.04E-06 0.00E+00 2.99E-07 370811 3754700 0.00E+00 1.33E-06 0.00E+00 3.66E-09 0.00E+00 1.81E-10
370831 3754700 0.00E+00 2.25E-03 0.00E+00 7.47E-06 0.00E+00 3.04E-07 370831 3754700 0.00E+00 1.36E-06 0.00E+00 4.52E-09 0.00E+00 1.84E-10
370851 3754700 0.00E+00 2.38E-03 0.00E+00 1.01E-05 0.00E+00 3.19E-07 370851 3754700 0.00E+00 1.44E-06 0.00E+00 6.11E-09 0.00E+00 1.93E-10
370871 3754700 0.00E+00 2.43E-03 0.00E+00 1.39E-05 0.00E+00 3.27E-07 370871 3754700 0.00E+00 1.47E-06 0.00E+00 8.40E-09 0.00E+00 1.98E-10
370891 3754700 0.00E+00 2.46E-03 0.00E+00 2.04E-05 0.00E+00 3.32E-07 370891 3754700 0.00E+00 1.49E-06 0.00E+00 1.23E-08 0.00E+00 2.01E-10
370911 3754700 0.00E+00 2.48E-03 0.00E+00 3.40E-05 0.00E+00 3.38E-07 370911 3754700 0.00E+00 1.50E-06 0.00E+00 2.06E-08 0.00E+00 2.04E-10
370931 3754700 0.00E+00 2.52E-03 0.00E+00 6.96E-05 0.00E+00 3.53E-07 370931 3754700 0.00E+00 1.52E-06 0.00E+00 4.21E-08 0.00E+00 2.13E-10
370951 3754700 0.00E+00 2.52E-03 0.00E+00 2.99E-05 0.00E+00 3.51E-07 370951 3754700 0.00E+00 1.53E-06 0.00E+00 1.81E-08 0.00E+00 2.12E-10
370971 3754700 0.00E+00 2.51E-03 0.00E+00 7.48E-05 0.00E+00 3.49E-07 370971 3754700 0.00E+00 1.52E-06 0.00E+00 4.53E-08 0.00E+00 2.11E-10
370991 3754700 0.00E+00 2.51E-03 0.00E+00 4.64E-05 0.00E+00 3.53E-07 370991 3754700 0.00E+00 1.52E-06 0.00E+00 2.81E-08 0.00E+00 2.14E-10
371011 3754700 0.00E+00 2.51E-03 0.00E+00 3.21E-05 0.00E+00 3.81E-07 371011 3754700 0.00E+00 1.52E-06 0.00E+00 1.94E-08 0.00E+00 2.31E-10
371031 3754700 0.00E+00 2.52E-03 0.00E+00 2.32E-05 0.00E+00 3.94E-07 371031 3754700 0.00E+00 1.53E-06 0.00E+00 1.40E-08 0.00E+00 2.39E-10
371051 3754700 0.00E+00 2.49E-03 0.00E+00 1.86E-05 0.00E+00 3.98E-07 371051 3754700 0.00E+00 1.51E-06 0.00E+00 1.13E-08 0.00E+00 2.41E-10
371071 3754700 0.00E+00 2.45E-03 0.00E+00 1.54E-05 0.00E+00 4.01E-07 371071 3754700 0.00E+00 1.48E-06 0.00E+00 9.32E-09 0.00E+00 2.42E-10
371091 3754700 0.00E+00 2.40E-03 0.00E+00 1.31E-05 0.00E+00 4.03E-07 371091 3754700 0.00E+00 1.45E-06 0.00E+00 7.90E-09 0.00E+00 2.44E-10
371111 3754700 0.00E+00 2.35E-03 0.00E+00 1.13E-05 0.00E+00 4.06E-07 371111 3754700 0.00E+00 1.42E-06 0.00E+00 6.81E-09 0.00E+00 2.46E-10
371131 3754700 0.00E+00 2.30E-03 0.00E+00 9.86E-06 0.00E+00 4.08E-07 371131 3754700 0.00E+00 1.39E-06 0.00E+00 5.97E-09 0.00E+00 2.47E-10
371151 3754700 0.00E+00 2.24E-03 0.00E+00 8.74E-06 0.00E+00 4.10E-07 371151 3754700 0.00E+00 1.35E-06 0.00E+00 5.29E-09 0.00E+00 2.48E-10
371171 3754700 0.00E+00 2.18E-03 0.00E+00 7.83E-06 0.00E+00 4.10E-07 371171 3754700 0.00E+00 1.32E-06 0.00E+00 4.74E-09 0.00E+00 2.48E-10
371191 3754700 0.00E+00 2.13E-03 0.00E+00 7.08E-06 0.00E+00 4.11E-07 371191 3754700 0.00E+00 1.29E-06 0.00E+00 4.28E-09 0.00E+00 2.48E-10
371211 3754700 0.00E+00 2.07E-03 0.00E+00 6.45E-06 0.00E+00 4.10E-07 371211 3754700 0.00E+00 1.26E-06 0.00E+00 3.90E-09 0.00E+00 2.48E-10
371231 3754700 0.00E+00 2.03E-03 0.00E+00 5.91E-06 0.00E+00 4.10E-07 371231 3754700 0.00E+00 1.23E-06 0.00E+00 3.57E-09 0.00E+00 2.48E-10
371251 3754700 0.00E+00 1.99E-03 0.00E+00 5.44E-06 0.00E+00 4.09E-07 371251 3754700 0.00E+00 1.20E-06 0.00E+00 3.29E-09 0.00E+00 2.48E-10
371271 3754700 0.00E+00 1.95E-03 0.00E+00 5.03E-06 0.00E+00 4.08E-07 371271 3754700 0.00E+00 1.18E-06 0.00E+00 3.05E-09 0.00E+00 2.47E-10
371291 3754700 0.00E+00 1.92E-03 0.00E+00 4.68E-06 0.00E+00 4.07E-07 371291 3754700 0.00E+00 1.16E-06 0.00E+00 2.83E-09 0.00E+00 2.46E-10
371311 3754700 0.00E+00 1.90E-03 0.00E+00 4.37E-06 0.00E+00 4.05E-07 371311 3754700 0.00E+00 1.15E-06 0.00E+00 2.64E-09 0.00E+00 2.45E-10
371331 3754700 0.00E+00 1.88E-03 0.00E+00 4.09E-06 0.00E+00 4.03E-07 371331 3754700 0.00E+00 1.14E-06 0.00E+00 2.47E-09 0.00E+00 2.44E-10
371351 3754700 0.00E+00 1.87E-03 0.00E+00 3.84E-06 0.00E+00 4.01E-07 371351 3754700 0.00E+00 1.13E-06 0.00E+00 2.32E-09 0.00E+00 2.42E-10
371371 3754700 0.00E+00 1.86E-03 0.00E+00 3.62E-06 0.00E+00 3.98E-07 371371 3754700 0.00E+00 1.13E-06 0.00E+00 2.19E-09 0.00E+00 2.41E-10
371391 3754700 0.00E+00 1.86E-03 0.00E+00 3.42E-06 0.00E+00 3.95E-07 371391 3754700 0.00E+00 1.13E-06 0.00E+00 2.07E-09 0.00E+00 2.39E-10
371411 3754700 0.00E+00 1.86E-03 0.00E+00 3.23E-06 0.00E+00 3.92E-07 371411 3754700 0.00E+00 1.13E-06 0.00E+00 1.96E-09 0.00E+00 2.37E-10
371431 3754700 0.00E+00 1.87E-03 0.00E+00 3.07E-06 0.00E+00 3.88E-07 371431 3754700 0.00E+00 1.13E-06 0.00E+00 1.86E-09 0.00E+00 2.35E-10
371451 3754700 0.00E+00 1.89E-03 0.00E+00 2.91E-06 0.00E+00 3.84E-07 371451 3754700 0.00E+00 1.14E-06 0.00E+00 1.76E-09 0.00E+00 2.33E-10
371471 3754700 0.00E+00 1.91E-03 0.00E+00 2.78E-06 0.00E+00 3.80E-07 371471 3754700 0.00E+00 1.16E-06 0.00E+00 1.68E-09 0.00E+00 2.30E-10
371491 3754700 0.00E+00 1.94E-03 0.00E+00 2.65E-06 0.00E+00 3.76E-07 371491 3754700 0.00E+00 1.18E-06 0.00E+00 1.60E-09 0.00E+00 2.28E-10
371511 3754700 0.00E+00 1.98E-03 0.00E+00 2.53E-06 0.00E+00 3.72E-07 371511 3754700 0.00E+00 1.20E-06 0.00E+00 1.53E-09 0.00E+00 2.25E-10
371531 3754700 0.00E+00 2.02E-03 0.00E+00 2.42E-06 0.00E+00 3.68E-07 371531 3754700 0.00E+00 1.22E-06 0.00E+00 1.46E-09 0.00E+00 2.22E-10

Unmitigated Construction HRA-Resident (02-20-19).xlsx 362 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371551 3754700 0.00E+00 2.07E-03 0.00E+00 2.32E-06 0.00E+00 3.63E-07 371551 3754700 0.00E+00 1.25E-06 0.00E+00 1.40E-09 0.00E+00 2.20E-10
371571 3754700 0.00E+00 2.13E-03 0.00E+00 2.22E-06 0.00E+00 3.58E-07 371571 3754700 0.00E+00 1.29E-06 0.00E+00 1.35E-09 0.00E+00 2.17E-10
371591 3754700 0.00E+00 2.18E-03 0.00E+00 2.14E-06 0.00E+00 3.54E-07 371591 3754700 0.00E+00 1.32E-06 0.00E+00 1.29E-09 0.00E+00 2.14E-10
371611 3754700 0.00E+00 2.25E-03 0.00E+00 2.06E-06 0.00E+00 3.49E-07 371611 3754700 0.00E+00 1.36E-06 0.00E+00 1.24E-09 0.00E+00 2.11E-10
371631 3754700 0.00E+00 2.31E-03 0.00E+00 1.98E-06 0.00E+00 3.45E-07 371631 3754700 0.00E+00 1.40E-06 0.00E+00 1.20E-09 0.00E+00 2.09E-10
371651 3754700 0.00E+00 2.37E-03 0.00E+00 1.91E-06 0.00E+00 3.41E-07 371651 3754700 0.00E+00 1.44E-06 0.00E+00 1.15E-09 0.00E+00 2.06E-10
371671 3754700 0.00E+00 2.44E-03 0.00E+00 1.84E-06 0.00E+00 3.37E-07 371671 3754700 0.00E+00 1.48E-06 0.00E+00 1.11E-09 0.00E+00 2.04E-10
371691 3754700 0.00E+00 2.50E-03 0.00E+00 1.78E-06 0.00E+00 3.33E-07 371691 3754700 0.00E+00 1.51E-06 0.00E+00 1.08E-09 0.00E+00 2.01E-10
371711 3754700 0.00E+00 2.56E-03 0.00E+00 1.72E-06 0.00E+00 3.30E-07 371711 3754700 0.00E+00 1.55E-06 0.00E+00 1.04E-09 0.00E+00 1.99E-10
371731 3754700 0.00E+00 2.62E-03 0.00E+00 1.66E-06 0.00E+00 3.27E-07 371731 3754700 0.00E+00 1.59E-06 0.00E+00 1.01E-09 0.00E+00 1.98E-10
371751 3754700 0.00E+00 2.68E-03 0.00E+00 1.61E-06 0.00E+00 3.24E-07 371751 3754700 0.00E+00 1.62E-06 0.00E+00 9.76E-10 0.00E+00 1.96E-10
371771 3754700 0.00E+00 2.73E-03 0.00E+00 1.56E-06 0.00E+00 3.22E-07 371771 3754700 0.00E+00 1.65E-06 0.00E+00 9.46E-10 0.00E+00 1.95E-10
371791 3754700 0.00E+00 2.78E-03 0.00E+00 1.52E-06 0.00E+00 3.20E-07 371791 3754700 0.00E+00 1.68E-06 0.00E+00 9.18E-10 0.00E+00 1.94E-10
371811 3754700 0.00E+00 2.82E-03 0.00E+00 1.47E-06 0.00E+00 3.19E-07 371811 3754700 0.00E+00 1.71E-06 0.00E+00 8.92E-10 0.00E+00 1.93E-10
371831 3754700 0.00E+00 2.86E-03 0.00E+00 1.43E-06 0.00E+00 3.18E-07 371831 3754700 0.00E+00 1.73E-06 0.00E+00 8.67E-10 0.00E+00 1.92E-10
370571 3754720 0.00E+00 1.69E-03 0.00E+00 1.54E-06 0.00E+00 2.41E-07 370571 3754720 0.00E+00 1.02E-06 0.00E+00 9.34E-10 0.00E+00 1.46E-10
370591 3754720 0.00E+00 1.73E-03 0.00E+00 1.66E-06 0.00E+00 2.47E-07 370591 3754720 0.00E+00 1.05E-06 0.00E+00 1.01E-09 0.00E+00 1.50E-10
370611 3754720 0.00E+00 1.77E-03 0.00E+00 1.80E-06 0.00E+00 2.53E-07 370611 3754720 0.00E+00 1.07E-06 0.00E+00 1.09E-09 0.00E+00 1.53E-10
370631 3754720 0.00E+00 1.81E-03 0.00E+00 1.96E-06 0.00E+00 2.59E-07 370631 3754720 0.00E+00 1.10E-06 0.00E+00 1.19E-09 0.00E+00 1.56E-10
370651 3754720 0.00E+00 1.85E-03 0.00E+00 2.14E-06 0.00E+00 2.65E-07 370651 3754720 0.00E+00 1.12E-06 0.00E+00 1.30E-09 0.00E+00 1.60E-10
370671 3754720 0.00E+00 1.89E-03 0.00E+00 2.35E-06 0.00E+00 2.70E-07 370671 3754720 0.00E+00 1.15E-06 0.00E+00 1.42E-09 0.00E+00 1.63E-10
370691 3754720 0.00E+00 1.93E-03 0.00E+00 2.60E-06 0.00E+00 2.76E-07 370691 3754720 0.00E+00 1.17E-06 0.00E+00 1.57E-09 0.00E+00 1.67E-10
370711 3754720 0.00E+00 1.96E-03 0.00E+00 2.89E-06 0.00E+00 2.78E-07 370711 3754720 0.00E+00 1.19E-06 0.00E+00 1.75E-09 0.00E+00 1.68E-10
370731 3754720 0.00E+00 1.99E-03 0.00E+00 3.23E-06 0.00E+00 2.75E-07 370731 3754720 0.00E+00 1.21E-06 0.00E+00 1.95E-09 0.00E+00 1.67E-10
370751 3754720 0.00E+00 2.02E-03 0.00E+00 3.63E-06 0.00E+00 2.76E-07 370751 3754720 0.00E+00 1.22E-06 0.00E+00 2.20E-09 0.00E+00 1.67E-10
370771 3754720 0.00E+00 2.00E-03 0.00E+00 4.16E-06 0.00E+00 2.79E-07 370771 3754720 0.00E+00 1.21E-06 0.00E+00 2.51E-09 0.00E+00 1.69E-10
370791 3754720 0.00E+00 2.03E-03 0.00E+00 4.85E-06 0.00E+00 2.82E-07 370791 3754720 0.00E+00 1.23E-06 0.00E+00 2.94E-09 0.00E+00 1.71E-10
370811 3754720 0.00E+00 2.05E-03 0.00E+00 5.78E-06 0.00E+00 2.85E-07 370811 3754720 0.00E+00 1.24E-06 0.00E+00 3.50E-09 0.00E+00 1.72E-10
370831 3754720 0.00E+00 2.09E-03 0.00E+00 7.16E-06 0.00E+00 2.89E-07 370831 3754720 0.00E+00 1.26E-06 0.00E+00 4.33E-09 0.00E+00 1.75E-10
370851 3754720 0.00E+00 2.18E-03 0.00E+00 9.42E-06 0.00E+00 2.98E-07 370851 3754720 0.00E+00 1.32E-06 0.00E+00 5.70E-09 0.00E+00 1.80E-10
370871 3754720 0.00E+00 2.22E-03 0.00E+00 1.31E-05 0.00E+00 3.06E-07 370871 3754720 0.00E+00 1.34E-06 0.00E+00 7.91E-09 0.00E+00 1.85E-10
370891 3754720 0.00E+00 2.25E-03 0.00E+00 1.96E-05 0.00E+00 3.13E-07 370891 3754720 0.00E+00 1.36E-06 0.00E+00 1.19E-08 0.00E+00 1.90E-10
370911 3754720 0.00E+00 2.27E-03 0.00E+00 3.34E-05 0.00E+00 3.19E-07 370911 3754720 0.00E+00 1.37E-06 0.00E+00 2.02E-08 0.00E+00 1.93E-10
370931 3754720 0.00E+00 2.29E-03 0.00E+00 6.90E-05 0.00E+00 3.30E-07 370931 3754720 0.00E+00 1.38E-06 0.00E+00 4.17E-08 0.00E+00 2.00E-10
370951 3754720 0.00E+00 2.29E-03 0.00E+00 4.23E-05 0.00E+00 3.30E-07 370951 3754720 0.00E+00 1.38E-06 0.00E+00 2.56E-08 0.00E+00 1.99E-10
370971 3754720 0.00E+00 2.29E-03 0.00E+00 7.15E-05 0.00E+00 3.49E-07 370971 3754720 0.00E+00 1.39E-06 0.00E+00 4.33E-08 0.00E+00 2.11E-10
370991 3754720 0.00E+00 2.31E-03 0.00E+00 4.06E-05 0.00E+00 3.62E-07 370991 3754720 0.00E+00 1.40E-06 0.00E+00 2.46E-08 0.00E+00 2.19E-10
371011 3754720 0.00E+00 2.29E-03 0.00E+00 2.93E-05 0.00E+00 3.66E-07 371011 3754720 0.00E+00 1.39E-06 0.00E+00 1.77E-08 0.00E+00 2.22E-10
371031 3754720 0.00E+00 2.27E-03 0.00E+00 2.25E-05 0.00E+00 3.70E-07 371031 3754720 0.00E+00 1.37E-06 0.00E+00 1.36E-08 0.00E+00 2.24E-10
371051 3754720 0.00E+00 2.24E-03 0.00E+00 1.80E-05 0.00E+00 3.73E-07 371051 3754720 0.00E+00 1.35E-06 0.00E+00 1.09E-08 0.00E+00 2.26E-10
371071 3754720 0.00E+00 2.20E-03 0.00E+00 1.50E-05 0.00E+00 3.75E-07 371071 3754720 0.00E+00 1.33E-06 0.00E+00 9.08E-09 0.00E+00 2.27E-10
371091 3754720 0.00E+00 2.15E-03 0.00E+00 1.27E-05 0.00E+00 3.76E-07 371091 3754720 0.00E+00 1.30E-06 0.00E+00 7.70E-09 0.00E+00 2.28E-10
371111 3754720 0.00E+00 2.11E-03 0.00E+00 1.10E-05 0.00E+00 3.79E-07 371111 3754720 0.00E+00 1.27E-06 0.00E+00 6.63E-09 0.00E+00 2.29E-10
371131 3754720 0.00E+00 2.06E-03 0.00E+00 9.58E-06 0.00E+00 3.81E-07 371131 3754720 0.00E+00 1.25E-06 0.00E+00 5.80E-09 0.00E+00 2.31E-10
371151 3754720 0.00E+00 2.01E-03 0.00E+00 8.49E-06 0.00E+00 3.82E-07 371151 3754720 0.00E+00 1.22E-06 0.00E+00 5.14E-09 0.00E+00 2.31E-10
371171 3754720 0.00E+00 1.96E-03 0.00E+00 7.61E-06 0.00E+00 3.82E-07 371171 3754720 0.00E+00 1.19E-06 0.00E+00 4.60E-09 0.00E+00 2.31E-10
371191 3754720 0.00E+00 1.91E-03 0.00E+00 6.88E-06 0.00E+00 3.82E-07 371191 3754720 0.00E+00 1.16E-06 0.00E+00 4.16E-09 0.00E+00 2.31E-10
371211 3754720 0.00E+00 1.87E-03 0.00E+00 6.26E-06 0.00E+00 3.82E-07 371211 3754720 0.00E+00 1.13E-06 0.00E+00 3.79E-09 0.00E+00 2.31E-10
371231 3754720 0.00E+00 1.83E-03 0.00E+00 5.74E-06 0.00E+00 3.82E-07 371231 3754720 0.00E+00 1.11E-06 0.00E+00 3.47E-09 0.00E+00 2.31E-10
371251 3754720 0.00E+00 1.79E-03 0.00E+00 5.28E-06 0.00E+00 3.81E-07 371251 3754720 0.00E+00 1.08E-06 0.00E+00 3.20E-09 0.00E+00 2.31E-10
371271 3754720 0.00E+00 1.76E-03 0.00E+00 4.89E-06 0.00E+00 3.80E-07 371271 3754720 0.00E+00 1.06E-06 0.00E+00 2.96E-09 0.00E+00 2.30E-10
371291 3754720 0.00E+00 1.73E-03 0.00E+00 4.55E-06 0.00E+00 3.79E-07 371291 3754720 0.00E+00 1.05E-06 0.00E+00 2.75E-09 0.00E+00 2.29E-10
371311 3754720 0.00E+00 1.71E-03 0.00E+00 4.24E-06 0.00E+00 3.77E-07 371311 3754720 0.00E+00 1.04E-06 0.00E+00 2.57E-09 0.00E+00 2.28E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371331 3754720 0.00E+00 1.70E-03 0.00E+00 3.98E-06 0.00E+00 3.76E-07 371331 3754720 0.00E+00 1.03E-06 0.00E+00 2.41E-09 0.00E+00 2.27E-10
371351 3754720 0.00E+00 1.68E-03 0.00E+00 3.73E-06 0.00E+00 3.73E-07 371351 3754720 0.00E+00 1.02E-06 0.00E+00 2.26E-09 0.00E+00 2.26E-10
371371 3754720 0.00E+00 1.68E-03 0.00E+00 3.52E-06 0.00E+00 3.71E-07 371371 3754720 0.00E+00 1.01E-06 0.00E+00 2.13E-09 0.00E+00 2.25E-10
371391 3754720 0.00E+00 1.67E-03 0.00E+00 3.32E-06 0.00E+00 3.68E-07 371391 3754720 0.00E+00 1.01E-06 0.00E+00 2.01E-09 0.00E+00 2.23E-10
371411 3754720 0.00E+00 1.67E-03 0.00E+00 3.15E-06 0.00E+00 3.66E-07 371411 3754720 0.00E+00 1.01E-06 0.00E+00 1.90E-09 0.00E+00 2.21E-10
371431 3754720 0.00E+00 1.68E-03 0.00E+00 2.99E-06 0.00E+00 3.62E-07 371431 3754720 0.00E+00 1.02E-06 0.00E+00 1.81E-09 0.00E+00 2.19E-10
371451 3754720 0.00E+00 1.69E-03 0.00E+00 2.84E-06 0.00E+00 3.59E-07 371451 3754720 0.00E+00 1.02E-06 0.00E+00 1.72E-09 0.00E+00 2.17E-10
371471 3754720 0.00E+00 1.71E-03 0.00E+00 2.70E-06 0.00E+00 3.56E-07 371471 3754720 0.00E+00 1.03E-06 0.00E+00 1.64E-09 0.00E+00 2.15E-10
371491 3754720 0.00E+00 1.73E-03 0.00E+00 2.58E-06 0.00E+00 3.52E-07 371491 3754720 0.00E+00 1.04E-06 0.00E+00 1.56E-09 0.00E+00 2.13E-10
371511 3754720 0.00E+00 1.75E-03 0.00E+00 2.47E-06 0.00E+00 3.48E-07 371511 3754720 0.00E+00 1.06E-06 0.00E+00 1.49E-09 0.00E+00 2.11E-10
371531 3754720 0.00E+00 1.78E-03 0.00E+00 2.36E-06 0.00E+00 3.44E-07 371531 3754720 0.00E+00 1.08E-06 0.00E+00 1.43E-09 0.00E+00 2.08E-10
371551 3754720 0.00E+00 1.82E-03 0.00E+00 2.26E-06 0.00E+00 3.40E-07 371551 3754720 0.00E+00 1.10E-06 0.00E+00 1.37E-09 0.00E+00 2.06E-10
371571 3754720 0.00E+00 1.86E-03 0.00E+00 2.17E-06 0.00E+00 3.36E-07 371571 3754720 0.00E+00 1.13E-06 0.00E+00 1.31E-09 0.00E+00 2.03E-10
371591 3754720 0.00E+00 1.91E-03 0.00E+00 2.08E-06 0.00E+00 3.32E-07 371591 3754720 0.00E+00 1.15E-06 0.00E+00 1.26E-09 0.00E+00 2.01E-10
371611 3754720 0.00E+00 1.96E-03 0.00E+00 2.01E-06 0.00E+00 3.28E-07 371611 3754720 0.00E+00 1.18E-06 0.00E+00 1.21E-09 0.00E+00 1.98E-10
371631 3754720 0.00E+00 2.01E-03 0.00E+00 1.93E-06 0.00E+00 3.23E-07 371631 3754720 0.00E+00 1.22E-06 0.00E+00 1.17E-09 0.00E+00 1.96E-10
371651 3754720 0.00E+00 2.06E-03 0.00E+00 1.86E-06 0.00E+00 3.19E-07 371651 3754720 0.00E+00 1.25E-06 0.00E+00 1.13E-09 0.00E+00 1.93E-10
371671 3754720 0.00E+00 2.12E-03 0.00E+00 1.80E-06 0.00E+00 3.16E-07 371671 3754720 0.00E+00 1.28E-06 0.00E+00 1.09E-09 0.00E+00 1.91E-10
371691 3754720 0.00E+00 2.18E-03 0.00E+00 1.74E-06 0.00E+00 3.12E-07 371691 3754720 0.00E+00 1.32E-06 0.00E+00 1.05E-09 0.00E+00 1.89E-10
371711 3754720 0.00E+00 2.23E-03 0.00E+00 1.68E-06 0.00E+00 3.09E-07 371711 3754720 0.00E+00 1.35E-06 0.00E+00 1.02E-09 0.00E+00 1.87E-10
371731 3754720 0.00E+00 2.28E-03 0.00E+00 1.63E-06 0.00E+00 3.06E-07 371731 3754720 0.00E+00 1.38E-06 0.00E+00 9.84E-10 0.00E+00 1.85E-10
371751 3754720 0.00E+00 2.34E-03 0.00E+00 1.58E-06 0.00E+00 3.03E-07 371751 3754720 0.00E+00 1.41E-06 0.00E+00 9.53E-10 0.00E+00 1.83E-10
371771 3754720 0.00E+00 2.39E-03 0.00E+00 1.53E-06 0.00E+00 3.01E-07 371771 3754720 0.00E+00 1.44E-06 0.00E+00 9.24E-10 0.00E+00 1.82E-10
371791 3754720 0.00E+00 2.43E-03 0.00E+00 1.48E-06 0.00E+00 2.99E-07 371791 3754720 0.00E+00 1.47E-06 0.00E+00 8.97E-10 0.00E+00 1.81E-10
371811 3754720 0.00E+00 2.48E-03 0.00E+00 1.44E-06 0.00E+00 2.97E-07 371811 3754720 0.00E+00 1.50E-06 0.00E+00 8.71E-10 0.00E+00 1.80E-10
371831 3754720 0.00E+00 2.52E-03 0.00E+00 1.40E-06 0.00E+00 2.96E-07 371831 3754720 0.00E+00 1.52E-06 0.00E+00 8.47E-10 0.00E+00 1.79E-10
370571 3754740 0.00E+00 1.60E-03 0.00E+00 1.48E-06 0.00E+00 2.33E-07 370571 3754740 0.00E+00 9.66E-07 0.00E+00 8.98E-10 0.00E+00 1.41E-10
370591 3754740 0.00E+00 1.63E-03 0.00E+00 1.60E-06 0.00E+00 2.39E-07 370591 3754740 0.00E+00 9.88E-07 0.00E+00 9.67E-10 0.00E+00 1.44E-10
370611 3754740 0.00E+00 1.67E-03 0.00E+00 1.73E-06 0.00E+00 2.44E-07 370611 3754740 0.00E+00 1.01E-06 0.00E+00 1.05E-09 0.00E+00 1.48E-10
370631 3754740 0.00E+00 1.71E-03 0.00E+00 1.88E-06 0.00E+00 2.50E-07 370631 3754740 0.00E+00 1.03E-06 0.00E+00 1.14E-09 0.00E+00 1.51E-10
370651 3754740 0.00E+00 1.74E-03 0.00E+00 2.05E-06 0.00E+00 2.55E-07 370651 3754740 0.00E+00 1.05E-06 0.00E+00 1.24E-09 0.00E+00 1.54E-10
370671 3754740 0.00E+00 1.78E-03 0.00E+00 2.24E-06 0.00E+00 2.60E-07 370671 3754740 0.00E+00 1.08E-06 0.00E+00 1.36E-09 0.00E+00 1.58E-10
370691 3754740 0.00E+00 1.82E-03 0.00E+00 2.48E-06 0.00E+00 2.66E-07 370691 3754740 0.00E+00 1.10E-06 0.00E+00 1.50E-09 0.00E+00 1.61E-10
370711 3754740 0.00E+00 1.84E-03 0.00E+00 2.75E-06 0.00E+00 2.70E-07 370711 3754740 0.00E+00 1.11E-06 0.00E+00 1.66E-09 0.00E+00 1.63E-10
370731 3754740 0.00E+00 1.87E-03 0.00E+00 3.07E-06 0.00E+00 2.68E-07 370731 3754740 0.00E+00 1.13E-06 0.00E+00 1.86E-09 0.00E+00 1.62E-10
370751 3754740 0.00E+00 1.89E-03 0.00E+00 3.47E-06 0.00E+00 2.67E-07 370751 3754740 0.00E+00 1.15E-06 0.00E+00 2.10E-09 0.00E+00 1.62E-10
370771 3754740 0.00E+00 1.91E-03 0.00E+00 3.94E-06 0.00E+00 2.67E-07 370771 3754740 0.00E+00 1.16E-06 0.00E+00 2.38E-09 0.00E+00 1.62E-10
370791 3754740 0.00E+00 1.89E-03 0.00E+00 4.57E-06 0.00E+00 2.69E-07 370791 3754740 0.00E+00 1.14E-06 0.00E+00 2.76E-09 0.00E+00 1.63E-10
370811 3754740 0.00E+00 1.91E-03 0.00E+00 5.46E-06 0.00E+00 2.72E-07 370811 3754740 0.00E+00 1.16E-06 0.00E+00 3.31E-09 0.00E+00 1.65E-10
370831 3754740 0.00E+00 1.94E-03 0.00E+00 6.73E-06 0.00E+00 2.76E-07 370831 3754740 0.00E+00 1.17E-06 0.00E+00 4.07E-09 0.00E+00 1.67E-10
370851 3754740 0.00E+00 2.01E-03 0.00E+00 8.75E-06 0.00E+00 2.82E-07 370851 3754740 0.00E+00 1.22E-06 0.00E+00 5.29E-09 0.00E+00 1.71E-10
370871 3754740 0.00E+00 2.04E-03 0.00E+00 1.21E-05 0.00E+00 2.89E-07 370871 3754740 0.00E+00 1.23E-06 0.00E+00 7.33E-09 0.00E+00 1.75E-10
370891 3754740 0.00E+00 2.06E-03 0.00E+00 1.84E-05 0.00E+00 2.96E-07 370891 3754740 0.00E+00 1.25E-06 0.00E+00 1.11E-08 0.00E+00 1.79E-10
370911 3754740 0.00E+00 2.08E-03 0.00E+00 3.17E-05 0.00E+00 3.01E-07 370911 3754740 0.00E+00 1.26E-06 0.00E+00 1.92E-08 0.00E+00 1.82E-10
370931 3754740 0.00E+00 2.08E-03 0.00E+00 6.74E-05 0.00E+00 3.10E-07 370931 3754740 0.00E+00 1.26E-06 0.00E+00 4.08E-08 0.00E+00 1.87E-10
370951 3754740 0.00E+00 2.08E-03 0.00E+00 4.41E-05 0.00E+00 3.10E-07 370951 3754740 0.00E+00 1.26E-06 0.00E+00 2.67E-08 0.00E+00 1.88E-10
370971 3754740 0.00E+00 2.08E-03 0.00E+00 6.89E-05 0.00E+00 3.30E-07 370971 3754740 0.00E+00 1.26E-06 0.00E+00 4.17E-08 0.00E+00 2.00E-10
370991 3754740 0.00E+00 2.09E-03 0.00E+00 3.91E-05 0.00E+00 3.40E-07 370991 3754740 0.00E+00 1.27E-06 0.00E+00 2.37E-08 0.00E+00 2.06E-10
371011 3754740 0.00E+00 2.07E-03 0.00E+00 2.82E-05 0.00E+00 3.44E-07 371011 3754740 0.00E+00 1.25E-06 0.00E+00 1.70E-08 0.00E+00 2.08E-10
371031 3754740 0.00E+00 2.05E-03 0.00E+00 2.17E-05 0.00E+00 3.47E-07 371031 3754740 0.00E+00 1.24E-06 0.00E+00 1.31E-08 0.00E+00 2.10E-10
371051 3754740 0.00E+00 2.01E-03 0.00E+00 1.74E-05 0.00E+00 3.49E-07 371051 3754740 0.00E+00 1.22E-06 0.00E+00 1.05E-08 0.00E+00 2.11E-10
371071 3754740 0.00E+00 1.98E-03 0.00E+00 1.44E-05 0.00E+00 3.50E-07 371071 3754740 0.00E+00 1.20E-06 0.00E+00 8.73E-09 0.00E+00 2.12E-10
371091 3754740 0.00E+00 1.94E-03 0.00E+00 1.22E-05 0.00E+00 3.52E-07 371091 3754740 0.00E+00 1.17E-06 0.00E+00 7.39E-09 0.00E+00 2.13E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371111 3754740 0.00E+00 1.90E-03 0.00E+00 1.05E-05 0.00E+00 3.55E-07 371111 3754740 0.00E+00 1.15E-06 0.00E+00 6.35E-09 0.00E+00 2.15E-10
371131 3754740 0.00E+00 1.85E-03 0.00E+00 9.18E-06 0.00E+00 3.56E-07 371131 3754740 0.00E+00 1.12E-06 0.00E+00 5.56E-09 0.00E+00 2.15E-10
371151 3754740 0.00E+00 1.81E-03 0.00E+00 8.14E-06 0.00E+00 3.57E-07 371151 3754740 0.00E+00 1.10E-06 0.00E+00 4.93E-09 0.00E+00 2.16E-10
371171 3754740 0.00E+00 1.77E-03 0.00E+00 7.30E-06 0.00E+00 3.57E-07 371171 3754740 0.00E+00 1.07E-06 0.00E+00 4.41E-09 0.00E+00 2.16E-10
371191 3754740 0.00E+00 1.73E-03 0.00E+00 6.60E-06 0.00E+00 3.57E-07 371191 3754740 0.00E+00 1.04E-06 0.00E+00 3.99E-09 0.00E+00 2.16E-10
371211 3754740 0.00E+00 1.69E-03 0.00E+00 6.01E-06 0.00E+00 3.57E-07 371211 3754740 0.00E+00 1.02E-06 0.00E+00 3.64E-09 0.00E+00 2.16E-10
371231 3754740 0.00E+00 1.65E-03 0.00E+00 5.51E-06 0.00E+00 3.57E-07 371231 3754740 0.00E+00 1.00E-06 0.00E+00 3.34E-09 0.00E+00 2.16E-10
371251 3754740 0.00E+00 1.62E-03 0.00E+00 5.08E-06 0.00E+00 3.56E-07 371251 3754740 0.00E+00 9.81E-07 0.00E+00 3.07E-09 0.00E+00 2.15E-10
371271 3754740 0.00E+00 1.59E-03 0.00E+00 4.71E-06 0.00E+00 3.55E-07 371271 3754740 0.00E+00 9.65E-07 0.00E+00 2.85E-09 0.00E+00 2.15E-10
371291 3754740 0.00E+00 1.57E-03 0.00E+00 4.38E-06 0.00E+00 3.54E-07 371291 3754740 0.00E+00 9.51E-07 0.00E+00 2.65E-09 0.00E+00 2.14E-10
371311 3754740 0.00E+00 1.55E-03 0.00E+00 4.09E-06 0.00E+00 3.53E-07 371311 3754740 0.00E+00 9.39E-07 0.00E+00 2.48E-09 0.00E+00 2.13E-10
371331 3754740 0.00E+00 1.54E-03 0.00E+00 3.83E-06 0.00E+00 3.51E-07 371331 3754740 0.00E+00 9.30E-07 0.00E+00 2.32E-09 0.00E+00 2.12E-10
371351 3754740 0.00E+00 1.53E-03 0.00E+00 3.60E-06 0.00E+00 3.49E-07 371351 3754740 0.00E+00 9.23E-07 0.00E+00 2.18E-09 0.00E+00 2.11E-10
371371 3754740 0.00E+00 1.52E-03 0.00E+00 3.40E-06 0.00E+00 3.47E-07 371371 3754740 0.00E+00 9.18E-07 0.00E+00 2.06E-09 0.00E+00 2.10E-10
371391 3754740 0.00E+00 1.51E-03 0.00E+00 3.21E-06 0.00E+00 3.45E-07 371391 3754740 0.00E+00 9.15E-07 0.00E+00 1.94E-09 0.00E+00 2.08E-10
371411 3754740 0.00E+00 1.51E-03 0.00E+00 3.04E-06 0.00E+00 3.42E-07 371411 3754740 0.00E+00 9.15E-07 0.00E+00 1.84E-09 0.00E+00 2.07E-10
371431 3754740 0.00E+00 1.51E-03 0.00E+00 2.89E-06 0.00E+00 3.39E-07 371431 3754740 0.00E+00 9.17E-07 0.00E+00 1.75E-09 0.00E+00 2.05E-10
371451 3754740 0.00E+00 1.52E-03 0.00E+00 2.75E-06 0.00E+00 3.36E-07 371451 3754740 0.00E+00 9.20E-07 0.00E+00 1.66E-09 0.00E+00 2.03E-10
371471 3754740 0.00E+00 1.53E-03 0.00E+00 2.62E-06 0.00E+00 3.33E-07 371471 3754740 0.00E+00 9.27E-07 0.00E+00 1.59E-09 0.00E+00 2.02E-10
371491 3754740 0.00E+00 1.55E-03 0.00E+00 2.50E-06 0.00E+00 3.30E-07 371491 3754740 0.00E+00 9.36E-07 0.00E+00 1.51E-09 0.00E+00 2.00E-10
371511 3754740 0.00E+00 1.56E-03 0.00E+00 2.39E-06 0.00E+00 3.26E-07 371511 3754740 0.00E+00 9.47E-07 0.00E+00 1.45E-09 0.00E+00 1.97E-10
371531 3754740 0.00E+00 1.59E-03 0.00E+00 2.29E-06 0.00E+00 3.23E-07 371531 3754740 0.00E+00 9.61E-07 0.00E+00 1.39E-09 0.00E+00 1.95E-10
371551 3754740 0.00E+00 1.62E-03 0.00E+00 2.20E-06 0.00E+00 3.19E-07 371551 3754740 0.00E+00 9.77E-07 0.00E+00 1.33E-09 0.00E+00 1.93E-10
371571 3754740 0.00E+00 1.65E-03 0.00E+00 2.11E-06 0.00E+00 3.15E-07 371571 3754740 0.00E+00 9.97E-07 0.00E+00 1.28E-09 0.00E+00 1.91E-10
371591 3754740 0.00E+00 1.68E-03 0.00E+00 2.03E-06 0.00E+00 3.12E-07 371591 3754740 0.00E+00 1.02E-06 0.00E+00 1.23E-09 0.00E+00 1.89E-10
371611 3754740 0.00E+00 1.72E-03 0.00E+00 1.95E-06 0.00E+00 3.08E-07 371611 3754740 0.00E+00 1.04E-06 0.00E+00 1.18E-09 0.00E+00 1.86E-10
371631 3754740 0.00E+00 1.76E-03 0.00E+00 1.88E-06 0.00E+00 3.04E-07 371631 3754740 0.00E+00 1.07E-06 0.00E+00 1.14E-09 0.00E+00 1.84E-10
371651 3754740 0.00E+00 1.81E-03 0.00E+00 1.81E-06 0.00E+00 3.00E-07 371651 3754740 0.00E+00 1.09E-06 0.00E+00 1.10E-09 0.00E+00 1.82E-10
371671 3754740 0.00E+00 1.85E-03 0.00E+00 1.75E-06 0.00E+00 2.97E-07 371671 3754740 0.00E+00 1.12E-06 0.00E+00 1.06E-09 0.00E+00 1.80E-10
371691 3754740 0.00E+00 1.90E-03 0.00E+00 1.69E-06 0.00E+00 2.93E-07 371691 3754740 0.00E+00 1.15E-06 0.00E+00 1.02E-09 0.00E+00 1.77E-10
371711 3754740 0.00E+00 1.95E-03 0.00E+00 1.64E-06 0.00E+00 2.90E-07 371711 3754740 0.00E+00 1.18E-06 0.00E+00 9.90E-10 0.00E+00 1.75E-10
371731 3754740 0.00E+00 2.00E-03 0.00E+00 1.58E-06 0.00E+00 2.87E-07 371731 3754740 0.00E+00 1.21E-06 0.00E+00 9.58E-10 0.00E+00 1.74E-10
371751 3754740 0.00E+00 2.05E-03 0.00E+00 1.54E-06 0.00E+00 2.84E-07 371751 3754740 0.00E+00 1.24E-06 0.00E+00 9.29E-10 0.00E+00 1.72E-10
371771 3754740 0.00E+00 2.09E-03 0.00E+00 1.49E-06 0.00E+00 2.82E-07 371771 3754740 0.00E+00 1.27E-06 0.00E+00 9.00E-10 0.00E+00 1.71E-10
371791 3754740 0.00E+00 2.14E-03 0.00E+00 1.44E-06 0.00E+00 2.80E-07 371791 3754740 0.00E+00 1.29E-06 0.00E+00 8.74E-10 0.00E+00 1.69E-10
371811 3754740 0.00E+00 2.18E-03 0.00E+00 1.40E-06 0.00E+00 2.78E-07 371811 3754740 0.00E+00 1.32E-06 0.00E+00 8.49E-10 0.00E+00 1.68E-10
371831 3754740 0.00E+00 2.22E-03 0.00E+00 1.36E-06 0.00E+00 2.76E-07 371831 3754740 0.00E+00 1.34E-06 0.00E+00 8.26E-10 0.00E+00 1.67E-10
370571 3754760 0.00E+00 1.51E-03 0.00E+00 1.42E-06 0.00E+00 2.25E-07 370571 3754760 0.00E+00 9.15E-07 0.00E+00 8.62E-10 0.00E+00 1.36E-10
370591 3754760 0.00E+00 1.54E-03 0.00E+00 1.53E-06 0.00E+00 2.30E-07 370591 3754760 0.00E+00 9.35E-07 0.00E+00 9.26E-10 0.00E+00 1.39E-10
370611 3754760 0.00E+00 1.58E-03 0.00E+00 1.65E-06 0.00E+00 2.36E-07 370611 3754760 0.00E+00 9.54E-07 0.00E+00 9.99E-10 0.00E+00 1.43E-10
370631 3754760 0.00E+00 1.61E-03 0.00E+00 1.79E-06 0.00E+00 2.41E-07 370631 3754760 0.00E+00 9.73E-07 0.00E+00 1.08E-09 0.00E+00 1.46E-10
370651 3754760 0.00E+00 1.64E-03 0.00E+00 1.95E-06 0.00E+00 2.46E-07 370651 3754760 0.00E+00 9.93E-07 0.00E+00 1.18E-09 0.00E+00 1.49E-10
370671 3754760 0.00E+00 1.67E-03 0.00E+00 2.13E-06 0.00E+00 2.50E-07 370671 3754760 0.00E+00 1.01E-06 0.00E+00 1.29E-09 0.00E+00 1.51E-10
370691 3754760 0.00E+00 1.70E-03 0.00E+00 2.34E-06 0.00E+00 2.55E-07 370691 3754760 0.00E+00 1.03E-06 0.00E+00 1.42E-09 0.00E+00 1.54E-10
370711 3754760 0.00E+00 1.72E-03 0.00E+00 2.58E-06 0.00E+00 2.58E-07 370711 3754760 0.00E+00 1.04E-06 0.00E+00 1.56E-09 0.00E+00 1.56E-10
370731 3754760 0.00E+00 1.75E-03 0.00E+00 2.89E-06 0.00E+00 2.61E-07 370731 3754760 0.00E+00 1.06E-06 0.00E+00 1.75E-09 0.00E+00 1.58E-10
370751 3754760 0.00E+00 1.77E-03 0.00E+00 3.26E-06 0.00E+00 2.60E-07 370751 3754760 0.00E+00 1.07E-06 0.00E+00 1.97E-09 0.00E+00 1.57E-10
370771 3754760 0.00E+00 1.78E-03 0.00E+00 3.67E-06 0.00E+00 2.55E-07 370771 3754760 0.00E+00 1.08E-06 0.00E+00 2.22E-09 0.00E+00 1.54E-10
370791 3754760 0.00E+00 1.80E-03 0.00E+00 4.25E-06 0.00E+00 2.57E-07 370791 3754760 0.00E+00 1.09E-06 0.00E+00 2.57E-09 0.00E+00 1.55E-10
370811 3754760 0.00E+00 1.82E-03 0.00E+00 5.05E-06 0.00E+00 2.60E-07 370811 3754760 0.00E+00 1.10E-06 0.00E+00 3.06E-09 0.00E+00 1.57E-10
370831 3754760 0.00E+00 1.80E-03 0.00E+00 6.18E-06 0.00E+00 2.63E-07 370831 3754760 0.00E+00 1.09E-06 0.00E+00 3.74E-09 0.00E+00 1.59E-10
370851 3754760 0.00E+00 1.86E-03 0.00E+00 7.96E-06 0.00E+00 2.68E-07 370851 3754760 0.00E+00 1.12E-06 0.00E+00 4.82E-09 0.00E+00 1.62E-10
370871 3754760 0.00E+00 1.88E-03 0.00E+00 1.09E-05 0.00E+00 2.74E-07 370871 3754760 0.00E+00 1.13E-06 0.00E+00 6.58E-09 0.00E+00 1.66E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370891 3754760 0.00E+00 1.89E-03 0.00E+00 1.64E-05 0.00E+00 2.80E-07 370891 3754760 0.00E+00 1.14E-06 0.00E+00 9.91E-09 0.00E+00 1.69E-10
370911 3754760 0.00E+00 1.90E-03 0.00E+00 2.84E-05 0.00E+00 2.84E-07 370911 3754760 0.00E+00 1.15E-06 0.00E+00 1.72E-08 0.00E+00 1.72E-10
370931 3754760 0.00E+00 1.90E-03 0.00E+00 6.27E-05 0.00E+00 2.90E-07 370931 3754760 0.00E+00 1.15E-06 0.00E+00 3.79E-08 0.00E+00 1.75E-10
370951 3754760 0.00E+00 1.89E-03 0.00E+00 3.46E-05 0.00E+00 2.92E-07 370951 3754760 0.00E+00 1.15E-06 0.00E+00 2.09E-08 0.00E+00 1.77E-10
370971 3754760 0.00E+00 1.89E-03 0.00E+00 6.58E-05 0.00E+00 3.05E-07 370971 3754760 0.00E+00 1.14E-06 0.00E+00 3.98E-08 0.00E+00 1.84E-10
370991 3754760 0.00E+00 1.90E-03 0.00E+00 3.70E-05 0.00E+00 3.20E-07 370991 3754760 0.00E+00 1.15E-06 0.00E+00 2.24E-08 0.00E+00 1.93E-10
371011 3754760 0.00E+00 1.88E-03 0.00E+00 2.65E-05 0.00E+00 3.23E-07 371011 3754760 0.00E+00 1.14E-06 0.00E+00 1.60E-08 0.00E+00 1.95E-10
371031 3754760 0.00E+00 1.85E-03 0.00E+00 2.04E-05 0.00E+00 3.25E-07 371031 3754760 0.00E+00 1.12E-06 0.00E+00 1.23E-08 0.00E+00 1.96E-10
371051 3754760 0.00E+00 1.82E-03 0.00E+00 1.63E-05 0.00E+00 3.27E-07 371051 3754760 0.00E+00 1.10E-06 0.00E+00 9.84E-09 0.00E+00 1.98E-10
371071 3754760 0.00E+00 1.79E-03 0.00E+00 1.34E-05 0.00E+00 3.29E-07 371071 3754760 0.00E+00 1.08E-06 0.00E+00 8.12E-09 0.00E+00 1.99E-10
371091 3754760 0.00E+00 1.76E-03 0.00E+00 1.13E-05 0.00E+00 3.32E-07 371091 3754760 0.00E+00 1.06E-06 0.00E+00 6.85E-09 0.00E+00 2.01E-10
371111 3754760 0.00E+00 1.72E-03 0.00E+00 9.82E-06 0.00E+00 3.32E-07 371111 3754760 0.00E+00 1.04E-06 0.00E+00 5.94E-09 0.00E+00 2.01E-10
371131 3754760 0.00E+00 1.68E-03 0.00E+00 8.61E-06 0.00E+00 3.33E-07 371131 3754760 0.00E+00 1.02E-06 0.00E+00 5.21E-09 0.00E+00 2.02E-10
371151 3754760 0.00E+00 1.64E-03 0.00E+00 7.65E-06 0.00E+00 3.34E-07 371151 3754760 0.00E+00 9.93E-07 0.00E+00 4.63E-09 0.00E+00 2.02E-10
371171 3754760 0.00E+00 1.60E-03 0.00E+00 6.87E-06 0.00E+00 3.34E-07 371171 3754760 0.00E+00 9.70E-07 0.00E+00 4.16E-09 0.00E+00 2.02E-10
371191 3754760 0.00E+00 1.57E-03 0.00E+00 6.23E-06 0.00E+00 3.34E-07 371191 3754760 0.00E+00 9.48E-07 0.00E+00 3.77E-09 0.00E+00 2.02E-10
371211 3754760 0.00E+00 1.53E-03 0.00E+00 5.68E-06 0.00E+00 3.34E-07 371211 3754760 0.00E+00 9.28E-07 0.00E+00 3.44E-09 0.00E+00 2.02E-10
371231 3754760 0.00E+00 1.50E-03 0.00E+00 5.22E-06 0.00E+00 3.34E-07 371231 3754760 0.00E+00 9.09E-07 0.00E+00 3.16E-09 0.00E+00 2.02E-10
371251 3754760 0.00E+00 1.48E-03 0.00E+00 4.82E-06 0.00E+00 3.33E-07 371251 3754760 0.00E+00 8.93E-07 0.00E+00 2.92E-09 0.00E+00 2.02E-10
371271 3754760 0.00E+00 1.45E-03 0.00E+00 4.48E-06 0.00E+00 3.32E-07 371271 3754760 0.00E+00 8.78E-07 0.00E+00 2.71E-09 0.00E+00 2.01E-10
371291 3754760 0.00E+00 1.43E-03 0.00E+00 4.17E-06 0.00E+00 3.31E-07 371291 3754760 0.00E+00 8.66E-07 0.00E+00 2.52E-09 0.00E+00 2.00E-10
371311 3754760 0.00E+00 1.41E-03 0.00E+00 3.90E-06 0.00E+00 3.30E-07 371311 3754760 0.00E+00 8.55E-07 0.00E+00 2.36E-09 0.00E+00 2.00E-10
371331 3754760 0.00E+00 1.40E-03 0.00E+00 3.66E-06 0.00E+00 3.29E-07 371331 3754760 0.00E+00 8.47E-07 0.00E+00 2.22E-09 0.00E+00 1.99E-10
371351 3754760 0.00E+00 1.39E-03 0.00E+00 3.45E-06 0.00E+00 3.27E-07 371351 3754760 0.00E+00 8.40E-07 0.00E+00 2.09E-09 0.00E+00 1.98E-10
371371 3754760 0.00E+00 1.38E-03 0.00E+00 3.26E-06 0.00E+00 3.25E-07 371371 3754760 0.00E+00 8.36E-07 0.00E+00 1.97E-09 0.00E+00 1.97E-10
371391 3754760 0.00E+00 1.38E-03 0.00E+00 3.08E-06 0.00E+00 3.23E-07 371391 3754760 0.00E+00 8.32E-07 0.00E+00 1.86E-09 0.00E+00 1.95E-10
371411 3754760 0.00E+00 1.37E-03 0.00E+00 2.92E-06 0.00E+00 3.21E-07 371411 3754760 0.00E+00 8.31E-07 0.00E+00 1.77E-09 0.00E+00 1.94E-10
371431 3754760 0.00E+00 1.37E-03 0.00E+00 2.78E-06 0.00E+00 3.18E-07 371431 3754760 0.00E+00 8.31E-07 0.00E+00 1.68E-09 0.00E+00 1.93E-10
371451 3754760 0.00E+00 1.38E-03 0.00E+00 2.65E-06 0.00E+00 3.16E-07 371451 3754760 0.00E+00 8.34E-07 0.00E+00 1.60E-09 0.00E+00 1.91E-10
371471 3754760 0.00E+00 1.38E-03 0.00E+00 2.52E-06 0.00E+00 3.13E-07 371471 3754760 0.00E+00 8.38E-07 0.00E+00 1.53E-09 0.00E+00 1.89E-10
371491 3754760 0.00E+00 1.39E-03 0.00E+00 2.41E-06 0.00E+00 3.10E-07 371491 3754760 0.00E+00 8.44E-07 0.00E+00 1.46E-09 0.00E+00 1.87E-10
371511 3754760 0.00E+00 1.41E-03 0.00E+00 2.31E-06 0.00E+00 3.07E-07 371511 3754760 0.00E+00 8.52E-07 0.00E+00 1.40E-09 0.00E+00 1.86E-10
371531 3754760 0.00E+00 1.42E-03 0.00E+00 2.21E-06 0.00E+00 3.03E-07 371531 3754760 0.00E+00 8.62E-07 0.00E+00 1.34E-09 0.00E+00 1.84E-10
371551 3754760 0.00E+00 1.44E-03 0.00E+00 2.12E-06 0.00E+00 3.00E-07 371551 3754760 0.00E+00 8.74E-07 0.00E+00 1.28E-09 0.00E+00 1.82E-10
371571 3754760 0.00E+00 1.47E-03 0.00E+00 2.04E-06 0.00E+00 2.97E-07 371571 3754760 0.00E+00 8.89E-07 0.00E+00 1.23E-09 0.00E+00 1.80E-10
371591 3754760 0.00E+00 1.50E-03 0.00E+00 1.96E-06 0.00E+00 2.93E-07 371591 3754760 0.00E+00 9.05E-07 0.00E+00 1.19E-09 0.00E+00 1.77E-10
371611 3754760 0.00E+00 1.53E-03 0.00E+00 1.89E-06 0.00E+00 2.90E-07 371611 3754760 0.00E+00 9.24E-07 0.00E+00 1.14E-09 0.00E+00 1.75E-10
371631 3754760 0.00E+00 1.56E-03 0.00E+00 1.82E-06 0.00E+00 2.86E-07 371631 3754760 0.00E+00 9.44E-07 0.00E+00 1.10E-09 0.00E+00 1.73E-10
371651 3754760 0.00E+00 1.60E-03 0.00E+00 1.76E-06 0.00E+00 2.83E-07 371651 3754760 0.00E+00 9.66E-07 0.00E+00 1.06E-09 0.00E+00 1.71E-10
371671 3754760 0.00E+00 1.64E-03 0.00E+00 1.70E-06 0.00E+00 2.80E-07 371671 3754760 0.00E+00 9.90E-07 0.00E+00 1.03E-09 0.00E+00 1.69E-10
371691 3754760 0.00E+00 1.68E-03 0.00E+00 1.64E-06 0.00E+00 2.76E-07 371691 3754760 0.00E+00 1.01E-06 0.00E+00 9.93E-10 0.00E+00 1.67E-10
371711 3754760 0.00E+00 1.72E-03 0.00E+00 1.59E-06 0.00E+00 2.73E-07 371711 3754760 0.00E+00 1.04E-06 0.00E+00 9.61E-10 0.00E+00 1.65E-10
371731 3754760 0.00E+00 1.76E-03 0.00E+00 1.54E-06 0.00E+00 2.70E-07 371731 3754760 0.00E+00 1.06E-06 0.00E+00 9.31E-10 0.00E+00 1.64E-10
371751 3754760 0.00E+00 1.80E-03 0.00E+00 1.49E-06 0.00E+00 2.68E-07 371751 3754760 0.00E+00 1.09E-06 0.00E+00 9.03E-10 0.00E+00 1.62E-10
371771 3754760 0.00E+00 1.84E-03 0.00E+00 1.45E-06 0.00E+00 2.65E-07 371771 3754760 0.00E+00 1.11E-06 0.00E+00 8.76E-10 0.00E+00 1.60E-10
371791 3754760 0.00E+00 1.88E-03 0.00E+00 1.41E-06 0.00E+00 2.63E-07 371791 3754760 0.00E+00 1.14E-06 0.00E+00 8.50E-10 0.00E+00 1.59E-10
371811 3754760 0.00E+00 1.92E-03 0.00E+00 1.37E-06 0.00E+00 2.61E-07 371811 3754760 0.00E+00 1.16E-06 0.00E+00 8.26E-10 0.00E+00 1.58E-10
371831 3754760 0.00E+00 1.96E-03 0.00E+00 1.33E-06 0.00E+00 2.59E-07 371831 3754760 0.00E+00 1.19E-06 0.00E+00 8.03E-10 0.00E+00 1.57E-10
370571 3754780 0.00E+00 1.43E-03 0.00E+00 1.36E-06 0.00E+00 2.17E-07 370571 3754780 0.00E+00 8.68E-07 0.00E+00 8.25E-10 0.00E+00 1.31E-10
370591 3754780 0.00E+00 1.46E-03 0.00E+00 1.46E-06 0.00E+00 2.22E-07 370591 3754780 0.00E+00 8.84E-07 0.00E+00 8.84E-10 0.00E+00 1.34E-10
370611 3754780 0.00E+00 1.49E-03 0.00E+00 1.57E-06 0.00E+00 2.27E-07 370611 3754780 0.00E+00 9.01E-07 0.00E+00 9.52E-10 0.00E+00 1.37E-10
370631 3754780 0.00E+00 1.52E-03 0.00E+00 1.70E-06 0.00E+00 2.32E-07 370631 3754780 0.00E+00 9.18E-07 0.00E+00 1.03E-09 0.00E+00 1.40E-10
370651 3754780 0.00E+00 1.55E-03 0.00E+00 1.84E-06 0.00E+00 2.37E-07 370651 3754780 0.00E+00 9.35E-07 0.00E+00 1.12E-09 0.00E+00 1.43E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370671 3754780 0.00E+00 1.57E-03 0.00E+00 2.01E-06 0.00E+00 2.40E-07 370671 3754780 0.00E+00 9.52E-07 0.00E+00 1.22E-09 0.00E+00 1.45E-10
370691 3754780 0.00E+00 1.60E-03 0.00E+00 2.20E-06 0.00E+00 2.45E-07 370691 3754780 0.00E+00 9.68E-07 0.00E+00 1.33E-09 0.00E+00 1.48E-10
370711 3754780 0.00E+00 1.61E-03 0.00E+00 2.42E-06 0.00E+00 2.48E-07 370711 3754780 0.00E+00 9.77E-07 0.00E+00 1.46E-09 0.00E+00 1.50E-10
370731 3754780 0.00E+00 1.64E-03 0.00E+00 2.69E-06 0.00E+00 2.48E-07 370731 3754780 0.00E+00 9.90E-07 0.00E+00 1.63E-09 0.00E+00 1.50E-10
370751 3754780 0.00E+00 1.65E-03 0.00E+00 3.01E-06 0.00E+00 2.48E-07 370751 3754780 0.00E+00 1.00E-06 0.00E+00 1.82E-09 0.00E+00 1.50E-10
370771 3754780 0.00E+00 1.66E-03 0.00E+00 3.38E-06 0.00E+00 2.43E-07 370771 3754780 0.00E+00 1.00E-06 0.00E+00 2.04E-09 0.00E+00 1.47E-10
370791 3754780 0.00E+00 1.67E-03 0.00E+00 3.88E-06 0.00E+00 2.45E-07 370791 3754780 0.00E+00 1.01E-06 0.00E+00 2.35E-09 0.00E+00 1.48E-10
370811 3754780 0.00E+00 1.69E-03 0.00E+00 4.56E-06 0.00E+00 2.47E-07 370811 3754780 0.00E+00 1.02E-06 0.00E+00 2.76E-09 0.00E+00 1.50E-10
370831 3754780 0.00E+00 1.70E-03 0.00E+00 5.52E-06 0.00E+00 2.51E-07 370831 3754780 0.00E+00 1.03E-06 0.00E+00 3.34E-09 0.00E+00 1.52E-10
370851 3754780 0.00E+00 1.72E-03 0.00E+00 6.98E-06 0.00E+00 2.56E-07 370851 3754780 0.00E+00 1.04E-06 0.00E+00 4.23E-09 0.00E+00 1.55E-10
370871 3754780 0.00E+00 1.73E-03 0.00E+00 9.34E-06 0.00E+00 2.61E-07 370871 3754780 0.00E+00 1.05E-06 0.00E+00 5.65E-09 0.00E+00 1.58E-10
370891 3754780 0.00E+00 1.74E-03 0.00E+00 1.34E-05 0.00E+00 2.64E-07 370891 3754780 0.00E+00 1.05E-06 0.00E+00 8.12E-09 0.00E+00 1.60E-10
370911 3754780 0.00E+00 1.74E-03 0.00E+00 2.23E-05 0.00E+00 2.67E-07 370911 3754780 0.00E+00 1.05E-06 0.00E+00 1.35E-08 0.00E+00 1.62E-10
370931 3754780 0.00E+00 1.74E-03 0.00E+00 2.89E-05 0.00E+00 2.73E-07 370931 3754780 0.00E+00 1.05E-06 0.00E+00 1.75E-08 0.00E+00 1.65E-10
370951 3754780 0.00E+00 1.73E-03 0.00E+00 1.75E-05 0.00E+00 2.75E-07 370951 3754780 0.00E+00 1.05E-06 0.00E+00 1.06E-08 0.00E+00 1.66E-10
370971 3754780 0.00E+00 1.72E-03 0.00E+00 5.48E-05 0.00E+00 2.80E-07 370971 3754780 0.00E+00 1.04E-06 0.00E+00 3.32E-08 0.00E+00 1.70E-10
370991 3754780 0.00E+00 1.73E-03 0.00E+00 3.10E-05 0.00E+00 3.01E-07 370991 3754780 0.00E+00 1.05E-06 0.00E+00 1.87E-08 0.00E+00 1.82E-10
371011 3754780 0.00E+00 1.71E-03 0.00E+00 2.24E-05 0.00E+00 3.04E-07 371011 3754780 0.00E+00 1.03E-06 0.00E+00 1.36E-08 0.00E+00 1.84E-10
371031 3754780 0.00E+00 1.69E-03 0.00E+00 1.75E-05 0.00E+00 3.05E-07 371031 3754780 0.00E+00 1.02E-06 0.00E+00 1.06E-08 0.00E+00 1.85E-10
371051 3754780 0.00E+00 1.66E-03 0.00E+00 1.41E-05 0.00E+00 3.08E-07 371051 3754780 0.00E+00 1.00E-06 0.00E+00 8.54E-09 0.00E+00 1.86E-10
371071 3754780 0.00E+00 1.63E-03 0.00E+00 1.18E-05 0.00E+00 3.10E-07 371071 3754780 0.00E+00 9.84E-07 0.00E+00 7.14E-09 0.00E+00 1.87E-10
371091 3754780 0.00E+00 1.60E-03 0.00E+00 1.01E-05 0.00E+00 3.12E-07 371091 3754780 0.00E+00 9.65E-07 0.00E+00 6.09E-09 0.00E+00 1.89E-10
371111 3754780 0.00E+00 1.56E-03 0.00E+00 8.83E-06 0.00E+00 3.12E-07 371111 3754780 0.00E+00 9.44E-07 0.00E+00 5.34E-09 0.00E+00 1.89E-10
371131 3754780 0.00E+00 1.53E-03 0.00E+00 7.82E-06 0.00E+00 3.12E-07 371131 3754780 0.00E+00 9.23E-07 0.00E+00 4.73E-09 0.00E+00 1.89E-10
371151 3754780 0.00E+00 1.49E-03 0.00E+00 7.00E-06 0.00E+00 3.13E-07 371151 3754780 0.00E+00 9.03E-07 0.00E+00 4.24E-09 0.00E+00 1.89E-10
371171 3754780 0.00E+00 1.46E-03 0.00E+00 6.32E-06 0.00E+00 3.13E-07 371171 3754780 0.00E+00 8.83E-07 0.00E+00 3.83E-09 0.00E+00 1.90E-10
371191 3754780 0.00E+00 1.43E-03 0.00E+00 5.75E-06 0.00E+00 3.14E-07 371191 3754780 0.00E+00 8.64E-07 0.00E+00 3.48E-09 0.00E+00 1.90E-10
371211 3754780 0.00E+00 1.40E-03 0.00E+00 5.27E-06 0.00E+00 3.14E-07 371211 3754780 0.00E+00 8.47E-07 0.00E+00 3.19E-09 0.00E+00 1.90E-10
371231 3754780 0.00E+00 1.37E-03 0.00E+00 4.86E-06 0.00E+00 3.13E-07 371231 3754780 0.00E+00 8.30E-07 0.00E+00 2.94E-09 0.00E+00 1.89E-10
371251 3754780 0.00E+00 1.35E-03 0.00E+00 4.51E-06 0.00E+00 3.13E-07 371251 3754780 0.00E+00 8.15E-07 0.00E+00 2.73E-09 0.00E+00 1.89E-10
371271 3754780 0.00E+00 1.33E-03 0.00E+00 4.20E-06 0.00E+00 3.12E-07 371271 3754780 0.00E+00 8.03E-07 0.00E+00 2.54E-09 0.00E+00 1.89E-10
371291 3754780 0.00E+00 1.31E-03 0.00E+00 3.92E-06 0.00E+00 3.11E-07 371291 3754780 0.00E+00 7.91E-07 0.00E+00 2.37E-09 0.00E+00 1.88E-10
371311 3754780 0.00E+00 1.29E-03 0.00E+00 3.68E-06 0.00E+00 3.10E-07 371311 3754780 0.00E+00 7.82E-07 0.00E+00 2.23E-09 0.00E+00 1.87E-10
371331 3754780 0.00E+00 1.28E-03 0.00E+00 3.46E-06 0.00E+00 3.08E-07 371331 3754780 0.00E+00 7.74E-07 0.00E+00 2.10E-09 0.00E+00 1.87E-10
371351 3754780 0.00E+00 1.27E-03 0.00E+00 3.27E-06 0.00E+00 3.07E-07 371351 3754780 0.00E+00 7.68E-07 0.00E+00 1.98E-09 0.00E+00 1.86E-10
371371 3754780 0.00E+00 1.26E-03 0.00E+00 3.09E-06 0.00E+00 3.05E-07 371371 3754780 0.00E+00 7.63E-07 0.00E+00 1.87E-09 0.00E+00 1.85E-10
371391 3754780 0.00E+00 1.26E-03 0.00E+00 2.93E-06 0.00E+00 3.03E-07 371391 3754780 0.00E+00 7.60E-07 0.00E+00 1.77E-09 0.00E+00 1.84E-10
371411 3754780 0.00E+00 1.25E-03 0.00E+00 2.78E-06 0.00E+00 3.01E-07 371411 3754780 0.00E+00 7.58E-07 0.00E+00 1.68E-09 0.00E+00 1.82E-10
371431 3754780 0.00E+00 1.25E-03 0.00E+00 2.65E-06 0.00E+00 2.99E-07 371431 3754780 0.00E+00 7.58E-07 0.00E+00 1.60E-09 0.00E+00 1.81E-10
371451 3754780 0.00E+00 1.25E-03 0.00E+00 2.53E-06 0.00E+00 2.97E-07 371451 3754780 0.00E+00 7.59E-07 0.00E+00 1.53E-09 0.00E+00 1.80E-10
371471 3754780 0.00E+00 1.26E-03 0.00E+00 2.42E-06 0.00E+00 2.94E-07 371471 3754780 0.00E+00 7.62E-07 0.00E+00 1.46E-09 0.00E+00 1.78E-10
371491 3754780 0.00E+00 1.27E-03 0.00E+00 2.31E-06 0.00E+00 2.92E-07 371491 3754780 0.00E+00 7.66E-07 0.00E+00 1.40E-09 0.00E+00 1.76E-10
371511 3754780 0.00E+00 1.27E-03 0.00E+00 2.21E-06 0.00E+00 2.89E-07 371511 3754780 0.00E+00 7.71E-07 0.00E+00 1.34E-09 0.00E+00 1.75E-10
371531 3754780 0.00E+00 1.29E-03 0.00E+00 2.12E-06 0.00E+00 2.86E-07 371531 3754780 0.00E+00 7.78E-07 0.00E+00 1.28E-09 0.00E+00 1.73E-10
371551 3754780 0.00E+00 1.30E-03 0.00E+00 2.04E-06 0.00E+00 2.83E-07 371551 3754780 0.00E+00 7.88E-07 0.00E+00 1.23E-09 0.00E+00 1.71E-10
371571 3754780 0.00E+00 1.32E-03 0.00E+00 1.96E-06 0.00E+00 2.80E-07 371571 3754780 0.00E+00 7.99E-07 0.00E+00 1.19E-09 0.00E+00 1.69E-10
371591 3754780 0.00E+00 1.34E-03 0.00E+00 1.89E-06 0.00E+00 2.77E-07 371591 3754780 0.00E+00 8.12E-07 0.00E+00 1.14E-09 0.00E+00 1.67E-10
371611 3754780 0.00E+00 1.37E-03 0.00E+00 1.82E-06 0.00E+00 2.74E-07 371611 3754780 0.00E+00 8.26E-07 0.00E+00 1.10E-09 0.00E+00 1.66E-10
371631 3754780 0.00E+00 1.39E-03 0.00E+00 1.76E-06 0.00E+00 2.70E-07 371631 3754780 0.00E+00 8.42E-07 0.00E+00 1.06E-09 0.00E+00 1.64E-10
371651 3754780 0.00E+00 1.42E-03 0.00E+00 1.70E-06 0.00E+00 2.67E-07 371651 3754780 0.00E+00 8.60E-07 0.00E+00 1.03E-09 0.00E+00 1.62E-10
371671 3754780 0.00E+00 1.45E-03 0.00E+00 1.64E-06 0.00E+00 2.64E-07 371671 3754780 0.00E+00 8.79E-07 0.00E+00 9.93E-10 0.00E+00 1.60E-10
371691 3754780 0.00E+00 1.49E-03 0.00E+00 1.59E-06 0.00E+00 2.61E-07 371691 3754780 0.00E+00 8.99E-07 0.00E+00 9.61E-10 0.00E+00 1.58E-10
371711 3754780 0.00E+00 1.52E-03 0.00E+00 1.54E-06 0.00E+00 2.58E-07 371711 3754780 0.00E+00 9.20E-07 0.00E+00 9.31E-10 0.00E+00 1.56E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371731 3754780 0.00E+00 1.56E-03 0.00E+00 1.49E-06 0.00E+00 2.55E-07 371731 3754780 0.00E+00 9.42E-07 0.00E+00 9.02E-10 0.00E+00 1.54E-10
371751 3754780 0.00E+00 1.59E-03 0.00E+00 1.45E-06 0.00E+00 2.53E-07 371751 3754780 0.00E+00 9.64E-07 0.00E+00 8.75E-10 0.00E+00 1.53E-10
371771 3754780 0.00E+00 1.63E-03 0.00E+00 1.40E-06 0.00E+00 2.50E-07 371771 3754780 0.00E+00 9.86E-07 0.00E+00 8.49E-10 0.00E+00 1.51E-10
371791 3754780 0.00E+00 1.67E-03 0.00E+00 1.36E-06 0.00E+00 2.48E-07 371791 3754780 0.00E+00 1.01E-06 0.00E+00 8.25E-10 0.00E+00 1.50E-10
371811 3754780 0.00E+00 1.70E-03 0.00E+00 1.33E-06 0.00E+00 2.46E-07 371811 3754780 0.00E+00 1.03E-06 0.00E+00 8.02E-10 0.00E+00 1.49E-10
371831 3754780 0.00E+00 1.74E-03 0.00E+00 1.29E-06 0.00E+00 2.44E-07 371831 3754780 0.00E+00 1.05E-06 0.00E+00 7.80E-10 0.00E+00 1.48E-10
370571 3754800 0.00E+00 1.36E-03 0.00E+00 1.30E-06 0.00E+00 2.10E-07 370571 3754800 0.00E+00 8.23E-07 0.00E+00 7.87E-10 0.00E+00 1.27E-10
370591 3754800 0.00E+00 1.38E-03 0.00E+00 1.39E-06 0.00E+00 2.14E-07 370591 3754800 0.00E+00 8.38E-07 0.00E+00 8.42E-10 0.00E+00 1.30E-10
370611 3754800 0.00E+00 1.41E-03 0.00E+00 1.49E-06 0.00E+00 2.19E-07 370611 3754800 0.00E+00 8.52E-07 0.00E+00 9.04E-10 0.00E+00 1.32E-10
370631 3754800 0.00E+00 1.43E-03 0.00E+00 1.61E-06 0.00E+00 2.23E-07 370631 3754800 0.00E+00 8.67E-07 0.00E+00 9.73E-10 0.00E+00 1.35E-10
370651 3754800 0.00E+00 1.46E-03 0.00E+00 1.74E-06 0.00E+00 2.27E-07 370651 3754800 0.00E+00 8.82E-07 0.00E+00 1.05E-09 0.00E+00 1.38E-10
370671 3754800 0.00E+00 1.48E-03 0.00E+00 1.89E-06 0.00E+00 2.31E-07 370671 3754800 0.00E+00 8.96E-07 0.00E+00 1.14E-09 0.00E+00 1.40E-10
370691 3754800 0.00E+00 1.50E-03 0.00E+00 2.06E-06 0.00E+00 2.35E-07 370691 3754800 0.00E+00 9.09E-07 0.00E+00 1.25E-09 0.00E+00 1.42E-10
370711 3754800 0.00E+00 1.51E-03 0.00E+00 2.25E-06 0.00E+00 2.37E-07 370711 3754800 0.00E+00 9.16E-07 0.00E+00 1.36E-09 0.00E+00 1.44E-10
370731 3754800 0.00E+00 1.53E-03 0.00E+00 2.48E-06 0.00E+00 2.36E-07 370731 3754800 0.00E+00 9.26E-07 0.00E+00 1.50E-09 0.00E+00 1.43E-10
370751 3754800 0.00E+00 1.54E-03 0.00E+00 2.76E-06 0.00E+00 2.35E-07 370751 3754800 0.00E+00 9.35E-07 0.00E+00 1.67E-09 0.00E+00 1.42E-10
370771 3754800 0.00E+00 1.55E-03 0.00E+00 3.07E-06 0.00E+00 2.32E-07 370771 3754800 0.00E+00 9.37E-07 0.00E+00 1.86E-09 0.00E+00 1.40E-10
370791 3754800 0.00E+00 1.56E-03 0.00E+00 3.49E-06 0.00E+00 2.33E-07 370791 3754800 0.00E+00 9.43E-07 0.00E+00 2.11E-09 0.00E+00 1.41E-10
370811 3754800 0.00E+00 1.57E-03 0.00E+00 4.04E-06 0.00E+00 2.35E-07 370811 3754800 0.00E+00 9.50E-07 0.00E+00 2.45E-09 0.00E+00 1.42E-10
370831 3754800 0.00E+00 1.58E-03 0.00E+00 4.79E-06 0.00E+00 2.38E-07 370831 3754800 0.00E+00 9.55E-07 0.00E+00 2.90E-09 0.00E+00 1.44E-10
370851 3754800 0.00E+00 1.59E-03 0.00E+00 5.92E-06 0.00E+00 2.44E-07 370851 3754800 0.00E+00 9.64E-07 0.00E+00 3.58E-09 0.00E+00 1.47E-10
370871 3754800 0.00E+00 1.61E-03 0.00E+00 7.58E-06 0.00E+00 2.49E-07 370871 3754800 0.00E+00 9.72E-07 0.00E+00 4.58E-09 0.00E+00 1.51E-10
370891 3754800 0.00E+00 1.60E-03 0.00E+00 1.01E-05 0.00E+00 2.50E-07 370891 3754800 0.00E+00 9.70E-07 0.00E+00 6.11E-09 0.00E+00 1.51E-10
370911 3754800 0.00E+00 1.60E-03 0.00E+00 1.45E-05 0.00E+00 2.53E-07 370911 3754800 0.00E+00 9.69E-07 0.00E+00 8.77E-09 0.00E+00 1.53E-10
370931 3754800 0.00E+00 1.60E-03 0.00E+00 2.16E-05 0.00E+00 2.56E-07 370931 3754800 0.00E+00 9.66E-07 0.00E+00 1.31E-08 0.00E+00 1.55E-10
370951 3754800 0.00E+00 1.59E-03 0.00E+00 2.53E-05 0.00E+00 2.59E-07 370951 3754800 0.00E+00 9.60E-07 0.00E+00 1.53E-08 0.00E+00 1.57E-10
370971 3754800 0.00E+00 1.57E-03 0.00E+00 2.54E-05 0.00E+00 2.61E-07 370971 3754800 0.00E+00 9.52E-07 0.00E+00 1.54E-08 0.00E+00 1.58E-10
370991 3754800 0.00E+00 1.58E-03 0.00E+00 1.93E-05 0.00E+00 2.84E-07 370991 3754800 0.00E+00 9.57E-07 0.00E+00 1.17E-08 0.00E+00 1.72E-10
371011 3754800 0.00E+00 1.56E-03 0.00E+00 1.58E-05 0.00E+00 2.86E-07 371011 3754800 0.00E+00 9.45E-07 0.00E+00 9.56E-09 0.00E+00 1.73E-10
371031 3754800 0.00E+00 1.54E-03 0.00E+00 1.32E-05 0.00E+00 2.88E-07 371031 3754800 0.00E+00 9.31E-07 0.00E+00 8.01E-09 0.00E+00 1.74E-10
371051 3754800 0.00E+00 1.51E-03 0.00E+00 1.12E-05 0.00E+00 2.91E-07 371051 3754800 0.00E+00 9.15E-07 0.00E+00 6.77E-09 0.00E+00 1.76E-10
371071 3754800 0.00E+00 1.48E-03 0.00E+00 9.71E-06 0.00E+00 2.92E-07 371071 3754800 0.00E+00 8.98E-07 0.00E+00 5.87E-09 0.00E+00 1.76E-10
371091 3754800 0.00E+00 1.46E-03 0.00E+00 8.49E-06 0.00E+00 2.94E-07 371091 3754800 0.00E+00 8.81E-07 0.00E+00 5.13E-09 0.00E+00 1.78E-10
371111 3754800 0.00E+00 1.42E-03 0.00E+00 7.59E-06 0.00E+00 2.94E-07 371111 3754800 0.00E+00 8.62E-07 0.00E+00 4.59E-09 0.00E+00 1.78E-10
371131 3754800 0.00E+00 1.39E-03 0.00E+00 6.83E-06 0.00E+00 2.94E-07 371131 3754800 0.00E+00 8.43E-07 0.00E+00 4.13E-09 0.00E+00 1.78E-10
371151 3754800 0.00E+00 1.36E-03 0.00E+00 6.19E-06 0.00E+00 2.94E-07 371151 3754800 0.00E+00 8.25E-07 0.00E+00 3.74E-09 0.00E+00 1.78E-10
371171 3754800 0.00E+00 1.33E-03 0.00E+00 5.65E-06 0.00E+00 2.94E-07 371171 3754800 0.00E+00 8.07E-07 0.00E+00 3.42E-09 0.00E+00 1.78E-10
371191 3754800 0.00E+00 1.31E-03 0.00E+00 5.18E-06 0.00E+00 2.95E-07 371191 3754800 0.00E+00 7.91E-07 0.00E+00 3.13E-09 0.00E+00 1.78E-10
371211 3754800 0.00E+00 1.28E-03 0.00E+00 4.78E-06 0.00E+00 2.95E-07 371211 3754800 0.00E+00 7.75E-07 0.00E+00 2.89E-09 0.00E+00 1.78E-10
371231 3754800 0.00E+00 1.26E-03 0.00E+00 4.44E-06 0.00E+00 2.94E-07 371231 3754800 0.00E+00 7.61E-07 0.00E+00 2.69E-09 0.00E+00 1.78E-10
371251 3754800 0.00E+00 1.24E-03 0.00E+00 4.14E-06 0.00E+00 2.94E-07 371251 3754800 0.00E+00 7.48E-07 0.00E+00 2.51E-09 0.00E+00 1.78E-10
371271 3754800 0.00E+00 1.22E-03 0.00E+00 3.87E-06 0.00E+00 2.93E-07 371271 3754800 0.00E+00 7.36E-07 0.00E+00 2.34E-09 0.00E+00 1.77E-10
371291 3754800 0.00E+00 1.20E-03 0.00E+00 3.64E-06 0.00E+00 2.92E-07 371291 3754800 0.00E+00 7.26E-07 0.00E+00 2.20E-09 0.00E+00 1.77E-10
371311 3754800 0.00E+00 1.19E-03 0.00E+00 3.42E-06 0.00E+00 2.91E-07 371311 3754800 0.00E+00 7.18E-07 0.00E+00 2.07E-09 0.00E+00 1.76E-10
371331 3754800 0.00E+00 1.17E-03 0.00E+00 3.23E-06 0.00E+00 2.90E-07 371331 3754800 0.00E+00 7.10E-07 0.00E+00 1.96E-09 0.00E+00 1.76E-10
371351 3754800 0.00E+00 1.16E-03 0.00E+00 3.06E-06 0.00E+00 2.89E-07 371351 3754800 0.00E+00 7.05E-07 0.00E+00 1.85E-09 0.00E+00 1.75E-10
371371 3754800 0.00E+00 1.16E-03 0.00E+00 2.90E-06 0.00E+00 2.87E-07 371371 3754800 0.00E+00 7.00E-07 0.00E+00 1.76E-09 0.00E+00 1.74E-10
371391 3754800 0.00E+00 1.15E-03 0.00E+00 2.76E-06 0.00E+00 2.86E-07 371391 3754800 0.00E+00 6.97E-07 0.00E+00 1.67E-09 0.00E+00 1.73E-10
371411 3754800 0.00E+00 1.15E-03 0.00E+00 2.63E-06 0.00E+00 2.84E-07 371411 3754800 0.00E+00 6.95E-07 0.00E+00 1.59E-09 0.00E+00 1.72E-10
371431 3754800 0.00E+00 1.15E-03 0.00E+00 2.51E-06 0.00E+00 2.82E-07 371431 3754800 0.00E+00 6.94E-07 0.00E+00 1.52E-09 0.00E+00 1.70E-10
371451 3754800 0.00E+00 1.15E-03 0.00E+00 2.40E-06 0.00E+00 2.80E-07 371451 3754800 0.00E+00 6.94E-07 0.00E+00 1.45E-09 0.00E+00 1.69E-10
371471 3754800 0.00E+00 1.15E-03 0.00E+00 2.29E-06 0.00E+00 2.77E-07 371471 3754800 0.00E+00 6.96E-07 0.00E+00 1.39E-09 0.00E+00 1.68E-10
371491 3754800 0.00E+00 1.15E-03 0.00E+00 2.20E-06 0.00E+00 2.75E-07 371491 3754800 0.00E+00 6.99E-07 0.00E+00 1.33E-09 0.00E+00 1.66E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371511 3754800 0.00E+00 1.16E-03 0.00E+00 2.11E-06 0.00E+00 2.72E-07 371511 3754800 0.00E+00 7.02E-07 0.00E+00 1.28E-09 0.00E+00 1.65E-10
371531 3754800 0.00E+00 1.17E-03 0.00E+00 2.03E-06 0.00E+00 2.70E-07 371531 3754800 0.00E+00 7.07E-07 0.00E+00 1.23E-09 0.00E+00 1.63E-10
371551 3754800 0.00E+00 1.18E-03 0.00E+00 1.95E-06 0.00E+00 2.67E-07 371551 3754800 0.00E+00 7.14E-07 0.00E+00 1.18E-09 0.00E+00 1.62E-10
371571 3754800 0.00E+00 1.19E-03 0.00E+00 1.88E-06 0.00E+00 2.64E-07 371571 3754800 0.00E+00 7.23E-07 0.00E+00 1.14E-09 0.00E+00 1.60E-10
371591 3754800 0.00E+00 1.21E-03 0.00E+00 1.81E-06 0.00E+00 2.62E-07 371591 3754800 0.00E+00 7.32E-07 0.00E+00 1.10E-09 0.00E+00 1.58E-10
371611 3754800 0.00E+00 1.23E-03 0.00E+00 1.75E-06 0.00E+00 2.59E-07 371611 3754800 0.00E+00 7.44E-07 0.00E+00 1.06E-09 0.00E+00 1.57E-10
371631 3754800 0.00E+00 1.25E-03 0.00E+00 1.69E-06 0.00E+00 2.56E-07 371631 3754800 0.00E+00 7.56E-07 0.00E+00 1.02E-09 0.00E+00 1.55E-10
371651 3754800 0.00E+00 1.27E-03 0.00E+00 1.63E-06 0.00E+00 2.53E-07 371651 3754800 0.00E+00 7.70E-07 0.00E+00 9.88E-10 0.00E+00 1.53E-10
371671 3754800 0.00E+00 1.30E-03 0.00E+00 1.58E-06 0.00E+00 2.50E-07 371671 3754800 0.00E+00 7.86E-07 0.00E+00 9.56E-10 0.00E+00 1.51E-10
371691 3754800 0.00E+00 1.33E-03 0.00E+00 1.53E-06 0.00E+00 2.47E-07 371691 3754800 0.00E+00 8.02E-07 0.00E+00 9.26E-10 0.00E+00 1.50E-10
371711 3754800 0.00E+00 1.36E-03 0.00E+00 1.48E-06 0.00E+00 2.44E-07 371711 3754800 0.00E+00 8.20E-07 0.00E+00 8.97E-10 0.00E+00 1.48E-10
371731 3754800 0.00E+00 1.39E-03 0.00E+00 1.44E-06 0.00E+00 2.42E-07 371731 3754800 0.00E+00 8.38E-07 0.00E+00 8.70E-10 0.00E+00 1.46E-10
371751 3754800 0.00E+00 1.42E-03 0.00E+00 1.40E-06 0.00E+00 2.39E-07 371751 3754800 0.00E+00 8.58E-07 0.00E+00 8.45E-10 0.00E+00 1.45E-10
371771 3754800 0.00E+00 1.45E-03 0.00E+00 1.36E-06 0.00E+00 2.37E-07 371771 3754800 0.00E+00 8.77E-07 0.00E+00 8.21E-10 0.00E+00 1.43E-10
371791 3754800 0.00E+00 1.48E-03 0.00E+00 1.32E-06 0.00E+00 2.34E-07 371791 3754800 0.00E+00 8.96E-07 0.00E+00 7.97E-10 0.00E+00 1.42E-10
371811 3754800 0.00E+00 1.51E-03 0.00E+00 1.28E-06 0.00E+00 2.32E-07 371811 3754800 0.00E+00 9.16E-07 0.00E+00 7.76E-10 0.00E+00 1.41E-10
371831 3754800 0.00E+00 1.55E-03 0.00E+00 1.25E-06 0.00E+00 2.30E-07 371831 3754800 0.00E+00 9.35E-07 0.00E+00 7.55E-10 0.00E+00 1.39E-10
370571 3754820 0.00E+00 1.29E-03 0.00E+00 1.24E-06 0.00E+00 2.03E-07 370571 3754820 0.00E+00 7.81E-07 0.00E+00 7.51E-10 0.00E+00 1.23E-10
370591 3754820 0.00E+00 1.31E-03 0.00E+00 1.32E-06 0.00E+00 2.07E-07 370591 3754820 0.00E+00 7.94E-07 0.00E+00 8.00E-10 0.00E+00 1.25E-10
370611 3754820 0.00E+00 1.33E-03 0.00E+00 1.41E-06 0.00E+00 2.11E-07 370611 3754820 0.00E+00 8.07E-07 0.00E+00 8.55E-10 0.00E+00 1.28E-10
370631 3754820 0.00E+00 1.35E-03 0.00E+00 1.52E-06 0.00E+00 2.15E-07 370631 3754820 0.00E+00 8.19E-07 0.00E+00 9.18E-10 0.00E+00 1.30E-10
370651 3754820 0.00E+00 1.37E-03 0.00E+00 1.63E-06 0.00E+00 2.19E-07 370651 3754820 0.00E+00 8.32E-07 0.00E+00 9.88E-10 0.00E+00 1.32E-10
370671 3754820 0.00E+00 1.39E-03 0.00E+00 1.76E-06 0.00E+00 2.22E-07 370671 3754820 0.00E+00 8.44E-07 0.00E+00 1.07E-09 0.00E+00 1.34E-10
370691 3754820 0.00E+00 1.41E-03 0.00E+00 1.92E-06 0.00E+00 2.26E-07 370691 3754820 0.00E+00 8.55E-07 0.00E+00 1.16E-09 0.00E+00 1.37E-10
370711 3754820 0.00E+00 1.42E-03 0.00E+00 2.08E-06 0.00E+00 2.28E-07 370711 3754820 0.00E+00 8.60E-07 0.00E+00 1.26E-09 0.00E+00 1.38E-10
370731 3754820 0.00E+00 1.43E-03 0.00E+00 2.27E-06 0.00E+00 2.22E-07 370731 3754820 0.00E+00 8.66E-07 0.00E+00 1.37E-09 0.00E+00 1.35E-10
370751 3754820 0.00E+00 1.44E-03 0.00E+00 2.50E-06 0.00E+00 2.22E-07 370751 3754820 0.00E+00 8.73E-07 0.00E+00 1.52E-09 0.00E+00 1.34E-10
370771 3754820 0.00E+00 1.44E-03 0.00E+00 2.74E-06 0.00E+00 2.19E-07 370771 3754820 0.00E+00 8.72E-07 0.00E+00 1.66E-09 0.00E+00 1.33E-10
370791 3754820 0.00E+00 1.45E-03 0.00E+00 3.09E-06 0.00E+00 2.22E-07 370791 3754820 0.00E+00 8.79E-07 0.00E+00 1.87E-09 0.00E+00 1.34E-10
370811 3754820 0.00E+00 1.46E-03 0.00E+00 3.53E-06 0.00E+00 2.25E-07 370811 3754820 0.00E+00 8.85E-07 0.00E+00 2.14E-09 0.00E+00 1.36E-10
370831 3754820 0.00E+00 1.47E-03 0.00E+00 4.09E-06 0.00E+00 2.27E-07 370831 3754820 0.00E+00 8.89E-07 0.00E+00 2.48E-09 0.00E+00 1.38E-10
370851 3754820 0.00E+00 1.49E-03 0.00E+00 4.91E-06 0.00E+00 2.34E-07 370851 3754820 0.00E+00 8.99E-07 0.00E+00 2.97E-09 0.00E+00 1.42E-10
370871 3754820 0.00E+00 1.48E-03 0.00E+00 5.89E-06 0.00E+00 2.36E-07 370871 3754820 0.00E+00 8.98E-07 0.00E+00 3.57E-09 0.00E+00 1.43E-10
370891 3754820 0.00E+00 1.48E-03 0.00E+00 7.20E-06 0.00E+00 2.37E-07 370891 3754820 0.00E+00 8.96E-07 0.00E+00 4.35E-09 0.00E+00 1.44E-10
370911 3754820 0.00E+00 1.48E-03 0.00E+00 8.83E-06 0.00E+00 2.39E-07 370911 3754820 0.00E+00 8.93E-07 0.00E+00 5.34E-09 0.00E+00 1.45E-10
370931 3754820 0.00E+00 1.47E-03 0.00E+00 1.03E-05 0.00E+00 2.42E-07 370931 3754820 0.00E+00 8.89E-07 0.00E+00 6.21E-09 0.00E+00 1.46E-10
370951 3754820 0.00E+00 1.46E-03 0.00E+00 1.04E-05 0.00E+00 2.44E-07 370951 3754820 0.00E+00 8.82E-07 0.00E+00 6.31E-09 0.00E+00 1.47E-10
370971 3754820 0.00E+00 1.44E-03 0.00E+00 1.03E-05 0.00E+00 2.45E-07 370971 3754820 0.00E+00 8.73E-07 0.00E+00 6.24E-09 0.00E+00 1.48E-10
370991 3754820 0.00E+00 1.45E-03 0.00E+00 1.01E-05 0.00E+00 2.68E-07 370991 3754820 0.00E+00 8.78E-07 0.00E+00 6.10E-09 0.00E+00 1.62E-10
371011 3754820 0.00E+00 1.43E-03 0.00E+00 9.62E-06 0.00E+00 2.70E-07 371011 3754820 0.00E+00 8.66E-07 0.00E+00 5.82E-09 0.00E+00 1.64E-10
371031 3754820 0.00E+00 1.41E-03 0.00E+00 8.93E-06 0.00E+00 2.72E-07 371031 3754820 0.00E+00 8.53E-07 0.00E+00 5.40E-09 0.00E+00 1.65E-10
371051 3754820 0.00E+00 1.39E-03 0.00E+00 8.14E-06 0.00E+00 2.74E-07 371051 3754820 0.00E+00 8.38E-07 0.00E+00 4.92E-09 0.00E+00 1.66E-10
371071 3754820 0.00E+00 1.36E-03 0.00E+00 7.43E-06 0.00E+00 2.75E-07 371071 3754820 0.00E+00 8.22E-07 0.00E+00 4.50E-09 0.00E+00 1.67E-10
371091 3754820 0.00E+00 1.33E-03 0.00E+00 6.75E-06 0.00E+00 2.77E-07 371091 3754820 0.00E+00 8.07E-07 0.00E+00 4.09E-09 0.00E+00 1.67E-10
371111 3754820 0.00E+00 1.30E-03 0.00E+00 6.23E-06 0.00E+00 2.76E-07 371111 3754820 0.00E+00 7.90E-07 0.00E+00 3.77E-09 0.00E+00 1.67E-10
371131 3754820 0.00E+00 1.28E-03 0.00E+00 5.72E-06 0.00E+00 2.77E-07 371131 3754820 0.00E+00 7.73E-07 0.00E+00 3.46E-09 0.00E+00 1.67E-10
371151 3754820 0.00E+00 1.25E-03 0.00E+00 5.28E-06 0.00E+00 2.77E-07 371151 3754820 0.00E+00 7.57E-07 0.00E+00 3.20E-09 0.00E+00 1.68E-10
371171 3754820 0.00E+00 1.22E-03 0.00E+00 4.89E-06 0.00E+00 2.77E-07 371171 3754820 0.00E+00 7.41E-07 0.00E+00 2.96E-09 0.00E+00 1.68E-10
371191 3754820 0.00E+00 1.20E-03 0.00E+00 4.54E-06 0.00E+00 2.78E-07 371191 3754820 0.00E+00 7.26E-07 0.00E+00 2.75E-09 0.00E+00 1.68E-10
371211 3754820 0.00E+00 1.18E-03 0.00E+00 4.24E-06 0.00E+00 2.78E-07 371211 3754820 0.00E+00 7.13E-07 0.00E+00 2.57E-09 0.00E+00 1.68E-10
371231 3754820 0.00E+00 1.16E-03 0.00E+00 3.97E-06 0.00E+00 2.77E-07 371231 3754820 0.00E+00 7.00E-07 0.00E+00 2.40E-09 0.00E+00 1.68E-10
371251 3754820 0.00E+00 1.14E-03 0.00E+00 3.73E-06 0.00E+00 2.77E-07 371251 3754820 0.00E+00 6.88E-07 0.00E+00 2.26E-09 0.00E+00 1.68E-10
371271 3754820 0.00E+00 1.12E-03 0.00E+00 3.51E-06 0.00E+00 2.76E-07 371271 3754820 0.00E+00 6.78E-07 0.00E+00 2.13E-09 0.00E+00 1.67E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371291 3754820 0.00E+00 1.11E-03 0.00E+00 3.32E-06 0.00E+00 2.75E-07 371291 3754820 0.00E+00 6.69E-07 0.00E+00 2.01E-09 0.00E+00 1.67E-10
371311 3754820 0.00E+00 1.09E-03 0.00E+00 3.14E-06 0.00E+00 2.75E-07 371311 3754820 0.00E+00 6.61E-07 0.00E+00 1.90E-09 0.00E+00 1.66E-10
371331 3754820 0.00E+00 1.08E-03 0.00E+00 2.98E-06 0.00E+00 2.73E-07 371331 3754820 0.00E+00 6.54E-07 0.00E+00 1.80E-09 0.00E+00 1.65E-10
371351 3754820 0.00E+00 1.07E-03 0.00E+00 2.83E-06 0.00E+00 2.72E-07 371351 3754820 0.00E+00 6.49E-07 0.00E+00 1.71E-09 0.00E+00 1.65E-10
371371 3754820 0.00E+00 1.07E-03 0.00E+00 2.70E-06 0.00E+00 2.71E-07 371371 3754820 0.00E+00 6.45E-07 0.00E+00 1.63E-09 0.00E+00 1.64E-10
371391 3754820 0.00E+00 1.06E-03 0.00E+00 2.57E-06 0.00E+00 2.69E-07 371391 3754820 0.00E+00 6.42E-07 0.00E+00 1.56E-09 0.00E+00 1.63E-10
371411 3754820 0.00E+00 1.06E-03 0.00E+00 2.46E-06 0.00E+00 2.68E-07 371411 3754820 0.00E+00 6.40E-07 0.00E+00 1.49E-09 0.00E+00 1.62E-10
371431 3754820 0.00E+00 1.05E-03 0.00E+00 2.35E-06 0.00E+00 2.66E-07 371431 3754820 0.00E+00 6.38E-07 0.00E+00 1.42E-09 0.00E+00 1.61E-10
371451 3754820 0.00E+00 1.05E-03 0.00E+00 2.25E-06 0.00E+00 2.64E-07 371451 3754820 0.00E+00 6.38E-07 0.00E+00 1.36E-09 0.00E+00 1.60E-10
371471 3754820 0.00E+00 1.06E-03 0.00E+00 2.16E-06 0.00E+00 2.62E-07 371471 3754820 0.00E+00 6.39E-07 0.00E+00 1.31E-09 0.00E+00 1.58E-10
371491 3754820 0.00E+00 1.06E-03 0.00E+00 2.08E-06 0.00E+00 2.60E-07 371491 3754820 0.00E+00 6.41E-07 0.00E+00 1.26E-09 0.00E+00 1.57E-10
371511 3754820 0.00E+00 1.06E-03 0.00E+00 2.00E-06 0.00E+00 2.57E-07 371511 3754820 0.00E+00 6.43E-07 0.00E+00 1.21E-09 0.00E+00 1.56E-10
371531 3754820 0.00E+00 1.07E-03 0.00E+00 1.92E-06 0.00E+00 2.55E-07 371531 3754820 0.00E+00 6.47E-07 0.00E+00 1.16E-09 0.00E+00 1.54E-10
371551 3754820 0.00E+00 1.08E-03 0.00E+00 1.85E-06 0.00E+00 2.53E-07 371551 3754820 0.00E+00 6.52E-07 0.00E+00 1.12E-09 0.00E+00 1.53E-10
371571 3754820 0.00E+00 1.09E-03 0.00E+00 1.79E-06 0.00E+00 2.50E-07 371571 3754820 0.00E+00 6.58E-07 0.00E+00 1.08E-09 0.00E+00 1.51E-10
371591 3754820 0.00E+00 1.10E-03 0.00E+00 1.73E-06 0.00E+00 2.48E-07 371591 3754820 0.00E+00 6.65E-07 0.00E+00 1.04E-09 0.00E+00 1.50E-10
371611 3754820 0.00E+00 1.11E-03 0.00E+00 1.67E-06 0.00E+00 2.45E-07 371611 3754820 0.00E+00 6.74E-07 0.00E+00 1.01E-09 0.00E+00 1.48E-10
371631 3754820 0.00E+00 1.13E-03 0.00E+00 1.61E-06 0.00E+00 2.42E-07 371631 3754820 0.00E+00 6.84E-07 0.00E+00 9.77E-10 0.00E+00 1.47E-10
371651 3754820 0.00E+00 1.15E-03 0.00E+00 1.56E-06 0.00E+00 2.40E-07 371651 3754820 0.00E+00 6.95E-07 0.00E+00 9.46E-10 0.00E+00 1.45E-10
371671 3754820 0.00E+00 1.17E-03 0.00E+00 1.51E-06 0.00E+00 2.37E-07 371671 3754820 0.00E+00 7.08E-07 0.00E+00 9.16E-10 0.00E+00 1.43E-10
371691 3754820 0.00E+00 1.19E-03 0.00E+00 1.47E-06 0.00E+00 2.34E-07 371691 3754820 0.00E+00 7.21E-07 0.00E+00 8.88E-10 0.00E+00 1.42E-10
371711 3754820 0.00E+00 1.22E-03 0.00E+00 1.42E-06 0.00E+00 2.32E-07 371711 3754820 0.00E+00 7.35E-07 0.00E+00 8.61E-10 0.00E+00 1.40E-10
371731 3754820 0.00E+00 1.24E-03 0.00E+00 1.38E-06 0.00E+00 2.29E-07 371731 3754820 0.00E+00 7.51E-07 0.00E+00 8.37E-10 0.00E+00 1.39E-10
371751 3754820 0.00E+00 1.27E-03 0.00E+00 1.34E-06 0.00E+00 2.27E-07 371751 3754820 0.00E+00 7.67E-07 0.00E+00 8.13E-10 0.00E+00 1.37E-10
371771 3754820 0.00E+00 1.30E-03 0.00E+00 1.31E-06 0.00E+00 2.24E-07 371771 3754820 0.00E+00 7.84E-07 0.00E+00 7.90E-10 0.00E+00 1.36E-10
371791 3754820 0.00E+00 1.32E-03 0.00E+00 1.27E-06 0.00E+00 2.22E-07 371791 3754820 0.00E+00 8.01E-07 0.00E+00 7.69E-10 0.00E+00 1.34E-10
371811 3754820 0.00E+00 1.35E-03 0.00E+00 1.24E-06 0.00E+00 2.20E-07 371811 3754820 0.00E+00 8.18E-07 0.00E+00 7.48E-10 0.00E+00 1.33E-10
371831 3754820 0.00E+00 1.38E-03 0.00E+00 1.20E-06 0.00E+00 2.18E-07 371831 3754820 0.00E+00 8.36E-07 0.00E+00 7.29E-10 0.00E+00 1.32E-10
370571 3754840 0.00E+00 1.23E-03 0.00E+00 1.18E-06 0.00E+00 1.96E-07 370571 3754840 0.00E+00 7.41E-07 0.00E+00 7.13E-10 0.00E+00 1.19E-10
370591 3754840 0.00E+00 1.24E-03 0.00E+00 1.25E-06 0.00E+00 2.00E-07 370591 3754840 0.00E+00 7.52E-07 0.00E+00 7.57E-10 0.00E+00 1.21E-10
370611 3754840 0.00E+00 1.26E-03 0.00E+00 1.33E-06 0.00E+00 2.04E-07 370611 3754840 0.00E+00 7.64E-07 0.00E+00 8.07E-10 0.00E+00 1.23E-10
370631 3754840 0.00E+00 1.28E-03 0.00E+00 1.43E-06 0.00E+00 2.07E-07 370631 3754840 0.00E+00 7.74E-07 0.00E+00 8.62E-10 0.00E+00 1.25E-10
370651 3754840 0.00E+00 1.30E-03 0.00E+00 1.53E-06 0.00E+00 2.11E-07 370651 3754840 0.00E+00 7.85E-07 0.00E+00 9.25E-10 0.00E+00 1.28E-10
370671 3754840 0.00E+00 1.31E-03 0.00E+00 1.64E-06 0.00E+00 2.14E-07 370671 3754840 0.00E+00 7.95E-07 0.00E+00 9.95E-10 0.00E+00 1.29E-10
370691 3754840 0.00E+00 1.33E-03 0.00E+00 1.77E-06 0.00E+00 2.17E-07 370691 3754840 0.00E+00 8.05E-07 0.00E+00 1.07E-09 0.00E+00 1.31E-10
370711 3754840 0.00E+00 1.34E-03 0.00E+00 1.91E-06 0.00E+00 2.18E-07 370711 3754840 0.00E+00 8.09E-07 0.00E+00 1.16E-09 0.00E+00 1.32E-10
370731 3754840 0.00E+00 1.34E-03 0.00E+00 2.07E-06 0.00E+00 2.14E-07 370731 3754840 0.00E+00 8.13E-07 0.00E+00 1.25E-09 0.00E+00 1.30E-10
370751 3754840 0.00E+00 1.35E-03 0.00E+00 2.27E-06 0.00E+00 2.14E-07 370751 3754840 0.00E+00 8.19E-07 0.00E+00 1.37E-09 0.00E+00 1.30E-10
370771 3754840 0.00E+00 1.35E-03 0.00E+00 2.46E-06 0.00E+00 2.10E-07 370771 3754840 0.00E+00 8.17E-07 0.00E+00 1.49E-09 0.00E+00 1.27E-10
370791 3754840 0.00E+00 1.36E-03 0.00E+00 2.72E-06 0.00E+00 2.12E-07 370791 3754840 0.00E+00 8.21E-07 0.00E+00 1.65E-09 0.00E+00 1.28E-10
370811 3754840 0.00E+00 1.36E-03 0.00E+00 3.05E-06 0.00E+00 2.14E-07 370811 3754840 0.00E+00 8.25E-07 0.00E+00 1.84E-09 0.00E+00 1.30E-10
370831 3754840 0.00E+00 1.37E-03 0.00E+00 3.44E-06 0.00E+00 2.16E-07 370831 3754840 0.00E+00 8.27E-07 0.00E+00 2.08E-09 0.00E+00 1.31E-10
370851 3754840 0.00E+00 1.37E-03 0.00E+00 3.90E-06 0.00E+00 2.18E-07 370851 3754840 0.00E+00 8.27E-07 0.00E+00 2.36E-09 0.00E+00 1.32E-10
370871 3754840 0.00E+00 1.37E-03 0.00E+00 4.46E-06 0.00E+00 2.20E-07 370871 3754840 0.00E+00 8.27E-07 0.00E+00 2.70E-09 0.00E+00 1.33E-10
370891 3754840 0.00E+00 1.37E-03 0.00E+00 5.14E-06 0.00E+00 2.25E-07 370891 3754840 0.00E+00 8.28E-07 0.00E+00 3.11E-09 0.00E+00 1.36E-10
370911 3754840 0.00E+00 1.36E-03 0.00E+00 5.74E-06 0.00E+00 2.26E-07 370911 3754840 0.00E+00 8.25E-07 0.00E+00 3.48E-09 0.00E+00 1.37E-10
370931 3754840 0.00E+00 1.36E-03 0.00E+00 6.10E-06 0.00E+00 2.29E-07 370931 3754840 0.00E+00 8.20E-07 0.00E+00 3.69E-09 0.00E+00 1.38E-10
370951 3754840 0.00E+00 1.34E-03 0.00E+00 6.08E-06 0.00E+00 2.30E-07 370951 3754840 0.00E+00 8.13E-07 0.00E+00 3.68E-09 0.00E+00 1.39E-10
370971 3754840 0.00E+00 1.33E-03 0.00E+00 5.87E-06 0.00E+00 2.30E-07 370971 3754840 0.00E+00 8.03E-07 0.00E+00 3.55E-09 0.00E+00 1.39E-10
370991 3754840 0.00E+00 1.32E-03 0.00E+00 5.86E-06 0.00E+00 2.52E-07 370991 3754840 0.00E+00 8.01E-07 0.00E+00 3.54E-09 0.00E+00 1.52E-10
371011 3754840 0.00E+00 1.32E-03 0.00E+00 5.83E-06 0.00E+00 2.56E-07 371011 3754840 0.00E+00 7.96E-07 0.00E+00 3.53E-09 0.00E+00 1.55E-10
371031 3754840 0.00E+00 1.29E-03 0.00E+00 5.81E-06 0.00E+00 2.58E-07 371031 3754840 0.00E+00 7.83E-07 0.00E+00 3.51E-09 0.00E+00 1.56E-10
371051 3754840 0.00E+00 1.27E-03 0.00E+00 5.66E-06 0.00E+00 2.59E-07 371051 3754840 0.00E+00 7.70E-07 0.00E+00 3.42E-09 0.00E+00 1.57E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371071 3754840 0.00E+00 1.25E-03 0.00E+00 5.43E-06 0.00E+00 2.60E-07 371071 3754840 0.00E+00 7.56E-07 0.00E+00 3.29E-09 0.00E+00 1.57E-10
371091 3754840 0.00E+00 1.23E-03 0.00E+00 5.16E-06 0.00E+00 2.62E-07 371091 3754840 0.00E+00 7.41E-07 0.00E+00 3.12E-09 0.00E+00 1.58E-10
371111 3754840 0.00E+00 1.20E-03 0.00E+00 4.90E-06 0.00E+00 2.62E-07 371111 3754840 0.00E+00 7.26E-07 0.00E+00 2.96E-09 0.00E+00 1.58E-10
371131 3754840 0.00E+00 1.18E-03 0.00E+00 4.63E-06 0.00E+00 2.61E-07 371131 3754840 0.00E+00 7.11E-07 0.00E+00 2.80E-09 0.00E+00 1.58E-10
371151 3754840 0.00E+00 1.15E-03 0.00E+00 4.37E-06 0.00E+00 2.62E-07 371151 3754840 0.00E+00 6.97E-07 0.00E+00 2.64E-09 0.00E+00 1.59E-10
371171 3754840 0.00E+00 1.13E-03 0.00E+00 4.12E-06 0.00E+00 2.62E-07 371171 3754840 0.00E+00 6.83E-07 0.00E+00 2.49E-09 0.00E+00 1.59E-10
371191 3754840 0.00E+00 1.11E-03 0.00E+00 3.89E-06 0.00E+00 2.62E-07 371191 3754840 0.00E+00 6.70E-07 0.00E+00 2.35E-09 0.00E+00 1.59E-10
371211 3754840 0.00E+00 1.09E-03 0.00E+00 3.68E-06 0.00E+00 2.62E-07 371211 3754840 0.00E+00 6.57E-07 0.00E+00 2.22E-09 0.00E+00 1.59E-10
371231 3754840 0.00E+00 1.07E-03 0.00E+00 3.48E-06 0.00E+00 2.62E-07 371231 3754840 0.00E+00 6.46E-07 0.00E+00 2.11E-09 0.00E+00 1.58E-10
371251 3754840 0.00E+00 1.05E-03 0.00E+00 3.30E-06 0.00E+00 2.61E-07 371251 3754840 0.00E+00 6.35E-07 0.00E+00 2.00E-09 0.00E+00 1.58E-10
371271 3754840 0.00E+00 1.03E-03 0.00E+00 3.14E-06 0.00E+00 2.61E-07 371271 3754840 0.00E+00 6.26E-07 0.00E+00 1.90E-09 0.00E+00 1.58E-10
371291 3754840 0.00E+00 1.02E-03 0.00E+00 2.98E-06 0.00E+00 2.60E-07 371291 3754840 0.00E+00 6.18E-07 0.00E+00 1.81E-09 0.00E+00 1.57E-10
371311 3754840 0.00E+00 1.01E-03 0.00E+00 2.84E-06 0.00E+00 2.59E-07 371311 3754840 0.00E+00 6.11E-07 0.00E+00 1.72E-09 0.00E+00 1.57E-10
371331 3754840 0.00E+00 1.00E-03 0.00E+00 2.71E-06 0.00E+00 2.58E-07 371331 3754840 0.00E+00 6.05E-07 0.00E+00 1.64E-09 0.00E+00 1.56E-10
371351 3754840 0.00E+00 9.91E-04 0.00E+00 2.59E-06 0.00E+00 2.57E-07 371351 3754840 0.00E+00 6.00E-07 0.00E+00 1.57E-09 0.00E+00 1.56E-10
371371 3754840 0.00E+00 9.85E-04 0.00E+00 2.48E-06 0.00E+00 2.56E-07 371371 3754840 0.00E+00 5.96E-07 0.00E+00 1.50E-09 0.00E+00 1.55E-10
371391 3754840 0.00E+00 9.80E-04 0.00E+00 2.38E-06 0.00E+00 2.54E-07 371391 3754840 0.00E+00 5.93E-07 0.00E+00 1.44E-09 0.00E+00 1.54E-10
371411 3754840 0.00E+00 9.76E-04 0.00E+00 2.28E-06 0.00E+00 2.53E-07 371411 3754840 0.00E+00 5.91E-07 0.00E+00 1.38E-09 0.00E+00 1.53E-10
371431 3754840 0.00E+00 9.74E-04 0.00E+00 2.19E-06 0.00E+00 2.51E-07 371431 3754840 0.00E+00 5.89E-07 0.00E+00 1.32E-09 0.00E+00 1.52E-10
371451 3754840 0.00E+00 9.73E-04 0.00E+00 2.10E-06 0.00E+00 2.50E-07 371451 3754840 0.00E+00 5.89E-07 0.00E+00 1.27E-09 0.00E+00 1.51E-10
371471 3754840 0.00E+00 9.73E-04 0.00E+00 2.02E-06 0.00E+00 2.48E-07 371471 3754840 0.00E+00 5.89E-07 0.00E+00 1.22E-09 0.00E+00 1.50E-10
371491 3754840 0.00E+00 9.75E-04 0.00E+00 1.95E-06 0.00E+00 2.46E-07 371491 3754840 0.00E+00 5.90E-07 0.00E+00 1.18E-09 0.00E+00 1.49E-10
371511 3754840 0.00E+00 9.78E-04 0.00E+00 1.88E-06 0.00E+00 2.44E-07 371511 3754840 0.00E+00 5.92E-07 0.00E+00 1.14E-09 0.00E+00 1.48E-10
371531 3754840 0.00E+00 9.82E-04 0.00E+00 1.81E-06 0.00E+00 2.42E-07 371531 3754840 0.00E+00 5.94E-07 0.00E+00 1.10E-09 0.00E+00 1.46E-10
371551 3754840 0.00E+00 9.88E-04 0.00E+00 1.75E-06 0.00E+00 2.39E-07 371551 3754840 0.00E+00 5.98E-07 0.00E+00 1.06E-09 0.00E+00 1.45E-10
371571 3754840 0.00E+00 9.95E-04 0.00E+00 1.69E-06 0.00E+00 2.37E-07 371571 3754840 0.00E+00 6.02E-07 0.00E+00 1.02E-09 0.00E+00 1.44E-10
371591 3754840 0.00E+00 1.00E-03 0.00E+00 1.64E-06 0.00E+00 2.35E-07 371591 3754840 0.00E+00 6.08E-07 0.00E+00 9.91E-10 0.00E+00 1.42E-10
371611 3754840 0.00E+00 1.02E-03 0.00E+00 1.59E-06 0.00E+00 2.32E-07 371611 3754840 0.00E+00 6.15E-07 0.00E+00 9.60E-10 0.00E+00 1.41E-10
371631 3754840 0.00E+00 1.03E-03 0.00E+00 1.54E-06 0.00E+00 2.30E-07 371631 3754840 0.00E+00 6.22E-07 0.00E+00 9.30E-10 0.00E+00 1.39E-10
371651 3754840 0.00E+00 1.04E-03 0.00E+00 1.49E-06 0.00E+00 2.28E-07 371651 3754840 0.00E+00 6.31E-07 0.00E+00 9.01E-10 0.00E+00 1.38E-10
371671 3754840 0.00E+00 1.06E-03 0.00E+00 1.44E-06 0.00E+00 2.25E-07 371671 3754840 0.00E+00 6.41E-07 0.00E+00 8.74E-10 0.00E+00 1.36E-10
371691 3754840 0.00E+00 1.08E-03 0.00E+00 1.40E-06 0.00E+00 2.23E-07 371691 3754840 0.00E+00 6.52E-07 0.00E+00 8.48E-10 0.00E+00 1.35E-10
371711 3754840 0.00E+00 1.10E-03 0.00E+00 1.36E-06 0.00E+00 2.20E-07 371711 3754840 0.00E+00 6.64E-07 0.00E+00 8.24E-10 0.00E+00 1.33E-10
371731 3754840 0.00E+00 1.12E-03 0.00E+00 1.32E-06 0.00E+00 2.18E-07 371731 3754840 0.00E+00 6.77E-07 0.00E+00 8.01E-10 0.00E+00 1.32E-10
371751 3754840 0.00E+00 1.14E-03 0.00E+00 1.29E-06 0.00E+00 2.15E-07 371751 3754840 0.00E+00 6.90E-07 0.00E+00 7.80E-10 0.00E+00 1.30E-10
371771 3754840 0.00E+00 1.16E-03 0.00E+00 1.25E-06 0.00E+00 2.13E-07 371771 3754840 0.00E+00 7.05E-07 0.00E+00 7.59E-10 0.00E+00 1.29E-10
371791 3754840 0.00E+00 1.19E-03 0.00E+00 1.22E-06 0.00E+00 2.11E-07 371791 3754840 0.00E+00 7.19E-07 0.00E+00 7.38E-10 0.00E+00 1.28E-10
371811 3754840 0.00E+00 1.21E-03 0.00E+00 1.19E-06 0.00E+00 2.09E-07 371811 3754840 0.00E+00 7.34E-07 0.00E+00 7.20E-10 0.00E+00 1.26E-10
371831 3754840 0.00E+00 1.24E-03 0.00E+00 1.16E-06 0.00E+00 2.07E-07 371831 3754840 0.00E+00 7.50E-07 0.00E+00 7.01E-10 0.00E+00 1.25E-10
370571 3754860 0.00E+00 1.16E-03 0.00E+00 1.12E-06 0.00E+00 1.90E-07 370571 3754860 0.00E+00 7.05E-07 0.00E+00 6.76E-10 0.00E+00 1.15E-10
370591 3754860 0.00E+00 1.18E-03 0.00E+00 1.18E-06 0.00E+00 1.93E-07 370591 3754860 0.00E+00 7.14E-07 0.00E+00 7.16E-10 0.00E+00 1.17E-10
370611 3754860 0.00E+00 1.20E-03 0.00E+00 1.26E-06 0.00E+00 1.96E-07 370611 3754860 0.00E+00 7.24E-07 0.00E+00 7.60E-10 0.00E+00 1.19E-10
370631 3754860 0.00E+00 1.21E-03 0.00E+00 1.34E-06 0.00E+00 2.00E-07 370631 3754860 0.00E+00 7.33E-07 0.00E+00 8.09E-10 0.00E+00 1.21E-10
370651 3754860 0.00E+00 1.23E-03 0.00E+00 1.43E-06 0.00E+00 2.03E-07 370651 3754860 0.00E+00 7.42E-07 0.00E+00 8.63E-10 0.00E+00 1.23E-10
370671 3754860 0.00E+00 1.24E-03 0.00E+00 1.53E-06 0.00E+00 2.05E-07 370671 3754860 0.00E+00 7.50E-07 0.00E+00 9.23E-10 0.00E+00 1.24E-10
370691 3754860 0.00E+00 1.25E-03 0.00E+00 1.64E-06 0.00E+00 2.08E-07 370691 3754860 0.00E+00 7.58E-07 0.00E+00 9.90E-10 0.00E+00 1.26E-10
370711 3754860 0.00E+00 1.26E-03 0.00E+00 1.75E-06 0.00E+00 2.10E-07 370711 3754860 0.00E+00 7.62E-07 0.00E+00 1.06E-09 0.00E+00 1.27E-10
370731 3754860 0.00E+00 1.26E-03 0.00E+00 1.88E-06 0.00E+00 2.07E-07 370731 3754860 0.00E+00 7.64E-07 0.00E+00 1.14E-09 0.00E+00 1.25E-10
370751 3754860 0.00E+00 1.27E-03 0.00E+00 2.04E-06 0.00E+00 2.08E-07 370751 3754860 0.00E+00 7.69E-07 0.00E+00 1.24E-09 0.00E+00 1.26E-10
370771 3754860 0.00E+00 1.27E-03 0.00E+00 2.19E-06 0.00E+00 2.02E-07 370771 3754860 0.00E+00 7.66E-07 0.00E+00 1.32E-09 0.00E+00 1.22E-10
370791 3754860 0.00E+00 1.27E-03 0.00E+00 2.39E-06 0.00E+00 2.03E-07 370791 3754860 0.00E+00 7.68E-07 0.00E+00 1.44E-09 0.00E+00 1.23E-10
370811 3754860 0.00E+00 1.27E-03 0.00E+00 2.62E-06 0.00E+00 2.05E-07 370811 3754860 0.00E+00 7.70E-07 0.00E+00 1.58E-09 0.00E+00 1.24E-10
370831 3754860 0.00E+00 1.27E-03 0.00E+00 2.88E-06 0.00E+00 2.07E-07 370831 3754860 0.00E+00 7.71E-07 0.00E+00 1.74E-09 0.00E+00 1.25E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370851 3754860 0.00E+00 1.27E-03 0.00E+00 3.16E-06 0.00E+00 2.08E-07 370851 3754860 0.00E+00 7.70E-07 0.00E+00 1.91E-09 0.00E+00 1.26E-10
370871 3754860 0.00E+00 1.27E-03 0.00E+00 3.47E-06 0.00E+00 2.09E-07 370871 3754860 0.00E+00 7.68E-07 0.00E+00 2.10E-09 0.00E+00 1.27E-10
370891 3754860 0.00E+00 1.27E-03 0.00E+00 3.80E-06 0.00E+00 2.13E-07 370891 3754860 0.00E+00 7.68E-07 0.00E+00 2.30E-09 0.00E+00 1.29E-10
370911 3754860 0.00E+00 1.26E-03 0.00E+00 4.05E-06 0.00E+00 2.15E-07 370911 3754860 0.00E+00 7.63E-07 0.00E+00 2.45E-09 0.00E+00 1.30E-10
370931 3754860 0.00E+00 1.25E-03 0.00E+00 4.16E-06 0.00E+00 2.17E-07 370931 3754860 0.00E+00 7.59E-07 0.00E+00 2.52E-09 0.00E+00 1.31E-10
370951 3754860 0.00E+00 1.24E-03 0.00E+00 4.13E-06 0.00E+00 2.17E-07 370951 3754860 0.00E+00 7.51E-07 0.00E+00 2.50E-09 0.00E+00 1.32E-10
370971 3754860 0.00E+00 1.23E-03 0.00E+00 4.01E-06 0.00E+00 2.21E-07 370971 3754860 0.00E+00 7.43E-07 0.00E+00 2.43E-09 0.00E+00 1.34E-10
370991 3754860 0.00E+00 1.22E-03 0.00E+00 3.93E-06 0.00E+00 2.39E-07 370991 3754860 0.00E+00 7.40E-07 0.00E+00 2.38E-09 0.00E+00 1.45E-10
371011 3754860 0.00E+00 1.21E-03 0.00E+00 3.90E-06 0.00E+00 2.43E-07 371011 3754860 0.00E+00 7.34E-07 0.00E+00 2.36E-09 0.00E+00 1.47E-10
371031 3754860 0.00E+00 1.19E-03 0.00E+00 3.93E-06 0.00E+00 2.44E-07 371031 3754860 0.00E+00 7.22E-07 0.00E+00 2.38E-09 0.00E+00 1.48E-10
371051 3754860 0.00E+00 1.17E-03 0.00E+00 3.95E-06 0.00E+00 2.45E-07 371051 3754860 0.00E+00 7.10E-07 0.00E+00 2.39E-09 0.00E+00 1.48E-10
371071 3754860 0.00E+00 1.15E-03 0.00E+00 3.93E-06 0.00E+00 2.46E-07 371071 3754860 0.00E+00 6.97E-07 0.00E+00 2.38E-09 0.00E+00 1.49E-10
371091 3754860 0.00E+00 1.13E-03 0.00E+00 3.86E-06 0.00E+00 2.47E-07 371091 3754860 0.00E+00 6.83E-07 0.00E+00 2.33E-09 0.00E+00 1.50E-10
371111 3754860 0.00E+00 1.11E-03 0.00E+00 3.78E-06 0.00E+00 2.47E-07 371111 3754860 0.00E+00 6.70E-07 0.00E+00 2.28E-09 0.00E+00 1.50E-10
371131 3754860 0.00E+00 1.08E-03 0.00E+00 3.66E-06 0.00E+00 2.48E-07 371131 3754860 0.00E+00 6.56E-07 0.00E+00 2.22E-09 0.00E+00 1.50E-10
371151 3754860 0.00E+00 1.06E-03 0.00E+00 3.53E-06 0.00E+00 2.48E-07 371151 3754860 0.00E+00 6.43E-07 0.00E+00 2.14E-09 0.00E+00 1.50E-10
371171 3754860 0.00E+00 1.04E-03 0.00E+00 3.40E-06 0.00E+00 2.48E-07 371171 3754860 0.00E+00 6.31E-07 0.00E+00 2.05E-09 0.00E+00 1.50E-10
371191 3754860 0.00E+00 1.02E-03 0.00E+00 3.26E-06 0.00E+00 2.48E-07 371191 3754860 0.00E+00 6.19E-07 0.00E+00 1.97E-09 0.00E+00 1.50E-10
371211 3754860 0.00E+00 1.00E-03 0.00E+00 3.13E-06 0.00E+00 2.48E-07 371211 3754860 0.00E+00 6.08E-07 0.00E+00 1.89E-09 0.00E+00 1.50E-10
371231 3754860 0.00E+00 9.88E-04 0.00E+00 3.00E-06 0.00E+00 2.48E-07 371231 3754860 0.00E+00 5.98E-07 0.00E+00 1.81E-09 0.00E+00 1.50E-10
371251 3754860 0.00E+00 9.72E-04 0.00E+00 2.88E-06 0.00E+00 2.47E-07 371251 3754860 0.00E+00 5.88E-07 0.00E+00 1.74E-09 0.00E+00 1.50E-10
371271 3754860 0.00E+00 9.58E-04 0.00E+00 2.76E-06 0.00E+00 2.47E-07 371271 3754860 0.00E+00 5.80E-07 0.00E+00 1.67E-09 0.00E+00 1.49E-10
371291 3754860 0.00E+00 9.46E-04 0.00E+00 2.65E-06 0.00E+00 2.46E-07 371291 3754860 0.00E+00 5.72E-07 0.00E+00 1.60E-09 0.00E+00 1.49E-10
371311 3754860 0.00E+00 9.35E-04 0.00E+00 2.54E-06 0.00E+00 2.45E-07 371311 3754860 0.00E+00 5.66E-07 0.00E+00 1.54E-09 0.00E+00 1.48E-10
371331 3754860 0.00E+00 9.26E-04 0.00E+00 2.44E-06 0.00E+00 2.44E-07 371331 3754860 0.00E+00 5.61E-07 0.00E+00 1.48E-09 0.00E+00 1.48E-10
371351 3754860 0.00E+00 9.19E-04 0.00E+00 2.34E-06 0.00E+00 2.43E-07 371351 3754860 0.00E+00 5.56E-07 0.00E+00 1.42E-09 0.00E+00 1.47E-10
371371 3754860 0.00E+00 9.13E-04 0.00E+00 2.26E-06 0.00E+00 2.42E-07 371371 3754860 0.00E+00 5.52E-07 0.00E+00 1.36E-09 0.00E+00 1.47E-10
371391 3754860 0.00E+00 9.08E-04 0.00E+00 2.17E-06 0.00E+00 2.41E-07 371391 3754860 0.00E+00 5.49E-07 0.00E+00 1.31E-09 0.00E+00 1.46E-10
371411 3754860 0.00E+00 9.04E-04 0.00E+00 2.09E-06 0.00E+00 2.39E-07 371411 3754860 0.00E+00 5.47E-07 0.00E+00 1.27E-09 0.00E+00 1.45E-10
371431 3754860 0.00E+00 9.02E-04 0.00E+00 2.02E-06 0.00E+00 2.38E-07 371431 3754860 0.00E+00 5.46E-07 0.00E+00 1.22E-09 0.00E+00 1.44E-10
371451 3754860 0.00E+00 9.00E-04 0.00E+00 1.95E-06 0.00E+00 2.36E-07 371451 3754860 0.00E+00 5.45E-07 0.00E+00 1.18E-09 0.00E+00 1.43E-10
371471 3754860 0.00E+00 9.00E-04 0.00E+00 1.88E-06 0.00E+00 2.35E-07 371471 3754860 0.00E+00 5.45E-07 0.00E+00 1.14E-09 0.00E+00 1.42E-10
371491 3754860 0.00E+00 9.01E-04 0.00E+00 1.82E-06 0.00E+00 2.33E-07 371491 3754860 0.00E+00 5.45E-07 0.00E+00 1.10E-09 0.00E+00 1.41E-10
371511 3754860 0.00E+00 9.03E-04 0.00E+00 1.75E-06 0.00E+00 2.31E-07 371511 3754860 0.00E+00 5.46E-07 0.00E+00 1.06E-09 0.00E+00 1.40E-10
371531 3754860 0.00E+00 9.06E-04 0.00E+00 1.70E-06 0.00E+00 2.29E-07 371531 3754860 0.00E+00 5.48E-07 0.00E+00 1.03E-09 0.00E+00 1.39E-10
371551 3754860 0.00E+00 9.10E-04 0.00E+00 1.64E-06 0.00E+00 2.27E-07 371551 3754860 0.00E+00 5.51E-07 0.00E+00 9.95E-10 0.00E+00 1.37E-10
371571 3754860 0.00E+00 9.15E-04 0.00E+00 1.59E-06 0.00E+00 2.25E-07 371571 3754860 0.00E+00 5.54E-07 0.00E+00 9.63E-10 0.00E+00 1.36E-10
371591 3754860 0.00E+00 9.22E-04 0.00E+00 1.54E-06 0.00E+00 2.23E-07 371591 3754860 0.00E+00 5.58E-07 0.00E+00 9.34E-10 0.00E+00 1.35E-10
371611 3754860 0.00E+00 9.31E-04 0.00E+00 1.50E-06 0.00E+00 2.21E-07 371611 3754860 0.00E+00 5.64E-07 0.00E+00 9.07E-10 0.00E+00 1.34E-10
371631 3754860 0.00E+00 9.41E-04 0.00E+00 1.45E-06 0.00E+00 2.19E-07 371631 3754860 0.00E+00 5.69E-07 0.00E+00 8.80E-10 0.00E+00 1.32E-10
371651 3754860 0.00E+00 9.53E-04 0.00E+00 1.41E-06 0.00E+00 2.16E-07 371651 3754860 0.00E+00 5.76E-07 0.00E+00 8.55E-10 0.00E+00 1.31E-10
371671 3754860 0.00E+00 9.65E-04 0.00E+00 1.37E-06 0.00E+00 2.14E-07 371671 3754860 0.00E+00 5.84E-07 0.00E+00 8.30E-10 0.00E+00 1.30E-10
371691 3754860 0.00E+00 9.80E-04 0.00E+00 1.33E-06 0.00E+00 2.12E-07 371691 3754860 0.00E+00 5.93E-07 0.00E+00 8.07E-10 0.00E+00 1.28E-10
371711 3754860 0.00E+00 9.96E-04 0.00E+00 1.30E-06 0.00E+00 2.09E-07 371711 3754860 0.00E+00 6.03E-07 0.00E+00 7.85E-10 0.00E+00 1.27E-10
371731 3754860 0.00E+00 1.01E-03 0.00E+00 1.26E-06 0.00E+00 2.07E-07 371731 3754860 0.00E+00 6.13E-07 0.00E+00 7.64E-10 0.00E+00 1.25E-10
371751 3754860 0.00E+00 1.03E-03 0.00E+00 1.23E-06 0.00E+00 2.05E-07 371751 3754860 0.00E+00 6.25E-07 0.00E+00 7.45E-10 0.00E+00 1.24E-10
371771 3754860 0.00E+00 1.05E-03 0.00E+00 1.20E-06 0.00E+00 2.03E-07 371771 3754860 0.00E+00 6.37E-07 0.00E+00 7.25E-10 0.00E+00 1.23E-10
371791 3754860 0.00E+00 1.07E-03 0.00E+00 1.17E-06 0.00E+00 2.01E-07 371791 3754860 0.00E+00 6.49E-07 0.00E+00 7.07E-10 0.00E+00 1.22E-10
371811 3754860 0.00E+00 1.09E-03 0.00E+00 1.14E-06 0.00E+00 1.99E-07 371811 3754860 0.00E+00 6.62E-07 0.00E+00 6.90E-10 0.00E+00 1.20E-10
371831 3754860 0.00E+00 1.12E-03 0.00E+00 1.11E-06 0.00E+00 1.97E-07 371831 3754860 0.00E+00 6.76E-07 0.00E+00 6.73E-10 0.00E+00 1.19E-10
370571 3754880 0.00E+00 1.11E-03 0.00E+00 1.06E-06 0.00E+00 1.83E-07 370571 3754880 0.00E+00 6.70E-07 0.00E+00 6.40E-10 0.00E+00 1.11E-10
370591 3754880 0.00E+00 1.12E-03 0.00E+00 1.12E-06 0.00E+00 1.86E-07 370591 3754880 0.00E+00 6.78E-07 0.00E+00 6.75E-10 0.00E+00 1.13E-10
370611 3754880 0.00E+00 1.13E-03 0.00E+00 1.18E-06 0.00E+00 1.89E-07 370611 3754880 0.00E+00 6.86E-07 0.00E+00 7.14E-10 0.00E+00 1.15E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370631 3754880 0.00E+00 1.15E-03 0.00E+00 1.25E-06 0.00E+00 1.92E-07 370631 3754880 0.00E+00 6.94E-07 0.00E+00 7.57E-10 0.00E+00 1.16E-10
370651 3754880 0.00E+00 1.16E-03 0.00E+00 1.33E-06 0.00E+00 1.95E-07 370651 3754880 0.00E+00 7.01E-07 0.00E+00 8.03E-10 0.00E+00 1.18E-10
370671 3754880 0.00E+00 1.17E-03 0.00E+00 1.41E-06 0.00E+00 1.98E-07 370671 3754880 0.00E+00 7.08E-07 0.00E+00 8.55E-10 0.00E+00 1.20E-10
370691 3754880 0.00E+00 1.18E-03 0.00E+00 1.51E-06 0.00E+00 2.00E-07 370691 3754880 0.00E+00 7.14E-07 0.00E+00 9.11E-10 0.00E+00 1.21E-10
370711 3754880 0.00E+00 1.19E-03 0.00E+00 1.60E-06 0.00E+00 2.02E-07 370711 3754880 0.00E+00 7.18E-07 0.00E+00 9.71E-10 0.00E+00 1.22E-10
370731 3754880 0.00E+00 1.19E-03 0.00E+00 1.71E-06 0.00E+00 2.01E-07 370731 3754880 0.00E+00 7.19E-07 0.00E+00 1.03E-09 0.00E+00 1.22E-10
370751 3754880 0.00E+00 1.19E-03 0.00E+00 1.83E-06 0.00E+00 1.99E-07 370751 3754880 0.00E+00 7.21E-07 0.00E+00 1.11E-09 0.00E+00 1.20E-10
370771 3754880 0.00E+00 1.19E-03 0.00E+00 1.94E-06 0.00E+00 1.93E-07 370771 3754880 0.00E+00 7.19E-07 0.00E+00 1.18E-09 0.00E+00 1.17E-10
370791 3754880 0.00E+00 1.19E-03 0.00E+00 2.09E-06 0.00E+00 1.94E-07 370791 3754880 0.00E+00 7.20E-07 0.00E+00 1.26E-09 0.00E+00 1.18E-10
370811 3754880 0.00E+00 1.19E-03 0.00E+00 2.25E-06 0.00E+00 1.96E-07 370811 3754880 0.00E+00 7.20E-07 0.00E+00 1.36E-09 0.00E+00 1.18E-10
370831 3754880 0.00E+00 1.19E-03 0.00E+00 2.43E-06 0.00E+00 1.98E-07 370831 3754880 0.00E+00 7.20E-07 0.00E+00 1.47E-09 0.00E+00 1.20E-10
370851 3754880 0.00E+00 1.19E-03 0.00E+00 2.60E-06 0.00E+00 1.98E-07 370851 3754880 0.00E+00 7.18E-07 0.00E+00 1.57E-09 0.00E+00 1.20E-10
370871 3754880 0.00E+00 1.18E-03 0.00E+00 2.76E-06 0.00E+00 1.99E-07 370871 3754880 0.00E+00 7.15E-07 0.00E+00 1.67E-09 0.00E+00 1.21E-10
370891 3754880 0.00E+00 1.18E-03 0.00E+00 2.91E-06 0.00E+00 2.01E-07 370891 3754880 0.00E+00 7.12E-07 0.00E+00 1.76E-09 0.00E+00 1.22E-10
370911 3754880 0.00E+00 1.17E-03 0.00E+00 3.01E-06 0.00E+00 2.02E-07 370911 3754880 0.00E+00 7.07E-07 0.00E+00 1.82E-09 0.00E+00 1.22E-10
370931 3754880 0.00E+00 1.16E-03 0.00E+00 3.08E-06 0.00E+00 2.05E-07 370931 3754880 0.00E+00 7.03E-07 0.00E+00 1.87E-09 0.00E+00 1.24E-10
370951 3754880 0.00E+00 1.15E-03 0.00E+00 3.06E-06 0.00E+00 2.06E-07 370951 3754880 0.00E+00 6.95E-07 0.00E+00 1.85E-09 0.00E+00 1.25E-10
370971 3754880 0.00E+00 1.14E-03 0.00E+00 2.99E-06 0.00E+00 2.07E-07 370971 3754880 0.00E+00 6.87E-07 0.00E+00 1.81E-09 0.00E+00 1.25E-10
370991 3754880 0.00E+00 1.13E-03 0.00E+00 2.93E-06 0.00E+00 2.22E-07 370991 3754880 0.00E+00 6.81E-07 0.00E+00 1.77E-09 0.00E+00 1.35E-10
371011 3754880 0.00E+00 1.12E-03 0.00E+00 2.88E-06 0.00E+00 2.30E-07 371011 3754880 0.00E+00 6.79E-07 0.00E+00 1.74E-09 0.00E+00 1.39E-10
371031 3754880 0.00E+00 1.10E-03 0.00E+00 2.87E-06 0.00E+00 2.31E-07 371031 3754880 0.00E+00 6.68E-07 0.00E+00 1.74E-09 0.00E+00 1.40E-10
371051 3754880 0.00E+00 1.08E-03 0.00E+00 2.89E-06 0.00E+00 2.32E-07 371051 3754880 0.00E+00 6.56E-07 0.00E+00 1.75E-09 0.00E+00 1.41E-10
371071 3754880 0.00E+00 1.06E-03 0.00E+00 2.91E-06 0.00E+00 2.34E-07 371071 3754880 0.00E+00 6.44E-07 0.00E+00 1.76E-09 0.00E+00 1.41E-10
371091 3754880 0.00E+00 1.04E-03 0.00E+00 2.91E-06 0.00E+00 2.35E-07 371091 3754880 0.00E+00 6.32E-07 0.00E+00 1.76E-09 0.00E+00 1.42E-10
371111 3754880 0.00E+00 1.02E-03 0.00E+00 2.90E-06 0.00E+00 2.35E-07 371111 3754880 0.00E+00 6.20E-07 0.00E+00 1.75E-09 0.00E+00 1.42E-10
371131 3754880 0.00E+00 1.00E-03 0.00E+00 2.87E-06 0.00E+00 2.35E-07 371131 3754880 0.00E+00 6.08E-07 0.00E+00 1.74E-09 0.00E+00 1.42E-10
371151 3754880 0.00E+00 9.85E-04 0.00E+00 2.82E-06 0.00E+00 2.35E-07 371151 3754880 0.00E+00 5.96E-07 0.00E+00 1.71E-09 0.00E+00 1.42E-10
371171 3754880 0.00E+00 9.67E-04 0.00E+00 2.76E-06 0.00E+00 2.35E-07 371171 3754880 0.00E+00 5.85E-07 0.00E+00 1.67E-09 0.00E+00 1.42E-10
371191 3754880 0.00E+00 9.49E-04 0.00E+00 2.70E-06 0.00E+00 2.35E-07 371191 3754880 0.00E+00 5.74E-07 0.00E+00 1.63E-09 0.00E+00 1.42E-10
371211 3754880 0.00E+00 9.32E-04 0.00E+00 2.62E-06 0.00E+00 2.35E-07 371211 3754880 0.00E+00 5.64E-07 0.00E+00 1.59E-09 0.00E+00 1.42E-10
371231 3754880 0.00E+00 9.17E-04 0.00E+00 2.55E-06 0.00E+00 2.34E-07 371231 3754880 0.00E+00 5.55E-07 0.00E+00 1.54E-09 0.00E+00 1.42E-10
371251 3754880 0.00E+00 9.03E-04 0.00E+00 2.47E-06 0.00E+00 2.34E-07 371251 3754880 0.00E+00 5.46E-07 0.00E+00 1.49E-09 0.00E+00 1.42E-10
371271 3754880 0.00E+00 8.91E-04 0.00E+00 2.39E-06 0.00E+00 2.34E-07 371271 3754880 0.00E+00 5.39E-07 0.00E+00 1.45E-09 0.00E+00 1.41E-10
371291 3754880 0.00E+00 8.79E-04 0.00E+00 2.32E-06 0.00E+00 2.33E-07 371291 3754880 0.00E+00 5.32E-07 0.00E+00 1.40E-09 0.00E+00 1.41E-10
371311 3754880 0.00E+00 8.70E-04 0.00E+00 2.24E-06 0.00E+00 2.32E-07 371311 3754880 0.00E+00 5.26E-07 0.00E+00 1.36E-09 0.00E+00 1.41E-10
371331 3754880 0.00E+00 8.61E-04 0.00E+00 2.17E-06 0.00E+00 2.31E-07 371331 3754880 0.00E+00 5.21E-07 0.00E+00 1.31E-09 0.00E+00 1.40E-10
371351 3754880 0.00E+00 8.54E-04 0.00E+00 2.10E-06 0.00E+00 2.31E-07 371351 3754880 0.00E+00 5.17E-07 0.00E+00 1.27E-09 0.00E+00 1.40E-10
371371 3754880 0.00E+00 8.48E-04 0.00E+00 2.03E-06 0.00E+00 2.29E-07 371371 3754880 0.00E+00 5.13E-07 0.00E+00 1.23E-09 0.00E+00 1.39E-10
371391 3754880 0.00E+00 8.43E-04 0.00E+00 1.96E-06 0.00E+00 2.28E-07 371391 3754880 0.00E+00 5.10E-07 0.00E+00 1.19E-09 0.00E+00 1.38E-10
371411 3754880 0.00E+00 8.40E-04 0.00E+00 1.90E-06 0.00E+00 2.27E-07 371411 3754880 0.00E+00 5.08E-07 0.00E+00 1.15E-09 0.00E+00 1.37E-10
371431 3754880 0.00E+00 8.37E-04 0.00E+00 1.84E-06 0.00E+00 2.26E-07 371431 3754880 0.00E+00 5.07E-07 0.00E+00 1.11E-09 0.00E+00 1.37E-10
371451 3754880 0.00E+00 8.36E-04 0.00E+00 1.79E-06 0.00E+00 2.24E-07 371451 3754880 0.00E+00 5.06E-07 0.00E+00 1.08E-09 0.00E+00 1.36E-10
371471 3754880 0.00E+00 8.35E-04 0.00E+00 1.73E-06 0.00E+00 2.23E-07 371471 3754880 0.00E+00 5.05E-07 0.00E+00 1.05E-09 0.00E+00 1.35E-10
371491 3754880 0.00E+00 8.36E-04 0.00E+00 1.68E-06 0.00E+00 2.21E-07 371491 3754880 0.00E+00 5.06E-07 0.00E+00 1.02E-09 0.00E+00 1.34E-10
371511 3754880 0.00E+00 8.37E-04 0.00E+00 1.63E-06 0.00E+00 2.20E-07 371511 3754880 0.00E+00 5.06E-07 0.00E+00 9.85E-10 0.00E+00 1.33E-10
371531 3754880 0.00E+00 8.39E-04 0.00E+00 1.58E-06 0.00E+00 2.18E-07 371531 3754880 0.00E+00 5.08E-07 0.00E+00 9.56E-10 0.00E+00 1.32E-10
371551 3754880 0.00E+00 8.42E-04 0.00E+00 1.53E-06 0.00E+00 2.16E-07 371551 3754880 0.00E+00 5.09E-07 0.00E+00 9.28E-10 0.00E+00 1.31E-10
371571 3754880 0.00E+00 8.46E-04 0.00E+00 1.49E-06 0.00E+00 2.14E-07 371571 3754880 0.00E+00 5.12E-07 0.00E+00 9.01E-10 0.00E+00 1.30E-10
371591 3754880 0.00E+00 8.51E-04 0.00E+00 1.45E-06 0.00E+00 2.12E-07 371591 3754880 0.00E+00 5.15E-07 0.00E+00 8.76E-10 0.00E+00 1.28E-10
371611 3754880 0.00E+00 8.58E-04 0.00E+00 1.41E-06 0.00E+00 2.10E-07 371611 3754880 0.00E+00 5.19E-07 0.00E+00 8.52E-10 0.00E+00 1.27E-10
371631 3754880 0.00E+00 8.65E-04 0.00E+00 1.37E-06 0.00E+00 2.08E-07 371631 3754880 0.00E+00 5.24E-07 0.00E+00 8.28E-10 0.00E+00 1.26E-10
371651 3754880 0.00E+00 8.75E-04 0.00E+00 1.33E-06 0.00E+00 2.06E-07 371651 3754880 0.00E+00 5.29E-07 0.00E+00 8.06E-10 0.00E+00 1.25E-10
371671 3754880 0.00E+00 8.85E-04 0.00E+00 1.30E-06 0.00E+00 2.04E-07 371671 3754880 0.00E+00 5.35E-07 0.00E+00 7.85E-10 0.00E+00 1.23E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371691 3754880 0.00E+00 8.96E-04 0.00E+00 1.26E-06 0.00E+00 2.02E-07 371691 3754880 0.00E+00 5.42E-07 0.00E+00 7.64E-10 0.00E+00 1.22E-10
371711 3754880 0.00E+00 9.09E-04 0.00E+00 1.23E-06 0.00E+00 2.00E-07 371711 3754880 0.00E+00 5.50E-07 0.00E+00 7.44E-10 0.00E+00 1.21E-10
371731 3754880 0.00E+00 9.24E-04 0.00E+00 1.20E-06 0.00E+00 1.98E-07 371731 3754880 0.00E+00 5.59E-07 0.00E+00 7.26E-10 0.00E+00 1.20E-10
371751 3754880 0.00E+00 9.40E-04 0.00E+00 1.17E-06 0.00E+00 1.96E-07 371751 3754880 0.00E+00 5.68E-07 0.00E+00 7.08E-10 0.00E+00 1.18E-10
371771 3754880 0.00E+00 9.56E-04 0.00E+00 1.14E-06 0.00E+00 1.93E-07 371771 3754880 0.00E+00 5.78E-07 0.00E+00 6.91E-10 0.00E+00 1.17E-10
371791 3754880 0.00E+00 9.74E-04 0.00E+00 1.11E-06 0.00E+00 1.91E-07 371791 3754880 0.00E+00 5.89E-07 0.00E+00 6.75E-10 0.00E+00 1.16E-10
371811 3754880 0.00E+00 9.92E-04 0.00E+00 1.09E-06 0.00E+00 1.90E-07 371811 3754880 0.00E+00 6.00E-07 0.00E+00 6.59E-10 0.00E+00 1.15E-10
371831 3754880 0.00E+00 1.01E-03 0.00E+00 1.06E-06 0.00E+00 1.88E-07 371831 3754880 0.00E+00 6.12E-07 0.00E+00 6.44E-10 0.00E+00 1.14E-10
370571 3754900 0.00E+00 1.05E-03 0.00E+00 9.99E-07 0.00E+00 1.76E-07 370571 3754900 0.00E+00 6.37E-07 0.00E+00 6.04E-10 0.00E+00 1.07E-10
370591 3754900 0.00E+00 1.06E-03 0.00E+00 1.05E-06 0.00E+00 1.79E-07 370591 3754900 0.00E+00 6.44E-07 0.00E+00 6.36E-10 0.00E+00 1.08E-10
370611 3754900 0.00E+00 1.08E-03 0.00E+00 1.11E-06 0.00E+00 1.82E-07 370611 3754900 0.00E+00 6.51E-07 0.00E+00 6.70E-10 0.00E+00 1.10E-10
370631 3754900 0.00E+00 1.09E-03 0.00E+00 1.17E-06 0.00E+00 1.85E-07 370631 3754900 0.00E+00 6.57E-07 0.00E+00 7.07E-10 0.00E+00 1.12E-10
370651 3754900 0.00E+00 1.10E-03 0.00E+00 1.23E-06 0.00E+00 1.88E-07 370651 3754900 0.00E+00 6.63E-07 0.00E+00 7.47E-10 0.00E+00 1.14E-10
370671 3754900 0.00E+00 1.11E-03 0.00E+00 1.31E-06 0.00E+00 1.90E-07 370671 3754900 0.00E+00 6.69E-07 0.00E+00 7.90E-10 0.00E+00 1.15E-10
370691 3754900 0.00E+00 1.11E-03 0.00E+00 1.38E-06 0.00E+00 1.92E-07 370691 3754900 0.00E+00 6.74E-07 0.00E+00 8.37E-10 0.00E+00 1.16E-10
370711 3754900 0.00E+00 1.12E-03 0.00E+00 1.46E-06 0.00E+00 1.94E-07 370711 3754900 0.00E+00 6.77E-07 0.00E+00 8.86E-10 0.00E+00 1.17E-10
370731 3754900 0.00E+00 1.12E-03 0.00E+00 1.55E-06 0.00E+00 1.95E-07 370731 3754900 0.00E+00 6.77E-07 0.00E+00 9.37E-10 0.00E+00 1.18E-10
370751 3754900 0.00E+00 1.12E-03 0.00E+00 1.64E-06 0.00E+00 1.90E-07 370751 3754900 0.00E+00 6.78E-07 0.00E+00 9.92E-10 0.00E+00 1.15E-10
370771 3754900 0.00E+00 1.12E-03 0.00E+00 1.74E-06 0.00E+00 1.87E-07 370771 3754900 0.00E+00 6.77E-07 0.00E+00 1.05E-09 0.00E+00 1.13E-10
370791 3754900 0.00E+00 1.12E-03 0.00E+00 1.84E-06 0.00E+00 1.87E-07 370791 3754900 0.00E+00 6.76E-07 0.00E+00 1.11E-09 0.00E+00 1.13E-10
370811 3754900 0.00E+00 1.12E-03 0.00E+00 1.95E-06 0.00E+00 1.88E-07 370811 3754900 0.00E+00 6.76E-07 0.00E+00 1.18E-09 0.00E+00 1.14E-10
370831 3754900 0.00E+00 1.11E-03 0.00E+00 2.06E-06 0.00E+00 1.89E-07 370831 3754900 0.00E+00 6.74E-07 0.00E+00 1.25E-09 0.00E+00 1.15E-10
370851 3754900 0.00E+00 1.11E-03 0.00E+00 2.16E-06 0.00E+00 1.90E-07 370851 3754900 0.00E+00 6.71E-07 0.00E+00 1.31E-09 0.00E+00 1.15E-10
370871 3754900 0.00E+00 1.10E-03 0.00E+00 2.25E-06 0.00E+00 1.90E-07 370871 3754900 0.00E+00 6.67E-07 0.00E+00 1.36E-09 0.00E+00 1.15E-10
370891 3754900 0.00E+00 1.10E-03 0.00E+00 2.33E-06 0.00E+00 1.92E-07 370891 3754900 0.00E+00 6.63E-07 0.00E+00 1.41E-09 0.00E+00 1.16E-10
370911 3754900 0.00E+00 1.09E-03 0.00E+00 2.39E-06 0.00E+00 1.94E-07 370911 3754900 0.00E+00 6.59E-07 0.00E+00 1.45E-09 0.00E+00 1.17E-10
370931 3754900 0.00E+00 1.08E-03 0.00E+00 2.41E-06 0.00E+00 1.95E-07 370931 3754900 0.00E+00 6.53E-07 0.00E+00 1.46E-09 0.00E+00 1.18E-10
370951 3754900 0.00E+00 1.07E-03 0.00E+00 2.39E-06 0.00E+00 1.96E-07 370951 3754900 0.00E+00 6.46E-07 0.00E+00 1.45E-09 0.00E+00 1.18E-10
370971 3754900 0.00E+00 1.05E-03 0.00E+00 2.33E-06 0.00E+00 1.95E-07 370971 3754900 0.00E+00 6.35E-07 0.00E+00 1.41E-09 0.00E+00 1.18E-10
370991 3754900 0.00E+00 1.04E-03 0.00E+00 2.30E-06 0.00E+00 2.02E-07 370991 3754900 0.00E+00 6.30E-07 0.00E+00 1.39E-09 0.00E+00 1.22E-10
371011 3754900 0.00E+00 1.04E-03 0.00E+00 2.27E-06 0.00E+00 2.19E-07 371011 3754900 0.00E+00 6.30E-07 0.00E+00 1.37E-09 0.00E+00 1.32E-10
371031 3754900 0.00E+00 1.02E-03 0.00E+00 2.24E-06 0.00E+00 2.20E-07 371031 3754900 0.00E+00 6.19E-07 0.00E+00 1.36E-09 0.00E+00 1.33E-10
371051 3754900 0.00E+00 1.01E-03 0.00E+00 2.23E-06 0.00E+00 2.21E-07 371051 3754900 0.00E+00 6.09E-07 0.00E+00 1.35E-09 0.00E+00 1.34E-10
371071 3754900 0.00E+00 9.88E-04 0.00E+00 2.24E-06 0.00E+00 2.22E-07 371071 3754900 0.00E+00 5.98E-07 0.00E+00 1.36E-09 0.00E+00 1.34E-10
371091 3754900 0.00E+00 9.69E-04 0.00E+00 2.25E-06 0.00E+00 2.23E-07 371091 3754900 0.00E+00 5.86E-07 0.00E+00 1.36E-09 0.00E+00 1.35E-10
371111 3754900 0.00E+00 9.51E-04 0.00E+00 2.26E-06 0.00E+00 2.23E-07 371111 3754900 0.00E+00 5.75E-07 0.00E+00 1.37E-09 0.00E+00 1.35E-10
371131 3754900 0.00E+00 9.33E-04 0.00E+00 2.27E-06 0.00E+00 2.23E-07 371131 3754900 0.00E+00 5.64E-07 0.00E+00 1.37E-09 0.00E+00 1.35E-10
371151 3754900 0.00E+00 9.15E-04 0.00E+00 2.26E-06 0.00E+00 2.23E-07 371151 3754900 0.00E+00 5.54E-07 0.00E+00 1.37E-09 0.00E+00 1.35E-10
371171 3754900 0.00E+00 8.98E-04 0.00E+00 2.24E-06 0.00E+00 2.23E-07 371171 3754900 0.00E+00 5.44E-07 0.00E+00 1.36E-09 0.00E+00 1.35E-10
371191 3754900 0.00E+00 8.83E-04 0.00E+00 2.22E-06 0.00E+00 2.23E-07 371191 3754900 0.00E+00 5.34E-07 0.00E+00 1.34E-09 0.00E+00 1.35E-10
371211 3754900 0.00E+00 8.68E-04 0.00E+00 2.19E-06 0.00E+00 2.23E-07 371211 3754900 0.00E+00 5.25E-07 0.00E+00 1.32E-09 0.00E+00 1.35E-10
371231 3754900 0.00E+00 8.54E-04 0.00E+00 2.15E-06 0.00E+00 2.22E-07 371231 3754900 0.00E+00 5.17E-07 0.00E+00 1.30E-09 0.00E+00 1.35E-10
371251 3754900 0.00E+00 8.41E-04 0.00E+00 2.10E-06 0.00E+00 2.22E-07 371251 3754900 0.00E+00 5.09E-07 0.00E+00 1.27E-09 0.00E+00 1.34E-10
371271 3754900 0.00E+00 8.30E-04 0.00E+00 2.06E-06 0.00E+00 2.22E-07 371271 3754900 0.00E+00 5.02E-07 0.00E+00 1.25E-09 0.00E+00 1.34E-10
371291 3754900 0.00E+00 8.20E-04 0.00E+00 2.01E-06 0.00E+00 2.21E-07 371291 3754900 0.00E+00 4.96E-07 0.00E+00 1.22E-09 0.00E+00 1.34E-10
371311 3754900 0.00E+00 8.10E-04 0.00E+00 1.96E-06 0.00E+00 2.20E-07 371311 3754900 0.00E+00 4.90E-07 0.00E+00 1.19E-09 0.00E+00 1.33E-10
371331 3754900 0.00E+00 8.03E-04 0.00E+00 1.91E-06 0.00E+00 2.20E-07 371331 3754900 0.00E+00 4.86E-07 0.00E+00 1.16E-09 0.00E+00 1.33E-10
371351 3754900 0.00E+00 7.96E-04 0.00E+00 1.86E-06 0.00E+00 2.19E-07 371351 3754900 0.00E+00 4.82E-07 0.00E+00 1.13E-09 0.00E+00 1.32E-10
371371 3754900 0.00E+00 7.91E-04 0.00E+00 1.81E-06 0.00E+00 2.18E-07 371371 3754900 0.00E+00 4.78E-07 0.00E+00 1.10E-09 0.00E+00 1.32E-10
371391 3754900 0.00E+00 7.86E-04 0.00E+00 1.76E-06 0.00E+00 2.17E-07 371391 3754900 0.00E+00 4.76E-07 0.00E+00 1.07E-09 0.00E+00 1.31E-10
371411 3754900 0.00E+00 7.83E-04 0.00E+00 1.72E-06 0.00E+00 2.16E-07 371411 3754900 0.00E+00 4.74E-07 0.00E+00 1.04E-09 0.00E+00 1.31E-10
371431 3754900 0.00E+00 7.80E-04 0.00E+00 1.67E-06 0.00E+00 2.14E-07 371431 3754900 0.00E+00 4.72E-07 0.00E+00 1.01E-09 0.00E+00 1.30E-10
371451 3754900 0.00E+00 7.78E-04 0.00E+00 1.63E-06 0.00E+00 2.13E-07 371451 3754900 0.00E+00 4.71E-07 0.00E+00 9.84E-10 0.00E+00 1.29E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371471 3754900 0.00E+00 7.78E-04 0.00E+00 1.58E-06 0.00E+00 2.12E-07 371471 3754900 0.00E+00 4.71E-07 0.00E+00 9.58E-10 0.00E+00 1.28E-10
371491 3754900 0.00E+00 7.77E-04 0.00E+00 1.54E-06 0.00E+00 2.10E-07 371491 3754900 0.00E+00 4.70E-07 0.00E+00 9.32E-10 0.00E+00 1.27E-10
371511 3754900 0.00E+00 7.78E-04 0.00E+00 1.50E-06 0.00E+00 2.09E-07 371511 3754900 0.00E+00 4.71E-07 0.00E+00 9.07E-10 0.00E+00 1.26E-10
371531 3754900 0.00E+00 7.79E-04 0.00E+00 1.46E-06 0.00E+00 2.07E-07 371531 3754900 0.00E+00 4.72E-07 0.00E+00 8.84E-10 0.00E+00 1.25E-10
371551 3754900 0.00E+00 7.82E-04 0.00E+00 1.42E-06 0.00E+00 2.06E-07 371551 3754900 0.00E+00 4.73E-07 0.00E+00 8.60E-10 0.00E+00 1.24E-10
371571 3754900 0.00E+00 7.85E-04 0.00E+00 1.39E-06 0.00E+00 2.04E-07 371571 3754900 0.00E+00 4.75E-07 0.00E+00 8.38E-10 0.00E+00 1.23E-10
371591 3754900 0.00E+00 7.89E-04 0.00E+00 1.35E-06 0.00E+00 2.02E-07 371591 3754900 0.00E+00 4.77E-07 0.00E+00 8.17E-10 0.00E+00 1.22E-10
371611 3754900 0.00E+00 7.94E-04 0.00E+00 1.32E-06 0.00E+00 2.00E-07 371611 3754900 0.00E+00 4.80E-07 0.00E+00 7.96E-10 0.00E+00 1.21E-10
371631 3754900 0.00E+00 8.00E-04 0.00E+00 1.28E-06 0.00E+00 1.98E-07 371631 3754900 0.00E+00 4.84E-07 0.00E+00 7.76E-10 0.00E+00 1.20E-10
371651 3754900 0.00E+00 8.06E-04 0.00E+00 1.25E-06 0.00E+00 1.96E-07 371651 3754900 0.00E+00 4.88E-07 0.00E+00 7.57E-10 0.00E+00 1.19E-10
371671 3754900 0.00E+00 8.15E-04 0.00E+00 1.22E-06 0.00E+00 1.95E-07 371671 3754900 0.00E+00 4.93E-07 0.00E+00 7.38E-10 0.00E+00 1.18E-10
371691 3754900 0.00E+00 8.24E-04 0.00E+00 1.19E-06 0.00E+00 1.93E-07 371691 3754900 0.00E+00 4.98E-07 0.00E+00 7.20E-10 0.00E+00 1.17E-10
371711 3754900 0.00E+00 8.34E-04 0.00E+00 1.16E-06 0.00E+00 1.91E-07 371711 3754900 0.00E+00 5.05E-07 0.00E+00 7.03E-10 0.00E+00 1.15E-10
371731 3754900 0.00E+00 8.46E-04 0.00E+00 1.14E-06 0.00E+00 1.89E-07 371731 3754900 0.00E+00 5.12E-07 0.00E+00 6.87E-10 0.00E+00 1.14E-10
371751 3754900 0.00E+00 8.59E-04 0.00E+00 1.11E-06 0.00E+00 1.87E-07 371751 3754900 0.00E+00 5.20E-07 0.00E+00 6.71E-10 0.00E+00 1.13E-10
371771 3754900 0.00E+00 8.73E-04 0.00E+00 1.08E-06 0.00E+00 1.85E-07 371771 3754900 0.00E+00 5.28E-07 0.00E+00 6.56E-10 0.00E+00 1.12E-10
371791 3754900 0.00E+00 8.88E-04 0.00E+00 1.06E-06 0.00E+00 1.83E-07 371791 3754900 0.00E+00 5.37E-07 0.00E+00 6.41E-10 0.00E+00 1.11E-10
371811 3754900 0.00E+00 9.04E-04 0.00E+00 1.04E-06 0.00E+00 1.81E-07 371811 3754900 0.00E+00 5.47E-07 0.00E+00 6.27E-10 0.00E+00 1.10E-10
371831 3754900 0.00E+00 9.20E-04 0.00E+00 1.01E-06 0.00E+00 1.79E-07 371831 3754900 0.00E+00 5.57E-07 0.00E+00 6.13E-10 0.00E+00 1.09E-10
370571 3754920 0.00E+00 1.00E-03 0.00E+00 9.40E-07 0.00E+00 1.70E-07 370571 3754920 0.00E+00 6.06E-07 0.00E+00 5.69E-10 0.00E+00 1.03E-10
370591 3754920 0.00E+00 1.01E-03 0.00E+00 9.87E-07 0.00E+00 1.73E-07 370591 3754920 0.00E+00 6.12E-07 0.00E+00 5.97E-10 0.00E+00 1.04E-10
370611 3754920 0.00E+00 1.02E-03 0.00E+00 1.04E-06 0.00E+00 1.75E-07 370611 3754920 0.00E+00 6.18E-07 0.00E+00 6.26E-10 0.00E+00 1.06E-10
370631 3754920 0.00E+00 1.03E-03 0.00E+00 1.09E-06 0.00E+00 1.77E-07 370631 3754920 0.00E+00 6.23E-07 0.00E+00 6.58E-10 0.00E+00 1.07E-10
370651 3754920 0.00E+00 1.04E-03 0.00E+00 1.14E-06 0.00E+00 1.80E-07 370651 3754920 0.00E+00 6.28E-07 0.00E+00 6.92E-10 0.00E+00 1.09E-10
370671 3754920 0.00E+00 1.05E-03 0.00E+00 1.20E-06 0.00E+00 1.82E-07 370671 3754920 0.00E+00 6.32E-07 0.00E+00 7.29E-10 0.00E+00 1.10E-10
370691 3754920 0.00E+00 1.05E-03 0.00E+00 1.27E-06 0.00E+00 1.84E-07 370691 3754920 0.00E+00 6.36E-07 0.00E+00 7.68E-10 0.00E+00 1.12E-10
370711 3754920 0.00E+00 1.06E-03 0.00E+00 1.34E-06 0.00E+00 1.86E-07 370711 3754920 0.00E+00 6.38E-07 0.00E+00 8.08E-10 0.00E+00 1.13E-10
370731 3754920 0.00E+00 1.05E-03 0.00E+00 1.40E-06 0.00E+00 1.88E-07 370731 3754920 0.00E+00 6.38E-07 0.00E+00 8.48E-10 0.00E+00 1.14E-10
370751 3754920 0.00E+00 1.05E-03 0.00E+00 1.47E-06 0.00E+00 1.84E-07 370751 3754920 0.00E+00 6.38E-07 0.00E+00 8.90E-10 0.00E+00 1.11E-10
370771 3754920 0.00E+00 1.05E-03 0.00E+00 1.55E-06 0.00E+00 1.81E-07 370771 3754920 0.00E+00 6.37E-07 0.00E+00 9.36E-10 0.00E+00 1.10E-10
370791 3754920 0.00E+00 1.05E-03 0.00E+00 1.62E-06 0.00E+00 1.80E-07 370791 3754920 0.00E+00 6.36E-07 0.00E+00 9.82E-10 0.00E+00 1.09E-10
370811 3754920 0.00E+00 1.05E-03 0.00E+00 1.69E-06 0.00E+00 1.80E-07 370811 3754920 0.00E+00 6.34E-07 0.00E+00 1.03E-09 0.00E+00 1.09E-10
370831 3754920 0.00E+00 1.04E-03 0.00E+00 1.77E-06 0.00E+00 1.81E-07 370831 3754920 0.00E+00 6.31E-07 0.00E+00 1.07E-09 0.00E+00 1.10E-10
370851 3754920 0.00E+00 1.04E-03 0.00E+00 1.82E-06 0.00E+00 1.81E-07 370851 3754920 0.00E+00 6.27E-07 0.00E+00 1.10E-09 0.00E+00 1.10E-10
370871 3754920 0.00E+00 1.03E-03 0.00E+00 1.87E-06 0.00E+00 1.81E-07 370871 3754920 0.00E+00 6.23E-07 0.00E+00 1.13E-09 0.00E+00 1.10E-10
370891 3754920 0.00E+00 1.02E-03 0.00E+00 1.91E-06 0.00E+00 1.82E-07 370891 3754920 0.00E+00 6.18E-07 0.00E+00 1.16E-09 0.00E+00 1.10E-10
370911 3754920 0.00E+00 1.01E-03 0.00E+00 1.94E-06 0.00E+00 1.84E-07 370911 3754920 0.00E+00 6.13E-07 0.00E+00 1.17E-09 0.00E+00 1.11E-10
370931 3754920 0.00E+00 1.01E-03 0.00E+00 1.96E-06 0.00E+00 1.86E-07 370931 3754920 0.00E+00 6.08E-07 0.00E+00 1.18E-09 0.00E+00 1.12E-10
370951 3754920 0.00E+00 9.93E-04 0.00E+00 1.94E-06 0.00E+00 1.86E-07 370951 3754920 0.00E+00 6.01E-07 0.00E+00 1.18E-09 0.00E+00 1.13E-10
370971 3754920 0.00E+00 9.77E-04 0.00E+00 1.90E-06 0.00E+00 1.85E-07 370971 3754920 0.00E+00 5.91E-07 0.00E+00 1.15E-09 0.00E+00 1.12E-10
370991 3754920 0.00E+00 9.69E-04 0.00E+00 1.89E-06 0.00E+00 1.95E-07 370991 3754920 0.00E+00 5.86E-07 0.00E+00 1.14E-09 0.00E+00 1.18E-10
371011 3754920 0.00E+00 9.61E-04 0.00E+00 1.86E-06 0.00E+00 2.06E-07 371011 3754920 0.00E+00 5.82E-07 0.00E+00 1.13E-09 0.00E+00 1.25E-10
371031 3754920 0.00E+00 9.51E-04 0.00E+00 1.84E-06 0.00E+00 2.08E-07 371031 3754920 0.00E+00 5.75E-07 0.00E+00 1.11E-09 0.00E+00 1.26E-10
371051 3754920 0.00E+00 9.35E-04 0.00E+00 1.82E-06 0.00E+00 2.10E-07 371051 3754920 0.00E+00 5.66E-07 0.00E+00 1.10E-09 0.00E+00 1.27E-10
371071 3754920 0.00E+00 9.18E-04 0.00E+00 1.81E-06 0.00E+00 2.11E-07 371071 3754920 0.00E+00 5.56E-07 0.00E+00 1.09E-09 0.00E+00 1.28E-10
371091 3754920 0.00E+00 9.02E-04 0.00E+00 1.81E-06 0.00E+00 2.12E-07 371091 3754920 0.00E+00 5.46E-07 0.00E+00 1.09E-09 0.00E+00 1.28E-10
371111 3754920 0.00E+00 8.85E-04 0.00E+00 1.82E-06 0.00E+00 2.12E-07 371111 3754920 0.00E+00 5.35E-07 0.00E+00 1.10E-09 0.00E+00 1.28E-10
371131 3754920 0.00E+00 8.69E-04 0.00E+00 1.83E-06 0.00E+00 2.12E-07 371131 3754920 0.00E+00 5.26E-07 0.00E+00 1.11E-09 0.00E+00 1.28E-10
371151 3754920 0.00E+00 8.53E-04 0.00E+00 1.83E-06 0.00E+00 2.12E-07 371151 3754920 0.00E+00 5.16E-07 0.00E+00 1.11E-09 0.00E+00 1.28E-10
371171 3754920 0.00E+00 8.37E-04 0.00E+00 1.83E-06 0.00E+00 2.12E-07 371171 3754920 0.00E+00 5.07E-07 0.00E+00 1.11E-09 0.00E+00 1.28E-10
371191 3754920 0.00E+00 8.23E-04 0.00E+00 1.83E-06 0.00E+00 2.12E-07 371191 3754920 0.00E+00 4.98E-07 0.00E+00 1.11E-09 0.00E+00 1.28E-10
371211 3754920 0.00E+00 8.10E-04 0.00E+00 1.82E-06 0.00E+00 2.12E-07 371211 3754920 0.00E+00 4.90E-07 0.00E+00 1.10E-09 0.00E+00 1.28E-10
371231 3754920 0.00E+00 7.97E-04 0.00E+00 1.80E-06 0.00E+00 2.11E-07 371231 3754920 0.00E+00 4.82E-07 0.00E+00 1.09E-09 0.00E+00 1.28E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371251 3754920 0.00E+00 7.85E-04 0.00E+00 1.78E-06 0.00E+00 2.11E-07 371251 3754920 0.00E+00 4.75E-07 0.00E+00 1.08E-09 0.00E+00 1.28E-10
371271 3754920 0.00E+00 7.75E-04 0.00E+00 1.76E-06 0.00E+00 2.11E-07 371271 3754920 0.00E+00 4.69E-07 0.00E+00 1.07E-09 0.00E+00 1.27E-10
371291 3754920 0.00E+00 7.66E-04 0.00E+00 1.73E-06 0.00E+00 2.10E-07 371291 3754920 0.00E+00 4.63E-07 0.00E+00 1.05E-09 0.00E+00 1.27E-10
371311 3754920 0.00E+00 7.57E-04 0.00E+00 1.70E-06 0.00E+00 2.10E-07 371311 3754920 0.00E+00 4.58E-07 0.00E+00 1.03E-09 0.00E+00 1.27E-10
371331 3754920 0.00E+00 7.50E-04 0.00E+00 1.67E-06 0.00E+00 2.09E-07 371331 3754920 0.00E+00 4.54E-07 0.00E+00 1.01E-09 0.00E+00 1.26E-10
371351 3754920 0.00E+00 7.44E-04 0.00E+00 1.64E-06 0.00E+00 2.08E-07 371351 3754920 0.00E+00 4.50E-07 0.00E+00 9.93E-10 0.00E+00 1.26E-10
371371 3754920 0.00E+00 7.39E-04 0.00E+00 1.61E-06 0.00E+00 2.07E-07 371371 3754920 0.00E+00 4.47E-07 0.00E+00 9.73E-10 0.00E+00 1.25E-10
371391 3754920 0.00E+00 7.35E-04 0.00E+00 1.57E-06 0.00E+00 2.06E-07 371391 3754920 0.00E+00 4.44E-07 0.00E+00 9.52E-10 0.00E+00 1.25E-10
371411 3754920 0.00E+00 7.31E-04 0.00E+00 1.54E-06 0.00E+00 2.05E-07 371411 3754920 0.00E+00 4.42E-07 0.00E+00 9.32E-10 0.00E+00 1.24E-10
371431 3754920 0.00E+00 7.29E-04 0.00E+00 1.51E-06 0.00E+00 2.04E-07 371431 3754920 0.00E+00 4.41E-07 0.00E+00 9.11E-10 0.00E+00 1.23E-10
371451 3754920 0.00E+00 7.27E-04 0.00E+00 1.47E-06 0.00E+00 2.03E-07 371451 3754920 0.00E+00 4.40E-07 0.00E+00 8.91E-10 0.00E+00 1.23E-10
371471 3754920 0.00E+00 7.26E-04 0.00E+00 1.44E-06 0.00E+00 2.02E-07 371471 3754920 0.00E+00 4.39E-07 0.00E+00 8.71E-10 0.00E+00 1.22E-10
371491 3754920 0.00E+00 7.25E-04 0.00E+00 1.41E-06 0.00E+00 2.00E-07 371491 3754920 0.00E+00 4.39E-07 0.00E+00 8.51E-10 0.00E+00 1.21E-10
371511 3754920 0.00E+00 7.26E-04 0.00E+00 1.37E-06 0.00E+00 1.99E-07 371511 3754920 0.00E+00 4.39E-07 0.00E+00 8.32E-10 0.00E+00 1.20E-10
371531 3754920 0.00E+00 7.27E-04 0.00E+00 1.34E-06 0.00E+00 1.97E-07 371531 3754920 0.00E+00 4.40E-07 0.00E+00 8.12E-10 0.00E+00 1.19E-10
371551 3754920 0.00E+00 7.28E-04 0.00E+00 1.31E-06 0.00E+00 1.96E-07 371551 3754920 0.00E+00 4.41E-07 0.00E+00 7.94E-10 0.00E+00 1.19E-10
371571 3754920 0.00E+00 7.30E-04 0.00E+00 1.28E-06 0.00E+00 1.94E-07 371571 3754920 0.00E+00 4.42E-07 0.00E+00 7.76E-10 0.00E+00 1.18E-10
371591 3754920 0.00E+00 7.33E-04 0.00E+00 1.25E-06 0.00E+00 1.93E-07 371591 3754920 0.00E+00 4.44E-07 0.00E+00 7.58E-10 0.00E+00 1.17E-10
371611 3754920 0.00E+00 7.37E-04 0.00E+00 1.22E-06 0.00E+00 1.91E-07 371611 3754920 0.00E+00 4.46E-07 0.00E+00 7.41E-10 0.00E+00 1.16E-10
371631 3754920 0.00E+00 7.42E-04 0.00E+00 1.20E-06 0.00E+00 1.89E-07 371631 3754920 0.00E+00 4.49E-07 0.00E+00 7.24E-10 0.00E+00 1.15E-10
371651 3754920 0.00E+00 7.47E-04 0.00E+00 1.17E-06 0.00E+00 1.88E-07 371651 3754920 0.00E+00 4.52E-07 0.00E+00 7.08E-10 0.00E+00 1.13E-10
371671 3754920 0.00E+00 7.54E-04 0.00E+00 1.14E-06 0.00E+00 1.86E-07 371671 3754920 0.00E+00 4.56E-07 0.00E+00 6.92E-10 0.00E+00 1.12E-10
371691 3754920 0.00E+00 7.61E-04 0.00E+00 1.12E-06 0.00E+00 1.84E-07 371691 3754920 0.00E+00 4.61E-07 0.00E+00 6.77E-10 0.00E+00 1.11E-10
371711 3754920 0.00E+00 7.70E-04 0.00E+00 1.09E-06 0.00E+00 1.82E-07 371711 3754920 0.00E+00 4.66E-07 0.00E+00 6.62E-10 0.00E+00 1.10E-10
371731 3754920 0.00E+00 7.79E-04 0.00E+00 1.07E-06 0.00E+00 1.80E-07 371731 3754920 0.00E+00 4.72E-07 0.00E+00 6.48E-10 0.00E+00 1.09E-10
371751 3754920 0.00E+00 7.90E-04 0.00E+00 1.05E-06 0.00E+00 1.79E-07 371751 3754920 0.00E+00 4.78E-07 0.00E+00 6.34E-10 0.00E+00 1.08E-10
371771 3754920 0.00E+00 8.01E-04 0.00E+00 1.03E-06 0.00E+00 1.77E-07 371771 3754920 0.00E+00 4.85E-07 0.00E+00 6.21E-10 0.00E+00 1.07E-10
371791 3754920 0.00E+00 8.14E-04 0.00E+00 1.00E-06 0.00E+00 1.75E-07 371791 3754920 0.00E+00 4.92E-07 0.00E+00 6.08E-10 0.00E+00 1.06E-10
371811 3754920 0.00E+00 8.27E-04 0.00E+00 9.84E-07 0.00E+00 1.73E-07 371811 3754920 0.00E+00 5.00E-07 0.00E+00 5.95E-10 0.00E+00 1.05E-10
371831 3754920 0.00E+00 8.41E-04 0.00E+00 9.63E-07 0.00E+00 1.72E-07 371831 3754920 0.00E+00 5.09E-07 0.00E+00 5.83E-10 0.00E+00 1.04E-10
370571 3754940 0.00E+00 9.49E-04 0.00E+00 8.79E-07 0.00E+00 1.64E-07 370571 3754940 0.00E+00 5.74E-07 0.00E+00 5.32E-10 0.00E+00 9.90E-11
370591 3754940 0.00E+00 9.58E-04 0.00E+00 9.19E-07 0.00E+00 1.66E-07 370591 3754940 0.00E+00 5.80E-07 0.00E+00 5.56E-10 0.00E+00 1.00E-10
370611 3754940 0.00E+00 9.66E-04 0.00E+00 9.62E-07 0.00E+00 1.68E-07 370611 3754940 0.00E+00 5.85E-07 0.00E+00 5.82E-10 0.00E+00 1.02E-10
370631 3754940 0.00E+00 9.74E-04 0.00E+00 1.01E-06 0.00E+00 1.71E-07 370631 3754940 0.00E+00 5.89E-07 0.00E+00 6.11E-10 0.00E+00 1.03E-10
370651 3754940 0.00E+00 9.81E-04 0.00E+00 1.06E-06 0.00E+00 1.73E-07 370651 3754940 0.00E+00 5.94E-07 0.00E+00 6.40E-10 0.00E+00 1.05E-10
370671 3754940 0.00E+00 9.87E-04 0.00E+00 1.11E-06 0.00E+00 1.75E-07 370671 3754940 0.00E+00 5.97E-07 0.00E+00 6.71E-10 0.00E+00 1.06E-10
370691 3754940 0.00E+00 9.92E-04 0.00E+00 1.16E-06 0.00E+00 1.77E-07 370691 3754940 0.00E+00 6.00E-07 0.00E+00 7.03E-10 0.00E+00 1.07E-10
370711 3754940 0.00E+00 9.94E-04 0.00E+00 1.22E-06 0.00E+00 1.79E-07 370711 3754940 0.00E+00 6.02E-07 0.00E+00 7.36E-10 0.00E+00 1.08E-10
370731 3754940 0.00E+00 9.95E-04 0.00E+00 1.27E-06 0.00E+00 1.81E-07 370731 3754940 0.00E+00 6.02E-07 0.00E+00 7.69E-10 0.00E+00 1.09E-10
370751 3754940 0.00E+00 9.95E-04 0.00E+00 1.33E-06 0.00E+00 1.82E-07 370751 3754940 0.00E+00 6.02E-07 0.00E+00 8.03E-10 0.00E+00 1.10E-10
370771 3754940 0.00E+00 9.93E-04 0.00E+00 1.38E-06 0.00E+00 1.79E-07 370771 3754940 0.00E+00 6.01E-07 0.00E+00 8.36E-10 0.00E+00 1.08E-10
370791 3754940 0.00E+00 9.90E-04 0.00E+00 1.44E-06 0.00E+00 1.77E-07 370791 3754940 0.00E+00 5.99E-07 0.00E+00 8.70E-10 0.00E+00 1.07E-10
370811 3754940 0.00E+00 9.86E-04 0.00E+00 1.49E-06 0.00E+00 1.74E-07 370811 3754940 0.00E+00 5.97E-07 0.00E+00 9.01E-10 0.00E+00 1.05E-10
370831 3754940 0.00E+00 9.80E-04 0.00E+00 1.53E-06 0.00E+00 1.74E-07 370831 3754940 0.00E+00 5.93E-07 0.00E+00 9.29E-10 0.00E+00 1.05E-10
370851 3754940 0.00E+00 9.73E-04 0.00E+00 1.57E-06 0.00E+00 1.74E-07 370851 3754940 0.00E+00 5.89E-07 0.00E+00 9.49E-10 0.00E+00 1.05E-10
370871 3754940 0.00E+00 9.64E-04 0.00E+00 1.59E-06 0.00E+00 1.74E-07 370871 3754940 0.00E+00 5.84E-07 0.00E+00 9.64E-10 0.00E+00 1.05E-10
370891 3754940 0.00E+00 9.55E-04 0.00E+00 1.61E-06 0.00E+00 1.74E-07 370891 3754940 0.00E+00 5.78E-07 0.00E+00 9.74E-10 0.00E+00 1.05E-10
370911 3754940 0.00E+00 9.47E-04 0.00E+00 1.62E-06 0.00E+00 1.75E-07 370911 3754940 0.00E+00 5.73E-07 0.00E+00 9.83E-10 0.00E+00 1.06E-10
370931 3754940 0.00E+00 9.38E-04 0.00E+00 1.63E-06 0.00E+00 1.77E-07 370931 3754940 0.00E+00 5.68E-07 0.00E+00 9.89E-10 0.00E+00 1.07E-10
370951 3754940 0.00E+00 9.26E-04 0.00E+00 1.62E-06 0.00E+00 1.77E-07 370951 3754940 0.00E+00 5.60E-07 0.00E+00 9.82E-10 0.00E+00 1.07E-10
370971 3754940 0.00E+00 9.13E-04 0.00E+00 1.60E-06 0.00E+00 1.77E-07 370971 3754940 0.00E+00 5.52E-07 0.00E+00 9.68E-10 0.00E+00 1.07E-10
370991 3754940 0.00E+00 9.01E-04 0.00E+00 1.58E-06 0.00E+00 1.79E-07 370991 3754940 0.00E+00 5.45E-07 0.00E+00 9.57E-10 0.00E+00 1.08E-10
371011 3754940 0.00E+00 8.97E-04 0.00E+00 1.57E-06 0.00E+00 1.97E-07 371011 3754940 0.00E+00 5.43E-07 0.00E+00 9.53E-10 0.00E+00 1.19E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371031 3754940 0.00E+00 8.86E-04 0.00E+00 1.55E-06 0.00E+00 1.99E-07 371031 3754940 0.00E+00 5.36E-07 0.00E+00 9.39E-10 0.00E+00 1.20E-10
371051 3754940 0.00E+00 8.72E-04 0.00E+00 1.53E-06 0.00E+00 2.00E-07 371051 3754940 0.00E+00 5.27E-07 0.00E+00 9.24E-10 0.00E+00 1.21E-10
371071 3754940 0.00E+00 8.56E-04 0.00E+00 1.51E-06 0.00E+00 2.01E-07 371071 3754940 0.00E+00 5.18E-07 0.00E+00 9.14E-10 0.00E+00 1.22E-10
371091 3754940 0.00E+00 8.41E-04 0.00E+00 1.50E-06 0.00E+00 2.02E-07 371091 3754940 0.00E+00 5.09E-07 0.00E+00 9.09E-10 0.00E+00 1.22E-10
371111 3754940 0.00E+00 8.26E-04 0.00E+00 1.50E-06 0.00E+00 2.02E-07 371111 3754940 0.00E+00 5.00E-07 0.00E+00 9.10E-10 0.00E+00 1.22E-10
371131 3754940 0.00E+00 8.11E-04 0.00E+00 1.51E-06 0.00E+00 2.02E-07 371131 3754940 0.00E+00 4.91E-07 0.00E+00 9.13E-10 0.00E+00 1.22E-10
371151 3754940 0.00E+00 7.96E-04 0.00E+00 1.52E-06 0.00E+00 2.02E-07 371151 3754940 0.00E+00 4.82E-07 0.00E+00 9.17E-10 0.00E+00 1.22E-10
371171 3754940 0.00E+00 7.83E-04 0.00E+00 1.52E-06 0.00E+00 2.02E-07 371171 3754940 0.00E+00 4.74E-07 0.00E+00 9.20E-10 0.00E+00 1.22E-10
371191 3754940 0.00E+00 7.69E-04 0.00E+00 1.52E-06 0.00E+00 2.02E-07 371191 3754940 0.00E+00 4.66E-07 0.00E+00 9.22E-10 0.00E+00 1.22E-10
371211 3754940 0.00E+00 7.57E-04 0.00E+00 1.52E-06 0.00E+00 2.01E-07 371211 3754940 0.00E+00 4.58E-07 0.00E+00 9.23E-10 0.00E+00 1.22E-10
371231 3754940 0.00E+00 7.46E-04 0.00E+00 1.52E-06 0.00E+00 2.01E-07 371231 3754940 0.00E+00 4.51E-07 0.00E+00 9.21E-10 0.00E+00 1.22E-10
371251 3754940 0.00E+00 7.35E-04 0.00E+00 1.52E-06 0.00E+00 2.01E-07 371251 3754940 0.00E+00 4.45E-07 0.00E+00 9.17E-10 0.00E+00 1.22E-10
371271 3754940 0.00E+00 7.26E-04 0.00E+00 1.51E-06 0.00E+00 2.00E-07 371271 3754940 0.00E+00 4.39E-07 0.00E+00 9.11E-10 0.00E+00 1.21E-10
371291 3754940 0.00E+00 7.17E-04 0.00E+00 1.49E-06 0.00E+00 2.00E-07 371291 3754940 0.00E+00 4.34E-07 0.00E+00 9.04E-10 0.00E+00 1.21E-10
371311 3754940 0.00E+00 7.09E-04 0.00E+00 1.48E-06 0.00E+00 1.99E-07 371311 3754940 0.00E+00 4.29E-07 0.00E+00 8.94E-10 0.00E+00 1.21E-10
371331 3754940 0.00E+00 7.03E-04 0.00E+00 1.46E-06 0.00E+00 1.99E-07 371331 3754940 0.00E+00 4.25E-07 0.00E+00 8.83E-10 0.00E+00 1.20E-10
371351 3754940 0.00E+00 6.97E-04 0.00E+00 1.44E-06 0.00E+00 1.98E-07 371351 3754940 0.00E+00 4.22E-07 0.00E+00 8.72E-10 0.00E+00 1.20E-10
371371 3754940 0.00E+00 6.92E-04 0.00E+00 1.42E-06 0.00E+00 1.97E-07 371371 3754940 0.00E+00 4.19E-07 0.00E+00 8.59E-10 0.00E+00 1.19E-10
371391 3754940 0.00E+00 6.88E-04 0.00E+00 1.40E-06 0.00E+00 1.96E-07 371391 3754940 0.00E+00 4.16E-07 0.00E+00 8.46E-10 0.00E+00 1.19E-10
371411 3754940 0.00E+00 6.85E-04 0.00E+00 1.37E-06 0.00E+00 1.95E-07 371411 3754940 0.00E+00 4.14E-07 0.00E+00 8.32E-10 0.00E+00 1.18E-10
371431 3754940 0.00E+00 6.82E-04 0.00E+00 1.35E-06 0.00E+00 1.94E-07 371431 3754940 0.00E+00 4.13E-07 0.00E+00 8.17E-10 0.00E+00 1.18E-10
371451 3754940 0.00E+00 6.80E-04 0.00E+00 1.33E-06 0.00E+00 1.93E-07 371451 3754940 0.00E+00 4.12E-07 0.00E+00 8.03E-10 0.00E+00 1.17E-10
371471 3754940 0.00E+00 6.79E-04 0.00E+00 1.30E-06 0.00E+00 1.92E-07 371471 3754940 0.00E+00 4.11E-07 0.00E+00 7.88E-10 0.00E+00 1.16E-10
371491 3754940 0.00E+00 6.79E-04 0.00E+00 1.28E-06 0.00E+00 1.91E-07 371491 3754940 0.00E+00 4.11E-07 0.00E+00 7.73E-10 0.00E+00 1.16E-10
371511 3754940 0.00E+00 6.79E-04 0.00E+00 1.25E-06 0.00E+00 1.90E-07 371511 3754940 0.00E+00 4.11E-07 0.00E+00 7.58E-10 0.00E+00 1.15E-10
371531 3754940 0.00E+00 6.79E-04 0.00E+00 1.23E-06 0.00E+00 1.88E-07 371531 3754940 0.00E+00 4.11E-07 0.00E+00 7.43E-10 0.00E+00 1.14E-10
371551 3754940 0.00E+00 6.80E-04 0.00E+00 1.20E-06 0.00E+00 1.87E-07 371551 3754940 0.00E+00 4.12E-07 0.00E+00 7.29E-10 0.00E+00 1.13E-10
371571 3754940 0.00E+00 6.82E-04 0.00E+00 1.18E-06 0.00E+00 1.86E-07 371571 3754940 0.00E+00 4.12E-07 0.00E+00 7.14E-10 0.00E+00 1.12E-10
371591 3754940 0.00E+00 6.84E-04 0.00E+00 1.16E-06 0.00E+00 1.84E-07 371591 3754940 0.00E+00 4.14E-07 0.00E+00 7.00E-10 0.00E+00 1.11E-10
371611 3754940 0.00E+00 6.87E-04 0.00E+00 1.13E-06 0.00E+00 1.82E-07 371611 3754940 0.00E+00 4.16E-07 0.00E+00 6.86E-10 0.00E+00 1.10E-10
371631 3754940 0.00E+00 6.91E-04 0.00E+00 1.11E-06 0.00E+00 1.81E-07 371631 3754940 0.00E+00 4.18E-07 0.00E+00 6.73E-10 0.00E+00 1.09E-10
371651 3754940 0.00E+00 6.95E-04 0.00E+00 1.09E-06 0.00E+00 1.79E-07 371651 3754940 0.00E+00 4.20E-07 0.00E+00 6.59E-10 0.00E+00 1.08E-10
371671 3754940 0.00E+00 7.00E-04 0.00E+00 1.07E-06 0.00E+00 1.78E-07 371671 3754940 0.00E+00 4.24E-07 0.00E+00 6.46E-10 0.00E+00 1.08E-10
371691 3754940 0.00E+00 7.06E-04 0.00E+00 1.05E-06 0.00E+00 1.76E-07 371691 3754940 0.00E+00 4.27E-07 0.00E+00 6.33E-10 0.00E+00 1.06E-10
371711 3754940 0.00E+00 7.13E-04 0.00E+00 1.03E-06 0.00E+00 1.74E-07 371711 3754940 0.00E+00 4.31E-07 0.00E+00 6.21E-10 0.00E+00 1.05E-10
371731 3754940 0.00E+00 7.21E-04 0.00E+00 1.01E-06 0.00E+00 1.73E-07 371731 3754940 0.00E+00 4.36E-07 0.00E+00 6.08E-10 0.00E+00 1.04E-10
371751 3754940 0.00E+00 7.29E-04 0.00E+00 9.86E-07 0.00E+00 1.71E-07 371751 3754940 0.00E+00 4.41E-07 0.00E+00 5.97E-10 0.00E+00 1.03E-10
371771 3754940 0.00E+00 7.39E-04 0.00E+00 9.67E-07 0.00E+00 1.69E-07 371771 3754940 0.00E+00 4.47E-07 0.00E+00 5.85E-10 0.00E+00 1.02E-10
371791 3754940 0.00E+00 7.49E-04 0.00E+00 9.48E-07 0.00E+00 1.68E-07 371791 3754940 0.00E+00 4.53E-07 0.00E+00 5.74E-10 0.00E+00 1.01E-10
371811 3754940 0.00E+00 7.60E-04 0.00E+00 9.30E-07 0.00E+00 1.66E-07 371811 3754940 0.00E+00 4.60E-07 0.00E+00 5.63E-10 0.00E+00 1.00E-10
371831 3754940 0.00E+00 7.72E-04 0.00E+00 9.12E-07 0.00E+00 1.64E-07 371831 3754940 0.00E+00 4.67E-07 0.00E+00 5.52E-10 0.00E+00 9.94E-11
370571 3754960 0.00E+00 9.00E-04 0.00E+00 8.19E-07 0.00E+00 1.51E-07 370571 3754960 0.00E+00 5.45E-07 0.00E+00 4.95E-10 0.00E+00 9.17E-11
370591 3754960 0.00E+00 9.07E-04 0.00E+00 8.52E-07 0.00E+00 1.52E-07 370591 3754960 0.00E+00 5.49E-07 0.00E+00 5.16E-10 0.00E+00 9.22E-11
370611 3754960 0.00E+00 9.14E-04 0.00E+00 8.89E-07 0.00E+00 1.55E-07 370611 3754960 0.00E+00 5.53E-07 0.00E+00 5.38E-10 0.00E+00 9.40E-11
370631 3754960 0.00E+00 9.21E-04 0.00E+00 9.31E-07 0.00E+00 1.60E-07 370631 3754960 0.00E+00 5.57E-07 0.00E+00 5.63E-10 0.00E+00 9.71E-11
370651 3754960 0.00E+00 9.26E-04 0.00E+00 9.73E-07 0.00E+00 1.64E-07 370651 3754960 0.00E+00 5.60E-07 0.00E+00 5.89E-10 0.00E+00 9.94E-11
370671 3754960 0.00E+00 9.31E-04 0.00E+00 1.02E-06 0.00E+00 1.68E-07 370671 3754960 0.00E+00 5.63E-07 0.00E+00 6.15E-10 0.00E+00 1.02E-10
370691 3754960 0.00E+00 9.35E-04 0.00E+00 1.06E-06 0.00E+00 1.70E-07 370691 3754960 0.00E+00 5.66E-07 0.00E+00 6.42E-10 0.00E+00 1.03E-10
370711 3754960 0.00E+00 9.37E-04 0.00E+00 1.10E-06 0.00E+00 1.71E-07 370711 3754960 0.00E+00 5.67E-07 0.00E+00 6.68E-10 0.00E+00 1.04E-10
370731 3754960 0.00E+00 9.37E-04 0.00E+00 1.15E-06 0.00E+00 1.71E-07 370731 3754960 0.00E+00 5.67E-07 0.00E+00 6.94E-10 0.00E+00 1.03E-10
370751 3754960 0.00E+00 9.33E-04 0.00E+00 1.18E-06 0.00E+00 1.64E-07 370751 3754960 0.00E+00 5.65E-07 0.00E+00 7.16E-10 0.00E+00 9.90E-11
370771 3754960 0.00E+00 9.33E-04 0.00E+00 1.23E-06 0.00E+00 1.67E-07 370771 3754960 0.00E+00 5.65E-07 0.00E+00 7.44E-10 0.00E+00 1.01E-10
370791 3754960 0.00E+00 9.30E-04 0.00E+00 1.27E-06 0.00E+00 1.66E-07 370791 3754960 0.00E+00 5.62E-07 0.00E+00 7.68E-10 0.00E+00 1.00E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370811 3754960 0.00E+00 9.24E-04 0.00E+00 1.30E-06 0.00E+00 1.66E-07 370811 3754960 0.00E+00 5.59E-07 0.00E+00 7.89E-10 0.00E+00 1.00E-10
370831 3754960 0.00E+00 9.18E-04 0.00E+00 1.33E-06 0.00E+00 1.66E-07 370831 3754960 0.00E+00 5.56E-07 0.00E+00 8.06E-10 0.00E+00 1.00E-10
370851 3754960 0.00E+00 9.10E-04 0.00E+00 1.34E-06 0.00E+00 1.65E-07 370851 3754960 0.00E+00 5.50E-07 0.00E+00 8.13E-10 0.00E+00 9.97E-11
370871 3754960 0.00E+00 9.01E-04 0.00E+00 1.36E-06 0.00E+00 1.64E-07 370871 3754960 0.00E+00 5.45E-07 0.00E+00 8.20E-10 0.00E+00 9.95E-11
370891 3754960 0.00E+00 8.92E-04 0.00E+00 1.36E-06 0.00E+00 1.64E-07 370891 3754960 0.00E+00 5.40E-07 0.00E+00 8.24E-10 0.00E+00 9.94E-11
370911 3754960 0.00E+00 8.83E-04 0.00E+00 1.37E-06 0.00E+00 1.65E-07 370911 3754960 0.00E+00 5.34E-07 0.00E+00 8.28E-10 0.00E+00 9.99E-11
370931 3754960 0.00E+00 8.77E-04 0.00E+00 1.39E-06 0.00E+00 1.69E-07 370931 3754960 0.00E+00 5.31E-07 0.00E+00 8.44E-10 0.00E+00 1.02E-10
370951 3754960 0.00E+00 8.66E-04 0.00E+00 1.39E-06 0.00E+00 1.69E-07 370951 3754960 0.00E+00 5.24E-07 0.00E+00 8.39E-10 0.00E+00 1.02E-10
370971 3754960 0.00E+00 8.56E-04 0.00E+00 1.38E-06 0.00E+00 1.70E-07 370971 3754960 0.00E+00 5.18E-07 0.00E+00 8.33E-10 0.00E+00 1.03E-10
370991 3754960 0.00E+00 8.52E-04 0.00E+00 1.38E-06 0.00E+00 1.87E-07 370991 3754960 0.00E+00 5.16E-07 0.00E+00 8.35E-10 0.00E+00 1.13E-10
371011 3754960 0.00E+00 8.43E-04 0.00E+00 1.36E-06 0.00E+00 1.91E-07 371011 3754960 0.00E+00 5.10E-07 0.00E+00 8.23E-10 0.00E+00 1.16E-10
371031 3754960 0.00E+00 8.29E-04 0.00E+00 1.33E-06 0.00E+00 1.91E-07 371031 3754960 0.00E+00 5.02E-07 0.00E+00 8.08E-10 0.00E+00 1.16E-10
371051 3754960 0.00E+00 8.15E-04 0.00E+00 1.31E-06 0.00E+00 1.92E-07 371051 3754960 0.00E+00 4.93E-07 0.00E+00 7.95E-10 0.00E+00 1.16E-10
371071 3754960 0.00E+00 8.01E-04 0.00E+00 1.30E-06 0.00E+00 1.92E-07 371071 3754960 0.00E+00 4.84E-07 0.00E+00 7.85E-10 0.00E+00 1.16E-10
371091 3754960 0.00E+00 7.86E-04 0.00E+00 1.29E-06 0.00E+00 1.92E-07 371091 3754960 0.00E+00 4.76E-07 0.00E+00 7.78E-10 0.00E+00 1.16E-10
371111 3754960 0.00E+00 7.72E-04 0.00E+00 1.28E-06 0.00E+00 1.92E-07 371111 3754960 0.00E+00 4.67E-07 0.00E+00 7.74E-10 0.00E+00 1.16E-10
371131 3754960 0.00E+00 7.58E-04 0.00E+00 1.28E-06 0.00E+00 1.92E-07 371131 3754960 0.00E+00 4.59E-07 0.00E+00 7.73E-10 0.00E+00 1.16E-10
371151 3754960 0.00E+00 7.46E-04 0.00E+00 1.28E-06 0.00E+00 1.92E-07 371151 3754960 0.00E+00 4.51E-07 0.00E+00 7.75E-10 0.00E+00 1.16E-10
371171 3754960 0.00E+00 7.33E-04 0.00E+00 1.28E-06 0.00E+00 1.92E-07 371171 3754960 0.00E+00 4.43E-07 0.00E+00 7.77E-10 0.00E+00 1.16E-10
371191 3754960 0.00E+00 7.21E-04 0.00E+00 1.29E-06 0.00E+00 1.92E-07 371191 3754960 0.00E+00 4.36E-07 0.00E+00 7.80E-10 0.00E+00 1.16E-10
371211 3754960 0.00E+00 7.10E-04 0.00E+00 1.29E-06 0.00E+00 1.92E-07 371211 3754960 0.00E+00 4.30E-07 0.00E+00 7.82E-10 0.00E+00 1.16E-10
371231 3754960 0.00E+00 6.99E-04 0.00E+00 1.29E-06 0.00E+00 1.92E-07 371231 3754960 0.00E+00 4.23E-07 0.00E+00 7.83E-10 0.00E+00 1.16E-10
371251 3754960 0.00E+00 6.90E-04 0.00E+00 1.29E-06 0.00E+00 1.91E-07 371251 3754960 0.00E+00 4.17E-07 0.00E+00 7.83E-10 0.00E+00 1.16E-10
371271 3754960 0.00E+00 6.81E-04 0.00E+00 1.29E-06 0.00E+00 1.91E-07 371271 3754960 0.00E+00 4.12E-07 0.00E+00 7.82E-10 0.00E+00 1.16E-10
371291 3754960 0.00E+00 6.73E-04 0.00E+00 1.29E-06 0.00E+00 1.91E-07 371291 3754960 0.00E+00 4.07E-07 0.00E+00 7.79E-10 0.00E+00 1.15E-10
371311 3754960 0.00E+00 6.66E-04 0.00E+00 1.28E-06 0.00E+00 1.90E-07 371311 3754960 0.00E+00 4.03E-07 0.00E+00 7.75E-10 0.00E+00 1.15E-10
371331 3754960 0.00E+00 6.60E-04 0.00E+00 1.27E-06 0.00E+00 1.90E-07 371331 3754960 0.00E+00 3.99E-07 0.00E+00 7.70E-10 0.00E+00 1.15E-10
371351 3754960 0.00E+00 6.54E-04 0.00E+00 1.26E-06 0.00E+00 1.89E-07 371351 3754960 0.00E+00 3.96E-07 0.00E+00 7.64E-10 0.00E+00 1.14E-10
371371 3754960 0.00E+00 6.50E-04 0.00E+00 1.25E-06 0.00E+00 1.88E-07 371371 3754960 0.00E+00 3.93E-07 0.00E+00 7.57E-10 0.00E+00 1.14E-10
371391 3754960 0.00E+00 6.46E-04 0.00E+00 1.24E-06 0.00E+00 1.87E-07 371391 3754960 0.00E+00 3.91E-07 0.00E+00 7.49E-10 0.00E+00 1.13E-10
371411 3754960 0.00E+00 6.43E-04 0.00E+00 1.22E-06 0.00E+00 1.86E-07 371411 3754960 0.00E+00 3.89E-07 0.00E+00 7.40E-10 0.00E+00 1.13E-10
371431 3754960 0.00E+00 6.40E-04 0.00E+00 1.21E-06 0.00E+00 1.86E-07 371431 3754960 0.00E+00 3.87E-07 0.00E+00 7.30E-10 0.00E+00 1.12E-10
371451 3754960 0.00E+00 6.38E-04 0.00E+00 1.19E-06 0.00E+00 1.84E-07 371451 3754960 0.00E+00 3.86E-07 0.00E+00 7.20E-10 0.00E+00 1.12E-10
371471 3754960 0.00E+00 6.37E-04 0.00E+00 1.17E-06 0.00E+00 1.83E-07 371471 3754960 0.00E+00 3.85E-07 0.00E+00 7.10E-10 0.00E+00 1.11E-10
371491 3754960 0.00E+00 6.36E-04 0.00E+00 1.16E-06 0.00E+00 1.82E-07 371491 3754960 0.00E+00 3.85E-07 0.00E+00 6.99E-10 0.00E+00 1.10E-10
371511 3754960 0.00E+00 6.36E-04 0.00E+00 1.14E-06 0.00E+00 1.81E-07 371511 3754960 0.00E+00 3.85E-07 0.00E+00 6.89E-10 0.00E+00 1.10E-10
371531 3754960 0.00E+00 6.36E-04 0.00E+00 1.12E-06 0.00E+00 1.80E-07 371531 3754960 0.00E+00 3.85E-07 0.00E+00 6.78E-10 0.00E+00 1.09E-10
371551 3754960 0.00E+00 6.37E-04 0.00E+00 1.10E-06 0.00E+00 1.79E-07 371551 3754960 0.00E+00 3.86E-07 0.00E+00 6.67E-10 0.00E+00 1.08E-10
371571 3754960 0.00E+00 6.38E-04 0.00E+00 1.08E-06 0.00E+00 1.77E-07 371571 3754960 0.00E+00 3.86E-07 0.00E+00 6.55E-10 0.00E+00 1.07E-10
371591 3754960 0.00E+00 6.40E-04 0.00E+00 1.06E-06 0.00E+00 1.76E-07 371591 3754960 0.00E+00 3.87E-07 0.00E+00 6.44E-10 0.00E+00 1.06E-10
371611 3754960 0.00E+00 6.42E-04 0.00E+00 1.05E-06 0.00E+00 1.75E-07 371611 3754960 0.00E+00 3.89E-07 0.00E+00 6.33E-10 0.00E+00 1.06E-10
371631 3754960 0.00E+00 6.45E-04 0.00E+00 1.03E-06 0.00E+00 1.73E-07 371631 3754960 0.00E+00 3.90E-07 0.00E+00 6.22E-10 0.00E+00 1.05E-10
371651 3754960 0.00E+00 6.49E-04 0.00E+00 1.01E-06 0.00E+00 1.72E-07 371651 3754960 0.00E+00 3.92E-07 0.00E+00 6.11E-10 0.00E+00 1.04E-10
371671 3754960 0.00E+00 6.53E-04 0.00E+00 9.93E-07 0.00E+00 1.70E-07 371671 3754960 0.00E+00 3.95E-07 0.00E+00 6.01E-10 0.00E+00 1.03E-10
371691 3754960 0.00E+00 6.57E-04 0.00E+00 9.75E-07 0.00E+00 1.69E-07 371691 3754960 0.00E+00 3.98E-07 0.00E+00 5.90E-10 0.00E+00 1.02E-10
371711 3754960 0.00E+00 6.63E-04 0.00E+00 9.58E-07 0.00E+00 1.67E-07 371711 3754960 0.00E+00 4.01E-07 0.00E+00 5.80E-10 0.00E+00 1.01E-10
371731 3754960 0.00E+00 6.69E-04 0.00E+00 9.41E-07 0.00E+00 1.65E-07 371731 3754960 0.00E+00 4.05E-07 0.00E+00 5.69E-10 0.00E+00 1.00E-10
371751 3754960 0.00E+00 6.76E-04 0.00E+00 9.24E-07 0.00E+00 1.64E-07 371751 3754960 0.00E+00 4.09E-07 0.00E+00 5.59E-10 0.00E+00 9.91E-11
371771 3754960 0.00E+00 6.84E-04 0.00E+00 9.08E-07 0.00E+00 1.62E-07 371771 3754960 0.00E+00 4.14E-07 0.00E+00 5.49E-10 0.00E+00 9.82E-11
371791 3754960 0.00E+00 6.92E-04 0.00E+00 8.92E-07 0.00E+00 1.61E-07 371791 3754960 0.00E+00 4.19E-07 0.00E+00 5.40E-10 0.00E+00 9.72E-11
371811 3754960 0.00E+00 7.02E-04 0.00E+00 8.77E-07 0.00E+00 1.59E-07 371811 3754960 0.00E+00 4.25E-07 0.00E+00 5.30E-10 0.00E+00 9.63E-11
371831 3754960 0.00E+00 7.12E-04 0.00E+00 8.61E-07 0.00E+00 1.58E-07 371831 3754960 0.00E+00 4.31E-07 0.00E+00 5.21E-10 0.00E+00 9.54E-11
370571 3754980 0.00E+00 8.57E-04 0.00E+00 7.68E-07 0.00E+00 1.45E-07 370571 3754980 0.00E+00 5.19E-07 0.00E+00 4.64E-10 0.00E+00 8.77E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370591 3754980 0.00E+00 8.62E-04 0.00E+00 7.97E-07 0.00E+00 1.46E-07 370591 3754980 0.00E+00 5.22E-07 0.00E+00 4.82E-10 0.00E+00 8.86E-11
370611 3754980 0.00E+00 8.67E-04 0.00E+00 8.27E-07 0.00E+00 1.48E-07 370611 3754980 0.00E+00 5.25E-07 0.00E+00 5.01E-10 0.00E+00 8.94E-11
370631 3754980 0.00E+00 8.72E-04 0.00E+00 8.61E-07 0.00E+00 1.50E-07 370631 3754980 0.00E+00 5.28E-07 0.00E+00 5.21E-10 0.00E+00 9.06E-11
370651 3754980 0.00E+00 8.76E-04 0.00E+00 8.96E-07 0.00E+00 1.51E-07 370651 3754980 0.00E+00 5.30E-07 0.00E+00 5.42E-10 0.00E+00 9.17E-11
370671 3754980 0.00E+00 8.80E-04 0.00E+00 9.33E-07 0.00E+00 1.56E-07 370671 3754980 0.00E+00 5.33E-07 0.00E+00 5.65E-10 0.00E+00 9.42E-11
370691 3754980 0.00E+00 8.83E-04 0.00E+00 9.70E-07 0.00E+00 1.59E-07 370691 3754980 0.00E+00 5.34E-07 0.00E+00 5.87E-10 0.00E+00 9.64E-11
370711 3754980 0.00E+00 8.84E-04 0.00E+00 1.01E-06 0.00E+00 1.60E-07 370711 3754980 0.00E+00 5.35E-07 0.00E+00 6.09E-10 0.00E+00 9.71E-11
370731 3754980 0.00E+00 8.84E-04 0.00E+00 1.04E-06 0.00E+00 1.60E-07 370731 3754980 0.00E+00 5.35E-07 0.00E+00 6.29E-10 0.00E+00 9.66E-11
370751 3754980 0.00E+00 8.79E-04 0.00E+00 1.06E-06 0.00E+00 1.56E-07 370751 3754980 0.00E+00 5.32E-07 0.00E+00 6.43E-10 0.00E+00 9.43E-11
370771 3754980 0.00E+00 8.78E-04 0.00E+00 1.10E-06 0.00E+00 1.58E-07 370771 3754980 0.00E+00 5.31E-07 0.00E+00 6.66E-10 0.00E+00 9.53E-11
370791 3754980 0.00E+00 8.74E-04 0.00E+00 1.13E-06 0.00E+00 1.58E-07 370791 3754980 0.00E+00 5.29E-07 0.00E+00 6.82E-10 0.00E+00 9.55E-11
370811 3754980 0.00E+00 8.68E-04 0.00E+00 1.15E-06 0.00E+00 1.58E-07 370811 3754980 0.00E+00 5.25E-07 0.00E+00 6.94E-10 0.00E+00 9.54E-11
370831 3754980 0.00E+00 8.62E-04 0.00E+00 1.16E-06 0.00E+00 1.57E-07 370831 3754980 0.00E+00 5.21E-07 0.00E+00 7.04E-10 0.00E+00 9.53E-11
370851 3754980 0.00E+00 8.52E-04 0.00E+00 1.17E-06 0.00E+00 1.56E-07 370851 3754980 0.00E+00 5.16E-07 0.00E+00 7.06E-10 0.00E+00 9.45E-11
370871 3754980 0.00E+00 8.43E-04 0.00E+00 1.17E-06 0.00E+00 1.56E-07 370871 3754980 0.00E+00 5.10E-07 0.00E+00 7.07E-10 0.00E+00 9.41E-11
370891 3754980 0.00E+00 8.34E-04 0.00E+00 1.17E-06 0.00E+00 1.55E-07 370891 3754980 0.00E+00 5.05E-07 0.00E+00 7.09E-10 0.00E+00 9.41E-11
370911 3754980 0.00E+00 8.29E-04 0.00E+00 1.20E-06 0.00E+00 1.59E-07 370911 3754980 0.00E+00 5.02E-07 0.00E+00 7.24E-10 0.00E+00 9.60E-11
370931 3754980 0.00E+00 8.23E-04 0.00E+00 1.21E-06 0.00E+00 1.61E-07 370931 3754980 0.00E+00 4.98E-07 0.00E+00 7.33E-10 0.00E+00 9.75E-11
370951 3754980 0.00E+00 8.12E-04 0.00E+00 1.20E-06 0.00E+00 1.61E-07 370951 3754980 0.00E+00 4.91E-07 0.00E+00 7.29E-10 0.00E+00 9.77E-11
370971 3754980 0.00E+00 8.06E-04 0.00E+00 1.21E-06 0.00E+00 1.78E-07 370971 3754980 0.00E+00 4.88E-07 0.00E+00 7.32E-10 0.00E+00 1.07E-10
370991 3754980 0.00E+00 8.01E-04 0.00E+00 1.21E-06 0.00E+00 1.80E-07 370991 3754980 0.00E+00 4.85E-07 0.00E+00 7.31E-10 0.00E+00 1.09E-10
371011 3754980 0.00E+00 7.89E-04 0.00E+00 1.19E-06 0.00E+00 1.82E-07 371011 3754980 0.00E+00 4.78E-07 0.00E+00 7.20E-10 0.00E+00 1.10E-10
371031 3754980 0.00E+00 7.76E-04 0.00E+00 1.17E-06 0.00E+00 1.83E-07 371031 3754980 0.00E+00 4.70E-07 0.00E+00 7.08E-10 0.00E+00 1.11E-10
371051 3754980 0.00E+00 7.63E-04 0.00E+00 1.15E-06 0.00E+00 1.83E-07 371051 3754980 0.00E+00 4.62E-07 0.00E+00 6.97E-10 0.00E+00 1.11E-10
371071 3754980 0.00E+00 7.50E-04 0.00E+00 1.13E-06 0.00E+00 1.83E-07 371071 3754980 0.00E+00 4.54E-07 0.00E+00 6.87E-10 0.00E+00 1.11E-10
371091 3754980 0.00E+00 7.37E-04 0.00E+00 1.12E-06 0.00E+00 1.83E-07 371091 3754980 0.00E+00 4.46E-07 0.00E+00 6.79E-10 0.00E+00 1.11E-10
371111 3754980 0.00E+00 7.24E-04 0.00E+00 1.11E-06 0.00E+00 1.84E-07 371111 3754980 0.00E+00 4.38E-07 0.00E+00 6.73E-10 0.00E+00 1.11E-10
371131 3754980 0.00E+00 7.11E-04 0.00E+00 1.11E-06 0.00E+00 1.84E-07 371131 3754980 0.00E+00 4.30E-07 0.00E+00 6.70E-10 0.00E+00 1.11E-10
371151 3754980 0.00E+00 6.99E-04 0.00E+00 1.10E-06 0.00E+00 1.84E-07 371151 3754980 0.00E+00 4.23E-07 0.00E+00 6.69E-10 0.00E+00 1.11E-10
371171 3754980 0.00E+00 6.88E-04 0.00E+00 1.11E-06 0.00E+00 1.83E-07 371171 3754980 0.00E+00 4.16E-07 0.00E+00 6.69E-10 0.00E+00 1.11E-10
371191 3754980 0.00E+00 6.77E-04 0.00E+00 1.11E-06 0.00E+00 1.83E-07 371191 3754980 0.00E+00 4.10E-07 0.00E+00 6.70E-10 0.00E+00 1.11E-10
371211 3754980 0.00E+00 6.67E-04 0.00E+00 1.11E-06 0.00E+00 1.83E-07 371211 3754980 0.00E+00 4.04E-07 0.00E+00 6.72E-10 0.00E+00 1.11E-10
371231 3754980 0.00E+00 6.58E-04 0.00E+00 1.11E-06 0.00E+00 1.83E-07 371231 3754980 0.00E+00 3.98E-07 0.00E+00 6.73E-10 0.00E+00 1.11E-10
371251 3754980 0.00E+00 6.49E-04 0.00E+00 1.12E-06 0.00E+00 1.83E-07 371251 3754980 0.00E+00 3.92E-07 0.00E+00 6.75E-10 0.00E+00 1.11E-10
371271 3754980 0.00E+00 6.40E-04 0.00E+00 1.12E-06 0.00E+00 1.82E-07 371271 3754980 0.00E+00 3.88E-07 0.00E+00 6.76E-10 0.00E+00 1.10E-10
371291 3754980 0.00E+00 6.33E-04 0.00E+00 1.12E-06 0.00E+00 1.82E-07 371291 3754980 0.00E+00 3.83E-07 0.00E+00 6.76E-10 0.00E+00 1.10E-10
371311 3754980 0.00E+00 6.26E-04 0.00E+00 1.12E-06 0.00E+00 1.81E-07 371311 3754980 0.00E+00 3.79E-07 0.00E+00 6.75E-10 0.00E+00 1.10E-10
371331 3754980 0.00E+00 6.21E-04 0.00E+00 1.11E-06 0.00E+00 1.81E-07 371331 3754980 0.00E+00 3.75E-07 0.00E+00 6.73E-10 0.00E+00 1.09E-10
371351 3754980 0.00E+00 6.16E-04 0.00E+00 1.11E-06 0.00E+00 1.80E-07 371351 3754980 0.00E+00 3.72E-07 0.00E+00 6.70E-10 0.00E+00 1.09E-10
371371 3754980 0.00E+00 6.11E-04 0.00E+00 1.10E-06 0.00E+00 1.80E-07 371371 3754980 0.00E+00 3.70E-07 0.00E+00 6.67E-10 0.00E+00 1.09E-10
371391 3754980 0.00E+00 6.08E-04 0.00E+00 1.10E-06 0.00E+00 1.79E-07 371391 3754980 0.00E+00 3.68E-07 0.00E+00 6.63E-10 0.00E+00 1.08E-10
371411 3754980 0.00E+00 6.05E-04 0.00E+00 1.09E-06 0.00E+00 1.78E-07 371411 3754980 0.00E+00 3.66E-07 0.00E+00 6.57E-10 0.00E+00 1.08E-10
371431 3754980 0.00E+00 6.02E-04 0.00E+00 1.08E-06 0.00E+00 1.77E-07 371431 3754980 0.00E+00 3.64E-07 0.00E+00 6.52E-10 0.00E+00 1.07E-10
371451 3754980 0.00E+00 6.00E-04 0.00E+00 1.07E-06 0.00E+00 1.76E-07 371451 3754980 0.00E+00 3.63E-07 0.00E+00 6.45E-10 0.00E+00 1.07E-10
371471 3754980 0.00E+00 5.99E-04 0.00E+00 1.06E-06 0.00E+00 1.75E-07 371471 3754980 0.00E+00 3.63E-07 0.00E+00 6.39E-10 0.00E+00 1.06E-10
371491 3754980 0.00E+00 5.98E-04 0.00E+00 1.04E-06 0.00E+00 1.74E-07 371491 3754980 0.00E+00 3.62E-07 0.00E+00 6.31E-10 0.00E+00 1.05E-10
371511 3754980 0.00E+00 5.98E-04 0.00E+00 1.03E-06 0.00E+00 1.73E-07 371511 3754980 0.00E+00 3.62E-07 0.00E+00 6.24E-10 0.00E+00 1.05E-10
371531 3754980 0.00E+00 5.98E-04 0.00E+00 1.02E-06 0.00E+00 1.72E-07 371531 3754980 0.00E+00 3.62E-07 0.00E+00 6.16E-10 0.00E+00 1.04E-10
371551 3754980 0.00E+00 5.99E-04 0.00E+00 1.00E-06 0.00E+00 1.71E-07 371551 3754980 0.00E+00 3.62E-07 0.00E+00 6.08E-10 0.00E+00 1.03E-10
371571 3754980 0.00E+00 5.99E-04 0.00E+00 9.91E-07 0.00E+00 1.70E-07 371571 3754980 0.00E+00 3.63E-07 0.00E+00 5.99E-10 0.00E+00 1.03E-10
371591 3754980 0.00E+00 6.01E-04 0.00E+00 9.77E-07 0.00E+00 1.68E-07 371591 3754980 0.00E+00 3.64E-07 0.00E+00 5.91E-10 0.00E+00 1.02E-10
371611 3754980 0.00E+00 6.03E-04 0.00E+00 9.63E-07 0.00E+00 1.67E-07 371611 3754980 0.00E+00 3.65E-07 0.00E+00 5.83E-10 0.00E+00 1.01E-10
371631 3754980 0.00E+00 6.05E-04 0.00E+00 9.49E-07 0.00E+00 1.66E-07 371631 3754980 0.00E+00 3.66E-07 0.00E+00 5.74E-10 0.00E+00 1.00E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371651 3754980 0.00E+00 6.07E-04 0.00E+00 9.34E-07 0.00E+00 1.64E-07 371651 3754980 0.00E+00 3.67E-07 0.00E+00 5.65E-10 0.00E+00 9.95E-11
371671 3754980 0.00E+00 6.11E-04 0.00E+00 9.20E-07 0.00E+00 1.63E-07 371671 3754980 0.00E+00 3.69E-07 0.00E+00 5.57E-10 0.00E+00 9.87E-11
371691 3754980 0.00E+00 6.14E-04 0.00E+00 9.06E-07 0.00E+00 1.62E-07 371691 3754980 0.00E+00 3.72E-07 0.00E+00 5.48E-10 0.00E+00 9.78E-11
371711 3754980 0.00E+00 6.19E-04 0.00E+00 8.92E-07 0.00E+00 1.60E-07 371711 3754980 0.00E+00 3.74E-07 0.00E+00 5.40E-10 0.00E+00 9.69E-11
371731 3754980 0.00E+00 6.24E-04 0.00E+00 8.78E-07 0.00E+00 1.59E-07 371731 3754980 0.00E+00 3.78E-07 0.00E+00 5.31E-10 0.00E+00 9.60E-11
371751 3754980 0.00E+00 6.30E-04 0.00E+00 8.65E-07 0.00E+00 1.57E-07 371751 3754980 0.00E+00 3.81E-07 0.00E+00 5.23E-10 0.00E+00 9.51E-11
371771 3754980 0.00E+00 6.36E-04 0.00E+00 8.51E-07 0.00E+00 1.56E-07 371771 3754980 0.00E+00 3.85E-07 0.00E+00 5.15E-10 0.00E+00 9.43E-11
371791 3754980 0.00E+00 6.43E-04 0.00E+00 8.37E-07 0.00E+00 1.54E-07 371791 3754980 0.00E+00 3.89E-07 0.00E+00 5.07E-10 0.00E+00 9.34E-11
371811 3754980 0.00E+00 6.51E-04 0.00E+00 8.24E-07 0.00E+00 1.53E-07 371811 3754980 0.00E+00 3.94E-07 0.00E+00 4.99E-10 0.00E+00 9.25E-11
371831 3754980 0.00E+00 6.59E-04 0.00E+00 8.11E-07 0.00E+00 1.51E-07 371831 3754980 0.00E+00 3.99E-07 0.00E+00 4.91E-10 0.00E+00 9.16E-11
370571 3755000 0.00E+00 8.18E-04 0.00E+00 7.22E-07 0.00E+00 1.40E-07 370571 3755000 0.00E+00 4.95E-07 0.00E+00 4.37E-10 0.00E+00 8.47E-11
370591 3755000 0.00E+00 8.21E-04 0.00E+00 7.47E-07 0.00E+00 1.41E-07 370591 3755000 0.00E+00 4.97E-07 0.00E+00 4.52E-10 0.00E+00 8.54E-11
370611 3755000 0.00E+00 8.25E-04 0.00E+00 7.74E-07 0.00E+00 1.43E-07 370611 3755000 0.00E+00 4.99E-07 0.00E+00 4.68E-10 0.00E+00 8.63E-11
370631 3755000 0.00E+00 8.29E-04 0.00E+00 8.01E-07 0.00E+00 1.44E-07 370631 3755000 0.00E+00 5.01E-07 0.00E+00 4.85E-10 0.00E+00 8.72E-11
370651 3755000 0.00E+00 8.32E-04 0.00E+00 8.30E-07 0.00E+00 1.45E-07 370651 3755000 0.00E+00 5.03E-07 0.00E+00 5.02E-10 0.00E+00 8.80E-11
370671 3755000 0.00E+00 8.34E-04 0.00E+00 8.59E-07 0.00E+00 1.47E-07 370671 3755000 0.00E+00 5.05E-07 0.00E+00 5.20E-10 0.00E+00 8.89E-11
370691 3755000 0.00E+00 8.36E-04 0.00E+00 8.91E-07 0.00E+00 1.51E-07 370691 3755000 0.00E+00 5.06E-07 0.00E+00 5.39E-10 0.00E+00 9.15E-11
370711 3755000 0.00E+00 8.36E-04 0.00E+00 9.18E-07 0.00E+00 1.51E-07 370711 3755000 0.00E+00 5.06E-07 0.00E+00 5.55E-10 0.00E+00 9.12E-11
370731 3755000 0.00E+00 8.34E-04 0.00E+00 9.43E-07 0.00E+00 1.50E-07 370731 3755000 0.00E+00 5.05E-07 0.00E+00 5.70E-10 0.00E+00 9.08E-11
370751 3755000 0.00E+00 8.30E-04 0.00E+00 9.63E-07 0.00E+00 1.50E-07 370751 3755000 0.00E+00 5.02E-07 0.00E+00 5.83E-10 0.00E+00 9.06E-11
370771 3755000 0.00E+00 8.27E-04 0.00E+00 9.86E-07 0.00E+00 1.50E-07 370771 3755000 0.00E+00 5.01E-07 0.00E+00 5.97E-10 0.00E+00 9.09E-11
370791 3755000 0.00E+00 8.21E-04 0.00E+00 9.96E-07 0.00E+00 1.49E-07 370791 3755000 0.00E+00 4.97E-07 0.00E+00 6.03E-10 0.00E+00 9.02E-11
370811 3755000 0.00E+00 8.04E-04 0.00E+00 9.98E-07 0.00E+00 1.47E-07 370811 3755000 0.00E+00 4.86E-07 0.00E+00 6.04E-10 0.00E+00 8.92E-11
370831 3755000 0.00E+00 7.98E-04 0.00E+00 1.01E-06 0.00E+00 1.47E-07 370831 3755000 0.00E+00 4.83E-07 0.00E+00 6.10E-10 0.00E+00 8.91E-11
370851 3755000 0.00E+00 7.90E-04 0.00E+00 1.01E-06 0.00E+00 1.47E-07 370851 3755000 0.00E+00 4.78E-07 0.00E+00 6.13E-10 0.00E+00 8.89E-11
370871 3755000 0.00E+00 7.82E-04 0.00E+00 1.01E-06 0.00E+00 1.46E-07 370871 3755000 0.00E+00 4.73E-07 0.00E+00 6.12E-10 0.00E+00 8.85E-11
370891 3755000 0.00E+00 7.74E-04 0.00E+00 1.02E-06 0.00E+00 1.47E-07 370891 3755000 0.00E+00 4.68E-07 0.00E+00 6.15E-10 0.00E+00 8.87E-11
370911 3755000 0.00E+00 7.81E-04 0.00E+00 1.06E-06 0.00E+00 1.53E-07 370911 3755000 0.00E+00 4.72E-07 0.00E+00 6.40E-10 0.00E+00 9.23E-11
370931 3755000 0.00E+00 7.73E-04 0.00E+00 1.07E-06 0.00E+00 1.54E-07 370931 3755000 0.00E+00 4.68E-07 0.00E+00 6.45E-10 0.00E+00 9.34E-11
370951 3755000 0.00E+00 7.63E-04 0.00E+00 1.06E-06 0.00E+00 1.55E-07 370951 3755000 0.00E+00 4.61E-07 0.00E+00 6.42E-10 0.00E+00 9.36E-11
370971 3755000 0.00E+00 7.59E-04 0.00E+00 1.07E-06 0.00E+00 1.71E-07 370971 3755000 0.00E+00 4.59E-07 0.00E+00 6.48E-10 0.00E+00 1.03E-10
370991 3755000 0.00E+00 7.52E-04 0.00E+00 1.07E-06 0.00E+00 1.73E-07 370991 3755000 0.00E+00 4.55E-07 0.00E+00 6.47E-10 0.00E+00 1.05E-10
371011 3755000 0.00E+00 7.41E-04 0.00E+00 1.05E-06 0.00E+00 1.75E-07 371011 3755000 0.00E+00 4.48E-07 0.00E+00 6.38E-10 0.00E+00 1.06E-10
371031 3755000 0.00E+00 7.29E-04 0.00E+00 1.04E-06 0.00E+00 1.75E-07 371031 3755000 0.00E+00 4.41E-07 0.00E+00 6.29E-10 0.00E+00 1.06E-10
371051 3755000 0.00E+00 7.16E-04 0.00E+00 1.02E-06 0.00E+00 1.75E-07 371051 3755000 0.00E+00 4.33E-07 0.00E+00 6.19E-10 0.00E+00 1.06E-10
371071 3755000 0.00E+00 7.04E-04 0.00E+00 1.01E-06 0.00E+00 1.75E-07 371071 3755000 0.00E+00 4.26E-07 0.00E+00 6.10E-10 0.00E+00 1.06E-10
371091 3755000 0.00E+00 6.92E-04 0.00E+00 9.95E-07 0.00E+00 1.75E-07 371091 3755000 0.00E+00 4.19E-07 0.00E+00 6.02E-10 0.00E+00 1.06E-10
371111 3755000 0.00E+00 6.81E-04 0.00E+00 9.84E-07 0.00E+00 1.75E-07 371111 3755000 0.00E+00 4.12E-07 0.00E+00 5.95E-10 0.00E+00 1.06E-10
371131 3755000 0.00E+00 6.69E-04 0.00E+00 9.76E-07 0.00E+00 1.75E-07 371131 3755000 0.00E+00 4.05E-07 0.00E+00 5.90E-10 0.00E+00 1.06E-10
371151 3755000 0.00E+00 6.58E-04 0.00E+00 9.71E-07 0.00E+00 1.75E-07 371151 3755000 0.00E+00 3.98E-07 0.00E+00 5.87E-10 0.00E+00 1.06E-10
371171 3755000 0.00E+00 6.47E-04 0.00E+00 9.68E-07 0.00E+00 1.75E-07 371171 3755000 0.00E+00 3.92E-07 0.00E+00 5.86E-10 0.00E+00 1.06E-10
371191 3755000 0.00E+00 6.37E-04 0.00E+00 9.67E-07 0.00E+00 1.75E-07 371191 3755000 0.00E+00 3.86E-07 0.00E+00 5.85E-10 0.00E+00 1.06E-10
371211 3755000 0.00E+00 6.28E-04 0.00E+00 9.68E-07 0.00E+00 1.75E-07 371211 3755000 0.00E+00 3.80E-07 0.00E+00 5.86E-10 0.00E+00 1.06E-10
371231 3755000 0.00E+00 6.20E-04 0.00E+00 9.70E-07 0.00E+00 1.75E-07 371231 3755000 0.00E+00 3.75E-07 0.00E+00 5.87E-10 0.00E+00 1.06E-10
371251 3755000 0.00E+00 6.11E-04 0.00E+00 9.72E-07 0.00E+00 1.75E-07 371251 3755000 0.00E+00 3.70E-07 0.00E+00 5.88E-10 0.00E+00 1.06E-10
371271 3755000 0.00E+00 6.04E-04 0.00E+00 9.74E-07 0.00E+00 1.74E-07 371271 3755000 0.00E+00 3.65E-07 0.00E+00 5.89E-10 0.00E+00 1.05E-10
371291 3755000 0.00E+00 5.97E-04 0.00E+00 9.76E-07 0.00E+00 1.74E-07 371291 3755000 0.00E+00 3.61E-07 0.00E+00 5.90E-10 0.00E+00 1.05E-10
371311 3755000 0.00E+00 5.91E-04 0.00E+00 9.77E-07 0.00E+00 1.73E-07 371311 3755000 0.00E+00 3.57E-07 0.00E+00 5.91E-10 0.00E+00 1.05E-10
371331 3755000 0.00E+00 5.85E-04 0.00E+00 9.77E-07 0.00E+00 1.73E-07 371331 3755000 0.00E+00 3.54E-07 0.00E+00 5.91E-10 0.00E+00 1.05E-10
371351 3755000 0.00E+00 5.81E-04 0.00E+00 9.76E-07 0.00E+00 1.72E-07 371351 3755000 0.00E+00 3.51E-07 0.00E+00 5.90E-10 0.00E+00 1.04E-10
371371 3755000 0.00E+00 5.76E-04 0.00E+00 9.74E-07 0.00E+00 1.72E-07 371371 3755000 0.00E+00 3.49E-07 0.00E+00 5.89E-10 0.00E+00 1.04E-10
371391 3755000 0.00E+00 5.73E-04 0.00E+00 9.70E-07 0.00E+00 1.71E-07 371391 3755000 0.00E+00 3.47E-07 0.00E+00 5.87E-10 0.00E+00 1.03E-10
371411 3755000 0.00E+00 5.70E-04 0.00E+00 9.66E-07 0.00E+00 1.70E-07 371411 3755000 0.00E+00 3.45E-07 0.00E+00 5.85E-10 0.00E+00 1.03E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371431 3755000 0.00E+00 5.68E-04 0.00E+00 9.61E-07 0.00E+00 1.69E-07 371431 3755000 0.00E+00 3.44E-07 0.00E+00 5.82E-10 0.00E+00 1.03E-10
371451 3755000 0.00E+00 5.66E-04 0.00E+00 9.55E-07 0.00E+00 1.69E-07 371451 3755000 0.00E+00 3.42E-07 0.00E+00 5.78E-10 0.00E+00 1.02E-10
371471 3755000 0.00E+00 5.65E-04 0.00E+00 9.48E-07 0.00E+00 1.68E-07 371471 3755000 0.00E+00 3.42E-07 0.00E+00 5.74E-10 0.00E+00 1.01E-10
371491 3755000 0.00E+00 5.64E-04 0.00E+00 9.41E-07 0.00E+00 1.67E-07 371491 3755000 0.00E+00 3.41E-07 0.00E+00 5.69E-10 0.00E+00 1.01E-10
371511 3755000 0.00E+00 5.63E-04 0.00E+00 9.32E-07 0.00E+00 1.66E-07 371511 3755000 0.00E+00 3.41E-07 0.00E+00 5.64E-10 0.00E+00 1.00E-10
371531 3755000 0.00E+00 5.63E-04 0.00E+00 9.23E-07 0.00E+00 1.65E-07 371531 3755000 0.00E+00 3.41E-07 0.00E+00 5.59E-10 0.00E+00 9.97E-11
371551 3755000 0.00E+00 5.63E-04 0.00E+00 9.14E-07 0.00E+00 1.64E-07 371551 3755000 0.00E+00 3.41E-07 0.00E+00 5.53E-10 0.00E+00 9.90E-11
371571 3755000 0.00E+00 5.64E-04 0.00E+00 9.04E-07 0.00E+00 1.63E-07 371571 3755000 0.00E+00 3.41E-07 0.00E+00 5.47E-10 0.00E+00 9.83E-11
371591 3755000 0.00E+00 5.65E-04 0.00E+00 8.94E-07 0.00E+00 1.61E-07 371591 3755000 0.00E+00 3.42E-07 0.00E+00 5.41E-10 0.00E+00 9.76E-11
371611 3755000 0.00E+00 5.66E-04 0.00E+00 8.83E-07 0.00E+00 1.60E-07 371611 3755000 0.00E+00 3.43E-07 0.00E+00 5.35E-10 0.00E+00 9.69E-11
371631 3755000 0.00E+00 5.68E-04 0.00E+00 8.73E-07 0.00E+00 1.59E-07 371631 3755000 0.00E+00 3.44E-07 0.00E+00 5.28E-10 0.00E+00 9.62E-11
371651 3755000 0.00E+00 5.70E-04 0.00E+00 8.62E-07 0.00E+00 1.58E-07 371651 3755000 0.00E+00 3.45E-07 0.00E+00 5.22E-10 0.00E+00 9.54E-11
371671 3755000 0.00E+00 5.73E-04 0.00E+00 8.51E-07 0.00E+00 1.56E-07 371671 3755000 0.00E+00 3.47E-07 0.00E+00 5.15E-10 0.00E+00 9.46E-11
371691 3755000 0.00E+00 5.76E-04 0.00E+00 8.40E-07 0.00E+00 1.55E-07 371691 3755000 0.00E+00 3.48E-07 0.00E+00 5.08E-10 0.00E+00 9.39E-11
371711 3755000 0.00E+00 5.79E-04 0.00E+00 8.28E-07 0.00E+00 1.54E-07 371711 3755000 0.00E+00 3.51E-07 0.00E+00 5.01E-10 0.00E+00 9.30E-11
371731 3755000 0.00E+00 5.83E-04 0.00E+00 8.17E-07 0.00E+00 1.52E-07 371731 3755000 0.00E+00 3.53E-07 0.00E+00 4.95E-10 0.00E+00 9.22E-11
371751 3755000 0.00E+00 5.88E-04 0.00E+00 8.06E-07 0.00E+00 1.51E-07 371751 3755000 0.00E+00 3.56E-07 0.00E+00 4.88E-10 0.00E+00 9.14E-11
371771 3755000 0.00E+00 5.93E-04 0.00E+00 7.95E-07 0.00E+00 1.50E-07 371771 3755000 0.00E+00 3.59E-07 0.00E+00 4.81E-10 0.00E+00 9.06E-11
371791 3755000 0.00E+00 5.99E-04 0.00E+00 7.84E-07 0.00E+00 1.48E-07 371791 3755000 0.00E+00 3.63E-07 0.00E+00 4.74E-10 0.00E+00 8.97E-11
371811 3755000 0.00E+00 6.06E-04 0.00E+00 7.73E-07 0.00E+00 1.47E-07 371811 3755000 0.00E+00 3.67E-07 0.00E+00 4.68E-10 0.00E+00 8.89E-11
371831 3755000 0.00E+00 6.13E-04 0.00E+00 7.62E-07 0.00E+00 1.46E-07 371831 3755000 0.00E+00 3.71E-07 0.00E+00 4.61E-10 0.00E+00 8.81E-11
370571 3755020 0.00E+00 7.81E-04 0.00E+00 6.81E-07 0.00E+00 1.36E-07 370571 3755020 0.00E+00 4.73E-07 0.00E+00 4.12E-10 0.00E+00 8.22E-11
370591 3755020 0.00E+00 7.84E-04 0.00E+00 7.01E-07 0.00E+00 1.37E-07 370591 3755020 0.00E+00 4.74E-07 0.00E+00 4.24E-10 0.00E+00 8.26E-11
370611 3755020 0.00E+00 7.87E-04 0.00E+00 7.26E-07 0.00E+00 1.38E-07 370611 3755020 0.00E+00 4.76E-07 0.00E+00 4.39E-10 0.00E+00 8.36E-11
370631 3755020 0.00E+00 7.89E-04 0.00E+00 7.47E-07 0.00E+00 1.39E-07 370631 3755020 0.00E+00 4.77E-07 0.00E+00 4.52E-10 0.00E+00 8.41E-11
370651 3755020 0.00E+00 7.91E-04 0.00E+00 7.71E-07 0.00E+00 1.40E-07 370651 3755020 0.00E+00 4.78E-07 0.00E+00 4.67E-10 0.00E+00 8.48E-11
370671 3755020 0.00E+00 7.92E-04 0.00E+00 7.95E-07 0.00E+00 1.41E-07 370671 3755020 0.00E+00 4.79E-07 0.00E+00 4.81E-10 0.00E+00 8.56E-11
370691 3755020 0.00E+00 7.93E-04 0.00E+00 8.20E-07 0.00E+00 1.44E-07 370691 3755020 0.00E+00 4.80E-07 0.00E+00 4.96E-10 0.00E+00 8.73E-11
370711 3755020 0.00E+00 7.92E-04 0.00E+00 8.41E-07 0.00E+00 1.44E-07 370711 3755020 0.00E+00 4.79E-07 0.00E+00 5.09E-10 0.00E+00 8.69E-11
370731 3755020 0.00E+00 7.89E-04 0.00E+00 8.61E-07 0.00E+00 1.44E-07 370731 3755020 0.00E+00 4.78E-07 0.00E+00 5.21E-10 0.00E+00 8.71E-11
370751 3755020 0.00E+00 7.84E-04 0.00E+00 8.71E-07 0.00E+00 1.43E-07 370751 3755020 0.00E+00 4.75E-07 0.00E+00 5.27E-10 0.00E+00 8.65E-11
370771 3755020 0.00E+00 7.79E-04 0.00E+00 8.81E-07 0.00E+00 1.42E-07 370771 3755020 0.00E+00 4.71E-07 0.00E+00 5.33E-10 0.00E+00 8.62E-11
370791 3755020 0.00E+00 7.74E-04 0.00E+00 8.93E-07 0.00E+00 1.42E-07 370791 3755020 0.00E+00 4.68E-07 0.00E+00 5.40E-10 0.00E+00 8.61E-11
370811 3755020 0.00E+00 7.56E-04 0.00E+00 8.87E-07 0.00E+00 1.40E-07 370811 3755020 0.00E+00 4.58E-07 0.00E+00 5.37E-10 0.00E+00 8.46E-11
370831 3755020 0.00E+00 7.50E-04 0.00E+00 8.90E-07 0.00E+00 1.40E-07 370831 3755020 0.00E+00 4.54E-07 0.00E+00 5.39E-10 0.00E+00 8.44E-11
370851 3755020 0.00E+00 7.43E-04 0.00E+00 8.92E-07 0.00E+00 1.39E-07 370851 3755020 0.00E+00 4.49E-07 0.00E+00 5.40E-10 0.00E+00 8.42E-11
370871 3755020 0.00E+00 7.36E-04 0.00E+00 8.96E-07 0.00E+00 1.39E-07 370871 3755020 0.00E+00 4.45E-07 0.00E+00 5.42E-10 0.00E+00 8.44E-11
370891 3755020 0.00E+00 7.28E-04 0.00E+00 8.99E-07 0.00E+00 1.40E-07 370891 3755020 0.00E+00 4.41E-07 0.00E+00 5.44E-10 0.00E+00 8.45E-11
370911 3755020 0.00E+00 7.35E-04 0.00E+00 9.42E-07 0.00E+00 1.46E-07 370911 3755020 0.00E+00 4.45E-07 0.00E+00 5.70E-10 0.00E+00 8.85E-11
370931 3755020 0.00E+00 7.28E-04 0.00E+00 9.50E-07 0.00E+00 1.48E-07 370931 3755020 0.00E+00 4.41E-07 0.00E+00 5.75E-10 0.00E+00 8.98E-11
370951 3755020 0.00E+00 7.18E-04 0.00E+00 9.46E-07 0.00E+00 1.49E-07 370951 3755020 0.00E+00 4.35E-07 0.00E+00 5.73E-10 0.00E+00 9.00E-11
370971 3755020 0.00E+00 7.15E-04 0.00E+00 9.59E-07 0.00E+00 1.64E-07 370971 3755020 0.00E+00 4.33E-07 0.00E+00 5.80E-10 0.00E+00 9.92E-11
370991 3755020 0.00E+00 7.07E-04 0.00E+00 9.55E-07 0.00E+00 1.66E-07 370991 3755020 0.00E+00 4.28E-07 0.00E+00 5.78E-10 0.00E+00 1.01E-10
371011 3755020 0.00E+00 6.96E-04 0.00E+00 9.43E-07 0.00E+00 1.67E-07 371011 3755020 0.00E+00 4.21E-07 0.00E+00 5.71E-10 0.00E+00 1.01E-10
371031 3755020 0.00E+00 6.85E-04 0.00E+00 9.31E-07 0.00E+00 1.67E-07 371031 3755020 0.00E+00 4.15E-07 0.00E+00 5.63E-10 0.00E+00 1.01E-10
371051 3755020 0.00E+00 6.74E-04 0.00E+00 9.18E-07 0.00E+00 1.68E-07 371051 3755020 0.00E+00 4.08E-07 0.00E+00 5.56E-10 0.00E+00 1.01E-10
371071 3755020 0.00E+00 6.63E-04 0.00E+00 9.05E-07 0.00E+00 1.68E-07 371071 3755020 0.00E+00 4.01E-07 0.00E+00 5.48E-10 0.00E+00 1.01E-10
371091 3755020 0.00E+00 6.51E-04 0.00E+00 8.93E-07 0.00E+00 1.68E-07 371091 3755020 0.00E+00 3.94E-07 0.00E+00 5.41E-10 0.00E+00 1.01E-10
371111 3755020 0.00E+00 6.41E-04 0.00E+00 8.82E-07 0.00E+00 1.68E-07 371111 3755020 0.00E+00 3.88E-07 0.00E+00 5.34E-10 0.00E+00 1.02E-10
371131 3755020 0.00E+00 6.30E-04 0.00E+00 8.73E-07 0.00E+00 1.68E-07 371131 3755020 0.00E+00 3.81E-07 0.00E+00 5.28E-10 0.00E+00 1.02E-10
371151 3755020 0.00E+00 6.20E-04 0.00E+00 8.66E-07 0.00E+00 1.68E-07 371151 3755020 0.00E+00 3.75E-07 0.00E+00 5.24E-10 0.00E+00 1.02E-10
371171 3755020 0.00E+00 6.11E-04 0.00E+00 8.61E-07 0.00E+00 1.68E-07 371171 3755020 0.00E+00 3.69E-07 0.00E+00 5.21E-10 0.00E+00 1.01E-10
371191 3755020 0.00E+00 6.01E-04 0.00E+00 8.58E-07 0.00E+00 1.68E-07 371191 3755020 0.00E+00 3.64E-07 0.00E+00 5.19E-10 0.00E+00 1.01E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371211 3755020 0.00E+00 5.93E-04 0.00E+00 8.56E-07 0.00E+00 1.67E-07 371211 3755020 0.00E+00 3.59E-07 0.00E+00 5.18E-10 0.00E+00 1.01E-10
371231 3755020 0.00E+00 5.85E-04 0.00E+00 8.56E-07 0.00E+00 1.67E-07 371231 3755020 0.00E+00 3.54E-07 0.00E+00 5.18E-10 0.00E+00 1.01E-10
371251 3755020 0.00E+00 5.77E-04 0.00E+00 8.57E-07 0.00E+00 1.67E-07 371251 3755020 0.00E+00 3.49E-07 0.00E+00 5.19E-10 0.00E+00 1.01E-10
371271 3755020 0.00E+00 5.70E-04 0.00E+00 8.59E-07 0.00E+00 1.67E-07 371271 3755020 0.00E+00 3.45E-07 0.00E+00 5.20E-10 0.00E+00 1.01E-10
371291 3755020 0.00E+00 5.64E-04 0.00E+00 8.60E-07 0.00E+00 1.66E-07 371291 3755020 0.00E+00 3.41E-07 0.00E+00 5.21E-10 0.00E+00 1.01E-10
371311 3755020 0.00E+00 5.58E-04 0.00E+00 8.62E-07 0.00E+00 1.66E-07 371311 3755020 0.00E+00 3.38E-07 0.00E+00 5.21E-10 0.00E+00 1.00E-10
371331 3755020 0.00E+00 5.53E-04 0.00E+00 8.63E-07 0.00E+00 1.65E-07 371331 3755020 0.00E+00 3.35E-07 0.00E+00 5.22E-10 0.00E+00 1.00E-10
371351 3755020 0.00E+00 5.49E-04 0.00E+00 8.64E-07 0.00E+00 1.65E-07 371351 3755020 0.00E+00 3.32E-07 0.00E+00 5.23E-10 0.00E+00 9.98E-11
371371 3755020 0.00E+00 5.45E-04 0.00E+00 8.64E-07 0.00E+00 1.64E-07 371371 3755020 0.00E+00 3.29E-07 0.00E+00 5.23E-10 0.00E+00 9.95E-11
371391 3755020 0.00E+00 5.41E-04 0.00E+00 8.63E-07 0.00E+00 1.64E-07 371391 3755020 0.00E+00 3.28E-07 0.00E+00 5.22E-10 0.00E+00 9.91E-11
371411 3755020 0.00E+00 5.39E-04 0.00E+00 8.61E-07 0.00E+00 1.63E-07 371411 3755020 0.00E+00 3.26E-07 0.00E+00 5.21E-10 0.00E+00 9.86E-11
371431 3755020 0.00E+00 5.36E-04 0.00E+00 8.59E-07 0.00E+00 1.62E-07 371431 3755020 0.00E+00 3.25E-07 0.00E+00 5.20E-10 0.00E+00 9.82E-11
371451 3755020 0.00E+00 5.35E-04 0.00E+00 8.56E-07 0.00E+00 1.61E-07 371451 3755020 0.00E+00 3.23E-07 0.00E+00 5.18E-10 0.00E+00 9.77E-11
371471 3755020 0.00E+00 5.33E-04 0.00E+00 8.52E-07 0.00E+00 1.61E-07 371471 3755020 0.00E+00 3.23E-07 0.00E+00 5.16E-10 0.00E+00 9.72E-11
371491 3755020 0.00E+00 5.32E-04 0.00E+00 8.48E-07 0.00E+00 1.60E-07 371491 3755020 0.00E+00 3.22E-07 0.00E+00 5.13E-10 0.00E+00 9.67E-11
371511 3755020 0.00E+00 5.32E-04 0.00E+00 8.43E-07 0.00E+00 1.59E-07 371511 3755020 0.00E+00 3.22E-07 0.00E+00 5.10E-10 0.00E+00 9.61E-11
371531 3755020 0.00E+00 5.32E-04 0.00E+00 8.37E-07 0.00E+00 1.58E-07 371531 3755020 0.00E+00 3.22E-07 0.00E+00 5.06E-10 0.00E+00 9.55E-11
371551 3755020 0.00E+00 5.32E-04 0.00E+00 8.31E-07 0.00E+00 1.57E-07 371551 3755020 0.00E+00 3.22E-07 0.00E+00 5.03E-10 0.00E+00 9.49E-11
371571 3755020 0.00E+00 5.32E-04 0.00E+00 8.24E-07 0.00E+00 1.56E-07 371571 3755020 0.00E+00 3.22E-07 0.00E+00 4.99E-10 0.00E+00 9.43E-11
371591 3755020 0.00E+00 5.33E-04 0.00E+00 8.17E-07 0.00E+00 1.55E-07 371591 3755020 0.00E+00 3.22E-07 0.00E+00 4.94E-10 0.00E+00 9.36E-11
371611 3755020 0.00E+00 5.34E-04 0.00E+00 8.09E-07 0.00E+00 1.54E-07 371611 3755020 0.00E+00 3.23E-07 0.00E+00 4.90E-10 0.00E+00 9.30E-11
371631 3755020 0.00E+00 5.35E-04 0.00E+00 8.02E-07 0.00E+00 1.53E-07 371631 3755020 0.00E+00 3.24E-07 0.00E+00 4.85E-10 0.00E+00 9.23E-11
371651 3755020 0.00E+00 5.37E-04 0.00E+00 7.93E-07 0.00E+00 1.51E-07 371651 3755020 0.00E+00 3.25E-07 0.00E+00 4.80E-10 0.00E+00 9.16E-11
371671 3755020 0.00E+00 5.39E-04 0.00E+00 7.85E-07 0.00E+00 1.50E-07 371671 3755020 0.00E+00 3.26E-07 0.00E+00 4.75E-10 0.00E+00 9.09E-11
371691 3755020 0.00E+00 5.41E-04 0.00E+00 7.77E-07 0.00E+00 1.49E-07 371691 3755020 0.00E+00 3.28E-07 0.00E+00 4.70E-10 0.00E+00 9.02E-11
371711 3755020 0.00E+00 5.44E-04 0.00E+00 7.68E-07 0.00E+00 1.48E-07 371711 3755020 0.00E+00 3.29E-07 0.00E+00 4.65E-10 0.00E+00 8.94E-11
371731 3755020 0.00E+00 5.48E-04 0.00E+00 7.59E-07 0.00E+00 1.47E-07 371731 3755020 0.00E+00 3.31E-07 0.00E+00 4.59E-10 0.00E+00 8.87E-11
371751 3755020 0.00E+00 5.52E-04 0.00E+00 7.50E-07 0.00E+00 1.45E-07 371751 3755020 0.00E+00 3.34E-07 0.00E+00 4.54E-10 0.00E+00 8.79E-11
371771 3755020 0.00E+00 5.56E-04 0.00E+00 7.41E-07 0.00E+00 1.44E-07 371771 3755020 0.00E+00 3.36E-07 0.00E+00 4.48E-10 0.00E+00 8.71E-11
371791 3755020 0.00E+00 5.60E-04 0.00E+00 7.32E-07 0.00E+00 1.43E-07 371791 3755020 0.00E+00 3.39E-07 0.00E+00 4.43E-10 0.00E+00 8.63E-11
371811 3755020 0.00E+00 5.66E-04 0.00E+00 7.23E-07 0.00E+00 1.41E-07 371811 3755020 0.00E+00 3.42E-07 0.00E+00 4.38E-10 0.00E+00 8.56E-11
371831 3755020 0.00E+00 5.72E-04 0.00E+00 7.14E-07 0.00E+00 1.40E-07 371831 3755020 0.00E+00 3.46E-07 0.00E+00 4.32E-10 0.00E+00 8.48E-11
370571 3755040 0.00E+00 7.47E-04 0.00E+00 6.44E-07 0.00E+00 1.33E-07 370571 3755040 0.00E+00 4.52E-07 0.00E+00 3.89E-10 0.00E+00 8.03E-11
370591 3755040 0.00E+00 7.48E-04 0.00E+00 6.60E-07 0.00E+00 1.32E-07 370591 3755040 0.00E+00 4.53E-07 0.00E+00 3.99E-10 0.00E+00 8.00E-11
370611 3755040 0.00E+00 7.51E-04 0.00E+00 6.80E-07 0.00E+00 1.34E-07 370611 3755040 0.00E+00 4.54E-07 0.00E+00 4.12E-10 0.00E+00 8.09E-11
370631 3755040 0.00E+00 7.52E-04 0.00E+00 6.99E-07 0.00E+00 1.35E-07 370631 3755040 0.00E+00 4.55E-07 0.00E+00 4.23E-10 0.00E+00 8.14E-11
370651 3755040 0.00E+00 7.53E-04 0.00E+00 7.18E-07 0.00E+00 1.36E-07 370651 3755040 0.00E+00 4.56E-07 0.00E+00 4.35E-10 0.00E+00 8.20E-11
370671 3755040 0.00E+00 7.53E-04 0.00E+00 7.37E-07 0.00E+00 1.36E-07 370671 3755040 0.00E+00 4.55E-07 0.00E+00 4.46E-10 0.00E+00 8.25E-11
370691 3755040 0.00E+00 7.53E-04 0.00E+00 7.57E-07 0.00E+00 1.38E-07 370691 3755040 0.00E+00 4.56E-07 0.00E+00 4.58E-10 0.00E+00 8.35E-11
370711 3755040 0.00E+00 7.51E-04 0.00E+00 7.73E-07 0.00E+00 1.38E-07 370711 3755040 0.00E+00 4.54E-07 0.00E+00 4.68E-10 0.00E+00 8.35E-11
370731 3755040 0.00E+00 7.48E-04 0.00E+00 7.88E-07 0.00E+00 1.38E-07 370731 3755040 0.00E+00 4.53E-07 0.00E+00 4.77E-10 0.00E+00 8.37E-11
370751 3755040 0.00E+00 7.43E-04 0.00E+00 7.95E-07 0.00E+00 1.37E-07 370751 3755040 0.00E+00 4.50E-07 0.00E+00 4.81E-10 0.00E+00 8.31E-11
370771 3755040 0.00E+00 7.37E-04 0.00E+00 7.97E-07 0.00E+00 1.36E-07 370771 3755040 0.00E+00 4.46E-07 0.00E+00 4.82E-10 0.00E+00 8.23E-11
370791 3755040 0.00E+00 7.23E-04 0.00E+00 8.03E-07 0.00E+00 1.36E-07 370791 3755040 0.00E+00 4.37E-07 0.00E+00 4.86E-10 0.00E+00 8.20E-11
370811 3755040 0.00E+00 7.15E-04 0.00E+00 8.00E-07 0.00E+00 1.34E-07 370811 3755040 0.00E+00 4.33E-07 0.00E+00 4.84E-10 0.00E+00 8.11E-11
370831 3755040 0.00E+00 7.08E-04 0.00E+00 8.00E-07 0.00E+00 1.34E-07 370831 3755040 0.00E+00 4.29E-07 0.00E+00 4.84E-10 0.00E+00 8.08E-11
370851 3755040 0.00E+00 7.00E-04 0.00E+00 7.91E-07 0.00E+00 1.33E-07 370851 3755040 0.00E+00 4.23E-07 0.00E+00 4.79E-10 0.00E+00 8.03E-11
370871 3755040 0.00E+00 6.94E-04 0.00E+00 8.00E-07 0.00E+00 1.33E-07 370871 3755040 0.00E+00 4.20E-07 0.00E+00 4.84E-10 0.00E+00 8.06E-11
370891 3755040 0.00E+00 6.88E-04 0.00E+00 8.08E-07 0.00E+00 1.34E-07 370891 3755040 0.00E+00 4.16E-07 0.00E+00 4.89E-10 0.00E+00 8.11E-11
370911 3755040 0.00E+00 6.93E-04 0.00E+00 8.47E-07 0.00E+00 1.40E-07 370911 3755040 0.00E+00 4.19E-07 0.00E+00 5.13E-10 0.00E+00 8.49E-11
370931 3755040 0.00E+00 6.87E-04 0.00E+00 8.56E-07 0.00E+00 1.44E-07 370931 3755040 0.00E+00 4.16E-07 0.00E+00 5.18E-10 0.00E+00 8.73E-11
370951 3755040 0.00E+00 6.78E-04 0.00E+00 8.52E-07 0.00E+00 1.45E-07 370951 3755040 0.00E+00 4.10E-07 0.00E+00 5.15E-10 0.00E+00 8.77E-11
370971 3755040 0.00E+00 6.74E-04 0.00E+00 8.64E-07 0.00E+00 1.57E-07 370971 3755040 0.00E+00 4.08E-07 0.00E+00 5.23E-10 0.00E+00 9.52E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370991 3755040 0.00E+00 6.67E-04 0.00E+00 8.60E-07 0.00E+00 1.60E-07 370991 3755040 0.00E+00 4.03E-07 0.00E+00 5.21E-10 0.00E+00 9.68E-11
371011 3755040 0.00E+00 6.56E-04 0.00E+00 8.51E-07 0.00E+00 1.60E-07 371011 3755040 0.00E+00 3.97E-07 0.00E+00 5.15E-10 0.00E+00 9.69E-11
371031 3755040 0.00E+00 6.46E-04 0.00E+00 8.41E-07 0.00E+00 1.60E-07 371031 3755040 0.00E+00 3.91E-07 0.00E+00 5.09E-10 0.00E+00 9.70E-11
371051 3755040 0.00E+00 6.35E-04 0.00E+00 8.31E-07 0.00E+00 1.61E-07 371051 3755040 0.00E+00 3.84E-07 0.00E+00 5.03E-10 0.00E+00 9.71E-11
371071 3755040 0.00E+00 6.25E-04 0.00E+00 8.20E-07 0.00E+00 1.61E-07 371071 3755040 0.00E+00 3.78E-07 0.00E+00 4.96E-10 0.00E+00 9.72E-11
371091 3755040 0.00E+00 6.15E-04 0.00E+00 8.09E-07 0.00E+00 1.61E-07 371091 3755040 0.00E+00 3.72E-07 0.00E+00 4.90E-10 0.00E+00 9.72E-11
371111 3755040 0.00E+00 6.05E-04 0.00E+00 7.99E-07 0.00E+00 1.61E-07 371111 3755040 0.00E+00 3.66E-07 0.00E+00 4.83E-10 0.00E+00 9.73E-11
371131 3755040 0.00E+00 5.95E-04 0.00E+00 7.89E-07 0.00E+00 1.61E-07 371131 3755040 0.00E+00 3.60E-07 0.00E+00 4.78E-10 0.00E+00 9.73E-11
371151 3755040 0.00E+00 5.86E-04 0.00E+00 7.81E-07 0.00E+00 1.61E-07 371151 3755040 0.00E+00 3.54E-07 0.00E+00 4.73E-10 0.00E+00 9.72E-11
371171 3755040 0.00E+00 5.77E-04 0.00E+00 7.75E-07 0.00E+00 1.61E-07 371171 3755040 0.00E+00 3.49E-07 0.00E+00 4.69E-10 0.00E+00 9.72E-11
371191 3755040 0.00E+00 5.68E-04 0.00E+00 7.71E-07 0.00E+00 1.61E-07 371191 3755040 0.00E+00 3.44E-07 0.00E+00 4.66E-10 0.00E+00 9.71E-11
371211 3755040 0.00E+00 5.60E-04 0.00E+00 7.68E-07 0.00E+00 1.60E-07 371211 3755040 0.00E+00 3.39E-07 0.00E+00 4.65E-10 0.00E+00 9.71E-11
371231 3755040 0.00E+00 5.53E-04 0.00E+00 7.66E-07 0.00E+00 1.60E-07 371231 3755040 0.00E+00 3.35E-07 0.00E+00 4.63E-10 0.00E+00 9.69E-11
371251 3755040 0.00E+00 5.46E-04 0.00E+00 7.65E-07 0.00E+00 1.60E-07 371251 3755040 0.00E+00 3.30E-07 0.00E+00 4.63E-10 0.00E+00 9.68E-11
371271 3755040 0.00E+00 5.40E-04 0.00E+00 7.65E-07 0.00E+00 1.60E-07 371271 3755040 0.00E+00 3.26E-07 0.00E+00 4.63E-10 0.00E+00 9.66E-11
371291 3755040 0.00E+00 5.34E-04 0.00E+00 7.66E-07 0.00E+00 1.59E-07 371291 3755040 0.00E+00 3.23E-07 0.00E+00 4.64E-10 0.00E+00 9.64E-11
371311 3755040 0.00E+00 5.28E-04 0.00E+00 7.67E-07 0.00E+00 1.59E-07 371311 3755040 0.00E+00 3.20E-07 0.00E+00 4.64E-10 0.00E+00 9.62E-11
371331 3755040 0.00E+00 5.23E-04 0.00E+00 7.68E-07 0.00E+00 1.59E-07 371331 3755040 0.00E+00 3.17E-07 0.00E+00 4.65E-10 0.00E+00 9.59E-11
371351 3755040 0.00E+00 5.19E-04 0.00E+00 7.70E-07 0.00E+00 1.58E-07 371351 3755040 0.00E+00 3.14E-07 0.00E+00 4.66E-10 0.00E+00 9.56E-11
371371 3755040 0.00E+00 5.15E-04 0.00E+00 7.70E-07 0.00E+00 1.58E-07 371371 3755040 0.00E+00 3.12E-07 0.00E+00 4.66E-10 0.00E+00 9.53E-11
371391 3755040 0.00E+00 5.12E-04 0.00E+00 7.71E-07 0.00E+00 1.57E-07 371391 3755040 0.00E+00 3.10E-07 0.00E+00 4.66E-10 0.00E+00 9.50E-11
371411 3755040 0.00E+00 5.10E-04 0.00E+00 7.71E-07 0.00E+00 1.56E-07 371411 3755040 0.00E+00 3.08E-07 0.00E+00 4.66E-10 0.00E+00 9.46E-11
371431 3755040 0.00E+00 5.07E-04 0.00E+00 7.70E-07 0.00E+00 1.56E-07 371431 3755040 0.00E+00 3.07E-07 0.00E+00 4.66E-10 0.00E+00 9.41E-11
371451 3755040 0.00E+00 5.06E-04 0.00E+00 7.69E-07 0.00E+00 1.55E-07 371451 3755040 0.00E+00 3.06E-07 0.00E+00 4.65E-10 0.00E+00 9.37E-11
371471 3755040 0.00E+00 5.04E-04 0.00E+00 7.67E-07 0.00E+00 1.54E-07 371471 3755040 0.00E+00 3.05E-07 0.00E+00 4.64E-10 0.00E+00 9.32E-11
371491 3755040 0.00E+00 5.03E-04 0.00E+00 7.65E-07 0.00E+00 1.53E-07 371491 3755040 0.00E+00 3.05E-07 0.00E+00 4.63E-10 0.00E+00 9.27E-11
371511 3755040 0.00E+00 5.03E-04 0.00E+00 7.62E-07 0.00E+00 1.52E-07 371511 3755040 0.00E+00 3.04E-07 0.00E+00 4.61E-10 0.00E+00 9.22E-11
371531 3755040 0.00E+00 5.03E-04 0.00E+00 7.59E-07 0.00E+00 1.51E-07 371531 3755040 0.00E+00 3.04E-07 0.00E+00 4.59E-10 0.00E+00 9.17E-11
371551 3755040 0.00E+00 5.03E-04 0.00E+00 7.55E-07 0.00E+00 1.51E-07 371551 3755040 0.00E+00 3.04E-07 0.00E+00 4.57E-10 0.00E+00 9.11E-11
371571 3755040 0.00E+00 5.03E-04 0.00E+00 7.51E-07 0.00E+00 1.50E-07 371571 3755040 0.00E+00 3.04E-07 0.00E+00 4.54E-10 0.00E+00 9.05E-11
371591 3755040 0.00E+00 5.03E-04 0.00E+00 7.46E-07 0.00E+00 1.49E-07 371591 3755040 0.00E+00 3.05E-07 0.00E+00 4.51E-10 0.00E+00 8.99E-11
371611 3755040 0.00E+00 5.04E-04 0.00E+00 7.41E-07 0.00E+00 1.48E-07 371611 3755040 0.00E+00 3.05E-07 0.00E+00 4.48E-10 0.00E+00 8.93E-11
371631 3755040 0.00E+00 5.05E-04 0.00E+00 7.35E-07 0.00E+00 1.47E-07 371631 3755040 0.00E+00 3.06E-07 0.00E+00 4.45E-10 0.00E+00 8.87E-11
371651 3755040 0.00E+00 5.07E-04 0.00E+00 7.30E-07 0.00E+00 1.46E-07 371651 3755040 0.00E+00 3.07E-07 0.00E+00 4.41E-10 0.00E+00 8.80E-11
371671 3755040 0.00E+00 5.08E-04 0.00E+00 7.23E-07 0.00E+00 1.44E-07 371671 3755040 0.00E+00 3.08E-07 0.00E+00 4.38E-10 0.00E+00 8.74E-11
371691 3755040 0.00E+00 5.10E-04 0.00E+00 7.17E-07 0.00E+00 1.43E-07 371691 3755040 0.00E+00 3.09E-07 0.00E+00 4.34E-10 0.00E+00 8.67E-11
371711 3755040 0.00E+00 5.13E-04 0.00E+00 7.11E-07 0.00E+00 1.42E-07 371711 3755040 0.00E+00 3.10E-07 0.00E+00 4.30E-10 0.00E+00 8.60E-11
371731 3755040 0.00E+00 5.15E-04 0.00E+00 7.04E-07 0.00E+00 1.41E-07 371731 3755040 0.00E+00 3.12E-07 0.00E+00 4.26E-10 0.00E+00 8.53E-11
371751 3755040 0.00E+00 5.18E-04 0.00E+00 6.97E-07 0.00E+00 1.40E-07 371751 3755040 0.00E+00 3.14E-07 0.00E+00 4.22E-10 0.00E+00 8.46E-11
371771 3755040 0.00E+00 5.22E-04 0.00E+00 6.90E-07 0.00E+00 1.39E-07 371771 3755040 0.00E+00 3.16E-07 0.00E+00 4.17E-10 0.00E+00 8.39E-11
371791 3755040 0.00E+00 5.26E-04 0.00E+00 6.83E-07 0.00E+00 1.37E-07 371791 3755040 0.00E+00 3.18E-07 0.00E+00 4.13E-10 0.00E+00 8.32E-11
371811 3755040 0.00E+00 5.30E-04 0.00E+00 6.76E-07 0.00E+00 1.36E-07 371811 3755040 0.00E+00 3.21E-07 0.00E+00 4.09E-10 0.00E+00 8.24E-11
371831 3755040 0.00E+00 5.35E-04 0.00E+00 6.68E-07 0.00E+00 1.35E-07 371831 3755040 0.00E+00 3.24E-07 0.00E+00 4.04E-10 0.00E+00 8.17E-11
370745 3754274 0.00E+00 6.98E-03 0.00E+00 5.12E-06 0.00E+00 8.21E-07 370745 3754274 0.00E+00 4.23E-06 0.00E+00 3.10E-09 0.00E+00 4.97E-10
370755 3754274 0.00E+00 7.27E-03 0.00E+00 5.49E-06 0.00E+00 8.50E-07 370755 3754274 0.00E+00 4.40E-06 0.00E+00 3.32E-09 0.00E+00 5.14E-10
370765 3754274 0.00E+00 7.57E-03 0.00E+00 5.91E-06 0.00E+00 8.81E-07 370765 3754274 0.00E+00 4.58E-06 0.00E+00 3.58E-09 0.00E+00 5.33E-10
370775 3754274 0.00E+00 7.88E-03 0.00E+00 6.38E-06 0.00E+00 9.13E-07 370775 3754274 0.00E+00 4.77E-06 0.00E+00 3.86E-09 0.00E+00 5.52E-10
370785 3754274 0.00E+00 8.20E-03 0.00E+00 6.90E-06 0.00E+00 9.47E-07 370785 3754274 0.00E+00 4.96E-06 0.00E+00 4.18E-09 0.00E+00 5.73E-10
370795 3754274 0.00E+00 8.55E-03 0.00E+00 7.51E-06 0.00E+00 9.82E-07 370795 3754274 0.00E+00 5.17E-06 0.00E+00 4.54E-09 0.00E+00 5.94E-10
370805 3754274 0.00E+00 8.93E-03 0.00E+00 8.20E-06 0.00E+00 1.02E-06 370805 3754274 0.00E+00 5.40E-06 0.00E+00 4.96E-09 0.00E+00 6.17E-10
370815 3754274 0.00E+00 9.35E-03 0.00E+00 9.02E-06 0.00E+00 1.06E-06 370815 3754274 0.00E+00 5.66E-06 0.00E+00 5.46E-09 0.00E+00 6.41E-10
370825 3754274 0.00E+00 9.80E-03 0.00E+00 9.99E-06 0.00E+00 1.10E-06 370825 3754274 0.00E+00 5.93E-06 0.00E+00 6.04E-09 0.00E+00 6.67E-10
370835 3754274 0.00E+00 1.03E-02 0.00E+00 1.11E-05 0.00E+00 1.15E-06 370835 3754274 0.00E+00 6.23E-06 0.00E+00 6.74E-09 0.00E+00 6.94E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370745 3754284 0.00E+00 6.96E-03 0.00E+00 5.15E-06 0.00E+00 8.08E-07 370745 3754284 0.00E+00 4.21E-06 0.00E+00 3.11E-09 0.00E+00 4.89E-10
370755 3754284 0.00E+00 7.24E-03 0.00E+00 5.52E-06 0.00E+00 8.36E-07 370755 3754284 0.00E+00 4.38E-06 0.00E+00 3.34E-09 0.00E+00 5.06E-10
370765 3754284 0.00E+00 7.55E-03 0.00E+00 5.94E-06 0.00E+00 8.66E-07 370765 3754284 0.00E+00 4.57E-06 0.00E+00 3.60E-09 0.00E+00 5.24E-10
370775 3754284 0.00E+00 7.85E-03 0.00E+00 6.41E-06 0.00E+00 8.97E-07 370775 3754284 0.00E+00 4.75E-06 0.00E+00 3.88E-09 0.00E+00 5.43E-10
370785 3754284 0.00E+00 8.15E-03 0.00E+00 6.93E-06 0.00E+00 9.29E-07 370785 3754284 0.00E+00 4.93E-06 0.00E+00 4.19E-09 0.00E+00 5.62E-10
370795 3754284 0.00E+00 8.51E-03 0.00E+00 7.54E-06 0.00E+00 9.64E-07 370795 3754284 0.00E+00 5.15E-06 0.00E+00 4.56E-09 0.00E+00 5.83E-10
370805 3754284 0.00E+00 8.90E-03 0.00E+00 8.25E-06 0.00E+00 1.00E-06 370805 3754284 0.00E+00 5.38E-06 0.00E+00 4.99E-09 0.00E+00 6.05E-10
370815 3754284 0.00E+00 9.31E-03 0.00E+00 9.07E-06 0.00E+00 1.04E-06 370815 3754284 0.00E+00 5.64E-06 0.00E+00 5.49E-09 0.00E+00 6.28E-10
370825 3754284 0.00E+00 9.76E-03 0.00E+00 1.00E-05 0.00E+00 1.08E-06 370825 3754284 0.00E+00 5.90E-06 0.00E+00 6.07E-09 0.00E+00 6.53E-10
370835 3754284 0.00E+00 1.02E-02 0.00E+00 1.12E-05 0.00E+00 1.12E-06 370835 3754284 0.00E+00 6.19E-06 0.00E+00 6.76E-09 0.00E+00 6.79E-10
370745 3754294 0.00E+00 6.92E-03 0.00E+00 5.17E-06 0.00E+00 7.95E-07 370745 3754294 0.00E+00 4.19E-06 0.00E+00 3.13E-09 0.00E+00 4.81E-10
370755 3754294 0.00E+00 7.21E-03 0.00E+00 5.54E-06 0.00E+00 8.22E-07 370755 3754294 0.00E+00 4.36E-06 0.00E+00 3.35E-09 0.00E+00 4.97E-10
370765 3754294 0.00E+00 7.51E-03 0.00E+00 5.96E-06 0.00E+00 8.50E-07 370765 3754294 0.00E+00 4.54E-06 0.00E+00 3.61E-09 0.00E+00 5.14E-10
370775 3754294 0.00E+00 7.81E-03 0.00E+00 6.44E-06 0.00E+00 8.80E-07 370775 3754294 0.00E+00 4.73E-06 0.00E+00 3.90E-09 0.00E+00 5.33E-10
370785 3754294 0.00E+00 8.10E-03 0.00E+00 6.95E-06 0.00E+00 9.11E-07 370785 3754294 0.00E+00 4.90E-06 0.00E+00 4.21E-09 0.00E+00 5.51E-10
370795 3754294 0.00E+00 8.46E-03 0.00E+00 7.56E-06 0.00E+00 9.44E-07 370795 3754294 0.00E+00 5.12E-06 0.00E+00 4.58E-09 0.00E+00 5.71E-10
370805 3754294 0.00E+00 8.84E-03 0.00E+00 8.27E-06 0.00E+00 9.79E-07 370805 3754294 0.00E+00 5.35E-06 0.00E+00 5.00E-09 0.00E+00 5.93E-10
370815 3754294 0.00E+00 9.25E-03 0.00E+00 9.09E-06 0.00E+00 1.02E-06 370815 3754294 0.00E+00 5.59E-06 0.00E+00 5.50E-09 0.00E+00 6.15E-10
370825 3754294 0.00E+00 9.68E-03 0.00E+00 1.01E-05 0.00E+00 1.06E-06 370825 3754294 0.00E+00 5.86E-06 0.00E+00 6.09E-09 0.00E+00 6.38E-10
370835 3754294 0.00E+00 1.01E-02 0.00E+00 1.12E-05 0.00E+00 1.10E-06 370835 3754294 0.00E+00 6.14E-06 0.00E+00 6.77E-09 0.00E+00 6.63E-10
370745 3754304 0.00E+00 6.88E-03 0.00E+00 5.18E-06 0.00E+00 7.81E-07 370745 3754304 0.00E+00 4.16E-06 0.00E+00 3.14E-09 0.00E+00 4.72E-10
370755 3754304 0.00E+00 7.16E-03 0.00E+00 5.56E-06 0.00E+00 8.07E-07 370755 3754304 0.00E+00 4.33E-06 0.00E+00 3.36E-09 0.00E+00 4.88E-10
370765 3754304 0.00E+00 7.45E-03 0.00E+00 5.98E-06 0.00E+00 8.34E-07 370765 3754304 0.00E+00 4.51E-06 0.00E+00 3.62E-09 0.00E+00 5.05E-10
370775 3754304 0.00E+00 7.75E-03 0.00E+00 6.46E-06 0.00E+00 8.63E-07 370775 3754304 0.00E+00 4.69E-06 0.00E+00 3.91E-09 0.00E+00 5.22E-10
370785 3754304 0.00E+00 8.04E-03 0.00E+00 6.97E-06 0.00E+00 8.93E-07 370785 3754304 0.00E+00 4.87E-06 0.00E+00 4.22E-09 0.00E+00 5.40E-10
370795 3754304 0.00E+00 8.38E-03 0.00E+00 7.57E-06 0.00E+00 9.25E-07 370795 3754304 0.00E+00 5.07E-06 0.00E+00 4.58E-09 0.00E+00 5.59E-10
370805 3754304 0.00E+00 8.75E-03 0.00E+00 8.27E-06 0.00E+00 9.58E-07 370805 3754304 0.00E+00 5.29E-06 0.00E+00 5.00E-09 0.00E+00 5.80E-10
370815 3754304 0.00E+00 9.15E-03 0.00E+00 9.09E-06 0.00E+00 9.93E-07 370815 3754304 0.00E+00 5.54E-06 0.00E+00 5.50E-09 0.00E+00 6.01E-10
370825 3754304 0.00E+00 9.58E-03 0.00E+00 1.00E-05 0.00E+00 1.03E-06 370825 3754304 0.00E+00 5.79E-06 0.00E+00 6.08E-09 0.00E+00 6.23E-10
370835 3754304 0.00E+00 1.00E-02 0.00E+00 1.12E-05 0.00E+00 1.07E-06 370835 3754304 0.00E+00 6.07E-06 0.00E+00 6.76E-09 0.00E+00 6.47E-10
370745 3754314 0.00E+00 6.82E-03 0.00E+00 5.19E-06 0.00E+00 7.66E-07 370745 3754314 0.00E+00 4.13E-06 0.00E+00 3.14E-09 0.00E+00 4.64E-10
370755 3754314 0.00E+00 7.08E-03 0.00E+00 5.57E-06 0.00E+00 7.91E-07 370755 3754314 0.00E+00 4.28E-06 0.00E+00 3.37E-09 0.00E+00 4.79E-10
370765 3754314 0.00E+00 7.35E-03 0.00E+00 5.98E-06 0.00E+00 8.18E-07 370765 3754314 0.00E+00 4.45E-06 0.00E+00 3.62E-09 0.00E+00 4.95E-10
370775 3754314 0.00E+00 7.64E-03 0.00E+00 6.44E-06 0.00E+00 8.45E-07 370775 3754314 0.00E+00 4.62E-06 0.00E+00 3.90E-09 0.00E+00 5.11E-10
370785 3754314 0.00E+00 7.95E-03 0.00E+00 6.97E-06 0.00E+00 8.74E-07 370785 3754314 0.00E+00 4.81E-06 0.00E+00 4.21E-09 0.00E+00 5.29E-10
370795 3754314 0.00E+00 8.27E-03 0.00E+00 7.56E-06 0.00E+00 9.04E-07 370795 3754314 0.00E+00 5.01E-06 0.00E+00 4.57E-09 0.00E+00 5.47E-10
370805 3754314 0.00E+00 8.63E-03 0.00E+00 8.24E-06 0.00E+00 9.36E-07 370805 3754314 0.00E+00 5.22E-06 0.00E+00 4.99E-09 0.00E+00 5.66E-10
370815 3754314 0.00E+00 9.02E-03 0.00E+00 9.05E-06 0.00E+00 9.70E-07 370815 3754314 0.00E+00 5.46E-06 0.00E+00 5.47E-09 0.00E+00 5.87E-10
370825 3754314 0.00E+00 9.43E-03 0.00E+00 1.00E-05 0.00E+00 1.01E-06 370825 3754314 0.00E+00 5.71E-06 0.00E+00 6.05E-09 0.00E+00 6.08E-10
370835 3754314 0.00E+00 9.88E-03 0.00E+00 1.11E-05 0.00E+00 1.04E-06 370835 3754314 0.00E+00 5.98E-06 0.00E+00 6.74E-09 0.00E+00 6.31E-10
370745 3754324 0.00E+00 6.75E-03 0.00E+00 5.20E-06 0.00E+00 7.52E-07 370745 3754324 0.00E+00 4.09E-06 0.00E+00 3.15E-09 0.00E+00 4.55E-10
370755 3754324 0.00E+00 7.01E-03 0.00E+00 5.58E-06 0.00E+00 7.76E-07 370755 3754324 0.00E+00 4.24E-06 0.00E+00 3.37E-09 0.00E+00 4.70E-10
370765 3754324 0.00E+00 7.28E-03 0.00E+00 5.99E-06 0.00E+00 8.01E-07 370765 3754324 0.00E+00 4.40E-06 0.00E+00 3.62E-09 0.00E+00 4.85E-10
370775 3754324 0.00E+00 7.56E-03 0.00E+00 6.45E-06 0.00E+00 8.28E-07 370775 3754324 0.00E+00 4.57E-06 0.00E+00 3.90E-09 0.00E+00 5.01E-10
370785 3754324 0.00E+00 7.86E-03 0.00E+00 6.97E-06 0.00E+00 8.55E-07 370785 3754324 0.00E+00 4.75E-06 0.00E+00 4.22E-09 0.00E+00 5.17E-10
370795 3754324 0.00E+00 8.18E-03 0.00E+00 7.56E-06 0.00E+00 8.84E-07 370795 3754324 0.00E+00 4.95E-06 0.00E+00 4.57E-09 0.00E+00 5.35E-10
370805 3754324 0.00E+00 8.53E-03 0.00E+00 8.25E-06 0.00E+00 9.15E-07 370805 3754324 0.00E+00 5.16E-06 0.00E+00 4.99E-09 0.00E+00 5.53E-10
370815 3754324 0.00E+00 8.90E-03 0.00E+00 9.05E-06 0.00E+00 9.47E-07 370815 3754324 0.00E+00 5.39E-06 0.00E+00 5.48E-09 0.00E+00 5.73E-10
370825 3754324 0.00E+00 9.31E-03 0.00E+00 1.00E-05 0.00E+00 9.80E-07 370825 3754324 0.00E+00 5.63E-06 0.00E+00 6.05E-09 0.00E+00 5.93E-10
370835 3754324 0.00E+00 9.74E-03 0.00E+00 1.11E-05 0.00E+00 1.02E-06 370835 3754324 0.00E+00 5.89E-06 0.00E+00 6.72E-09 0.00E+00 6.15E-10
370745 3754334 0.00E+00 6.67E-03 0.00E+00 5.21E-06 0.00E+00 7.37E-07 370745 3754334 0.00E+00 4.04E-06 0.00E+00 3.15E-09 0.00E+00 4.46E-10
370755 3754334 0.00E+00 6.93E-03 0.00E+00 5.58E-06 0.00E+00 7.60E-07 370755 3754334 0.00E+00 4.20E-06 0.00E+00 3.38E-09 0.00E+00 4.60E-10
370765 3754334 0.00E+00 7.19E-03 0.00E+00 6.00E-06 0.00E+00 7.85E-07 370765 3754334 0.00E+00 4.35E-06 0.00E+00 3.63E-09 0.00E+00 4.75E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370775 3754334 0.00E+00 7.47E-03 0.00E+00 6.46E-06 0.00E+00 8.10E-07 370775 3754334 0.00E+00 4.52E-06 0.00E+00 3.91E-09 0.00E+00 4.90E-10
370785 3754334 0.00E+00 7.76E-03 0.00E+00 6.97E-06 0.00E+00 8.36E-07 370785 3754334 0.00E+00 4.69E-06 0.00E+00 4.22E-09 0.00E+00 5.06E-10
370795 3754334 0.00E+00 8.06E-03 0.00E+00 7.56E-06 0.00E+00 8.64E-07 370795 3754334 0.00E+00 4.88E-06 0.00E+00 4.57E-09 0.00E+00 5.23E-10
370805 3754334 0.00E+00 8.40E-03 0.00E+00 8.24E-06 0.00E+00 8.93E-07 370805 3754334 0.00E+00 5.08E-06 0.00E+00 4.98E-09 0.00E+00 5.40E-10
370815 3754334 0.00E+00 8.77E-03 0.00E+00 9.04E-06 0.00E+00 9.24E-07 370815 3754334 0.00E+00 5.31E-06 0.00E+00 5.47E-09 0.00E+00 5.59E-10
370825 3754334 0.00E+00 9.16E-03 0.00E+00 9.98E-06 0.00E+00 9.56E-07 370825 3754334 0.00E+00 5.54E-06 0.00E+00 6.04E-09 0.00E+00 5.78E-10
370835 3754334 0.00E+00 9.59E-03 0.00E+00 1.11E-05 0.00E+00 9.89E-07 370835 3754334 0.00E+00 5.80E-06 0.00E+00 6.72E-09 0.00E+00 5.99E-10
370745 3754344 0.00E+00 6.59E-03 0.00E+00 5.21E-06 0.00E+00 7.22E-07 370745 3754344 0.00E+00 3.98E-06 0.00E+00 3.15E-09 0.00E+00 4.37E-10
370755 3754344 0.00E+00 6.84E-03 0.00E+00 5.58E-06 0.00E+00 7.44E-07 370755 3754344 0.00E+00 4.14E-06 0.00E+00 3.38E-09 0.00E+00 4.50E-10
370765 3754344 0.00E+00 7.09E-03 0.00E+00 6.00E-06 0.00E+00 7.68E-07 370765 3754344 0.00E+00 4.29E-06 0.00E+00 3.63E-09 0.00E+00 4.65E-10
370775 3754344 0.00E+00 7.36E-03 0.00E+00 6.45E-06 0.00E+00 7.92E-07 370775 3754344 0.00E+00 4.45E-06 0.00E+00 3.90E-09 0.00E+00 4.79E-10
370785 3754344 0.00E+00 7.64E-03 0.00E+00 6.97E-06 0.00E+00 8.17E-07 370785 3754344 0.00E+00 4.62E-06 0.00E+00 4.22E-09 0.00E+00 4.94E-10
370795 3754344 0.00E+00 7.92E-03 0.00E+00 7.52E-06 0.00E+00 8.43E-07 370795 3754344 0.00E+00 4.79E-06 0.00E+00 4.55E-09 0.00E+00 5.10E-10
370805 3754344 0.00E+00 8.24E-03 0.00E+00 8.18E-06 0.00E+00 8.71E-07 370805 3754344 0.00E+00 4.98E-06 0.00E+00 4.95E-09 0.00E+00 5.27E-10
370815 3754344 0.00E+00 8.58E-03 0.00E+00 8.95E-06 0.00E+00 8.99E-07 370815 3754344 0.00E+00 5.19E-06 0.00E+00 5.42E-09 0.00E+00 5.44E-10
370825 3754344 0.00E+00 8.98E-03 0.00E+00 9.90E-06 0.00E+00 9.30E-07 370825 3754344 0.00E+00 5.43E-06 0.00E+00 5.99E-09 0.00E+00 5.63E-10
370835 3754344 0.00E+00 9.39E-03 0.00E+00 1.10E-05 0.00E+00 9.63E-07 370835 3754344 0.00E+00 5.68E-06 0.00E+00 6.67E-09 0.00E+00 5.82E-10
370745 3754354 0.00E+00 6.49E-03 0.00E+00 5.20E-06 0.00E+00 7.07E-07 370745 3754354 0.00E+00 3.93E-06 0.00E+00 3.15E-09 0.00E+00 4.28E-10
370755 3754354 0.00E+00 6.73E-03 0.00E+00 5.58E-06 0.00E+00 7.29E-07 370755 3754354 0.00E+00 4.07E-06 0.00E+00 3.37E-09 0.00E+00 4.41E-10
370765 3754354 0.00E+00 6.98E-03 0.00E+00 5.99E-06 0.00E+00 7.51E-07 370765 3754354 0.00E+00 4.22E-06 0.00E+00 3.62E-09 0.00E+00 4.54E-10
370775 3754354 0.00E+00 7.23E-03 0.00E+00 6.44E-06 0.00E+00 7.74E-07 370775 3754354 0.00E+00 4.38E-06 0.00E+00 3.90E-09 0.00E+00 4.68E-10
370785 3754354 0.00E+00 7.51E-03 0.00E+00 6.95E-06 0.00E+00 7.98E-07 370785 3754354 0.00E+00 4.54E-06 0.00E+00 4.21E-09 0.00E+00 4.83E-10
370795 3754354 0.00E+00 7.78E-03 0.00E+00 7.50E-06 0.00E+00 8.23E-07 370795 3754354 0.00E+00 4.71E-06 0.00E+00 4.54E-09 0.00E+00 4.98E-10
370805 3754354 0.00E+00 8.07E-03 0.00E+00 8.13E-06 0.00E+00 8.49E-07 370805 3754354 0.00E+00 4.88E-06 0.00E+00 4.92E-09 0.00E+00 5.13E-10
370815 3754354 0.00E+00 8.41E-03 0.00E+00 8.91E-06 0.00E+00 8.76E-07 370815 3754354 0.00E+00 5.09E-06 0.00E+00 5.39E-09 0.00E+00 5.30E-10
370825 3754354 0.00E+00 8.78E-03 0.00E+00 9.83E-06 0.00E+00 9.05E-07 370825 3754354 0.00E+00 5.31E-06 0.00E+00 5.95E-09 0.00E+00 5.48E-10
370835 3754354 0.00E+00 9.20E-03 0.00E+00 1.10E-05 0.00E+00 9.36E-07 370835 3754354 0.00E+00 5.57E-06 0.00E+00 6.64E-09 0.00E+00 5.67E-10
370745 3754364 0.00E+00 6.39E-03 0.00E+00 5.20E-06 0.00E+00 6.92E-07 370745 3754364 0.00E+00 3.86E-06 0.00E+00 3.15E-09 0.00E+00 4.19E-10
370755 3754364 0.00E+00 6.61E-03 0.00E+00 5.57E-06 0.00E+00 7.13E-07 370755 3754364 0.00E+00 4.00E-06 0.00E+00 3.37E-09 0.00E+00 4.31E-10
370765 3754364 0.00E+00 6.85E-03 0.00E+00 5.97E-06 0.00E+00 7.34E-07 370765 3754364 0.00E+00 4.14E-06 0.00E+00 3.61E-09 0.00E+00 4.44E-10
370775 3754364 0.00E+00 7.10E-03 0.00E+00 6.42E-06 0.00E+00 7.56E-07 370775 3754364 0.00E+00 4.30E-06 0.00E+00 3.89E-09 0.00E+00 4.57E-10
370785 3754364 0.00E+00 7.37E-03 0.00E+00 6.93E-06 0.00E+00 7.79E-07 370785 3754364 0.00E+00 4.46E-06 0.00E+00 4.20E-09 0.00E+00 4.71E-10
370795 3754364 0.00E+00 7.64E-03 0.00E+00 7.50E-06 0.00E+00 8.03E-07 370795 3754364 0.00E+00 4.62E-06 0.00E+00 4.54E-09 0.00E+00 4.86E-10
370805 3754364 0.00E+00 7.94E-03 0.00E+00 8.15E-06 0.00E+00 8.28E-07 370805 3754364 0.00E+00 4.80E-06 0.00E+00 4.93E-09 0.00E+00 5.01E-10
370815 3754364 0.00E+00 8.27E-03 0.00E+00 8.94E-06 0.00E+00 8.54E-07 370815 3754364 0.00E+00 5.00E-06 0.00E+00 5.41E-09 0.00E+00 5.17E-10
370825 3754364 0.00E+00 8.64E-03 0.00E+00 9.90E-06 0.00E+00 8.82E-07 370825 3754364 0.00E+00 5.23E-06 0.00E+00 5.99E-09 0.00E+00 5.34E-10
370835 3754364 0.00E+00 9.01E-03 0.00E+00 1.10E-05 0.00E+00 9.11E-07 370835 3754364 0.00E+00 5.45E-06 0.00E+00 6.65E-09 0.00E+00 5.51E-10
370745 3754374 0.00E+00 6.28E-03 0.00E+00 5.19E-06 0.00E+00 6.77E-07 370745 3754374 0.00E+00 3.80E-06 0.00E+00 3.14E-09 0.00E+00 4.10E-10
370755 3754374 0.00E+00 6.50E-03 0.00E+00 5.56E-06 0.00E+00 6.97E-07 370755 3754374 0.00E+00 3.93E-06 0.00E+00 3.36E-09 0.00E+00 4.22E-10
370765 3754374 0.00E+00 6.73E-03 0.00E+00 5.97E-06 0.00E+00 7.17E-07 370765 3754374 0.00E+00 4.07E-06 0.00E+00 3.61E-09 0.00E+00 4.34E-10
370775 3754374 0.00E+00 6.96E-03 0.00E+00 6.41E-06 0.00E+00 7.38E-07 370775 3754374 0.00E+00 4.21E-06 0.00E+00 3.88E-09 0.00E+00 4.47E-10
370785 3754374 0.00E+00 7.21E-03 0.00E+00 6.91E-06 0.00E+00 7.60E-07 370785 3754374 0.00E+00 4.36E-06 0.00E+00 4.18E-09 0.00E+00 4.60E-10
370795 3754374 0.00E+00 7.49E-03 0.00E+00 7.49E-06 0.00E+00 7.83E-07 370795 3754374 0.00E+00 4.53E-06 0.00E+00 4.53E-09 0.00E+00 4.74E-10
370805 3754374 0.00E+00 7.78E-03 0.00E+00 8.15E-06 0.00E+00 8.07E-07 370805 3754374 0.00E+00 4.71E-06 0.00E+00 4.93E-09 0.00E+00 4.88E-10
370815 3754374 0.00E+00 8.10E-03 0.00E+00 8.94E-06 0.00E+00 8.32E-07 370815 3754374 0.00E+00 4.90E-06 0.00E+00 5.41E-09 0.00E+00 5.04E-10
370825 3754374 0.00E+00 8.45E-03 0.00E+00 9.88E-06 0.00E+00 8.59E-07 370825 3754374 0.00E+00 5.11E-06 0.00E+00 5.98E-09 0.00E+00 5.20E-10
370835 3754374 0.00E+00 8.80E-03 0.00E+00 1.10E-05 0.00E+00 8.86E-07 370835 3754374 0.00E+00 5.33E-06 0.00E+00 6.63E-09 0.00E+00 5.36E-10
370745 3754384 0.00E+00 6.16E-03 0.00E+00 5.18E-06 0.00E+00 6.62E-07 370745 3754384 0.00E+00 3.73E-06 0.00E+00 3.14E-09 0.00E+00 4.01E-10
370755 3754384 0.00E+00 6.37E-03 0.00E+00 5.55E-06 0.00E+00 6.81E-07 370755 3754384 0.00E+00 3.86E-06 0.00E+00 3.36E-09 0.00E+00 4.12E-10
370765 3754384 0.00E+00 6.59E-03 0.00E+00 5.96E-06 0.00E+00 7.01E-07 370765 3754384 0.00E+00 3.99E-06 0.00E+00 3.60E-09 0.00E+00 4.24E-10
370775 3754384 0.00E+00 6.82E-03 0.00E+00 6.39E-06 0.00E+00 7.21E-07 370775 3754384 0.00E+00 4.13E-06 0.00E+00 3.87E-09 0.00E+00 4.36E-10
370785 3754384 0.00E+00 7.06E-03 0.00E+00 6.90E-06 0.00E+00 7.42E-07 370785 3754384 0.00E+00 4.27E-06 0.00E+00 4.17E-09 0.00E+00 4.49E-10
370795 3754384 0.00E+00 7.32E-03 0.00E+00 7.47E-06 0.00E+00 7.64E-07 370795 3754384 0.00E+00 4.43E-06 0.00E+00 4.52E-09 0.00E+00 4.62E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370805 3754384 0.00E+00 7.60E-03 0.00E+00 8.12E-06 0.00E+00 7.86E-07 370805 3754384 0.00E+00 4.60E-06 0.00E+00 4.91E-09 0.00E+00 4.76E-10
370815 3754384 0.00E+00 7.90E-03 0.00E+00 8.89E-06 0.00E+00 8.10E-07 370815 3754384 0.00E+00 4.78E-06 0.00E+00 5.38E-09 0.00E+00 4.90E-10
370825 3754384 0.00E+00 8.23E-03 0.00E+00 9.82E-06 0.00E+00 8.35E-07 370825 3754384 0.00E+00 4.98E-06 0.00E+00 5.94E-09 0.00E+00 5.05E-10
370835 3754384 0.00E+00 8.58E-03 0.00E+00 1.09E-05 0.00E+00 8.61E-07 370835 3754384 0.00E+00 5.19E-06 0.00E+00 6.60E-09 0.00E+00 5.21E-10
370745 3754394 0.00E+00 6.03E-03 0.00E+00 5.17E-06 0.00E+00 6.47E-07 370745 3754394 0.00E+00 3.65E-06 0.00E+00 3.13E-09 0.00E+00 3.92E-10
370755 3754394 0.00E+00 6.24E-03 0.00E+00 5.54E-06 0.00E+00 6.66E-07 370755 3754394 0.00E+00 3.78E-06 0.00E+00 3.35E-09 0.00E+00 4.03E-10
370765 3754394 0.00E+00 6.45E-03 0.00E+00 5.94E-06 0.00E+00 6.84E-07 370765 3754394 0.00E+00 3.90E-06 0.00E+00 3.59E-09 0.00E+00 4.14E-10
370775 3754394 0.00E+00 6.68E-03 0.00E+00 6.39E-06 0.00E+00 7.04E-07 370775 3754394 0.00E+00 4.04E-06 0.00E+00 3.87E-09 0.00E+00 4.26E-10
370785 3754394 0.00E+00 6.91E-03 0.00E+00 6.89E-06 0.00E+00 7.24E-07 370785 3754394 0.00E+00 4.18E-06 0.00E+00 4.17E-09 0.00E+00 4.38E-10
370795 3754394 0.00E+00 7.15E-03 0.00E+00 7.46E-06 0.00E+00 7.45E-07 370795 3754394 0.00E+00 4.33E-06 0.00E+00 4.51E-09 0.00E+00 4.50E-10
370805 3754394 0.00E+00 7.41E-03 0.00E+00 8.10E-06 0.00E+00 7.66E-07 370805 3754394 0.00E+00 4.49E-06 0.00E+00 4.90E-09 0.00E+00 4.64E-10
370815 3754394 0.00E+00 7.70E-03 0.00E+00 8.87E-06 0.00E+00 7.89E-07 370815 3754394 0.00E+00 4.66E-06 0.00E+00 5.37E-09 0.00E+00 4.77E-10
370825 3754394 0.00E+00 8.02E-03 0.00E+00 9.79E-06 0.00E+00 8.12E-07 370825 3754394 0.00E+00 4.85E-06 0.00E+00 5.92E-09 0.00E+00 4.91E-10
370835 3754394 0.00E+00 8.34E-03 0.00E+00 1.09E-05 0.00E+00 8.37E-07 370835 3754394 0.00E+00 5.05E-06 0.00E+00 6.57E-09 0.00E+00 5.06E-10
370745 3754404 0.00E+00 5.90E-03 0.00E+00 5.16E-06 0.00E+00 6.33E-07 370745 3754404 0.00E+00 3.57E-06 0.00E+00 3.12E-09 0.00E+00 3.83E-10
370755 3754404 0.00E+00 6.10E-03 0.00E+00 5.52E-06 0.00E+00 6.50E-07 370755 3754404 0.00E+00 3.69E-06 0.00E+00 3.34E-09 0.00E+00 3.93E-10
370765 3754404 0.00E+00 6.31E-03 0.00E+00 5.93E-06 0.00E+00 6.68E-07 370765 3754404 0.00E+00 3.82E-06 0.00E+00 3.59E-09 0.00E+00 4.04E-10
370775 3754404 0.00E+00 6.52E-03 0.00E+00 6.38E-06 0.00E+00 6.87E-07 370775 3754404 0.00E+00 3.95E-06 0.00E+00 3.86E-09 0.00E+00 4.15E-10
370785 3754404 0.00E+00 6.74E-03 0.00E+00 6.88E-06 0.00E+00 7.06E-07 370785 3754404 0.00E+00 4.08E-06 0.00E+00 4.16E-09 0.00E+00 4.27E-10
370795 3754404 0.00E+00 6.98E-03 0.00E+00 7.45E-06 0.00E+00 7.26E-07 370795 3754404 0.00E+00 4.23E-06 0.00E+00 4.51E-09 0.00E+00 4.39E-10
370805 3754404 0.00E+00 7.24E-03 0.00E+00 8.11E-06 0.00E+00 7.46E-07 370805 3754404 0.00E+00 4.38E-06 0.00E+00 4.91E-09 0.00E+00 4.52E-10
370815 3754404 0.00E+00 7.51E-03 0.00E+00 8.87E-06 0.00E+00 7.68E-07 370815 3754404 0.00E+00 4.54E-06 0.00E+00 5.37E-09 0.00E+00 4.65E-10
370825 3754404 0.00E+00 7.80E-03 0.00E+00 9.77E-06 0.00E+00 7.90E-07 370825 3754404 0.00E+00 4.72E-06 0.00E+00 5.91E-09 0.00E+00 4.78E-10
370835 3754404 0.00E+00 8.10E-03 0.00E+00 1.08E-05 0.00E+00 8.13E-07 370835 3754404 0.00E+00 4.90E-06 0.00E+00 6.55E-09 0.00E+00 4.92E-10
370745 3754414 0.00E+00 5.77E-03 0.00E+00 5.14E-06 0.00E+00 6.18E-07 370745 3754414 0.00E+00 3.49E-06 0.00E+00 3.11E-09 0.00E+00 3.74E-10
370755 3754414 0.00E+00 5.96E-03 0.00E+00 5.51E-06 0.00E+00 6.35E-07 370755 3754414 0.00E+00 3.60E-06 0.00E+00 3.33E-09 0.00E+00 3.84E-10
370765 3754414 0.00E+00 6.15E-03 0.00E+00 5.91E-06 0.00E+00 6.52E-07 370765 3754414 0.00E+00 3.72E-06 0.00E+00 3.57E-09 0.00E+00 3.95E-10
370775 3754414 0.00E+00 6.36E-03 0.00E+00 6.35E-06 0.00E+00 6.70E-07 370775 3754414 0.00E+00 3.85E-06 0.00E+00 3.85E-09 0.00E+00 4.05E-10
370785 3754414 0.00E+00 6.57E-03 0.00E+00 6.86E-06 0.00E+00 6.88E-07 370785 3754414 0.00E+00 3.98E-06 0.00E+00 4.15E-09 0.00E+00 4.16E-10
370795 3754414 0.00E+00 6.80E-03 0.00E+00 7.43E-06 0.00E+00 7.07E-07 370795 3754414 0.00E+00 4.11E-06 0.00E+00 4.49E-09 0.00E+00 4.28E-10
370805 3754414 0.00E+00 7.04E-03 0.00E+00 8.09E-06 0.00E+00 7.27E-07 370805 3754414 0.00E+00 4.26E-06 0.00E+00 4.89E-09 0.00E+00 4.40E-10
370815 3754414 0.00E+00 7.30E-03 0.00E+00 8.85E-06 0.00E+00 7.47E-07 370815 3754414 0.00E+00 4.42E-06 0.00E+00 5.35E-09 0.00E+00 4.52E-10
370825 3754414 0.00E+00 7.57E-03 0.00E+00 9.73E-06 0.00E+00 7.68E-07 370825 3754414 0.00E+00 4.58E-06 0.00E+00 5.89E-09 0.00E+00 4.65E-10
370835 3754414 0.00E+00 7.85E-03 0.00E+00 1.08E-05 0.00E+00 7.90E-07 370835 3754414 0.00E+00 4.75E-06 0.00E+00 6.51E-09 0.00E+00 4.78E-10
370745 3754424 0.00E+00 5.63E-03 0.00E+00 5.12E-06 0.00E+00 6.03E-07 370745 3754424 0.00E+00 3.41E-06 0.00E+00 3.10E-09 0.00E+00 3.65E-10
370755 3754424 0.00E+00 5.81E-03 0.00E+00 5.49E-06 0.00E+00 6.19E-07 370755 3754424 0.00E+00 3.52E-06 0.00E+00 3.32E-09 0.00E+00 3.74E-10
370765 3754424 0.00E+00 6.01E-03 0.00E+00 5.90E-06 0.00E+00 6.36E-07 370765 3754424 0.00E+00 3.63E-06 0.00E+00 3.57E-09 0.00E+00 3.85E-10
370775 3754424 0.00E+00 6.19E-03 0.00E+00 6.34E-06 0.00E+00 6.53E-07 370775 3754424 0.00E+00 3.75E-06 0.00E+00 3.84E-09 0.00E+00 3.95E-10
370785 3754424 0.00E+00 6.40E-03 0.00E+00 6.85E-06 0.00E+00 6.71E-07 370785 3754424 0.00E+00 3.87E-06 0.00E+00 4.14E-09 0.00E+00 4.06E-10
370795 3754424 0.00E+00 6.62E-03 0.00E+00 7.43E-06 0.00E+00 6.89E-07 370795 3754424 0.00E+00 4.01E-06 0.00E+00 4.50E-09 0.00E+00 4.17E-10
370805 3754424 0.00E+00 6.85E-03 0.00E+00 8.09E-06 0.00E+00 7.07E-07 370805 3754424 0.00E+00 4.15E-06 0.00E+00 4.90E-09 0.00E+00 4.28E-10
370815 3754424 0.00E+00 7.09E-03 0.00E+00 8.85E-06 0.00E+00 7.27E-07 370815 3754424 0.00E+00 4.29E-06 0.00E+00 5.35E-09 0.00E+00 4.40E-10
370825 3754424 0.00E+00 7.34E-03 0.00E+00 9.72E-06 0.00E+00 7.46E-07 370825 3754424 0.00E+00 4.44E-06 0.00E+00 5.88E-09 0.00E+00 4.52E-10
370835 3754424 0.00E+00 7.62E-03 0.00E+00 1.08E-05 0.00E+00 7.67E-07 370835 3754424 0.00E+00 4.61E-06 0.00E+00 6.52E-09 0.00E+00 4.64E-10
370745 3754434 0.00E+00 5.49E-03 0.00E+00 5.10E-06 0.00E+00 5.88E-07 370745 3754434 0.00E+00 3.32E-06 0.00E+00 3.09E-09 0.00E+00 3.56E-10
370755 3754434 0.00E+00 5.66E-03 0.00E+00 5.47E-06 0.00E+00 6.04E-07 370755 3754434 0.00E+00 3.42E-06 0.00E+00 3.31E-09 0.00E+00 3.66E-10
370765 3754434 0.00E+00 5.84E-03 0.00E+00 5.87E-06 0.00E+00 6.21E-07 370765 3754434 0.00E+00 3.53E-06 0.00E+00 3.55E-09 0.00E+00 3.76E-10
370775 3754434 0.00E+00 6.02E-03 0.00E+00 6.31E-06 0.00E+00 6.37E-07 370775 3754434 0.00E+00 3.64E-06 0.00E+00 3.82E-09 0.00E+00 3.85E-10
370785 3754434 0.00E+00 6.22E-03 0.00E+00 6.82E-06 0.00E+00 6.54E-07 370785 3754434 0.00E+00 3.76E-06 0.00E+00 4.13E-09 0.00E+00 3.95E-10
370795 3754434 0.00E+00 6.43E-03 0.00E+00 7.41E-06 0.00E+00 6.71E-07 370795 3754434 0.00E+00 3.89E-06 0.00E+00 4.48E-09 0.00E+00 4.06E-10
370805 3754434 0.00E+00 6.65E-03 0.00E+00 8.08E-06 0.00E+00 6.88E-07 370805 3754434 0.00E+00 4.03E-06 0.00E+00 4.89E-09 0.00E+00 4.17E-10
370815 3754434 0.00E+00 6.88E-03 0.00E+00 8.84E-06 0.00E+00 7.07E-07 370815 3754434 0.00E+00 4.16E-06 0.00E+00 5.35E-09 0.00E+00 4.28E-10
370825 3754434 0.00E+00 7.12E-03 0.00E+00 9.72E-06 0.00E+00 7.26E-07 370825 3754434 0.00E+00 4.31E-06 0.00E+00 5.88E-09 0.00E+00 4.39E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370835 3754434 0.00E+00 7.37E-03 0.00E+00 1.08E-05 0.00E+00 7.45E-07 370835 3754434 0.00E+00 4.46E-06 0.00E+00 6.53E-09 0.00E+00 4.51E-10
370745 3754444 0.00E+00 5.34E-03 0.00E+00 5.08E-06 0.00E+00 5.74E-07 370745 3754444 0.00E+00 3.23E-06 0.00E+00 3.07E-09 0.00E+00 3.47E-10
370755 3754444 0.00E+00 5.50E-03 0.00E+00 5.44E-06 0.00E+00 5.90E-07 370755 3754444 0.00E+00 3.33E-06 0.00E+00 3.29E-09 0.00E+00 3.57E-10
370765 3754444 0.00E+00 5.67E-03 0.00E+00 5.83E-06 0.00E+00 6.06E-07 370765 3754444 0.00E+00 3.43E-06 0.00E+00 3.53E-09 0.00E+00 3.66E-10
370775 3754444 0.00E+00 5.84E-03 0.00E+00 6.27E-06 0.00E+00 6.21E-07 370775 3754444 0.00E+00 3.53E-06 0.00E+00 3.79E-09 0.00E+00 3.76E-10
370785 3754444 0.00E+00 6.03E-03 0.00E+00 6.78E-06 0.00E+00 6.37E-07 370785 3754444 0.00E+00 3.65E-06 0.00E+00 4.10E-09 0.00E+00 3.85E-10
370795 3754444 0.00E+00 6.23E-03 0.00E+00 7.38E-06 0.00E+00 6.53E-07 370795 3754444 0.00E+00 3.77E-06 0.00E+00 4.46E-09 0.00E+00 3.95E-10
370805 3754444 0.00E+00 6.44E-03 0.00E+00 8.05E-06 0.00E+00 6.70E-07 370805 3754444 0.00E+00 3.90E-06 0.00E+00 4.87E-09 0.00E+00 4.05E-10
370815 3754444 0.00E+00 6.66E-03 0.00E+00 8.81E-06 0.00E+00 6.87E-07 370815 3754444 0.00E+00 4.03E-06 0.00E+00 5.33E-09 0.00E+00 4.16E-10
370825 3754444 0.00E+00 6.88E-03 0.00E+00 9.70E-06 0.00E+00 7.05E-07 370825 3754444 0.00E+00 4.16E-06 0.00E+00 5.87E-09 0.00E+00 4.27E-10
370835 3754444 0.00E+00 7.12E-03 0.00E+00 1.08E-05 0.00E+00 7.23E-07 370835 3754444 0.00E+00 4.31E-06 0.00E+00 6.51E-09 0.00E+00 4.38E-10
370745 3754454 0.00E+00 5.19E-03 0.00E+00 5.06E-06 0.00E+00 5.59E-07 370745 3754454 0.00E+00 3.14E-06 0.00E+00 3.06E-09 0.00E+00 3.38E-10
370755 3754454 0.00E+00 5.35E-03 0.00E+00 5.42E-06 0.00E+00 5.74E-07 370755 3754454 0.00E+00 3.24E-06 0.00E+00 3.28E-09 0.00E+00 3.47E-10
370765 3754454 0.00E+00 5.51E-03 0.00E+00 5.82E-06 0.00E+00 5.89E-07 370765 3754454 0.00E+00 3.33E-06 0.00E+00 3.52E-09 0.00E+00 3.57E-10
370775 3754454 0.00E+00 5.67E-03 0.00E+00 6.26E-06 0.00E+00 6.05E-07 370775 3754454 0.00E+00 3.43E-06 0.00E+00 3.79E-09 0.00E+00 3.66E-10
370785 3754454 0.00E+00 5.85E-03 0.00E+00 6.76E-06 0.00E+00 6.20E-07 370785 3754454 0.00E+00 3.54E-06 0.00E+00 4.09E-09 0.00E+00 3.75E-10
370795 3754454 0.00E+00 6.04E-03 0.00E+00 7.35E-06 0.00E+00 6.36E-07 370795 3754454 0.00E+00 3.65E-06 0.00E+00 4.45E-09 0.00E+00 3.85E-10
370805 3754454 0.00E+00 6.23E-03 0.00E+00 8.02E-06 0.00E+00 6.52E-07 370805 3754454 0.00E+00 3.77E-06 0.00E+00 4.85E-09 0.00E+00 3.94E-10
370815 3754454 0.00E+00 6.44E-03 0.00E+00 8.78E-06 0.00E+00 6.68E-07 370815 3754454 0.00E+00 3.89E-06 0.00E+00 5.31E-09 0.00E+00 4.04E-10
370825 3754454 0.00E+00 6.65E-03 0.00E+00 9.68E-06 0.00E+00 6.85E-07 370825 3754454 0.00E+00 4.02E-06 0.00E+00 5.86E-09 0.00E+00 4.14E-10
370835 3754454 0.00E+00 6.87E-03 0.00E+00 1.07E-05 0.00E+00 7.02E-07 370835 3754454 0.00E+00 4.16E-06 0.00E+00 6.50E-09 0.00E+00 4.25E-10
370745 3754464 0.00E+00 5.05E-03 0.00E+00 5.03E-06 0.00E+00 5.45E-07 370745 3754464 0.00E+00 3.05E-06 0.00E+00 3.04E-09 0.00E+00 3.30E-10
370755 3754464 0.00E+00 5.19E-03 0.00E+00 5.39E-06 0.00E+00 5.57E-07 370755 3754464 0.00E+00 3.14E-06 0.00E+00 3.26E-09 0.00E+00 3.37E-10
370765 3754464 0.00E+00 5.35E-03 0.00E+00 5.79E-06 0.00E+00 5.71E-07 370765 3754464 0.00E+00 3.24E-06 0.00E+00 3.50E-09 0.00E+00 3.45E-10
370775 3754464 0.00E+00 5.51E-03 0.00E+00 6.24E-06 0.00E+00 5.86E-07 370775 3754464 0.00E+00 3.33E-06 0.00E+00 3.78E-09 0.00E+00 3.55E-10
370785 3754464 0.00E+00 5.67E-03 0.00E+00 6.75E-06 0.00E+00 6.02E-07 370785 3754464 0.00E+00 3.43E-06 0.00E+00 4.08E-09 0.00E+00 3.64E-10
370795 3754464 0.00E+00 5.85E-03 0.00E+00 7.33E-06 0.00E+00 6.17E-07 370795 3754464 0.00E+00 3.54E-06 0.00E+00 4.44E-09 0.00E+00 3.73E-10
370805 3754464 0.00E+00 6.03E-03 0.00E+00 7.99E-06 0.00E+00 6.33E-07 370805 3754464 0.00E+00 3.65E-06 0.00E+00 4.84E-09 0.00E+00 3.83E-10
370815 3754464 0.00E+00 6.22E-03 0.00E+00 8.77E-06 0.00E+00 6.49E-07 370815 3754464 0.00E+00 3.76E-06 0.00E+00 5.30E-09 0.00E+00 3.92E-10
370825 3754464 0.00E+00 6.42E-03 0.00E+00 9.68E-06 0.00E+00 6.65E-07 370825 3754464 0.00E+00 3.88E-06 0.00E+00 5.86E-09 0.00E+00 4.02E-10
370835 3754464 0.00E+00 6.62E-03 0.00E+00 1.08E-05 0.00E+00 6.81E-07 370835 3754464 0.00E+00 4.01E-06 0.00E+00 6.51E-09 0.00E+00 4.12E-10
370745 3754474 0.00E+00 4.90E-03 0.00E+00 5.00E-06 0.00E+00 5.31E-07 370745 3754474 0.00E+00 2.96E-06 0.00E+00 3.03E-09 0.00E+00 3.21E-10
370755 3754474 0.00E+00 5.04E-03 0.00E+00 5.36E-06 0.00E+00 5.43E-07 370755 3754474 0.00E+00 3.05E-06 0.00E+00 3.24E-09 0.00E+00 3.29E-10
370765 3754474 0.00E+00 5.18E-03 0.00E+00 5.76E-06 0.00E+00 5.56E-07 370765 3754474 0.00E+00 3.13E-06 0.00E+00 3.48E-09 0.00E+00 3.36E-10
370775 3754474 0.00E+00 5.33E-03 0.00E+00 6.21E-06 0.00E+00 5.69E-07 370775 3754474 0.00E+00 3.23E-06 0.00E+00 3.76E-09 0.00E+00 3.44E-10
370785 3754474 0.00E+00 5.49E-03 0.00E+00 6.72E-06 0.00E+00 5.83E-07 370785 3754474 0.00E+00 3.32E-06 0.00E+00 4.06E-09 0.00E+00 3.53E-10
370795 3754474 0.00E+00 5.65E-03 0.00E+00 7.30E-06 0.00E+00 5.97E-07 370795 3754474 0.00E+00 3.42E-06 0.00E+00 4.42E-09 0.00E+00 3.61E-10
370805 3754474 0.00E+00 5.82E-03 0.00E+00 7.96E-06 0.00E+00 6.13E-07 370805 3754474 0.00E+00 3.52E-06 0.00E+00 4.82E-09 0.00E+00 3.71E-10
370815 3754474 0.00E+00 6.00E-03 0.00E+00 8.74E-06 0.00E+00 6.28E-07 370815 3754474 0.00E+00 3.63E-06 0.00E+00 5.29E-09 0.00E+00 3.80E-10
370825 3754474 0.00E+00 6.18E-03 0.00E+00 9.65E-06 0.00E+00 6.43E-07 370825 3754474 0.00E+00 3.74E-06 0.00E+00 5.84E-09 0.00E+00 3.89E-10
370835 3754474 0.00E+00 6.37E-03 0.00E+00 1.07E-05 0.00E+00 6.59E-07 370835 3754474 0.00E+00 3.86E-06 0.00E+00 6.49E-09 0.00E+00 3.99E-10
370745 3754484 0.00E+00 4.74E-03 0.00E+00 4.97E-06 0.00E+00 5.18E-07 370745 3754484 0.00E+00 2.87E-06 0.00E+00 3.01E-09 0.00E+00 3.13E-10
370755 3754484 0.00E+00 4.88E-03 0.00E+00 5.32E-06 0.00E+00 5.29E-07 370755 3754484 0.00E+00 2.95E-06 0.00E+00 3.22E-09 0.00E+00 3.20E-10
370765 3754484 0.00E+00 5.01E-03 0.00E+00 5.72E-06 0.00E+00 5.41E-07 370765 3754484 0.00E+00 3.03E-06 0.00E+00 3.46E-09 0.00E+00 3.28E-10
370775 3754484 0.00E+00 5.15E-03 0.00E+00 6.17E-06 0.00E+00 5.54E-07 370775 3754484 0.00E+00 3.12E-06 0.00E+00 3.73E-09 0.00E+00 3.35E-10
370785 3754484 0.00E+00 5.30E-03 0.00E+00 6.68E-06 0.00E+00 5.67E-07 370785 3754484 0.00E+00 3.21E-06 0.00E+00 4.04E-09 0.00E+00 3.43E-10
370795 3754484 0.00E+00 5.45E-03 0.00E+00 7.26E-06 0.00E+00 5.80E-07 370795 3754484 0.00E+00 3.30E-06 0.00E+00 4.39E-09 0.00E+00 3.51E-10
370805 3754484 0.00E+00 5.61E-03 0.00E+00 7.92E-06 0.00E+00 5.95E-07 370805 3754484 0.00E+00 3.39E-06 0.00E+00 4.79E-09 0.00E+00 3.60E-10
370815 3754484 0.00E+00 5.78E-03 0.00E+00 8.70E-06 0.00E+00 6.09E-07 370815 3754484 0.00E+00 3.49E-06 0.00E+00 5.26E-09 0.00E+00 3.68E-10
370825 3754484 0.00E+00 5.95E-03 0.00E+00 9.61E-06 0.00E+00 6.23E-07 370825 3754484 0.00E+00 3.60E-06 0.00E+00 5.81E-09 0.00E+00 3.77E-10
370835 3754484 0.00E+00 6.12E-03 0.00E+00 1.07E-05 0.00E+00 6.38E-07 370835 3754484 0.00E+00 3.71E-06 0.00E+00 6.47E-09 0.00E+00 3.86E-10
370745 3754494 0.00E+00 4.59E-03 0.00E+00 4.94E-06 0.00E+00 5.06E-07 370745 3754494 0.00E+00 2.78E-06 0.00E+00 2.99E-09 0.00E+00 3.06E-10
370755 3754494 0.00E+00 4.72E-03 0.00E+00 5.29E-06 0.00E+00 5.16E-07 370755 3754494 0.00E+00 2.85E-06 0.00E+00 3.20E-09 0.00E+00 3.12E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370765 3754494 0.00E+00 4.84E-03 0.00E+00 5.69E-06 0.00E+00 5.28E-07 370765 3754494 0.00E+00 2.93E-06 0.00E+00 3.44E-09 0.00E+00 3.19E-10
370775 3754494 0.00E+00 4.98E-03 0.00E+00 6.13E-06 0.00E+00 5.40E-07 370775 3754494 0.00E+00 3.01E-06 0.00E+00 3.71E-09 0.00E+00 3.27E-10
370785 3754494 0.00E+00 5.11E-03 0.00E+00 6.64E-06 0.00E+00 5.52E-07 370785 3754494 0.00E+00 3.09E-06 0.00E+00 4.02E-09 0.00E+00 3.34E-10
370795 3754494 0.00E+00 5.26E-03 0.00E+00 7.21E-06 0.00E+00 5.64E-07 370795 3754494 0.00E+00 3.18E-06 0.00E+00 4.36E-09 0.00E+00 3.42E-10
370805 3754494 0.00E+00 5.40E-03 0.00E+00 7.88E-06 0.00E+00 5.78E-07 370805 3754494 0.00E+00 3.27E-06 0.00E+00 4.77E-09 0.00E+00 3.50E-10
370815 3754494 0.00E+00 5.56E-03 0.00E+00 8.65E-06 0.00E+00 5.91E-07 370815 3754494 0.00E+00 3.36E-06 0.00E+00 5.23E-09 0.00E+00 3.57E-10
370825 3754494 0.00E+00 5.71E-03 0.00E+00 9.56E-06 0.00E+00 6.04E-07 370825 3754494 0.00E+00 3.46E-06 0.00E+00 5.78E-09 0.00E+00 3.66E-10
370835 3754494 0.00E+00 5.88E-03 0.00E+00 1.06E-05 0.00E+00 6.18E-07 370835 3754494 0.00E+00 3.56E-06 0.00E+00 6.44E-09 0.00E+00 3.74E-10
370745 3754504 0.00E+00 4.44E-03 0.00E+00 4.91E-06 0.00E+00 4.94E-07 370745 3754504 0.00E+00 2.69E-06 0.00E+00 2.97E-09 0.00E+00 2.99E-10
370755 3754504 0.00E+00 4.56E-03 0.00E+00 5.26E-06 0.00E+00 5.05E-07 370755 3754504 0.00E+00 2.76E-06 0.00E+00 3.18E-09 0.00E+00 3.05E-10
370765 3754504 0.00E+00 4.68E-03 0.00E+00 5.65E-06 0.00E+00 5.15E-07 370765 3754504 0.00E+00 2.83E-06 0.00E+00 3.42E-09 0.00E+00 3.12E-10
370775 3754504 0.00E+00 4.80E-03 0.00E+00 6.09E-06 0.00E+00 5.27E-07 370775 3754504 0.00E+00 2.91E-06 0.00E+00 3.69E-09 0.00E+00 3.19E-10
370785 3754504 0.00E+00 4.93E-03 0.00E+00 6.59E-06 0.00E+00 5.38E-07 370785 3754504 0.00E+00 2.98E-06 0.00E+00 3.99E-09 0.00E+00 3.26E-10
370795 3754504 0.00E+00 5.06E-03 0.00E+00 7.17E-06 0.00E+00 5.50E-07 370795 3754504 0.00E+00 3.06E-06 0.00E+00 4.34E-09 0.00E+00 3.33E-10
370805 3754504 0.00E+00 5.20E-03 0.00E+00 7.83E-06 0.00E+00 5.61E-07 370805 3754504 0.00E+00 3.15E-06 0.00E+00 4.74E-09 0.00E+00 3.40E-10
370815 3754504 0.00E+00 5.34E-03 0.00E+00 8.60E-06 0.00E+00 5.74E-07 370815 3754504 0.00E+00 3.23E-06 0.00E+00 5.20E-09 0.00E+00 3.47E-10
370825 3754504 0.00E+00 5.49E-03 0.00E+00 9.51E-06 0.00E+00 5.86E-07 370825 3754504 0.00E+00 3.32E-06 0.00E+00 5.75E-09 0.00E+00 3.54E-10
370835 3754504 0.00E+00 5.64E-03 0.00E+00 1.06E-05 0.00E+00 5.98E-07 370835 3754504 0.00E+00 3.41E-06 0.00E+00 6.40E-09 0.00E+00 3.62E-10
370745 3754514 0.00E+00 4.30E-03 0.00E+00 4.87E-06 0.00E+00 4.83E-07 370745 3754514 0.00E+00 2.60E-06 0.00E+00 2.95E-09 0.00E+00 2.92E-10
370755 3754514 0.00E+00 4.40E-03 0.00E+00 5.22E-06 0.00E+00 4.93E-07 370755 3754514 0.00E+00 2.67E-06 0.00E+00 3.16E-09 0.00E+00 2.98E-10
370765 3754514 0.00E+00 4.52E-03 0.00E+00 5.61E-06 0.00E+00 5.04E-07 370765 3754514 0.00E+00 2.73E-06 0.00E+00 3.39E-09 0.00E+00 3.05E-10
370775 3754514 0.00E+00 4.63E-03 0.00E+00 6.05E-06 0.00E+00 5.14E-07 370775 3754514 0.00E+00 2.80E-06 0.00E+00 3.66E-09 0.00E+00 3.11E-10
370785 3754514 0.00E+00 4.75E-03 0.00E+00 6.55E-06 0.00E+00 5.25E-07 370785 3754514 0.00E+00 2.87E-06 0.00E+00 3.96E-09 0.00E+00 3.18E-10
370795 3754514 0.00E+00 4.87E-03 0.00E+00 7.12E-06 0.00E+00 5.35E-07 370795 3754514 0.00E+00 2.95E-06 0.00E+00 4.31E-09 0.00E+00 3.24E-10
370805 3754514 0.00E+00 5.00E-03 0.00E+00 7.78E-06 0.00E+00 5.46E-07 370805 3754514 0.00E+00 3.03E-06 0.00E+00 4.71E-09 0.00E+00 3.30E-10
370815 3754514 0.00E+00 5.13E-03 0.00E+00 8.54E-06 0.00E+00 5.57E-07 370815 3754514 0.00E+00 3.10E-06 0.00E+00 5.17E-09 0.00E+00 3.37E-10
370825 3754514 0.00E+00 5.27E-03 0.00E+00 9.45E-06 0.00E+00 5.68E-07 370825 3754514 0.00E+00 3.19E-06 0.00E+00 5.72E-09 0.00E+00 3.44E-10
370835 3754514 0.00E+00 5.40E-03 0.00E+00 1.05E-05 0.00E+00 5.80E-07 370835 3754514 0.00E+00 3.27E-06 0.00E+00 6.37E-09 0.00E+00 3.51E-10
370745 3754524 0.00E+00 4.15E-03 0.00E+00 4.84E-06 0.00E+00 4.72E-07 370745 3754524 0.00E+00 2.51E-06 0.00E+00 2.93E-09 0.00E+00 2.85E-10
370755 3754524 0.00E+00 4.25E-03 0.00E+00 5.18E-06 0.00E+00 4.81E-07 370755 3754524 0.00E+00 2.57E-06 0.00E+00 3.14E-09 0.00E+00 2.91E-10
370765 3754524 0.00E+00 4.36E-03 0.00E+00 5.57E-06 0.00E+00 4.91E-07 370765 3754524 0.00E+00 2.64E-06 0.00E+00 3.37E-09 0.00E+00 2.97E-10
370775 3754524 0.00E+00 4.46E-03 0.00E+00 6.00E-06 0.00E+00 5.01E-07 370775 3754524 0.00E+00 2.70E-06 0.00E+00 3.63E-09 0.00E+00 3.03E-10
370785 3754524 0.00E+00 4.57E-03 0.00E+00 6.50E-06 0.00E+00 5.11E-07 370785 3754524 0.00E+00 2.77E-06 0.00E+00 3.93E-09 0.00E+00 3.09E-10
370795 3754524 0.00E+00 4.69E-03 0.00E+00 7.07E-06 0.00E+00 5.21E-07 370795 3754524 0.00E+00 2.84E-06 0.00E+00 4.28E-09 0.00E+00 3.15E-10
370805 3754524 0.00E+00 4.80E-03 0.00E+00 7.72E-06 0.00E+00 5.31E-07 370805 3754524 0.00E+00 2.91E-06 0.00E+00 4.67E-09 0.00E+00 3.21E-10
370815 3754524 0.00E+00 4.93E-03 0.00E+00 8.49E-06 0.00E+00 5.41E-07 370815 3754524 0.00E+00 2.98E-06 0.00E+00 5.14E-09 0.00E+00 3.27E-10
370825 3754524 0.00E+00 5.05E-03 0.00E+00 9.39E-06 0.00E+00 5.52E-07 370825 3754524 0.00E+00 3.06E-06 0.00E+00 5.68E-09 0.00E+00 3.34E-10
370835 3754524 0.00E+00 5.18E-03 0.00E+00 1.05E-05 0.00E+00 5.62E-07 370835 3754524 0.00E+00 3.13E-06 0.00E+00 6.33E-09 0.00E+00 3.40E-10
370745 3754534 0.00E+00 4.01E-03 0.00E+00 4.80E-06 0.00E+00 4.61E-07 370745 3754534 0.00E+00 2.43E-06 0.00E+00 2.90E-09 0.00E+00 2.79E-10
370755 3754534 0.00E+00 4.10E-03 0.00E+00 5.14E-06 0.00E+00 4.70E-07 370755 3754534 0.00E+00 2.48E-06 0.00E+00 3.11E-09 0.00E+00 2.85E-10
370765 3754534 0.00E+00 4.20E-03 0.00E+00 5.52E-06 0.00E+00 4.80E-07 370765 3754534 0.00E+00 2.54E-06 0.00E+00 3.34E-09 0.00E+00 2.91E-10
370775 3754534 0.00E+00 4.30E-03 0.00E+00 5.95E-06 0.00E+00 4.90E-07 370775 3754534 0.00E+00 2.60E-06 0.00E+00 3.60E-09 0.00E+00 2.97E-10
370785 3754534 0.00E+00 4.40E-03 0.00E+00 6.45E-06 0.00E+00 4.99E-07 370785 3754534 0.00E+00 2.66E-06 0.00E+00 3.90E-09 0.00E+00 3.02E-10
370795 3754534 0.00E+00 4.51E-03 0.00E+00 7.01E-06 0.00E+00 5.09E-07 370795 3754534 0.00E+00 2.73E-06 0.00E+00 4.24E-09 0.00E+00 3.08E-10
370805 3754534 0.00E+00 4.62E-03 0.00E+00 7.67E-06 0.00E+00 5.16E-07 370805 3754534 0.00E+00 2.79E-06 0.00E+00 4.64E-09 0.00E+00 3.12E-10
370815 3754534 0.00E+00 4.73E-03 0.00E+00 8.43E-06 0.00E+00 5.25E-07 370815 3754534 0.00E+00 2.86E-06 0.00E+00 5.10E-09 0.00E+00 3.18E-10
370825 3754534 0.00E+00 4.84E-03 0.00E+00 9.32E-06 0.00E+00 5.35E-07 370825 3754534 0.00E+00 2.93E-06 0.00E+00 5.64E-09 0.00E+00 3.24E-10
370835 3754534 0.00E+00 4.96E-03 0.00E+00 1.04E-05 0.00E+00 5.45E-07 370835 3754534 0.00E+00 3.00E-06 0.00E+00 6.29E-09 0.00E+00 3.30E-10
370745 3754544 0.00E+00 3.87E-03 0.00E+00 4.76E-06 0.00E+00 4.50E-07 370745 3754544 0.00E+00 2.34E-06 0.00E+00 2.88E-09 0.00E+00 2.72E-10
370755 3754544 0.00E+00 3.96E-03 0.00E+00 5.10E-06 0.00E+00 4.59E-07 370755 3754544 0.00E+00 2.40E-06 0.00E+00 3.08E-09 0.00E+00 2.78E-10
370765 3754544 0.00E+00 4.05E-03 0.00E+00 5.48E-06 0.00E+00 4.68E-07 370765 3754544 0.00E+00 2.45E-06 0.00E+00 3.31E-09 0.00E+00 2.83E-10
370775 3754544 0.00E+00 4.14E-03 0.00E+00 5.90E-06 0.00E+00 4.78E-07 370775 3754544 0.00E+00 2.50E-06 0.00E+00 3.57E-09 0.00E+00 2.89E-10
370785 3754544 0.00E+00 4.23E-03 0.00E+00 6.39E-06 0.00E+00 4.86E-07 370785 3754544 0.00E+00 2.56E-06 0.00E+00 3.87E-09 0.00E+00 2.94E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370795 3754544 0.00E+00 4.33E-03 0.00E+00 6.95E-06 0.00E+00 4.95E-07 370795 3754544 0.00E+00 2.62E-06 0.00E+00 4.21E-09 0.00E+00 2.99E-10
370805 3754544 0.00E+00 4.43E-03 0.00E+00 7.61E-06 0.00E+00 5.00E-07 370805 3754544 0.00E+00 2.68E-06 0.00E+00 4.60E-09 0.00E+00 3.03E-10
370815 3754544 0.00E+00 4.53E-03 0.00E+00 8.36E-06 0.00E+00 5.10E-07 370815 3754544 0.00E+00 2.74E-06 0.00E+00 5.06E-09 0.00E+00 3.08E-10
370825 3754544 0.00E+00 4.63E-03 0.00E+00 9.25E-06 0.00E+00 5.19E-07 370825 3754544 0.00E+00 2.80E-06 0.00E+00 5.60E-09 0.00E+00 3.14E-10
370835 3754544 0.00E+00 4.74E-03 0.00E+00 1.03E-05 0.00E+00 5.28E-07 370835 3754544 0.00E+00 2.87E-06 0.00E+00 6.24E-09 0.00E+00 3.20E-10
370745 3754554 0.00E+00 3.74E-03 0.00E+00 4.71E-06 0.00E+00 4.39E-07 370745 3754554 0.00E+00 2.26E-06 0.00E+00 2.85E-09 0.00E+00 2.66E-10
370755 3754554 0.00E+00 3.82E-03 0.00E+00 5.05E-06 0.00E+00 4.47E-07 370755 3754554 0.00E+00 2.31E-06 0.00E+00 3.06E-09 0.00E+00 2.70E-10
370765 3754554 0.00E+00 3.90E-03 0.00E+00 5.43E-06 0.00E+00 4.55E-07 370765 3754554 0.00E+00 2.36E-06 0.00E+00 3.29E-09 0.00E+00 2.75E-10
370775 3754554 0.00E+00 3.99E-03 0.00E+00 5.86E-06 0.00E+00 4.64E-07 370775 3754554 0.00E+00 2.41E-06 0.00E+00 3.54E-09 0.00E+00 2.81E-10
370785 3754554 0.00E+00 4.07E-03 0.00E+00 6.35E-06 0.00E+00 4.72E-07 370785 3754554 0.00E+00 2.47E-06 0.00E+00 3.84E-09 0.00E+00 2.86E-10
370795 3754554 0.00E+00 4.16E-03 0.00E+00 6.90E-06 0.00E+00 4.80E-07 370795 3754554 0.00E+00 2.52E-06 0.00E+00 4.18E-09 0.00E+00 2.91E-10
370805 3754554 0.00E+00 4.26E-03 0.00E+00 7.55E-06 0.00E+00 4.87E-07 370805 3754554 0.00E+00 2.57E-06 0.00E+00 4.57E-09 0.00E+00 2.95E-10
370815 3754554 0.00E+00 4.34E-03 0.00E+00 8.30E-06 0.00E+00 4.96E-07 370815 3754554 0.00E+00 2.63E-06 0.00E+00 5.02E-09 0.00E+00 3.00E-10
370825 3754554 0.00E+00 4.44E-03 0.00E+00 9.18E-06 0.00E+00 5.04E-07 370825 3754554 0.00E+00 2.69E-06 0.00E+00 5.56E-09 0.00E+00 3.05E-10
370835 3754554 0.00E+00 4.53E-03 0.00E+00 1.02E-05 0.00E+00 5.13E-07 370835 3754554 0.00E+00 2.74E-06 0.00E+00 6.20E-09 0.00E+00 3.10E-10
370745 3754564 0.00E+00 3.61E-03 0.00E+00 4.67E-06 0.00E+00 4.29E-07 370745 3754564 0.00E+00 2.18E-06 0.00E+00 2.82E-09 0.00E+00 2.59E-10
370755 3754564 0.00E+00 3.68E-03 0.00E+00 5.00E-06 0.00E+00 4.36E-07 370755 3754564 0.00E+00 2.23E-06 0.00E+00 3.03E-09 0.00E+00 2.64E-10
370765 3754564 0.00E+00 3.76E-03 0.00E+00 5.38E-06 0.00E+00 4.43E-07 370765 3754564 0.00E+00 2.27E-06 0.00E+00 3.26E-09 0.00E+00 2.68E-10
370775 3754564 0.00E+00 3.84E-03 0.00E+00 5.81E-06 0.00E+00 4.51E-07 370775 3754564 0.00E+00 2.32E-06 0.00E+00 3.51E-09 0.00E+00 2.73E-10
370785 3754564 0.00E+00 3.92E-03 0.00E+00 6.29E-06 0.00E+00 4.59E-07 370785 3754564 0.00E+00 2.37E-06 0.00E+00 3.81E-09 0.00E+00 2.78E-10
370795 3754564 0.00E+00 4.00E-03 0.00E+00 6.85E-06 0.00E+00 4.66E-07 370795 3754564 0.00E+00 2.42E-06 0.00E+00 4.14E-09 0.00E+00 2.82E-10
370805 3754564 0.00E+00 4.08E-03 0.00E+00 7.48E-06 0.00E+00 4.74E-07 370805 3754564 0.00E+00 2.47E-06 0.00E+00 4.53E-09 0.00E+00 2.87E-10
370815 3754564 0.00E+00 4.17E-03 0.00E+00 8.23E-06 0.00E+00 4.82E-07 370815 3754564 0.00E+00 2.52E-06 0.00E+00 4.98E-09 0.00E+00 2.92E-10
370825 3754564 0.00E+00 4.25E-03 0.00E+00 9.11E-06 0.00E+00 4.90E-07 370825 3754564 0.00E+00 2.57E-06 0.00E+00 5.51E-09 0.00E+00 2.97E-10
370835 3754564 0.00E+00 4.33E-03 0.00E+00 1.02E-05 0.00E+00 4.98E-07 370835 3754564 0.00E+00 2.62E-06 0.00E+00 6.15E-09 0.00E+00 3.01E-10
370745 3754574 0.00E+00 3.48E-03 0.00E+00 4.62E-06 0.00E+00 4.17E-07 370745 3754574 0.00E+00 2.11E-06 0.00E+00 2.80E-09 0.00E+00 2.53E-10
370755 3754574 0.00E+00 3.55E-03 0.00E+00 4.95E-06 0.00E+00 4.24E-07 370755 3754574 0.00E+00 2.15E-06 0.00E+00 3.00E-09 0.00E+00 2.57E-10
370765 3754574 0.00E+00 3.62E-03 0.00E+00 5.33E-06 0.00E+00 4.31E-07 370765 3754574 0.00E+00 2.19E-06 0.00E+00 3.22E-09 0.00E+00 2.61E-10
370775 3754574 0.00E+00 3.69E-03 0.00E+00 5.75E-06 0.00E+00 4.39E-07 370775 3754574 0.00E+00 2.23E-06 0.00E+00 3.48E-09 0.00E+00 2.65E-10
370785 3754574 0.00E+00 3.77E-03 0.00E+00 6.23E-06 0.00E+00 4.46E-07 370785 3754574 0.00E+00 2.28E-06 0.00E+00 3.77E-09 0.00E+00 2.70E-10
370795 3754574 0.00E+00 3.84E-03 0.00E+00 6.78E-06 0.00E+00 4.53E-07 370795 3754574 0.00E+00 2.32E-06 0.00E+00 4.10E-09 0.00E+00 2.74E-10
370805 3754574 0.00E+00 3.91E-03 0.00E+00 7.41E-06 0.00E+00 4.61E-07 370805 3754574 0.00E+00 2.37E-06 0.00E+00 4.49E-09 0.00E+00 2.79E-10
370815 3754574 0.00E+00 3.98E-03 0.00E+00 8.16E-06 0.00E+00 4.68E-07 370815 3754574 0.00E+00 2.41E-06 0.00E+00 4.93E-09 0.00E+00 2.83E-10
370825 3754574 0.00E+00 4.06E-03 0.00E+00 9.03E-06 0.00E+00 4.75E-07 370825 3754574 0.00E+00 2.46E-06 0.00E+00 5.46E-09 0.00E+00 2.88E-10
370835 3754574 0.00E+00 4.13E-03 0.00E+00 1.01E-05 0.00E+00 4.83E-07 370835 3754574 0.00E+00 2.50E-06 0.00E+00 6.09E-09 0.00E+00 2.92E-10
370845 3754574 0.00E+00 4.22E-03 0.00E+00 1.13E-05 0.00E+00 4.91E-07 370845 3754574 0.00E+00 2.55E-06 0.00E+00 6.86E-09 0.00E+00 2.97E-10
370855 3754574 0.00E+00 4.29E-03 0.00E+00 1.29E-05 0.00E+00 4.98E-07 370855 3754574 0.00E+00 2.60E-06 0.00E+00 7.81E-09 0.00E+00 3.02E-10
370865 3754574 0.00E+00 4.37E-03 0.00E+00 1.49E-05 0.00E+00 5.06E-07 370865 3754574 0.00E+00 2.64E-06 0.00E+00 9.00E-09 0.00E+00 3.06E-10
370875 3754574 0.00E+00 4.45E-03 0.00E+00 1.74E-05 0.00E+00 5.13E-07 370875 3754574 0.00E+00 2.69E-06 0.00E+00 1.05E-08 0.00E+00 3.11E-10
370885 3754574 0.00E+00 4.53E-03 0.00E+00 2.08E-05 0.00E+00 5.20E-07 370885 3754574 0.00E+00 2.74E-06 0.00E+00 1.26E-08 0.00E+00 3.14E-10
370895 3754574 0.00E+00 4.60E-03 0.00E+00 2.56E-05 0.00E+00 5.24E-07 370895 3754574 0.00E+00 2.78E-06 0.00E+00 1.55E-08 0.00E+00 3.17E-10
370905 3754574 0.00E+00 4.68E-03 0.00E+00 3.26E-05 0.00E+00 5.29E-07 370905 3754574 0.00E+00 2.83E-06 0.00E+00 1.97E-08 0.00E+00 3.20E-10
370915 3754574 0.00E+00 4.76E-03 0.00E+00 4.34E-05 0.00E+00 5.36E-07 370915 3754574 0.00E+00 2.88E-06 0.00E+00 2.63E-08 0.00E+00 3.24E-10
370745 3754584 0.00E+00 3.35E-03 0.00E+00 4.57E-06 0.00E+00 4.06E-07 370745 3754584 0.00E+00 2.03E-06 0.00E+00 2.76E-09 0.00E+00 2.45E-10
370755 3754584 0.00E+00 3.42E-03 0.00E+00 4.90E-06 0.00E+00 4.12E-07 370755 3754584 0.00E+00 2.07E-06 0.00E+00 2.96E-09 0.00E+00 2.50E-10
370765 3754584 0.00E+00 3.47E-03 0.00E+00 5.26E-06 0.00E+00 4.19E-07 370765 3754584 0.00E+00 2.10E-06 0.00E+00 3.18E-09 0.00E+00 2.53E-10
370775 3754584 0.00E+00 3.54E-03 0.00E+00 5.68E-06 0.00E+00 4.26E-07 370775 3754584 0.00E+00 2.14E-06 0.00E+00 3.44E-09 0.00E+00 2.58E-10
370785 3754584 0.00E+00 3.61E-03 0.00E+00 6.16E-06 0.00E+00 4.33E-07 370785 3754584 0.00E+00 2.18E-06 0.00E+00 3.73E-09 0.00E+00 2.62E-10
370795 3754584 0.00E+00 3.67E-03 0.00E+00 6.71E-06 0.00E+00 4.40E-07 370795 3754584 0.00E+00 2.22E-06 0.00E+00 4.06E-09 0.00E+00 2.66E-10
370805 3754584 0.00E+00 3.73E-03 0.00E+00 7.33E-06 0.00E+00 4.47E-07 370805 3754584 0.00E+00 2.26E-06 0.00E+00 4.43E-09 0.00E+00 2.70E-10
370815 3754584 0.00E+00 3.80E-03 0.00E+00 8.06E-06 0.00E+00 4.54E-07 370815 3754584 0.00E+00 2.30E-06 0.00E+00 4.88E-09 0.00E+00 2.74E-10
370825 3754584 0.00E+00 3.87E-03 0.00E+00 8.93E-06 0.00E+00 4.60E-07 370825 3754584 0.00E+00 2.34E-06 0.00E+00 5.40E-09 0.00E+00 2.78E-10
370835 3754584 0.00E+00 3.94E-03 0.00E+00 9.97E-06 0.00E+00 4.65E-07 370835 3754584 0.00E+00 2.38E-06 0.00E+00 6.03E-09 0.00E+00 2.81E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370845 3754584 0.00E+00 4.02E-03 0.00E+00 1.12E-05 0.00E+00 4.76E-07 370845 3754584 0.00E+00 2.43E-06 0.00E+00 6.80E-09 0.00E+00 2.88E-10
370855 3754584 0.00E+00 4.09E-03 0.00E+00 1.28E-05 0.00E+00 4.83E-07 370855 3754584 0.00E+00 2.47E-06 0.00E+00 7.74E-09 0.00E+00 2.92E-10
370865 3754584 0.00E+00 4.16E-03 0.00E+00 1.48E-05 0.00E+00 4.89E-07 370865 3754584 0.00E+00 2.52E-06 0.00E+00 8.93E-09 0.00E+00 2.96E-10
370875 3754584 0.00E+00 4.23E-03 0.00E+00 1.73E-05 0.00E+00 4.95E-07 370875 3754584 0.00E+00 2.56E-06 0.00E+00 1.05E-08 0.00E+00 2.99E-10
370885 3754584 0.00E+00 4.30E-03 0.00E+00 2.07E-05 0.00E+00 4.98E-07 370885 3754584 0.00E+00 2.60E-06 0.00E+00 1.25E-08 0.00E+00 3.02E-10
370895 3754584 0.00E+00 4.36E-03 0.00E+00 2.54E-05 0.00E+00 4.99E-07 370895 3754584 0.00E+00 2.64E-06 0.00E+00 1.53E-08 0.00E+00 3.02E-10
370905 3754584 0.00E+00 4.43E-03 0.00E+00 3.23E-05 0.00E+00 5.05E-07 370905 3754584 0.00E+00 2.68E-06 0.00E+00 1.95E-08 0.00E+00 3.06E-10
370915 3754584 0.00E+00 4.51E-03 0.00E+00 4.30E-05 0.00E+00 5.13E-07 370915 3754584 0.00E+00 2.73E-06 0.00E+00 2.60E-08 0.00E+00 3.10E-10
370745 3754594 0.00E+00 3.22E-03 0.00E+00 4.50E-06 0.00E+00 3.95E-07 370745 3754594 0.00E+00 1.95E-06 0.00E+00 2.72E-09 0.00E+00 2.39E-10
370755 3754594 0.00E+00 3.28E-03 0.00E+00 4.83E-06 0.00E+00 4.01E-07 370755 3754594 0.00E+00 1.98E-06 0.00E+00 2.92E-09 0.00E+00 2.43E-10
370765 3754594 0.00E+00 3.34E-03 0.00E+00 5.19E-06 0.00E+00 4.08E-07 370765 3754594 0.00E+00 2.02E-06 0.00E+00 3.14E-09 0.00E+00 2.47E-10
370775 3754594 0.00E+00 3.40E-03 0.00E+00 5.61E-06 0.00E+00 4.15E-07 370775 3754594 0.00E+00 2.06E-06 0.00E+00 3.40E-09 0.00E+00 2.51E-10
370785 3754594 0.00E+00 3.46E-03 0.00E+00 6.08E-06 0.00E+00 4.21E-07 370785 3754594 0.00E+00 2.09E-06 0.00E+00 3.68E-09 0.00E+00 2.55E-10
370795 3754594 0.00E+00 3.51E-03 0.00E+00 6.62E-06 0.00E+00 4.27E-07 370795 3754594 0.00E+00 2.13E-06 0.00E+00 4.01E-09 0.00E+00 2.58E-10
370805 3754594 0.00E+00 3.57E-03 0.00E+00 7.24E-06 0.00E+00 4.29E-07 370805 3754594 0.00E+00 2.16E-06 0.00E+00 4.38E-09 0.00E+00 2.59E-10
370815 3754594 0.00E+00 3.63E-03 0.00E+00 7.96E-06 0.00E+00 4.33E-07 370815 3754594 0.00E+00 2.20E-06 0.00E+00 4.82E-09 0.00E+00 2.62E-10
370825 3754594 0.00E+00 3.69E-03 0.00E+00 8.83E-06 0.00E+00 4.39E-07 370825 3754594 0.00E+00 2.24E-06 0.00E+00 5.34E-09 0.00E+00 2.65E-10
370835 3754594 0.00E+00 3.76E-03 0.00E+00 9.86E-06 0.00E+00 4.44E-07 370835 3754594 0.00E+00 2.27E-06 0.00E+00 5.96E-09 0.00E+00 2.69E-10
370845 3754594 0.00E+00 3.84E-03 0.00E+00 1.11E-05 0.00E+00 4.60E-07 370845 3754594 0.00E+00 2.32E-06 0.00E+00 6.74E-09 0.00E+00 2.79E-10
370855 3754594 0.00E+00 3.90E-03 0.00E+00 1.27E-05 0.00E+00 4.65E-07 370855 3754594 0.00E+00 2.36E-06 0.00E+00 7.67E-09 0.00E+00 2.81E-10
370865 3754594 0.00E+00 3.96E-03 0.00E+00 1.46E-05 0.00E+00 4.70E-07 370865 3754594 0.00E+00 2.40E-06 0.00E+00 8.85E-09 0.00E+00 2.84E-10
370875 3754594 0.00E+00 4.03E-03 0.00E+00 1.71E-05 0.00E+00 4.76E-07 370875 3754594 0.00E+00 2.44E-06 0.00E+00 1.04E-08 0.00E+00 2.88E-10
370885 3754594 0.00E+00 4.09E-03 0.00E+00 2.05E-05 0.00E+00 4.80E-07 370885 3754594 0.00E+00 2.47E-06 0.00E+00 1.24E-08 0.00E+00 2.90E-10
370895 3754594 0.00E+00 4.14E-03 0.00E+00 2.51E-05 0.00E+00 4.78E-07 370895 3754594 0.00E+00 2.50E-06 0.00E+00 1.52E-08 0.00E+00 2.89E-10
370905 3754594 0.00E+00 4.21E-03 0.00E+00 3.20E-05 0.00E+00 4.86E-07 370905 3754594 0.00E+00 2.55E-06 0.00E+00 1.94E-08 0.00E+00 2.94E-10
370915 3754594 0.00E+00 4.27E-03 0.00E+00 4.27E-05 0.00E+00 4.96E-07 370915 3754594 0.00E+00 2.59E-06 0.00E+00 2.58E-08 0.00E+00 3.00E-10
370745 3754604 0.00E+00 3.09E-03 0.00E+00 4.43E-06 0.00E+00 3.82E-07 370745 3754604 0.00E+00 1.87E-06 0.00E+00 2.68E-09 0.00E+00 2.31E-10
370755 3754604 0.00E+00 3.14E-03 0.00E+00 4.75E-06 0.00E+00 3.86E-07 370755 3754604 0.00E+00 1.90E-06 0.00E+00 2.88E-09 0.00E+00 2.34E-10
370765 3754604 0.00E+00 3.20E-03 0.00E+00 5.11E-06 0.00E+00 3.91E-07 370765 3754604 0.00E+00 1.93E-06 0.00E+00 3.09E-09 0.00E+00 2.37E-10
370775 3754604 0.00E+00 3.25E-03 0.00E+00 5.53E-06 0.00E+00 3.97E-07 370775 3754604 0.00E+00 1.97E-06 0.00E+00 3.34E-09 0.00E+00 2.40E-10
370785 3754604 0.00E+00 3.31E-03 0.00E+00 5.99E-06 0.00E+00 4.03E-07 370785 3754604 0.00E+00 2.00E-06 0.00E+00 3.63E-09 0.00E+00 2.44E-10
370795 3754604 0.00E+00 3.36E-03 0.00E+00 6.53E-06 0.00E+00 4.07E-07 370795 3754604 0.00E+00 2.03E-06 0.00E+00 3.95E-09 0.00E+00 2.46E-10
370805 3754604 0.00E+00 3.41E-03 0.00E+00 7.13E-06 0.00E+00 4.08E-07 370805 3754604 0.00E+00 2.06E-06 0.00E+00 4.31E-09 0.00E+00 2.47E-10
370815 3754604 0.00E+00 3.47E-03 0.00E+00 7.84E-06 0.00E+00 4.13E-07 370815 3754604 0.00E+00 2.10E-06 0.00E+00 4.75E-09 0.00E+00 2.50E-10
370825 3754604 0.00E+00 3.52E-03 0.00E+00 8.70E-06 0.00E+00 4.19E-07 370825 3754604 0.00E+00 2.13E-06 0.00E+00 5.26E-09 0.00E+00 2.53E-10
370835 3754604 0.00E+00 3.58E-03 0.00E+00 9.71E-06 0.00E+00 4.24E-07 370835 3754604 0.00E+00 2.17E-06 0.00E+00 5.88E-09 0.00E+00 2.57E-10
370845 3754604 0.00E+00 3.66E-03 0.00E+00 1.10E-05 0.00E+00 4.41E-07 370845 3754604 0.00E+00 2.21E-06 0.00E+00 6.67E-09 0.00E+00 2.67E-10
370855 3754604 0.00E+00 3.72E-03 0.00E+00 1.26E-05 0.00E+00 4.47E-07 370855 3754604 0.00E+00 2.25E-06 0.00E+00 7.60E-09 0.00E+00 2.70E-10
370865 3754604 0.00E+00 3.77E-03 0.00E+00 1.45E-05 0.00E+00 4.51E-07 370865 3754604 0.00E+00 2.28E-06 0.00E+00 8.77E-09 0.00E+00 2.73E-10
370875 3754604 0.00E+00 3.83E-03 0.00E+00 1.70E-05 0.00E+00 4.57E-07 370875 3754604 0.00E+00 2.32E-06 0.00E+00 1.03E-08 0.00E+00 2.77E-10
370885 3754604 0.00E+00 3.89E-03 0.00E+00 2.03E-05 0.00E+00 4.63E-07 370885 3754604 0.00E+00 2.35E-06 0.00E+00 1.23E-08 0.00E+00 2.80E-10
370895 3754604 0.00E+00 3.94E-03 0.00E+00 2.49E-05 0.00E+00 4.62E-07 370895 3754604 0.00E+00 2.38E-06 0.00E+00 1.51E-08 0.00E+00 2.80E-10
370905 3754604 0.00E+00 4.00E-03 0.00E+00 3.17E-05 0.00E+00 4.70E-07 370905 3754604 0.00E+00 2.42E-06 0.00E+00 1.92E-08 0.00E+00 2.85E-10
370915 3754604 0.00E+00 4.05E-03 0.00E+00 4.23E-05 0.00E+00 4.80E-07 370915 3754604 0.00E+00 2.45E-06 0.00E+00 2.56E-08 0.00E+00 2.90E-10
370745 3754614 0.00E+00 2.96E-03 0.00E+00 4.34E-06 0.00E+00 3.63E-07 370745 3754614 0.00E+00 1.79E-06 0.00E+00 2.62E-09 0.00E+00 2.20E-10
370755 3754614 0.00E+00 3.01E-03 0.00E+00 4.64E-06 0.00E+00 3.68E-07 370755 3754614 0.00E+00 1.82E-06 0.00E+00 2.81E-09 0.00E+00 2.23E-10
370765 3754614 0.00E+00 3.06E-03 0.00E+00 5.00E-06 0.00E+00 3.73E-07 370765 3754614 0.00E+00 1.85E-06 0.00E+00 3.02E-09 0.00E+00 2.26E-10
370775 3754614 0.00E+00 3.11E-03 0.00E+00 5.40E-06 0.00E+00 3.78E-07 370775 3754614 0.00E+00 1.88E-06 0.00E+00 3.27E-09 0.00E+00 2.29E-10
370785 3754614 0.00E+00 3.16E-03 0.00E+00 5.89E-06 0.00E+00 3.85E-07 370785 3754614 0.00E+00 1.92E-06 0.00E+00 3.56E-09 0.00E+00 2.33E-10
370795 3754614 0.00E+00 3.22E-03 0.00E+00 6.42E-06 0.00E+00 3.90E-07 370795 3754614 0.00E+00 1.95E-06 0.00E+00 3.88E-09 0.00E+00 2.36E-10
370805 3754614 0.00E+00 3.26E-03 0.00E+00 6.98E-06 0.00E+00 3.93E-07 370805 3754614 0.00E+00 1.97E-06 0.00E+00 4.22E-09 0.00E+00 2.38E-10
370815 3754614 0.00E+00 3.31E-03 0.00E+00 7.69E-06 0.00E+00 3.98E-07 370815 3754614 0.00E+00 2.00E-06 0.00E+00 4.65E-09 0.00E+00 2.41E-10
370825 3754614 0.00E+00 3.36E-03 0.00E+00 8.52E-06 0.00E+00 4.03E-07 370825 3754614 0.00E+00 2.03E-06 0.00E+00 5.16E-09 0.00E+00 2.44E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370835 3754614 0.00E+00 3.41E-03 0.00E+00 9.50E-06 0.00E+00 4.08E-07 370835 3754614 0.00E+00 2.06E-06 0.00E+00 5.75E-09 0.00E+00 2.47E-10
370845 3754614 0.00E+00 3.49E-03 0.00E+00 1.09E-05 0.00E+00 4.23E-07 370845 3754614 0.00E+00 2.11E-06 0.00E+00 6.60E-09 0.00E+00 2.56E-10
370855 3754614 0.00E+00 3.55E-03 0.00E+00 1.24E-05 0.00E+00 4.31E-07 370855 3754614 0.00E+00 2.15E-06 0.00E+00 7.52E-09 0.00E+00 2.61E-10
370865 3754614 0.00E+00 3.60E-03 0.00E+00 1.44E-05 0.00E+00 4.34E-07 370865 3754614 0.00E+00 2.18E-06 0.00E+00 8.68E-09 0.00E+00 2.63E-10
370875 3754614 0.00E+00 3.65E-03 0.00E+00 1.68E-05 0.00E+00 4.41E-07 370875 3754614 0.00E+00 2.21E-06 0.00E+00 1.02E-08 0.00E+00 2.67E-10
370885 3754614 0.00E+00 3.70E-03 0.00E+00 2.02E-05 0.00E+00 4.45E-07 370885 3754614 0.00E+00 2.24E-06 0.00E+00 1.22E-08 0.00E+00 2.69E-10
370895 3754614 0.00E+00 3.75E-03 0.00E+00 2.47E-05 0.00E+00 4.48E-07 370895 3754614 0.00E+00 2.27E-06 0.00E+00 1.50E-08 0.00E+00 2.71E-10
370905 3754614 0.00E+00 3.80E-03 0.00E+00 3.15E-05 0.00E+00 4.55E-07 370905 3754614 0.00E+00 2.30E-06 0.00E+00 1.90E-08 0.00E+00 2.75E-10
370915 3754614 0.00E+00 3.85E-03 0.00E+00 4.19E-05 0.00E+00 4.63E-07 370915 3754614 0.00E+00 2.33E-06 0.00E+00 2.53E-08 0.00E+00 2.80E-10
370745 3754624 0.00E+00 2.84E-03 0.00E+00 4.25E-06 0.00E+00 3.52E-07 370745 3754624 0.00E+00 1.72E-06 0.00E+00 2.57E-09 0.00E+00 2.13E-10
370755 3754624 0.00E+00 2.89E-03 0.00E+00 4.56E-06 0.00E+00 3.57E-07 370755 3754624 0.00E+00 1.75E-06 0.00E+00 2.76E-09 0.00E+00 2.16E-10
370765 3754624 0.00E+00 2.93E-03 0.00E+00 4.91E-06 0.00E+00 3.62E-07 370765 3754624 0.00E+00 1.78E-06 0.00E+00 2.97E-09 0.00E+00 2.19E-10
370775 3754624 0.00E+00 2.98E-03 0.00E+00 5.30E-06 0.00E+00 3.67E-07 370775 3754624 0.00E+00 1.80E-06 0.00E+00 3.21E-09 0.00E+00 2.22E-10
370785 3754624 0.00E+00 3.03E-03 0.00E+00 5.76E-06 0.00E+00 3.72E-07 370785 3754624 0.00E+00 1.83E-06 0.00E+00 3.49E-09 0.00E+00 2.25E-10
370795 3754624 0.00E+00 3.07E-03 0.00E+00 6.27E-06 0.00E+00 3.76E-07 370795 3754624 0.00E+00 1.86E-06 0.00E+00 3.79E-09 0.00E+00 2.28E-10
370805 3754624 0.00E+00 3.11E-03 0.00E+00 6.81E-06 0.00E+00 3.79E-07 370805 3754624 0.00E+00 1.88E-06 0.00E+00 4.12E-09 0.00E+00 2.29E-10
370815 3754624 0.00E+00 3.16E-03 0.00E+00 7.54E-06 0.00E+00 3.84E-07 370815 3754624 0.00E+00 1.91E-06 0.00E+00 4.56E-09 0.00E+00 2.33E-10
370825 3754624 0.00E+00 3.21E-03 0.00E+00 8.35E-06 0.00E+00 3.89E-07 370825 3754624 0.00E+00 1.94E-06 0.00E+00 5.05E-09 0.00E+00 2.35E-10
370835 3754624 0.00E+00 3.25E-03 0.00E+00 9.33E-06 0.00E+00 3.93E-07 370835 3754624 0.00E+00 1.97E-06 0.00E+00 5.64E-09 0.00E+00 2.38E-10
370845 3754624 0.00E+00 3.33E-03 0.00E+00 1.08E-05 0.00E+00 4.07E-07 370845 3754624 0.00E+00 2.02E-06 0.00E+00 6.51E-09 0.00E+00 2.46E-10
370855 3754624 0.00E+00 3.38E-03 0.00E+00 1.23E-05 0.00E+00 4.14E-07 370855 3754624 0.00E+00 2.05E-06 0.00E+00 7.44E-09 0.00E+00 2.51E-10
370865 3754624 0.00E+00 3.43E-03 0.00E+00 1.42E-05 0.00E+00 4.17E-07 370865 3754624 0.00E+00 2.07E-06 0.00E+00 8.59E-09 0.00E+00 2.52E-10
370875 3754624 0.00E+00 3.48E-03 0.00E+00 1.67E-05 0.00E+00 4.24E-07 370875 3754624 0.00E+00 2.10E-06 0.00E+00 1.01E-08 0.00E+00 2.57E-10
370885 3754624 0.00E+00 3.52E-03 0.00E+00 2.00E-05 0.00E+00 4.29E-07 370885 3754624 0.00E+00 2.13E-06 0.00E+00 1.21E-08 0.00E+00 2.60E-10
370895 3754624 0.00E+00 3.56E-03 0.00E+00 2.45E-05 0.00E+00 4.33E-07 370895 3754624 0.00E+00 2.16E-06 0.00E+00 1.48E-08 0.00E+00 2.62E-10
370905 3754624 0.00E+00 3.61E-03 0.00E+00 3.12E-05 0.00E+00 4.39E-07 370905 3754624 0.00E+00 2.18E-06 0.00E+00 1.89E-08 0.00E+00 2.66E-10
370915 3754624 0.00E+00 3.65E-03 0.00E+00 4.15E-05 0.00E+00 4.47E-07 370915 3754624 0.00E+00 2.21E-06 0.00E+00 2.51E-08 0.00E+00 2.70E-10
370745 3754634 0.00E+00 2.73E-03 0.00E+00 4.16E-06 0.00E+00 3.41E-07 370745 3754634 0.00E+00 1.65E-06 0.00E+00 2.51E-09 0.00E+00 2.07E-10
370755 3754634 0.00E+00 2.78E-03 0.00E+00 4.47E-06 0.00E+00 3.46E-07 370755 3754634 0.00E+00 1.68E-06 0.00E+00 2.70E-09 0.00E+00 2.09E-10
370765 3754634 0.00E+00 2.82E-03 0.00E+00 4.80E-06 0.00E+00 3.50E-07 370765 3754634 0.00E+00 1.70E-06 0.00E+00 2.91E-09 0.00E+00 2.12E-10
370775 3754634 0.00E+00 2.85E-03 0.00E+00 5.18E-06 0.00E+00 3.54E-07 370775 3754634 0.00E+00 1.73E-06 0.00E+00 3.13E-09 0.00E+00 2.14E-10
370785 3754634 0.00E+00 2.90E-03 0.00E+00 5.62E-06 0.00E+00 3.58E-07 370785 3754634 0.00E+00 1.75E-06 0.00E+00 3.40E-09 0.00E+00 2.17E-10
370795 3754634 0.00E+00 2.94E-03 0.00E+00 6.13E-06 0.00E+00 3.63E-07 370795 3754634 0.00E+00 1.78E-06 0.00E+00 3.71E-09 0.00E+00 2.20E-10
370805 3754634 0.00E+00 2.97E-03 0.00E+00 6.67E-06 0.00E+00 3.66E-07 370805 3754634 0.00E+00 1.80E-06 0.00E+00 4.04E-09 0.00E+00 2.21E-10
370815 3754634 0.00E+00 3.02E-03 0.00E+00 7.34E-06 0.00E+00 3.70E-07 370815 3754634 0.00E+00 1.82E-06 0.00E+00 4.44E-09 0.00E+00 2.24E-10
370825 3754634 0.00E+00 3.06E-03 0.00E+00 8.14E-06 0.00E+00 3.74E-07 370825 3754634 0.00E+00 1.85E-06 0.00E+00 4.93E-09 0.00E+00 2.26E-10
370835 3754634 0.00E+00 3.10E-03 0.00E+00 9.10E-06 0.00E+00 3.78E-07 370835 3754634 0.00E+00 1.88E-06 0.00E+00 5.50E-09 0.00E+00 2.29E-10
370845 3754634 0.00E+00 3.18E-03 0.00E+00 1.06E-05 0.00E+00 3.93E-07 370845 3754634 0.00E+00 1.93E-06 0.00E+00 6.43E-09 0.00E+00 2.37E-10
370855 3754634 0.00E+00 3.23E-03 0.00E+00 1.22E-05 0.00E+00 3.99E-07 370855 3754634 0.00E+00 1.95E-06 0.00E+00 7.35E-09 0.00E+00 2.41E-10
370865 3754634 0.00E+00 3.27E-03 0.00E+00 1.40E-05 0.00E+00 4.02E-07 370865 3754634 0.00E+00 1.98E-06 0.00E+00 8.49E-09 0.00E+00 2.43E-10
370875 3754634 0.00E+00 3.31E-03 0.00E+00 1.65E-05 0.00E+00 4.09E-07 370875 3754634 0.00E+00 2.00E-06 0.00E+00 9.99E-09 0.00E+00 2.47E-10
370885 3754634 0.00E+00 3.35E-03 0.00E+00 1.98E-05 0.00E+00 4.14E-07 370885 3754634 0.00E+00 2.03E-06 0.00E+00 1.20E-08 0.00E+00 2.51E-10
370895 3754634 0.00E+00 3.39E-03 0.00E+00 2.43E-05 0.00E+00 4.19E-07 370895 3754634 0.00E+00 2.05E-06 0.00E+00 1.47E-08 0.00E+00 2.54E-10
370905 3754634 0.00E+00 3.43E-03 0.00E+00 3.09E-05 0.00E+00 4.24E-07 370905 3754634 0.00E+00 2.07E-06 0.00E+00 1.87E-08 0.00E+00 2.56E-10
370915 3754634 0.00E+00 3.47E-03 0.00E+00 4.11E-05 0.00E+00 4.30E-07 370915 3754634 0.00E+00 2.10E-06 0.00E+00 2.49E-08 0.00E+00 2.60E-10
370745 3754644 0.00E+00 2.55E-03 0.00E+00 4.04E-06 0.00E+00 3.30E-07 370745 3754644 0.00E+00 1.54E-06 0.00E+00 2.45E-09 0.00E+00 1.99E-10
370755 3754644 0.00E+00 2.57E-03 0.00E+00 4.29E-06 0.00E+00 3.31E-07 370755 3754644 0.00E+00 1.55E-06 0.00E+00 2.60E-09 0.00E+00 2.00E-10
370765 3754644 0.00E+00 2.61E-03 0.00E+00 4.62E-06 0.00E+00 3.35E-07 370765 3754644 0.00E+00 1.58E-06 0.00E+00 2.80E-09 0.00E+00 2.03E-10
370775 3754644 0.00E+00 2.66E-03 0.00E+00 5.03E-06 0.00E+00 3.41E-07 370775 3754644 0.00E+00 1.61E-06 0.00E+00 3.04E-09 0.00E+00 2.06E-10
370785 3754644 0.00E+00 2.70E-03 0.00E+00 5.48E-06 0.00E+00 3.46E-07 370785 3754644 0.00E+00 1.64E-06 0.00E+00 3.32E-09 0.00E+00 2.10E-10
370795 3754644 0.00E+00 2.74E-03 0.00E+00 5.98E-06 0.00E+00 3.50E-07 370795 3754644 0.00E+00 1.66E-06 0.00E+00 3.62E-09 0.00E+00 2.12E-10
370805 3754644 0.00E+00 2.77E-03 0.00E+00 6.51E-06 0.00E+00 3.53E-07 370805 3754644 0.00E+00 1.68E-06 0.00E+00 3.94E-09 0.00E+00 2.14E-10
370815 3754644 0.00E+00 2.79E-03 0.00E+00 7.11E-06 0.00E+00 3.55E-07 370815 3754644 0.00E+00 1.69E-06 0.00E+00 4.30E-09 0.00E+00 2.15E-10

Unmitigated Construction HRA-Resident (02-20-19).xlsx 391 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

370825 3754644 0.00E+00 2.83E-03 0.00E+00 7.88E-06 0.00E+00 3.58E-07 370825 3754644 0.00E+00 1.71E-06 0.00E+00 4.77E-09 0.00E+00 2.17E-10
370835 3754644 0.00E+00 2.87E-03 0.00E+00 8.81E-06 0.00E+00 3.63E-07 370835 3754644 0.00E+00 1.74E-06 0.00E+00 5.33E-09 0.00E+00 2.19E-10
370845 3754644 0.00E+00 3.04E-03 0.00E+00 1.05E-05 0.00E+00 3.80E-07 370845 3754644 0.00E+00 1.84E-06 0.00E+00 6.33E-09 0.00E+00 2.30E-10
370855 3754644 0.00E+00 3.08E-03 0.00E+00 1.20E-05 0.00E+00 3.85E-07 370855 3754644 0.00E+00 1.87E-06 0.00E+00 7.26E-09 0.00E+00 2.33E-10
370865 3754644 0.00E+00 3.12E-03 0.00E+00 1.39E-05 0.00E+00 3.89E-07 370865 3754644 0.00E+00 1.89E-06 0.00E+00 8.39E-09 0.00E+00 2.35E-10
370875 3754644 0.00E+00 3.16E-03 0.00E+00 1.63E-05 0.00E+00 3.95E-07 370875 3754644 0.00E+00 1.91E-06 0.00E+00 9.88E-09 0.00E+00 2.39E-10
370885 3754644 0.00E+00 3.19E-03 0.00E+00 1.96E-05 0.00E+00 3.99E-07 370885 3754644 0.00E+00 1.93E-06 0.00E+00 1.18E-08 0.00E+00 2.42E-10
370895 3754644 0.00E+00 3.23E-03 0.00E+00 2.41E-05 0.00E+00 4.04E-07 370895 3754644 0.00E+00 1.95E-06 0.00E+00 1.46E-08 0.00E+00 2.45E-10
370905 3754644 0.00E+00 3.26E-03 0.00E+00 3.06E-05 0.00E+00 4.10E-07 370905 3754644 0.00E+00 1.97E-06 0.00E+00 1.85E-08 0.00E+00 2.48E-10
370915 3754644 0.00E+00 3.29E-03 0.00E+00 4.07E-05 0.00E+00 4.15E-07 370915 3754644 0.00E+00 1.99E-06 0.00E+00 2.46E-08 0.00E+00 2.51E-10
370745 3754654 0.00E+00 2.45E-03 0.00E+00 3.96E-06 0.00E+00 3.21E-07 370745 3754654 0.00E+00 1.49E-06 0.00E+00 2.40E-09 0.00E+00 1.94E-10
370755 3754654 0.00E+00 2.48E-03 0.00E+00 4.22E-06 0.00E+00 3.22E-07 370755 3754654 0.00E+00 1.50E-06 0.00E+00 2.55E-09 0.00E+00 1.95E-10
370765 3754654 0.00E+00 2.51E-03 0.00E+00 4.54E-06 0.00E+00 3.26E-07 370765 3754654 0.00E+00 1.52E-06 0.00E+00 2.75E-09 0.00E+00 1.97E-10
370775 3754654 0.00E+00 2.55E-03 0.00E+00 4.91E-06 0.00E+00 3.30E-07 370775 3754654 0.00E+00 1.54E-06 0.00E+00 2.97E-09 0.00E+00 2.00E-10
370785 3754654 0.00E+00 2.59E-03 0.00E+00 5.35E-06 0.00E+00 3.35E-07 370785 3754654 0.00E+00 1.57E-06 0.00E+00 3.24E-09 0.00E+00 2.03E-10
370795 3754654 0.00E+00 2.62E-03 0.00E+00 5.84E-06 0.00E+00 3.39E-07 370795 3754654 0.00E+00 1.59E-06 0.00E+00 3.53E-09 0.00E+00 2.05E-10
370805 3754654 0.00E+00 2.65E-03 0.00E+00 6.36E-06 0.00E+00 3.41E-07 370805 3754654 0.00E+00 1.60E-06 0.00E+00 3.85E-09 0.00E+00 2.06E-10
370815 3754654 0.00E+00 2.68E-03 0.00E+00 7.00E-06 0.00E+00 3.45E-07 370815 3754654 0.00E+00 1.62E-06 0.00E+00 4.24E-09 0.00E+00 2.08E-10
370825 3754654 0.00E+00 2.71E-03 0.00E+00 7.76E-06 0.00E+00 3.48E-07 370825 3754654 0.00E+00 1.64E-06 0.00E+00 4.69E-09 0.00E+00 2.10E-10
370835 3754654 0.00E+00 2.75E-03 0.00E+00 8.68E-06 0.00E+00 3.52E-07 370835 3754654 0.00E+00 1.66E-06 0.00E+00 5.25E-09 0.00E+00 2.13E-10
370845 3754654 0.00E+00 2.91E-03 0.00E+00 1.03E-05 0.00E+00 3.67E-07 370845 3754654 0.00E+00 1.76E-06 0.00E+00 6.22E-09 0.00E+00 2.22E-10
370855 3754654 0.00E+00 2.95E-03 0.00E+00 1.18E-05 0.00E+00 3.73E-07 370855 3754654 0.00E+00 1.78E-06 0.00E+00 7.15E-09 0.00E+00 2.26E-10
370865 3754654 0.00E+00 2.98E-03 0.00E+00 1.37E-05 0.00E+00 3.77E-07 370865 3754654 0.00E+00 1.80E-06 0.00E+00 8.29E-09 0.00E+00 2.28E-10
370875 3754654 0.00E+00 3.02E-03 0.00E+00 1.61E-05 0.00E+00 3.83E-07 370875 3754654 0.00E+00 1.83E-06 0.00E+00 9.77E-09 0.00E+00 2.32E-10
370885 3754654 0.00E+00 3.05E-03 0.00E+00 1.94E-05 0.00E+00 3.88E-07 370885 3754654 0.00E+00 1.84E-06 0.00E+00 1.17E-08 0.00E+00 2.35E-10
370895 3754654 0.00E+00 3.08E-03 0.00E+00 2.39E-05 0.00E+00 3.93E-07 370895 3754654 0.00E+00 1.86E-06 0.00E+00 1.44E-08 0.00E+00 2.38E-10
370905 3754654 0.00E+00 3.11E-03 0.00E+00 3.03E-05 0.00E+00 3.98E-07 370905 3754654 0.00E+00 1.88E-06 0.00E+00 1.84E-08 0.00E+00 2.41E-10
370915 3754654 0.00E+00 3.13E-03 0.00E+00 4.03E-05 0.00E+00 4.03E-07 370915 3754654 0.00E+00 1.90E-06 0.00E+00 2.44E-08 0.00E+00 2.44E-10
370745 3754664 0.00E+00 2.37E-03 0.00E+00 3.89E-06 0.00E+00 3.12E-07 370745 3754664 0.00E+00 1.43E-06 0.00E+00 2.35E-09 0.00E+00 1.89E-10
370755 3754664 0.00E+00 2.39E-03 0.00E+00 4.15E-06 0.00E+00 3.14E-07 370755 3754664 0.00E+00 1.44E-06 0.00E+00 2.51E-09 0.00E+00 1.90E-10
370765 3754664 0.00E+00 2.42E-03 0.00E+00 4.46E-06 0.00E+00 3.17E-07 370765 3754664 0.00E+00 1.46E-06 0.00E+00 2.70E-09 0.00E+00 1.92E-10
370775 3754664 0.00E+00 2.45E-03 0.00E+00 4.82E-06 0.00E+00 3.21E-07 370775 3754664 0.00E+00 1.48E-06 0.00E+00 2.91E-09 0.00E+00 1.94E-10
370785 3754664 0.00E+00 2.48E-03 0.00E+00 5.24E-06 0.00E+00 3.25E-07 370785 3754664 0.00E+00 1.50E-06 0.00E+00 3.17E-09 0.00E+00 1.97E-10
370795 3754664 0.00E+00 2.51E-03 0.00E+00 5.70E-06 0.00E+00 3.28E-07 370795 3754664 0.00E+00 1.52E-06 0.00E+00 3.45E-09 0.00E+00 1.98E-10
370805 3754664 0.00E+00 2.54E-03 0.00E+00 6.25E-06 0.00E+00 3.31E-07 370805 3754664 0.00E+00 1.54E-06 0.00E+00 3.78E-09 0.00E+00 2.01E-10
370815 3754664 0.00E+00 2.57E-03 0.00E+00 6.88E-06 0.00E+00 3.35E-07 370815 3754664 0.00E+00 1.56E-06 0.00E+00 4.16E-09 0.00E+00 2.03E-10
370825 3754664 0.00E+00 2.60E-03 0.00E+00 7.63E-06 0.00E+00 3.38E-07 370825 3754664 0.00E+00 1.57E-06 0.00E+00 4.61E-09 0.00E+00 2.04E-10
370835 3754664 0.00E+00 2.63E-03 0.00E+00 8.54E-06 0.00E+00 3.41E-07 370835 3754664 0.00E+00 1.59E-06 0.00E+00 5.17E-09 0.00E+00 2.07E-10
370845 3754664 0.00E+00 2.78E-03 0.00E+00 1.01E-05 0.00E+00 3.56E-07 370845 3754664 0.00E+00 1.68E-06 0.00E+00 6.11E-09 0.00E+00 2.15E-10
370855 3754664 0.00E+00 2.81E-03 0.00E+00 1.16E-05 0.00E+00 3.61E-07 370855 3754664 0.00E+00 1.70E-06 0.00E+00 7.03E-09 0.00E+00 2.18E-10
370865 3754664 0.00E+00 2.85E-03 0.00E+00 1.35E-05 0.00E+00 3.65E-07 370865 3754664 0.00E+00 1.72E-06 0.00E+00 8.18E-09 0.00E+00 2.21E-10
370875 3754664 0.00E+00 2.88E-03 0.00E+00 1.59E-05 0.00E+00 3.70E-07 370875 3754664 0.00E+00 1.74E-06 0.00E+00 9.64E-09 0.00E+00 2.24E-10
370885 3754664 0.00E+00 2.91E-03 0.00E+00 1.92E-05 0.00E+00 3.75E-07 370885 3754664 0.00E+00 1.76E-06 0.00E+00 1.16E-08 0.00E+00 2.27E-10
370895 3754664 0.00E+00 2.93E-03 0.00E+00 2.36E-05 0.00E+00 3.79E-07 370895 3754664 0.00E+00 1.77E-06 0.00E+00 1.43E-08 0.00E+00 2.30E-10
370905 3754664 0.00E+00 2.96E-03 0.00E+00 3.01E-05 0.00E+00 3.85E-07 370905 3754664 0.00E+00 1.79E-06 0.00E+00 1.82E-08 0.00E+00 2.33E-10
370915 3754664 0.00E+00 2.98E-03 0.00E+00 4.00E-05 0.00E+00 3.89E-07 370915 3754664 0.00E+00 1.80E-06 0.00E+00 2.42E-08 0.00E+00 2.35E-10

371174.86 3754349.87 0.00E+00 1.76E-01 0.00E+00 9.43E-06 0.00E+00 2.61E-06 371174.86 3754349.87 0.00E+00 1.06E-04 0.00E+00 5.71E-09 0.00E+00 1.58E-09
371172.53 3754117.07 0.00E+00 1.12E-01 0.00E+00 9.96E-05 0.00E+00 7.94E-05 371172.53 3754117.07 0.00E+00 6.78E-05 0.00E+00 6.03E-08 0.00E+00 4.80E-08
371264.36 3754116.05 0.00E+00 1.03E-01 0.00E+00 1.01E-04 0.00E+00 2.83E-04 371264.36 3754116.05 0.00E+00 6.23E-05 0.00E+00 6.08E-08 0.00E+00 1.71E-07
371265.01 3754192.26 0.00E+00 3.65E-01 0.00E+00 2.10E-05 0.00E+00 2.57E-05 371265.01 3754192.26 0.00E+00 2.21E-04 0.00E+00 1.27E-08 0.00E+00 1.55E-08

371315.6 3754191.6 0.00E+00 2.17E-01 0.00E+00 2.02E-05 0.00E+00 3.01E-05 371315.6 3754191.6 0.00E+00 1.31E-04 0.00E+00 1.22E-08 0.00E+00 1.82E-08
371314.95 3754150.28 0.00E+00 1.60E-01 0.00E+00 4.83E-05 0.00E+00 1.06E-04 371314.95 3754150.28 0.00E+00 9.65E-05 0.00E+00 2.92E-08 0.00E+00 6.44E-08
371379.04 3754149.02 0.00E+00 6.88E-02 0.00E+00 4.34E-05 0.00E+00 1.01E-04 371379.04 3754149.02 0.00E+00 4.16E-05 0.00E+00 2.62E-08 0.00E+00 6.13E-08
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATIONS 2<5 Dose

455 Offroad
1955 

Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) 2<5 Dose (mg/kg-day)

371394.32 3754135.4 0.00E+00 4.84E-02 0.00E+00 6.20E-05 0.00E+00 1.58E-04 371394.32 3754135.4 0.00E+00 2.93E-05 0.00E+00 3.75E-08 0.00E+00 9.55E-08
371394.67 3754113.78 0.00E+00 3.25E-02 0.00E+00 7.96E-05 0.00E+00 2.59E-04 371394.67 3754113.78 0.00E+00 1.97E-05 0.00E+00 4.82E-08 0.00E+00 1.57E-07
371409.19 3754113.9 0.00E+00 2.94E-02 0.00E+00 7.66E-05 0.00E+00 2.20E-04 371409.19 3754113.9 0.00E+00 1.78E-05 0.00E+00 4.63E-08 0.00E+00 1.33E-07
371410.87 3754303.95 0.00E+00 9.48E-02 0.00E+00 5.81E-06 0.00E+00 4.27E-06 371410.87 3754303.95 0.00E+00 5.74E-05 0.00E+00 3.52E-09 0.00E+00 2.59E-09
371397.23 3754347.91 0.00E+00 8.68E-02 0.00E+00 4.96E-06 0.00E+00 2.68E-06 371397.23 3754347.91 0.00E+00 5.25E-05 0.00E+00 3.00E-09 0.00E+00 1.62E-09
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2 < 5

DBR

Daily Breathing Rate 
(L/kg (body weight) per 
day)

361 1090 631

A
Inhalation absorption 
factor (default = 1). 1 1 1

EF
Exposure Frequency 
(days/year) 0.96 0.96 0.96

ED
Exposure Duration 
(years) 0.25 2.00 0.92

FAH
Fraction of Time at 
Home 1.00 1.00 1.00

AT
Averaged Exposure 
Time Period (years) 70 70 70

ASF Age Sensitvity Factor 10 10 3
CF Conversion Factor 1.00E-06 1.00E-06 1.00E-06

DOSE

CPF
Cancer Potency Factor 
(mg/kg-day)-1 (DPM) 1.1 1.1 1.1

Cancer Conversion 
Factor                         1,000,000 

RISK

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y
370571.00 3753660.00 3.73E-07 1.17E-06 1.03E-06 1.47E-02 3.68E-01 4.44E-02 4.27E-01 370745 3754274  RESIDENT 1.62 2.2
370591.00 3753660.00 3.79E-07 1.19E-06 1.05E-06 1.49E-02 3.75E-01 4.53E-02 4.35E-01 370755 3754274  RESIDENT 1.68
370611.00 3753660.00 3.85E-07 1.21E-06 1.07E-06 1.51E-02 3.81E-01 4.62E-02 4.42E-01 370765 3754274  RESIDENT 1.74
370631.00 3753660.00 3.89E-07 1.23E-06 1.08E-06 1.53E-02 3.85E-01 4.67E-02 4.47E-01 370775 3754274  RESIDENT 1.80
370651.00 3753660.00 3.95E-07 1.24E-06 1.10E-06 1.55E-02 3.91E-01 4.75E-02 4.54E-01 370785 3754274  RESIDENT 1.87
370671.00 3753660.00 4.00E-07 1.26E-06 1.12E-06 1.57E-02 3.97E-01 4.83E-02 4.61E-01 370795 3754274  RESIDENT 1.94
370691.00 3753660.00 4.05E-07 1.28E-06 1.13E-06 1.59E-02 4.02E-01 4.90E-02 4.67E-01 370805 3754274  RESIDENT 2.02
370711.00 3753660.00 4.10E-07 1.30E-06 1.15E-06 1.61E-02 4.07E-01 4.97E-02 4.73E-01 370815 3754274  RESIDENT 2.10
370731.00 3753660.00 4.15E-07 1.31E-06 1.16E-06 1.63E-02 4.12E-01 5.04E-02 4.79E-01 370825 3754274  RESIDENT 2.20
370751.00 3753660.00 4.19E-07 1.33E-06 1.18E-06 1.65E-02 4.17E-01 5.10E-02 4.84E-01 370745 3754284  RESIDENT 1.62
370771.00 3753660.00 4.23E-07 1.34E-06 1.19E-06 1.66E-02 4.21E-01 5.15E-02 4.89E-01 370755 3754284  RESIDENT 1.68
370791.00 3753660.00 4.27E-07 1.35E-06 1.20E-06 1.68E-02 4.25E-01 5.21E-02 4.94E-01 370765 3754284  RESIDENT 1.75
370811.00 3753660.00 4.31E-07 1.36E-06 1.21E-06 1.69E-02 4.29E-01 5.26E-02 4.98E-01 370775 3754284  RESIDENT 1.81
370831.00 3753660.00 4.35E-07 1.38E-06 1.23E-06 1.71E-02 4.33E-01 5.31E-02 5.03E-01 370785 3754284  RESIDENT 1.87
370851.00 3753660.00 4.35E-07 1.38E-06 1.22E-06 1.71E-02 4.33E-01 5.30E-02 5.03E-01 370795 3754284  RESIDENT 1.95
370871.00 3753660.00 4.37E-07 1.38E-06 1.23E-06 1.72E-02 4.35E-01 5.31E-02 5.05E-01 370805 3754284  RESIDENT 2.03
370891.00 3753660.00 4.38E-07 1.39E-06 1.23E-06 1.72E-02 4.36E-01 5.32E-02 5.06E-01 370815 3754284  RESIDENT 2.11
370911.00 3753660.00 4.39E-07 1.39E-06 1.23E-06 1.73E-02 4.36E-01 5.31E-02 5.07E-01 370825 3754284  RESIDENT 2.20

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Parameter

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)

Age Bins

Dose= [CONC × DBR × A × EF × CF]  (mg/kg-day)

Cancer Risk (in one million) =[[ DOSE × CPF × ASF x FAH x ED]/ AT]*1,000,000
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370931.00 3753660.00 4.39E-07 1.38E-06 1.22E-06 1.72E-02 4.35E-01 5.28E-02 5.05E-01 370745 3754294  RESIDENT 1.63
370951.00 3753660.00 4.38E-07 1.38E-06 1.21E-06 1.72E-02 4.33E-01 5.24E-02 5.03E-01 370755 3754294  RESIDENT 1.69
370971.00 3753660.00 4.36E-07 1.37E-06 1.20E-06 1.71E-02 4.31E-01 5.18E-02 5.00E-01 370765 3754294  RESIDENT 1.75
370991.00 3753660.00 4.35E-07 1.36E-06 1.18E-06 1.71E-02 4.28E-01 5.12E-02 4.96E-01 370775 3754294  RESIDENT 1.82
371011.00 3753660.00 4.31E-07 1.35E-06 1.16E-06 1.69E-02 4.23E-01 5.04E-02 4.90E-01 370785 3754294  RESIDENT 1.88
371031.00 3753660.00 4.27E-07 1.33E-06 1.14E-06 1.68E-02 4.17E-01 4.93E-02 4.83E-01 370795 3754294  RESIDENT 1.95
371051.00 3753660.00 4.23E-07 1.31E-06 1.11E-06 1.66E-02 4.12E-01 4.82E-02 4.77E-01 370805 3754294  RESIDENT 2.03
371071.00 3753660.00 4.19E-07 1.29E-06 1.09E-06 1.65E-02 4.06E-01 4.71E-02 4.70E-01 370815 3754294  RESIDENT 2.12
371091.00 3753660.00 4.13E-07 1.27E-06 1.06E-06 1.62E-02 3.98E-01 4.58E-02 4.60E-01 370825 3754294  RESIDENT 2.21
371111.00 3753660.00 4.07E-07 1.24E-06 1.02E-06 1.60E-02 3.90E-01 4.42E-02 4.50E-01 370745 3754304  RESIDENT 1.63
371131.00 3753660.00 3.99E-07 1.21E-06 9.85E-07 1.57E-02 3.80E-01 4.26E-02 4.38E-01 370755 3754304  RESIDENT 1.69
371151.00 3753660.00 3.91E-07 1.18E-06 9.46E-07 1.53E-02 3.70E-01 4.10E-02 4.26E-01 370765 3754304  RESIDENT 1.75
371171.00 3753660.00 3.81E-07 1.14E-06 9.06E-07 1.50E-02 3.59E-01 3.92E-02 4.13E-01 370775 3754304  RESIDENT 1.82
371191.00 3753660.00 3.71E-07 1.10E-06 8.64E-07 1.46E-02 3.47E-01 3.74E-02 3.99E-01 370785 3754304  RESIDENT 1.88
371211.00 3753660.00 3.60E-07 1.06E-06 8.22E-07 1.41E-02 3.34E-01 3.55E-02 3.84E-01 370795 3754304  RESIDENT 1.95
371231.00 3753660.00 3.48E-07 1.02E-06 7.80E-07 1.37E-02 3.22E-01 3.37E-02 3.69E-01 370805 3754304  RESIDENT 2.03
371251.00 3753660.00 3.35E-07 9.82E-07 7.39E-07 1.32E-02 3.09E-01 3.20E-02 3.54E-01 370815 3754304  RESIDENT 2.11
371271.00 3753660.00 3.23E-07 9.42E-07 7.00E-07 1.27E-02 2.96E-01 3.03E-02 3.39E-01 370825 3754304  RESIDENT 2.20
371291.00 3753660.00 3.11E-07 9.01E-07 6.63E-07 1.22E-02 2.83E-01 2.87E-02 3.24E-01 370745 3754314  RESIDENT 1.63
371311.00 3753660.00 2.98E-07 8.60E-07 6.28E-07 1.17E-02 2.70E-01 2.72E-02 3.09E-01 370755 3754314  RESIDENT 1.68
371331.00 3753660.00 2.85E-07 8.21E-07 5.95E-07 1.12E-02 2.58E-01 2.57E-02 2.95E-01 370765 3754314  RESIDENT 1.74
371351.00 3753660.00 2.72E-07 7.83E-07 5.65E-07 1.07E-02 2.46E-01 2.44E-02 2.81E-01 370775 3754314  RESIDENT 1.81
371371.00 3753660.00 2.59E-07 7.46E-07 5.38E-07 1.02E-02 2.35E-01 2.33E-02 2.68E-01 370785 3754314  RESIDENT 1.87
371391.00 3753660.00 2.47E-07 7.11E-07 5.12E-07 9.71E-03 2.24E-01 2.22E-02 2.55E-01 370795 3754314  RESIDENT 1.94
371411.00 3753660.00 2.36E-07 6.78E-07 4.89E-07 9.26E-03 2.13E-01 2.12E-02 2.44E-01 370805 3754314  RESIDENT 2.02
371431.00 3753660.00 2.25E-07 6.48E-07 4.69E-07 8.83E-03 2.04E-01 2.03E-02 2.33E-01 370815 3754314  RESIDENT 2.10
371451.00 3753660.00 2.14E-07 6.19E-07 4.50E-07 8.42E-03 1.95E-01 1.95E-02 2.23E-01 370825 3754314  RESIDENT 2.19
371471.00 3753660.00 2.05E-07 5.92E-07 4.32E-07 8.04E-03 1.86E-01 1.87E-02 2.13E-01 370745 3754324  RESIDENT 1.62
371491.00 3753660.00 1.96E-07 5.67E-07 4.16E-07 7.68E-03 1.78E-01 1.80E-02 2.04E-01 370755 3754324  RESIDENT 1.68
371511.00 3753660.00 1.87E-07 5.44E-07 4.00E-07 7.36E-03 1.71E-01 1.73E-02 1.96E-01 370765 3754324  RESIDENT 1.74
371531.00 3753660.00 1.80E-07 5.23E-07 3.86E-07 7.06E-03 1.64E-01 1.67E-02 1.88E-01 370775 3754324  RESIDENT 1.80
371551.00 3753660.00 1.73E-07 5.03E-07 3.72E-07 6.79E-03 1.58E-01 1.61E-02 1.81E-01 370785 3754324  RESIDENT 1.87
371571.00 3753660.00 1.66E-07 4.85E-07 3.59E-07 6.54E-03 1.52E-01 1.55E-02 1.74E-01 370795 3754324  RESIDENT 1.94
371591.00 3753660.00 1.61E-07 4.67E-07 3.46E-07 6.31E-03 1.47E-01 1.50E-02 1.68E-01 370805 3754324  RESIDENT 2.01
371611.00 3753660.00 1.55E-07 4.51E-07 3.33E-07 6.10E-03 1.42E-01 1.44E-02 1.62E-01 370815 3754324  RESIDENT 2.10
371631.00 3753660.00 1.50E-07 4.37E-07 3.21E-07 5.91E-03 1.37E-01 1.39E-02 1.57E-01 370825 3754324  RESIDENT 2.19
371651.00 3753660.00 1.46E-07 4.22E-07 3.09E-07 5.72E-03 1.33E-01 1.34E-02 1.52E-01 370745 3754334  RESIDENT 1.62
371671.00 3753660.00 1.41E-07 4.09E-07 2.98E-07 5.55E-03 1.28E-01 1.29E-02 1.47E-01 370755 3754334  RESIDENT 1.68
371691.00 3753660.00 1.37E-07 3.95E-07 2.87E-07 5.38E-03 1.24E-01 1.24E-02 1.42E-01 370765 3754334  RESIDENT 1.74
371711.00 3753660.00 1.33E-07 3.83E-07 2.77E-07 5.22E-03 1.20E-01 1.20E-02 1.38E-01 370775 3754334  RESIDENT 1.80
371731.00 3753660.00 1.29E-07 3.71E-07 2.67E-07 5.06E-03 1.16E-01 1.15E-02 1.33E-01 370785 3754334  RESIDENT 1.86
371751.00 3753660.00 1.25E-07 3.59E-07 2.57E-07 4.91E-03 1.13E-01 1.11E-02 1.29E-01 370795 3754334  RESIDENT 1.93
371771.00 3753660.00 1.22E-07 3.49E-07 2.49E-07 4.78E-03 1.10E-01 1.08E-02 1.25E-01 370805 3754334  RESIDENT 2.00
371791.00 3753660.00 1.18E-07 3.38E-07 2.40E-07 4.64E-03 1.06E-01 1.04E-02 1.21E-01 370815 3754334  RESIDENT 2.09
371811.00 3753660.00 1.14E-07 3.26E-07 2.31E-07 4.48E-03 1.02E-01 9.99E-03 1.17E-01 370825 3754334  RESIDENT 2.17
371831.00 3753660.00 1.10E-07 3.16E-07 2.23E-07 4.34E-03 9.92E-02 9.65E-03 1.13E-01 370745 3754344  RESIDENT 1.61
370571.00 3753680.00 3.86E-07 1.22E-06 1.07E-06 1.52E-02 3.82E-01 4.63E-02 4.43E-01 370755 3754344  RESIDENT 1.67
370591.00 3753680.00 3.93E-07 1.24E-06 1.09E-06 1.54E-02 3.89E-01 4.73E-02 4.52E-01 370765 3754344  RESIDENT 1.73
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370611.00 3753680.00 4.00E-07 1.26E-06 1.11E-06 1.57E-02 3.96E-01 4.82E-02 4.60E-01 370775 3754344  RESIDENT 1.79
370631.00 3753680.00 4.04E-07 1.28E-06 1.13E-06 1.59E-02 4.01E-01 4.88E-02 4.66E-01 370785 3754344  RESIDENT 1.85
370651.00 3753680.00 4.10E-07 1.30E-06 1.15E-06 1.61E-02 4.08E-01 4.98E-02 4.74E-01 370795 3754344  RESIDENT 1.91
370671.00 3753680.00 4.16E-07 1.32E-06 1.17E-06 1.64E-02 4.14E-01 5.06E-02 4.81E-01 370805 3754344  RESIDENT 1.99
370691.00 3753680.00 4.22E-07 1.34E-06 1.19E-06 1.66E-02 4.20E-01 5.15E-02 4.89E-01 370815 3754344  RESIDENT 2.06
370711.00 3753680.00 4.28E-07 1.36E-06 1.21E-06 1.68E-02 4.27E-01 5.24E-02 4.96E-01 370825 3754344  RESIDENT 2.15
370731.00 3753680.00 4.34E-07 1.38E-06 1.23E-06 1.70E-02 4.33E-01 5.32E-02 5.03E-01 370745 3754354  RESIDENT 1.60
370751.00 3753680.00 4.39E-07 1.39E-06 1.25E-06 1.72E-02 4.38E-01 5.40E-02 5.09E-01 370755 3754354  RESIDENT 1.66
370771.00 3753680.00 4.44E-07 1.41E-06 1.26E-06 1.74E-02 4.43E-01 5.47E-02 5.16E-01 370765 3754354  RESIDENT 1.71
370791.00 3753680.00 4.48E-07 1.43E-06 1.28E-06 1.76E-02 4.48E-01 5.53E-02 5.21E-01 370775 3754354  RESIDENT 1.77
370811.00 3753680.00 4.53E-07 1.44E-06 1.29E-06 1.78E-02 4.53E-01 5.59E-02 5.26E-01 370785 3754354  RESIDENT 1.84
370831.00 3753680.00 4.56E-07 1.45E-06 1.30E-06 1.79E-02 4.56E-01 5.63E-02 5.31E-01 370795 3754354  RESIDENT 1.90
370851.00 3753680.00 4.59E-07 1.46E-06 1.31E-06 1.80E-02 4.59E-01 5.67E-02 5.34E-01 370805 3754354  RESIDENT 1.97
370871.00 3753680.00 4.62E-07 1.47E-06 1.32E-06 1.82E-02 4.62E-01 5.70E-02 5.37E-01 370815 3754354  RESIDENT 2.04
370891.00 3753680.00 4.65E-07 1.48E-06 1.32E-06 1.83E-02 4.64E-01 5.72E-02 5.40E-01 370825 3754354  RESIDENT 2.13
370911.00 3753680.00 4.66E-07 1.48E-06 1.32E-06 1.83E-02 4.65E-01 5.72E-02 5.40E-01 370745 3754364  RESIDENT 1.59
370931.00 3753680.00 4.66E-07 1.48E-06 1.31E-06 1.83E-02 4.64E-01 5.69E-02 5.39E-01 370755 3754364  RESIDENT 1.64
370951.00 3753680.00 4.65E-07 1.47E-06 1.31E-06 1.83E-02 4.63E-01 5.65E-02 5.38E-01 370765 3754364  RESIDENT 1.70
370971.00 3753680.00 4.64E-07 1.47E-06 1.29E-06 1.82E-02 4.61E-01 5.60E-02 5.35E-01 370775 3754364  RESIDENT 1.76
370991.00 3753680.00 4.64E-07 1.46E-06 1.28E-06 1.82E-02 4.59E-01 5.56E-02 5.33E-01 370785 3754364  RESIDENT 1.82
371011.00 3753680.00 4.58E-07 1.44E-06 1.26E-06 1.80E-02 4.52E-01 5.43E-02 5.24E-01 370795 3754364  RESIDENT 1.88
371031.00 3753680.00 4.55E-07 1.42E-06 1.23E-06 1.79E-02 4.47E-01 5.33E-02 5.18E-01 370805 3754364  RESIDENT 1.95
371051.00 3753680.00 4.51E-07 1.41E-06 1.21E-06 1.77E-02 4.42E-01 5.23E-02 5.12E-01 370815 3754364  RESIDENT 2.03
371071.00 3753680.00 4.47E-07 1.39E-06 1.18E-06 1.76E-02 4.35E-01 5.10E-02 5.04E-01 370825 3754364  RESIDENT 2.12
371091.00 3753680.00 4.41E-07 1.36E-06 1.14E-06 1.73E-02 4.27E-01 4.95E-02 4.94E-01 370745 3754374  RESIDENT 1.58
371111.00 3753680.00 4.34E-07 1.33E-06 1.11E-06 1.70E-02 4.18E-01 4.78E-02 4.82E-01 370755 3754374  RESIDENT 1.63
371131.00 3753680.00 4.26E-07 1.30E-06 1.07E-06 1.67E-02 4.07E-01 4.61E-02 4.70E-01 370765 3754374  RESIDENT 1.69
371151.00 3753680.00 4.17E-07 1.26E-06 1.02E-06 1.64E-02 3.97E-01 4.43E-02 4.57E-01 370775 3754374  RESIDENT 1.74
371171.00 3753680.00 4.07E-07 1.22E-06 9.78E-07 1.60E-02 3.84E-01 4.23E-02 4.43E-01 370785 3754374  RESIDENT 1.80
371191.00 3753680.00 3.96E-07 1.18E-06 9.32E-07 1.56E-02 3.72E-01 4.03E-02 4.27E-01 370795 3754374  RESIDENT 1.87
371211.00 3753680.00 3.84E-07 1.14E-06 8.85E-07 1.51E-02 3.58E-01 3.83E-02 4.12E-01 370805 3754374  RESIDENT 1.93
371231.00 3753680.00 3.71E-07 1.10E-06 8.39E-07 1.46E-02 3.44E-01 3.63E-02 3.95E-01 370815 3754374  RESIDENT 2.01
371251.00 3753680.00 3.58E-07 1.05E-06 7.94E-07 1.41E-02 3.30E-01 3.44E-02 3.78E-01 370825 3754374  RESIDENT 2.09
371271.00 3753680.00 3.45E-07 1.01E-06 7.51E-07 1.35E-02 3.16E-01 3.25E-02 3.62E-01 370745 3754384  RESIDENT 1.56
371291.00 3753680.00 3.31E-07 9.61E-07 7.10E-07 1.30E-02 3.02E-01 3.07E-02 3.46E-01 370755 3754384  RESIDENT 1.61
371311.00 3753680.00 3.17E-07 9.17E-07 6.71E-07 1.24E-02 2.88E-01 2.90E-02 3.30E-01 370765 3754384  RESIDENT 1.67
371331.00 3753680.00 3.03E-07 8.74E-07 6.35E-07 1.19E-02 2.75E-01 2.75E-02 3.14E-01 370775 3754384  RESIDENT 1.72
371351.00 3753680.00 2.89E-07 8.33E-07 6.03E-07 1.14E-02 2.62E-01 2.61E-02 2.99E-01 370785 3754384  RESIDENT 1.78
371371.00 3753680.00 2.75E-07 7.93E-07 5.73E-07 1.08E-02 2.49E-01 2.48E-02 2.85E-01 370795 3754384  RESIDENT 1.84
371391.00 3753680.00 2.62E-07 7.56E-07 5.45E-07 1.03E-02 2.37E-01 2.36E-02 2.71E-01 370805 3754384  RESIDENT 1.91
371411.00 3753680.00 2.50E-07 7.20E-07 5.20E-07 9.81E-03 2.26E-01 2.25E-02 2.59E-01 370815 3754384  RESIDENT 1.98
371431.00 3753680.00 2.38E-07 6.87E-07 4.98E-07 9.35E-03 2.16E-01 2.15E-02 2.47E-01 370825 3754384  RESIDENT 2.06
371451.00 3753680.00 2.27E-07 6.56E-07 4.78E-07 8.91E-03 2.06E-01 2.07E-02 2.36E-01 370745 3754394  RESIDENT 1.54
371471.00 3753680.00 2.16E-07 6.26E-07 4.58E-07 8.49E-03 1.97E-01 1.98E-02 2.25E-01 370755 3754394  RESIDENT 1.60
371491.00 3753680.00 2.07E-07 5.99E-07 4.40E-07 8.12E-03 1.88E-01 1.90E-02 2.16E-01 370765 3754394  RESIDENT 1.65
371511.00 3753680.00 1.98E-07 5.75E-07 4.23E-07 7.77E-03 1.81E-01 1.83E-02 2.07E-01 370775 3754394  RESIDENT 1.70
371531.00 3753680.00 1.90E-07 5.52E-07 4.07E-07 7.45E-03 1.73E-01 1.76E-02 1.98E-01 370785 3754394  RESIDENT 1.76
371551.00 3753680.00 1.82E-07 5.30E-07 3.92E-07 7.15E-03 1.67E-01 1.70E-02 1.91E-01 370795 3754394  RESIDENT 1.82
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371571.00 3753680.00 1.75E-07 5.10E-07 3.77E-07 6.89E-03 1.60E-01 1.63E-02 1.84E-01 370805 3754394  RESIDENT 1.88
371591.00 3753680.00 1.69E-07 4.92E-07 3.63E-07 6.64E-03 1.55E-01 1.57E-02 1.77E-01 370815 3754394  RESIDENT 1.96
371611.00 3753680.00 1.63E-07 4.74E-07 3.49E-07 6.41E-03 1.49E-01 1.51E-02 1.71E-01 370825 3754394  RESIDENT 2.03
371631.00 3753680.00 1.58E-07 4.58E-07 3.36E-07 6.20E-03 1.44E-01 1.45E-02 1.65E-01 370745 3754404  RESIDENT 1.52
371651.00 3753680.00 1.53E-07 4.43E-07 3.23E-07 6.00E-03 1.39E-01 1.40E-02 1.59E-01 370755 3754404  RESIDENT 1.57
371671.00 3753680.00 1.48E-07 4.28E-07 3.11E-07 5.81E-03 1.34E-01 1.35E-02 1.54E-01 370765 3754404  RESIDENT 1.63
371691.00 3753680.00 1.43E-07 4.14E-07 2.99E-07 5.63E-03 1.30E-01 1.29E-02 1.49E-01 370775 3754404  RESIDENT 1.68
371711.00 3753680.00 1.39E-07 4.00E-07 2.88E-07 5.46E-03 1.26E-01 1.25E-02 1.44E-01 370785 3754404  RESIDENT 1.74
371731.00 3753680.00 1.35E-07 3.86E-07 2.77E-07 5.29E-03 1.21E-01 1.20E-02 1.39E-01 370795 3754404  RESIDENT 1.80
371751.00 3753680.00 1.30E-07 3.74E-07 2.67E-07 5.12E-03 1.17E-01 1.15E-02 1.34E-01 370805 3754404  RESIDENT 1.86
371771.00 3753680.00 1.27E-07 3.63E-07 2.58E-07 4.97E-03 1.14E-01 1.12E-02 1.30E-01 370815 3754404  RESIDENT 1.93
371791.00 3753680.00 1.22E-07 3.50E-07 2.48E-07 4.81E-03 1.10E-01 1.07E-02 1.26E-01 370825 3754404  RESIDENT 2.00
371811.00 3753680.00 1.18E-07 3.38E-07 2.39E-07 4.65E-03 1.06E-01 1.04E-02 1.21E-01 370745 3754414  RESIDENT 1.50
371831.00 3753680.00 1.15E-07 3.27E-07 2.31E-07 4.50E-03 1.03E-01 1.00E-02 1.17E-01 370755 3754414  RESIDENT 1.55
370571.00 3753700.00 4.00E-07 1.26E-06 1.11E-06 1.57E-02 3.96E-01 4.81E-02 4.60E-01 370765 3754414  RESIDENT 1.60
370591.00 3753700.00 4.07E-07 1.29E-06 1.14E-06 1.60E-02 4.04E-01 4.93E-02 4.70E-01 370775 3754414  RESIDENT 1.65
370611.00 3753700.00 4.15E-07 1.31E-06 1.16E-06 1.63E-02 4.12E-01 5.03E-02 4.79E-01 370785 3754414  RESIDENT 1.71
370631.00 3753700.00 4.19E-07 1.33E-06 1.18E-06 1.65E-02 4.17E-01 5.10E-02 4.84E-01 370795 3754414  RESIDENT 1.77
370651.00 3753700.00 4.26E-07 1.35E-06 1.20E-06 1.68E-02 4.25E-01 5.21E-02 4.94E-01 370805 3754414  RESIDENT 1.83
370671.00 3753700.00 4.33E-07 1.38E-06 1.23E-06 1.70E-02 4.32E-01 5.32E-02 5.03E-01 370815 3754414  RESIDENT 1.89
370691.00 3753700.00 4.40E-07 1.40E-06 1.25E-06 1.73E-02 4.40E-01 5.41E-02 5.11E-01 370825 3754414  RESIDENT 1.96
370711.00 3753700.00 4.47E-07 1.42E-06 1.27E-06 1.76E-02 4.47E-01 5.52E-02 5.19E-01 370745 3754424  RESIDENT 1.48
370731.00 3753700.00 4.53E-07 1.44E-06 1.30E-06 1.78E-02 4.54E-01 5.62E-02 5.28E-01 370755 3754424  RESIDENT 1.53
370751.00 3753700.00 4.60E-07 1.47E-06 1.32E-06 1.81E-02 4.61E-01 5.71E-02 5.36E-01 370765 3754424  RESIDENT 1.58
370771.00 3753700.00 4.66E-07 1.49E-06 1.34E-06 1.83E-02 4.67E-01 5.80E-02 5.44E-01 370775 3754424  RESIDENT 1.63
370791.00 3753700.00 4.72E-07 1.51E-06 1.36E-06 1.85E-02 4.73E-01 5.89E-02 5.51E-01 370785 3754424  RESIDENT 1.68
370811.00 3753700.00 4.77E-07 1.52E-06 1.38E-06 1.87E-02 4.79E-01 5.96E-02 5.57E-01 370795 3754424  RESIDENT 1.74
370831.00 3753700.00 4.81E-07 1.54E-06 1.39E-06 1.89E-02 4.84E-01 6.02E-02 5.63E-01 370805 3754424  RESIDENT 1.80
370851.00 3753700.00 4.85E-07 1.55E-06 1.40E-06 1.90E-02 4.87E-01 6.07E-02 5.67E-01 370815 3754424  RESIDENT 1.86
370871.00 3753700.00 4.89E-07 1.56E-06 1.41E-06 1.92E-02 4.92E-01 6.12E-02 5.72E-01 370825 3754424  RESIDENT 1.93
370891.00 3753700.00 4.93E-07 1.58E-06 1.42E-06 1.94E-02 4.95E-01 6.16E-02 5.76E-01 370745 3754434  RESIDENT 1.46
370911.00 3753700.00 4.95E-07 1.58E-06 1.42E-06 1.94E-02 4.96E-01 6.17E-02 5.78E-01 370755 3754434  RESIDENT 1.50
370931.00 3753700.00 4.95E-07 1.58E-06 1.42E-06 1.94E-02 4.96E-01 6.14E-02 5.77E-01 370765 3754434  RESIDENT 1.55
370951.00 3753700.00 4.95E-07 1.58E-06 1.41E-06 1.94E-02 4.95E-01 6.11E-02 5.76E-01 370775 3754434  RESIDENT 1.60
370971.00 3753700.00 4.94E-07 1.57E-06 1.40E-06 1.94E-02 4.94E-01 6.06E-02 5.74E-01 370785 3754434  RESIDENT 1.65
370991.00 3753700.00 4.93E-07 1.56E-06 1.39E-06 1.94E-02 4.91E-01 6.01E-02 5.70E-01 370795 3754434  RESIDENT 1.71
371011.00 3753700.00 4.88E-07 1.54E-06 1.36E-06 1.92E-02 4.85E-01 5.89E-02 5.63E-01 370805 3754434  RESIDENT 1.77
371031.00 3753700.00 4.85E-07 1.53E-06 1.34E-06 1.91E-02 4.80E-01 5.79E-02 5.57E-01 370815 3754434  RESIDENT 1.83
371051.00 3753700.00 4.83E-07 1.51E-06 1.31E-06 1.90E-02 4.75E-01 5.68E-02 5.51E-01 370825 3754434  RESIDENT 1.89
371071.00 3753700.00 4.78E-07 1.49E-06 1.28E-06 1.88E-02 4.68E-01 5.54E-02 5.42E-01 370745 3754444  RESIDENT 1.43
371091.00 3753700.00 4.71E-07 1.46E-06 1.24E-06 1.85E-02 4.59E-01 5.37E-02 5.31E-01 370755 3754444  RESIDENT 1.47
371111.00 3753700.00 4.64E-07 1.43E-06 1.20E-06 1.82E-02 4.49E-01 5.19E-02 5.19E-01 370765 3754444  RESIDENT 1.52
371131.00 3753700.00 4.55E-07 1.39E-06 1.16E-06 1.79E-02 4.38E-01 5.00E-02 5.06E-01 370775 3754444  RESIDENT 1.56
371151.00 3753700.00 4.46E-07 1.36E-06 1.11E-06 1.75E-02 4.26E-01 4.80E-02 4.92E-01 370785 3754444  RESIDENT 1.62
371171.00 3753700.00 4.36E-07 1.31E-06 1.06E-06 1.71E-02 4.13E-01 4.58E-02 4.76E-01 370795 3754444  RESIDENT 1.67
371191.00 3753700.00 4.24E-07 1.27E-06 1.01E-06 1.67E-02 3.99E-01 4.36E-02 4.59E-01 370805 3754444  RESIDENT 1.73
371211.00 3753700.00 4.11E-07 1.22E-06 9.56E-07 1.61E-02 3.85E-01 4.14E-02 4.42E-01 370815 3754444  RESIDENT 1.79
371231.00 3753700.00 3.97E-07 1.18E-06 9.05E-07 1.56E-02 3.69E-01 3.92E-02 4.24E-01 370825 3754444  RESIDENT 1.85
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371251.00 3753700.00 3.83E-07 1.13E-06 8.55E-07 1.50E-02 3.54E-01 3.70E-02 4.06E-01 370745 3754454  RESIDENT 1.40
371271.00 3753700.00 3.69E-07 1.08E-06 8.08E-07 1.45E-02 3.39E-01 3.49E-02 3.88E-01 370755 3754454  RESIDENT 1.45
371291.00 3753700.00 3.53E-07 1.03E-06 7.62E-07 1.39E-02 3.23E-01 3.30E-02 3.70E-01 370765 3754454  RESIDENT 1.49
371311.00 3753700.00 3.38E-07 9.80E-07 7.19E-07 1.33E-02 3.08E-01 3.11E-02 3.52E-01 370775 3754454  RESIDENT 1.54
371331.00 3753700.00 3.23E-07 9.33E-07 6.80E-07 1.27E-02 2.93E-01 2.94E-02 3.35E-01 370785 3754454  RESIDENT 1.58
371351.00 3753700.00 3.08E-07 8.88E-07 6.44E-07 1.21E-02 2.79E-01 2.79E-02 3.19E-01 370795 3754454  RESIDENT 1.64
371371.00 3753700.00 2.93E-07 8.45E-07 6.11E-07 1.15E-02 2.66E-01 2.64E-02 3.03E-01 370805 3754454  RESIDENT 1.69
371391.00 3753700.00 2.79E-07 8.04E-07 5.81E-07 1.10E-02 2.53E-01 2.52E-02 2.89E-01 370815 3754454  RESIDENT 1.74
371411.00 3753700.00 2.65E-07 7.65E-07 5.55E-07 1.04E-02 2.41E-01 2.40E-02 2.75E-01 370825 3754454  RESIDENT 1.80
371431.00 3753700.00 2.52E-07 7.29E-07 5.30E-07 9.91E-03 2.29E-01 2.29E-02 2.62E-01 370745 3754464  RESIDENT 1.38
371451.00 3753700.00 2.40E-07 6.96E-07 5.07E-07 9.44E-03 2.19E-01 2.20E-02 2.50E-01 370755 3754464  RESIDENT 1.42
371471.00 3753700.00 2.29E-07 6.64E-07 4.86E-07 8.99E-03 2.09E-01 2.10E-02 2.39E-01 370765 3754464  RESIDENT 1.46
371491.00 3753700.00 2.19E-07 6.34E-07 4.66E-07 8.58E-03 1.99E-01 2.02E-02 2.28E-01 370775 3754464  RESIDENT 1.50
371511.00 3753700.00 2.09E-07 6.07E-07 4.48E-07 8.21E-03 1.91E-01 1.94E-02 2.19E-01 370785 3754464  RESIDENT 1.55
371531.00 3753700.00 2.00E-07 5.83E-07 4.30E-07 7.87E-03 1.83E-01 1.86E-02 2.10E-01 370795 3754464  RESIDENT 1.60
371551.00 3753700.00 1.92E-07 5.59E-07 4.13E-07 7.55E-03 1.76E-01 1.79E-02 2.01E-01 370805 3754464  RESIDENT 1.65
371571.00 3753700.00 1.85E-07 5.38E-07 3.97E-07 7.26E-03 1.69E-01 1.72E-02 1.93E-01 370815 3754464  RESIDENT 1.70
371591.00 3753700.00 1.78E-07 5.18E-07 3.81E-07 7.00E-03 1.63E-01 1.65E-02 1.86E-01 370825 3754464  RESIDENT 1.76
371611.00 3753700.00 1.72E-07 4.99E-07 3.66E-07 6.75E-03 1.57E-01 1.58E-02 1.79E-01 370745 3754474  RESIDENT 1.35
371631.00 3753700.00 1.66E-07 4.81E-07 3.52E-07 6.52E-03 1.51E-01 1.52E-02 1.73E-01 370755 3754474  RESIDENT 1.39
371651.00 3753700.00 1.61E-07 4.64E-07 3.38E-07 6.31E-03 1.46E-01 1.46E-02 1.67E-01 370765 3754474  RESIDENT 1.43
371671.00 3753700.00 1.55E-07 4.48E-07 3.25E-07 6.10E-03 1.41E-01 1.40E-02 1.61E-01 370775 3754474  RESIDENT 1.47
371691.00 3753700.00 1.50E-07 4.33E-07 3.12E-07 5.91E-03 1.36E-01 1.35E-02 1.55E-01 370785 3754474  RESIDENT 1.51
371711.00 3753700.00 1.45E-07 4.18E-07 3.00E-07 5.72E-03 1.31E-01 1.30E-02 1.50E-01 370795 3754474  RESIDENT 1.56
371731.00 3753700.00 1.40E-07 4.03E-07 2.88E-07 5.52E-03 1.27E-01 1.25E-02 1.45E-01 370805 3754474  RESIDENT 1.61
371751.00 3753700.00 1.36E-07 3.89E-07 2.77E-07 5.34E-03 1.22E-01 1.20E-02 1.40E-01 370815 3754474  RESIDENT 1.66
371771.00 3753700.00 1.32E-07 3.77E-07 2.67E-07 5.18E-03 1.18E-01 1.16E-02 1.35E-01 370825 3754474  RESIDENT 1.71
371791.00 3753700.00 1.27E-07 3.64E-07 2.58E-07 5.00E-03 1.14E-01 1.12E-02 1.31E-01 370745 3754484  RESIDENT 1.32
371811.00 3753700.00 1.23E-07 3.52E-07 2.49E-07 4.84E-03 1.11E-01 1.08E-02 1.26E-01 370755 3754484  RESIDENT 1.35
371831.00 3753700.00 1.19E-07 3.40E-07 2.40E-07 4.68E-03 1.07E-01 1.04E-02 1.22E-01 370765 3754484  RESIDENT 1.39
370571.00 3753720.00 4.13E-07 1.30E-06 1.16E-06 1.62E-02 4.10E-01 5.00E-02 4.76E-01 370775 3754484  RESIDENT 1.43
370591.00 3753720.00 4.21E-07 1.33E-06 1.19E-06 1.66E-02 4.19E-01 5.13E-02 4.87E-01 370785 3754484  RESIDENT 1.48
370611.00 3753720.00 4.30E-07 1.36E-06 1.22E-06 1.69E-02 4.29E-01 5.26E-02 4.98E-01 370795 3754484  RESIDENT 1.52
370631.00 3753720.00 4.34E-07 1.38E-06 1.23E-06 1.71E-02 4.33E-01 5.32E-02 5.03E-01 370805 3754484  RESIDENT 1.57
370651.00 3753720.00 4.43E-07 1.41E-06 1.26E-06 1.74E-02 4.42E-01 5.45E-02 5.14E-01 370815 3754484  RESIDENT 1.62
370671.00 3753720.00 4.51E-07 1.44E-06 1.29E-06 1.77E-02 4.51E-01 5.57E-02 5.25E-01 370825 3754484  RESIDENT 1.67
370691.00 3753720.00 4.59E-07 1.46E-06 1.32E-06 1.80E-02 4.59E-01 5.69E-02 5.34E-01 370745 3754494  RESIDENT 1.29
370711.00 3753720.00 4.66E-07 1.49E-06 1.34E-06 1.83E-02 4.68E-01 5.81E-02 5.44E-01 370755 3754494  RESIDENT 1.32
370731.00 3753720.00 4.74E-07 1.52E-06 1.37E-06 1.86E-02 4.76E-01 5.93E-02 5.54E-01 370765 3754494  RESIDENT 1.36
370751.00 3753720.00 4.82E-07 1.54E-06 1.40E-06 1.89E-02 4.85E-01 6.05E-02 5.64E-01 370775 3754494  RESIDENT 1.40
370771.00 3753720.00 4.89E-07 1.57E-06 1.42E-06 1.92E-02 4.92E-01 6.16E-02 5.73E-01 370785 3754494  RESIDENT 1.44
370791.00 3753720.00 4.96E-07 1.59E-06 1.45E-06 1.95E-02 5.00E-01 6.26E-02 5.82E-01 370795 3754494  RESIDENT 1.48
370811.00 3753720.00 5.02E-07 1.61E-06 1.47E-06 1.97E-02 5.07E-01 6.36E-02 5.90E-01 370805 3754494  RESIDENT 1.52
370831.00 3753720.00 5.08E-07 1.63E-06 1.49E-06 1.99E-02 5.13E-01 6.44E-02 5.97E-01 370815 3754494  RESIDENT 1.57
370851.00 3753720.00 5.13E-07 1.65E-06 1.50E-06 2.01E-02 5.18E-01 6.50E-02 6.03E-01 370825 3754494  RESIDENT 1.62
370871.00 3753720.00 5.17E-07 1.66E-06 1.52E-06 2.03E-02 5.23E-01 6.57E-02 6.09E-01 370745 3754504  RESIDENT 1.25
370891.00 3753720.00 5.22E-07 1.68E-06 1.53E-06 2.05E-02 5.27E-01 6.63E-02 6.14E-01 370755 3754504  RESIDENT 1.29
370911.00 3753720.00 5.25E-07 1.69E-06 1.54E-06 2.06E-02 5.30E-01 6.65E-02 6.17E-01 370765 3754504  RESIDENT 1.32
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370931.00 3753720.00 5.26E-07 1.69E-06 1.53E-06 2.07E-02 5.31E-01 6.64E-02 6.18E-01 370775 3754504  RESIDENT 1.36
370951.00 3753720.00 5.27E-07 1.69E-06 1.53E-06 2.07E-02 5.31E-01 6.62E-02 6.18E-01 370785 3754504  RESIDENT 1.40
370971.00 3753720.00 5.27E-07 1.69E-06 1.52E-06 2.07E-02 5.30E-01 6.58E-02 6.16E-01 370795 3754504  RESIDENT 1.44
370991.00 3753720.00 5.25E-07 1.67E-06 1.50E-06 2.06E-02 5.26E-01 6.51E-02 6.12E-01 370805 3754504  RESIDENT 1.48
371011.00 3753720.00 5.21E-07 1.66E-06 1.48E-06 2.05E-02 5.20E-01 6.40E-02 6.05E-01 370815 3754504  RESIDENT 1.52
371031.00 3753720.00 5.19E-07 1.64E-06 1.46E-06 2.04E-02 5.17E-01 6.31E-02 6.00E-01 370825 3754504  RESIDENT 1.57
371051.00 3753720.00 5.16E-07 1.63E-06 1.43E-06 2.03E-02 5.11E-01 6.18E-02 5.93E-01 370745 3754514  RESIDENT 1.22
371071.00 3753720.00 5.11E-07 1.60E-06 1.39E-06 2.01E-02 5.03E-01 6.03E-02 5.84E-01 370755 3754514  RESIDENT 1.25
371091.00 3753720.00 5.05E-07 1.57E-06 1.35E-06 1.98E-02 4.94E-01 5.86E-02 5.73E-01 370765 3754514  RESIDENT 1.29
371111.00 3753720.00 4.97E-07 1.54E-06 1.31E-06 1.95E-02 4.84E-01 5.66E-02 5.60E-01 370775 3754514  RESIDENT 1.32
371131.00 3753720.00 4.89E-07 1.50E-06 1.26E-06 1.92E-02 4.72E-01 5.45E-02 5.46E-01 370785 3754514  RESIDENT 1.36
371151.00 3753720.00 4.79E-07 1.46E-06 1.21E-06 1.88E-02 4.59E-01 5.22E-02 5.30E-01 370795 3754514  RESIDENT 1.40
371171.00 3753720.00 4.67E-07 1.42E-06 1.15E-06 1.84E-02 4.45E-01 4.98E-02 5.13E-01 370805 3754514  RESIDENT 1.44
371191.00 3753720.00 4.54E-07 1.37E-06 1.09E-06 1.79E-02 4.30E-01 4.74E-02 4.95E-01 370815 3754514  RESIDENT 1.48
371211.00 3753720.00 4.41E-07 1.32E-06 1.04E-06 1.73E-02 4.14E-01 4.49E-02 4.76E-01 370825 3754514  RESIDENT 1.52
371231.00 3753720.00 4.26E-07 1.26E-06 9.80E-07 1.67E-02 3.97E-01 4.24E-02 4.57E-01 370745 3754524  RESIDENT 1.19
371251.00 3753720.00 4.11E-07 1.21E-06 9.25E-07 1.61E-02 3.80E-01 4.00E-02 4.37E-01 370755 3754524  RESIDENT 1.22
371271.00 3753720.00 3.95E-07 1.16E-06 8.71E-07 1.55E-02 3.64E-01 3.77E-02 4.17E-01 370765 3754524  RESIDENT 1.25
371291.00 3753720.00 3.78E-07 1.10E-06 8.21E-07 1.49E-02 3.47E-01 3.55E-02 3.97E-01 370775 3754524  RESIDENT 1.28
371311.00 3753720.00 3.61E-07 1.05E-06 7.74E-07 1.42E-02 3.30E-01 3.35E-02 3.78E-01 370785 3754524  RESIDENT 1.32
371331.00 3753720.00 3.45E-07 9.98E-07 7.30E-07 1.35E-02 3.14E-01 3.16E-02 3.59E-01 370795 3754524  RESIDENT 1.35
371351.00 3753720.00 3.28E-07 9.49E-07 6.90E-07 1.29E-02 2.98E-01 2.99E-02 3.41E-01 370805 3754524  RESIDENT 1.39
371371.00 3753720.00 3.12E-07 9.02E-07 6.54E-07 1.23E-02 2.83E-01 2.83E-02 3.24E-01 370815 3754524  RESIDENT 1.43
371391.00 3753720.00 2.96E-07 8.55E-07 6.21E-07 1.16E-02 2.69E-01 2.69E-02 3.07E-01 370825 3754524  RESIDENT 1.47
371411.00 3753720.00 2.82E-07 8.15E-07 5.92E-07 1.11E-02 2.56E-01 2.56E-02 2.93E-01 370745 3754534  RESIDENT 1.16
371431.00 3753720.00 2.68E-07 7.75E-07 5.65E-07 1.05E-02 2.44E-01 2.44E-02 2.79E-01 370755 3754534  RESIDENT 1.19
371451.00 3753720.00 2.55E-07 7.39E-07 5.40E-07 1.00E-02 2.32E-01 2.34E-02 2.66E-01 370765 3754534  RESIDENT 1.22
371471.00 3753720.00 2.43E-07 7.04E-07 5.17E-07 9.54E-03 2.21E-01 2.24E-02 2.53E-01 370775 3754534  RESIDENT 1.25
371491.00 3753720.00 2.32E-07 6.73E-07 4.95E-07 9.10E-03 2.11E-01 2.14E-02 2.42E-01 370785 3754534  RESIDENT 1.28
371511.00 3753720.00 2.21E-07 6.43E-07 4.74E-07 8.69E-03 2.02E-01 2.05E-02 2.31E-01 370795 3754534  RESIDENT 1.31
371531.00 3753720.00 2.12E-07 6.16E-07 4.55E-07 8.32E-03 1.94E-01 1.97E-02 2.22E-01 370805 3754534  RESIDENT 1.35
371551.00 3753720.00 2.03E-07 5.91E-07 4.36E-07 7.98E-03 1.86E-01 1.89E-02 2.12E-01 370815 3754534  RESIDENT 1.38
371571.00 3753720.00 1.95E-07 5.67E-07 4.18E-07 7.66E-03 1.78E-01 1.81E-02 2.04E-01 370825 3754534  RESIDENT 1.42
371591.00 3753720.00 1.88E-07 5.45E-07 4.01E-07 7.38E-03 1.71E-01 1.73E-02 1.96E-01 370745 3754544  RESIDENT 1.13
371611.00 3753720.00 1.81E-07 5.25E-07 3.84E-07 7.11E-03 1.65E-01 1.66E-02 1.89E-01 370755 3754544  RESIDENT 1.15
371631.00 3753720.00 1.75E-07 5.06E-07 3.68E-07 6.87E-03 1.59E-01 1.59E-02 1.82E-01 370765 3754544  RESIDENT 1.18
371651.00 3753720.00 1.69E-07 4.87E-07 3.53E-07 6.63E-03 1.53E-01 1.53E-02 1.75E-01 370775 3754544  RESIDENT 1.21
371671.00 3753720.00 1.63E-07 4.70E-07 3.39E-07 6.40E-03 1.48E-01 1.47E-02 1.69E-01 370785 3754544  RESIDENT 1.24
371691.00 3753720.00 1.57E-07 4.53E-07 3.25E-07 6.18E-03 1.42E-01 1.41E-02 1.63E-01 370795 3754544  RESIDENT 1.27
371711.00 3753720.00 1.52E-07 4.37E-07 3.12E-07 5.98E-03 1.37E-01 1.35E-02 1.57E-01 370805 3754544  RESIDENT 1.30
371731.00 3753720.00 1.47E-07 4.20E-07 2.99E-07 5.76E-03 1.32E-01 1.30E-02 1.51E-01 370815 3754544  RESIDENT 1.34
371751.00 3753720.00 1.42E-07 4.05E-07 2.88E-07 5.56E-03 1.27E-01 1.25E-02 1.45E-01 370825 3754544  RESIDENT 1.37
371771.00 3753720.00 1.37E-07 3.93E-07 2.78E-07 5.39E-03 1.23E-01 1.20E-02 1.41E-01 370745 3754554  RESIDENT 1.09
371791.00 3753720.00 1.32E-07 3.79E-07 2.68E-07 5.20E-03 1.19E-01 1.16E-02 1.36E-01 370755 3754554  RESIDENT 1.12
371811.00 3753720.00 1.28E-07 3.66E-07 2.59E-07 5.02E-03 1.15E-01 1.12E-02 1.31E-01 370765 3754554  RESIDENT 1.15
371831.00 3753720.00 1.23E-07 3.53E-07 2.50E-07 4.84E-03 1.11E-01 1.08E-02 1.26E-01 370775 3754554  RESIDENT 1.17
370571.00 3753740.00 4.23E-07 1.34E-06 1.19E-06 1.66E-02 4.20E-01 5.14E-02 4.88E-01 370785 3754554  RESIDENT 1.20
370591.00 3753740.00 4.33E-07 1.37E-06 1.22E-06 1.70E-02 4.31E-01 5.29E-02 5.01E-01 370795 3754554  RESIDENT 1.23
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370611.00 3753740.00 4.46E-07 1.42E-06 1.27E-06 1.75E-02 4.45E-01 5.49E-02 5.17E-01 370805 3754554  RESIDENT 1.26
370631.00 3753740.00 4.50E-07 1.43E-06 1.28E-06 1.77E-02 4.50E-01 5.55E-02 5.23E-01 370815 3754554  RESIDENT 1.29
370651.00 3753740.00 4.58E-07 1.46E-06 1.31E-06 1.80E-02 4.58E-01 5.67E-02 5.33E-01 370825 3754554  RESIDENT 1.32
370671.00 3753740.00 4.68E-07 1.49E-06 1.35E-06 1.84E-02 4.69E-01 5.82E-02 5.46E-01 370745 3754564  RESIDENT 1.06
370691.00 3753740.00 4.77E-07 1.52E-06 1.38E-06 1.87E-02 4.79E-01 5.97E-02 5.58E-01 370755 3754564  RESIDENT 1.09
370711.00 3753740.00 4.86E-07 1.56E-06 1.41E-06 1.91E-02 4.90E-01 6.11E-02 5.70E-01 370765 3754564  RESIDENT 1.11
370731.00 3753740.00 4.96E-07 1.59E-06 1.45E-06 1.95E-02 5.00E-01 6.26E-02 5.82E-01 370775 3754564  RESIDENT 1.14
370751.00 3753740.00 5.05E-07 1.62E-06 1.48E-06 1.98E-02 5.10E-01 6.40E-02 5.94E-01 370785 3754564  RESIDENT 1.16
370771.00 3753740.00 5.13E-07 1.65E-06 1.51E-06 2.02E-02 5.19E-01 6.54E-02 6.05E-01 370795 3754564  RESIDENT 1.19
370791.00 3753740.00 5.21E-07 1.68E-06 1.54E-06 2.05E-02 5.28E-01 6.66E-02 6.15E-01 370805 3754564  RESIDENT 1.22
370811.00 3753740.00 5.29E-07 1.70E-06 1.57E-06 2.08E-02 5.36E-01 6.77E-02 6.24E-01 370815 3754564  RESIDENT 1.25
370831.00 3753740.00 5.35E-07 1.73E-06 1.59E-06 2.10E-02 5.43E-01 6.88E-02 6.33E-01 370825 3754564  RESIDENT 1.28
370851.00 3753740.00 5.42E-07 1.75E-06 1.61E-06 2.13E-02 5.50E-01 6.97E-02 6.41E-01 370745 3754574  RESIDENT 1.03
370871.00 3753740.00 5.48E-07 1.77E-06 1.63E-06 2.15E-02 5.57E-01 7.06E-02 6.49E-01 370755 3754574  RESIDENT 1.05
370891.00 3753740.00 5.53E-07 1.79E-06 1.65E-06 2.17E-02 5.62E-01 7.13E-02 6.55E-01 370765 3754574  RESIDENT 1.08
370911.00 3753740.00 5.57E-07 1.80E-06 1.66E-06 2.19E-02 5.66E-01 7.17E-02 6.60E-01 370775 3754574  RESIDENT 1.10
370931.00 3753740.00 5.60E-07 1.81E-06 1.66E-06 2.20E-02 5.68E-01 7.19E-02 6.62E-01 370785 3754574  RESIDENT 1.13
370951.00 3753740.00 5.62E-07 1.81E-06 1.66E-06 2.21E-02 5.70E-01 7.19E-02 6.64E-01 370795 3754574  RESIDENT 1.15
370971.00 3753740.00 5.63E-07 1.81E-06 1.65E-06 2.21E-02 5.69E-01 7.16E-02 6.63E-01 370805 3754574  RESIDENT 1.18
370991.00 3753740.00 5.64E-07 1.81E-06 1.65E-06 2.22E-02 5.70E-01 7.15E-02 6.64E-01 370815 3754574  RESIDENT 1.20
371011.00 3753740.00 5.61E-07 1.80E-06 1.63E-06 2.20E-02 5.65E-01 7.04E-02 6.57E-01 370825 3754574  RESIDENT 1.23
371031.00 3753740.00 5.61E-07 1.79E-06 1.61E-06 2.20E-02 5.62E-01 6.95E-02 6.54E-01 370835 3754574  RESIDENT 1.26
371051.00 3753740.00 5.57E-07 1.77E-06 1.57E-06 2.19E-02 5.55E-01 6.81E-02 6.45E-01 370845 3754574  RESIDENT 1.29
371071.00 3753740.00 5.52E-07 1.74E-06 1.53E-06 2.17E-02 5.47E-01 6.64E-02 6.35E-01 370855 3754574  RESIDENT 1.32
371091.00 3753740.00 5.45E-07 1.71E-06 1.49E-06 2.14E-02 5.37E-01 6.44E-02 6.23E-01 370865 3754574  RESIDENT 1.35
371111.00 3753740.00 5.37E-07 1.67E-06 1.44E-06 2.11E-02 5.25E-01 6.22E-02 6.09E-01 370875 3754574  RESIDENT 1.38
371131.00 3753740.00 5.27E-07 1.63E-06 1.38E-06 2.07E-02 5.12E-01 5.97E-02 5.93E-01 370885 3754574  RESIDENT 1.41
371151.00 3753740.00 5.16E-07 1.58E-06 1.32E-06 2.03E-02 4.98E-01 5.71E-02 5.75E-01 370895 3754574  RESIDENT 1.45
371171.00 3753740.00 5.04E-07 1.53E-06 1.26E-06 1.98E-02 4.82E-01 5.44E-02 5.56E-01 370905 3754574  RESIDENT 1.49
371191.00 3753740.00 4.90E-07 1.48E-06 1.19E-06 1.92E-02 4.65E-01 5.17E-02 5.36E-01 370915 3754574  RESIDENT 1.54
371211.00 3753740.00 4.75E-07 1.42E-06 1.13E-06 1.86E-02 4.47E-01 4.89E-02 5.15E-01 370745 3754584  RESIDENT 1.00
371231.00 3753740.00 4.59E-07 1.36E-06 1.07E-06 1.80E-02 4.29E-01 4.61E-02 4.93E-01 370755 3754584  RESIDENT 1.02
371251.00 3753740.00 4.42E-07 1.31E-06 1.00E-06 1.74E-02 4.10E-01 4.34E-02 4.71E-01 370765 3754584  RESIDENT 1.04
371271.00 3753740.00 4.24E-07 1.25E-06 9.43E-07 1.67E-02 3.91E-01 4.08E-02 4.49E-01 370775 3754584  RESIDENT 1.06
371291.00 3753740.00 4.06E-07 1.19E-06 8.87E-07 1.60E-02 3.73E-01 3.84E-02 4.27E-01 370785 3754584  RESIDENT 1.09
371311.00 3753740.00 3.88E-07 1.13E-06 8.34E-07 1.52E-02 3.55E-01 3.61E-02 4.06E-01 370795 3754584  RESIDENT 1.11
371331.00 3753740.00 3.70E-07 1.07E-06 7.86E-07 1.45E-02 3.37E-01 3.40E-02 3.85E-01 370805 3754584  RESIDENT 1.13
371351.00 3753740.00 3.52E-07 1.02E-06 7.42E-07 1.38E-02 3.20E-01 3.21E-02 3.66E-01 370815 3754584  RESIDENT 1.16
371371.00 3753740.00 3.34E-07 9.65E-07 7.02E-07 1.31E-02 3.03E-01 3.04E-02 3.47E-01 370825 3754584  RESIDENT 1.18
371391.00 3753740.00 3.17E-07 9.16E-07 6.66E-07 1.25E-02 2.88E-01 2.88E-02 3.29E-01 370835 3754584  RESIDENT 1.21
371411.00 3753740.00 3.01E-07 8.69E-07 6.33E-07 1.18E-02 2.73E-01 2.74E-02 3.12E-01 370845 3754584  RESIDENT 1.24
371431.00 3753740.00 2.85E-07 8.26E-07 6.03E-07 1.12E-02 2.60E-01 2.61E-02 2.97E-01 370855 3754584  RESIDENT 1.26
371451.00 3753740.00 2.71E-07 7.86E-07 5.75E-07 1.06E-02 2.47E-01 2.49E-02 2.82E-01 370865 3754584  RESIDENT 1.29
371471.00 3753740.00 2.58E-07 7.48E-07 5.49E-07 1.01E-02 2.35E-01 2.38E-02 2.69E-01 370875 3754584  RESIDENT 1.32
371491.00 3753740.00 2.45E-07 7.13E-07 5.25E-07 9.64E-03 2.24E-01 2.27E-02 2.56E-01 370885 3754584  RESIDENT 1.36
371511.00 3753740.00 2.34E-07 6.81E-07 5.02E-07 9.19E-03 2.14E-01 2.17E-02 2.45E-01 370895 3754584  RESIDENT 1.39
371531.00 3753740.00 2.24E-07 6.51E-07 4.80E-07 8.79E-03 2.04E-01 2.08E-02 2.34E-01 370905 3754584  RESIDENT 1.43
371551.00 3753740.00 2.14E-07 6.23E-07 4.59E-07 8.42E-03 1.96E-01 1.99E-02 2.24E-01 370915 3754584  RESIDENT 1.47
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371571.00 3753740.00 2.06E-07 5.97E-07 4.39E-07 8.08E-03 1.88E-01 1.90E-02 2.15E-01 370745 3754594  RESIDENT 0.97
371591.00 3753740.00 1.98E-07 5.73E-07 4.20E-07 7.77E-03 1.80E-01 1.82E-02 2.06E-01 370755 3754594  RESIDENT 0.99
371611.00 3753740.00 1.90E-07 5.51E-07 4.02E-07 7.47E-03 1.73E-01 1.74E-02 1.98E-01 370765 3754594  RESIDENT 1.01
371631.00 3753740.00 1.83E-07 5.30E-07 3.85E-07 7.20E-03 1.66E-01 1.66E-02 1.90E-01 370775 3754594  RESIDENT 1.03
371651.00 3753740.00 1.77E-07 5.10E-07 3.68E-07 6.94E-03 1.60E-01 1.59E-02 1.83E-01 370785 3754594  RESIDENT 1.05
371671.00 3753740.00 1.70E-07 4.91E-07 3.53E-07 6.70E-03 1.54E-01 1.53E-02 1.76E-01 370795 3754594  RESIDENT 1.07
371691.00 3753740.00 1.64E-07 4.72E-07 3.38E-07 6.46E-03 1.48E-01 1.46E-02 1.70E-01 370805 3754594  RESIDENT 1.09
371711.00 3753740.00 1.59E-07 4.55E-07 3.25E-07 6.23E-03 1.43E-01 1.41E-02 1.63E-01 370815 3754594  RESIDENT 1.11
371731.00 3753740.00 1.53E-07 4.39E-07 3.12E-07 6.02E-03 1.38E-01 1.35E-02 1.57E-01 370825 3754594  RESIDENT 1.14
371751.00 3753740.00 1.48E-07 4.23E-07 3.00E-07 5.80E-03 1.33E-01 1.30E-02 1.52E-01 370835 3754594  RESIDENT 1.16
371771.00 3753740.00 1.42E-07 4.07E-07 2.89E-07 5.59E-03 1.28E-01 1.25E-02 1.46E-01 370845 3754594  RESIDENT 1.19
371791.00 3753740.00 1.37E-07 3.93E-07 2.79E-07 5.39E-03 1.23E-01 1.21E-02 1.41E-01 370855 3754594  RESIDENT 1.21
371811.00 3753740.00 1.32E-07 3.79E-07 2.69E-07 5.20E-03 1.19E-01 1.17E-02 1.36E-01 370865 3754594  RESIDENT 1.24
371831.00 3753740.00 1.28E-07 3.66E-07 2.61E-07 5.01E-03 1.15E-01 1.13E-02 1.31E-01 370875 3754594  RESIDENT 1.27
370571.00 3753760.00 4.32E-07 1.37E-06 1.22E-06 1.70E-02 4.31E-01 5.28E-02 5.00E-01 370885 3754594  RESIDENT 1.30
370591.00 3753760.00 4.43E-07 1.41E-06 1.26E-06 1.74E-02 4.42E-01 5.43E-02 5.13E-01 370895 3754594  RESIDENT 1.33
370611.00 3753760.00 4.54E-07 1.44E-06 1.29E-06 1.78E-02 4.54E-01 5.60E-02 5.28E-01 370905 3754594  RESIDENT 1.36
370631.00 3753760.00 4.64E-07 1.48E-06 1.33E-06 1.82E-02 4.65E-01 5.75E-02 5.40E-01 370915 3754594  RESIDENT 1.41
370651.00 3753760.00 4.74E-07 1.52E-06 1.37E-06 1.86E-02 4.76E-01 5.92E-02 5.54E-01 370745 3754604  RESIDENT 0.93
370671.00 3753760.00 4.85E-07 1.55E-06 1.41E-06 1.91E-02 4.88E-01 6.08E-02 5.68E-01 370755 3754604  RESIDENT 0.95
370691.00 3753760.00 4.96E-07 1.59E-06 1.44E-06 1.95E-02 5.00E-01 6.25E-02 5.82E-01 370765 3754604  RESIDENT 0.97
370711.00 3753760.00 5.07E-07 1.63E-06 1.48E-06 1.99E-02 5.11E-01 6.42E-02 5.96E-01 370775 3754604  RESIDENT 0.99
370731.00 3753760.00 5.17E-07 1.66E-06 1.52E-06 2.03E-02 5.23E-01 6.59E-02 6.09E-01 370785 3754604  RESIDENT 1.01
370751.00 3753760.00 5.28E-07 1.70E-06 1.56E-06 2.07E-02 5.35E-01 6.76E-02 6.23E-01 370795 3754604  RESIDENT 1.03
370771.00 3753760.00 5.38E-07 1.74E-06 1.60E-06 2.11E-02 5.46E-01 6.92E-02 6.36E-01 370805 3754604  RESIDENT 1.05
370791.00 3753760.00 5.48E-07 1.77E-06 1.64E-06 2.15E-02 5.57E-01 7.08E-02 6.49E-01 370815 3754604  RESIDENT 1.07
370811.00 3753760.00 5.57E-07 1.81E-06 1.67E-06 2.19E-02 5.67E-01 7.23E-02 6.62E-01 370825 3754604  RESIDENT 1.09
370831.00 3753760.00 5.66E-07 1.84E-06 1.70E-06 2.22E-02 5.77E-01 7.37E-02 6.73E-01 370835 3754604  RESIDENT 1.11
370851.00 3753760.00 5.74E-07 1.86E-06 1.73E-06 2.25E-02 5.86E-01 7.50E-02 6.84E-01 370845 3754604  RESIDENT 1.14
370871.00 3753760.00 5.81E-07 1.89E-06 1.76E-06 2.28E-02 5.94E-01 7.61E-02 6.93E-01 370855 3754604  RESIDENT 1.17
370891.00 3753760.00 5.87E-07 1.91E-06 1.78E-06 2.31E-02 6.01E-01 7.70E-02 7.01E-01 370865 3754604  RESIDENT 1.19
370911.00 3753760.00 5.93E-07 1.93E-06 1.79E-06 2.33E-02 6.06E-01 7.77E-02 7.07E-01 370875 3754604  RESIDENT 1.22
370931.00 3753760.00 5.97E-07 1.94E-06 1.80E-06 2.34E-02 6.10E-01 7.81E-02 7.11E-01 370885 3754604  RESIDENT 1.25
370951.00 3753760.00 6.00E-07 1.95E-06 1.81E-06 2.36E-02 6.12E-01 7.82E-02 7.14E-01 370895 3754604  RESIDENT 1.27
370971.00 3753760.00 6.02E-07 1.95E-06 1.81E-06 2.37E-02 6.14E-01 7.82E-02 7.15E-01 370905 3754604  RESIDENT 1.31
370991.00 3753760.00 6.03E-07 1.95E-06 1.80E-06 2.37E-02 6.13E-01 7.77E-02 7.14E-01 370915 3754604  RESIDENT 1.35
371011.00 3753760.00 6.03E-07 1.94E-06 1.78E-06 2.37E-02 6.11E-01 7.70E-02 7.11E-01 370745 3754614  RESIDENT 0.90
371031.00 3753760.00 6.01E-07 1.93E-06 1.75E-06 2.36E-02 6.06E-01 7.59E-02 7.06E-01 370755 3754614  RESIDENT 0.91
371051.00 3753760.00 5.97E-07 1.91E-06 1.72E-06 2.35E-02 6.00E-01 7.45E-02 6.98E-01 370765 3754614  RESIDENT 0.93
371071.00 3753760.00 5.92E-07 1.88E-06 1.68E-06 2.33E-02 5.92E-01 7.27E-02 6.88E-01 370775 3754614  RESIDENT 0.95
371091.00 3753760.00 5.86E-07 1.85E-06 1.63E-06 2.30E-02 5.81E-01 7.06E-02 6.75E-01 370785 3754614  RESIDENT 0.97
371111.00 3753760.00 5.78E-07 1.81E-06 1.58E-06 2.27E-02 5.69E-01 6.82E-02 6.60E-01 370795 3754614  RESIDENT 0.99
371131.00 3753760.00 5.68E-07 1.77E-06 1.51E-06 2.23E-02 5.55E-01 6.55E-02 6.43E-01 370805 3754614  RESIDENT 1.01
371151.00 3753760.00 5.56E-07 1.72E-06 1.45E-06 2.18E-02 5.40E-01 6.27E-02 6.24E-01 370815 3754614  RESIDENT 1.03
371171.00 3753760.00 5.43E-07 1.66E-06 1.38E-06 2.13E-02 5.22E-01 5.97E-02 6.03E-01 370825 3754614  RESIDENT 1.05
371191.00 3753760.00 5.28E-07 1.60E-06 1.31E-06 2.08E-02 5.04E-01 5.66E-02 5.81E-01 370835 3754614  RESIDENT 1.07
371211.00 3753760.00 5.12E-07 1.54E-06 1.23E-06 2.01E-02 4.85E-01 5.34E-02 5.58E-01 370845 3754614  RESIDENT 1.10
371231.00 3753760.00 4.95E-07 1.48E-06 1.16E-06 1.94E-02 4.64E-01 5.03E-02 5.34E-01 370855 3754614  RESIDENT 1.12
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371251.00 3753760.00 4.76E-07 1.41E-06 1.09E-06 1.87E-02 4.44E-01 4.72E-02 5.09E-01 370865 3754614  RESIDENT 1.14
371271.00 3753760.00 4.57E-07 1.34E-06 1.02E-06 1.79E-02 4.23E-01 4.43E-02 4.85E-01 370875 3754614  RESIDENT 1.17
371291.00 3753760.00 4.37E-07 1.28E-06 9.61E-07 1.72E-02 4.02E-01 4.16E-02 4.61E-01 370885 3754614  RESIDENT 1.19
371311.00 3753760.00 4.17E-07 1.21E-06 9.03E-07 1.64E-02 3.82E-01 3.91E-02 4.37E-01 370895 3754614  RESIDENT 1.22
371331.00 3753760.00 3.97E-07 1.15E-06 8.49E-07 1.56E-02 3.62E-01 3.67E-02 4.14E-01 370905 3754614  RESIDENT 1.25
371351.00 3753760.00 3.77E-07 1.09E-06 8.00E-07 1.48E-02 3.43E-01 3.46E-02 3.93E-01 370915 3754614  RESIDENT 1.29
371371.00 3753760.00 3.58E-07 1.04E-06 7.55E-07 1.41E-02 3.25E-01 3.27E-02 3.72E-01 370745 3754624  RESIDENT 0.87
371391.00 3753760.00 3.39E-07 9.81E-07 7.15E-07 1.33E-02 3.08E-01 3.09E-02 3.53E-01 370755 3754624  RESIDENT 0.88
371411.00 3753760.00 3.21E-07 9.30E-07 6.79E-07 1.26E-02 2.92E-01 2.94E-02 3.34E-01 370765 3754624  RESIDENT 0.90
371431.00 3753760.00 3.04E-07 8.82E-07 6.45E-07 1.20E-02 2.77E-01 2.79E-02 3.17E-01 370775 3754624  RESIDENT 0.92
371451.00 3753760.00 2.89E-07 8.38E-07 6.15E-07 1.13E-02 2.63E-01 2.66E-02 3.01E-01 370785 3754624  RESIDENT 0.93
371471.00 3753760.00 2.74E-07 7.97E-07 5.86E-07 1.08E-02 2.50E-01 2.53E-02 2.87E-01 370795 3754624  RESIDENT 0.95
371491.00 3753760.00 2.61E-07 7.58E-07 5.59E-07 1.02E-02 2.38E-01 2.42E-02 2.73E-01 370805 3754624  RESIDENT 0.97
371511.00 3753760.00 2.49E-07 7.23E-07 5.33E-07 9.77E-03 2.27E-01 2.31E-02 2.60E-01 370815 3754624  RESIDENT 0.99
371531.00 3753760.00 2.37E-07 6.90E-07 5.09E-07 9.33E-03 2.17E-01 2.20E-02 2.48E-01 370825 3754624  RESIDENT 1.01
371551.00 3753760.00 2.27E-07 6.60E-07 4.85E-07 8.92E-03 2.07E-01 2.10E-02 2.37E-01 370835 3754624  RESIDENT 1.02
371571.00 3753760.00 2.18E-07 6.32E-07 4.63E-07 8.56E-03 1.99E-01 2.00E-02 2.27E-01 370845 3754624  RESIDENT 1.05
371591.00 3753760.00 2.09E-07 6.06E-07 4.42E-07 8.21E-03 1.90E-01 1.91E-02 2.18E-01 370855 3754624  RESIDENT 1.08
371611.00 3753760.00 2.01E-07 5.81E-07 4.23E-07 7.90E-03 1.83E-01 1.83E-02 2.09E-01 370865 3754624  RESIDENT 1.10
371631.00 3753760.00 1.93E-07 5.58E-07 4.04E-07 7.60E-03 1.75E-01 1.75E-02 2.01E-01 370875 3754624  RESIDENT 1.12
371651.00 3753760.00 1.86E-07 5.36E-07 3.87E-07 7.32E-03 1.69E-01 1.67E-02 1.93E-01 370885 3754624  RESIDENT 1.14
371671.00 3753760.00 1.79E-07 5.16E-07 3.70E-07 7.05E-03 1.62E-01 1.60E-02 1.85E-01 370895 3754624  RESIDENT 1.17
371691.00 3753760.00 1.73E-07 4.96E-07 3.55E-07 6.79E-03 1.56E-01 1.53E-02 1.78E-01 370905 3754624  RESIDENT 1.20
371711.00 3753760.00 1.66E-07 4.77E-07 3.40E-07 6.54E-03 1.50E-01 1.47E-02 1.71E-01 370915 3754624  RESIDENT 1.23
371731.00 3753760.00 1.60E-07 4.59E-07 3.27E-07 6.30E-03 1.44E-01 1.41E-02 1.65E-01 370745 3754634  RESIDENT 0.84
371751.00 3753760.00 1.54E-07 4.42E-07 3.15E-07 6.06E-03 1.39E-01 1.36E-02 1.59E-01 370755 3754634  RESIDENT 0.85
371771.00 3753760.00 1.49E-07 4.26E-07 3.03E-07 5.84E-03 1.34E-01 1.31E-02 1.53E-01 370765 3754634  RESIDENT 0.87
371791.00 3753760.00 1.43E-07 4.10E-07 2.93E-07 5.62E-03 1.29E-01 1.27E-02 1.47E-01 370775 3754634  RESIDENT 0.88
371811.00 3753760.00 1.38E-07 3.95E-07 2.83E-07 5.41E-03 1.24E-01 1.22E-02 1.42E-01 370785 3754634  RESIDENT 0.90
371831.00 3753760.00 1.33E-07 3.81E-07 2.74E-07 5.21E-03 1.20E-01 1.19E-02 1.37E-01 370795 3754634  RESIDENT 0.92
370571.00 3753780.00 4.47E-07 1.42E-06 1.27E-06 1.76E-02 4.46E-01 5.49E-02 5.19E-01 370805 3754634  RESIDENT 0.91
370591.00 3753780.00 4.59E-07 1.46E-06 1.31E-06 1.80E-02 4.58E-01 5.66E-02 5.33E-01 370815 3754634  RESIDENT 0.93
370611.00 3753780.00 4.70E-07 1.50E-06 1.35E-06 1.85E-02 4.71E-01 5.84E-02 5.48E-01 370825 3754634  RESIDENT 0.95
370631.00 3753780.00 4.82E-07 1.54E-06 1.39E-06 1.89E-02 4.84E-01 6.02E-02 5.63E-01 370835 3754634  RESIDENT 0.96
370651.00 3753780.00 4.94E-07 1.58E-06 1.44E-06 1.94E-02 4.97E-01 6.21E-02 5.79E-01 370845 3754634  RESIDENT 1.01
370671.00 3753780.00 5.06E-07 1.62E-06 1.48E-06 1.99E-02 5.10E-01 6.40E-02 5.94E-01 370855 3754634  RESIDENT 1.03
370691.00 3753780.00 5.17E-07 1.66E-06 1.52E-06 2.03E-02 5.22E-01 6.57E-02 6.08E-01 370865 3754634  RESIDENT 1.05
370711.00 3753780.00 5.29E-07 1.70E-06 1.56E-06 2.08E-02 5.36E-01 6.76E-02 6.24E-01 370875 3754634  RESIDENT 1.07
370731.00 3753780.00 5.41E-07 1.75E-06 1.61E-06 2.12E-02 5.49E-01 6.95E-02 6.40E-01 370885 3754634  RESIDENT 1.10
370751.00 3753780.00 5.53E-07 1.79E-06 1.65E-06 2.17E-02 5.62E-01 7.15E-02 6.56E-01 370895 3754634  RESIDENT 1.12
370771.00 3753780.00 5.65E-07 1.83E-06 1.70E-06 2.22E-02 5.76E-01 7.35E-02 6.72E-01 370905 3754634  RESIDENT 1.15
370791.00 3753780.00 5.76E-07 1.87E-06 1.74E-06 2.26E-02 5.89E-01 7.54E-02 6.87E-01 370915 3754634  RESIDENT 1.18
370811.00 3753780.00 5.87E-07 1.91E-06 1.78E-06 2.31E-02 6.01E-01 7.72E-02 7.01E-01 370745 3754644  RESIDENT 0.79
370831.00 3753780.00 5.98E-07 1.95E-06 1.83E-06 2.35E-02 6.13E-01 7.90E-02 7.15E-01 370755 3754644  RESIDENT 0.80
370851.00 3753780.00 6.08E-07 1.99E-06 1.86E-06 2.39E-02 6.24E-01 8.07E-02 7.29E-01 370765 3754644  RESIDENT 0.81
370871.00 3753780.00 6.17E-07 2.02E-06 1.90E-06 2.42E-02 6.34E-01 8.21E-02 7.40E-01 370775 3754644  RESIDENT 0.83
370891.00 3753780.00 6.25E-07 2.05E-06 1.93E-06 2.45E-02 6.43E-01 8.33E-02 7.51E-01 370785 3754644  RESIDENT 0.84
370911.00 3753780.00 6.32E-07 2.07E-06 1.95E-06 2.48E-02 6.50E-01 8.43E-02 7.59E-01 370795 3754644  RESIDENT 0.86
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370931.00 3753780.00 6.37E-07 2.09E-06 1.96E-06 2.50E-02 6.56E-01 8.50E-02 7.66E-01 370805 3754644  RESIDENT 0.87
370951.00 3753780.00 6.41E-07 2.10E-06 1.97E-06 2.52E-02 6.60E-01 8.54E-02 7.70E-01 370815 3754644  RESIDENT 0.88
370971.00 3753780.00 6.44E-07 2.11E-06 1.97E-06 2.53E-02 6.62E-01 8.54E-02 7.72E-01 370825 3754644  RESIDENT 0.90
370991.00 3753780.00 6.46E-07 2.11E-06 1.97E-06 2.54E-02 6.63E-01 8.52E-02 7.73E-01 370835 3754644  RESIDENT 0.91
371011.00 3753780.00 6.47E-07 2.10E-06 1.95E-06 2.54E-02 6.61E-01 8.46E-02 7.71E-01 370845 3754644  RESIDENT 0.97
371031.00 3753780.00 6.46E-07 2.09E-06 1.93E-06 2.54E-02 6.57E-01 8.35E-02 7.66E-01 370855 3754644  RESIDENT 0.99
371051.00 3753780.00 6.43E-07 2.07E-06 1.90E-06 2.52E-02 6.51E-01 8.20E-02 7.58E-01 370865 3754644  RESIDENT 1.01
371071.00 3753780.00 6.38E-07 2.04E-06 1.85E-06 2.51E-02 6.43E-01 8.01E-02 7.48E-01 370875 3754644  RESIDENT 1.03
371091.00 3753780.00 6.31E-07 2.01E-06 1.80E-06 2.48E-02 6.32E-01 7.78E-02 7.34E-01 370885 3754644  RESIDENT 1.05
371111.00 3753780.00 6.23E-07 1.97E-06 1.74E-06 2.45E-02 6.19E-01 7.52E-02 7.19E-01 370895 3754644  RESIDENT 1.07
371131.00 3753780.00 6.14E-07 1.92E-06 1.67E-06 2.41E-02 6.05E-01 7.24E-02 7.01E-01 370905 3754644  RESIDENT 1.10
371151.00 3753780.00 6.02E-07 1.87E-06 1.60E-06 2.36E-02 5.88E-01 6.92E-02 6.81E-01 370915 3754644  RESIDENT 1.13
371171.00 3753780.00 5.88E-07 1.81E-06 1.52E-06 2.31E-02 5.69E-01 6.58E-02 6.58E-01 370745 3754654  RESIDENT 0.76
371191.00 3753780.00 5.72E-07 1.75E-06 1.44E-06 2.25E-02 5.48E-01 6.22E-02 6.33E-01 370755 3754654  RESIDENT 0.77
371211.00 3753780.00 5.54E-07 1.68E-06 1.36E-06 2.18E-02 5.27E-01 5.87E-02 6.07E-01 370765 3754654  RESIDENT 0.78
371231.00 3753780.00 5.35E-07 1.60E-06 1.27E-06 2.10E-02 5.04E-01 5.51E-02 5.80E-01 370775 3754654  RESIDENT 0.80
371251.00 3753780.00 5.15E-07 1.53E-06 1.19E-06 2.02E-02 4.81E-01 5.17E-02 5.53E-01 370785 3754654  RESIDENT 0.81
371271.00 3753780.00 4.93E-07 1.46E-06 1.12E-06 1.94E-02 4.58E-01 4.84E-02 5.26E-01 370795 3754654  RESIDENT 0.82
371291.00 3753780.00 4.71E-07 1.38E-06 1.05E-06 1.85E-02 4.35E-01 4.53E-02 4.99E-01 370805 3754654  RESIDENT 0.84
371311.00 3753780.00 4.49E-07 1.31E-06 9.80E-07 1.76E-02 4.12E-01 4.24E-02 4.72E-01 370815 3754654  RESIDENT 0.85
371331.00 3753780.00 4.27E-07 1.24E-06 9.19E-07 1.68E-02 3.91E-01 3.98E-02 4.47E-01 370825 3754654  RESIDENT 0.86
371351.00 3753780.00 4.06E-07 1.18E-06 8.64E-07 1.59E-02 3.70E-01 3.74E-02 4.23E-01 370835 3754654  RESIDENT 0.88
371371.00 3753780.00 3.84E-07 1.11E-06 8.15E-07 1.51E-02 3.50E-01 3.53E-02 4.00E-01 370845 3754654  RESIDENT 0.94
371391.00 3753780.00 3.64E-07 1.05E-06 7.70E-07 1.43E-02 3.31E-01 3.33E-02 3.79E-01 370855 3754654  RESIDENT 0.95
371411.00 3753780.00 3.44E-07 9.98E-07 7.30E-07 1.35E-02 3.14E-01 3.16E-02 3.59E-01 370865 3754654  RESIDENT 0.97
371431.00 3753780.00 3.26E-07 9.45E-07 6.92E-07 1.28E-02 2.97E-01 3.00E-02 3.40E-01 370875 3754654  RESIDENT 0.99
371451.00 3753780.00 3.09E-07 8.96E-07 6.58E-07 1.21E-02 2.82E-01 2.85E-02 3.22E-01 370885 3754654  RESIDENT 1.01
371471.00 3753780.00 2.93E-07 8.51E-07 6.26E-07 1.15E-02 2.67E-01 2.71E-02 3.06E-01 370895 3754654  RESIDENT 1.03
371491.00 3753780.00 2.78E-07 8.09E-07 5.96E-07 1.09E-02 2.54E-01 2.58E-02 2.91E-01 370905 3754654  RESIDENT 1.05
371511.00 3753780.00 2.65E-07 7.70E-07 5.68E-07 1.04E-02 2.42E-01 2.46E-02 2.77E-01 370915 3754654  RESIDENT 1.08
371531.00 3753780.00 2.53E-07 7.34E-07 5.40E-07 9.92E-03 2.31E-01 2.34E-02 2.64E-01 370745 3754664  RESIDENT 0.74
371551.00 3753780.00 2.41E-07 7.01E-07 5.14E-07 9.48E-03 2.20E-01 2.22E-02 2.52E-01 370755 3754664  RESIDENT 0.74
371571.00 3753780.00 2.31E-07 6.69E-07 4.90E-07 9.07E-03 2.10E-01 2.12E-02 2.41E-01 370765 3754664  RESIDENT 0.76
371591.00 3753780.00 2.22E-07 6.42E-07 4.67E-07 8.71E-03 2.02E-01 2.02E-02 2.31E-01 370775 3754664  RESIDENT 0.77
371611.00 3753780.00 2.13E-07 6.14E-07 4.46E-07 8.36E-03 1.93E-01 1.93E-02 2.21E-01 370785 3754664  RESIDENT 0.78
371631.00 3753780.00 2.04E-07 5.89E-07 4.26E-07 8.03E-03 1.85E-01 1.84E-02 2.12E-01 370795 3754664  RESIDENT 0.79
371651.00 3753780.00 1.97E-07 5.66E-07 4.07E-07 7.72E-03 1.78E-01 1.76E-02 2.03E-01 370805 3754664  RESIDENT 0.81
371671.00 3753780.00 1.89E-07 5.42E-07 3.89E-07 7.42E-03 1.70E-01 1.68E-02 1.95E-01 370815 3754664  RESIDENT 0.82
371691.00 3753780.00 1.82E-07 5.21E-07 3.73E-07 7.13E-03 1.64E-01 1.61E-02 1.87E-01 370825 3754664  RESIDENT 0.83
371711.00 3753780.00 1.75E-07 5.01E-07 3.58E-07 6.86E-03 1.58E-01 1.55E-02 1.80E-01 370835 3754664  RESIDENT 0.85
371731.00 3753780.00 1.68E-07 4.82E-07 3.44E-07 6.60E-03 1.51E-01 1.49E-02 1.73E-01 370845 3754664  RESIDENT 0.90
371751.00 3753780.00 1.61E-07 4.63E-07 3.31E-07 6.34E-03 1.46E-01 1.43E-02 1.66E-01 370855 3754664  RESIDENT 0.92
371771.00 3753780.00 1.55E-07 4.46E-07 3.20E-07 6.10E-03 1.40E-01 1.38E-02 1.60E-01 370865 3754664  RESIDENT 0.93
371791.00 3753780.00 1.49E-07 4.30E-07 3.09E-07 5.87E-03 1.35E-01 1.34E-02 1.54E-01 370875 3754664  RESIDENT 0.95
371811.00 3753780.00 1.43E-07 4.14E-07 2.99E-07 5.64E-03 1.30E-01 1.29E-02 1.49E-01 370885 3754664  RESIDENT 0.97
371831.00 3753780.00 1.38E-07 3.99E-07 2.90E-07 5.42E-03 1.25E-01 1.25E-02 1.43E-01 370895 3754664  RESIDENT 0.99
370571.00 3753800.00 4.61E-07 1.47E-06 1.32E-06 1.81E-02 4.61E-01 5.70E-02 5.36E-01 370905 3754664  RESIDENT 1.01
370591.00 3753800.00 4.74E-07 1.51E-06 1.36E-06 1.86E-02 4.75E-01 5.88E-02 5.52E-01 370915 3754664  RESIDENT 1.04
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370611.00 3753800.00 4.86E-07 1.55E-06 1.40E-06 1.91E-02 4.88E-01 6.08E-02 5.68E-01
370631.00 3753800.00 4.99E-07 1.60E-06 1.45E-06 1.96E-02 5.02E-01 6.28E-02 5.85E-01
370651.00 3753800.00 5.13E-07 1.65E-06 1.50E-06 2.01E-02 5.17E-01 6.49E-02 6.02E-01
370671.00 3753800.00 5.26E-07 1.69E-06 1.55E-06 2.07E-02 5.32E-01 6.70E-02 6.20E-01
370691.00 3753800.00 5.38E-07 1.74E-06 1.60E-06 2.12E-02 5.46E-01 6.91E-02 6.36E-01
370711.00 3753800.00 5.52E-07 1.78E-06 1.65E-06 2.17E-02 5.61E-01 7.12E-02 6.54E-01
370731.00 3753800.00 5.65E-07 1.83E-06 1.70E-06 2.22E-02 5.76E-01 7.34E-02 6.72E-01
370751.00 3753800.00 5.79E-07 1.88E-06 1.75E-06 2.27E-02 5.92E-01 7.58E-02 6.90E-01
370771.00 3753800.00 5.97E-07 1.95E-06 1.82E-06 2.34E-02 6.11E-01 7.87E-02 7.14E-01
370791.00 3753800.00 6.10E-07 1.99E-06 1.87E-06 2.40E-02 6.27E-01 8.11E-02 7.32E-01
370811.00 3753800.00 6.23E-07 2.04E-06 1.92E-06 2.45E-02 6.41E-01 8.32E-02 7.49E-01
370831.00 3753800.00 6.34E-07 2.08E-06 1.97E-06 2.49E-02 6.55E-01 8.52E-02 7.65E-01
370851.00 3753800.00 6.45E-07 2.12E-06 2.01E-06 2.54E-02 6.67E-01 8.71E-02 7.80E-01
370871.00 3753800.00 6.55E-07 2.16E-06 2.05E-06 2.57E-02 6.79E-01 8.88E-02 7.93E-01
370891.00 3753800.00 6.64E-07 2.19E-06 2.09E-06 2.61E-02 6.88E-01 9.02E-02 8.05E-01
370911.00 3753800.00 6.73E-07 2.22E-06 2.12E-06 2.65E-02 6.98E-01 9.17E-02 8.17E-01
370931.00 3753800.00 6.80E-07 2.25E-06 2.14E-06 2.67E-02 7.06E-01 9.27E-02 8.25E-01
370951.00 3753800.00 6.86E-07 2.26E-06 2.16E-06 2.70E-02 7.12E-01 9.34E-02 8.32E-01
370971.00 3753800.00 6.90E-07 2.28E-06 2.16E-06 2.71E-02 7.15E-01 9.36E-02 8.36E-01
370991.00 3753800.00 6.93E-07 2.28E-06 2.16E-06 2.72E-02 7.17E-01 9.35E-02 8.38E-01
371011.00 3753800.00 6.96E-07 2.28E-06 2.15E-06 2.73E-02 7.18E-01 9.32E-02 8.38E-01
371031.00 3753800.00 6.95E-07 2.27E-06 2.13E-06 2.73E-02 7.14E-01 9.22E-02 8.34E-01
371051.00 3753800.00 6.92E-07 2.25E-06 2.09E-06 2.72E-02 7.07E-01 9.05E-02 8.25E-01
371071.00 3753800.00 6.85E-07 2.21E-06 2.03E-06 2.69E-02 6.95E-01 8.79E-02 8.10E-01
371091.00 3753800.00 6.79E-07 2.18E-06 1.98E-06 2.67E-02 6.85E-01 8.55E-02 7.97E-01
371111.00 3753800.00 6.70E-07 2.13E-06 1.91E-06 2.63E-02 6.70E-01 8.26E-02 7.79E-01
371131.00 3753800.00 6.65E-07 2.10E-06 1.86E-06 2.61E-02 6.61E-01 8.03E-02 7.67E-01
371151.00 3753800.00 6.53E-07 2.04E-06 1.77E-06 2.56E-02 6.42E-01 7.67E-02 7.45E-01
371171.00 3753800.00 6.38E-07 1.98E-06 1.68E-06 2.50E-02 6.22E-01 7.28E-02 7.19E-01
371191.00 3753800.00 6.20E-07 1.91E-06 1.59E-06 2.44E-02 5.99E-01 6.88E-02 6.92E-01
371211.00 3753800.00 6.01E-07 1.83E-06 1.50E-06 2.36E-02 5.75E-01 6.47E-02 6.63E-01
371231.00 3753800.00 5.81E-07 1.75E-06 1.40E-06 2.28E-02 5.50E-01 6.07E-02 6.33E-01
371251.00 3753800.00 5.58E-07 1.67E-06 1.31E-06 2.19E-02 5.24E-01 5.67E-02 6.03E-01
371271.00 3753800.00 5.35E-07 1.59E-06 1.22E-06 2.10E-02 4.98E-01 5.30E-02 5.72E-01
371291.00 3753800.00 5.11E-07 1.50E-06 1.14E-06 2.01E-02 4.73E-01 4.95E-02 5.42E-01
371311.00 3753800.00 4.86E-07 1.42E-06 1.07E-06 1.91E-02 4.47E-01 4.62E-02 5.13E-01
371331.00 3753800.00 4.55E-07 1.33E-06 9.83E-07 1.79E-02 4.17E-01 4.25E-02 4.77E-01
371351.00 3753800.00 4.35E-07 1.27E-06 9.32E-07 1.71E-02 3.98E-01 4.03E-02 4.55E-01
371371.00 3753800.00 4.13E-07 1.20E-06 8.81E-07 1.62E-02 3.77E-01 3.81E-02 4.31E-01
371391.00 3753800.00 3.91E-07 1.13E-06 8.32E-07 1.54E-02 3.57E-01 3.60E-02 4.08E-01
371411.00 3753800.00 3.69E-07 1.07E-06 7.86E-07 1.45E-02 3.37E-01 3.40E-02 3.86E-01
371431.00 3753800.00 3.49E-07 1.01E-06 7.45E-07 1.37E-02 3.19E-01 3.22E-02 3.65E-01
371451.00 3753800.00 3.30E-07 9.60E-07 7.06E-07 1.30E-02 3.02E-01 3.06E-02 3.45E-01
371471.00 3753800.00 3.13E-07 9.10E-07 6.70E-07 1.23E-02 2.86E-01 2.90E-02 3.27E-01
371491.00 3753800.00 2.97E-07 8.64E-07 6.37E-07 1.17E-02 2.72E-01 2.75E-02 3.11E-01
371511.00 3753800.00 2.83E-07 8.21E-07 6.04E-07 1.11E-02 2.58E-01 2.62E-02 2.95E-01
371531.00 3753800.00 2.69E-07 7.81E-07 5.74E-07 1.06E-02 2.46E-01 2.48E-02 2.81E-01
371551.00 3753800.00 2.57E-07 7.44E-07 5.45E-07 1.01E-02 2.34E-01 2.36E-02 2.68E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371571.00 3753800.00 2.45E-07 7.11E-07 5.19E-07 9.64E-03 2.23E-01 2.24E-02 2.56E-01
371591.00 3753800.00 2.35E-07 6.80E-07 4.94E-07 9.24E-03 2.14E-01 2.14E-02 2.44E-01
371611.00 3753800.00 2.26E-07 6.51E-07 4.71E-07 8.86E-03 2.05E-01 2.04E-02 2.34E-01
371631.00 3753800.00 2.17E-07 6.24E-07 4.50E-07 8.51E-03 1.96E-01 1.95E-02 2.24E-01
371651.00 3753800.00 2.08E-07 5.97E-07 4.29E-07 8.16E-03 1.88E-01 1.86E-02 2.15E-01
371671.00 3753800.00 1.99E-07 5.72E-07 4.10E-07 7.82E-03 1.80E-01 1.78E-02 2.05E-01
371691.00 3753800.00 1.91E-07 5.49E-07 3.93E-07 7.50E-03 1.73E-01 1.70E-02 1.97E-01
371711.00 3753800.00 1.83E-07 5.27E-07 3.78E-07 7.20E-03 1.66E-01 1.64E-02 1.89E-01
371731.00 3753800.00 1.76E-07 5.06E-07 3.64E-07 6.92E-03 1.59E-01 1.57E-02 1.82E-01
371751.00 3753800.00 1.69E-07 4.87E-07 3.51E-07 6.64E-03 1.53E-01 1.52E-02 1.75E-01
371771.00 3753800.00 1.62E-07 4.68E-07 3.39E-07 6.37E-03 1.47E-01 1.47E-02 1.68E-01
371791.00 3753800.00 1.56E-07 4.51E-07 3.29E-07 6.13E-03 1.42E-01 1.42E-02 1.62E-01
371811.00 3753800.00 1.50E-07 4.35E-07 3.19E-07 5.89E-03 1.37E-01 1.38E-02 1.56E-01
371831.00 3753800.00 1.44E-07 4.19E-07 3.10E-07 5.66E-03 1.32E-01 1.34E-02 1.51E-01
370571.00 3753820.00 4.77E-07 1.52E-06 1.37E-06 1.87E-02 4.78E-01 5.92E-02 5.56E-01
370591.00 3753820.00 4.90E-07 1.57E-06 1.42E-06 1.93E-02 4.92E-01 6.13E-02 5.73E-01
370611.00 3753820.00 5.03E-07 1.61E-06 1.46E-06 1.98E-02 5.07E-01 6.33E-02 5.90E-01
370631.00 3753820.00 5.16E-07 1.66E-06 1.51E-06 2.03E-02 5.21E-01 6.54E-02 6.07E-01
370651.00 3753820.00 5.31E-07 1.71E-06 1.57E-06 2.09E-02 5.37E-01 6.77E-02 6.26E-01
370671.00 3753820.00 5.46E-07 1.76E-06 1.62E-06 2.14E-02 5.54E-01 7.01E-02 6.45E-01
370691.00 3753820.00 5.61E-07 1.82E-06 1.68E-06 2.21E-02 5.71E-01 7.26E-02 6.66E-01
370711.00 3753820.00 5.76E-07 1.87E-06 1.73E-06 2.26E-02 5.88E-01 7.51E-02 6.85E-01
370731.00 3753820.00 5.91E-07 1.92E-06 1.79E-06 2.32E-02 6.04E-01 7.76E-02 7.05E-01
370751.00 3753820.00 6.06E-07 1.98E-06 1.85E-06 2.38E-02 6.22E-01 8.01E-02 7.26E-01
370771.00 3753820.00 6.26E-07 2.05E-06 1.93E-06 2.46E-02 6.44E-01 8.35E-02 7.52E-01
370791.00 3753820.00 6.41E-07 2.11E-06 1.99E-06 2.52E-02 6.62E-01 8.63E-02 7.74E-01
370811.00 3753820.00 6.56E-07 2.16E-06 2.05E-06 2.58E-02 6.79E-01 8.88E-02 7.93E-01
370831.00 3753820.00 6.70E-07 2.21E-06 2.11E-06 2.63E-02 6.95E-01 9.13E-02 8.13E-01
370851.00 3753820.00 6.83E-07 2.26E-06 2.17E-06 2.68E-02 7.11E-01 9.37E-02 8.31E-01
370871.00 3753820.00 6.96E-07 2.31E-06 2.22E-06 2.73E-02 7.25E-01 9.59E-02 8.48E-01
370891.00 3753820.00 7.06E-07 2.35E-06 2.26E-06 2.78E-02 7.37E-01 9.78E-02 8.63E-01
370911.00 3753820.00 7.19E-07 2.39E-06 2.31E-06 2.83E-02 7.52E-01 1.00E-01 8.80E-01
370931.00 3753820.00 7.27E-07 2.42E-06 2.34E-06 2.86E-02 7.60E-01 1.01E-01 8.90E-01
370951.00 3753820.00 7.35E-07 2.45E-06 2.36E-06 2.89E-02 7.69E-01 1.02E-01 9.00E-01
370971.00 3753820.00 7.41E-07 2.46E-06 2.38E-06 2.91E-02 7.74E-01 1.03E-01 9.06E-01
370991.00 3753820.00 7.47E-07 2.48E-06 2.39E-06 2.94E-02 7.80E-01 1.03E-01 9.13E-01
371011.00 3753820.00 7.50E-07 2.49E-06 2.39E-06 2.95E-02 7.81E-01 1.03E-01 9.14E-01
371031.00 3753820.00 7.51E-07 2.48E-06 2.37E-06 2.95E-02 7.80E-01 1.02E-01 9.12E-01
371051.00 3753820.00 7.49E-07 2.46E-06 2.33E-06 2.94E-02 7.73E-01 1.01E-01 9.04E-01
371071.00 3753820.00 7.34E-07 2.39E-06 2.23E-06 2.88E-02 7.52E-01 9.65E-02 8.77E-01
371091.00 3753820.00 7.30E-07 2.36E-06 2.18E-06 2.87E-02 7.43E-01 9.42E-02 8.65E-01
371111.00 3753820.00 7.23E-07 2.32E-06 2.11E-06 2.84E-02 7.30E-01 9.13E-02 8.50E-01
371131.00 3753820.00 7.23E-07 2.31E-06 2.07E-06 2.84E-02 7.25E-01 8.96E-02 8.43E-01
371151.00 3753820.00 7.10E-07 2.24E-06 1.98E-06 2.79E-02 7.05E-01 8.56E-02 8.19E-01
371171.00 3753820.00 6.94E-07 2.17E-06 1.88E-06 2.73E-02 6.82E-01 8.12E-02 7.91E-01
371191.00 3753820.00 6.76E-07 2.09E-06 1.77E-06 2.65E-02 6.57E-01 7.65E-02 7.60E-01
371211.00 3753820.00 6.55E-07 2.00E-06 1.66E-06 2.57E-02 6.30E-01 7.18E-02 7.28E-01
371231.00 3753820.00 6.32E-07 1.92E-06 1.55E-06 2.48E-02 6.02E-01 6.72E-02 6.94E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y
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Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371251.00 3753820.00 6.08E-07 1.82E-06 1.45E-06 2.39E-02 5.73E-01 6.26E-02 6.60E-01
371271.00 3753820.00 5.82E-07 1.73E-06 1.35E-06 2.29E-02 5.44E-01 5.83E-02 6.25E-01
371291.00 3753820.00 5.55E-07 1.64E-06 1.25E-06 2.18E-02 5.15E-01 5.43E-02 5.91E-01
371311.00 3753820.00 5.28E-07 1.55E-06 1.17E-06 2.07E-02 4.87E-01 5.06E-02 5.58E-01
371331.00 3753820.00 4.97E-07 1.45E-06 1.08E-06 1.95E-02 4.57E-01 4.68E-02 5.23E-01
371351.00 3753820.00 4.71E-07 1.37E-06 1.01E-06 1.85E-02 4.31E-01 4.39E-02 4.94E-01
371371.00 3753820.00 4.46E-07 1.30E-06 9.56E-07 1.75E-02 4.08E-01 4.13E-02 4.67E-01
371391.00 3753820.00 4.22E-07 1.23E-06 9.01E-07 1.66E-02 3.85E-01 3.90E-02 4.41E-01
371411.00 3753820.00 3.98E-07 1.16E-06 8.50E-07 1.56E-02 3.63E-01 3.68E-02 4.16E-01
371431.00 3753820.00 3.75E-07 1.09E-06 8.03E-07 1.47E-02 3.43E-01 3.47E-02 3.92E-01
371451.00 3753820.00 3.55E-07 1.03E-06 7.59E-07 1.39E-02 3.24E-01 3.29E-02 3.71E-01
371471.00 3753820.00 3.36E-07 9.76E-07 7.19E-07 1.32E-02 3.07E-01 3.11E-02 3.51E-01
371491.00 3753820.00 3.18E-07 9.25E-07 6.81E-07 1.25E-02 2.91E-01 2.95E-02 3.33E-01
371511.00 3753820.00 3.02E-07 8.77E-07 6.45E-07 1.19E-02 2.76E-01 2.79E-02 3.16E-01
371531.00 3753820.00 2.87E-07 8.34E-07 6.11E-07 1.13E-02 2.62E-01 2.64E-02 3.00E-01
371551.00 3753820.00 2.74E-07 7.94E-07 5.80E-07 1.08E-02 2.49E-01 2.51E-02 2.85E-01
371571.00 3753820.00 2.62E-07 7.57E-07 5.51E-07 1.03E-02 2.38E-01 2.38E-02 2.72E-01
371591.00 3753820.00 2.50E-07 7.23E-07 5.24E-07 9.83E-03 2.27E-01 2.27E-02 2.60E-01
371611.00 3753820.00 2.39E-07 6.90E-07 4.99E-07 9.40E-03 2.17E-01 2.16E-02 2.48E-01
371631.00 3753820.00 2.29E-07 6.61E-07 4.77E-07 9.01E-03 2.08E-01 2.06E-02 2.37E-01
371651.00 3753820.00 2.20E-07 6.33E-07 4.56E-07 8.63E-03 1.99E-01 1.97E-02 2.27E-01
371671.00 3753820.00 2.10E-07 6.06E-07 4.36E-07 8.27E-03 1.90E-01 1.89E-02 2.18E-01
371691.00 3753820.00 2.01E-07 5.80E-07 4.18E-07 7.91E-03 1.82E-01 1.81E-02 2.08E-01
371711.00 3753820.00 1.93E-07 5.56E-07 4.02E-07 7.58E-03 1.75E-01 1.74E-02 2.00E-01
371731.00 3753820.00 1.85E-07 5.34E-07 3.88E-07 7.26E-03 1.68E-01 1.68E-02 1.92E-01
371751.00 3753820.00 1.77E-07 5.13E-07 3.75E-07 6.95E-03 1.61E-01 1.62E-02 1.84E-01
371771.00 3753820.00 1.70E-07 4.93E-07 3.63E-07 6.67E-03 1.55E-01 1.57E-02 1.77E-01
371791.00 3753820.00 1.63E-07 4.75E-07 3.53E-07 6.40E-03 1.49E-01 1.53E-02 1.71E-01
371811.00 3753820.00 1.56E-07 4.57E-07 3.43E-07 6.14E-03 1.44E-01 1.48E-02 1.65E-01
371831.00 3753820.00 1.50E-07 4.41E-07 3.34E-07 5.89E-03 1.39E-01 1.44E-02 1.59E-01
370571.00 3753840.00 4.92E-07 1.57E-06 1.42E-06 1.93E-02 4.94E-01 6.15E-02 5.75E-01
370591.00 3753840.00 5.07E-07 1.62E-06 1.47E-06 1.99E-02 5.10E-01 6.38E-02 5.94E-01
370611.00 3753840.00 5.21E-07 1.67E-06 1.53E-06 2.05E-02 5.26E-01 6.61E-02 6.13E-01
370631.00 3753840.00 5.36E-07 1.73E-06 1.58E-06 2.10E-02 5.42E-01 6.84E-02 6.32E-01
370651.00 3753840.00 5.50E-07 1.77E-06 1.63E-06 2.16E-02 5.58E-01 7.06E-02 6.50E-01
370671.00 3753840.00 5.66E-07 1.83E-06 1.69E-06 2.22E-02 5.76E-01 7.33E-02 6.71E-01
370691.00 3753840.00 5.84E-07 1.89E-06 1.76E-06 2.29E-02 5.95E-01 7.61E-02 6.95E-01
370711.00 3753840.00 6.01E-07 1.96E-06 1.83E-06 2.36E-02 6.15E-01 7.91E-02 7.18E-01
370731.00 3753840.00 6.17E-07 2.02E-06 1.89E-06 2.42E-02 6.34E-01 8.18E-02 7.40E-01
370751.00 3753840.00 6.34E-07 2.08E-06 1.96E-06 2.49E-02 6.53E-01 8.48E-02 7.63E-01
370771.00 3753840.00 6.53E-07 2.15E-06 2.04E-06 2.57E-02 6.75E-01 8.81E-02 7.89E-01
370791.00 3753840.00 6.71E-07 2.21E-06 2.11E-06 2.64E-02 6.96E-01 9.13E-02 8.13E-01
370811.00 3753840.00 6.88E-07 2.28E-06 2.18E-06 2.70E-02 7.16E-01 9.43E-02 8.37E-01
370831.00 3753840.00 7.04E-07 2.34E-06 2.25E-06 2.77E-02 7.35E-01 9.73E-02 8.60E-01
370851.00 3753840.00 7.21E-07 2.40E-06 2.32E-06 2.83E-02 7.54E-01 1.00E-01 8.82E-01
370871.00 3753840.00 7.36E-07 2.45E-06 2.38E-06 2.89E-02 7.72E-01 1.03E-01 9.04E-01
370891.00 3753840.00 7.50E-07 2.51E-06 2.44E-06 2.95E-02 7.88E-01 1.06E-01 9.24E-01
370911.00 3753840.00 7.64E-07 2.56E-06 2.50E-06 3.00E-02 8.05E-01 1.08E-01 9.43E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370931.00 3753840.00 7.77E-07 2.61E-06 2.55E-06 3.05E-02 8.20E-01 1.10E-01 9.60E-01
370951.00 3753840.00 7.87E-07 2.65E-06 2.59E-06 3.09E-02 8.32E-01 1.12E-01 9.75E-01
370971.00 3753840.00 7.95E-07 2.67E-06 2.62E-06 3.12E-02 8.40E-01 1.13E-01 9.85E-01
370991.00 3753840.00 8.05E-07 2.70E-06 2.65E-06 3.16E-02 8.49E-01 1.15E-01 9.96E-01
371011.00 3753840.00 8.10E-07 2.72E-06 2.65E-06 3.18E-02 8.53E-01 1.15E-01 1.00E+00
371031.00 3753840.00 8.13E-07 2.72E-06 2.64E-06 3.19E-02 8.54E-01 1.14E-01 1.00E+00
371051.00 3753840.00 8.13E-07 2.70E-06 2.61E-06 3.19E-02 8.50E-01 1.13E-01 9.95E-01
371071.00 3753840.00 7.91E-07 2.61E-06 2.48E-06 3.11E-02 8.20E-01 1.07E-01 9.58E-01
371091.00 3753840.00 7.90E-07 2.59E-06 2.43E-06 3.11E-02 8.14E-01 1.05E-01 9.50E-01
371111.00 3753840.00 7.86E-07 2.55E-06 2.37E-06 3.09E-02 8.03E-01 1.02E-01 9.36E-01
371131.00 3753840.00 7.88E-07 2.54E-06 2.33E-06 3.10E-02 7.99E-01 1.01E-01 9.31E-01
371151.00 3753840.00 7.75E-07 2.47E-06 2.22E-06 3.04E-02 7.78E-01 9.61E-02 9.04E-01
371171.00 3753840.00 7.58E-07 2.39E-06 2.10E-06 2.98E-02 7.52E-01 9.10E-02 8.73E-01
371191.00 3753840.00 7.38E-07 2.30E-06 1.98E-06 2.90E-02 7.24E-01 8.57E-02 8.39E-01
371211.00 3753840.00 7.16E-07 2.21E-06 1.85E-06 2.81E-02 6.94E-01 8.02E-02 8.02E-01
371231.00 3753840.00 6.91E-07 2.11E-06 1.73E-06 2.71E-02 6.62E-01 7.48E-02 7.64E-01
371251.00 3753840.00 6.64E-07 2.00E-06 1.61E-06 2.61E-02 6.29E-01 6.95E-02 7.25E-01
371271.00 3753840.00 6.35E-07 1.90E-06 1.49E-06 2.50E-02 5.96E-01 6.45E-02 6.86E-01
371291.00 3753840.00 6.05E-07 1.79E-06 1.38E-06 2.38E-02 5.64E-01 5.98E-02 6.48E-01
371311.00 3753840.00 5.75E-07 1.69E-06 1.28E-06 2.26E-02 5.32E-01 5.56E-02 6.10E-01
371331.00 3753840.00 5.42E-07 1.59E-06 1.19E-06 2.13E-02 4.99E-01 5.15E-02 5.72E-01
371351.00 3753840.00 5.12E-07 1.50E-06 1.11E-06 2.01E-02 4.70E-01 4.81E-02 5.38E-01
371371.00 3753840.00 4.84E-07 1.41E-06 1.04E-06 1.90E-02 4.43E-01 4.51E-02 5.07E-01
371391.00 3753840.00 4.56E-07 1.33E-06 9.79E-07 1.79E-02 4.17E-01 4.24E-02 4.78E-01
371411.00 3753840.00 4.30E-07 1.25E-06 9.21E-07 1.69E-02 3.93E-01 3.99E-02 4.50E-01
371431.00 3753840.00 4.05E-07 1.18E-06 8.67E-07 1.59E-02 3.70E-01 3.75E-02 4.24E-01
371451.00 3753840.00 3.82E-07 1.11E-06 8.18E-07 1.50E-02 3.49E-01 3.54E-02 4.00E-01
371471.00 3753840.00 3.61E-07 1.05E-06 7.73E-07 1.42E-02 3.30E-01 3.34E-02 3.77E-01
371491.00 3753840.00 3.41E-07 9.92E-07 7.30E-07 1.34E-02 3.12E-01 3.16E-02 3.57E-01
371511.00 3753840.00 3.24E-07 9.40E-07 6.90E-07 1.27E-02 2.95E-01 2.99E-02 3.38E-01
371531.00 3753840.00 3.07E-07 8.92E-07 6.53E-07 1.21E-02 2.80E-01 2.82E-02 3.21E-01
371551.00 3753840.00 2.93E-07 8.48E-07 6.19E-07 1.15E-02 2.67E-01 2.68E-02 3.05E-01
371571.00 3753840.00 2.79E-07 8.08E-07 5.88E-07 1.10E-02 2.54E-01 2.54E-02 2.90E-01
371591.00 3753840.00 2.67E-07 7.70E-07 5.59E-07 1.05E-02 2.42E-01 2.42E-02 2.77E-01
371611.00 3753840.00 2.54E-07 7.34E-07 5.32E-07 9.99E-03 2.31E-01 2.30E-02 2.64E-01
371631.00 3753840.00 2.43E-07 7.02E-07 5.08E-07 9.55E-03 2.21E-01 2.20E-02 2.52E-01
371651.00 3753840.00 2.32E-07 6.71E-07 4.86E-07 9.13E-03 2.11E-01 2.10E-02 2.41E-01
371671.00 3753840.00 2.22E-07 6.42E-07 4.66E-07 8.73E-03 2.02E-01 2.02E-02 2.31E-01
371691.00 3753840.00 2.13E-07 6.15E-07 4.49E-07 8.35E-03 1.93E-01 1.94E-02 2.21E-01
371711.00 3753840.00 2.03E-07 5.90E-07 4.33E-07 7.99E-03 1.85E-01 1.87E-02 2.12E-01
371731.00 3753840.00 1.94E-07 5.65E-07 4.18E-07 7.63E-03 1.78E-01 1.81E-02 2.03E-01
371751.00 3753840.00 1.86E-07 5.42E-07 4.04E-07 7.29E-03 1.70E-01 1.75E-02 1.95E-01
371771.00 3753840.00 1.78E-07 5.21E-07 3.93E-07 6.98E-03 1.64E-01 1.70E-02 1.88E-01
371791.00 3753840.00 1.70E-07 5.02E-07 3.82E-07 6.69E-03 1.58E-01 1.65E-02 1.81E-01
371811.00 3753840.00 1.63E-07 4.84E-07 3.73E-07 6.41E-03 1.52E-01 1.61E-02 1.75E-01
371831.00 3753840.00 1.56E-07 4.66E-07 3.64E-07 6.15E-03 1.46E-01 1.57E-02 1.68E-01
370571.00 3753860.00 5.06E-07 1.62E-06 1.47E-06 1.99E-02 5.10E-01 6.37E-02 5.93E-01
370591.00 3753860.00 5.22E-07 1.68E-06 1.53E-06 2.05E-02 5.27E-01 6.62E-02 6.14E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370611.00 3753860.00 5.39E-07 1.74E-06 1.59E-06 2.12E-02 5.46E-01 6.88E-02 6.36E-01
370631.00 3753860.00 5.55E-07 1.79E-06 1.65E-06 2.18E-02 5.63E-01 7.13E-02 6.56E-01
370651.00 3753860.00 5.72E-07 1.85E-06 1.71E-06 2.25E-02 5.82E-01 7.41E-02 6.79E-01
370671.00 3753860.00 5.91E-07 1.92E-06 1.78E-06 2.32E-02 6.03E-01 7.72E-02 7.03E-01
370691.00 3753860.00 6.08E-07 1.98E-06 1.85E-06 2.39E-02 6.23E-01 8.02E-02 7.27E-01
370711.00 3753860.00 6.27E-07 2.05E-06 1.92E-06 2.46E-02 6.44E-01 8.32E-02 7.52E-01
370731.00 3753860.00 6.45E-07 2.12E-06 2.00E-06 2.53E-02 6.65E-01 8.64E-02 7.77E-01
370751.00 3753860.00 6.65E-07 2.19E-06 2.08E-06 2.61E-02 6.88E-01 8.99E-02 8.04E-01
370771.00 3753860.00 6.85E-07 2.26E-06 2.16E-06 2.69E-02 7.11E-01 9.35E-02 8.31E-01
370791.00 3753860.00 7.06E-07 2.34E-06 2.25E-06 2.77E-02 7.35E-01 9.72E-02 8.60E-01
370811.00 3753860.00 7.25E-07 2.41E-06 2.33E-06 2.85E-02 7.58E-01 1.01E-01 8.88E-01
370831.00 3753860.00 7.44E-07 2.48E-06 2.41E-06 2.92E-02 7.81E-01 1.04E-01 9.14E-01
370851.00 3753860.00 7.63E-07 2.55E-06 2.49E-06 3.00E-02 8.03E-01 1.08E-01 9.41E-01
370871.00 3753860.00 7.81E-07 2.62E-06 2.57E-06 3.07E-02 8.24E-01 1.11E-01 9.66E-01
370891.00 3753860.00 7.98E-07 2.69E-06 2.65E-06 3.13E-02 8.45E-01 1.15E-01 9.91E-01
370911.00 3753860.00 8.15E-07 2.75E-06 2.73E-06 3.20E-02 8.66E-01 1.18E-01 1.02E+00
370931.00 3753860.00 8.30E-07 2.81E-06 2.79E-06 3.26E-02 8.84E-01 1.21E-01 1.04E+00
370951.00 3753860.00 8.44E-07 2.86E-06 2.85E-06 3.32E-02 9.00E-01 1.23E-01 1.06E+00
370971.00 3753860.00 8.55E-07 2.90E-06 2.89E-06 3.36E-02 9.13E-01 1.25E-01 1.07E+00
370991.00 3753860.00 8.66E-07 2.94E-06 2.93E-06 3.40E-02 9.25E-01 1.27E-01 1.09E+00
371011.00 3753860.00 8.76E-07 2.97E-06 2.96E-06 3.44E-02 9.34E-01 1.28E-01 1.10E+00
371031.00 3753860.00 8.81E-07 2.98E-06 2.96E-06 3.46E-02 9.38E-01 1.28E-01 1.10E+00
371051.00 3753860.00 8.84E-07 2.98E-06 2.94E-06 3.47E-02 9.37E-01 1.27E-01 1.10E+00
371071.00 3753860.00 8.81E-07 2.95E-06 2.88E-06 3.46E-02 9.28E-01 1.25E-01 1.09E+00
371091.00 3753860.00 8.74E-07 2.91E-06 2.80E-06 3.43E-02 9.14E-01 1.21E-01 1.07E+00
371111.00 3753860.00 8.63E-07 2.84E-06 2.69E-06 3.39E-02 8.94E-01 1.17E-01 1.04E+00
371131.00 3753860.00 8.62E-07 2.82E-06 2.63E-06 3.39E-02 8.86E-01 1.14E-01 1.03E+00
371151.00 3753860.00 8.49E-07 2.74E-06 2.51E-06 3.34E-02 8.62E-01 1.09E-01 1.00E+00
371171.00 3753860.00 8.31E-07 2.65E-06 2.38E-06 3.27E-02 8.34E-01 1.03E-01 9.69E-01
371191.00 3753860.00 8.10E-07 2.55E-06 2.23E-06 3.18E-02 8.02E-01 9.66E-02 9.30E-01
371211.00 3753860.00 7.86E-07 2.44E-06 2.08E-06 3.09E-02 7.68E-01 9.02E-02 8.89E-01
371231.00 3753860.00 7.58E-07 2.33E-06 1.94E-06 2.98E-02 7.32E-01 8.38E-02 8.45E-01
371251.00 3753860.00 7.28E-07 2.21E-06 1.79E-06 2.86E-02 6.94E-01 7.76E-02 8.01E-01
371271.00 3753860.00 6.96E-07 2.09E-06 1.66E-06 2.73E-02 6.57E-01 7.17E-02 7.56E-01
371291.00 3753860.00 6.63E-07 1.97E-06 1.53E-06 2.60E-02 6.20E-01 6.63E-02 7.12E-01
371311.00 3753860.00 6.29E-07 1.86E-06 1.42E-06 2.47E-02 5.84E-01 6.14E-02 6.70E-01
371331.00 3753860.00 5.94E-07 1.75E-06 1.32E-06 2.33E-02 5.49E-01 5.69E-02 6.29E-01
371351.00 3753860.00 5.60E-07 1.64E-06 1.22E-06 2.20E-02 5.15E-01 5.29E-02 5.90E-01
371371.00 3753860.00 5.27E-07 1.54E-06 1.14E-06 2.07E-02 4.84E-01 4.94E-02 5.54E-01
371391.00 3753860.00 4.95E-07 1.44E-06 1.07E-06 1.95E-02 4.54E-01 4.62E-02 5.20E-01
371411.00 3753860.00 4.66E-07 1.36E-06 1.00E-06 1.83E-02 4.26E-01 4.33E-02 4.88E-01
371431.00 3753860.00 4.38E-07 1.27E-06 9.40E-07 1.72E-02 4.01E-01 4.07E-02 4.59E-01
371451.00 3753860.00 4.12E-07 1.20E-06 8.85E-07 1.62E-02 3.77E-01 3.83E-02 4.32E-01
371471.00 3753860.00 3.89E-07 1.13E-06 8.33E-07 1.53E-02 3.55E-01 3.60E-02 4.07E-01
371491.00 3753860.00 3.67E-07 1.07E-06 7.85E-07 1.44E-02 3.36E-01 3.40E-02 3.84E-01
371511.00 3753860.00 3.48E-07 1.01E-06 7.41E-07 1.37E-02 3.17E-01 3.21E-02 3.63E-01
371531.00 3753860.00 3.30E-07 9.57E-07 7.00E-07 1.30E-02 3.01E-01 3.03E-02 3.44E-01
371551.00 3753860.00 3.14E-07 9.09E-07 6.63E-07 1.23E-02 2.86E-01 2.87E-02 3.27E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371571.00 3753860.00 2.98E-07 8.64E-07 6.30E-07 1.17E-02 2.72E-01 2.72E-02 3.11E-01
371591.00 3753860.00 2.84E-07 8.23E-07 5.99E-07 1.12E-02 2.59E-01 2.59E-02 2.96E-01
371611.00 3753860.00 2.71E-07 7.83E-07 5.70E-07 1.06E-02 2.46E-01 2.47E-02 2.81E-01
371631.00 3753860.00 2.58E-07 7.48E-07 5.46E-07 1.01E-02 2.35E-01 2.36E-02 2.69E-01
371651.00 3753860.00 2.46E-07 7.14E-07 5.23E-07 9.67E-03 2.24E-01 2.26E-02 2.57E-01
371671.00 3753860.00 2.35E-07 6.83E-07 5.03E-07 9.23E-03 2.15E-01 2.18E-02 2.46E-01
371691.00 3753860.00 2.24E-07 6.54E-07 4.86E-07 8.81E-03 2.05E-01 2.10E-02 2.35E-01
371711.00 3753860.00 2.14E-07 6.27E-07 4.70E-07 8.41E-03 1.97E-01 2.03E-02 2.26E-01
371731.00 3753860.00 2.04E-07 6.01E-07 4.55E-07 8.02E-03 1.89E-01 1.97E-02 2.17E-01
371751.00 3753860.00 1.95E-07 5.76E-07 4.42E-07 7.65E-03 1.81E-01 1.91E-02 2.08E-01
371771.00 3753860.00 1.86E-07 5.54E-07 4.30E-07 7.32E-03 1.74E-01 1.86E-02 2.00E-01
371791.00 3753860.00 1.78E-07 5.33E-07 4.20E-07 7.00E-03 1.68E-01 1.82E-02 1.93E-01
371811.00 3753860.00 1.71E-07 5.14E-07 4.11E-07 6.71E-03 1.62E-01 1.78E-02 1.86E-01
371831.00 3753860.00 1.64E-07 4.96E-07 4.02E-07 6.43E-03 1.56E-01 1.74E-02 1.80E-01
370571.00 3753880.00 5.21E-07 1.67E-06 1.52E-06 2.05E-02 5.25E-01 6.59E-02 6.12E-01
370591.00 3753880.00 5.38E-07 1.73E-06 1.58E-06 2.11E-02 5.44E-01 6.86E-02 6.34E-01
370611.00 3753880.00 5.56E-07 1.79E-06 1.65E-06 2.18E-02 5.64E-01 7.14E-02 6.57E-01
370631.00 3753880.00 5.73E-07 1.86E-06 1.72E-06 2.25E-02 5.83E-01 7.42E-02 6.80E-01
370651.00 3753880.00 5.93E-07 1.93E-06 1.79E-06 2.33E-02 6.05E-01 7.74E-02 7.06E-01
370671.00 3753880.00 6.13E-07 2.00E-06 1.87E-06 2.41E-02 6.28E-01 8.07E-02 7.32E-01
370691.00 3753880.00 6.33E-07 2.07E-06 1.94E-06 2.49E-02 6.50E-01 8.41E-02 7.59E-01
370711.00 3753880.00 6.54E-07 2.14E-06 2.03E-06 2.57E-02 6.74E-01 8.77E-02 7.87E-01
370731.00 3753880.00 6.74E-07 2.22E-06 2.11E-06 2.65E-02 6.98E-01 9.13E-02 8.16E-01
370751.00 3753880.00 6.96E-07 2.30E-06 2.20E-06 2.73E-02 7.23E-01 9.52E-02 8.45E-01
370771.00 3753880.00 7.18E-07 2.38E-06 2.29E-06 2.82E-02 7.49E-01 9.92E-02 8.77E-01
370791.00 3753880.00 7.41E-07 2.47E-06 2.39E-06 2.91E-02 7.76E-01 1.03E-01 9.08E-01
370811.00 3753880.00 7.63E-07 2.55E-06 2.48E-06 3.00E-02 8.02E-01 1.07E-01 9.39E-01
370831.00 3753880.00 7.85E-07 2.64E-06 2.58E-06 3.08E-02 8.28E-01 1.12E-01 9.71E-01
370851.00 3753880.00 8.07E-07 2.72E-06 2.68E-06 3.17E-02 8.55E-01 1.16E-01 1.00E+00
370871.00 3753880.00 8.28E-07 2.80E-06 2.78E-06 3.25E-02 8.81E-01 1.20E-01 1.03E+00
370891.00 3753880.00 8.49E-07 2.89E-06 2.88E-06 3.34E-02 9.07E-01 1.25E-01 1.06E+00
370911.00 3753880.00 8.70E-07 2.96E-06 2.97E-06 3.42E-02 9.32E-01 1.29E-01 1.09E+00
370931.00 3753880.00 8.88E-07 3.04E-06 3.06E-06 3.49E-02 9.55E-01 1.32E-01 1.12E+00
370951.00 3753880.00 9.05E-07 3.10E-06 3.14E-06 3.56E-02 9.76E-01 1.36E-01 1.15E+00
370971.00 3753880.00 9.20E-07 3.16E-06 3.20E-06 3.61E-02 9.92E-01 1.38E-01 1.17E+00
370991.00 3753880.00 9.34E-07 3.21E-06 3.26E-06 3.67E-02 1.01E+00 1.41E-01 1.19E+00
371011.00 3753880.00 9.49E-07 3.26E-06 3.31E-06 3.73E-02 1.03E+00 1.43E-01 1.21E+00
371031.00 3753880.00 9.57E-07 3.29E-06 3.33E-06 3.76E-02 1.03E+00 1.44E-01 1.21E+00
371051.00 3753880.00 9.63E-07 3.30E-06 3.32E-06 3.78E-02 1.04E+00 1.44E-01 1.22E+00
371071.00 3753880.00 9.57E-07 3.25E-06 3.24E-06 3.76E-02 1.02E+00 1.40E-01 1.20E+00
371091.00 3753880.00 9.50E-07 3.20E-06 3.15E-06 3.73E-02 1.01E+00 1.36E-01 1.18E+00
371111.00 3753880.00 9.42E-07 3.15E-06 3.05E-06 3.70E-02 9.89E-01 1.32E-01 1.16E+00
371131.00 3753880.00 9.47E-07 3.14E-06 3.01E-06 3.72E-02 9.87E-01 1.30E-01 1.15E+00
371151.00 3753880.00 9.34E-07 3.06E-06 2.87E-06 3.67E-02 9.62E-01 1.24E-01 1.12E+00
371171.00 3753880.00 9.15E-07 2.96E-06 2.71E-06 3.60E-02 9.30E-01 1.17E-01 1.08E+00
371191.00 3753880.00 8.93E-07 2.85E-06 2.54E-06 3.51E-02 8.95E-01 1.10E-01 1.04E+00
371211.00 3753880.00 8.66E-07 2.72E-06 2.36E-06 3.40E-02 8.55E-01 1.02E-01 9.91E-01
371231.00 3753880.00 8.35E-07 2.59E-06 2.19E-06 3.28E-02 8.12E-01 9.45E-02 9.40E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371251.00 3753880.00 8.03E-07 2.45E-06 2.02E-06 3.15E-02 7.71E-01 8.74E-02 8.90E-01
371271.00 3753880.00 7.67E-07 2.32E-06 1.86E-06 3.01E-02 7.28E-01 8.04E-02 8.38E-01
371291.00 3753880.00 7.29E-07 2.18E-06 1.71E-06 2.86E-02 6.85E-01 7.40E-02 7.88E-01
371311.00 3753880.00 6.90E-07 2.05E-06 1.58E-06 2.71E-02 6.43E-01 6.82E-02 7.39E-01
371331.00 3753880.00 6.52E-07 1.92E-06 1.46E-06 2.56E-02 6.04E-01 6.31E-02 6.92E-01
371351.00 3753880.00 6.13E-07 1.80E-06 1.35E-06 2.41E-02 5.65E-01 5.84E-02 6.48E-01
371371.00 3753880.00 5.76E-07 1.68E-06 1.25E-06 2.26E-02 5.29E-01 5.43E-02 6.06E-01
371391.00 3753880.00 5.40E-07 1.58E-06 1.17E-06 2.12E-02 4.96E-01 5.06E-02 5.67E-01
371411.00 3753880.00 5.06E-07 1.48E-06 1.09E-06 1.99E-02 4.64E-01 4.73E-02 5.31E-01
371431.00 3753880.00 4.75E-07 1.38E-06 1.02E-06 1.87E-02 4.35E-01 4.42E-02 4.98E-01
371451.00 3753880.00 4.47E-07 1.30E-06 9.59E-07 1.75E-02 4.09E-01 4.15E-02 4.68E-01
371471.00 3753880.00 4.20E-07 1.22E-06 9.00E-07 1.65E-02 3.84E-01 3.90E-02 4.40E-01
371491.00 3753880.00 3.96E-07 1.15E-06 8.47E-07 1.56E-02 3.62E-01 3.67E-02 4.15E-01
371511.00 3753880.00 3.75E-07 1.09E-06 7.99E-07 1.47E-02 3.42E-01 3.46E-02 3.91E-01
371531.00 3753880.00 3.55E-07 1.03E-06 7.55E-07 1.39E-02 3.24E-01 3.27E-02 3.70E-01
371551.00 3753880.00 3.37E-07 9.77E-07 7.16E-07 1.32E-02 3.07E-01 3.10E-02 3.51E-01
371571.00 3753880.00 3.20E-07 9.28E-07 6.80E-07 1.26E-02 2.92E-01 2.94E-02 3.34E-01
371591.00 3753880.00 3.04E-07 8.82E-07 6.48E-07 1.19E-02 2.77E-01 2.80E-02 3.17E-01
371611.00 3753880.00 2.88E-07 8.38E-07 6.18E-07 1.13E-02 2.63E-01 2.67E-02 3.01E-01
371631.00 3753880.00 2.74E-07 8.00E-07 5.93E-07 1.08E-02 2.51E-01 2.57E-02 2.88E-01
371651.00 3753880.00 2.61E-07 7.64E-07 5.71E-07 1.03E-02 2.40E-01 2.47E-02 2.75E-01
371671.00 3753880.00 2.49E-07 7.31E-07 5.52E-07 9.78E-03 2.30E-01 2.39E-02 2.63E-01
371691.00 3753880.00 2.37E-07 6.99E-07 5.34E-07 9.30E-03 2.20E-01 2.31E-02 2.52E-01
371711.00 3753880.00 2.26E-07 6.70E-07 5.18E-07 8.86E-03 2.10E-01 2.24E-02 2.42E-01
371731.00 3753880.00 2.15E-07 6.42E-07 5.04E-07 8.45E-03 2.02E-01 2.18E-02 2.32E-01
371751.00 3753880.00 2.05E-07 6.16E-07 4.91E-07 8.05E-03 1.94E-01 2.12E-02 2.23E-01
371771.00 3753880.00 1.96E-07 5.93E-07 4.79E-07 7.69E-03 1.86E-01 2.07E-02 2.15E-01
371791.00 3753880.00 1.87E-07 5.72E-07 4.70E-07 7.36E-03 1.80E-01 2.03E-02 2.07E-01
371811.00 3753880.00 1.79E-07 5.52E-07 4.60E-07 7.05E-03 1.73E-01 1.99E-02 2.00E-01
371831.00 3753880.00 1.72E-07 5.33E-07 4.51E-07 6.75E-03 1.67E-01 1.95E-02 1.94E-01
370571.00 3753900.00 5.35E-07 1.72E-06 1.57E-06 2.10E-02 5.41E-01 6.81E-02 6.30E-01
370591.00 3753900.00 5.53E-07 1.78E-06 1.64E-06 2.17E-02 5.61E-01 7.09E-02 6.53E-01
370611.00 3753900.00 5.72E-07 1.85E-06 1.71E-06 2.25E-02 5.81E-01 7.39E-02 6.78E-01
370631.00 3753900.00 5.91E-07 1.92E-06 1.78E-06 2.32E-02 6.03E-01 7.71E-02 7.04E-01
370651.00 3753900.00 6.14E-07 2.00E-06 1.87E-06 2.41E-02 6.28E-01 8.08E-02 7.33E-01
370671.00 3753900.00 6.36E-07 2.08E-06 1.95E-06 2.50E-02 6.53E-01 8.45E-02 7.63E-01
370691.00 3753900.00 6.58E-07 2.16E-06 2.04E-06 2.58E-02 6.78E-01 8.82E-02 7.92E-01
370711.00 3753900.00 6.80E-07 2.24E-06 2.13E-06 2.67E-02 7.04E-01 9.22E-02 8.23E-01
370731.00 3753900.00 7.04E-07 2.33E-06 2.23E-06 2.76E-02 7.31E-01 9.63E-02 8.55E-01
370751.00 3753900.00 7.27E-07 2.41E-06 2.32E-06 2.86E-02 7.59E-01 1.01E-01 8.88E-01
370771.00 3753900.00 7.52E-07 2.51E-06 2.43E-06 2.95E-02 7.88E-01 1.05E-01 9.22E-01
370791.00 3753900.00 7.77E-07 2.60E-06 2.54E-06 3.05E-02 8.18E-01 1.10E-01 9.58E-01
370811.00 3753900.00 8.02E-07 2.70E-06 2.65E-06 3.15E-02 8.48E-01 1.15E-01 9.94E-01
370831.00 3753900.00 8.28E-07 2.80E-06 2.76E-06 3.25E-02 8.79E-01 1.20E-01 1.03E+00
370851.00 3753900.00 8.53E-07 2.89E-06 2.88E-06 3.35E-02 9.10E-01 1.25E-01 1.07E+00
370871.00 3753900.00 8.78E-07 2.99E-06 3.00E-06 3.45E-02 9.41E-01 1.30E-01 1.11E+00
370891.00 3753900.00 9.03E-07 3.09E-06 3.12E-06 3.55E-02 9.72E-01 1.35E-01 1.14E+00
370911.00 3753900.00 9.27E-07 3.19E-06 3.24E-06 3.64E-02 1.00E+00 1.40E-01 1.18E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370931.00 3753900.00 9.50E-07 3.28E-06 3.35E-06 3.73E-02 1.03E+00 1.45E-01 1.21E+00
370951.00 3753900.00 9.71E-07 3.37E-06 3.45E-06 3.82E-02 1.06E+00 1.49E-01 1.25E+00
370971.00 3753900.00 9.89E-07 3.44E-06 3.54E-06 3.89E-02 1.08E+00 1.53E-01 1.27E+00
370991.00 3753900.00 1.01E-06 3.53E-06 3.66E-06 3.98E-02 1.11E+00 1.58E-01 1.31E+00
371011.00 3753900.00 1.03E-06 3.59E-06 3.72E-06 4.04E-02 1.13E+00 1.61E-01 1.33E+00
371031.00 3753900.00 1.04E-06 3.63E-06 3.76E-06 4.09E-02 1.14E+00 1.63E-01 1.35E+00
371051.00 3753900.00 1.05E-06 3.65E-06 3.77E-06 4.12E-02 1.15E+00 1.63E-01 1.35E+00
371071.00 3753900.00 1.03E-06 3.55E-06 3.61E-06 4.04E-02 1.11E+00 1.56E-01 1.31E+00
371091.00 3753900.00 1.03E-06 3.55E-06 3.58E-06 4.06E-02 1.11E+00 1.55E-01 1.31E+00
371111.00 3753900.00 1.03E-06 3.52E-06 3.51E-06 4.07E-02 1.11E+00 1.52E-01 1.30E+00
371131.00 3753900.00 1.04E-06 3.52E-06 3.47E-06 4.10E-02 1.11E+00 1.50E-01 1.30E+00
371151.00 3753900.00 1.03E-06 3.43E-06 3.31E-06 4.05E-02 1.08E+00 1.43E-01 1.26E+00
371171.00 3753900.00 1.01E-06 3.32E-06 3.12E-06 3.97E-02 1.04E+00 1.35E-01 1.22E+00
371191.00 3753900.00 9.88E-07 3.19E-06 2.92E-06 3.88E-02 1.00E+00 1.26E-01 1.17E+00
371211.00 3753900.00 9.59E-07 3.05E-06 2.70E-06 3.77E-02 9.58E-01 1.17E-01 1.11E+00
371231.00 3753900.00 9.25E-07 2.89E-06 2.49E-06 3.63E-02 9.09E-01 1.08E-01 1.05E+00
371251.00 3753900.00 8.89E-07 2.74E-06 2.29E-06 3.49E-02 8.61E-01 9.92E-02 9.95E-01
371271.00 3753900.00 8.48E-07 2.58E-06 2.10E-06 3.33E-02 8.11E-01 9.09E-02 9.35E-01
371291.00 3753900.00 8.06E-07 2.42E-06 1.92E-06 3.17E-02 7.62E-01 8.32E-02 8.77E-01
371311.00 3753900.00 7.61E-07 2.27E-06 1.76E-06 2.99E-02 7.13E-01 7.62E-02 8.19E-01
371331.00 3753900.00 7.18E-07 2.12E-06 1.62E-06 2.82E-02 6.67E-01 7.02E-02 7.66E-01
371351.00 3753900.00 6.74E-07 1.98E-06 1.50E-06 2.65E-02 6.24E-01 6.48E-02 7.15E-01
371371.00 3753900.00 6.32E-07 1.85E-06 1.39E-06 2.48E-02 5.82E-01 6.00E-02 6.67E-01
371391.00 3753900.00 5.91E-07 1.73E-06 1.29E-06 2.32E-02 5.43E-01 5.57E-02 6.22E-01
371411.00 3753900.00 5.53E-07 1.61E-06 1.20E-06 2.17E-02 5.08E-01 5.18E-02 5.81E-01
371431.00 3753900.00 5.18E-07 1.51E-06 1.12E-06 2.03E-02 4.75E-01 4.83E-02 5.43E-01
371451.00 3753900.00 4.85E-07 1.41E-06 1.04E-06 1.91E-02 4.45E-01 4.52E-02 5.09E-01
371471.00 3753900.00 4.56E-07 1.33E-06 9.79E-07 1.79E-02 4.17E-01 4.24E-02 4.78E-01
371491.00 3753900.00 4.29E-07 1.25E-06 9.21E-07 1.69E-02 3.93E-01 3.98E-02 4.49E-01
371511.00 3753900.00 4.05E-07 1.18E-06 8.68E-07 1.59E-02 3.70E-01 3.76E-02 4.24E-01
371531.00 3753900.00 3.83E-07 1.11E-06 8.22E-07 1.50E-02 3.50E-01 3.56E-02 4.01E-01
371551.00 3753900.00 3.62E-07 1.06E-06 7.80E-07 1.42E-02 3.32E-01 3.38E-02 3.80E-01
371571.00 3753900.00 3.43E-07 1.00E-06 7.43E-07 1.35E-02 3.15E-01 3.22E-02 3.60E-01
371591.00 3753900.00 3.25E-07 9.52E-07 7.11E-07 1.28E-02 2.99E-01 3.08E-02 3.43E-01
371611.00 3753900.00 3.08E-07 9.04E-07 6.81E-07 1.21E-02 2.84E-01 2.95E-02 3.26E-01
371631.00 3753900.00 2.92E-07 8.62E-07 6.56E-07 1.15E-02 2.71E-01 2.84E-02 3.11E-01
371651.00 3753900.00 2.78E-07 8.24E-07 6.34E-07 1.09E-02 2.59E-01 2.74E-02 2.97E-01
371671.00 3753900.00 2.64E-07 7.87E-07 6.15E-07 1.04E-02 2.47E-01 2.66E-02 2.84E-01
371691.00 3753900.00 2.51E-07 7.54E-07 5.98E-07 9.86E-03 2.37E-01 2.59E-02 2.73E-01
371711.00 3753900.00 2.38E-07 7.21E-07 5.81E-07 9.36E-03 2.27E-01 2.52E-02 2.61E-01
371731.00 3753900.00 2.27E-07 6.92E-07 5.67E-07 8.91E-03 2.17E-01 2.45E-02 2.51E-01
371751.00 3753900.00 2.16E-07 6.64E-07 5.54E-07 8.48E-03 2.09E-01 2.40E-02 2.41E-01
371771.00 3753900.00 2.06E-07 6.40E-07 5.43E-07 8.10E-03 2.01E-01 2.35E-02 2.33E-01
371791.00 3753900.00 1.97E-07 6.18E-07 5.33E-07 7.75E-03 1.94E-01 2.31E-02 2.25E-01
371811.00 3753900.00 1.89E-07 5.96E-07 5.23E-07 7.41E-03 1.87E-01 2.26E-02 2.17E-01
371831.00 3753900.00 1.81E-07 5.77E-07 5.14E-07 7.11E-03 1.81E-01 2.22E-02 2.11E-01
370571.00 3753920.00 5.49E-07 1.77E-06 1.62E-06 2.16E-02 5.56E-01 7.02E-02 6.48E-01
370591.00 3753920.00 5.68E-07 1.84E-06 1.70E-06 2.23E-02 5.78E-01 7.34E-02 6.73E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370611.00 3753920.00 5.89E-07 1.91E-06 1.77E-06 2.31E-02 6.00E-01 7.66E-02 7.00E-01
370631.00 3753920.00 6.10E-07 1.99E-06 1.85E-06 2.40E-02 6.24E-01 8.01E-02 7.28E-01
370651.00 3753920.00 6.34E-07 2.07E-06 1.94E-06 2.49E-02 6.51E-01 8.40E-02 7.60E-01
370671.00 3753920.00 6.57E-07 2.15E-06 2.03E-06 2.58E-02 6.77E-01 8.80E-02 7.91E-01
370691.00 3753920.00 6.81E-07 2.24E-06 2.13E-06 2.68E-02 7.05E-01 9.22E-02 8.24E-01
370711.00 3753920.00 7.06E-07 2.34E-06 2.23E-06 2.78E-02 7.34E-01 9.66E-02 8.58E-01
370731.00 3753920.00 7.32E-07 2.43E-06 2.34E-06 2.88E-02 7.64E-01 1.01E-01 8.94E-01
370751.00 3753920.00 7.59E-07 2.53E-06 2.45E-06 2.98E-02 7.95E-01 1.06E-01 9.31E-01
370771.00 3753920.00 7.85E-07 2.63E-06 2.57E-06 3.09E-02 8.27E-01 1.11E-01 9.69E-01
370791.00 3753920.00 8.13E-07 2.74E-06 2.69E-06 3.20E-02 8.60E-01 1.16E-01 1.01E+00
370811.00 3753920.00 8.42E-07 2.85E-06 2.82E-06 3.31E-02 8.95E-01 1.22E-01 1.05E+00
370831.00 3753920.00 8.71E-07 2.96E-06 2.95E-06 3.42E-02 9.31E-01 1.28E-01 1.09E+00
370851.00 3753920.00 9.00E-07 3.08E-06 3.09E-06 3.54E-02 9.67E-01 1.34E-01 1.14E+00
370871.00 3753920.00 9.29E-07 3.19E-06 3.23E-06 3.65E-02 1.00E+00 1.40E-01 1.18E+00
370891.00 3753920.00 9.59E-07 3.31E-06 3.38E-06 3.77E-02 1.04E+00 1.46E-01 1.22E+00
370911.00 3753920.00 9.88E-07 3.43E-06 3.53E-06 3.88E-02 1.08E+00 1.53E-01 1.27E+00
370931.00 3753920.00 1.02E-06 3.54E-06 3.67E-06 3.99E-02 1.11E+00 1.59E-01 1.31E+00
370951.00 3753920.00 1.04E-06 3.65E-06 3.80E-06 4.09E-02 1.15E+00 1.65E-01 1.35E+00
370971.00 3753920.00 1.07E-06 3.75E-06 3.93E-06 4.18E-02 1.18E+00 1.70E-01 1.39E+00
370991.00 3753920.00 1.10E-06 3.88E-06 4.10E-06 4.31E-02 1.22E+00 1.77E-01 1.44E+00
371011.00 3753920.00 1.12E-06 3.96E-06 4.20E-06 4.39E-02 1.25E+00 1.82E-01 1.47E+00
371031.00 3753920.00 1.14E-06 4.03E-06 4.27E-06 4.46E-02 1.27E+00 1.85E-01 1.50E+00
371051.00 3753920.00 1.15E-06 4.08E-06 4.32E-06 4.52E-02 1.28E+00 1.87E-01 1.51E+00
371071.00 3753920.00 1.13E-06 3.96E-06 4.15E-06 4.43E-02 1.25E+00 1.79E-01 1.47E+00
371091.00 3753920.00 1.14E-06 3.98E-06 4.13E-06 4.47E-02 1.25E+00 1.79E-01 1.47E+00
371111.00 3753920.00 1.14E-06 3.97E-06 4.07E-06 4.49E-02 1.25E+00 1.76E-01 1.47E+00
371131.00 3753920.00 1.15E-06 3.98E-06 4.04E-06 4.53E-02 1.25E+00 1.75E-01 1.47E+00
371151.00 3753920.00 1.14E-06 3.89E-06 3.86E-06 4.49E-02 1.22E+00 1.67E-01 1.43E+00
371171.00 3753920.00 1.12E-06 3.76E-06 3.64E-06 4.41E-02 1.18E+00 1.57E-01 1.38E+00
371191.00 3753920.00 1.10E-06 3.60E-06 3.39E-06 4.31E-02 1.13E+00 1.47E-01 1.32E+00
371211.00 3753920.00 1.07E-06 3.44E-06 3.13E-06 4.19E-02 1.08E+00 1.35E-01 1.26E+00
371231.00 3753920.00 1.03E-06 3.26E-06 2.87E-06 4.05E-02 1.02E+00 1.24E-01 1.19E+00
371251.00 3753920.00 9.90E-07 3.08E-06 2.63E-06 3.89E-02 9.69E-01 1.14E-01 1.12E+00
371271.00 3753920.00 9.44E-07 2.89E-06 2.39E-06 3.71E-02 9.10E-01 1.03E-01 1.05E+00
371291.00 3753920.00 8.92E-07 2.70E-06 2.17E-06 3.50E-02 8.48E-01 9.37E-02 9.77E-01
371311.00 3753920.00 8.44E-07 2.53E-06 1.98E-06 3.32E-02 7.94E-01 8.58E-02 9.13E-01
371331.00 3753920.00 7.95E-07 2.36E-06 1.82E-06 3.12E-02 7.42E-01 7.86E-02 8.52E-01
371351.00 3753920.00 7.45E-07 2.20E-06 1.67E-06 2.93E-02 6.91E-01 7.22E-02 7.92E-01
371371.00 3753920.00 6.96E-07 2.05E-06 1.54E-06 2.73E-02 6.43E-01 6.65E-02 7.37E-01
371391.00 3753920.00 6.50E-07 1.90E-06 1.42E-06 2.55E-02 5.98E-01 6.15E-02 6.85E-01
371411.00 3753920.00 6.06E-07 1.77E-06 1.32E-06 2.38E-02 5.57E-01 5.70E-02 6.38E-01
371431.00 3753920.00 5.66E-07 1.65E-06 1.23E-06 2.22E-02 5.20E-01 5.30E-02 5.95E-01
371451.00 3753920.00 5.30E-07 1.55E-06 1.14E-06 2.08E-02 4.86E-01 4.95E-02 5.56E-01
371471.00 3753920.00 4.96E-07 1.45E-06 1.07E-06 1.95E-02 4.55E-01 4.64E-02 5.21E-01
371491.00 3753920.00 4.66E-07 1.36E-06 1.01E-06 1.83E-02 4.28E-01 4.37E-02 4.90E-01
371511.00 3753920.00 4.39E-07 1.28E-06 9.55E-07 1.72E-02 4.03E-01 4.13E-02 4.62E-01
371531.00 3753920.00 4.14E-07 1.21E-06 9.06E-07 1.62E-02 3.81E-01 3.92E-02 4.36E-01
371551.00 3753920.00 3.90E-07 1.15E-06 8.64E-07 1.53E-02 3.60E-01 3.74E-02 4.13E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371571.00 3753920.00 3.69E-07 1.09E-06 8.27E-07 1.45E-02 3.42E-01 3.58E-02 3.92E-01
371591.00 3753920.00 3.49E-07 1.03E-06 7.95E-07 1.37E-02 3.25E-01 3.44E-02 3.73E-01
371611.00 3753920.00 3.30E-07 9.83E-07 7.65E-07 1.30E-02 3.09E-01 3.31E-02 3.55E-01
371631.00 3753920.00 3.12E-07 9.37E-07 7.40E-07 1.23E-02 2.94E-01 3.20E-02 3.39E-01
371651.00 3753920.00 2.96E-07 8.94E-07 7.19E-07 1.16E-02 2.81E-01 3.11E-02 3.24E-01
371671.00 3753920.00 2.80E-07 8.55E-07 6.99E-07 1.10E-02 2.69E-01 3.03E-02 3.10E-01
371691.00 3753920.00 2.66E-07 8.18E-07 6.82E-07 1.04E-02 2.57E-01 2.95E-02 2.97E-01
371711.00 3753920.00 2.52E-07 7.84E-07 6.66E-07 9.91E-03 2.46E-01 2.88E-02 2.85E-01
371731.00 3753920.00 2.40E-07 7.53E-07 6.52E-07 9.42E-03 2.37E-01 2.82E-02 2.74E-01
371751.00 3753920.00 2.28E-07 7.23E-07 6.39E-07 8.96E-03 2.27E-01 2.76E-02 2.64E-01
371771.00 3753920.00 2.18E-07 6.97E-07 6.27E-07 8.55E-03 2.19E-01 2.71E-02 2.55E-01
371791.00 3753920.00 2.08E-07 6.74E-07 6.16E-07 8.19E-03 2.12E-01 2.66E-02 2.47E-01
371811.00 3753920.00 2.00E-07 6.51E-07 6.05E-07 7.84E-03 2.05E-01 2.62E-02 2.39E-01
371831.00 3753920.00 1.92E-07 6.31E-07 5.95E-07 7.52E-03 1.98E-01 2.57E-02 2.31E-01
370571.00 3753940.00 5.62E-07 1.82E-06 1.67E-06 2.21E-02 5.71E-01 7.24E-02 6.65E-01
370591.00 3753940.00 5.83E-07 1.89E-06 1.75E-06 2.29E-02 5.94E-01 7.57E-02 6.93E-01
370611.00 3753940.00 6.05E-07 1.97E-06 1.83E-06 2.38E-02 6.19E-01 7.93E-02 7.22E-01
370631.00 3753940.00 6.29E-07 2.05E-06 1.92E-06 2.47E-02 6.45E-01 8.32E-02 7.53E-01
370651.00 3753940.00 6.53E-07 2.14E-06 2.02E-06 2.56E-02 6.72E-01 8.72E-02 7.85E-01
370671.00 3753940.00 6.78E-07 2.23E-06 2.12E-06 2.66E-02 7.01E-01 9.16E-02 8.19E-01
370691.00 3753940.00 7.05E-07 2.33E-06 2.22E-06 2.77E-02 7.32E-01 9.62E-02 8.56E-01
370711.00 3753940.00 7.32E-07 2.43E-06 2.34E-06 2.88E-02 7.64E-01 1.01E-01 8.94E-01
370731.00 3753940.00 7.61E-07 2.54E-06 2.46E-06 2.99E-02 7.97E-01 1.06E-01 9.33E-01
370751.00 3753940.00 7.91E-07 2.65E-06 2.58E-06 3.11E-02 8.32E-01 1.12E-01 9.75E-01
370771.00 3753940.00 8.20E-07 2.76E-06 2.71E-06 3.22E-02 8.67E-01 1.17E-01 1.02E+00
370791.00 3753940.00 8.52E-07 2.88E-06 2.85E-06 3.35E-02 9.05E-01 1.23E-01 1.06E+00
370811.00 3753940.00 8.85E-07 3.01E-06 3.01E-06 3.48E-02 9.46E-01 1.30E-01 1.11E+00
370831.00 3753940.00 9.19E-07 3.14E-06 3.17E-06 3.61E-02 9.88E-01 1.37E-01 1.16E+00
370851.00 3753940.00 9.49E-07 3.26E-06 3.31E-06 3.73E-02 1.03E+00 1.43E-01 1.21E+00
370871.00 3753940.00 9.83E-07 3.40E-06 3.48E-06 3.86E-02 1.07E+00 1.51E-01 1.26E+00
370891.00 3753940.00 1.02E-06 3.54E-06 3.65E-06 3.99E-02 1.11E+00 1.58E-01 1.31E+00
370911.00 3753940.00 1.05E-06 3.68E-06 3.83E-06 4.13E-02 1.16E+00 1.66E-01 1.36E+00
370931.00 3753940.00 1.08E-06 3.82E-06 4.01E-06 4.26E-02 1.20E+00 1.74E-01 1.42E+00
370951.00 3753940.00 1.12E-06 3.96E-06 4.19E-06 4.39E-02 1.24E+00 1.81E-01 1.47E+00
370971.00 3753940.00 1.15E-06 4.09E-06 4.36E-06 4.51E-02 1.29E+00 1.89E-01 1.52E+00
370991.00 3753940.00 1.19E-06 4.26E-06 4.59E-06 4.66E-02 1.34E+00 1.98E-01 1.58E+00
371011.00 3753940.00 1.22E-06 4.38E-06 4.75E-06 4.78E-02 1.38E+00 2.05E-01 1.63E+00
371031.00 3753940.00 1.24E-06 4.48E-06 4.87E-06 4.87E-02 1.41E+00 2.11E-01 1.67E+00
371051.00 3753940.00 1.23E-06 4.45E-06 4.81E-06 4.85E-02 1.40E+00 2.08E-01 1.65E+00
371071.00 3753940.00 1.24E-06 4.45E-06 4.79E-06 4.87E-02 1.40E+00 2.07E-01 1.66E+00
371091.00 3753940.00 1.25E-06 4.49E-06 4.82E-06 4.93E-02 1.41E+00 2.08E-01 1.67E+00
371111.00 3753940.00 1.26E-06 4.50E-06 4.77E-06 4.97E-02 1.41E+00 2.07E-01 1.67E+00
371131.00 3753940.00 1.28E-06 4.50E-06 4.72E-06 5.02E-02 1.42E+00 2.04E-01 1.67E+00
371151.00 3753940.00 1.27E-06 4.44E-06 4.57E-06 5.00E-02 1.39E+00 1.98E-01 1.64E+00
371171.00 3753940.00 1.25E-06 4.29E-06 4.30E-06 4.93E-02 1.35E+00 1.86E-01 1.58E+00
371191.00 3753940.00 1.23E-06 4.12E-06 4.00E-06 4.83E-02 1.30E+00 1.73E-01 1.52E+00
371211.00 3753940.00 1.20E-06 3.93E-06 3.69E-06 4.70E-02 1.24E+00 1.60E-01 1.44E+00
371231.00 3753940.00 1.15E-06 3.71E-06 3.36E-06 4.53E-02 1.17E+00 1.45E-01 1.36E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371251.00 3753940.00 1.11E-06 3.49E-06 3.05E-06 4.35E-02 1.10E+00 1.32E-01 1.27E+00
371271.00 3753940.00 1.05E-06 3.26E-06 2.74E-06 4.14E-02 1.03E+00 1.19E-01 1.19E+00
371291.00 3753940.00 9.99E-07 3.05E-06 2.48E-06 3.93E-02 9.58E-01 1.07E-01 1.10E+00
371311.00 3753940.00 9.43E-07 2.84E-06 2.25E-06 3.70E-02 8.93E-01 9.75E-02 1.03E+00
371331.00 3753940.00 8.85E-07 2.64E-06 2.05E-06 3.48E-02 8.30E-01 8.87E-02 9.53E-01
371351.00 3753940.00 8.27E-07 2.45E-06 1.87E-06 3.25E-02 7.70E-01 8.10E-02 8.84E-01
371371.00 3753940.00 7.71E-07 2.27E-06 1.72E-06 3.03E-02 7.15E-01 7.43E-02 8.19E-01
371391.00 3753940.00 7.18E-07 2.11E-06 1.58E-06 2.82E-02 6.63E-01 6.84E-02 7.59E-01
371411.00 3753940.00 6.68E-07 1.96E-06 1.46E-06 2.62E-02 6.16E-01 6.32E-02 7.05E-01
371431.00 3753940.00 6.22E-07 1.82E-06 1.36E-06 2.44E-02 5.73E-01 5.87E-02 6.56E-01
371451.00 3753940.00 5.79E-07 1.70E-06 1.27E-06 2.27E-02 5.34E-01 5.48E-02 6.11E-01
371471.00 3753940.00 5.42E-07 1.59E-06 1.19E-06 2.13E-02 5.00E-01 5.15E-02 5.72E-01
371491.00 3753940.00 5.07E-07 1.49E-06 1.12E-06 1.99E-02 4.69E-01 4.87E-02 5.38E-01
371511.00 3753940.00 4.76E-07 1.41E-06 1.07E-06 1.87E-02 4.42E-01 4.62E-02 5.07E-01
371531.00 3753940.00 4.48E-07 1.33E-06 1.02E-06 1.76E-02 4.17E-01 4.41E-02 4.79E-01
371551.00 3753940.00 4.22E-07 1.26E-06 9.77E-07 1.66E-02 3.95E-01 4.23E-02 4.54E-01
371571.00 3753940.00 3.98E-07 1.19E-06 9.41E-07 1.56E-02 3.75E-01 4.07E-02 4.31E-01
371591.00 3753940.00 3.75E-07 1.13E-06 9.09E-07 1.47E-02 3.56E-01 3.93E-02 4.10E-01
371611.00 3753940.00 3.53E-07 1.08E-06 8.81E-07 1.39E-02 3.39E-01 3.81E-02 3.91E-01
371631.00 3753940.00 3.34E-07 1.03E-06 8.56E-07 1.31E-02 3.23E-01 3.71E-02 3.73E-01
371651.00 3753940.00 3.15E-07 9.81E-07 8.34E-07 1.24E-02 3.08E-01 3.61E-02 3.57E-01
371671.00 3753940.00 2.98E-07 9.38E-07 8.15E-07 1.17E-02 2.95E-01 3.53E-02 3.42E-01
371691.00 3753940.00 2.82E-07 8.98E-07 7.97E-07 1.11E-02 2.82E-01 3.45E-02 3.28E-01
371711.00 3753940.00 2.68E-07 8.62E-07 7.80E-07 1.05E-02 2.71E-01 3.37E-02 3.15E-01
371731.00 3753940.00 2.54E-07 8.28E-07 7.64E-07 9.99E-03 2.60E-01 3.31E-02 3.03E-01
371751.00 3753940.00 2.42E-07 7.96E-07 7.49E-07 9.51E-03 2.50E-01 3.24E-02 2.92E-01
371771.00 3753940.00 2.31E-07 7.69E-07 7.36E-07 9.09E-03 2.42E-01 3.18E-02 2.83E-01
371791.00 3753940.00 2.22E-07 7.44E-07 7.23E-07 8.70E-03 2.34E-01 3.13E-02 2.74E-01
371811.00 3753940.00 2.12E-07 7.20E-07 7.10E-07 8.34E-03 2.26E-01 3.07E-02 2.65E-01
371831.00 3753940.00 2.04E-07 6.98E-07 6.98E-07 8.02E-03 2.19E-01 3.02E-02 2.57E-01
370571.00 3753960.00 5.76E-07 1.87E-06 1.72E-06 2.26E-02 5.86E-01 7.46E-02 6.84E-01
370591.00 3753960.00 5.99E-07 1.94E-06 1.81E-06 2.35E-02 6.11E-01 7.82E-02 7.13E-01
370611.00 3753960.00 6.22E-07 2.03E-06 1.90E-06 2.44E-02 6.38E-01 8.21E-02 7.44E-01
370631.00 3753960.00 6.47E-07 2.12E-06 1.99E-06 2.54E-02 6.66E-01 8.62E-02 7.77E-01
370651.00 3753960.00 6.73E-07 2.21E-06 2.09E-06 2.64E-02 6.94E-01 9.05E-02 8.11E-01
370671.00 3753960.00 7.00E-07 2.31E-06 2.20E-06 2.75E-02 7.26E-01 9.52E-02 8.49E-01
370691.00 3753960.00 7.29E-07 2.42E-06 2.32E-06 2.86E-02 7.59E-01 1.00E-01 8.88E-01
370711.00 3753960.00 7.59E-07 2.53E-06 2.44E-06 2.98E-02 7.94E-01 1.06E-01 9.29E-01
370731.00 3753960.00 7.90E-07 2.64E-06 2.57E-06 3.10E-02 8.30E-01 1.11E-01 9.73E-01
370751.00 3753960.00 8.22E-07 2.76E-06 2.71E-06 3.23E-02 8.69E-01 1.17E-01 1.02E+00
370771.00 3753960.00 8.56E-07 2.89E-06 2.86E-06 3.36E-02 9.09E-01 1.24E-01 1.07E+00
370791.00 3753960.00 8.91E-07 3.03E-06 3.02E-06 3.50E-02 9.52E-01 1.31E-01 1.12E+00
370811.00 3753960.00 9.27E-07 3.17E-06 3.19E-06 3.64E-02 9.97E-01 1.38E-01 1.17E+00
370831.00 3753960.00 9.66E-07 3.32E-06 3.38E-06 3.79E-02 1.04E+00 1.46E-01 1.23E+00
370851.00 3753960.00 1.00E-06 3.46E-06 3.55E-06 3.93E-02 1.09E+00 1.54E-01 1.28E+00
370871.00 3753960.00 1.04E-06 3.62E-06 3.74E-06 4.08E-02 1.14E+00 1.62E-01 1.34E+00
370891.00 3753960.00 1.08E-06 3.78E-06 3.95E-06 4.23E-02 1.19E+00 1.71E-01 1.40E+00
370911.00 3753960.00 1.12E-06 3.95E-06 4.17E-06 4.39E-02 1.24E+00 1.80E-01 1.47E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370931.00 3753960.00 1.16E-06 4.13E-06 4.39E-06 4.55E-02 1.30E+00 1.90E-01 1.53E+00
370951.00 3753960.00 1.20E-06 4.30E-06 4.62E-06 4.71E-02 1.35E+00 2.00E-01 1.60E+00
370971.00 3753960.00 1.24E-06 4.46E-06 4.84E-06 4.85E-02 1.40E+00 2.10E-01 1.66E+00
370991.00 3753960.00 1.27E-06 4.63E-06 5.06E-06 5.00E-02 1.45E+00 2.19E-01 1.72E+00
371011.00 3753960.00 1.30E-06 4.75E-06 5.24E-06 5.11E-02 1.49E+00 2.27E-01 1.77E+00
371031.00 3753960.00 1.33E-06 4.87E-06 5.39E-06 5.21E-02 1.53E+00 2.33E-01 1.82E+00
371051.00 3753960.00 1.35E-06 4.96E-06 5.50E-06 5.29E-02 1.56E+00 2.38E-01 1.85E+00
371071.00 3753960.00 1.36E-06 5.03E-06 5.58E-06 5.36E-02 1.58E+00 2.42E-01 1.88E+00
371091.00 3753960.00 1.39E-06 5.11E-06 5.66E-06 5.45E-02 1.61E+00 2.45E-01 1.90E+00
371111.00 3753960.00 1.40E-06 5.14E-06 5.66E-06 5.52E-02 1.62E+00 2.45E-01 1.92E+00
371131.00 3753960.00 1.42E-06 5.17E-06 5.64E-06 5.59E-02 1.63E+00 2.44E-01 1.93E+00
371151.00 3753960.00 1.43E-06 5.12E-06 5.49E-06 5.60E-02 1.61E+00 2.37E-01 1.90E+00
371171.00 3753960.00 1.41E-06 4.95E-06 5.17E-06 5.53E-02 1.56E+00 2.23E-01 1.84E+00
371191.00 3753960.00 1.38E-06 4.74E-06 4.77E-06 5.42E-02 1.49E+00 2.07E-01 1.75E+00
371211.00 3753960.00 1.34E-06 4.50E-06 4.36E-06 5.27E-02 1.41E+00 1.89E-01 1.66E+00
371231.00 3753960.00 1.29E-06 4.24E-06 3.95E-06 5.08E-02 1.33E+00 1.71E-01 1.55E+00
371251.00 3753960.00 1.24E-06 3.97E-06 3.55E-06 4.88E-02 1.25E+00 1.54E-01 1.45E+00
371271.00 3753960.00 1.19E-06 3.72E-06 3.19E-06 4.66E-02 1.17E+00 1.38E-01 1.35E+00
371291.00 3753960.00 1.12E-06 3.46E-06 2.86E-06 4.41E-02 1.09E+00 1.24E-01 1.26E+00
371311.00 3753960.00 1.06E-06 3.21E-06 2.58E-06 4.16E-02 1.01E+00 1.12E-01 1.16E+00
371331.00 3753960.00 9.92E-07 2.98E-06 2.33E-06 3.90E-02 9.35E-01 1.01E-01 1.08E+00
371351.00 3753960.00 9.25E-07 2.75E-06 2.12E-06 3.63E-02 8.65E-01 9.17E-02 9.93E-01
371371.00 3753960.00 8.60E-07 2.54E-06 1.93E-06 3.38E-02 8.00E-01 8.37E-02 9.17E-01
371391.00 3753960.00 7.97E-07 2.35E-06 1.77E-06 3.13E-02 7.39E-01 7.68E-02 8.47E-01
371411.00 3753960.00 7.39E-07 2.18E-06 1.64E-06 2.90E-02 6.85E-01 7.10E-02 7.85E-01
371431.00 3753960.00 6.86E-07 2.02E-06 1.53E-06 2.70E-02 6.36E-01 6.61E-02 7.29E-01
371451.00 3753960.00 6.37E-07 1.88E-06 1.43E-06 2.50E-02 5.92E-01 6.19E-02 6.79E-01
371471.00 3753960.00 5.92E-07 1.76E-06 1.35E-06 2.33E-02 5.53E-01 5.84E-02 6.34E-01
371491.00 3753960.00 5.54E-07 1.65E-06 1.28E-06 2.17E-02 5.19E-01 5.55E-02 5.96E-01
371511.00 3753960.00 5.18E-07 1.56E-06 1.23E-06 2.03E-02 4.89E-01 5.31E-02 5.62E-01
371531.00 3753960.00 4.86E-07 1.47E-06 1.18E-06 1.91E-02 4.62E-01 5.10E-02 5.32E-01
371551.00 3753960.00 4.56E-07 1.39E-06 1.14E-06 1.79E-02 4.38E-01 4.93E-02 5.05E-01
371571.00 3753960.00 4.30E-07 1.32E-06 1.10E-06 1.69E-02 4.16E-01 4.77E-02 4.81E-01
371591.00 3753960.00 4.04E-07 1.26E-06 1.07E-06 1.59E-02 3.95E-01 4.64E-02 4.58E-01
371611.00 3753960.00 3.80E-07 1.20E-06 1.04E-06 1.49E-02 3.76E-01 4.51E-02 4.36E-01
371631.00 3753960.00 3.58E-07 1.14E-06 1.02E-06 1.40E-02 3.59E-01 4.40E-02 4.17E-01
371651.00 3753960.00 3.37E-07 1.09E-06 9.93E-07 1.32E-02 3.42E-01 4.30E-02 3.99E-01
371671.00 3753960.00 3.18E-07 1.04E-06 9.72E-07 1.25E-02 3.28E-01 4.20E-02 3.82E-01
371691.00 3753960.00 3.01E-07 9.99E-07 9.51E-07 1.18E-02 3.14E-01 4.12E-02 3.67E-01
371711.00 3753960.00 2.85E-07 9.59E-07 9.32E-07 1.12E-02 3.01E-01 4.03E-02 3.53E-01
371731.00 3753960.00 2.71E-07 9.22E-07 9.13E-07 1.07E-02 2.90E-01 3.95E-02 3.40E-01
371751.00 3753960.00 2.58E-07 8.88E-07 8.95E-07 1.01E-02 2.79E-01 3.87E-02 3.28E-01
371771.00 3753960.00 2.47E-07 8.58E-07 8.78E-07 9.70E-03 2.70E-01 3.80E-02 3.17E-01
371791.00 3753960.00 2.37E-07 8.31E-07 8.61E-07 9.31E-03 2.61E-01 3.72E-02 3.08E-01
371811.00 3753960.00 2.28E-07 8.05E-07 8.44E-07 8.95E-03 2.53E-01 3.65E-02 2.99E-01
371831.00 3753960.00 2.20E-07 7.82E-07 8.28E-07 8.63E-03 2.46E-01 3.58E-02 2.90E-01
370571.00 3753980.00 5.90E-07 1.92E-06 1.78E-06 2.32E-02 6.02E-01 7.69E-02 7.02E-01
370591.00 3753980.00 6.14E-07 2.00E-06 1.87E-06 2.41E-02 6.28E-01 8.07E-02 7.33E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370611.00 3753980.00 6.39E-07 2.09E-06 1.96E-06 2.51E-02 6.56E-01 8.48E-02 7.66E-01
370631.00 3753980.00 6.64E-07 2.18E-06 2.06E-06 2.61E-02 6.85E-01 8.91E-02 8.00E-01
370651.00 3753980.00 6.91E-07 2.28E-06 2.16E-06 2.71E-02 7.15E-01 9.36E-02 8.36E-01
370671.00 3753980.00 7.21E-07 2.38E-06 2.28E-06 2.83E-02 7.49E-01 9.88E-02 8.77E-01
370691.00 3753980.00 7.52E-07 2.50E-06 2.41E-06 2.96E-02 7.86E-01 1.04E-01 9.20E-01
370711.00 3753980.00 7.85E-07 2.62E-06 2.55E-06 3.08E-02 8.24E-01 1.10E-01 9.65E-01
370731.00 3753980.00 8.18E-07 2.75E-06 2.69E-06 3.21E-02 8.64E-01 1.16E-01 1.01E+00
370751.00 3753980.00 8.54E-07 2.88E-06 2.85E-06 3.35E-02 9.06E-01 1.23E-01 1.06E+00
370771.00 3753980.00 8.91E-07 3.03E-06 3.01E-06 3.50E-02 9.51E-01 1.30E-01 1.12E+00
370791.00 3753980.00 9.30E-07 3.18E-06 3.19E-06 3.65E-02 9.99E-01 1.38E-01 1.17E+00
370811.00 3753980.00 9.71E-07 3.34E-06 3.39E-06 3.81E-02 1.05E+00 1.47E-01 1.23E+00
370831.00 3753980.00 1.01E-06 3.51E-06 3.59E-06 3.98E-02 1.10E+00 1.56E-01 1.30E+00
370851.00 3753980.00 1.05E-06 3.67E-06 3.79E-06 4.13E-02 1.15E+00 1.64E-01 1.36E+00
370871.00 3753980.00 1.10E-06 3.85E-06 4.02E-06 4.30E-02 1.21E+00 1.74E-01 1.43E+00
370891.00 3753980.00 1.14E-06 4.04E-06 4.26E-06 4.48E-02 1.27E+00 1.84E-01 1.50E+00
370911.00 3753980.00 1.19E-06 4.24E-06 4.53E-06 4.67E-02 1.33E+00 1.96E-01 1.58E+00
370931.00 3753980.00 1.24E-06 4.45E-06 4.81E-06 4.86E-02 1.40E+00 2.08E-01 1.66E+00
370951.00 3753980.00 1.28E-06 4.66E-06 5.09E-06 5.04E-02 1.47E+00 2.20E-01 1.74E+00
370971.00 3753980.00 1.33E-06 4.87E-06 5.38E-06 5.22E-02 1.53E+00 2.33E-01 1.82E+00
370991.00 3753980.00 1.37E-06 5.08E-06 5.67E-06 5.40E-02 1.60E+00 2.45E-01 1.90E+00
371011.00 3753980.00 1.42E-06 5.28E-06 5.95E-06 5.56E-02 1.66E+00 2.58E-01 1.97E+00
371031.00 3753980.00 1.47E-06 5.53E-06 6.30E-06 5.77E-02 1.74E+00 2.73E-01 2.07E+00
371051.00 3753980.00 1.50E-06 5.70E-06 6.55E-06 5.91E-02 1.79E+00 2.83E-01 2.13E+00
371071.00 3753980.00 1.50E-06 5.70E-06 6.54E-06 5.91E-02 1.79E+00 2.83E-01 2.13E+00
371091.00 3753980.00 1.54E-06 5.84E-06 6.72E-06 6.04E-02 1.83E+00 2.91E-01 2.19E+00
371111.00 3753980.00 1.56E-06 5.92E-06 6.80E-06 6.15E-02 1.86E+00 2.94E-01 2.22E+00
371131.00 3753980.00 1.59E-06 6.00E-06 6.84E-06 6.26E-02 1.89E+00 2.96E-01 2.24E+00
371151.00 3753980.00 1.60E-06 5.98E-06 6.72E-06 6.30E-02 1.88E+00 2.91E-01 2.23E+00
371171.00 3753980.00 1.59E-06 5.80E-06 6.34E-06 6.25E-02 1.82E+00 2.74E-01 2.16E+00
371191.00 3753980.00 1.56E-06 5.52E-06 5.81E-06 6.11E-02 1.73E+00 2.51E-01 2.05E+00
371211.00 3753980.00 1.52E-06 5.24E-06 5.29E-06 5.97E-02 1.65E+00 2.29E-01 1.94E+00
371231.00 3753980.00 1.47E-06 4.94E-06 4.79E-06 5.78E-02 1.55E+00 2.07E-01 1.82E+00
371251.00 3753980.00 1.42E-06 4.63E-06 4.27E-06 5.57E-02 1.45E+00 1.85E-01 1.70E+00
371271.00 3753980.00 1.35E-06 4.28E-06 3.77E-06 5.29E-02 1.35E+00 1.63E-01 1.56E+00
371291.00 3753980.00 1.27E-06 3.96E-06 3.34E-06 5.00E-02 1.25E+00 1.45E-01 1.44E+00
371311.00 3753980.00 1.20E-06 3.67E-06 2.99E-06 4.70E-02 1.15E+00 1.29E-01 1.33E+00
371331.00 3753980.00 1.12E-06 3.38E-06 2.68E-06 4.39E-02 1.06E+00 1.16E-01 1.22E+00
371351.00 3753980.00 1.04E-06 3.11E-06 2.42E-06 4.08E-02 9.79E-01 1.05E-01 1.12E+00
371371.00 3753980.00 9.63E-07 2.87E-06 2.20E-06 3.78E-02 9.02E-01 9.54E-02 1.04E+00
371391.00 3753980.00 8.90E-07 2.65E-06 2.03E-06 3.50E-02 8.32E-01 8.76E-02 9.55E-01
371411.00 3753980.00 8.23E-07 2.45E-06 1.88E-06 3.23E-02 7.70E-01 8.13E-02 8.84E-01
371431.00 3753980.00 7.61E-07 2.27E-06 1.76E-06 2.99E-02 7.14E-01 7.62E-02 8.20E-01
371451.00 3753980.00 7.05E-07 2.12E-06 1.67E-06 2.77E-02 6.66E-01 7.20E-02 7.66E-01
371471.00 3753980.00 6.55E-07 1.98E-06 1.59E-06 2.57E-02 6.23E-01 6.87E-02 7.18E-01
371491.00 3753980.00 6.09E-07 1.86E-06 1.52E-06 2.39E-02 5.85E-01 6.58E-02 6.75E-01
371511.00 3753980.00 5.68E-07 1.76E-06 1.47E-06 2.23E-02 5.52E-01 6.34E-02 6.37E-01
371531.00 3753980.00 5.31E-07 1.66E-06 1.42E-06 2.08E-02 5.21E-01 6.13E-02 6.03E-01
371551.00 3753980.00 4.97E-07 1.57E-06 1.38E-06 1.95E-02 4.94E-01 5.95E-02 5.73E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371571.00 3753980.00 4.65E-07 1.49E-06 1.34E-06 1.83E-02 4.69E-01 5.79E-02 5.45E-01
371591.00 3753980.00 4.36E-07 1.42E-06 1.30E-06 1.71E-02 4.46E-01 5.64E-02 5.19E-01
371611.00 3753980.00 4.08E-07 1.35E-06 1.27E-06 1.60E-02 4.24E-01 5.50E-02 4.95E-01
371631.00 3753980.00 3.84E-07 1.29E-06 1.24E-06 1.51E-02 4.04E-01 5.37E-02 4.73E-01
371651.00 3753980.00 3.62E-07 1.23E-06 1.21E-06 1.42E-02 3.86E-01 5.25E-02 4.53E-01
371671.00 3753980.00 3.41E-07 1.18E-06 1.19E-06 1.34E-02 3.70E-01 5.13E-02 4.34E-01
371691.00 3753980.00 3.23E-07 1.13E-06 1.16E-06 1.27E-02 3.54E-01 5.01E-02 4.17E-01
371711.00 3753980.00 3.06E-07 1.08E-06 1.13E-06 1.20E-02 3.40E-01 4.90E-02 4.01E-01
371731.00 3753980.00 2.91E-07 1.04E-06 1.11E-06 1.14E-02 3.27E-01 4.79E-02 3.87E-01
371751.00 3753980.00 2.78E-07 1.00E-06 1.08E-06 1.09E-02 3.16E-01 4.69E-02 3.73E-01
371771.00 3753980.00 2.67E-07 9.71E-07 1.06E-06 1.05E-02 3.05E-01 4.59E-02 3.62E-01
371791.00 3753980.00 2.56E-07 9.41E-07 1.04E-06 1.01E-02 2.96E-01 4.48E-02 3.51E-01
371811.00 3753980.00 2.47E-07 9.13E-07 1.01E-06 9.72E-03 2.87E-01 4.39E-02 3.41E-01
371831.00 3753980.00 2.39E-07 8.88E-07 9.91E-07 9.40E-03 2.79E-01 4.29E-02 3.31E-01
370571.00 3754000.00 6.05E-07 1.97E-06 1.83E-06 2.38E-02 6.18E-01 7.92E-02 7.21E-01
370591.00 3754000.00 6.29E-07 2.05E-06 1.92E-06 2.47E-02 6.46E-01 8.33E-02 7.54E-01
370611.00 3754000.00 6.55E-07 2.15E-06 2.02E-06 2.58E-02 6.75E-01 8.76E-02 7.88E-01
370631.00 3754000.00 6.83E-07 2.25E-06 2.13E-06 2.68E-02 7.06E-01 9.22E-02 8.25E-01
370651.00 3754000.00 7.12E-07 2.35E-06 2.25E-06 2.80E-02 7.39E-01 9.72E-02 8.64E-01
370671.00 3754000.00 7.42E-07 2.46E-06 2.37E-06 2.92E-02 7.74E-01 1.03E-01 9.06E-01
370691.00 3754000.00 7.76E-07 2.59E-06 2.51E-06 3.05E-02 8.13E-01 1.09E-01 9.52E-01
370711.00 3754000.00 8.10E-07 2.72E-06 2.65E-06 3.18E-02 8.54E-01 1.15E-01 1.00E+00
370731.00 3754000.00 8.47E-07 2.85E-06 2.81E-06 3.33E-02 8.97E-01 1.22E-01 1.05E+00
370751.00 3754000.00 8.86E-07 3.00E-06 2.98E-06 3.48E-02 9.44E-01 1.29E-01 1.11E+00
370771.00 3754000.00 9.27E-07 3.16E-06 3.17E-06 3.64E-02 9.94E-01 1.37E-01 1.17E+00
370791.00 3754000.00 9.71E-07 3.33E-06 3.38E-06 3.81E-02 1.05E+00 1.46E-01 1.23E+00
370811.00 3754000.00 1.02E-06 3.51E-06 3.59E-06 3.99E-02 1.10E+00 1.55E-01 1.30E+00
370831.00 3754000.00 1.06E-06 3.70E-06 3.82E-06 4.17E-02 1.16E+00 1.65E-01 1.37E+00
370851.00 3754000.00 1.11E-06 3.88E-06 4.05E-06 4.34E-02 1.22E+00 1.75E-01 1.44E+00
370871.00 3754000.00 1.16E-06 4.09E-06 4.31E-06 4.54E-02 1.29E+00 1.87E-01 1.52E+00
370891.00 3754000.00 1.21E-06 4.31E-06 4.60E-06 4.74E-02 1.36E+00 1.99E-01 1.60E+00
370911.00 3754000.00 1.26E-06 4.55E-06 4.91E-06 4.96E-02 1.43E+00 2.13E-01 1.69E+00
370931.00 3754000.00 1.32E-06 4.80E-06 5.25E-06 5.17E-02 1.51E+00 2.27E-01 1.79E+00
370951.00 3754000.00 1.37E-06 5.06E-06 5.60E-06 5.40E-02 1.59E+00 2.42E-01 1.89E+00
370971.00 3754000.00 1.43E-06 5.32E-06 5.98E-06 5.62E-02 1.67E+00 2.59E-01 1.99E+00
370991.00 3754000.00 1.49E-06 5.60E-06 6.38E-06 5.85E-02 1.76E+00 2.76E-01 2.09E+00
371011.00 3754000.00 1.55E-06 5.92E-06 6.85E-06 6.10E-02 1.86E+00 2.96E-01 2.22E+00
371031.00 3754000.00 1.61E-06 6.24E-06 7.32E-06 6.34E-02 1.96E+00 3.17E-01 2.34E+00
371051.00 3754000.00 1.66E-06 6.48E-06 7.69E-06 6.53E-02 2.04E+00 3.33E-01 2.44E+00
371071.00 3754000.00 1.66E-06 6.47E-06 7.68E-06 6.51E-02 2.03E+00 3.32E-01 2.43E+00
371091.00 3754000.00 1.71E-06 6.71E-06 8.02E-06 6.70E-02 2.11E+00 3.47E-01 2.52E+00
371111.00 3754000.00 1.75E-06 6.89E-06 8.26E-06 6.87E-02 2.16E+00 3.57E-01 2.59E+00
371131.00 3754000.00 1.79E-06 7.05E-06 8.44E-06 7.03E-02 2.22E+00 3.65E-01 2.65E+00
371151.00 3754000.00 1.81E-06 7.08E-06 8.40E-06 7.13E-02 2.23E+00 3.63E-01 2.66E+00
371171.00 3754000.00 1.80E-06 6.89E-06 7.96E-06 7.09E-02 2.17E+00 3.45E-01 2.58E+00
371191.00 3754000.00 1.78E-06 6.59E-06 7.34E-06 6.99E-02 2.07E+00 3.17E-01 2.46E+00
371211.00 3754000.00 1.74E-06 6.23E-06 6.62E-06 6.83E-02 1.96E+00 2.86E-01 2.31E+00
371231.00 3754000.00 1.69E-06 5.82E-06 5.87E-06 6.62E-02 1.83E+00 2.54E-01 2.15E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y
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Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371251.00 3754000.00 1.62E-06 5.41E-06 5.16E-06 6.36E-02 1.70E+00 2.23E-01 1.99E+00
371271.00 3754000.00 1.54E-06 4.97E-06 4.50E-06 6.04E-02 1.56E+00 1.95E-01 1.82E+00
371291.00 3754000.00 1.45E-06 4.58E-06 3.95E-06 5.70E-02 1.44E+00 1.71E-01 1.67E+00
371311.00 3754000.00 1.36E-06 4.21E-06 3.49E-06 5.34E-02 1.32E+00 1.51E-01 1.53E+00
371331.00 3754000.00 1.27E-06 3.87E-06 3.11E-06 4.98E-02 1.22E+00 1.35E-01 1.40E+00
371351.00 3754000.00 1.17E-06 3.56E-06 2.81E-06 4.61E-02 1.12E+00 1.22E-01 1.29E+00
371371.00 3754000.00 1.08E-06 3.27E-06 2.57E-06 4.26E-02 1.03E+00 1.11E-01 1.18E+00
371391.00 3754000.00 1.00E-06 3.02E-06 2.38E-06 3.93E-02 9.50E-01 1.03E-01 1.09E+00
371411.00 3754000.00 9.22E-07 2.80E-06 2.24E-06 3.62E-02 8.80E-01 9.68E-02 1.01E+00
371431.00 3754000.00 8.49E-07 2.60E-06 2.12E-06 3.33E-02 8.18E-01 9.17E-02 9.43E-01
371451.00 3754000.00 7.84E-07 2.43E-06 2.03E-06 3.08E-02 7.63E-01 8.77E-02 8.82E-01
371471.00 3754000.00 7.25E-07 2.28E-06 1.95E-06 2.85E-02 7.15E-01 8.44E-02 8.28E-01
371491.00 3754000.00 6.72E-07 2.14E-06 1.88E-06 2.64E-02 6.72E-01 8.15E-02 7.80E-01
371511.00 3754000.00 6.24E-07 2.02E-06 1.83E-06 2.45E-02 6.34E-01 7.90E-02 7.37E-01
371531.00 3754000.00 5.81E-07 1.91E-06 1.77E-06 2.28E-02 5.99E-01 7.67E-02 6.98E-01
371551.00 3754000.00 5.42E-07 1.80E-06 1.72E-06 2.13E-02 5.67E-01 7.46E-02 6.63E-01
371571.00 3754000.00 5.06E-07 1.71E-06 1.68E-06 1.99E-02 5.38E-01 7.26E-02 6.31E-01
371591.00 3754000.00 4.73E-07 1.63E-06 1.63E-06 1.86E-02 5.11E-01 7.07E-02 6.01E-01
371611.00 3754000.00 4.42E-07 1.55E-06 1.59E-06 1.73E-02 4.86E-01 6.88E-02 5.72E-01
371631.00 3754000.00 4.15E-07 1.47E-06 1.55E-06 1.63E-02 4.63E-01 6.71E-02 5.46E-01
371651.00 3754000.00 3.90E-07 1.41E-06 1.51E-06 1.53E-02 4.42E-01 6.54E-02 5.23E-01
371671.00 3754000.00 3.69E-07 1.35E-06 1.47E-06 1.45E-02 4.23E-01 6.37E-02 5.02E-01
371691.00 3754000.00 3.49E-07 1.29E-06 1.43E-06 1.37E-02 4.06E-01 6.20E-02 4.82E-01
371711.00 3754000.00 3.32E-07 1.24E-06 1.40E-06 1.30E-02 3.90E-01 6.04E-02 4.64E-01
371731.00 3754000.00 3.16E-07 1.20E-06 1.36E-06 1.24E-02 3.76E-01 5.89E-02 4.47E-01
371751.00 3754000.00 3.03E-07 1.15E-06 1.33E-06 1.19E-02 3.62E-01 5.73E-02 4.31E-01
371771.00 3754000.00 2.91E-07 1.11E-06 1.29E-06 1.14E-02 3.50E-01 5.59E-02 4.18E-01
371791.00 3754000.00 2.81E-07 1.08E-06 1.26E-06 1.11E-02 3.40E-01 5.44E-02 4.05E-01
371811.00 3754000.00 2.73E-07 1.05E-06 1.22E-06 1.07E-02 3.30E-01 5.30E-02 3.94E-01
371831.00 3754000.00 2.65E-07 1.02E-06 1.19E-06 1.04E-02 3.21E-01 5.16E-02 3.83E-01
370571.00 3754020.00 6.19E-07 2.02E-06 1.88E-06 2.43E-02 6.34E-01 8.15E-02 7.40E-01
370591.00 3754020.00 6.45E-07 2.11E-06 1.98E-06 2.53E-02 6.63E-01 8.58E-02 7.74E-01
370611.00 3754020.00 6.72E-07 2.21E-06 2.09E-06 2.64E-02 6.94E-01 9.03E-02 8.11E-01
370631.00 3754020.00 7.01E-07 2.31E-06 2.20E-06 2.76E-02 7.27E-01 9.53E-02 8.50E-01
370651.00 3754020.00 7.32E-07 2.43E-06 2.33E-06 2.88E-02 7.62E-01 1.01E-01 8.92E-01
370671.00 3754020.00 7.65E-07 2.54E-06 2.46E-06 3.00E-02 8.00E-01 1.06E-01 9.36E-01
370691.00 3754020.00 8.00E-07 2.68E-06 2.61E-06 3.14E-02 8.41E-01 1.13E-01 9.85E-01
370711.00 3754020.00 8.37E-07 2.82E-06 2.77E-06 3.29E-02 8.85E-01 1.20E-01 1.04E+00
370731.00 3754020.00 8.77E-07 2.97E-06 2.94E-06 3.44E-02 9.32E-01 1.27E-01 1.09E+00
370751.00 3754020.00 9.19E-07 3.13E-06 3.13E-06 3.61E-02 9.83E-01 1.35E-01 1.15E+00
370771.00 3754020.00 9.64E-07 3.30E-06 3.33E-06 3.79E-02 1.04E+00 1.44E-01 1.22E+00
370791.00 3754020.00 1.01E-06 3.49E-06 3.56E-06 3.97E-02 1.10E+00 1.54E-01 1.29E+00
370811.00 3754020.00 1.06E-06 3.69E-06 3.81E-06 4.17E-02 1.16E+00 1.65E-01 1.37E+00
370831.00 3754020.00 1.11E-06 3.89E-06 4.05E-06 4.36E-02 1.22E+00 1.75E-01 1.44E+00
370851.00 3754020.00 1.16E-06 4.10E-06 4.32E-06 4.56E-02 1.29E+00 1.87E-01 1.52E+00
370871.00 3754020.00 1.22E-06 4.34E-06 4.63E-06 4.78E-02 1.37E+00 2.00E-01 1.61E+00
370891.00 3754020.00 1.28E-06 4.61E-06 4.97E-06 5.02E-02 1.45E+00 2.15E-01 1.71E+00
370911.00 3754020.00 1.34E-06 4.88E-06 5.34E-06 5.27E-02 1.53E+00 2.31E-01 1.82E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370931.00 3754020.00 1.40E-06 5.17E-06 5.73E-06 5.51E-02 1.63E+00 2.48E-01 1.93E+00
370951.00 3754020.00 1.47E-06 5.48E-06 6.17E-06 5.78E-02 1.72E+00 2.67E-01 2.05E+00
370971.00 3754020.00 1.54E-06 5.81E-06 6.64E-06 6.04E-02 1.83E+00 2.87E-01 2.17E+00
370991.00 3754020.00 1.62E-06 6.22E-06 7.23E-06 6.36E-02 1.95E+00 3.13E-01 2.33E+00
371011.00 3754020.00 1.70E-06 6.61E-06 7.82E-06 6.66E-02 2.08E+00 3.39E-01 2.48E+00
371031.00 3754020.00 1.77E-06 6.99E-06 8.42E-06 6.94E-02 2.20E+00 3.64E-01 2.63E+00
371051.00 3754020.00 1.83E-06 7.36E-06 9.01E-06 7.20E-02 2.31E+00 3.90E-01 2.77E+00
371071.00 3754020.00 1.83E-06 7.39E-06 9.08E-06 7.18E-02 2.32E+00 3.93E-01 2.79E+00
371091.00 3754020.00 1.90E-06 7.77E-06 9.68E-06 7.46E-02 2.44E+00 4.19E-01 2.93E+00
371111.00 3754020.00 1.96E-06 8.09E-06 1.02E-05 7.69E-02 2.54E+00 4.40E-01 3.06E+00
371131.00 3754020.00 2.02E-06 8.39E-06 1.06E-05 7.93E-02 2.64E+00 4.59E-01 3.18E+00
371151.00 3754020.00 2.06E-06 8.53E-06 1.07E-05 8.09E-02 2.68E+00 4.65E-01 3.23E+00
371171.00 3754020.00 2.06E-06 8.34E-06 1.03E-05 8.08E-02 2.62E+00 4.45E-01 3.15E+00
371191.00 3754020.00 2.04E-06 8.00E-06 9.51E-06 8.01E-02 2.52E+00 4.11E-01 3.01E+00
371211.00 3754020.00 2.00E-06 7.53E-06 8.52E-06 7.86E-02 2.37E+00 3.69E-01 2.82E+00
371231.00 3754020.00 1.94E-06 7.00E-06 7.46E-06 7.64E-02 2.20E+00 3.23E-01 2.60E+00
371251.00 3754020.00 1.87E-06 6.44E-06 6.44E-06 7.34E-02 2.02E+00 2.79E-01 2.38E+00
371271.00 3754020.00 1.77E-06 5.88E-06 5.51E-06 6.96E-02 1.85E+00 2.38E-01 2.16E+00
371291.00 3754020.00 1.68E-06 5.40E-06 4.80E-06 6.59E-02 1.70E+00 2.08E-01 1.97E+00
371311.00 3754020.00 1.57E-06 4.94E-06 4.20E-06 6.16E-02 1.55E+00 1.82E-01 1.79E+00
371331.00 3754020.00 1.46E-06 4.53E-06 3.75E-06 5.72E-02 1.42E+00 1.62E-01 1.64E+00
371351.00 3754020.00 1.35E-06 4.16E-06 3.40E-06 5.29E-02 1.31E+00 1.47E-01 1.51E+00
371371.00 3754020.00 1.24E-06 3.83E-06 3.15E-06 4.86E-02 1.20E+00 1.36E-01 1.39E+00
371391.00 3754020.00 1.13E-06 3.54E-06 2.96E-06 4.45E-02 1.11E+00 1.28E-01 1.29E+00
371411.00 3754020.00 1.04E-06 3.29E-06 2.82E-06 4.08E-02 1.03E+00 1.22E-01 1.20E+00
371431.00 3754020.00 9.53E-07 3.06E-06 2.71E-06 3.74E-02 9.61E-01 1.17E-01 1.12E+00
371451.00 3754020.00 8.76E-07 2.86E-06 2.62E-06 3.44E-02 8.98E-01 1.13E-01 1.05E+00
371471.00 3754020.00 8.07E-07 2.68E-06 2.53E-06 3.17E-02 8.42E-01 1.09E-01 9.83E-01
371491.00 3754020.00 7.45E-07 2.52E-06 2.45E-06 2.93E-02 7.91E-01 1.06E-01 9.27E-01
371511.00 3754020.00 6.89E-07 2.37E-06 2.38E-06 2.71E-02 7.46E-01 1.03E-01 8.75E-01
371531.00 3754020.00 6.39E-07 2.24E-06 2.30E-06 2.51E-02 7.04E-01 9.97E-02 8.28E-01
371551.00 3754020.00 5.93E-07 2.12E-06 2.23E-06 2.33E-02 6.65E-01 9.66E-02 7.85E-01
371571.00 3754020.00 5.52E-07 2.00E-06 2.16E-06 2.17E-02 6.30E-01 9.36E-02 7.45E-01
371591.00 3754020.00 5.15E-07 1.90E-06 2.10E-06 2.02E-02 5.97E-01 9.08E-02 7.08E-01
371611.00 3754020.00 4.80E-07 1.80E-06 2.03E-06 1.89E-02 5.67E-01 8.80E-02 6.73E-01
371631.00 3754020.00 4.51E-07 1.72E-06 1.97E-06 1.77E-02 5.40E-01 8.52E-02 6.43E-01
371651.00 3754020.00 4.25E-07 1.64E-06 1.91E-06 1.67E-02 5.15E-01 8.26E-02 6.14E-01
371671.00 3754020.00 4.02E-07 1.57E-06 1.85E-06 1.58E-02 4.93E-01 8.00E-02 5.88E-01
371691.00 3754020.00 3.82E-07 1.50E-06 1.79E-06 1.50E-02 4.72E-01 7.75E-02 5.65E-01
371711.00 3754020.00 3.64E-07 1.44E-06 1.74E-06 1.43E-02 4.54E-01 7.51E-02 5.43E-01
371731.00 3754020.00 3.49E-07 1.39E-06 1.68E-06 1.37E-02 4.37E-01 7.28E-02 5.23E-01
371751.00 3754020.00 3.35E-07 1.34E-06 1.63E-06 1.31E-02 4.21E-01 7.05E-02 5.05E-01
371771.00 3754020.00 3.24E-07 1.30E-06 1.58E-06 1.27E-02 4.08E-01 6.83E-02 4.89E-01
371791.00 3754020.00 3.14E-07 1.26E-06 1.53E-06 1.24E-02 3.96E-01 6.62E-02 4.74E-01
371811.00 3754020.00 3.06E-07 1.22E-06 1.48E-06 1.20E-02 3.84E-01 6.42E-02 4.61E-01
371831.00 3754020.00 2.99E-07 1.19E-06 1.44E-06 1.18E-02 3.74E-01 6.22E-02 4.48E-01
370571.00 3754040.00 6.35E-07 2.07E-06 1.94E-06 2.49E-02 6.52E-01 8.40E-02 7.61E-01
370591.00 3754040.00 6.62E-07 2.17E-06 2.05E-06 2.60E-02 6.82E-01 8.85E-02 7.96E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370611.00 3754040.00 6.91E-07 2.27E-06 2.16E-06 2.71E-02 7.14E-01 9.33E-02 8.35E-01
370631.00 3754040.00 7.21E-07 2.38E-06 2.28E-06 2.83E-02 7.49E-01 9.86E-02 8.76E-01
370651.00 3754040.00 7.54E-07 2.50E-06 2.41E-06 2.96E-02 7.87E-01 1.04E-01 9.21E-01
370671.00 3754040.00 7.89E-07 2.63E-06 2.55E-06 3.10E-02 8.27E-01 1.11E-01 9.69E-01
370691.00 3754040.00 8.25E-07 2.77E-06 2.71E-06 3.24E-02 8.70E-01 1.17E-01 1.02E+00
370711.00 3754040.00 8.65E-07 2.92E-06 2.88E-06 3.40E-02 9.17E-01 1.24E-01 1.08E+00
370731.00 3754040.00 9.07E-07 3.08E-06 3.07E-06 3.56E-02 9.68E-01 1.33E-01 1.14E+00
370751.00 3754040.00 9.53E-07 3.26E-06 3.27E-06 3.74E-02 1.02E+00 1.42E-01 1.20E+00
370771.00 3754040.00 1.00E-06 3.45E-06 3.50E-06 3.93E-02 1.08E+00 1.51E-01 1.27E+00
370791.00 3754040.00 1.05E-06 3.65E-06 3.75E-06 4.14E-02 1.15E+00 1.62E-01 1.35E+00
370811.00 3754040.00 1.11E-06 3.87E-06 4.01E-06 4.34E-02 1.22E+00 1.74E-01 1.43E+00
370831.00 3754040.00 1.16E-06 4.08E-06 4.28E-06 4.55E-02 1.28E+00 1.85E-01 1.51E+00
370851.00 3754040.00 1.22E-06 4.33E-06 4.59E-06 4.78E-02 1.36E+00 1.99E-01 1.61E+00
370871.00 3754040.00 1.28E-06 4.60E-06 4.95E-06 5.03E-02 1.45E+00 2.14E-01 1.71E+00
370891.00 3754040.00 1.35E-06 4.91E-06 5.34E-06 5.30E-02 1.54E+00 2.31E-01 1.83E+00
370911.00 3754040.00 1.42E-06 5.23E-06 5.78E-06 5.58E-02 1.64E+00 2.50E-01 1.95E+00
370931.00 3754040.00 1.49E-06 5.57E-06 6.25E-06 5.87E-02 1.75E+00 2.71E-01 2.08E+00
370951.00 3754040.00 1.57E-06 5.95E-06 6.78E-06 6.18E-02 1.87E+00 2.94E-01 2.22E+00
370971.00 3754040.00 1.65E-06 6.35E-06 7.37E-06 6.50E-02 2.00E+00 3.19E-01 2.38E+00
370991.00 3754040.00 1.75E-06 6.87E-06 8.14E-06 6.89E-02 2.16E+00 3.52E-01 2.58E+00
371011.00 3754040.00 1.84E-06 7.36E-06 8.90E-06 7.25E-02 2.31E+00 3.85E-01 2.77E+00
371031.00 3754040.00 1.93E-06 7.86E-06 9.71E-06 7.59E-02 2.47E+00 4.20E-01 2.97E+00
371051.00 3754040.00 2.02E-06 8.38E-06 1.06E-05 7.93E-02 2.63E+00 4.57E-01 3.17E+00
371071.00 3754040.00 2.04E-06 8.58E-06 1.10E-05 8.02E-02 2.70E+00 4.74E-01 3.25E+00
371091.00 3754040.00 2.13E-06 9.14E-06 1.19E-05 8.37E-02 2.87E+00 5.15E-01 3.47E+00
371111.00 3754040.00 2.21E-06 9.65E-06 1.28E-05 8.67E-02 3.03E+00 5.53E-01 3.67E+00
371131.00 3754040.00 2.28E-06 1.01E-05 1.36E-05 8.97E-02 3.19E+00 5.88E-01 3.86E+00
371151.00 3754040.00 2.35E-06 1.05E-05 1.41E-05 9.22E-02 3.29E+00 6.11E-01 4.00E+00
371171.00 3754040.00 2.36E-06 1.04E-05 1.38E-05 9.27E-02 3.26E+00 5.95E-01 3.95E+00
371191.00 3754040.00 2.35E-06 9.99E-06 1.28E-05 9.25E-02 3.14E+00 5.55E-01 3.79E+00
371211.00 3754040.00 2.32E-06 9.38E-06 1.14E-05 9.12E-02 2.95E+00 4.95E-01 3.53E+00
371231.00 3754040.00 2.26E-06 8.63E-06 9.85E-06 8.89E-02 2.71E+00 4.26E-01 3.23E+00
371251.00 3754040.00 2.18E-06 7.84E-06 8.30E-06 8.56E-02 2.47E+00 3.59E-01 2.91E+00
371271.00 3754040.00 2.07E-06 7.08E-06 6.95E-06 8.11E-02 2.23E+00 3.01E-01 2.61E+00
371291.00 3754040.00 1.96E-06 6.48E-06 6.01E-06 7.68E-02 2.04E+00 2.60E-01 2.37E+00
371311.00 3754040.00 1.83E-06 5.92E-06 5.27E-06 7.17E-02 1.86E+00 2.28E-01 2.16E+00
371331.00 3754040.00 1.69E-06 5.44E-06 4.77E-06 6.64E-02 1.71E+00 2.06E-01 1.98E+00
371351.00 3754040.00 1.55E-06 5.02E-06 4.42E-06 6.10E-02 1.58E+00 1.91E-01 1.83E+00
371371.00 3754040.00 1.42E-06 4.65E-06 4.19E-06 5.58E-02 1.46E+00 1.81E-01 1.70E+00
371391.00 3754040.00 1.30E-06 4.31E-06 4.01E-06 5.09E-02 1.36E+00 1.73E-01 1.58E+00
371411.00 3754040.00 1.18E-06 4.01E-06 3.86E-06 4.64E-02 1.26E+00 1.67E-01 1.47E+00
371431.00 3754040.00 1.08E-06 3.73E-06 3.72E-06 4.23E-02 1.17E+00 1.61E-01 1.38E+00
371451.00 3754040.00 9.86E-07 3.48E-06 3.58E-06 3.87E-02 1.09E+00 1.55E-01 1.29E+00
371471.00 3754040.00 9.04E-07 3.26E-06 3.45E-06 3.55E-02 1.02E+00 1.49E-01 1.21E+00
371491.00 3754040.00 8.30E-07 3.05E-06 3.33E-06 3.26E-02 9.58E-01 1.44E-01 1.13E+00
371511.00 3754040.00 7.64E-07 2.86E-06 3.20E-06 3.00E-02 8.99E-01 1.38E-01 1.07E+00
371531.00 3754040.00 7.05E-07 2.69E-06 3.08E-06 2.77E-02 8.45E-01 1.33E-01 1.01E+00
371551.00 3754040.00 6.53E-07 2.53E-06 2.96E-06 2.56E-02 7.96E-01 1.28E-01 9.50E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371571.00 3754040.00 6.06E-07 2.39E-06 2.84E-06 2.38E-02 7.51E-01 1.23E-01 8.98E-01
371591.00 3754040.00 5.65E-07 2.26E-06 2.73E-06 2.22E-02 7.10E-01 1.18E-01 8.50E-01
371611.00 3754040.00 5.26E-07 2.14E-06 2.63E-06 2.07E-02 6.72E-01 1.14E-01 8.06E-01
371631.00 3754040.00 4.95E-07 2.03E-06 2.53E-06 1.94E-02 6.38E-01 1.09E-01 7.67E-01
371651.00 3754040.00 4.67E-07 1.94E-06 2.43E-06 1.84E-02 6.08E-01 1.05E-01 7.32E-01
371671.00 3754040.00 4.44E-07 1.85E-06 2.33E-06 1.74E-02 5.81E-01 1.01E-01 6.99E-01
371691.00 3754040.00 4.23E-07 1.77E-06 2.25E-06 1.66E-02 5.57E-01 9.72E-02 6.70E-01
371711.00 3754040.00 4.06E-07 1.70E-06 2.16E-06 1.59E-02 5.34E-01 9.35E-02 6.44E-01
371731.00 3754040.00 3.91E-07 1.64E-06 2.08E-06 1.54E-02 5.15E-01 9.01E-02 6.20E-01
371751.00 3754040.00 3.78E-07 1.58E-06 2.00E-06 1.49E-02 4.97E-01 8.67E-02 5.98E-01
371771.00 3754040.00 3.68E-07 1.53E-06 1.93E-06 1.45E-02 4.81E-01 8.36E-02 5.79E-01
371791.00 3754040.00 3.60E-07 1.48E-06 1.86E-06 1.41E-02 4.66E-01 8.06E-02 5.61E-01
371811.00 3754040.00 3.52E-07 1.44E-06 1.79E-06 1.38E-02 4.53E-01 7.77E-02 5.45E-01
371831.00 3754040.00 3.46E-07 1.40E-06 1.73E-06 1.36E-02 4.41E-01 7.49E-02 5.29E-01
370571.00 3754060.00 6.50E-07 2.13E-06 2.00E-06 2.55E-02 6.68E-01 8.64E-02 7.80E-01
370591.00 3754060.00 6.78E-07 2.23E-06 2.10E-06 2.66E-02 7.00E-01 9.11E-02 8.18E-01
370611.00 3754060.00 7.08E-07 2.34E-06 2.22E-06 2.78E-02 7.34E-01 9.62E-02 8.58E-01
370631.00 3754060.00 7.41E-07 2.45E-06 2.35E-06 2.91E-02 7.71E-01 1.02E-01 9.02E-01
370651.00 3754060.00 7.75E-07 2.58E-06 2.49E-06 3.04E-02 8.10E-01 1.08E-01 9.48E-01
370671.00 3754060.00 8.11E-07 2.71E-06 2.64E-06 3.19E-02 8.53E-01 1.14E-01 9.99E-01
370691.00 3754060.00 8.50E-07 2.86E-06 2.81E-06 3.34E-02 8.99E-01 1.21E-01 1.05E+00
370711.00 3754060.00 8.92E-07 3.02E-06 2.99E-06 3.51E-02 9.49E-01 1.29E-01 1.11E+00
370731.00 3754060.00 9.38E-07 3.19E-06 3.19E-06 3.68E-02 1.00E+00 1.38E-01 1.18E+00
370751.00 3754060.00 9.86E-07 3.38E-06 3.41E-06 3.87E-02 1.06E+00 1.48E-01 1.25E+00
370771.00 3754060.00 1.04E-06 3.59E-06 3.66E-06 4.08E-02 1.13E+00 1.58E-01 1.33E+00
370791.00 3754060.00 1.09E-06 3.81E-06 3.93E-06 4.30E-02 1.20E+00 1.70E-01 1.41E+00
370811.00 3754060.00 1.15E-06 4.03E-06 4.20E-06 4.51E-02 1.27E+00 1.82E-01 1.49E+00
370831.00 3754060.00 1.21E-06 4.29E-06 4.52E-06 4.75E-02 1.35E+00 1.96E-01 1.59E+00
370851.00 3754060.00 1.28E-06 4.57E-06 4.88E-06 5.01E-02 1.43E+00 2.11E-01 1.70E+00
370871.00 3754060.00 1.35E-06 4.87E-06 5.28E-06 5.29E-02 1.53E+00 2.28E-01 1.81E+00
370891.00 3754060.00 1.42E-06 5.22E-06 5.74E-06 5.59E-02 1.64E+00 2.48E-01 1.94E+00
370911.00 3754060.00 1.51E-06 5.60E-06 6.25E-06 5.91E-02 1.76E+00 2.70E-01 2.09E+00
370931.00 3754060.00 1.59E-06 6.00E-06 6.81E-06 6.25E-02 1.89E+00 2.95E-01 2.24E+00
370951.00 3754060.00 1.68E-06 6.46E-06 7.45E-06 6.61E-02 2.03E+00 3.23E-01 2.42E+00
370971.00 3754060.00 1.78E-06 6.95E-06 8.18E-06 6.98E-02 2.18E+00 3.54E-01 2.61E+00
370991.00 3754060.00 1.90E-06 7.58E-06 9.13E-06 7.45E-02 2.38E+00 3.95E-01 2.85E+00
371011.00 3754060.00 2.01E-06 8.19E-06 1.01E-05 7.88E-02 2.57E+00 4.37E-01 3.09E+00
371031.00 3754060.00 2.12E-06 8.85E-06 1.12E-05 8.31E-02 2.78E+00 4.84E-01 3.35E+00
371051.00 3754060.00 2.22E-06 9.56E-06 1.24E-05 8.74E-02 3.00E+00 5.37E-01 3.63E+00
371071.00 3754060.00 2.30E-06 1.01E-05 1.34E-05 9.02E-02 3.17E+00 5.79E-01 3.84E+00
371091.00 3754060.00 2.41E-06 1.09E-05 1.49E-05 9.46E-02 3.44E+00 6.45E-01 4.18E+00
371111.00 3754060.00 2.51E-06 1.18E-05 1.65E-05 9.87E-02 3.70E+00 7.12E-01 4.51E+00
371131.00 3754060.00 2.59E-06 1.25E-05 1.78E-05 1.02E-01 3.93E+00 7.71E-01 4.80E+00
371151.00 3754060.00 2.68E-06 1.32E-05 1.92E-05 1.05E-01 4.15E+00 8.30E-01 5.09E+00
371171.00 3754060.00 2.72E-06 1.33E-05 1.92E-05 1.07E-01 4.18E+00 8.30E-01 5.12E+00
371191.00 3754060.00 2.73E-06 1.29E-05 1.82E-05 1.07E-01 4.07E+00 7.86E-01 4.96E+00
371211.00 3754060.00 2.71E-06 1.21E-05 1.61E-05 1.06E-01 3.80E+00 6.99E-01 4.61E+00
371231.00 3754060.00 2.66E-06 1.10E-05 1.37E-05 1.04E-01 3.46E+00 5.92E-01 4.16E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371251.00 3754060.00 2.56E-06 9.85E-06 1.12E-05 1.01E-01 3.10E+00 4.85E-01 3.68E+00
371271.00 3754060.00 2.43E-06 8.81E-06 9.22E-06 9.56E-02 2.77E+00 3.99E-01 3.26E+00
371291.00 3754060.00 2.30E-06 8.04E-06 7.99E-06 9.02E-02 2.53E+00 3.46E-01 2.96E+00
371311.00 3754060.00 2.14E-06 7.41E-06 7.22E-06 8.41E-02 2.33E+00 3.12E-01 2.73E+00
371331.00 3754060.00 1.98E-06 6.90E-06 6.78E-06 7.77E-02 2.17E+00 2.93E-01 2.54E+00
371351.00 3754060.00 1.81E-06 6.43E-06 6.47E-06 7.11E-02 2.02E+00 2.80E-01 2.37E+00
371371.00 3754060.00 1.65E-06 5.98E-06 6.21E-06 6.48E-02 1.88E+00 2.69E-01 2.21E+00
371391.00 3754060.00 1.49E-06 5.55E-06 5.95E-06 5.87E-02 1.74E+00 2.57E-01 2.06E+00
371411.00 3754060.00 1.36E-06 5.13E-06 5.68E-06 5.33E-02 1.61E+00 2.46E-01 1.91E+00
371431.00 3754060.00 1.23E-06 4.74E-06 5.41E-06 4.82E-02 1.49E+00 2.34E-01 1.77E+00
371451.00 3754060.00 1.12E-06 4.39E-06 5.14E-06 4.39E-02 1.38E+00 2.22E-01 1.65E+00
371471.00 3754060.00 1.02E-06 4.08E-06 4.88E-06 4.00E-02 1.28E+00 2.11E-01 1.53E+00
371491.00 3754060.00 9.30E-07 3.79E-06 4.63E-06 3.65E-02 1.19E+00 2.00E-01 1.43E+00
371511.00 3754060.00 8.52E-07 3.53E-06 4.39E-06 3.35E-02 1.11E+00 1.90E-01 1.33E+00
371531.00 3754060.00 7.83E-07 3.30E-06 4.17E-06 3.08E-02 1.04E+00 1.80E-01 1.25E+00
371551.00 3754060.00 7.23E-07 3.08E-06 3.96E-06 2.84E-02 9.69E-01 1.71E-01 1.17E+00
371571.00 3754060.00 6.71E-07 2.89E-06 3.76E-06 2.63E-02 9.10E-01 1.63E-01 1.10E+00
371591.00 3754060.00 6.24E-07 2.72E-06 3.57E-06 2.45E-02 8.56E-01 1.55E-01 1.04E+00
371611.00 3754060.00 5.83E-07 2.57E-06 3.40E-06 2.29E-02 8.07E-01 1.47E-01 9.77E-01
371631.00 3754060.00 5.50E-07 2.43E-06 3.24E-06 2.16E-02 7.65E-01 1.40E-01 9.27E-01
371651.00 3754060.00 5.23E-07 2.32E-06 3.09E-06 2.05E-02 7.28E-01 1.34E-01 8.82E-01
371671.00 3754060.00 4.99E-07 2.21E-06 2.94E-06 1.96E-02 6.94E-01 1.27E-01 8.41E-01
371691.00 3754060.00 4.80E-07 2.11E-06 2.81E-06 1.89E-02 6.65E-01 1.22E-01 8.05E-01
371711.00 3754060.00 4.63E-07 2.03E-06 2.69E-06 1.82E-02 6.38E-01 1.16E-01 7.72E-01
371731.00 3754060.00 4.50E-07 1.95E-06 2.57E-06 1.77E-02 6.14E-01 1.11E-01 7.43E-01
371751.00 3754060.00 4.39E-07 1.89E-06 2.46E-06 1.72E-02 5.93E-01 1.06E-01 7.16E-01
371771.00 3754060.00 4.30E-07 1.83E-06 2.35E-06 1.69E-02 5.74E-01 1.02E-01 6.93E-01
371791.00 3754060.00 4.22E-07 1.77E-06 2.26E-06 1.66E-02 5.56E-01 9.76E-02 6.70E-01
371811.00 3754060.00 4.15E-07 1.72E-06 2.16E-06 1.63E-02 5.40E-01 9.36E-02 6.50E-01
371831.00 3754060.00 4.09E-07 1.67E-06 2.08E-06 1.61E-02 5.25E-01 8.98E-02 6.31E-01
370571.00 3754080.00 6.66E-07 2.18E-06 2.05E-06 2.62E-02 6.85E-01 8.87E-02 8.00E-01
370591.00 3754080.00 6.95E-07 2.28E-06 2.16E-06 2.73E-02 7.18E-01 9.36E-02 8.39E-01
370611.00 3754080.00 7.27E-07 2.40E-06 2.29E-06 2.85E-02 7.54E-01 9.90E-02 8.81E-01
370631.00 3754080.00 7.60E-07 2.52E-06 2.42E-06 2.99E-02 7.92E-01 1.05E-01 9.27E-01
370651.00 3754080.00 7.96E-07 2.65E-06 2.57E-06 3.13E-02 8.34E-01 1.11E-01 9.76E-01
370671.00 3754080.00 8.35E-07 2.80E-06 2.73E-06 3.28E-02 8.79E-01 1.18E-01 1.03E+00
370691.00 3754080.00 8.76E-07 2.95E-06 2.91E-06 3.44E-02 9.28E-01 1.26E-01 1.09E+00
370711.00 3754080.00 9.21E-07 3.12E-06 3.10E-06 3.62E-02 9.81E-01 1.34E-01 1.15E+00
370731.00 3754080.00 9.69E-07 3.31E-06 3.32E-06 3.81E-02 1.04E+00 1.44E-01 1.22E+00
370751.00 3754080.00 1.02E-06 3.51E-06 3.55E-06 4.01E-02 1.10E+00 1.54E-01 1.30E+00
370771.00 3754080.00 1.07E-06 3.72E-06 3.81E-06 4.22E-02 1.17E+00 1.65E-01 1.38E+00
370791.00 3754080.00 1.13E-06 3.96E-06 4.11E-06 4.46E-02 1.25E+00 1.78E-01 1.47E+00
370811.00 3754080.00 1.20E-06 4.21E-06 4.41E-06 4.69E-02 1.32E+00 1.91E-01 1.56E+00
370831.00 3754080.00 1.26E-06 4.49E-06 4.77E-06 4.96E-02 1.41E+00 2.06E-01 1.67E+00
370851.00 3754080.00 1.33E-06 4.80E-06 5.17E-06 5.24E-02 1.51E+00 2.23E-01 1.79E+00
370871.00 3754080.00 1.41E-06 5.15E-06 5.62E-06 5.55E-02 1.62E+00 2.43E-01 1.92E+00
370891.00 3754080.00 1.50E-06 5.54E-06 6.14E-06 5.89E-02 1.74E+00 2.66E-01 2.07E+00
370911.00 3754080.00 1.59E-06 5.98E-06 6.73E-06 6.26E-02 1.88E+00 2.91E-01 2.23E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370931.00 3754080.00 1.69E-06 6.47E-06 7.40E-06 6.65E-02 2.03E+00 3.20E-01 2.42E+00
370951.00 3754080.00 1.80E-06 7.02E-06 8.17E-06 7.07E-02 2.21E+00 3.54E-01 2.63E+00
370971.00 3754080.00 1.91E-06 7.62E-06 9.05E-06 7.51E-02 2.39E+00 3.92E-01 2.86E+00
370991.00 3754080.00 2.04E-06 8.35E-06 1.02E-05 8.03E-02 2.62E+00 4.40E-01 3.15E+00
371011.00 3754080.00 2.18E-06 9.12E-06 1.14E-05 8.55E-02 2.87E+00 4.94E-01 3.45E+00
371031.00 3754080.00 2.31E-06 9.98E-06 1.29E-05 9.08E-02 3.14E+00 5.56E-01 3.78E+00
371051.00 3754080.00 2.45E-06 1.09E-05 1.45E-05 9.63E-02 3.44E+00 6.29E-01 4.16E+00
371071.00 3754080.00 2.58E-06 1.20E-05 1.64E-05 1.02E-01 3.76E+00 7.11E-01 4.57E+00
371091.00 3754080.00 2.73E-06 1.32E-05 1.88E-05 1.07E-01 4.15E+00 8.13E-01 5.07E+00
371111.00 3754080.00 2.85E-06 1.45E-05 2.13E-05 1.12E-01 4.55E+00 9.23E-01 5.59E+00
371131.00 3754080.00 2.97E-06 1.59E-05 2.42E-05 1.17E-01 4.99E+00 1.05E+00 6.16E+00
371151.00 3754080.00 3.09E-06 1.73E-05 2.71E-05 1.21E-01 5.44E+00 1.17E+00 6.73E+00
371171.00 3754080.00 3.15E-06 1.79E-05 2.82E-05 1.24E-01 5.62E+00 1.22E+00 6.97E+00
371191.00 3754080.00 3.19E-06 1.76E-05 2.72E-05 1.25E-01 5.53E+00 1.18E+00 6.83E+00
371211.00 3754080.00 3.18E-06 1.64E-05 2.42E-05 1.25E-01 5.16E+00 1.05E+00 6.34E+00
371231.00 3754080.00 3.13E-06 1.47E-05 2.01E-05 1.23E-01 4.62E+00 8.70E-01 5.62E+00
371251.00 3754080.00 3.04E-06 1.30E-05 1.63E-05 1.19E-01 4.09E+00 7.04E-01 4.91E+00
371271.00 3754080.00 2.90E-06 1.17E-05 1.38E-05 1.14E-01 3.69E+00 5.95E-01 4.40E+00
371291.00 3754080.00 2.74E-06 1.09E-05 1.26E-05 1.08E-01 3.44E+00 5.44E-01 4.09E+00
371311.00 3754080.00 2.55E-06 1.03E-05 1.20E-05 1.00E-01 3.24E+00 5.17E-01 3.86E+00
371331.00 3754080.00 2.35E-06 9.70E-06 1.14E-05 9.22E-02 3.05E+00 4.95E-01 3.63E+00
371351.00 3754080.00 2.14E-06 9.02E-06 1.08E-05 8.40E-02 2.83E+00 4.69E-01 3.39E+00
371371.00 3754080.00 1.93E-06 8.31E-06 1.01E-05 7.60E-02 2.61E+00 4.39E-01 3.13E+00
371391.00 3754080.00 1.74E-06 7.60E-06 9.44E-06 6.85E-02 2.39E+00 4.08E-01 2.86E+00
371411.00 3754080.00 1.57E-06 6.89E-06 8.74E-06 6.16E-02 2.17E+00 3.78E-01 2.61E+00
371431.00 3754080.00 1.41E-06 6.26E-06 8.09E-06 5.54E-02 1.97E+00 3.50E-01 2.37E+00
371451.00 3754080.00 1.27E-06 5.71E-06 7.51E-06 5.00E-02 1.79E+00 3.25E-01 2.17E+00
371471.00 3754080.00 1.15E-06 5.23E-06 6.97E-06 4.53E-02 1.64E+00 3.02E-01 1.99E+00
371491.00 3754080.00 1.05E-06 4.80E-06 6.48E-06 4.12E-02 1.51E+00 2.80E-01 1.83E+00
371511.00 3754080.00 9.58E-07 4.42E-06 6.04E-06 3.76E-02 1.39E+00 2.61E-01 1.69E+00
371531.00 3754080.00 8.78E-07 4.09E-06 5.64E-06 3.45E-02 1.29E+00 2.44E-01 1.56E+00
371551.00 3754080.00 8.10E-07 3.80E-06 5.28E-06 3.18E-02 1.19E+00 2.28E-01 1.45E+00
371571.00 3754080.00 7.52E-07 3.54E-06 4.95E-06 2.95E-02 1.11E+00 2.14E-01 1.36E+00
371591.00 3754080.00 7.02E-07 3.32E-06 4.65E-06 2.76E-02 1.04E+00 2.01E-01 1.27E+00
371611.00 3754080.00 6.59E-07 3.12E-06 4.38E-06 2.59E-02 9.80E-01 1.89E-01 1.20E+00
371631.00 3754080.00 6.26E-07 2.95E-06 4.13E-06 2.46E-02 9.26E-01 1.79E-01 1.13E+00
371651.00 3754080.00 5.99E-07 2.80E-06 3.90E-06 2.35E-02 8.80E-01 1.69E-01 1.07E+00
371671.00 3754080.00 5.78E-07 2.67E-06 3.69E-06 2.27E-02 8.39E-01 1.60E-01 1.02E+00
371691.00 3754080.00 5.61E-07 2.55E-06 3.49E-06 2.20E-02 8.03E-01 1.51E-01 9.76E-01
371711.00 3754080.00 5.46E-07 2.45E-06 3.31E-06 2.15E-02 7.70E-01 1.43E-01 9.35E-01
371731.00 3754080.00 5.35E-07 2.36E-06 3.15E-06 2.10E-02 7.42E-01 1.36E-01 8.99E-01
371751.00 3754080.00 5.24E-07 2.28E-06 2.99E-06 2.06E-02 7.15E-01 1.30E-01 8.66E-01
371771.00 3754080.00 5.16E-07 2.20E-06 2.85E-06 2.03E-02 6.92E-01 1.23E-01 8.35E-01
371791.00 3754080.00 5.09E-07 2.13E-06 2.71E-06 2.00E-02 6.70E-01 1.17E-01 8.07E-01
371811.00 3754080.00 5.02E-07 2.07E-06 2.59E-06 1.97E-02 6.50E-01 1.12E-01 7.81E-01
371831.00 3754080.00 4.96E-07 2.01E-06 2.47E-06 1.95E-02 6.31E-01 1.07E-01 7.57E-01
370571.00 3754100.00 6.81E-07 2.23E-06 2.10E-06 2.68E-02 7.01E-01 9.09E-02 8.19E-01
370591.00 3754100.00 7.12E-07 2.34E-06 2.22E-06 2.80E-02 7.36E-01 9.60E-02 8.60E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370611.00 3754100.00 7.45E-07 2.46E-06 2.35E-06 2.92E-02 7.73E-01 1.02E-01 9.04E-01
370631.00 3754100.00 7.79E-07 2.59E-06 2.49E-06 3.06E-02 8.13E-01 1.08E-01 9.51E-01
370651.00 3754100.00 8.17E-07 2.73E-06 2.64E-06 3.21E-02 8.57E-01 1.14E-01 1.00E+00
370671.00 3754100.00 8.58E-07 2.88E-06 2.81E-06 3.37E-02 9.04E-01 1.22E-01 1.06E+00
370691.00 3754100.00 9.01E-07 3.04E-06 3.00E-06 3.54E-02 9.56E-01 1.30E-01 1.12E+00
370711.00 3754100.00 9.48E-07 3.22E-06 3.21E-06 3.73E-02 1.01E+00 1.39E-01 1.19E+00
370731.00 3754100.00 9.99E-07 3.41E-06 3.43E-06 3.92E-02 1.07E+00 1.49E-01 1.26E+00
370751.00 3754100.00 1.05E-06 3.63E-06 3.68E-06 4.14E-02 1.14E+00 1.59E-01 1.34E+00
370771.00 3754100.00 1.11E-06 3.86E-06 3.96E-06 4.36E-02 1.21E+00 1.71E-01 1.43E+00
370791.00 3754100.00 1.17E-06 4.11E-06 4.27E-06 4.61E-02 1.29E+00 1.85E-01 1.52E+00
370811.00 3754100.00 1.24E-06 4.39E-06 4.61E-06 4.87E-02 1.38E+00 2.00E-01 1.63E+00
370831.00 3754100.00 1.31E-06 4.69E-06 5.00E-06 5.16E-02 1.48E+00 2.16E-01 1.74E+00
370851.00 3754100.00 1.39E-06 5.04E-06 5.45E-06 5.48E-02 1.58E+00 2.36E-01 1.88E+00
370871.00 3754100.00 1.48E-06 5.43E-06 5.96E-06 5.83E-02 1.71E+00 2.58E-01 2.02E+00
370891.00 3754100.00 1.58E-06 5.87E-06 6.54E-06 6.20E-02 1.85E+00 2.83E-01 2.19E+00
370911.00 3754100.00 1.68E-06 6.37E-06 7.21E-06 6.61E-02 2.00E+00 3.12E-01 2.38E+00
370931.00 3754100.00 1.80E-06 6.96E-06 7.99E-06 7.05E-02 2.19E+00 3.46E-01 2.60E+00
370951.00 3754100.00 1.92E-06 7.61E-06 8.91E-06 7.55E-02 2.39E+00 3.86E-01 2.85E+00
370971.00 3754100.00 2.05E-06 8.38E-06 9.97E-06 8.06E-02 2.63E+00 4.31E-01 3.14E+00
370991.00 3754100.00 2.20E-06 9.18E-06 1.13E-05 8.64E-02 2.88E+00 4.87E-01 3.46E+00
371011.00 3754100.00 2.36E-06 1.02E-05 1.28E-05 9.28E-02 3.21E+00 5.55E-01 3.86E+00
371031.00 3754100.00 2.53E-06 1.12E-05 1.47E-05 9.93E-02 3.53E+00 6.35E-01 4.27E+00
371051.00 3754100.00 2.70E-06 1.26E-05 1.69E-05 1.06E-01 3.95E+00 7.33E-01 4.79E+00
371071.00 3754100.00 2.88E-06 1.40E-05 1.97E-05 1.13E-01 4.39E+00 8.53E-01 5.36E+00
371091.00 3754100.00 3.06E-06 1.58E-05 2.32E-05 1.20E-01 4.98E+00 1.00E+00 6.10E+00
371111.00 3754100.00 3.24E-06 1.79E-05 2.77E-05 1.27E-01 5.63E+00 1.20E+00 6.96E+00
371131.00 3754100.00 3.41E-06 2.06E-05 3.34E-05 1.34E-01 6.48E+00 1.44E+00 8.05E+00
371151.00 3754100.00 3.56E-06 2.35E-05 3.99E-05 1.40E-01 7.38E+00 1.73E+00 9.24E+00
371171.00 3754100.00 3.69E-06 2.58E-05 4.46E-05 1.45E-01 8.10E+00 1.93E+00 1.02E+01
371191.00 3754100.00 3.77E-06 2.59E-05 4.43E-05 1.48E-01 8.13E+00 1.92E+00 1.02E+01
371211.00 3754100.00 3.79E-06 2.46E-05 4.04E-05 1.49E-01 7.72E+00 1.75E+00 9.62E+00
371231.00 3754100.00 3.76E-06 2.23E-05 3.50E-05 1.48E-01 7.01E+00 1.51E+00 8.67E+00
371251.00 3754100.00 3.67E-06 2.00E-05 2.95E-05 1.44E-01 6.28E+00 1.28E+00 7.70E+00
371271.00 3754100.00 3.52E-06 1.88E-05 2.72E-05 1.38E-01 5.90E+00 1.18E+00 7.22E+00
371291.00 3754100.00 3.32E-06 1.80E-05 2.63E-05 1.31E-01 5.67E+00 1.14E+00 6.94E+00
371311.00 3754100.00 3.09E-06 1.68E-05 2.45E-05 1.21E-01 5.29E+00 1.06E+00 6.47E+00
371331.00 3754100.00 2.83E-06 1.53E-05 2.19E-05 1.11E-01 4.80E+00 9.46E-01 5.86E+00
371351.00 3754100.00 2.57E-06 1.37E-05 1.93E-05 1.01E-01 4.32E+00 8.36E-01 5.26E+00
371371.00 3754100.00 2.31E-06 1.23E-05 1.71E-05 9.07E-02 3.86E+00 7.39E-01 4.69E+00
371391.00 3754100.00 2.06E-06 1.09E-05 1.51E-05 8.11E-02 3.44E+00 6.55E-01 4.17E+00
371411.00 3754100.00 1.84E-06 9.63E-06 1.35E-05 7.23E-02 3.03E+00 5.82E-01 3.68E+00
371431.00 3754100.00 1.64E-06 8.50E-06 1.20E-05 6.45E-02 2.67E+00 5.21E-01 3.26E+00
371451.00 3754100.00 1.47E-06 7.54E-06 1.08E-05 5.77E-02 2.37E+00 4.69E-01 2.89E+00
371471.00 3754100.00 1.32E-06 6.76E-06 9.82E-06 5.19E-02 2.12E+00 4.25E-01 2.60E+00
371491.00 3754100.00 1.19E-06 6.11E-06 8.94E-06 4.69E-02 1.92E+00 3.87E-01 2.35E+00
371511.00 3754100.00 1.09E-06 5.56E-06 8.18E-06 4.27E-02 1.75E+00 3.54E-01 2.15E+00
371531.00 3754100.00 9.96E-07 5.10E-06 7.52E-06 3.91E-02 1.60E+00 3.25E-01 1.97E+00
371551.00 3754100.00 9.21E-07 4.70E-06 6.94E-06 3.62E-02 1.48E+00 3.00E-01 1.81E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371571.00 3754100.00 8.59E-07 4.36E-06 6.43E-06 3.37E-02 1.37E+00 2.78E-01 1.68E+00
371591.00 3754100.00 8.09E-07 4.07E-06 5.97E-06 3.18E-02 1.28E+00 2.58E-01 1.57E+00
371611.00 3754100.00 7.69E-07 3.82E-06 5.56E-06 3.02E-02 1.20E+00 2.41E-01 1.47E+00
371631.00 3754100.00 7.38E-07 3.61E-06 5.20E-06 2.90E-02 1.13E+00 2.25E-01 1.39E+00
371651.00 3754100.00 7.13E-07 3.42E-06 4.87E-06 2.80E-02 1.08E+00 2.11E-01 1.31E+00
371671.00 3754100.00 6.94E-07 3.26E-06 4.57E-06 2.73E-02 1.02E+00 1.98E-01 1.25E+00
371691.00 3754100.00 6.79E-07 3.12E-06 4.29E-06 2.67E-02 9.80E-01 1.86E-01 1.19E+00
371711.00 3754100.00 6.67E-07 2.99E-06 4.05E-06 2.62E-02 9.40E-01 1.75E-01 1.14E+00
371731.00 3754100.00 6.57E-07 2.88E-06 3.82E-06 2.58E-02 9.04E-01 1.65E-01 1.10E+00
371751.00 3754100.00 6.47E-07 2.77E-06 3.61E-06 2.54E-02 8.72E-01 1.56E-01 1.05E+00
371771.00 3754100.00 6.39E-07 2.68E-06 3.41E-06 2.51E-02 8.42E-01 1.48E-01 1.01E+00
371791.00 3754100.00 6.30E-07 2.59E-06 3.24E-06 2.48E-02 8.14E-01 1.40E-01 9.78E-01
371811.00 3754100.00 6.22E-07 2.51E-06 3.07E-06 2.44E-02 7.87E-01 1.33E-01 9.45E-01
371831.00 3754100.00 6.14E-07 2.43E-06 2.92E-06 2.41E-02 7.62E-01 1.26E-01 9.13E-01
370571.00 3754120.00 6.98E-07 2.29E-06 2.15E-06 2.74E-02 7.18E-01 9.31E-02 8.39E-01
370591.00 3754120.00 7.30E-07 2.40E-06 2.28E-06 2.87E-02 7.54E-01 9.85E-02 8.81E-01
370611.00 3754120.00 7.64E-07 2.52E-06 2.41E-06 3.00E-02 7.93E-01 1.04E-01 9.28E-01
370631.00 3754120.00 8.01E-07 2.66E-06 2.56E-06 3.15E-02 8.36E-01 1.11E-01 9.78E-01
370651.00 3754120.00 8.40E-07 2.81E-06 2.72E-06 3.30E-02 8.82E-01 1.18E-01 1.03E+00
370671.00 3754120.00 8.83E-07 2.96E-06 2.90E-06 3.47E-02 9.31E-01 1.25E-01 1.09E+00
370691.00 3754120.00 9.29E-07 3.14E-06 3.09E-06 3.65E-02 9.85E-01 1.34E-01 1.16E+00
370711.00 3754120.00 9.78E-07 3.32E-06 3.31E-06 3.84E-02 1.04E+00 1.43E-01 1.23E+00
370731.00 3754120.00 1.03E-06 3.53E-06 3.56E-06 4.06E-02 1.11E+00 1.54E-01 1.30E+00
370751.00 3754120.00 1.09E-06 3.76E-06 3.82E-06 4.28E-02 1.18E+00 1.65E-01 1.39E+00
370771.00 3754120.00 1.15E-06 4.00E-06 4.11E-06 4.52E-02 1.26E+00 1.78E-01 1.48E+00
370791.00 3754120.00 1.21E-06 4.25E-06 4.42E-06 4.76E-02 1.34E+00 1.91E-01 1.58E+00
370811.00 3754120.00 1.28E-06 4.55E-06 4.79E-06 5.04E-02 1.43E+00 2.07E-01 1.69E+00
370831.00 3754120.00 1.36E-06 4.88E-06 5.20E-06 5.35E-02 1.53E+00 2.25E-01 1.81E+00
370851.00 3754120.00 1.46E-06 5.28E-06 5.72E-06 5.72E-02 1.66E+00 2.47E-01 1.96E+00
370871.00 3754120.00 1.56E-06 5.73E-06 6.30E-06 6.12E-02 1.80E+00 2.73E-01 2.13E+00
370891.00 3754120.00 1.66E-06 6.22E-06 6.95E-06 6.53E-02 1.95E+00 3.01E-01 2.32E+00
370911.00 3754120.00 1.78E-06 6.79E-06 7.71E-06 6.99E-02 2.13E+00 3.34E-01 2.54E+00
370931.00 3754120.00 1.91E-06 7.47E-06 8.60E-06 7.49E-02 2.35E+00 3.72E-01 2.80E+00
370951.00 3754120.00 2.05E-06 8.20E-06 9.65E-06 8.05E-02 2.58E+00 4.18E-01 3.08E+00
370971.00 3754120.00 2.20E-06 9.02E-06 1.09E-05 8.65E-02 2.83E+00 4.71E-01 3.39E+00
370991.00 3754120.00 2.38E-06 1.01E-05 1.25E-05 9.34E-02 3.19E+00 5.39E-01 3.82E+00
371011.00 3754120.00 2.57E-06 1.14E-05 1.44E-05 1.01E-01 3.58E+00 6.22E-01 4.30E+00
371031.00 3754120.00 2.77E-06 1.26E-05 1.67E-05 1.09E-01 3.97E+00 7.21E-01 4.80E+00
371051.00 3754120.00 2.99E-06 1.43E-05 1.96E-05 1.17E-01 4.51E+00 8.48E-01 5.47E+00
371071.00 3754120.00 3.21E-06 1.62E-05 2.34E-05 1.26E-01 5.10E+00 1.01E+00 6.24E+00
371091.00 3754120.00 3.45E-06 1.88E-05 2.84E-05 1.36E-01 5.91E+00 1.23E+00 7.28E+00
371111.00 3754120.00 3.69E-06 2.19E-05 3.53E-05 1.45E-01 6.89E+00 1.53E+00 8.56E+00
371131.00 3754120.00 3.93E-06 2.66E-05 4.54E-05 1.54E-01 8.35E+00 1.96E+00 1.05E+01
371151.00 3754120.00 4.15E-06 3.29E-05 6.03E-05 1.63E-01 1.03E+01 2.61E+00 1.31E+01
371171.00 3754120.00 4.36E-06 3.85E-05 7.30E-05 1.71E-01 1.21E+01 3.16E+00 1.54E+01
371271.00 3754120.00 4.36E-06 4.10E-05 7.82E-05 1.71E-01 1.29E+01 3.38E+00 1.64E+01
371291.00 3754120.00 4.14E-06 3.61E-05 6.70E-05 1.63E-01 1.14E+01 2.90E+00 1.44E+01
371311.00 3754120.00 3.85E-06 2.95E-05 5.20E-05 1.51E-01 9.29E+00 2.25E+00 1.17E+01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371331.00 3754120.00 3.51E-06 2.45E-05 4.09E-05 1.38E-01 7.69E+00 1.77E+00 9.60E+00
371351.00 3754120.00 3.16E-06 2.07E-05 3.30E-05 1.24E-01 6.51E+00 1.43E+00 8.06E+00
371371.00 3754120.00 2.82E-06 1.78E-05 2.74E-05 1.11E-01 5.58E+00 1.19E+00 6.88E+00
371391.00 3754120.00 2.49E-06 1.53E-05 2.31E-05 9.80E-02 4.80E+00 1.00E+00 5.89E+00
371411.00 3754120.00 2.20E-06 1.32E-05 1.98E-05 8.63E-02 4.16E+00 8.59E-01 5.11E+00
371431.00 3754120.00 1.94E-06 1.13E-05 1.72E-05 7.60E-02 3.55E+00 7.44E-01 4.37E+00
371451.00 3754120.00 1.72E-06 9.82E-06 1.51E-05 6.75E-02 3.08E+00 6.54E-01 3.81E+00
371471.00 3754120.00 1.54E-06 8.68E-06 1.34E-05 6.05E-02 2.73E+00 5.80E-01 3.37E+00
371491.00 3754120.00 1.39E-06 7.74E-06 1.20E-05 5.45E-02 2.43E+00 5.19E-01 3.01E+00
371511.00 3754120.00 1.26E-06 6.98E-06 1.08E-05 4.95E-02 2.19E+00 4.67E-01 2.71E+00
371531.00 3754120.00 1.16E-06 6.35E-06 9.79E-06 4.55E-02 2.00E+00 4.24E-01 2.47E+00
371551.00 3754120.00 1.08E-06 5.82E-06 8.93E-06 4.24E-02 1.83E+00 3.86E-01 2.26E+00
371571.00 3754120.00 1.02E-06 5.39E-06 8.18E-06 3.99E-02 1.69E+00 3.54E-01 2.09E+00
371591.00 3754120.00 9.69E-07 5.02E-06 7.52E-06 3.81E-02 1.58E+00 3.25E-01 1.94E+00
371611.00 3754120.00 9.33E-07 4.71E-06 6.94E-06 3.67E-02 1.48E+00 3.00E-01 1.82E+00
371631.00 3754120.00 9.07E-07 4.45E-06 6.43E-06 3.56E-02 1.40E+00 2.78E-01 1.71E+00
371651.00 3754120.00 8.86E-07 4.22E-06 5.98E-06 3.48E-02 1.33E+00 2.59E-01 1.62E+00
371671.00 3754120.00 8.70E-07 4.02E-06 5.57E-06 3.42E-02 1.26E+00 2.41E-01 1.54E+00
371691.00 3754120.00 8.56E-07 3.84E-06 5.20E-06 3.36E-02 1.21E+00 2.25E-01 1.47E+00
371711.00 3754120.00 8.44E-07 3.69E-06 4.87E-06 3.32E-02 1.16E+00 2.11E-01 1.40E+00
371731.00 3754120.00 8.33E-07 3.54E-06 4.57E-06 3.27E-02 1.11E+00 1.98E-01 1.34E+00
371751.00 3754120.00 8.22E-07 3.41E-06 4.30E-06 3.23E-02 1.07E+00 1.86E-01 1.29E+00
371771.00 3754120.00 8.10E-07 3.28E-06 4.05E-06 3.18E-02 1.03E+00 1.75E-01 1.24E+00
371791.00 3754120.00 7.98E-07 3.16E-06 3.82E-06 3.14E-02 9.94E-01 1.65E-01 1.19E+00
371811.00 3754120.00 7.85E-07 3.05E-06 3.61E-06 3.08E-02 9.59E-01 1.56E-01 1.15E+00
371831.00 3754120.00 7.71E-07 2.94E-06 3.41E-06 3.03E-02 9.26E-01 1.48E-01 1.10E+00
370571.00 3754140.00 7.14E-07 2.34E-06 2.20E-06 2.80E-02 7.35E-01 9.52E-02 8.58E-01
370591.00 3754140.00 7.47E-07 2.46E-06 2.33E-06 2.94E-02 7.72E-01 1.01E-01 9.02E-01
370611.00 3754140.00 7.83E-07 2.59E-06 2.47E-06 3.08E-02 8.13E-01 1.07E-01 9.51E-01
370631.00 3754140.00 8.22E-07 2.73E-06 2.63E-06 3.23E-02 8.57E-01 1.14E-01 1.00E+00
370651.00 3754140.00 8.64E-07 2.88E-06 2.79E-06 3.39E-02 9.06E-01 1.21E-01 1.06E+00
370671.00 3754140.00 9.09E-07 3.05E-06 2.98E-06 3.57E-02 9.58E-01 1.29E-01 1.12E+00
370691.00 3754140.00 9.57E-07 3.23E-06 3.19E-06 3.76E-02 1.02E+00 1.38E-01 1.19E+00
370711.00 3754140.00 1.01E-06 3.43E-06 3.42E-06 3.97E-02 1.08E+00 1.48E-01 1.27E+00
370731.00 3754140.00 1.06E-06 3.64E-06 3.67E-06 4.18E-02 1.15E+00 1.59E-01 1.35E+00
370751.00 3754140.00 1.12E-06 3.87E-06 3.93E-06 4.41E-02 1.22E+00 1.70E-01 1.43E+00
370771.00 3754140.00 1.18E-06 4.11E-06 4.22E-06 4.65E-02 1.29E+00 1.83E-01 1.52E+00
370791.00 3754140.00 1.25E-06 4.40E-06 4.57E-06 4.93E-02 1.38E+00 1.98E-01 1.63E+00
370811.00 3754140.00 1.33E-06 4.72E-06 4.97E-06 5.23E-02 1.48E+00 2.15E-01 1.75E+00
370831.00 3754140.00 1.42E-06 5.07E-06 5.42E-06 5.57E-02 1.59E+00 2.34E-01 1.88E+00
370851.00 3754140.00 1.52E-06 5.50E-06 5.97E-06 5.96E-02 1.73E+00 2.58E-01 2.05E+00
370871.00 3754140.00 1.63E-06 6.01E-06 6.62E-06 6.41E-02 1.89E+00 2.86E-01 2.24E+00
370891.00 3754140.00 1.75E-06 6.55E-06 7.33E-06 6.86E-02 2.06E+00 3.17E-01 2.44E+00
370911.00 3754140.00 1.88E-06 7.18E-06 8.17E-06 7.37E-02 2.26E+00 3.53E-01 2.68E+00
370931.00 3754140.00 2.02E-06 7.96E-06 9.17E-06 7.94E-02 2.50E+00 3.97E-01 2.98E+00
370951.00 3754140.00 2.18E-06 8.77E-06 1.04E-05 8.57E-02 2.76E+00 4.49E-01 3.29E+00
370971.00 3754140.00 2.37E-06 9.96E-06 1.19E-05 9.30E-02 3.13E+00 5.13E-01 3.74E+00
370991.00 3754140.00 2.57E-06 1.10E-05 1.37E-05 1.01E-01 3.45E+00 5.92E-01 4.15E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371011.00 3754140.00 2.79E-06 1.23E-05 1.59E-05 1.10E-01 3.86E+00 6.88E-01 4.66E+00
371031.00 3754140.00 3.04E-06 1.39E-05 1.87E-05 1.19E-01 4.37E+00 8.10E-01 5.29E+00
371051.00 3754140.00 3.30E-06 1.59E-05 2.24E-05 1.30E-01 4.99E+00 9.67E-01 6.09E+00
371071.00 3754140.00 3.59E-06 1.84E-05 2.72E-05 1.41E-01 5.78E+00 1.18E+00 7.10E+00
371091.00 3754140.00 3.90E-06 2.18E-05 3.41E-05 1.53E-01 6.84E+00 1.48E+00 8.47E+00
371111.00 3754140.00 4.23E-06 2.65E-05 4.42E-05 1.66E-01 8.32E+00 1.91E+00 1.04E+01
371131.00 3754140.00 4.57E-06 3.36E-05 6.03E-05 1.79E-01 1.05E+01 2.61E+00 1.33E+01
371151.00 3754140.00 4.89E-06 4.43E-05 8.55E-05 1.92E-01 1.39E+01 3.70E+00 1.78E+01
371171.00 3754140.00 5.18E-06 5.39E-05 1.08E-04 2.03E-01 1.69E+01 4.68E+00 2.18E+01
371271.00 3754140.00 5.49E-06 7.18E-05 1.51E-04 2.16E-01 2.26E+01 6.54E+00 2.93E+01
371291.00 3754140.00 5.23E-06 5.96E-05 1.22E-04 2.06E-01 1.87E+01 5.27E+00 2.42E+01
371311.00 3754140.00 4.87E-06 4.53E-05 8.76E-05 1.91E-01 1.42E+01 3.79E+00 1.82E+01
371331.00 3754140.00 4.43E-06 3.53E-05 6.47E-05 1.74E-01 1.11E+01 2.80E+00 1.41E+01
371351.00 3754140.00 3.96E-06 2.84E-05 4.98E-05 1.55E-01 8.93E+00 2.16E+00 1.12E+01
371371.00 3754140.00 3.48E-06 2.34E-05 3.97E-05 1.37E-01 7.36E+00 1.72E+00 9.22E+00
371411.00 3754140.00 2.66E-06 1.67E-05 2.73E-05 1.04E-01 5.24E+00 1.18E+00 6.52E+00
371431.00 3754140.00 2.31E-06 1.43E-05 2.32E-05 9.09E-02 4.49E+00 1.00E+00 5.59E+00
371451.00 3754140.00 2.04E-06 1.24E-05 2.01E-05 8.03E-02 3.90E+00 8.69E-01 4.85E+00
371471.00 3754140.00 1.82E-06 1.09E-05 1.76E-05 7.16E-02 3.42E+00 7.60E-01 4.26E+00
371491.00 3754140.00 1.64E-06 9.67E-06 1.55E-05 6.46E-02 3.04E+00 6.71E-01 3.77E+00
371511.00 3754140.00 1.50E-06 8.68E-06 1.38E-05 5.91E-02 2.73E+00 5.97E-01 3.38E+00
371531.00 3754140.00 1.40E-06 7.87E-06 1.24E-05 5.49E-02 2.47E+00 5.36E-01 3.06E+00
371551.00 3754140.00 1.32E-06 7.22E-06 1.12E-05 5.18E-02 2.27E+00 4.84E-01 2.80E+00
371571.00 3754140.00 1.26E-06 6.68E-06 1.02E-05 4.96E-02 2.10E+00 4.39E-01 2.59E+00
371591.00 3754140.00 1.22E-06 6.24E-06 9.26E-06 4.80E-02 1.96E+00 4.01E-01 2.41E+00
371611.00 3754140.00 1.19E-06 5.86E-06 8.49E-06 4.69E-02 1.84E+00 3.67E-01 2.26E+00
371631.00 3754140.00 1.17E-06 5.54E-06 7.81E-06 4.60E-02 1.74E+00 3.38E-01 2.13E+00
371651.00 3754140.00 1.15E-06 5.26E-06 7.21E-06 4.53E-02 1.65E+00 3.12E-01 2.01E+00
371671.00 3754140.00 1.14E-06 5.01E-06 6.68E-06 4.47E-02 1.57E+00 2.89E-01 1.91E+00
371691.00 3754140.00 1.12E-06 4.79E-06 6.20E-06 4.41E-02 1.50E+00 2.68E-01 1.82E+00
371711.00 3754140.00 1.10E-06 4.58E-06 5.78E-06 4.34E-02 1.44E+00 2.50E-01 1.73E+00
371731.00 3754140.00 1.09E-06 4.39E-06 5.39E-06 4.27E-02 1.38E+00 2.33E-01 1.65E+00
371751.00 3754140.00 1.07E-06 4.21E-06 5.05E-06 4.20E-02 1.32E+00 2.18E-01 1.58E+00
371771.00 3754140.00 1.05E-06 4.04E-06 4.73E-06 4.12E-02 1.27E+00 2.05E-01 1.51E+00
371791.00 3754140.00 1.03E-06 3.88E-06 4.44E-06 4.03E-02 1.22E+00 1.92E-01 1.45E+00
371811.00 3754140.00 1.00E-06 3.73E-06 4.18E-06 3.94E-02 1.17E+00 1.81E-01 1.39E+00
371831.00 3754140.00 9.79E-07 3.58E-06 3.94E-06 3.85E-02 1.13E+00 1.71E-01 1.33E+00
370571.00 3754160.00 7.30E-07 2.39E-06 2.24E-06 2.87E-02 7.50E-01 9.70E-02 8.76E-01
370591.00 3754160.00 7.65E-07 2.51E-06 2.38E-06 3.01E-02 7.90E-01 1.03E-01 9.23E-01
370611.00 3754160.00 8.03E-07 2.65E-06 2.52E-06 3.15E-02 8.32E-01 1.09E-01 9.73E-01
370631.00 3754160.00 8.41E-07 2.79E-06 2.68E-06 3.31E-02 8.77E-01 1.16E-01 1.03E+00
370651.00 3754160.00 8.84E-07 2.95E-06 2.86E-06 3.47E-02 9.27E-01 1.24E-01 1.08E+00
370671.00 3754160.00 9.31E-07 3.12E-06 3.05E-06 3.66E-02 9.82E-01 1.32E-01 1.15E+00
370691.00 3754160.00 9.83E-07 3.32E-06 3.27E-06 3.86E-02 1.04E+00 1.41E-01 1.22E+00
370711.00 3754160.00 1.04E-06 3.53E-06 3.51E-06 4.08E-02 1.11E+00 1.52E-01 1.30E+00
370731.00 3754160.00 1.10E-06 3.75E-06 3.77E-06 4.31E-02 1.18E+00 1.63E-01 1.39E+00
370751.00 3754160.00 1.16E-06 3.99E-06 4.04E-06 4.55E-02 1.25E+00 1.75E-01 1.47E+00
370771.00 3754160.00 1.22E-06 4.24E-06 4.35E-06 4.80E-02 1.33E+00 1.88E-01 1.57E+00

Unmitigated Construction HRA-Resident (02-20-19).xlsx 427 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370791.00 3754160.00 1.30E-06 4.54E-06 4.71E-06 5.10E-02 1.43E+00 2.04E-01 1.68E+00
370811.00 3754160.00 1.38E-06 4.89E-06 5.14E-06 5.43E-02 1.54E+00 2.22E-01 1.81E+00
370831.00 3754160.00 1.47E-06 5.28E-06 5.62E-06 5.79E-02 1.66E+00 2.43E-01 1.96E+00
370851.00 3754160.00 1.58E-06 5.73E-06 6.20E-06 6.21E-02 1.80E+00 2.68E-01 2.13E+00
370871.00 3754160.00 1.70E-06 6.28E-06 6.90E-06 6.70E-02 1.97E+00 2.99E-01 2.34E+00
370891.00 3754160.00 1.83E-06 6.86E-06 7.67E-06 7.20E-02 2.16E+00 3.32E-01 2.56E+00
370911.00 3754160.00 1.98E-06 7.59E-06 8.62E-06 7.78E-02 2.38E+00 3.73E-01 2.84E+00
370931.00 3754160.00 2.14E-06 8.44E-06 9.71E-06 8.41E-02 2.65E+00 4.20E-01 3.16E+00
370951.00 3754160.00 2.32E-06 9.29E-06 1.10E-05 9.10E-02 2.92E+00 4.76E-01 3.49E+00
370971.00 3754160.00 2.53E-06 1.06E-05 1.27E-05 9.95E-02 3.33E+00 5.50E-01 3.98E+00
370991.00 3754160.00 2.76E-06 1.17E-05 1.47E-05 1.09E-01 3.69E+00 6.37E-01 4.43E+00
371011.00 3754160.00 3.02E-06 1.32E-05 1.73E-05 1.19E-01 4.15E+00 7.47E-01 5.02E+00
371031.00 3754160.00 3.31E-06 1.51E-05 2.05E-05 1.30E-01 4.74E+00 8.88E-01 5.76E+00
371051.00 3754160.00 3.63E-06 1.74E-05 2.48E-05 1.43E-01 5.47E+00 1.07E+00 6.69E+00
371071.00 3754160.00 3.99E-06 2.05E-05 3.06E-05 1.57E-01 6.43E+00 1.32E+00 7.91E+00
371091.00 3754160.00 4.39E-06 2.46E-05 3.91E-05 1.72E-01 7.74E+00 1.69E+00 9.61E+00
371111.00 3754160.00 4.81E-06 3.06E-05 5.18E-05 1.89E-01 9.60E+00 2.24E+00 1.20E+01
371131.00 3754160.00 5.28E-06 3.99E-05 7.28E-05 2.07E-01 1.25E+01 3.15E+00 1.59E+01
371151.00 3754160.00 5.77E-06 5.39E-05 1.06E-04 2.26E-01 1.69E+01 4.57E+00 2.17E+01
371171.00 3754160.00 6.19E-06 6.50E-05 1.31E-04 2.43E-01 2.04E+01 5.67E+00 2.63E+01
371271.00 3754160.00 7.07E-06 9.05E-05 1.91E-04 2.78E-01 2.85E+01 8.26E+00 3.70E+01
371291.00 3754160.00 6.76E-06 7.60E-05 1.56E-04 2.66E-01 2.39E+01 6.75E+00 3.09E+01
371311.00 3754160.00 6.30E-06 5.88E-05 1.15E-04 2.47E-01 1.85E+01 4.97E+00 2.37E+01
371411.00 3754160.00 3.29E-06 2.09E-05 3.51E-05 1.29E-01 6.56E+00 1.52E+00 8.21E+00
371431.00 3754160.00 2.84E-06 1.78E-05 2.96E-05 1.11E-01 5.58E+00 1.28E+00 6.97E+00
371451.00 3754160.00 2.49E-06 1.53E-05 2.54E-05 9.79E-02 4.82E+00 1.10E+00 6.02E+00
371471.00 3754160.00 2.23E-06 1.34E-05 2.20E-05 8.76E-02 4.23E+00 9.51E-01 5.26E+00
371491.00 3754160.00 2.03E-06 1.19E-05 1.93E-05 7.98E-02 3.75E+00 8.33E-01 4.66E+00
371511.00 3754160.00 1.89E-06 1.07E-05 1.70E-05 7.41E-02 3.37E+00 7.36E-01 4.18E+00
371531.00 3754160.00 1.79E-06 9.77E-06 1.52E-05 7.02E-02 3.07E+00 6.56E-01 3.80E+00
371551.00 3754160.00 1.72E-06 8.99E-06 1.36E-05 6.75E-02 2.83E+00 5.89E-01 3.48E+00
371571.00 3754160.00 1.67E-06 8.36E-06 1.23E-05 6.58E-02 2.63E+00 5.31E-01 3.22E+00
371591.00 3754160.00 1.64E-06 7.83E-06 1.11E-05 6.45E-02 2.46E+00 4.81E-01 3.01E+00
371611.00 3754160.00 1.62E-06 7.38E-06 1.01E-05 6.35E-02 2.32E+00 4.39E-01 2.82E+00
371631.00 3754160.00 1.59E-06 6.98E-06 9.28E-06 6.26E-02 2.20E+00 4.02E-01 2.66E+00
371651.00 3754160.00 1.57E-06 6.63E-06 8.52E-06 6.16E-02 2.08E+00 3.69E-01 2.51E+00
371671.00 3754160.00 1.54E-06 6.30E-06 7.86E-06 6.06E-02 1.98E+00 3.40E-01 2.38E+00
371691.00 3754160.00 1.51E-06 6.00E-06 7.26E-06 5.94E-02 1.89E+00 3.14E-01 2.26E+00
371711.00 3754160.00 1.48E-06 5.72E-06 6.73E-06 5.81E-02 1.80E+00 2.91E-01 2.15E+00
371731.00 3754160.00 1.44E-06 5.46E-06 6.26E-06 5.67E-02 1.72E+00 2.71E-01 2.04E+00
371751.00 3754160.00 1.41E-06 5.22E-06 5.84E-06 5.53E-02 1.64E+00 2.53E-01 1.95E+00
371771.00 3754160.00 1.37E-06 4.98E-06 5.45E-06 5.38E-02 1.57E+00 2.36E-01 1.85E+00
371791.00 3754160.00 1.33E-06 4.76E-06 5.10E-06 5.22E-02 1.50E+00 2.21E-01 1.77E+00
371811.00 3754160.00 1.29E-06 4.55E-06 4.79E-06 5.06E-02 1.43E+00 2.07E-01 1.69E+00
371831.00 3754160.00 1.25E-06 4.35E-06 4.50E-06 4.90E-02 1.37E+00 1.95E-01 1.61E+00
370571.00 3754180.00 7.46E-07 2.43E-06 2.28E-06 2.93E-02 7.65E-01 9.85E-02 8.93E-01
370591.00 3754180.00 7.83E-07 2.57E-06 2.42E-06 3.08E-02 8.06E-01 1.05E-01 9.42E-01
370611.00 3754180.00 8.22E-07 2.71E-06 2.57E-06 3.23E-02 8.51E-01 1.11E-01 9.94E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370631.00 3754180.00 8.62E-07 2.85E-06 2.73E-06 3.39E-02 8.97E-01 1.18E-01 1.05E+00
370651.00 3754180.00 9.07E-07 3.02E-06 2.91E-06 3.56E-02 9.48E-01 1.26E-01 1.11E+00
370671.00 3754180.00 9.56E-07 3.20E-06 3.11E-06 3.76E-02 1.01E+00 1.35E-01 1.18E+00
370691.00 3754180.00 1.01E-06 3.40E-06 3.34E-06 3.97E-02 1.07E+00 1.44E-01 1.25E+00
370711.00 3754180.00 1.07E-06 3.62E-06 3.59E-06 4.20E-02 1.14E+00 1.55E-01 1.34E+00
370731.00 3754180.00 1.13E-06 3.85E-06 3.85E-06 4.44E-02 1.21E+00 1.67E-01 1.42E+00
370751.00 3754180.00 1.19E-06 4.10E-06 4.14E-06 4.69E-02 1.29E+00 1.79E-01 1.52E+00
370771.00 3754180.00 1.26E-06 4.37E-06 4.46E-06 4.96E-02 1.37E+00 1.93E-01 1.62E+00
370791.00 3754180.00 1.34E-06 4.69E-06 4.84E-06 5.28E-02 1.47E+00 2.10E-01 1.74E+00
370811.00 3754180.00 1.44E-06 5.06E-06 5.30E-06 5.64E-02 1.59E+00 2.29E-01 1.88E+00
370831.00 3754180.00 1.53E-06 5.46E-06 5.80E-06 6.02E-02 1.72E+00 2.51E-01 2.03E+00
370851.00 3754180.00 1.65E-06 5.95E-06 6.41E-06 6.47E-02 1.87E+00 2.77E-01 2.21E+00
370871.00 3754180.00 1.78E-06 6.52E-06 7.14E-06 6.99E-02 2.05E+00 3.09E-01 2.43E+00
370891.00 3754180.00 1.92E-06 7.17E-06 7.98E-06 7.55E-02 2.25E+00 3.45E-01 2.67E+00
370911.00 3754180.00 2.08E-06 7.95E-06 8.99E-06 8.19E-02 2.50E+00 3.89E-01 2.97E+00
370931.00 3754180.00 2.26E-06 8.89E-06 1.02E-05 8.88E-02 2.79E+00 4.40E-01 3.32E+00
370951.00 3754180.00 2.46E-06 9.80E-06 1.16E-05 9.65E-02 3.08E+00 5.00E-01 3.68E+00
370971.00 3754180.00 2.70E-06 1.12E-05 1.34E-05 1.06E-01 3.51E+00 5.81E-01 4.20E+00
370991.00 3754180.00 2.97E-06 1.25E-05 1.56E-05 1.16E-01 3.92E+00 6.77E-01 4.72E+00
371011.00 3754180.00 3.26E-06 1.42E-05 1.85E-05 1.28E-01 4.45E+00 7.99E-01 5.38E+00
371031.00 3754180.00 3.60E-06 1.63E-05 2.21E-05 1.42E-01 5.11E+00 9.56E-01 6.21E+00
371051.00 3754180.00 3.99E-06 1.90E-05 2.69E-05 1.57E-01 5.96E+00 1.16E+00 7.28E+00
371071.00 3754180.00 4.43E-06 2.25E-05 3.35E-05 1.74E-01 7.06E+00 1.45E+00 8.68E+00
371091.00 3754180.00 4.91E-06 2.72E-05 4.30E-05 1.93E-01 8.55E+00 1.86E+00 1.06E+01
371111.00 3754180.00 5.47E-06 3.40E-05 5.71E-05 2.15E-01 1.07E+01 2.47E+00 1.34E+01
371131.00 3754180.00 6.11E-06 4.44E-05 7.99E-05 2.40E-01 1.39E+01 3.46E+00 1.76E+01
371151.00 3754180.00 6.77E-06 5.95E-05 1.15E-04 2.66E-01 1.87E+01 4.96E+00 2.39E+01
371171.00 3754180.00 7.44E-06 7.27E-05 1.44E-04 2.92E-01 2.28E+01 6.24E+00 2.94E+01
371271.00 3754180.00 9.40E-06 1.04E-04 2.12E-04 3.69E-01 3.26E+01 9.19E+00 4.22E+01
371291.00 3754180.00 9.07E-06 8.89E-05 1.77E-04 3.56E-01 2.79E+01 7.64E+00 3.59E+01
371311.00 3754180.00 8.49E-06 7.04E-05 1.33E-04 3.34E-01 2.21E+01 5.76E+00 2.82E+01
371411.00 3754180.00 4.22E-06 2.56E-05 4.24E-05 1.66E-01 8.04E+00 1.83E+00 1.00E+01
371431.00 3754180.00 3.62E-06 2.17E-05 3.57E-05 1.42E-01 6.83E+00 1.54E+00 8.51E+00
371451.00 3754180.00 3.20E-06 1.88E-05 3.05E-05 1.26E-01 5.90E+00 1.32E+00 7.35E+00
371471.00 3754180.00 2.89E-06 1.65E-05 2.64E-05 1.14E-01 5.18E+00 1.14E+00 6.44E+00
371491.00 3754180.00 2.69E-06 1.47E-05 2.30E-05 1.06E-01 4.63E+00 9.96E-01 5.73E+00
371511.00 3754180.00 2.56E-06 1.34E-05 2.03E-05 1.00E-01 4.20E+00 8.76E-01 5.18E+00
371531.00 3754180.00 2.48E-06 1.23E-05 1.80E-05 9.73E-02 3.86E+00 7.77E-01 4.73E+00
371551.00 3754180.00 2.42E-06 1.14E-05 1.60E-05 9.52E-02 3.58E+00 6.94E-01 4.37E+00
371571.00 3754180.00 2.38E-06 1.07E-05 1.44E-05 9.36E-02 3.35E+00 6.24E-01 4.07E+00
371591.00 3754180.00 2.34E-06 1.00E-05 1.30E-05 9.21E-02 3.15E+00 5.64E-01 3.80E+00
371611.00 3754180.00 2.30E-06 9.45E-06 1.18E-05 9.04E-02 2.97E+00 5.12E-01 3.57E+00
371631.00 3754180.00 2.25E-06 8.93E-06 1.08E-05 8.85E-02 2.81E+00 4.67E-01 3.36E+00
371651.00 3754180.00 2.20E-06 8.45E-06 9.87E-06 8.64E-02 2.65E+00 4.27E-01 3.17E+00
371671.00 3754180.00 2.14E-06 8.00E-06 9.06E-06 8.40E-02 2.51E+00 3.92E-01 2.99E+00
371691.00 3754180.00 2.07E-06 7.58E-06 8.35E-06 8.14E-02 2.38E+00 3.61E-01 2.82E+00
371711.00 3754180.00 2.00E-06 7.18E-06 7.71E-06 7.87E-02 2.26E+00 3.34E-01 2.67E+00
371731.00 3754180.00 1.93E-06 6.81E-06 7.15E-06 7.59E-02 2.14E+00 3.09E-01 2.53E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371751.00 3754180.00 1.86E-06 6.46E-06 6.65E-06 7.31E-02 2.03E+00 2.88E-01 2.39E+00
371771.00 3754180.00 1.79E-06 6.13E-06 6.19E-06 7.03E-02 1.93E+00 2.68E-01 2.27E+00
371791.00 3754180.00 1.72E-06 5.82E-06 5.78E-06 6.75E-02 1.83E+00 2.50E-01 2.15E+00
371811.00 3754180.00 1.65E-06 5.53E-06 5.40E-06 6.48E-02 1.74E+00 2.34E-01 2.04E+00
371831.00 3754180.00 1.58E-06 5.26E-06 5.07E-06 6.22E-02 1.65E+00 2.19E-01 1.93E+00
370571.00 3754200.00 7.60E-07 2.47E-06 2.30E-06 2.99E-02 7.77E-01 9.96E-02 9.07E-01
370591.00 3754200.00 7.98E-07 2.61E-06 2.44E-06 3.13E-02 8.19E-01 1.06E-01 9.56E-01
370611.00 3754200.00 8.40E-07 2.76E-06 2.60E-06 3.30E-02 8.66E-01 1.13E-01 1.01E+00
370631.00 3754200.00 8.84E-07 2.92E-06 2.78E-06 3.47E-02 9.17E-01 1.20E-01 1.07E+00
370651.00 3754200.00 9.30E-07 3.08E-06 2.96E-06 3.65E-02 9.69E-01 1.28E-01 1.13E+00
370671.00 3754200.00 9.80E-07 3.27E-06 3.16E-06 3.85E-02 1.03E+00 1.37E-01 1.20E+00
370691.00 3754200.00 1.04E-06 3.48E-06 3.40E-06 4.07E-02 1.09E+00 1.47E-01 1.28E+00
370711.00 3754200.00 1.10E-06 3.71E-06 3.65E-06 4.32E-02 1.17E+00 1.58E-01 1.37E+00
370731.00 3754200.00 1.16E-06 3.95E-06 3.93E-06 4.57E-02 1.24E+00 1.70E-01 1.46E+00
370751.00 3754200.00 1.23E-06 4.21E-06 4.23E-06 4.84E-02 1.32E+00 1.83E-01 1.56E+00
370771.00 3754200.00 1.31E-06 4.50E-06 4.56E-06 5.13E-02 1.41E+00 1.97E-01 1.66E+00
370791.00 3754200.00 1.39E-06 4.83E-06 4.96E-06 5.46E-02 1.52E+00 2.15E-01 1.79E+00
370811.00 3754200.00 1.48E-06 5.21E-06 5.41E-06 5.83E-02 1.64E+00 2.34E-01 1.93E+00
370831.00 3754200.00 1.59E-06 5.64E-06 5.94E-06 6.25E-02 1.77E+00 2.57E-01 2.09E+00
370851.00 3754200.00 1.71E-06 6.15E-06 6.58E-06 6.73E-02 1.93E+00 2.85E-01 2.29E+00
370871.00 3754200.00 1.85E-06 6.76E-06 7.34E-06 7.29E-02 2.13E+00 3.18E-01 2.52E+00
370891.00 3754200.00 2.01E-06 7.47E-06 8.24E-06 7.91E-02 2.35E+00 3.57E-01 2.78E+00
370911.00 3754200.00 2.19E-06 8.28E-06 9.28E-06 8.59E-02 2.60E+00 4.01E-01 3.09E+00
370931.00 3754200.00 2.38E-06 9.30E-06 1.05E-05 9.36E-02 2.92E+00 4.56E-01 3.47E+00
370951.00 3754200.00 2.60E-06 1.02E-05 1.20E-05 1.02E-01 3.22E+00 5.19E-01 3.84E+00
370971.00 3754200.00 2.87E-06 1.17E-05 1.40E-05 1.13E-01 3.68E+00 6.04E-01 4.40E+00
370991.00 3754200.00 3.18E-06 1.32E-05 1.64E-05 1.25E-01 4.15E+00 7.10E-01 4.98E+00
371011.00 3754200.00 3.50E-06 1.50E-05 1.94E-05 1.37E-01 4.71E+00 8.38E-01 5.68E+00
371031.00 3754200.00 3.88E-06 1.73E-05 2.32E-05 1.53E-01 5.43E+00 1.00E+00 6.59E+00
371051.00 3754200.00 4.33E-06 2.02E-05 2.84E-05 1.70E-01 6.35E+00 1.23E+00 7.75E+00
371071.00 3754200.00 4.85E-06 2.40E-05 3.53E-05 1.91E-01 7.56E+00 1.53E+00 9.28E+00
371091.00 3754200.00 5.46E-06 2.93E-05 4.53E-05 2.15E-01 9.19E+00 1.96E+00 1.14E+01
371111.00 3754200.00 6.20E-06 3.68E-05 6.05E-05 2.44E-01 1.16E+01 2.62E+00 1.44E+01
371131.00 3754200.00 7.05E-06 4.78E-05 8.40E-05 2.77E-01 1.50E+01 3.63E+00 1.89E+01
371151.00 3754200.00 7.98E-06 6.40E-05 1.20E-04 3.13E-01 2.01E+01 5.18E+00 2.56E+01
371171.00 3754200.00 9.02E-06 7.97E-05 1.54E-04 3.54E-01 2.51E+01 6.67E+00 3.21E+01
371411.00 3754200.00 5.74E-06 3.11E-05 4.85E-05 2.25E-01 9.76E+00 2.10E+00 1.21E+01
371431.00 3754200.00 4.97E-06 2.65E-05 4.10E-05 1.95E-01 8.34E+00 1.77E+00 1.03E+01
371451.00 3754200.00 4.45E-06 2.31E-05 3.51E-05 1.75E-01 7.26E+00 1.52E+00 8.96E+00
371471.00 3754200.00 4.12E-06 2.06E-05 3.04E-05 1.62E-01 6.46E+00 1.31E+00 7.94E+00
371491.00 3754200.00 3.94E-06 1.86E-05 2.65E-05 1.55E-01 5.86E+00 1.15E+00 7.16E+00
371511.00 3754200.00 3.83E-06 1.72E-05 2.33E-05 1.51E-01 5.39E+00 1.01E+00 6.55E+00
371531.00 3754200.00 3.76E-06 1.59E-05 2.06E-05 1.48E-01 5.01E+00 8.93E-01 6.05E+00
371551.00 3754200.00 3.68E-06 1.49E-05 1.84E-05 1.45E-01 4.68E+00 7.96E-01 5.62E+00
371571.00 3754200.00 3.60E-06 1.40E-05 1.65E-05 1.41E-01 4.39E+00 7.14E-01 5.24E+00
371591.00 3754200.00 3.50E-06 1.31E-05 1.49E-05 1.37E-01 4.12E+00 6.43E-01 4.90E+00
371611.00 3754200.00 3.38E-06 1.23E-05 1.35E-05 1.33E-01 3.87E+00 5.83E-01 4.58E+00
371631.00 3754200.00 3.25E-06 1.16E-05 1.23E-05 1.28E-01 3.63E+00 5.30E-01 4.29E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371651.00 3754200.00 3.12E-06 1.08E-05 1.12E-05 1.23E-01 3.41E+00 4.84E-01 4.02E+00
371671.00 3754200.00 2.98E-06 1.02E-05 1.02E-05 1.17E-01 3.20E+00 4.43E-01 3.76E+00
371691.00 3754200.00 2.84E-06 9.58E-06 9.42E-06 1.12E-01 3.01E+00 4.07E-01 3.53E+00
371711.00 3754200.00 2.71E-06 9.00E-06 8.68E-06 1.06E-01 2.83E+00 3.76E-01 3.31E+00
371731.00 3754200.00 2.58E-06 8.47E-06 8.03E-06 1.01E-01 2.66E+00 3.48E-01 3.11E+00
371751.00 3754200.00 2.45E-06 7.98E-06 7.45E-06 9.62E-02 2.51E+00 3.22E-01 2.93E+00
371771.00 3754200.00 2.32E-06 7.51E-06 6.92E-06 9.13E-02 2.36E+00 2.99E-01 2.75E+00
371791.00 3754200.00 2.21E-06 7.08E-06 6.44E-06 8.67E-02 2.23E+00 2.79E-01 2.59E+00
371811.00 3754200.00 2.10E-06 6.69E-06 6.02E-06 8.24E-02 2.10E+00 2.60E-01 2.44E+00
371831.00 3754200.00 1.99E-06 6.32E-06 5.63E-06 7.82E-02 1.99E+00 2.44E-01 2.31E+00
370571.00 3754220.00 7.74E-07 2.51E-06 2.32E-06 3.04E-02 7.88E-01 1.00E-01 9.19E-01
370591.00 3754220.00 8.13E-07 2.65E-06 2.47E-06 3.19E-02 8.32E-01 1.07E-01 9.70E-01
370611.00 3754220.00 8.57E-07 2.80E-06 2.63E-06 3.37E-02 8.81E-01 1.14E-01 1.03E+00
370631.00 3754220.00 9.05E-07 2.97E-06 2.81E-06 3.55E-02 9.34E-01 1.22E-01 1.09E+00
370651.00 3754220.00 9.52E-07 3.14E-06 3.00E-06 3.74E-02 9.88E-01 1.30E-01 1.16E+00
370671.00 3754220.00 1.01E-06 3.34E-06 3.21E-06 3.95E-02 1.05E+00 1.39E-01 1.23E+00
370691.00 3754220.00 1.06E-06 3.55E-06 3.44E-06 4.18E-02 1.12E+00 1.49E-01 1.31E+00
370711.00 3754220.00 1.13E-06 3.79E-06 3.70E-06 4.43E-02 1.19E+00 1.60E-01 1.40E+00
370731.00 3754220.00 1.20E-06 4.04E-06 3.98E-06 4.70E-02 1.27E+00 1.72E-01 1.49E+00
370751.00 3754220.00 1.27E-06 4.31E-06 4.29E-06 4.98E-02 1.35E+00 1.86E-01 1.59E+00
370771.00 3754220.00 1.35E-06 4.61E-06 4.64E-06 5.29E-02 1.45E+00 2.01E-01 1.70E+00
370791.00 3754220.00 1.44E-06 4.97E-06 5.05E-06 5.65E-02 1.56E+00 2.19E-01 1.84E+00
370811.00 3754220.00 1.54E-06 5.35E-06 5.51E-06 6.03E-02 1.68E+00 2.38E-01 1.98E+00
370831.00 3754220.00 1.65E-06 5.81E-06 6.06E-06 6.48E-02 1.83E+00 2.62E-01 2.15E+00
370851.00 3754220.00 1.78E-06 6.34E-06 6.71E-06 6.99E-02 1.99E+00 2.90E-01 2.35E+00
370871.00 3754220.00 1.93E-06 6.97E-06 7.49E-06 7.58E-02 2.19E+00 3.24E-01 2.59E+00
370891.00 3754220.00 2.10E-06 7.71E-06 8.41E-06 8.24E-02 2.42E+00 3.64E-01 2.87E+00
370911.00 3754220.00 2.29E-06 8.58E-06 9.48E-06 8.98E-02 2.70E+00 4.10E-01 3.20E+00
370931.00 3754220.00 2.50E-06 9.67E-06 1.08E-05 9.83E-02 3.04E+00 4.67E-01 3.60E+00
370951.00 3754220.00 2.74E-06 1.07E-05 1.23E-05 1.08E-01 3.35E+00 5.32E-01 3.99E+00
370971.00 3754220.00 3.04E-06 1.22E-05 1.43E-05 1.19E-01 3.82E+00 6.20E-01 4.56E+00
370991.00 3754220.00 3.37E-06 1.38E-05 1.69E-05 1.33E-01 4.32E+00 7.29E-01 5.19E+00
371011.00 3754220.00 3.74E-06 1.57E-05 1.99E-05 1.47E-01 4.93E+00 8.61E-01 5.93E+00
371031.00 3754220.00 4.18E-06 1.81E-05 2.39E-05 1.64E-01 5.70E+00 1.03E+00 6.90E+00
371051.00 3754220.00 4.71E-06 2.13E-05 2.92E-05 1.85E-01 6.70E+00 1.26E+00 8.15E+00
371071.00 3754220.00 5.33E-06 2.54E-05 3.64E-05 2.09E-01 7.99E+00 1.58E+00 9.78E+00
371091.00 3754220.00 6.07E-06 3.11E-05 4.68E-05 2.39E-01 9.76E+00 2.02E+00 1.20E+01
371111.00 3754220.00 6.98E-06 3.90E-05 6.21E-05 2.74E-01 1.23E+01 2.69E+00 1.52E+01
371131.00 3754220.00 8.11E-06 5.09E-05 8.62E-05 3.19E-01 1.60E+01 3.73E+00 2.00E+01
371151.00 3754220.00 9.37E-06 6.73E-05 1.21E-04 3.68E-01 2.11E+01 5.24E+00 2.67E+01
371171.00 3754220.00 1.09E-05 8.42E-05 1.56E-04 4.28E-01 2.65E+01 6.73E+00 3.36E+01
371411.00 3754220.00 8.69E-06 3.89E-05 5.31E-05 3.41E-01 1.22E+01 2.30E+00 1.49E+01
371431.00 3754220.00 7.65E-06 3.37E-05 4.52E-05 3.01E-01 1.06E+01 1.96E+00 1.28E+01
371451.00 3754220.00 7.01E-06 2.98E-05 3.89E-05 2.75E-01 9.37E+00 1.68E+00 1.13E+01
371471.00 3754220.00 6.70E-06 2.71E-05 3.37E-05 2.63E-01 8.53E+00 1.46E+00 1.03E+01
371491.00 3754220.00 6.53E-06 2.51E-05 2.95E-05 2.57E-01 7.89E+00 1.28E+00 9.42E+00
371511.00 3754220.00 6.36E-06 2.33E-05 2.60E-05 2.50E-01 7.34E+00 1.12E+00 8.71E+00
371531.00 3754220.00 6.15E-06 2.17E-05 2.30E-05 2.41E-01 6.83E+00 9.96E-01 8.07E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371551.00 3754220.00 5.89E-06 2.02E-05 2.05E-05 2.31E-01 6.36E+00 8.88E-01 7.47E+00
371571.00 3754220.00 5.61E-06 1.88E-05 1.84E-05 2.20E-01 5.91E+00 7.95E-01 6.92E+00
371591.00 3754220.00 5.30E-06 1.74E-05 1.66E-05 2.08E-01 5.48E+00 7.16E-01 6.41E+00
371611.00 3754220.00 4.99E-06 1.62E-05 1.50E-05 1.96E-01 5.08E+00 6.48E-01 5.93E+00
371631.00 3754220.00 4.69E-06 1.50E-05 1.36E-05 1.84E-01 4.72E+00 5.89E-01 5.49E+00
371651.00 3754220.00 4.40E-06 1.39E-05 1.24E-05 1.73E-01 4.38E+00 5.37E-01 5.09E+00
371671.00 3754220.00 4.12E-06 1.30E-05 1.14E-05 1.62E-01 4.07E+00 4.92E-01 4.73E+00
371691.00 3754220.00 3.86E-06 1.20E-05 1.04E-05 1.52E-01 3.79E+00 4.51E-01 4.39E+00
371711.00 3754220.00 3.61E-06 1.12E-05 9.60E-06 1.42E-01 3.53E+00 4.15E-01 4.08E+00
371731.00 3754220.00 3.39E-06 1.05E-05 8.87E-06 1.33E-01 3.29E+00 3.84E-01 3.80E+00
371751.00 3754220.00 3.17E-06 9.76E-06 8.21E-06 1.25E-01 3.07E+00 3.55E-01 3.55E+00
371771.00 3754220.00 2.98E-06 9.12E-06 7.61E-06 1.17E-01 2.87E+00 3.29E-01 3.31E+00
371791.00 3754220.00 2.79E-06 8.53E-06 7.08E-06 1.10E-01 2.68E+00 3.06E-01 3.10E+00
371811.00 3754220.00 2.63E-06 8.00E-06 6.60E-06 1.03E-01 2.51E+00 2.86E-01 2.90E+00
371831.00 3754220.00 2.47E-06 7.51E-06 6.17E-06 9.71E-02 2.36E+00 2.67E-01 2.72E+00
370571.00 3754240.00 7.85E-07 2.54E-06 2.33E-06 3.09E-02 7.97E-01 1.01E-01 9.29E-01
370591.00 3754240.00 8.26E-07 2.68E-06 2.48E-06 3.25E-02 8.42E-01 1.07E-01 9.81E-01
370611.00 3754240.00 8.73E-07 2.84E-06 2.65E-06 3.43E-02 8.93E-01 1.14E-01 1.04E+00
370631.00 3754240.00 9.21E-07 3.01E-06 2.82E-06 3.62E-02 9.46E-01 1.22E-01 1.10E+00
370651.00 3754240.00 9.75E-07 3.20E-06 3.02E-06 3.83E-02 1.01E+00 1.31E-01 1.18E+00
370671.00 3754240.00 1.03E-06 3.40E-06 3.24E-06 4.05E-02 1.07E+00 1.40E-01 1.25E+00
370691.00 3754240.00 1.09E-06 3.62E-06 3.47E-06 4.28E-02 1.14E+00 1.50E-01 1.33E+00
370711.00 3754240.00 1.16E-06 3.86E-06 3.73E-06 4.54E-02 1.21E+00 1.61E-01 1.42E+00
370731.00 3754240.00 1.23E-06 4.12E-06 4.02E-06 4.82E-02 1.29E+00 1.74E-01 1.52E+00
370751.00 3754240.00 1.30E-06 4.39E-06 4.33E-06 5.11E-02 1.38E+00 1.87E-01 1.62E+00
370771.00 3754240.00 1.38E-06 4.71E-06 4.69E-06 5.44E-02 1.48E+00 2.03E-01 1.74E+00
370791.00 3754240.00 1.48E-06 5.07E-06 5.10E-06 5.81E-02 1.59E+00 2.21E-01 1.87E+00
370811.00 3754240.00 1.58E-06 5.47E-06 5.57E-06 6.22E-02 1.72E+00 2.41E-01 2.02E+00
370831.00 3754240.00 1.70E-06 5.95E-06 6.13E-06 6.70E-02 1.87E+00 2.65E-01 2.20E+00
370851.00 3754240.00 1.84E-06 6.51E-06 6.80E-06 7.24E-02 2.05E+00 2.94E-01 2.41E+00
370871.00 3754240.00 2.01E-06 7.17E-06 7.59E-06 7.88E-02 2.25E+00 3.29E-01 2.66E+00
370891.00 3754240.00 2.18E-06 7.92E-06 8.50E-06 8.57E-02 2.49E+00 3.68E-01 2.94E+00
370911.00 3754240.00 2.38E-06 8.83E-06 9.60E-06 9.37E-02 2.77E+00 4.15E-01 3.28E+00
370931.00 3754240.00 2.61E-06 9.89E-06 1.09E-05 1.03E-01 3.11E+00 4.72E-01 3.68E+00
370951.00 3754240.00 2.87E-06 1.10E-05 1.24E-05 1.13E-01 3.45E+00 5.38E-01 4.10E+00
370971.00 3754240.00 3.19E-06 1.25E-05 1.45E-05 1.25E-01 3.94E+00 6.27E-01 4.69E+00
370991.00 3754240.00 3.56E-06 1.42E-05 1.70E-05 1.40E-01 4.46E+00 7.35E-01 5.34E+00
371011.00 3754240.00 3.99E-06 1.63E-05 2.01E-05 1.57E-01 5.11E+00 8.70E-01 6.14E+00
371031.00 3754240.00 4.50E-06 1.89E-05 2.42E-05 1.77E-01 5.94E+00 1.05E+00 7.16E+00
371051.00 3754240.00 5.09E-06 2.22E-05 2.96E-05 2.00E-01 6.99E+00 1.28E+00 8.47E+00
371071.00 3754240.00 5.80E-06 2.66E-05 3.68E-05 2.28E-01 8.35E+00 1.59E+00 1.02E+01
371091.00 3754240.00 6.70E-06 3.25E-05 4.72E-05 2.63E-01 1.02E+01 2.04E+00 1.25E+01
371111.00 3754240.00 7.80E-06 4.08E-05 6.25E-05 3.07E-01 1.28E+01 2.70E+00 1.58E+01
371131.00 3754240.00 9.19E-06 5.24E-05 8.46E-05 3.61E-01 1.65E+01 3.66E+00 2.05E+01
371151.00 3754240.00 1.10E-05 7.05E-05 1.21E-04 4.30E-01 2.22E+01 5.23E+00 2.78E+01
371171.00 3754240.00 1.32E-05 8.97E-05 1.58E-04 5.18E-01 2.82E+01 6.83E+00 3.55E+01
371411.00 3754240.00 1.54E-05 5.38E-05 5.63E-05 6.04E-01 1.69E+01 2.44E+00 1.99E+01
371431.00 3754240.00 1.38E-05 4.74E-05 4.83E-05 5.43E-01 1.49E+01 2.09E+00 1.75E+01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371451.00 3754240.00 1.31E-05 4.33E-05 4.17E-05 5.14E-01 1.36E+01 1.80E+00 1.59E+01
371471.00 3754240.00 1.26E-05 4.02E-05 3.63E-05 4.96E-01 1.26E+01 1.57E+00 1.47E+01
371491.00 3754240.00 1.20E-05 3.71E-05 3.18E-05 4.71E-01 1.17E+01 1.38E+00 1.35E+01
371511.00 3754240.00 1.12E-05 3.40E-05 2.81E-05 4.40E-01 1.07E+01 1.22E+00 1.24E+01
371531.00 3754240.00 1.03E-05 3.11E-05 2.49E-05 4.06E-01 9.76E+00 1.08E+00 1.12E+01
371551.00 3754240.00 9.49E-06 2.82E-05 2.22E-05 3.73E-01 8.88E+00 9.63E-01 1.02E+01
371571.00 3754240.00 8.68E-06 2.57E-05 2.00E-05 3.41E-01 8.07E+00 8.64E-01 9.28E+00
371591.00 3754240.00 7.93E-06 2.34E-05 1.80E-05 3.12E-01 7.34E+00 7.78E-01 8.43E+00
371611.00 3754240.00 7.25E-06 2.13E-05 1.63E-05 2.85E-01 6.69E+00 7.05E-01 7.68E+00
371631.00 3754240.00 6.63E-06 1.94E-05 1.48E-05 2.60E-01 6.11E+00 6.41E-01 7.01E+00
371651.00 3754240.00 6.07E-06 1.78E-05 1.35E-05 2.39E-01 5.59E+00 5.84E-01 6.41E+00
371671.00 3754240.00 5.57E-06 1.63E-05 1.23E-05 2.19E-01 5.12E+00 5.34E-01 5.88E+00
371691.00 3754240.00 5.12E-06 1.50E-05 1.13E-05 2.01E-01 4.71E+00 4.90E-01 5.40E+00
371711.00 3754240.00 4.72E-06 1.38E-05 1.04E-05 1.85E-01 4.33E+00 4.51E-01 4.97E+00
371731.00 3754240.00 4.36E-06 1.27E-05 9.62E-06 1.71E-01 4.00E+00 4.16E-01 4.59E+00
371751.00 3754240.00 4.03E-06 1.18E-05 8.90E-06 1.58E-01 3.70E+00 3.85E-01 4.25E+00
371771.00 3754240.00 3.74E-06 1.09E-05 8.25E-06 1.47E-01 3.43E+00 3.57E-01 3.94E+00
371791.00 3754240.00 3.47E-06 1.01E-05 7.67E-06 1.36E-01 3.19E+00 3.32E-01 3.66E+00
371811.00 3754240.00 3.23E-06 9.44E-06 7.14E-06 1.27E-01 2.97E+00 3.09E-01 3.40E+00
371831.00 3754240.00 3.01E-06 8.81E-06 6.67E-06 1.18E-01 2.77E+00 2.88E-01 3.18E+00
370571.00 3754260.00 7.97E-07 2.56E-06 2.33E-06 3.13E-02 8.05E-01 1.01E-01 9.37E-01
370591.00 3754260.00 8.40E-07 2.71E-06 2.48E-06 3.30E-02 8.51E-01 1.07E-01 9.91E-01
370611.00 3754260.00 8.87E-07 2.87E-06 2.65E-06 3.48E-02 9.02E-01 1.15E-01 1.05E+00
370631.00 3754260.00 9.38E-07 3.05E-06 2.83E-06 3.68E-02 9.58E-01 1.22E-01 1.12E+00
370651.00 3754260.00 9.92E-07 3.24E-06 3.03E-06 3.90E-02 1.02E+00 1.31E-01 1.19E+00
370671.00 3754260.00 1.05E-06 3.44E-06 3.24E-06 4.12E-02 1.08E+00 1.40E-01 1.26E+00
370691.00 3754260.00 1.11E-06 3.66E-06 3.48E-06 4.37E-02 1.15E+00 1.51E-01 1.35E+00
370711.00 3754260.00 1.18E-06 3.91E-06 3.74E-06 4.63E-02 1.23E+00 1.62E-01 1.44E+00
370731.00 3754260.00 1.25E-06 4.17E-06 4.02E-06 4.92E-02 1.31E+00 1.74E-01 1.53E+00
370751.00 3754260.00 1.33E-06 4.46E-06 4.34E-06 5.23E-02 1.40E+00 1.88E-01 1.64E+00
370771.00 3754260.00 1.42E-06 4.79E-06 4.70E-06 5.58E-02 1.50E+00 2.03E-01 1.76E+00
370791.00 3754260.00 1.52E-06 5.15E-06 5.11E-06 5.96E-02 1.62E+00 2.21E-01 1.90E+00
370811.00 3754260.00 1.62E-06 5.56E-06 5.57E-06 6.38E-02 1.75E+00 2.41E-01 2.05E+00
370831.00 3754260.00 1.75E-06 6.05E-06 6.13E-06 6.88E-02 1.90E+00 2.65E-01 2.24E+00
370851.00 3754260.00 1.90E-06 6.62E-06 6.80E-06 7.46E-02 2.08E+00 2.94E-01 2.45E+00
370871.00 3754260.00 2.07E-06 7.30E-06 7.59E-06 8.13E-02 2.30E+00 3.29E-01 2.70E+00
370891.00 3754260.00 2.26E-06 8.09E-06 8.52E-06 8.87E-02 2.54E+00 3.69E-01 3.00E+00
370911.00 3754260.00 2.47E-06 9.02E-06 9.60E-06 9.71E-02 2.83E+00 4.16E-01 3.35E+00
370931.00 3754260.00 2.72E-06 1.01E-05 1.09E-05 1.07E-01 3.17E+00 4.71E-01 3.75E+00
370951.00 3754260.00 2.99E-06 1.13E-05 1.24E-05 1.18E-01 3.55E+00 5.38E-01 4.21E+00
370971.00 3754260.00 3.33E-06 1.27E-05 1.44E-05 1.31E-01 4.01E+00 6.22E-01 4.76E+00
370991.00 3754260.00 3.72E-06 1.44E-05 1.68E-05 1.46E-01 4.53E+00 7.25E-01 5.40E+00
371011.00 3754260.00 4.18E-06 1.65E-05 1.98E-05 1.64E-01 5.20E+00 8.57E-01 6.22E+00
371031.00 3754260.00 4.74E-06 1.92E-05 2.38E-05 1.86E-01 6.04E+00 1.03E+00 7.26E+00
371051.00 3754260.00 5.45E-06 2.28E-05 2.93E-05 2.14E-01 7.18E+00 1.27E+00 8.66E+00
371071.00 3754260.00 6.26E-06 2.73E-05 3.65E-05 2.46E-01 8.59E+00 1.58E+00 1.04E+01
371091.00 3754260.00 7.30E-06 3.35E-05 4.66E-05 2.87E-01 1.05E+01 2.02E+00 1.28E+01
371111.00 3754260.00 8.63E-06 4.22E-05 6.18E-05 3.39E-01 1.33E+01 2.67E+00 1.63E+01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371131.00 3754260.00 1.04E-05 5.55E-05 8.59E-05 4.10E-01 1.74E+01 3.72E+00 2.16E+01
371151.00 3754260.00 1.27E-05 7.44E-05 1.22E-04 4.99E-01 2.34E+01 5.28E+00 2.92E+01
371171.00 3754260.00 1.58E-05 9.53E-05 1.59E-04 6.19E-01 3.00E+01 6.87E+00 3.75E+01
371411.00 3754260.00 3.35E-05 9.14E-05 5.82E-05 1.31E+00 2.87E+01 2.52E+00 3.26E+01
371431.00 3754260.00 3.13E-05 8.38E-05 5.01E-05 1.23E+00 2.63E+01 2.17E+00 2.97E+01
371451.00 3754260.00 2.92E-05 7.68E-05 4.35E-05 1.15E+00 2.41E+01 1.88E+00 2.72E+01
371471.00 3754260.00 2.60E-05 6.81E-05 3.80E-05 1.02E+00 2.14E+01 1.64E+00 2.41E+01
371491.00 3754260.00 2.25E-05 5.93E-05 3.34E-05 8.85E-01 1.86E+01 1.45E+00 2.10E+01
371511.00 3754260.00 1.95E-05 5.15E-05 2.96E-05 7.65E-01 1.62E+01 1.28E+00 1.82E+01
371531.00 3754260.00 1.69E-05 4.50E-05 2.63E-05 6.64E-01 1.41E+01 1.14E+00 1.59E+01
371551.00 3754260.00 1.47E-05 3.94E-05 2.35E-05 5.79E-01 1.24E+01 1.02E+00 1.40E+01
371571.00 3754260.00 1.29E-05 3.48E-05 2.12E-05 5.08E-01 1.09E+01 9.16E-01 1.24E+01
371591.00 3754260.00 1.14E-05 3.09E-05 1.91E-05 4.48E-01 9.70E+00 8.26E-01 1.10E+01
371611.00 3754260.00 1.01E-05 2.75E-05 1.73E-05 3.97E-01 8.65E+00 7.50E-01 9.80E+00
371631.00 3754260.00 9.02E-06 2.47E-05 1.58E-05 3.54E-01 7.76E+00 6.82E-01 8.79E+00
371651.00 3754260.00 8.08E-06 2.22E-05 1.44E-05 3.18E-01 6.99E+00 6.22E-01 7.93E+00
371671.00 3754260.00 7.28E-06 2.01E-05 1.32E-05 2.86E-01 6.32E+00 5.69E-01 7.17E+00
371691.00 3754260.00 6.59E-06 1.83E-05 1.21E-05 2.59E-01 5.74E+00 5.23E-01 6.52E+00
371711.00 3754260.00 5.98E-06 1.66E-05 1.11E-05 2.35E-01 5.23E+00 4.81E-01 5.94E+00
371731.00 3754260.00 5.45E-06 1.52E-05 1.03E-05 2.14E-01 4.78E+00 4.44E-01 5.44E+00
371751.00 3754260.00 4.99E-06 1.40E-05 9.49E-06 1.96E-01 4.39E+00 4.10E-01 4.99E+00
371771.00 3754260.00 4.58E-06 1.28E-05 8.79E-06 1.80E-01 4.04E+00 3.81E-01 4.60E+00
371791.00 3754260.00 4.21E-06 1.19E-05 8.17E-06 1.65E-01 3.73E+00 3.54E-01 4.25E+00
371811.00 3754260.00 3.89E-06 1.10E-05 7.61E-06 1.53E-01 3.45E+00 3.29E-01 3.93E+00
371831.00 3754260.00 3.60E-06 1.02E-05 7.11E-06 1.41E-01 3.20E+00 3.07E-01 3.65E+00
370571.00 3754280.00 8.09E-07 2.59E-06 2.33E-06 3.18E-02 8.13E-01 1.01E-01 9.46E-01
370591.00 3754280.00 8.52E-07 2.73E-06 2.48E-06 3.35E-02 8.59E-01 1.07E-01 1.00E+00
370611.00 3754280.00 9.01E-07 2.90E-06 2.65E-06 3.54E-02 9.11E-01 1.15E-01 1.06E+00
370631.00 3754280.00 9.52E-07 3.07E-06 2.82E-06 3.74E-02 9.66E-01 1.22E-01 1.13E+00
370651.00 3754280.00 1.01E-06 3.26E-06 3.02E-06 3.95E-02 1.03E+00 1.31E-01 1.20E+00
370671.00 3754280.00 1.07E-06 3.47E-06 3.23E-06 4.19E-02 1.09E+00 1.40E-01 1.27E+00
370691.00 3754280.00 1.13E-06 3.70E-06 3.47E-06 4.44E-02 1.16E+00 1.50E-01 1.36E+00
370711.00 3754280.00 1.20E-06 3.95E-06 3.73E-06 4.72E-02 1.24E+00 1.61E-01 1.45E+00
370731.00 3754280.00 1.28E-06 4.21E-06 4.01E-06 5.01E-02 1.32E+00 1.73E-01 1.55E+00
370751.00 3754280.00 1.36E-06 4.51E-06 4.32E-06 5.33E-02 1.42E+00 1.87E-01 1.66E+00
370771.00 3754280.00 1.45E-06 4.85E-06 4.69E-06 5.70E-02 1.52E+00 2.03E-01 1.78E+00
370791.00 3754280.00 1.55E-06 5.20E-06 5.08E-06 6.08E-02 1.64E+00 2.20E-01 1.92E+00
370811.00 3754280.00 1.66E-06 5.63E-06 5.55E-06 6.53E-02 1.77E+00 2.40E-01 2.08E+00
370831.00 3754280.00 1.79E-06 6.12E-06 6.10E-06 7.05E-02 1.92E+00 2.64E-01 2.26E+00
370851.00 3754280.00 1.94E-06 6.68E-06 6.73E-06 7.63E-02 2.10E+00 2.91E-01 2.47E+00
370871.00 3754280.00 2.12E-06 7.38E-06 7.52E-06 8.34E-02 2.32E+00 3.25E-01 2.73E+00
370891.00 3754280.00 2.32E-06 8.19E-06 8.44E-06 9.13E-02 2.57E+00 3.65E-01 3.03E+00
370911.00 3754280.00 2.55E-06 9.14E-06 9.50E-06 1.00E-01 2.87E+00 4.11E-01 3.38E+00
370931.00 3754280.00 2.80E-06 1.02E-05 1.07E-05 1.10E-01 3.19E+00 4.65E-01 3.77E+00
370951.00 3754280.00 3.10E-06 1.14E-05 1.22E-05 1.22E-01 3.57E+00 5.30E-01 4.22E+00
370971.00 3754280.00 3.46E-06 1.29E-05 1.42E-05 1.36E-01 4.07E+00 6.13E-01 4.82E+00
370991.00 3754280.00 3.88E-06 1.46E-05 1.65E-05 1.52E-01 4.60E+00 7.13E-01 5.46E+00
371011.00 3754280.00 4.37E-06 1.68E-05 1.94E-05 1.72E-01 5.27E+00 8.40E-01 6.28E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371031.00 3754280.00 4.98E-06 1.95E-05 2.32E-05 1.96E-01 6.12E+00 1.00E+00 7.32E+00
371051.00 3754280.00 5.75E-06 2.31E-05 2.84E-05 2.26E-01 7.26E+00 1.23E+00 8.72E+00
371071.00 3754280.00 6.65E-06 2.77E-05 3.53E-05 2.61E-01 8.69E+00 1.53E+00 1.05E+01
371091.00 3754280.00 7.83E-06 3.40E-05 4.51E-05 3.07E-01 1.07E+01 1.95E+00 1.29E+01
371111.00 3754280.00 9.36E-06 4.29E-05 5.98E-05 3.68E-01 1.35E+01 2.59E+00 1.64E+01
371131.00 3754280.00 1.15E-05 5.65E-05 8.32E-05 4.50E-01 1.78E+01 3.60E+00 2.18E+01
371151.00 3754280.00 1.43E-05 7.69E-05 1.20E-04 5.62E-01 2.42E+01 5.19E+00 2.99E+01
371171.00 3754280.00 1.83E-05 1.00E-04 1.57E-04 7.19E-01 3.14E+01 6.81E+00 3.90E+01
371411.00 3754280.00 9.02E-05 2.07E-04 5.87E-05 3.55E+00 6.52E+01 2.54E+00 7.13E+01
371431.00 3754280.00 8.32E-05 1.90E-04 5.07E-05 3.27E+00 5.97E+01 2.20E+00 6.51E+01
371451.00 3754280.00 6.51E-05 1.50E-04 4.42E-05 2.56E+00 4.72E+01 1.91E+00 5.17E+01
371471.00 3754280.00 4.98E-05 1.17E-04 3.88E-05 1.95E+00 3.67E+01 1.68E+00 4.04E+01
371491.00 3754280.00 3.88E-05 9.27E-05 3.42E-05 1.52E+00 2.91E+01 1.48E+00 3.22E+01
371511.00 3754280.00 3.11E-05 7.55E-05 3.04E-05 1.22E+00 2.37E+01 1.32E+00 2.63E+01
371531.00 3754280.00 2.55E-05 6.28E-05 2.71E-05 1.00E+00 1.97E+01 1.17E+00 2.19E+01
371551.00 3754280.00 2.13E-05 5.30E-05 2.43E-05 8.35E-01 1.67E+01 1.05E+00 1.86E+01
371571.00 3754280.00 1.80E-05 4.55E-05 2.19E-05 7.07E-01 1.43E+01 9.49E-01 1.59E+01
371591.00 3754280.00 1.54E-05 3.94E-05 1.98E-05 6.06E-01 1.24E+01 8.58E-01 1.38E+01
371611.00 3754280.00 1.34E-05 3.44E-05 1.80E-05 5.25E-01 1.08E+01 7.80E-01 1.21E+01
371631.00 3754280.00 1.17E-05 3.04E-05 1.64E-05 4.59E-01 9.54E+00 7.11E-01 1.07E+01
371651.00 3754280.00 1.03E-05 2.70E-05 1.50E-05 4.04E-01 8.48E+00 6.49E-01 9.53E+00
371671.00 3754280.00 9.13E-06 2.41E-05 1.37E-05 3.59E-01 7.58E+00 5.95E-01 8.53E+00
371691.00 3754280.00 8.15E-06 2.17E-05 1.26E-05 3.20E-01 6.81E+00 5.47E-01 7.68E+00
371711.00 3754280.00 7.32E-06 1.96E-05 1.16E-05 2.88E-01 6.15E+00 5.04E-01 6.94E+00
371731.00 3754280.00 6.61E-06 1.78E-05 1.07E-05 2.60E-01 5.58E+00 4.65E-01 6.31E+00
371751.00 3754280.00 5.99E-06 1.62E-05 9.95E-06 2.35E-01 5.09E+00 4.31E-01 5.75E+00
371771.00 3754280.00 5.45E-06 1.48E-05 9.23E-06 2.14E-01 4.65E+00 3.99E-01 5.27E+00
371791.00 3754280.00 4.98E-06 1.36E-05 8.58E-06 1.96E-01 4.27E+00 3.71E-01 4.84E+00
371811.00 3754280.00 4.57E-06 1.25E-05 8.00E-06 1.79E-01 3.93E+00 3.46E-01 4.46E+00
371831.00 3754280.00 4.20E-06 1.16E-05 7.47E-06 1.65E-01 3.63E+00 3.23E-01 4.12E+00
370571.00 3754300.00 8.20E-07 2.61E-06 2.33E-06 3.22E-02 8.19E-01 1.01E-01 9.52E-01
370591.00 3754300.00 8.64E-07 2.75E-06 2.47E-06 3.40E-02 8.66E-01 1.07E-01 1.01E+00
370611.00 3754300.00 9.13E-07 2.92E-06 2.64E-06 3.59E-02 9.18E-01 1.14E-01 1.07E+00
370631.00 3754300.00 9.64E-07 3.09E-06 2.81E-06 3.79E-02 9.71E-01 1.21E-01 1.13E+00
370651.00 3754300.00 1.02E-06 3.28E-06 2.99E-06 4.00E-02 1.03E+00 1.30E-01 1.20E+00
370671.00 3754300.00 1.08E-06 3.49E-06 3.20E-06 4.24E-02 1.10E+00 1.39E-01 1.28E+00
370691.00 3754300.00 1.15E-06 3.72E-06 3.44E-06 4.50E-02 1.17E+00 1.49E-01 1.36E+00
370711.00 3754300.00 1.22E-06 3.97E-06 3.69E-06 4.79E-02 1.25E+00 1.60E-01 1.45E+00
370731.00 3754300.00 1.29E-06 4.24E-06 3.97E-06 5.09E-02 1.33E+00 1.72E-01 1.55E+00
370751.00 3754300.00 1.38E-06 4.53E-06 4.28E-06 5.42E-02 1.42E+00 1.85E-01 1.66E+00
370771.00 3754300.00 1.48E-06 4.88E-06 4.64E-06 5.80E-02 1.53E+00 2.01E-01 1.79E+00
370791.00 3754300.00 1.57E-06 5.23E-06 5.01E-06 6.18E-02 1.64E+00 2.17E-01 1.92E+00
370811.00 3754300.00 1.69E-06 5.65E-06 5.47E-06 6.64E-02 1.78E+00 2.37E-01 2.08E+00
370831.00 3754300.00 1.82E-06 6.14E-06 5.99E-06 7.17E-02 1.93E+00 2.59E-01 2.26E+00
370851.00 3754300.00 1.97E-06 6.69E-06 6.59E-06 7.75E-02 2.10E+00 2.85E-01 2.47E+00
370871.00 3754300.00 2.16E-06 7.41E-06 7.37E-06 8.50E-02 2.33E+00 3.19E-01 2.73E+00
370891.00 3754300.00 2.37E-06 8.22E-06 8.26E-06 9.32E-02 2.58E+00 3.57E-01 3.03E+00
370911.00 3754300.00 2.61E-06 9.16E-06 9.28E-06 1.02E-01 2.88E+00 4.01E-01 3.38E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370931.00 3754300.00 2.87E-06 1.02E-05 1.05E-05 1.13E-01 3.20E+00 4.53E-01 3.77E+00
370951.00 3754300.00 3.18E-06 1.15E-05 1.19E-05 1.25E-01 3.61E+00 5.16E-01 4.25E+00
370971.00 3754300.00 3.55E-06 1.29E-05 1.37E-05 1.40E-01 4.07E+00 5.93E-01 4.80E+00
370991.00 3754300.00 3.99E-06 1.46E-05 1.59E-05 1.57E-01 4.59E+00 6.88E-01 5.44E+00
371011.00 3754300.00 4.51E-06 1.67E-05 1.86E-05 1.77E-01 5.26E+00 8.07E-01 6.24E+00
371031.00 3754300.00 5.15E-06 1.94E-05 2.22E-05 2.02E-01 6.10E+00 9.60E-01 7.27E+00
371051.00 3754300.00 5.97E-06 2.30E-05 2.70E-05 2.34E-01 7.22E+00 1.17E+00 8.63E+00
371071.00 3754300.00 6.93E-06 2.75E-05 3.34E-05 2.72E-01 8.64E+00 1.45E+00 1.04E+01
371091.00 3754300.00 8.21E-06 3.37E-05 4.26E-05 3.23E-01 1.06E+01 1.84E+00 1.28E+01
371111.00 3754300.00 9.90E-06 4.26E-05 5.63E-05 3.89E-01 1.34E+01 2.44E+00 1.62E+01
371131.00 3754300.00 1.22E-05 5.62E-05 7.85E-05 4.81E-01 1.77E+01 3.40E+00 2.15E+01
371151.00 3754300.00 1.55E-05 7.73E-05 1.15E-04 6.09E-01 2.43E+01 4.96E+00 2.99E+01
371171.00 3754300.00 2.03E-05 1.03E-04 1.54E-04 7.98E-01 3.22E+01 6.65E+00 3.97E+01
371411.00 3754300.00 1.69E-04 3.67E-04 5.77E-05 6.63E+00 1.15E+02 2.50E+00 1.24E+02
371431.00 3754300.00 1.50E-04 3.25E-04 5.00E-05 5.88E+00 1.02E+02 2.16E+00 1.10E+02
371451.00 3754300.00 1.09E-04 2.39E-04 4.37E-05 4.27E+00 7.50E+01 1.89E+00 8.12E+01
371471.00 3754300.00 7.67E-05 1.72E-04 3.85E-05 3.01E+00 5.40E+01 1.67E+00 5.86E+01
371491.00 3754300.00 5.65E-05 1.29E-04 3.41E-05 2.22E+00 4.05E+01 1.48E+00 4.42E+01
371511.00 3754300.00 4.34E-05 1.01E-04 3.04E-05 1.70E+00 3.16E+01 1.32E+00 3.46E+01
371531.00 3754300.00 3.44E-05 8.10E-05 2.73E-05 1.35E+00 2.54E+01 1.18E+00 2.80E+01
371551.00 3754300.00 2.79E-05 6.67E-05 2.45E-05 1.10E+00 2.10E+01 1.06E+00 2.31E+01
371571.00 3754300.00 2.31E-05 5.60E-05 2.22E-05 9.08E-01 1.76E+01 9.61E-01 1.95E+01
371591.00 3754300.00 1.94E-05 4.77E-05 2.01E-05 7.64E-01 1.50E+01 8.72E-01 1.66E+01
371611.00 3754300.00 1.66E-05 4.11E-05 1.83E-05 6.51E-01 1.29E+01 7.94E-01 1.44E+01
371631.00 3754300.00 1.43E-05 3.59E-05 1.68E-05 5.62E-01 1.13E+01 7.25E-01 1.26E+01
371651.00 3754300.00 1.25E-05 3.15E-05 1.53E-05 4.90E-01 9.91E+00 6.64E-01 1.11E+01
371671.00 3754300.00 1.09E-05 2.79E-05 1.41E-05 4.30E-01 8.78E+00 6.09E-01 9.82E+00
371691.00 3754300.00 9.69E-06 2.49E-05 1.30E-05 3.81E-01 7.84E+00 5.61E-01 8.78E+00
371711.00 3754300.00 8.63E-06 2.24E-05 1.20E-05 3.39E-01 7.03E+00 5.18E-01 7.89E+00
371731.00 3754300.00 7.73E-06 2.02E-05 1.11E-05 3.04E-01 6.35E+00 4.79E-01 7.13E+00
371751.00 3754300.00 6.97E-06 1.83E-05 1.03E-05 2.74E-01 5.75E+00 4.44E-01 6.47E+00
371771.00 3754300.00 6.30E-06 1.67E-05 9.54E-06 2.48E-01 5.24E+00 4.13E-01 5.90E+00
371791.00 3754300.00 5.73E-06 1.52E-05 8.88E-06 2.25E-01 4.79E+00 3.84E-01 5.40E+00
371811.00 3754300.00 5.23E-06 1.40E-05 8.28E-06 2.05E-01 4.39E+00 3.58E-01 4.96E+00
371831.00 3754300.00 4.79E-06 1.29E-05 7.74E-06 1.88E-01 4.04E+00 3.35E-01 4.57E+00
370571.00 3754320.00 8.29E-07 2.62E-06 2.31E-06 3.26E-02 8.23E-01 1.00E-01 9.56E-01
370591.00 3754320.00 8.74E-07 2.77E-06 2.46E-06 3.43E-02 8.70E-01 1.06E-01 1.01E+00
370611.00 3754320.00 9.22E-07 2.93E-06 2.61E-06 3.62E-02 9.20E-01 1.13E-01 1.07E+00
370631.00 3754320.00 9.73E-07 3.10E-06 2.78E-06 3.82E-02 9.74E-01 1.20E-01 1.13E+00
370651.00 3754320.00 1.03E-06 3.29E-06 2.96E-06 4.04E-02 1.03E+00 1.28E-01 1.20E+00
370671.00 3754320.00 1.09E-06 3.49E-06 3.16E-06 4.28E-02 1.10E+00 1.37E-01 1.28E+00
370691.00 3754320.00 1.16E-06 3.72E-06 3.39E-06 4.55E-02 1.17E+00 1.47E-01 1.36E+00
370711.00 3754320.00 1.23E-06 3.97E-06 3.63E-06 4.83E-02 1.25E+00 1.57E-01 1.45E+00
370731.00 3754320.00 1.31E-06 4.24E-06 3.91E-06 5.14E-02 1.33E+00 1.69E-01 1.55E+00
370751.00 3754320.00 1.39E-06 4.53E-06 4.20E-06 5.47E-02 1.42E+00 1.82E-01 1.66E+00
370771.00 3754320.00 1.48E-06 4.85E-06 4.53E-06 5.83E-02 1.52E+00 1.96E-01 1.78E+00
370791.00 3754320.00 1.59E-06 5.21E-06 4.90E-06 6.24E-02 1.64E+00 2.12E-01 1.91E+00
370811.00 3754320.00 1.70E-06 5.63E-06 5.33E-06 6.70E-02 1.77E+00 2.31E-01 2.07E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370831.00 3754320.00 1.84E-06 6.11E-06 5.83E-06 7.23E-02 1.92E+00 2.52E-01 2.24E+00
370851.00 3754320.00 1.99E-06 6.66E-06 6.41E-06 7.83E-02 2.09E+00 2.77E-01 2.45E+00
370871.00 3754320.00 2.19E-06 7.37E-06 7.15E-06 8.59E-02 2.32E+00 3.09E-01 2.71E+00
370891.00 3754320.00 2.41E-06 8.19E-06 8.01E-06 9.46E-02 2.58E+00 3.47E-01 3.02E+00
370911.00 3754320.00 2.64E-06 9.12E-06 8.97E-06 1.04E-01 2.87E+00 3.88E-01 3.36E+00
370931.00 3754320.00 2.91E-06 1.01E-05 1.01E-05 1.14E-01 3.18E+00 4.36E-01 3.73E+00
370951.00 3754320.00 3.23E-06 1.14E-05 1.14E-05 1.27E-01 3.59E+00 4.95E-01 4.21E+00
370971.00 3754320.00 3.61E-06 1.28E-05 1.31E-05 1.42E-01 4.02E+00 5.66E-01 4.73E+00
370991.00 3754320.00 4.05E-06 1.44E-05 1.51E-05 1.59E-01 4.53E+00 6.52E-01 5.34E+00
371011.00 3754320.00 4.59E-06 1.65E-05 1.76E-05 1.80E-01 5.18E+00 7.61E-01 6.12E+00
371031.00 3754320.00 5.25E-06 1.91E-05 2.08E-05 2.06E-01 5.99E+00 9.00E-01 7.10E+00
371051.00 3754320.00 6.07E-06 2.24E-05 2.50E-05 2.38E-01 7.04E+00 1.08E+00 8.37E+00
371071.00 3754320.00 7.11E-06 2.68E-05 3.08E-05 2.79E-01 8.42E+00 1.33E+00 1.00E+01
371091.00 3754320.00 8.45E-06 3.28E-05 3.90E-05 3.32E-01 1.03E+01 1.69E+00 1.23E+01
371111.00 3754320.00 1.02E-05 4.12E-05 5.13E-05 4.01E-01 1.30E+01 2.22E+00 1.56E+01
371131.00 3754320.00 1.26E-05 5.40E-05 7.11E-05 4.96E-01 1.70E+01 3.08E+00 2.06E+01
371151.00 3754320.00 1.60E-05 7.45E-05 1.05E-04 6.30E-01 2.34E+01 4.55E+00 2.86E+01
371171.00 3754320.00 2.11E-05 1.00E-04 1.44E-04 8.30E-01 3.15E+01 6.22E+00 3.86E+01
371411.00 3754320.00 2.03E-04 4.37E-04 5.49E-05 7.99E+00 1.37E+02 2.38E+00 1.48E+02
371431.00 3754320.00 1.76E-04 3.77E-04 4.78E-05 6.90E+00 1.19E+02 2.07E+00 1.28E+02
371451.00 3754320.00 1.29E-04 2.79E-04 4.20E-05 5.05E+00 8.77E+01 1.82E+00 9.45E+01
371471.00 3754320.00 9.22E-05 2.03E-04 3.72E-05 3.62E+00 6.37E+01 1.61E+00 6.90E+01
371491.00 3754320.00 6.82E-05 1.52E-04 3.31E-05 2.68E+00 4.78E+01 1.43E+00 5.19E+01
371511.00 3754320.00 5.21E-05 1.18E-04 2.97E-05 2.05E+00 3.71E+01 1.28E+00 4.04E+01
371531.00 3754320.00 4.10E-05 9.42E-05 2.67E-05 1.61E+00 2.96E+01 1.16E+00 3.24E+01
371551.00 3754320.00 3.30E-05 7.70E-05 2.41E-05 1.30E+00 2.42E+01 1.04E+00 2.65E+01
371571.00 3754320.00 2.72E-05 6.41E-05 2.19E-05 1.07E+00 2.02E+01 9.49E-01 2.22E+01
371591.00 3754320.00 2.27E-05 5.42E-05 2.00E-05 8.92E-01 1.70E+01 8.65E-01 1.88E+01
371611.00 3754320.00 1.92E-05 4.65E-05 1.83E-05 7.56E-01 1.46E+01 7.91E-01 1.62E+01
371631.00 3754320.00 1.65E-05 4.03E-05 1.67E-05 6.49E-01 1.27E+01 7.24E-01 1.41E+01
371651.00 3754320.00 1.43E-05 3.53E-05 1.54E-05 5.62E-01 1.11E+01 6.65E-01 1.23E+01
371671.00 3754320.00 1.25E-05 3.12E-05 1.42E-05 4.91E-01 9.79E+00 6.13E-01 1.09E+01
371691.00 3754320.00 1.10E-05 2.77E-05 1.31E-05 4.33E-01 8.70E+00 5.66E-01 9.70E+00
371711.00 3754320.00 9.78E-06 2.48E-05 1.21E-05 3.84E-01 7.78E+00 5.24E-01 8.69E+00
371731.00 3754320.00 8.73E-06 2.23E-05 1.12E-05 3.43E-01 7.00E+00 4.85E-01 7.83E+00
371751.00 3754320.00 7.84E-06 2.01E-05 1.04E-05 3.08E-01 6.33E+00 4.51E-01 7.09E+00
371771.00 3754320.00 7.07E-06 1.83E-05 9.70E-06 2.78E-01 5.75E+00 4.20E-01 6.45E+00
371791.00 3754320.00 6.41E-06 1.67E-05 9.05E-06 2.52E-01 5.24E+00 3.92E-01 5.88E+00
371811.00 3754320.00 5.83E-06 1.53E-05 8.46E-06 2.29E-01 4.80E+00 3.66E-01 5.39E+00
371831.00 3754320.00 5.33E-06 1.40E-05 7.91E-06 2.09E-01 4.41E+00 3.42E-01 4.96E+00
370571.00 3754340.00 8.36E-07 2.62E-06 2.29E-06 3.28E-02 8.24E-01 9.91E-02 9.56E-01
370591.00 3754340.00 8.81E-07 2.77E-06 2.43E-06 3.46E-02 8.71E-01 1.05E-01 1.01E+00
370611.00 3754340.00 9.29E-07 2.93E-06 2.58E-06 3.65E-02 9.21E-01 1.12E-01 1.07E+00
370631.00 3754340.00 9.81E-07 3.10E-06 2.74E-06 3.85E-02 9.74E-01 1.19E-01 1.13E+00
370651.00 3754340.00 1.04E-06 3.28E-06 2.92E-06 4.07E-02 1.03E+00 1.26E-01 1.20E+00
370671.00 3754340.00 1.10E-06 3.49E-06 3.11E-06 4.31E-02 1.10E+00 1.35E-01 1.27E+00
370691.00 3754340.00 1.16E-06 3.71E-06 3.33E-06 4.57E-02 1.17E+00 1.44E-01 1.36E+00
370711.00 3754340.00 1.24E-06 3.96E-06 3.56E-06 4.86E-02 1.24E+00 1.54E-01 1.45E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370731.00 3754340.00 1.32E-06 4.22E-06 3.82E-06 5.17E-02 1.33E+00 1.65E-01 1.54E+00

370751 3754340 1.40E-06 4.51E-06 4.10E-06 5.50E-02 1.42E+00 1.77E-01 1.65E+00
370771 3754340 1.49E-06 4.83E-06 4.42E-06 5.87E-02 1.52E+00 1.91E-01 1.77E+00
370791 3754340 1.60E-06 5.18E-06 4.76E-06 6.27E-02 1.63E+00 2.06E-01 1.90E+00
370811 3754340 1.71E-06 5.57E-06 5.16E-06 6.72E-02 1.75E+00 2.23E-01 2.04E+00
370831 3754340 1.85E-06 6.05E-06 5.64E-06 7.26E-02 1.90E+00 2.44E-01 2.22E+00
370851 3754340 2.00E-06 6.59E-06 6.18E-06 7.86E-02 2.07E+00 2.67E-01 2.42E+00
370871 3754340 2.19E-06 7.26E-06 6.86E-06 8.61E-02 2.28E+00 2.97E-01 2.67E+00
370891 3754340 2.42E-06 8.09E-06 7.69E-06 9.51E-02 2.54E+00 3.33E-01 2.97E+00
370911 3754340 2.66E-06 8.99E-06 8.57E-06 1.04E-01 2.82E+00 3.71E-01 3.30E+00
370931 3754340 2.92E-06 9.94E-06 9.58E-06 1.15E-01 3.13E+00 4.15E-01 3.66E+00
370951 3754340 3.24E-06 1.12E-05 1.08E-05 1.27E-01 3.51E+00 4.68E-01 4.10E+00
370971 3754340 3.62E-06 1.25E-05 1.23E-05 1.42E-01 3.93E+00 5.31E-01 4.60E+00
370991 3754340 4.06E-06 1.40E-05 1.41E-05 1.60E-01 4.41E+00 6.09E-01 5.18E+00
371011 3754340 4.60E-06 1.60E-05 1.63E-05 1.81E-01 5.02E+00 7.05E-01 5.91E+00
371031 3754340 5.25E-06 1.84E-05 1.91E-05 2.06E-01 5.78E+00 8.27E-01 6.82E+00
371051 3754340 6.07E-06 2.15E-05 2.27E-05 2.38E-01 6.75E+00 9.84E-01 7.98E+00
371071 3754340 7.09E-06 2.55E-05 2.76E-05 2.79E-01 8.02E+00 1.20E+00 9.49E+00
371091 3754340 8.40E-06 3.09E-05 3.44E-05 3.30E-01 9.70E+00 1.49E+00 1.15E+01
371111 3754340 1.01E-05 3.84E-05 4.44E-05 3.98E-01 1.21E+01 1.92E+00 1.44E+01
371131 3754340 1.24E-05 4.94E-05 6.03E-05 4.89E-01 1.55E+01 2.61E+00 1.86E+01
371151 3754340 1.57E-05 6.70E-05 8.78E-05 6.18E-01 2.11E+01 3.80E+00 2.55E+01
371171 3754340 2.06E-05 9.01E-05 1.21E-04 8.08E-01 2.83E+01 5.24E+00 3.44E+01
371411 3754340 1.93E-04 4.14E-04 5.02E-05 7.60E+00 1.30E+02 2.17E+00 1.40E+02
371431 3754340 1.59E-04 3.42E-04 4.41E-05 6.25E+00 1.08E+02 1.91E+00 1.16E+02
371451 3754340 1.20E-04 2.60E-04 3.90E-05 4.71E+00 8.17E+01 1.69E+00 8.81E+01
371471 3754340 9.01E-05 1.97E-04 3.48E-05 3.54E+00 6.21E+01 1.51E+00 6.71E+01
371491 3754340 6.90E-05 1.53E-04 3.12E-05 2.71E+00 4.81E+01 1.35E+00 5.22E+01
371511 3754340 5.41E-05 1.22E-04 2.82E-05 2.13E+00 3.82E+01 1.22E+00 4.15E+01
371531 3754340 4.33E-05 9.85E-05 2.55E-05 1.70E+00 3.09E+01 1.10E+00 3.37E+01
371551 3754340 3.53E-05 8.12E-05 2.32E-05 1.39E+00 2.55E+01 1.00E+00 2.79E+01
371571 3754340 2.92E-05 6.80E-05 2.12E-05 1.15E+00 2.14E+01 9.17E-01 2.34E+01
371591 3754340 2.45E-05 5.78E-05 1.94E-05 9.64E-01 1.82E+01 8.40E-01 2.00E+01
371611 3754340 2.09E-05 4.96E-05 1.78E-05 8.20E-01 1.56E+01 7.71E-01 1.72E+01
371631 3754340 1.79E-05 4.31E-05 1.64E-05 7.05E-01 1.36E+01 7.10E-01 1.50E+01
371651 3754340 1.56E-05 3.78E-05 1.51E-05 6.11E-01 1.19E+01 6.55E-01 1.31E+01
371671 3754340 1.36E-05 3.33E-05 1.40E-05 5.35E-01 1.05E+01 6.05E-01 1.16E+01
371691 3754340 1.20E-05 2.96E-05 1.30E-05 4.71E-01 9.31E+00 5.61E-01 1.03E+01
371711 3754340 1.06E-05 2.65E-05 1.20E-05 4.18E-01 8.33E+00 5.21E-01 9.27E+00
371731 3754340 9.50E-06 2.38E-05 1.12E-05 3.73E-01 7.49E+00 4.84E-01 8.35E+00
371751 3754340 8.52E-06 2.15E-05 1.04E-05 3.35E-01 6.77E+00 4.51E-01 7.56E+00
371771 3754340 7.68E-06 1.95E-05 9.73E-06 3.02E-01 6.14E+00 4.21E-01 6.87E+00
371791 3754340 6.96E-06 1.78E-05 9.09E-06 2.73E-01 5.60E+00 3.93E-01 6.27E+00
371811 3754340 6.33E-06 1.63E-05 8.51E-06 2.49E-01 5.12E+00 3.68E-01 5.74E+00
371831 3754340 5.78E-06 1.50E-05 7.98E-06 2.27E-01 4.70E+00 3.45E-01 5.28E+00
370571 3754360 8.41E-07 2.62E-06 2.26E-06 3.30E-02 8.24E-01 9.78E-02 9.54E-01
370591 3754360 8.85E-07 2.76E-06 2.39E-06 3.48E-02 8.69E-01 1.03E-01 1.01E+00
370611 3754360 9.33E-07 2.92E-06 2.54E-06 3.67E-02 9.18E-01 1.10E-01 1.06E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370631 3754360 9.84E-07 3.09E-06 2.69E-06 3.87E-02 9.70E-01 1.16E-01 1.13E+00
370651 3754360 1.04E-06 3.27E-06 2.86E-06 4.09E-02 1.03E+00 1.24E-01 1.19E+00
370671 3754360 1.10E-06 3.47E-06 3.04E-06 4.32E-02 1.09E+00 1.32E-01 1.26E+00
370691 3754360 1.17E-06 3.69E-06 3.25E-06 4.59E-02 1.16E+00 1.41E-01 1.34E+00
370711 3754360 1.24E-06 3.92E-06 3.47E-06 4.87E-02 1.23E+00 1.50E-01 1.43E+00
370731 3754360 1.32E-06 4.18E-06 3.71E-06 5.17E-02 1.31E+00 1.61E-01 1.53E+00
370751 3754360 1.40E-06 4.46E-06 3.98E-06 5.50E-02 1.40E+00 1.72E-01 1.63E+00
370771 3754360 1.49E-06 4.76E-06 4.27E-06 5.86E-02 1.50E+00 1.85E-01 1.74E+00
370791 3754360 1.59E-06 5.11E-06 4.60E-06 6.26E-02 1.60E+00 1.99E-01 1.87E+00
370811 3754360 1.71E-06 5.48E-06 4.96E-06 6.70E-02 1.72E+00 2.15E-01 2.00E+00
370831 3754360 1.84E-06 5.95E-06 5.41E-06 7.24E-02 1.87E+00 2.34E-01 2.18E+00
370851 3754360 2.00E-06 6.47E-06 5.92E-06 7.84E-02 2.03E+00 2.56E-01 2.37E+00
370871 3754360 2.18E-06 7.11E-06 6.53E-06 8.57E-02 2.23E+00 2.82E-01 2.60E+00
370891 3754360 2.41E-06 7.91E-06 7.29E-06 9.46E-02 2.49E+00 3.16E-01 2.90E+00
370911 3754360 2.64E-06 8.76E-06 8.09E-06 1.04E-01 2.75E+00 3.50E-01 3.21E+00
370931 3754360 2.91E-06 9.67E-06 9.00E-06 1.14E-01 3.04E+00 3.89E-01 3.54E+00
370951 3754360 3.22E-06 1.09E-05 1.01E-05 1.26E-01 3.41E+00 4.37E-01 3.98E+00
370971 3754360 3.57E-06 1.20E-05 1.14E-05 1.40E-01 3.78E+00 4.91E-01 4.41E+00
370991 3754360 4.00E-06 1.34E-05 1.29E-05 1.57E-01 4.22E+00 5.58E-01 4.94E+00
371011 3754360 4.51E-06 1.52E-05 1.48E-05 1.77E-01 4.77E+00 6.40E-01 5.59E+00
371031 3754360 5.16E-06 1.74E-05 1.72E-05 2.03E-01 5.48E+00 7.44E-01 6.43E+00
371051 3754360 5.89E-06 2.00E-05 2.00E-05 2.31E-01 6.30E+00 8.66E-01 7.39E+00
371071 3754360 6.85E-06 2.35E-05 2.39E-05 2.69E-01 7.39E+00 1.03E+00 8.69E+00
371091 3754360 8.05E-06 2.80E-05 2.89E-05 3.16E-01 8.79E+00 1.25E+00 1.04E+01
371111 3754360 9.71E-06 3.44E-05 3.65E-05 3.82E-01 1.08E+01 1.58E+00 1.28E+01
371131 3754360 1.18E-05 4.29E-05 4.70E-05 4.65E-01 1.35E+01 2.04E+00 1.60E+01
371151 3754360 1.47E-05 5.49E-05 6.25E-05 5.78E-01 1.72E+01 2.70E+00 2.05E+01
371171 3754360 1.88E-05 6.99E-05 7.96E-05 7.37E-01 2.20E+01 3.45E+00 2.62E+01
371191 3754360 2.47E-05 8.60E-05 8.94E-05 9.71E-01 2.70E+01 3.87E+00 3.19E+01
371211 3754360 3.38E-05 1.11E-04 1.07E-04 1.33E+00 3.50E+01 4.62E+00 4.10E+01
371231 3754360 4.79E-05 1.45E-04 1.20E-04 1.88E+00 4.57E+01 5.18E+00 5.27E+01
371251 3754360 6.57E-05 1.82E-04 1.21E-04 2.58E+00 5.72E+01 5.24E+00 6.51E+01
371271 3754360 7.86E-05 2.09E-04 1.23E-04 3.09E+00 6.58E+01 5.32E+00 7.42E+01
371291 3754360 9.85E-05 2.45E-04 1.11E-04 3.87E+00 7.70E+01 4.81E+00 8.57E+01
371311 3754360 1.21E-04 2.83E-04 9.30E-05 4.73E+00 8.89E+01 4.02E+00 9.76E+01
371331 3754360 1.35E-04 3.06E-04 7.77E-05 5.30E+00 9.62E+01 3.36E+00 1.05E+02
371351 3754360 1.42E-04 3.15E-04 6.59E-05 5.57E+00 9.91E+01 2.85E+00 1.07E+02
371371 3754360 1.40E-04 3.09E-04 5.68E-05 5.52E+00 9.71E+01 2.46E+00 1.05E+02
371391 3754360 1.34E-04 2.92E-04 4.97E-05 5.25E+00 9.18E+01 2.15E+00 9.92E+01
371411 3754360 1.25E-04 2.72E-04 4.38E-05 4.91E+00 8.56E+01 1.90E+00 9.24E+01
371431 3754360 1.10E-04 2.41E-04 3.90E-05 4.34E+00 7.56E+01 1.69E+00 8.16E+01
371451 3754360 9.04E-05 1.98E-04 3.50E-05 3.55E+00 6.23E+01 1.51E+00 6.74E+01
371471 3754360 7.37E-05 1.63E-04 3.15E-05 2.90E+00 5.12E+01 1.36E+00 5.54E+01
371491 3754360 6.02E-05 1.34E-04 2.86E-05 2.36E+00 4.21E+01 1.24E+00 4.57E+01
371511 3754360 4.94E-05 1.11E-04 2.60E-05 1.94E+00 3.49E+01 1.13E+00 3.80E+01
371531 3754360 4.09E-05 9.30E-05 2.38E-05 1.61E+00 2.92E+01 1.03E+00 3.19E+01
371551 3754360 3.42E-05 7.85E-05 2.18E-05 1.35E+00 2.47E+01 9.43E-01 2.70E+01
371571 3754360 2.89E-05 6.69E-05 2.00E-05 1.14E+00 2.10E+01 8.66E-01 2.30E+01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371591 3754360 2.47E-05 5.76E-05 1.84E-05 9.69E-01 1.81E+01 7.98E-01 1.99E+01
371611 3754360 2.12E-05 5.00E-05 1.70E-05 8.33E-01 1.57E+01 7.37E-01 1.73E+01
371631 3754360 1.84E-05 4.38E-05 1.58E-05 7.23E-01 1.38E+01 6.82E-01 1.52E+01
371651 3754360 1.61E-05 3.86E-05 1.46E-05 6.31E-01 1.21E+01 6.32E-01 1.34E+01
371671 3754360 1.41E-05 3.42E-05 1.36E-05 5.55E-01 1.08E+01 5.87E-01 1.19E+01
371691 3754360 1.25E-05 3.05E-05 1.26E-05 4.92E-01 9.60E+00 5.46E-01 1.06E+01
371711 3754360 1.11E-05 2.74E-05 1.18E-05 4.38E-01 8.61E+00 5.09E-01 9.56E+00
371731 3754360 9.97E-06 2.47E-05 1.10E-05 3.92E-01 7.77E+00 4.75E-01 8.63E+00
371751 3754360 8.96E-06 2.24E-05 1.03E-05 3.52E-01 7.03E+00 4.44E-01 7.83E+00
371771 3754360 8.09E-06 2.03E-05 9.61E-06 3.18E-01 6.39E+00 4.16E-01 7.13E+00
371791 3754360 7.34E-06 1.86E-05 9.01E-06 2.88E-01 5.83E+00 3.90E-01 6.51E+00
371811 3754360 6.68E-06 1.70E-05 8.46E-06 2.63E-01 5.34E+00 3.66E-01 5.97E+00
371831 3754360 6.11E-06 1.56E-05 7.95E-06 2.40E-01 4.91E+00 3.44E-01 5.50E+00
370571 3754380 8.41E-07 2.60E-06 2.22E-06 3.30E-02 8.18E-01 9.59E-02 9.47E-01
370591 3754380 8.85E-07 2.74E-06 2.34E-06 3.48E-02 8.63E-01 1.01E-01 9.99E-01
370611 3754380 9.32E-07 2.90E-06 2.48E-06 3.66E-02 9.10E-01 1.07E-01 1.05E+00
370631 3754380 9.83E-07 3.06E-06 2.63E-06 3.86E-02 9.61E-01 1.14E-01 1.11E+00
370651 3754380 1.04E-06 3.24E-06 2.79E-06 4.08E-02 1.02E+00 1.21E-01 1.18E+00
370671 3754380 1.10E-06 3.43E-06 2.96E-06 4.31E-02 1.08E+00 1.28E-01 1.25E+00
370691 3754380 1.16E-06 3.64E-06 3.15E-06 4.57E-02 1.14E+00 1.36E-01 1.33E+00
370711 3754380 1.23E-06 3.87E-06 3.36E-06 4.85E-02 1.22E+00 1.45E-01 1.41E+00
370731 3754380 1.31E-06 4.12E-06 3.59E-06 5.15E-02 1.29E+00 1.55E-01 1.50E+00
370751 3754380 1.39E-06 4.39E-06 3.84E-06 5.47E-02 1.38E+00 1.66E-01 1.60E+00
370771 3754380 1.48E-06 4.68E-06 4.11E-06 5.83E-02 1.47E+00 1.78E-01 1.71E+00
370791 3754380 1.58E-06 5.01E-06 4.41E-06 6.22E-02 1.57E+00 1.91E-01 1.83E+00
370811 3754380 1.70E-06 5.38E-06 4.76E-06 6.66E-02 1.69E+00 2.06E-01 1.96E+00
370831 3754380 1.83E-06 5.82E-06 5.17E-06 7.19E-02 1.83E+00 2.23E-01 2.13E+00
370851 3754380 1.98E-06 6.31E-06 5.62E-06 7.77E-02 1.98E+00 2.43E-01 2.31E+00
370871 3754380 2.15E-06 6.89E-06 6.16E-06 8.45E-02 2.17E+00 2.66E-01 2.52E+00
370891 3754380 2.36E-06 7.60E-06 6.79E-06 9.25E-02 2.39E+00 2.94E-01 2.77E+00
370911 3754380 2.60E-06 8.47E-06 7.56E-06 1.02E-01 2.66E+00 3.27E-01 3.09E+00
370931 3754380 2.86E-06 9.38E-06 8.37E-06 1.12E-01 2.95E+00 3.62E-01 3.42E+00
370951 3754380 3.15E-06 1.04E-05 9.31E-06 1.24E-01 3.26E+00 4.03E-01 3.79E+00
370971 3754380 3.48E-06 1.15E-05 1.04E-05 1.37E-01 3.60E+00 4.49E-01 4.19E+00
370991 3754380 3.89E-06 1.27E-05 1.17E-05 1.53E-01 4.00E+00 5.05E-01 4.65E+00
371011 3754380 4.37E-06 1.43E-05 1.32E-05 1.72E-01 4.48E+00 5.71E-01 5.23E+00
371031 3754380 4.96E-06 1.62E-05 1.51E-05 1.95E-01 5.10E+00 6.54E-01 5.95E+00
371051 3754380 5.66E-06 1.85E-05 1.74E-05 2.22E-01 5.82E+00 7.52E-01 6.79E+00
371071 3754380 6.51E-06 2.13E-05 2.02E-05 2.56E-01 6.71E+00 8.72E-01 7.84E+00
371091 3754380 7.60E-06 2.50E-05 2.38E-05 2.99E-01 7.87E+00 1.03E+00 9.20E+00
371111 3754380 9.05E-06 2.99E-05 2.87E-05 3.56E-01 9.40E+00 1.24E+00 1.10E+01
371131 3754380 1.08E-05 3.59E-05 3.46E-05 4.26E-01 1.13E+01 1.50E+00 1.32E+01
371151 3754380 1.31E-05 4.33E-05 4.13E-05 5.17E-01 1.36E+01 1.79E+00 1.59E+01
371171 3754380 1.63E-05 5.22E-05 4.77E-05 6.40E-01 1.64E+01 2.06E+00 1.91E+01
371191 3754380 2.05E-05 6.20E-05 5.08E-05 8.06E-01 1.95E+01 2.20E+00 2.25E+01
371211 3754380 2.61E-05 7.43E-05 5.27E-05 1.03E+00 2.34E+01 2.28E+00 2.67E+01
371231 3754380 3.33E-05 9.00E-05 5.55E-05 1.31E+00 2.83E+01 2.40E+00 3.20E+01
371251 3754380 4.08E-05 1.06E-04 5.82E-05 1.60E+00 3.34E+01 2.52E+00 3.75E+01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371271 3754380 4.66E-05 1.19E-04 6.12E-05 1.83E+00 3.75E+01 2.65E+00 4.20E+01
371291 3754380 5.21E-05 1.31E-04 6.21E-05 2.05E+00 4.12E+01 2.69E+00 4.59E+01
371311 3754380 5.93E-05 1.45E-04 5.95E-05 2.33E+00 4.55E+01 2.57E+00 5.04E+01
371331 3754380 6.57E-05 1.56E-04 5.45E-05 2.58E+00 4.89E+01 2.36E+00 5.38E+01
371351 3754380 6.90E-05 1.60E-04 4.92E-05 2.71E+00 5.04E+01 2.13E+00 5.52E+01
371371 3754380 6.96E-05 1.60E-04 4.44E-05 2.73E+00 5.01E+01 1.92E+00 5.48E+01
371391 3754380 6.88E-05 1.56E-04 4.01E-05 2.70E+00 4.91E+01 1.73E+00 5.35E+01
371411 3754380 6.76E-05 1.52E-04 3.63E-05 2.66E+00 4.79E+01 1.57E+00 5.21E+01
371431 3754380 6.50E-05 1.46E-04 3.30E-05 2.55E+00 4.58E+01 1.43E+00 4.98E+01
371451 3754380 6.03E-05 1.35E-04 3.02E-05 2.37E+00 4.24E+01 1.30E+00 4.61E+01
371471 3754380 5.39E-05 1.21E-04 2.76E-05 2.12E+00 3.80E+01 1.19E+00 4.13E+01
371491 3754380 4.73E-05 1.07E-04 2.54E-05 1.86E+00 3.35E+01 1.10E+00 3.64E+01
371511 3754380 4.11E-05 9.30E-05 2.33E-05 1.61E+00 2.92E+01 1.01E+00 3.19E+01
371531 3754380 3.55E-05 8.10E-05 2.15E-05 1.40E+00 2.55E+01 9.32E-01 2.78E+01
371551 3754380 3.07E-05 7.06E-05 1.99E-05 1.21E+00 2.22E+01 8.62E-01 2.43E+01
371571 3754380 2.67E-05 6.17E-05 1.85E-05 1.05E+00 1.94E+01 7.99E-01 2.12E+01
371591 3754380 2.32E-05 5.42E-05 1.71E-05 9.12E-01 1.70E+01 7.42E-01 1.87E+01
371611 3754380 2.03E-05 4.78E-05 1.59E-05 7.98E-01 1.50E+01 6.90E-01 1.65E+01
371631 3754380 1.79E-05 4.24E-05 1.49E-05 7.02E-01 1.33E+01 6.43E-01 1.47E+01
371651 3754380 1.58E-05 3.77E-05 1.38E-05 6.21E-01 1.19E+01 5.99E-01 1.31E+01
371671 3754380 1.40E-05 3.38E-05 1.29E-05 5.51E-01 1.06E+01 5.59E-01 1.17E+01
371691 3754380 1.25E-05 3.04E-05 1.21E-05 4.92E-01 9.54E+00 5.23E-01 1.06E+01
371711 3754380 1.12E-05 2.74E-05 1.13E-05 4.41E-01 8.61E+00 4.90E-01 9.54E+00
371731 3754380 1.01E-05 2.48E-05 1.06E-05 3.97E-01 7.80E+00 4.59E-01 8.66E+00
371751 3754380 9.13E-06 2.26E-05 9.96E-06 3.59E-01 7.10E+00 4.31E-01 7.89E+00
371771 3754380 8.27E-06 2.06E-05 9.36E-06 3.25E-01 6.48E+00 4.05E-01 7.21E+00
371791 3754380 7.53E-06 1.89E-05 8.81E-06 2.96E-01 5.93E+00 3.81E-01 6.61E+00
371811 3754380 6.88E-06 1.73E-05 8.29E-06 2.70E-01 5.45E+00 3.59E-01 6.08E+00
371831 3754380 6.30E-06 1.60E-05 7.82E-06 2.47E-01 5.02E+00 3.38E-01 5.60E+00
370571 3754400 8.38E-07 2.58E-06 2.16E-06 3.29E-02 8.10E-01 9.36E-02 9.36E-01
370591 3754400 8.80E-07 2.71E-06 2.28E-06 3.46E-02 8.52E-01 9.87E-02 9.85E-01
370611 3754400 9.27E-07 2.86E-06 2.41E-06 3.64E-02 8.98E-01 1.04E-01 1.04E+00
370631 3754400 9.77E-07 3.02E-06 2.55E-06 3.84E-02 9.48E-01 1.10E-01 1.10E+00
370651 3754400 1.03E-06 3.19E-06 2.70E-06 4.05E-02 1.00E+00 1.17E-01 1.16E+00
370671 3754400 1.09E-06 3.37E-06 2.86E-06 4.28E-02 1.06E+00 1.24E-01 1.23E+00
370691 3754400 1.15E-06 3.58E-06 3.04E-06 4.53E-02 1.12E+00 1.32E-01 1.30E+00
370711 3754400 1.22E-06 3.80E-06 3.24E-06 4.80E-02 1.19E+00 1.40E-01 1.38E+00
370731 3754400 1.30E-06 4.03E-06 3.45E-06 5.10E-02 1.27E+00 1.49E-01 1.47E+00
370751 3754400 1.38E-06 4.29E-06 3.68E-06 5.41E-02 1.35E+00 1.59E-01 1.56E+00
370771 3754400 1.47E-06 4.58E-06 3.93E-06 5.77E-02 1.44E+00 1.70E-01 1.67E+00
370791 3754400 1.56E-06 4.89E-06 4.21E-06 6.15E-02 1.54E+00 1.82E-01 1.78E+00
370811 3754400 1.67E-06 5.24E-06 4.53E-06 6.58E-02 1.65E+00 1.96E-01 1.91E+00
370831 3754400 1.80E-06 5.65E-06 4.89E-06 7.07E-02 1.78E+00 2.12E-01 2.06E+00
370851 3754400 1.94E-06 6.12E-06 5.30E-06 7.63E-02 1.92E+00 2.29E-01 2.23E+00
370871 3754400 2.11E-06 6.65E-06 5.77E-06 8.27E-02 2.09E+00 2.50E-01 2.42E+00
370891 3754400 2.29E-06 7.25E-06 6.30E-06 8.99E-02 2.28E+00 2.72E-01 2.64E+00
370911 3754400 2.52E-06 8.06E-06 6.97E-06 9.91E-02 2.53E+00 3.02E-01 2.93E+00
370931 3754400 2.77E-06 8.88E-06 7.69E-06 1.09E-01 2.79E+00 3.33E-01 3.23E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370951 3754400 3.05E-06 9.76E-06 8.49E-06 1.20E-01 3.07E+00 3.67E-01 3.55E+00
370971 3754400 3.36E-06 1.08E-05 9.39E-06 1.32E-01 3.40E+00 4.06E-01 3.94E+00
370991 3754400 3.73E-06 1.19E-05 1.04E-05 1.47E-01 3.74E+00 4.51E-01 4.34E+00
371011 3754400 4.17E-06 1.32E-05 1.16E-05 1.64E-01 4.16E+00 5.03E-01 4.83E+00
371031 3754400 4.69E-06 1.49E-05 1.31E-05 1.84E-01 4.67E+00 5.66E-01 5.42E+00
371051 3754400 5.33E-06 1.68E-05 1.48E-05 2.09E-01 5.29E+00 6.41E-01 6.14E+00
371071 3754400 6.06E-06 1.91E-05 1.67E-05 2.38E-01 6.00E+00 7.24E-01 6.96E+00
371091 3754400 7.01E-06 2.20E-05 1.92E-05 2.75E-01 6.90E+00 8.30E-01 8.01E+00
371111 3754400 8.21E-06 2.56E-05 2.21E-05 3.22E-01 8.03E+00 9.54E-01 9.31E+00
371131 3754400 9.64E-06 2.96E-05 2.50E-05 3.79E-01 9.31E+00 1.08E+00 1.08E+01
371151 3754400 1.14E-05 3.43E-05 2.77E-05 4.48E-01 1.08E+01 1.20E+00 1.24E+01
371171 3754400 1.36E-05 3.96E-05 2.96E-05 5.36E-01 1.24E+01 1.28E+00 1.43E+01
371191 3754400 1.64E-05 4.53E-05 2.99E-05 6.43E-01 1.42E+01 1.29E+00 1.62E+01
371211 3754400 1.96E-05 5.16E-05 2.93E-05 7.70E-01 1.62E+01 1.27E+00 1.83E+01
371231 3754400 2.30E-05 5.86E-05 2.90E-05 9.05E-01 1.84E+01 1.26E+00 2.06E+01
371251 3754400 2.61E-05 6.52E-05 2.99E-05 1.03E+00 2.05E+01 1.29E+00 2.28E+01
371271 3754400 2.85E-05 7.07E-05 3.18E-05 1.12E+00 2.22E+01 1.38E+00 2.47E+01
371291 3754400 3.01E-05 7.49E-05 3.40E-05 1.18E+00 2.36E+01 1.47E+00 2.62E+01
371311 3754400 3.18E-05 7.90E-05 3.54E-05 1.25E+00 2.48E+01 1.53E+00 2.76E+01
371331 3754400 3.35E-05 8.24E-05 3.53E-05 1.32E+00 2.59E+01 1.53E+00 2.87E+01
371351 3754400 3.49E-05 8.48E-05 3.42E-05 1.37E+00 2.66E+01 1.48E+00 2.95E+01
371371 3754400 3.60E-05 8.64E-05 3.26E-05 1.42E+00 2.72E+01 1.41E+00 3.00E+01
371391 3754400 3.70E-05 8.76E-05 3.07E-05 1.45E+00 2.75E+01 1.33E+00 3.03E+01
371411 3754400 3.77E-05 8.83E-05 2.88E-05 1.48E+00 2.77E+01 1.24E+00 3.05E+01
371431 3754400 3.83E-05 8.88E-05 2.69E-05 1.50E+00 2.79E+01 1.16E+00 3.06E+01
371451 3754400 3.80E-05 8.75E-05 2.51E-05 1.49E+00 2.75E+01 1.09E+00 3.01E+01
371471 3754400 3.66E-05 8.40E-05 2.34E-05 1.44E+00 2.64E+01 1.01E+00 2.88E+01
371491 3754400 3.43E-05 7.87E-05 2.18E-05 1.35E+00 2.47E+01 9.45E-01 2.70E+01
371511 3754400 3.16E-05 7.25E-05 2.04E-05 1.24E+00 2.28E+01 8.82E-01 2.49E+01
371531 3754400 2.86E-05 6.59E-05 1.90E-05 1.12E+00 2.07E+01 8.24E-01 2.27E+01
371551 3754400 2.57E-05 5.96E-05 1.78E-05 1.01E+00 1.87E+01 7.70E-01 2.05E+01
371571 3754400 2.31E-05 5.37E-05 1.67E-05 9.06E-01 1.69E+01 7.21E-01 1.85E+01
371591 3754400 2.06E-05 4.83E-05 1.56E-05 8.10E-01 1.52E+01 6.76E-01 1.67E+01
371611 3754400 1.85E-05 4.35E-05 1.46E-05 7.25E-01 1.37E+01 6.33E-01 1.50E+01
371631 3754400 1.65E-05 3.92E-05 1.37E-05 6.50E-01 1.23E+01 5.94E-01 1.36E+01
371651 3754400 1.48E-05 3.54E-05 1.29E-05 5.83E-01 1.11E+01 5.58E-01 1.23E+01
371671 3754400 1.34E-05 3.21E-05 1.21E-05 5.25E-01 1.01E+01 5.24E-01 1.11E+01
371691 3754400 1.21E-05 2.91E-05 1.14E-05 4.74E-01 9.15E+00 4.93E-01 1.01E+01
371711 3754400 1.09E-05 2.65E-05 1.07E-05 4.29E-01 8.33E+00 4.64E-01 9.23E+00
371731 3754400 9.90E-06 2.42E-05 1.01E-05 3.89E-01 7.61E+00 4.37E-01 8.44E+00
371751 3754400 9.01E-06 2.22E-05 9.52E-06 3.54E-01 6.97E+00 4.12E-01 7.73E+00
371771 3754400 8.22E-06 2.03E-05 8.99E-06 3.23E-01 6.39E+00 3.89E-01 7.10E+00
371791 3754400 7.52E-06 1.87E-05 8.49E-06 2.95E-01 5.88E+00 3.67E-01 6.55E+00
371811 3754400 6.90E-06 1.73E-05 8.02E-06 2.71E-01 5.43E+00 3.47E-01 6.04E+00
371831 3754400 6.34E-06 1.60E-05 7.59E-06 2.49E-01 5.02E+00 3.28E-01 5.60E+00
370571 3754420 8.29E-07 2.53E-06 2.10E-06 3.26E-02 7.96E-01 9.07E-02 9.19E-01
370591 3754420 8.71E-07 2.66E-06 2.21E-06 3.42E-02 8.37E-01 9.55E-02 9.67E-01
370611 3754420 9.16E-07 2.80E-06 2.33E-06 3.60E-02 8.81E-01 1.01E-01 1.02E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370631 3754420 9.66E-07 2.96E-06 2.46E-06 3.79E-02 9.30E-01 1.06E-01 1.07E+00
370651 3754420 1.02E-06 3.12E-06 2.60E-06 4.00E-02 9.82E-01 1.13E-01 1.13E+00
370671 3754420 1.08E-06 3.30E-06 2.76E-06 4.23E-02 1.04E+00 1.19E-01 1.20E+00
370691 3754420 1.14E-06 3.50E-06 2.92E-06 4.47E-02 1.10E+00 1.26E-01 1.27E+00
370711 3754420 1.20E-06 3.71E-06 3.10E-06 4.73E-02 1.16E+00 1.34E-01 1.35E+00
370731 3754420 1.28E-06 3.93E-06 3.30E-06 5.02E-02 1.24E+00 1.43E-01 1.43E+00
370751 3754420 1.36E-06 4.18E-06 3.51E-06 5.33E-02 1.31E+00 1.52E-01 1.52E+00
370771 3754420 1.44E-06 4.45E-06 3.74E-06 5.67E-02 1.40E+00 1.62E-01 1.62E+00
370791 3754420 1.54E-06 4.75E-06 4.00E-06 6.04E-02 1.49E+00 1.73E-01 1.73E+00
370811 3754420 1.64E-06 5.09E-06 4.29E-06 6.46E-02 1.60E+00 1.85E-01 1.85E+00
370831 3754420 1.76E-06 5.46E-06 4.60E-06 6.92E-02 1.72E+00 1.99E-01 1.98E+00
370851 3754420 1.90E-06 5.89E-06 4.97E-06 7.45E-02 1.85E+00 2.15E-01 2.14E+00
370871 3754420 2.06E-06 6.43E-06 5.42E-06 8.11E-02 2.02E+00 2.34E-01 2.34E+00
370891 3754420 2.24E-06 6.99E-06 5.88E-06 8.79E-02 2.20E+00 2.54E-01 2.54E+00
370911 3754420 2.44E-06 7.70E-06 6.43E-06 9.60E-02 2.42E+00 2.78E-01 2.79E+00
370931 3754420 2.67E-06 8.46E-06 7.03E-06 1.05E-01 2.66E+00 3.04E-01 3.07E+00
370951 3754420 2.93E-06 9.27E-06 7.69E-06 1.15E-01 2.91E+00 3.33E-01 3.36E+00
370971 3754420 3.21E-06 1.01E-05 8.42E-06 1.26E-01 3.18E+00 3.64E-01 3.67E+00
370991 3754420 3.54E-06 1.10E-05 9.21E-06 1.39E-01 3.47E+00 3.99E-01 4.00E+00
371011 3754420 3.93E-06 1.22E-05 1.02E-05 1.54E-01 3.82E+00 4.39E-01 4.41E+00
371031 3754420 4.39E-06 1.35E-05 1.13E-05 1.73E-01 4.25E+00 4.87E-01 4.91E+00
371051 3754420 4.93E-06 1.51E-05 1.25E-05 1.94E-01 4.74E+00 5.40E-01 5.48E+00
371071 3754420 5.55E-06 1.68E-05 1.37E-05 2.18E-01 5.29E+00 5.94E-01 6.11E+00
371091 3754420 6.33E-06 1.90E-05 1.53E-05 2.49E-01 5.98E+00 6.60E-01 6.89E+00
371111 3754420 7.29E-06 2.16E-05 1.69E-05 2.86E-01 6.80E+00 7.30E-01 7.81E+00
371131 3754420 8.38E-06 2.44E-05 1.82E-05 3.29E-01 7.66E+00 7.90E-01 8.78E+00
371151 3754420 9.66E-06 2.74E-05 1.92E-05 3.79E-01 8.60E+00 8.32E-01 9.82E+00
371171 3754420 1.12E-05 3.06E-05 1.96E-05 4.39E-01 9.63E+00 8.50E-01 1.09E+01
371191 3754420 1.29E-05 3.40E-05 1.93E-05 5.06E-01 1.07E+01 8.36E-01 1.20E+01
371211 3754420 1.47E-05 3.73E-05 1.86E-05 5.76E-01 1.17E+01 8.04E-01 1.31E+01
371231 3754420 1.64E-05 4.05E-05 1.79E-05 6.43E-01 1.27E+01 7.73E-01 1.41E+01
371251 3754420 1.77E-05 4.33E-05 1.78E-05 6.96E-01 1.36E+01 7.72E-01 1.51E+01
371271 3754420 1.86E-05 4.54E-05 1.86E-05 7.32E-01 1.43E+01 8.06E-01 1.58E+01
371291 3754420 1.91E-05 4.68E-05 1.99E-05 7.49E-01 1.47E+01 8.63E-01 1.63E+01
371311 3754420 1.93E-05 4.78E-05 2.14E-05 7.57E-01 1.50E+01 9.25E-01 1.67E+01
371331 3754420 1.94E-05 4.85E-05 2.24E-05 7.62E-01 1.52E+01 9.70E-01 1.70E+01
371351 3754420 1.99E-05 4.96E-05 2.30E-05 7.80E-01 1.56E+01 9.95E-01 1.74E+01
371371 3754420 2.04E-05 5.09E-05 2.30E-05 8.03E-01 1.60E+01 9.96E-01 1.78E+01
371391 3754420 2.13E-05 5.24E-05 2.26E-05 8.36E-01 1.65E+01 9.79E-01 1.83E+01
371411 3754420 2.21E-05 5.39E-05 2.20E-05 8.70E-01 1.69E+01 9.50E-01 1.88E+01
371431 3754420 2.32E-05 5.56E-05 2.11E-05 9.10E-01 1.75E+01 9.14E-01 1.93E+01
371451 3754420 2.39E-05 5.68E-05 2.02E-05 9.40E-01 1.79E+01 8.74E-01 1.97E+01
371471 3754420 2.42E-05 5.70E-05 1.93E-05 9.50E-01 1.79E+01 8.33E-01 1.97E+01
371491 3754420 2.39E-05 5.60E-05 1.83E-05 9.39E-01 1.76E+01 7.92E-01 1.93E+01
371511 3754420 2.31E-05 5.40E-05 1.74E-05 9.07E-01 1.70E+01 7.51E-01 1.86E+01
371531 3754420 2.19E-05 5.12E-05 1.64E-05 8.60E-01 1.61E+01 7.11E-01 1.77E+01
371551 3754420 2.05E-05 4.80E-05 1.56E-05 8.05E-01 1.51E+01 6.73E-01 1.66E+01
371571 3754420 1.90E-05 4.46E-05 1.47E-05 7.46E-01 1.40E+01 6.37E-01 1.54E+01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371591 3754420 1.75E-05 4.12E-05 1.39E-05 6.87E-01 1.29E+01 6.03E-01 1.42E+01
371611 3754420 1.60E-05 3.79E-05 1.32E-05 6.30E-01 1.19E+01 5.70E-01 1.31E+01
371631 3754420 1.47E-05 3.49E-05 1.25E-05 5.76E-01 1.10E+01 5.40E-01 1.21E+01
371651 3754420 1.34E-05 3.20E-05 1.18E-05 5.27E-01 1.01E+01 5.10E-01 1.11E+01
371671 3754420 1.23E-05 2.94E-05 1.12E-05 4.82E-01 9.25E+00 4.83E-01 1.02E+01
371691 3754420 1.12E-05 2.71E-05 1.06E-05 4.40E-01 8.51E+00 4.57E-01 9.40E+00
371711 3754420 1.03E-05 2.49E-05 1.00E-05 4.03E-01 7.83E+00 4.33E-01 8.67E+00
371731 3754420 9.41E-06 2.30E-05 9.48E-06 3.70E-01 7.22E+00 4.10E-01 8.00E+00
371751 3754420 8.64E-06 2.12E-05 8.98E-06 3.39E-01 6.66E+00 3.89E-01 7.39E+00
371771 3754420 7.94E-06 1.96E-05 8.52E-06 3.12E-01 6.16E+00 3.68E-01 6.84E+00
371791 3754420 7.31E-06 1.81E-05 8.08E-06 2.87E-01 5.70E+00 3.49E-01 6.34E+00
371811 3754420 6.75E-06 1.68E-05 7.67E-06 2.65E-01 5.29E+00 3.32E-01 5.89E+00
371831 3754420 6.24E-06 1.56E-05 7.28E-06 2.45E-01 4.91E+00 3.15E-01 5.47E+00
370571 3754440 8.18E-07 2.48E-06 2.03E-06 3.22E-02 7.80E-01 8.78E-02 9.00E-01
370591 3754440 8.59E-07 2.61E-06 2.13E-06 3.37E-02 8.19E-01 9.22E-02 9.45E-01
370611 3754440 9.03E-07 2.74E-06 2.25E-06 3.55E-02 8.63E-01 9.72E-02 9.95E-01
370631 3754440 9.51E-07 2.89E-06 2.37E-06 3.74E-02 9.08E-01 1.02E-01 1.05E+00
370651 3754440 1.00E-06 3.05E-06 2.50E-06 3.93E-02 9.57E-01 1.08E-01 1.10E+00
370671 3754440 1.06E-06 3.22E-06 2.64E-06 4.15E-02 1.01E+00 1.14E-01 1.17E+00
370691 3754440 1.12E-06 3.40E-06 2.79E-06 4.38E-02 1.07E+00 1.21E-01 1.23E+00
370711 3754440 1.18E-06 3.60E-06 2.96E-06 4.64E-02 1.13E+00 1.28E-01 1.31E+00
370731 3754440 1.25E-06 3.81E-06 3.14E-06 4.91E-02 1.20E+00 1.36E-01 1.38E+00
370751 3754440 1.33E-06 4.05E-06 3.33E-06 5.21E-02 1.27E+00 1.44E-01 1.47E+00
370771 3754440 1.41E-06 4.30E-06 3.54E-06 5.52E-02 1.35E+00 1.53E-01 1.56E+00
370791 3754440 1.50E-06 4.59E-06 3.77E-06 5.89E-02 1.44E+00 1.63E-01 1.66E+00
370811 3754440 1.60E-06 4.90E-06 4.04E-06 6.29E-02 1.54E+00 1.75E-01 1.78E+00
370831 3754440 1.71E-06 5.25E-06 4.32E-06 6.73E-02 1.65E+00 1.87E-01 1.90E+00
370851 3754440 1.84E-06 5.64E-06 4.63E-06 7.22E-02 1.77E+00 2.00E-01 2.04E+00
370871 3754440 1.99E-06 6.11E-06 5.01E-06 7.82E-02 1.92E+00 2.17E-01 2.22E+00
370891 3754440 2.16E-06 6.65E-06 5.42E-06 8.47E-02 2.09E+00 2.34E-01 2.41E+00
370911 3754440 2.33E-06 7.24E-06 5.86E-06 9.16E-02 2.28E+00 2.54E-01 2.62E+00
370931 3754440 2.54E-06 7.85E-06 6.35E-06 9.97E-02 2.47E+00 2.75E-01 2.84E+00
370951 3754440 2.77E-06 8.55E-06 6.89E-06 1.09E-01 2.69E+00 2.98E-01 3.09E+00
370971 3754440 3.02E-06 9.37E-06 7.47E-06 1.19E-01 2.95E+00 3.23E-01 3.39E+00
370991 3754440 3.32E-06 1.02E-05 8.11E-06 1.30E-01 3.19E+00 3.51E-01 3.67E+00
371011 3754440 3.66E-06 1.11E-05 8.83E-06 1.44E-01 3.49E+00 3.82E-01 4.01E+00
371031 3754440 4.06E-06 1.22E-05 9.62E-06 1.59E-01 3.83E+00 4.16E-01 4.40E+00
371051 3754440 4.51E-06 1.34E-05 1.04E-05 1.77E-01 4.22E+00 4.52E-01 4.85E+00
371071 3754440 5.01E-06 1.48E-05 1.12E-05 1.97E-01 4.64E+00 4.87E-01 5.32E+00
371091 3754440 5.63E-06 1.64E-05 1.22E-05 2.21E-01 5.14E+00 5.26E-01 5.89E+00
371111 3754440 6.38E-06 1.82E-05 1.30E-05 2.50E-01 5.72E+00 5.63E-01 6.54E+00
371131 3754440 7.18E-06 2.01E-05 1.36E-05 2.82E-01 6.31E+00 5.89E-01 7.18E+00
371151 3754440 8.08E-06 2.21E-05 1.39E-05 3.18E-01 6.93E+00 6.02E-01 7.85E+00
371171 3754440 9.08E-06 2.40E-05 1.39E-05 3.57E-01 7.56E+00 5.99E-01 8.51E+00
371191 3754440 1.01E-05 2.60E-05 1.34E-05 3.97E-01 8.17E+00 5.81E-01 9.15E+00
371211 3754440 1.11E-05 2.78E-05 1.28E-05 4.36E-01 8.73E+00 5.55E-01 9.72E+00
371231 3754440 1.19E-05 2.93E-05 1.23E-05 4.69E-01 9.20E+00 5.31E-01 1.02E+01
371251 3754440 1.25E-05 3.04E-05 1.20E-05 4.93E-01 9.55E+00 5.19E-01 1.06E+01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371271 3754440 1.28E-05 3.10E-05 1.22E-05 5.04E-01 9.76E+00 5.27E-01 1.08E+01
371291 3754440 1.29E-05 3.14E-05 1.28E-05 5.07E-01 9.88E+00 5.54E-01 1.09E+01
371311 3754440 1.27E-05 3.14E-05 1.37E-05 5.01E-01 9.88E+00 5.92E-01 1.10E+01
371331 3754440 1.26E-05 3.15E-05 1.47E-05 4.95E-01 9.90E+00 6.34E-01 1.10E+01
371351 3754440 1.25E-05 3.17E-05 1.55E-05 4.92E-01 9.96E+00 6.69E-01 1.11E+01
371371 3754440 1.26E-05 3.21E-05 1.60E-05 4.96E-01 1.01E+01 6.92E-01 1.13E+01
371391 3754440 1.30E-05 3.31E-05 1.63E-05 5.13E-01 1.04E+01 7.04E-01 1.16E+01
371411 3754440 1.37E-05 3.45E-05 1.63E-05 5.39E-01 1.08E+01 7.06E-01 1.21E+01
371431 3754440 1.45E-05 3.60E-05 1.62E-05 5.69E-01 1.13E+01 6.99E-01 1.26E+01
371451 3754440 1.53E-05 3.75E-05 1.59E-05 6.01E-01 1.18E+01 6.86E-01 1.31E+01
371471 3754440 1.60E-05 3.88E-05 1.55E-05 6.28E-01 1.22E+01 6.69E-01 1.35E+01
371491 3754440 1.64E-05 3.94E-05 1.50E-05 6.43E-01 1.24E+01 6.48E-01 1.37E+01
371511 3754440 1.64E-05 3.93E-05 1.45E-05 6.46E-01 1.23E+01 6.25E-01 1.36E+01
371531 3754440 1.62E-05 3.86E-05 1.39E-05 6.37E-01 1.21E+01 6.01E-01 1.34E+01
371551 3754440 1.57E-05 3.74E-05 1.33E-05 6.17E-01 1.17E+01 5.77E-01 1.29E+01
371571 3754440 1.50E-05 3.58E-05 1.28E-05 5.91E-01 1.12E+01 5.53E-01 1.24E+01
371591 3754440 1.43E-05 3.39E-05 1.22E-05 5.60E-01 1.07E+01 5.29E-01 1.18E+01
371611 3754440 1.34E-05 3.20E-05 1.17E-05 5.27E-01 1.01E+01 5.05E-01 1.11E+01
371631 3754440 1.26E-05 3.00E-05 1.11E-05 4.93E-01 9.44E+00 4.82E-01 1.04E+01
371651 3754440 1.17E-05 2.81E-05 1.06E-05 4.60E-01 8.83E+00 4.60E-01 9.75E+00
371671 3754440 1.09E-05 2.62E-05 1.01E-05 4.27E-01 8.24E+00 4.38E-01 9.11E+00
371691 3754440 1.01E-05 2.44E-05 9.66E-06 3.97E-01 7.68E+00 4.18E-01 8.50E+00
371711 3754440 9.37E-06 2.28E-05 9.21E-06 3.68E-01 7.16E+00 3.98E-01 7.92E+00
371731 3754440 8.69E-06 2.12E-05 8.77E-06 3.41E-01 6.67E+00 3.80E-01 7.39E+00
371751 3754440 8.06E-06 1.98E-05 8.36E-06 3.17E-01 6.21E+00 3.62E-01 6.89E+00
371771 3754440 7.48E-06 1.84E-05 7.97E-06 2.94E-01 5.79E+00 3.45E-01 6.43E+00
371791 3754440 6.95E-06 1.72E-05 7.59E-06 2.73E-01 5.40E+00 3.28E-01 6.00E+00
371811 3754440 6.46E-06 1.61E-05 7.24E-06 2.54E-01 5.05E+00 3.13E-01 5.61E+00
371831 3754440 6.01E-06 1.50E-05 6.91E-06 2.36E-01 4.72E+00 2.99E-01 5.25E+00
370571 3754460 8.04E-07 2.42E-06 1.95E-06 3.16E-02 7.62E-01 8.45E-02 8.78E-01
370591 3754460 8.43E-07 2.54E-06 2.05E-06 3.31E-02 7.99E-01 8.87E-02 9.21E-01
370611 3754460 8.86E-07 2.67E-06 2.16E-06 3.48E-02 8.40E-01 9.33E-02 9.68E-01
370631 3754460 9.32E-07 2.81E-06 2.27E-06 3.66E-02 8.84E-01 9.82E-02 1.02E+00
370651 3754460 9.80E-07 2.96E-06 2.39E-06 3.85E-02 9.29E-01 1.03E-01 1.07E+00
370671 3754460 1.03E-06 3.12E-06 2.52E-06 4.06E-02 9.80E-01 1.09E-01 1.13E+00
370691 3754460 1.09E-06 3.29E-06 2.66E-06 4.28E-02 1.03E+00 1.15E-01 1.19E+00
370711 3754460 1.15E-06 3.48E-06 2.81E-06 4.52E-02 1.09E+00 1.21E-01 1.26E+00
370731 3754460 1.22E-06 3.68E-06 2.97E-06 4.78E-02 1.16E+00 1.29E-01 1.33E+00
370751 3754460 1.29E-06 3.90E-06 3.15E-06 5.07E-02 1.23E+00 1.36E-01 1.41E+00
370771 3754460 1.37E-06 4.14E-06 3.34E-06 5.38E-02 1.30E+00 1.44E-01 1.50E+00
370791 3754460 1.45E-06 4.40E-06 3.54E-06 5.71E-02 1.38E+00 1.53E-01 1.59E+00
370811 3754460 1.55E-06 4.69E-06 3.77E-06 6.09E-02 1.47E+00 1.63E-01 1.70E+00
370831 3754460 1.65E-06 5.01E-06 4.02E-06 6.50E-02 1.57E+00 1.74E-01 1.81E+00
370851 3754460 1.77E-06 5.36E-06 4.29E-06 6.95E-02 1.69E+00 1.86E-01 1.94E+00
370871 3754460 1.90E-06 5.78E-06 4.61E-06 7.48E-02 1.82E+00 1.99E-01 2.09E+00
370891 3754460 2.05E-06 6.24E-06 4.95E-06 8.06E-02 1.96E+00 2.14E-01 2.26E+00
370911 3754460 2.21E-06 6.76E-06 5.30E-06 8.67E-02 2.13E+00 2.29E-01 2.44E+00
370931 3754460 2.39E-06 7.37E-06 5.72E-06 9.40E-02 2.32E+00 2.47E-01 2.66E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370951 3754460 2.60E-06 8.00E-06 6.16E-06 1.02E-01 2.51E+00 2.67E-01 2.88E+00
370971 3754460 2.82E-06 8.61E-06 6.58E-06 1.11E-01 2.70E+00 2.85E-01 3.10E+00
370991 3754460 3.07E-06 9.24E-06 7.07E-06 1.21E-01 2.90E+00 3.06E-01 3.33E+00
371011 3754460 3.36E-06 1.00E-05 7.60E-06 1.32E-01 3.14E+00 3.29E-01 3.60E+00
371031 3754460 3.70E-06 1.09E-05 8.16E-06 1.45E-01 3.42E+00 3.53E-01 3.91E+00
371051 3754460 4.07E-06 1.18E-05 8.73E-06 1.60E-01 3.72E+00 3.78E-01 4.26E+00
371071 3754460 4.47E-06 1.28E-05 9.21E-06 1.76E-01 4.04E+00 3.98E-01 4.61E+00
371091 3754460 4.96E-06 1.40E-05 9.73E-06 1.95E-01 4.41E+00 4.21E-01 5.03E+00
371111 3754460 5.52E-06 1.53E-05 1.02E-05 2.17E-01 4.82E+00 4.40E-01 5.48E+00
371131 3754460 6.10E-06 1.66E-05 1.04E-05 2.39E-01 5.22E+00 4.50E-01 5.91E+00
371151 3754460 6.72E-06 1.79E-05 1.04E-05 2.64E-01 5.62E+00 4.51E-01 6.33E+00
371171 3754460 7.36E-06 1.91E-05 1.02E-05 2.89E-01 6.00E+00 4.42E-01 6.74E+00
371191 3754460 7.98E-06 2.02E-05 9.86E-06 3.14E-01 6.36E+00 4.27E-01 7.10E+00
371211 3754460 8.54E-06 2.12E-05 9.41E-06 3.35E-01 6.65E+00 4.07E-01 7.40E+00
371231 3754460 8.96E-06 2.19E-05 9.00E-06 3.52E-01 6.87E+00 3.89E-01 7.62E+00
371251 3754460 9.22E-06 2.23E-05 8.74E-06 3.62E-01 7.01E+00 3.78E-01 7.75E+00
371271 3754460 9.29E-06 2.24E-05 8.72E-06 3.65E-01 7.05E+00 3.77E-01 7.79E+00
371291 3754460 9.16E-06 2.23E-05 8.93E-06 3.60E-01 7.00E+00 3.86E-01 7.74E+00
371311 3754460 8.98E-06 2.21E-05 9.40E-06 3.53E-01 6.93E+00 4.07E-01 7.69E+00
371331 3754460 8.75E-06 2.18E-05 1.00E-05 3.44E-01 6.87E+00 4.34E-01 7.64E+00
371351 3754460 8.56E-06 2.17E-05 1.07E-05 3.36E-01 6.82E+00 4.61E-01 7.62E+00
371371 3754460 8.54E-06 2.19E-05 1.12E-05 3.35E-01 6.88E+00 4.87E-01 7.70E+00
371391 3754460 8.71E-06 2.24E-05 1.17E-05 3.42E-01 7.05E+00 5.07E-01 7.90E+00
371411 3754460 9.09E-06 2.33E-05 1.20E-05 3.57E-01 7.34E+00 5.21E-01 8.21E+00
371431 3754460 9.60E-06 2.44E-05 1.22E-05 3.77E-01 7.68E+00 5.29E-01 8.59E+00
371451 3754460 1.02E-05 2.56E-05 1.23E-05 4.00E-01 8.05E+00 5.30E-01 8.98E+00
371471 3754460 1.08E-05 2.69E-05 1.22E-05 4.24E-01 8.44E+00 5.28E-01 9.39E+00
371491 3754460 1.13E-05 2.78E-05 1.20E-05 4.44E-01 8.75E+00 5.21E-01 9.71E+00
371511 3754460 1.17E-05 2.85E-05 1.18E-05 4.58E-01 8.95E+00 5.11E-01 9.92E+00
371531 3754460 1.18E-05 2.87E-05 1.15E-05 4.64E-01 9.02E+00 4.99E-01 9.99E+00
371551 3754460 1.18E-05 2.85E-05 1.12E-05 4.64E-01 8.97E+00 4.86E-01 9.92E+00
371571 3754460 1.16E-05 2.80E-05 1.09E-05 4.57E-01 8.82E+00 4.71E-01 9.74E+00
371591 3754460 1.13E-05 2.73E-05 1.05E-05 4.45E-01 8.57E+00 4.56E-01 9.47E+00
371611 3754460 1.09E-05 2.63E-05 1.02E-05 4.29E-01 8.26E+00 4.40E-01 9.13E+00
371631 3754460 1.04E-05 2.52E-05 9.80E-06 4.10E-01 7.92E+00 4.24E-01 8.75E+00
371651 3754460 9.92E-06 2.40E-05 9.43E-06 3.90E-01 7.54E+00 4.08E-01 8.34E+00
371671 3754460 9.39E-06 2.28E-05 9.07E-06 3.69E-01 7.16E+00 3.92E-01 7.92E+00
371691 3754460 8.86E-06 2.15E-05 8.71E-06 3.48E-01 6.77E+00 3.77E-01 7.49E+00
371711 3754460 8.34E-06 2.03E-05 8.36E-06 3.27E-01 6.39E+00 3.62E-01 7.08E+00
371731 3754460 7.83E-06 1.92E-05 8.02E-06 3.08E-01 6.02E+00 3.47E-01 6.68E+00
371751 3754460 7.35E-06 1.80E-05 7.69E-06 2.89E-01 5.67E+00 3.33E-01 6.29E+00
371771 3754460 6.89E-06 1.70E-05 7.37E-06 2.71E-01 5.34E+00 3.19E-01 5.93E+00
371791 3754460 6.46E-06 1.60E-05 7.06E-06 2.54E-01 5.02E+00 3.05E-01 5.58E+00
371811 3754460 6.05E-06 1.50E-05 6.76E-06 2.38E-01 4.73E+00 2.93E-01 5.26E+00
371831 3754460 5.68E-06 1.42E-05 6.48E-06 2.23E-01 4.45E+00 2.80E-01 4.95E+00
370571 3754480 7.88E-07 2.36E-06 1.88E-06 3.10E-02 7.42E-01 8.12E-02 8.54E-01
370591 3754480 8.25E-07 2.47E-06 1.96E-06 3.24E-02 7.77E-01 8.50E-02 8.94E-01
370611 3754480 8.65E-07 2.59E-06 2.06E-06 3.40E-02 8.14E-01 8.91E-02 9.37E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370631 3754480 9.08E-07 2.72E-06 2.16E-06 3.57E-02 8.55E-01 9.36E-02 9.84E-01
370651 3754480 9.54E-07 2.86E-06 2.27E-06 3.75E-02 8.99E-01 9.84E-02 1.03E+00
370671 3754480 1.00E-06 3.01E-06 2.39E-06 3.95E-02 9.47E-01 1.04E-01 1.09E+00
370691 3754480 1.06E-06 3.17E-06 2.52E-06 4.16E-02 9.97E-01 1.09E-01 1.15E+00
370711 3754480 1.12E-06 3.35E-06 2.66E-06 4.39E-02 1.05E+00 1.15E-01 1.21E+00
370731 3754480 1.18E-06 3.53E-06 2.80E-06 4.63E-02 1.11E+00 1.21E-01 1.28E+00
370751 3754480 1.25E-06 3.74E-06 2.96E-06 4.90E-02 1.17E+00 1.28E-01 1.35E+00
370771 3754480 1.32E-06 3.96E-06 3.13E-06 5.19E-02 1.24E+00 1.35E-01 1.43E+00
370791 3754480 1.40E-06 4.20E-06 3.31E-06 5.51E-02 1.32E+00 1.43E-01 1.52E+00
370811 3754480 1.49E-06 4.46E-06 3.51E-06 5.85E-02 1.40E+00 1.52E-01 1.61E+00
370831 3754480 1.59E-06 4.75E-06 3.73E-06 6.23E-02 1.49E+00 1.61E-01 1.72E+00
370851 3754480 1.69E-06 5.07E-06 3.96E-06 6.64E-02 1.59E+00 1.71E-01 1.83E+00
370871 3754480 1.81E-06 5.43E-06 4.22E-06 7.11E-02 1.71E+00 1.83E-01 1.96E+00
370891 3754480 1.94E-06 5.82E-06 4.49E-06 7.60E-02 1.83E+00 1.94E-01 2.10E+00
370911 3754480 2.08E-06 6.28E-06 4.78E-06 8.15E-02 1.97E+00 2.07E-01 2.26E+00
370931 3754480 2.24E-06 6.74E-06 5.10E-06 8.78E-02 2.12E+00 2.21E-01 2.43E+00
370951 3754480 2.41E-06 7.25E-06 5.44E-06 9.48E-02 2.28E+00 2.35E-01 2.61E+00
370971 3754480 2.60E-06 7.85E-06 5.78E-06 1.02E-01 2.47E+00 2.50E-01 2.82E+00
370991 3754480 2.82E-06 8.35E-06 6.14E-06 1.11E-01 2.62E+00 2.66E-01 3.00E+00
371011 3754480 3.06E-06 8.95E-06 6.51E-06 1.20E-01 2.81E+00 2.82E-01 3.22E+00
371031 3754480 3.34E-06 9.64E-06 6.91E-06 1.31E-01 3.03E+00 2.99E-01 3.46E+00
371051 3754480 3.65E-06 1.04E-05 7.30E-06 1.43E-01 3.27E+00 3.16E-01 3.73E+00
371071 3754480 3.96E-06 1.11E-05 7.57E-06 1.56E-01 3.50E+00 3.28E-01 3.99E+00
371091 3754480 4.33E-06 1.20E-05 7.87E-06 1.70E-01 3.78E+00 3.40E-01 4.29E+00
371111 3754480 4.75E-06 1.29E-05 8.07E-06 1.87E-01 4.07E+00 3.49E-01 4.60E+00
371131 3754480 5.16E-06 1.38E-05 8.12E-06 2.03E-01 4.34E+00 3.51E-01 4.89E+00
371151 3754480 5.59E-06 1.46E-05 8.04E-06 2.19E-01 4.60E+00 3.48E-01 5.16E+00
371171 3754480 6.00E-06 1.54E-05 7.83E-06 2.36E-01 4.83E+00 3.39E-01 5.41E+00
371191 3754480 6.37E-06 1.60E-05 7.53E-06 2.50E-01 5.03E+00 3.26E-01 5.61E+00
371211 3754480 6.67E-06 1.65E-05 7.20E-06 2.62E-01 5.18E+00 3.12E-01 5.76E+00
371231 3754480 6.87E-06 1.68E-05 6.90E-06 2.70E-01 5.28E+00 2.99E-01 5.84E+00
371251 3754480 6.96E-06 1.69E-05 6.69E-06 2.74E-01 5.30E+00 2.89E-01 5.87E+00
371271 3754480 6.93E-06 1.68E-05 6.60E-06 2.72E-01 5.27E+00 2.85E-01 5.83E+00
371291 3754480 6.79E-06 1.65E-05 6.66E-06 2.67E-01 5.19E+00 2.88E-01 5.75E+00
371311 3754480 6.60E-06 1.62E-05 6.87E-06 2.59E-01 5.10E+00 2.97E-01 5.65E+00
371331 3754480 6.39E-06 1.59E-05 7.22E-06 2.51E-01 5.00E+00 3.12E-01 5.57E+00
371351 3754480 6.22E-06 1.57E-05 7.64E-06 2.44E-01 4.95E+00 3.31E-01 5.52E+00
371371 3754480 6.13E-06 1.57E-05 8.10E-06 2.41E-01 4.95E+00 3.50E-01 5.54E+00
371391 3754480 6.18E-06 1.60E-05 8.53E-06 2.43E-01 5.03E+00 3.69E-01 5.64E+00
371411 3754480 6.36E-06 1.65E-05 8.90E-06 2.50E-01 5.19E+00 3.85E-01 5.83E+00
371431 3754480 6.66E-06 1.72E-05 9.20E-06 2.62E-01 5.42E+00 3.98E-01 6.08E+00
371451 3754480 7.04E-06 1.81E-05 9.40E-06 2.76E-01 5.69E+00 4.07E-01 6.37E+00
371471 3754480 7.48E-06 1.91E-05 9.52E-06 2.94E-01 5.99E+00 4.12E-01 6.69E+00
371491 3754480 7.92E-06 2.00E-05 9.56E-06 3.11E-01 6.27E+00 4.14E-01 7.00E+00
371511 3754480 8.30E-06 2.07E-05 9.53E-06 3.26E-01 6.51E+00 4.13E-01 7.25E+00
371531 3754480 8.59E-06 2.13E-05 9.45E-06 3.38E-01 6.69E+00 4.09E-01 7.44E+00
371551 3754480 8.78E-06 2.16E-05 9.32E-06 3.45E-01 6.80E+00 4.03E-01 7.54E+00
371571 3754480 8.85E-06 2.17E-05 9.16E-06 3.48E-01 6.82E+00 3.96E-01 7.56E+00

Unmitigated Construction HRA-Resident (02-20-19).xlsx 447 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y
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Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371591 3754480 8.82E-06 2.16E-05 8.96E-06 3.46E-01 6.77E+00 3.88E-01 7.51E+00
371611 3754480 8.69E-06 2.12E-05 8.74E-06 3.41E-01 6.66E+00 3.78E-01 7.38E+00
371631 3754480 8.49E-06 2.07E-05 8.51E-06 3.33E-01 6.51E+00 3.68E-01 7.21E+00
371651 3754480 8.23E-06 2.01E-05 8.26E-06 3.23E-01 6.31E+00 3.58E-01 6.99E+00
371671 3754480 7.92E-06 1.94E-05 8.01E-06 3.11E-01 6.08E+00 3.47E-01 6.74E+00
371691 3754480 7.60E-06 1.86E-05 7.75E-06 2.98E-01 5.84E+00 3.35E-01 6.47E+00
371711 3754480 7.25E-06 1.78E-05 7.50E-06 2.85E-01 5.59E+00 3.24E-01 6.20E+00
371731 3754480 6.90E-06 1.70E-05 7.24E-06 2.71E-01 5.33E+00 3.13E-01 5.92E+00
371751 3754480 6.55E-06 1.62E-05 6.99E-06 2.58E-01 5.08E+00 3.02E-01 5.64E+00
371771 3754480 6.21E-06 1.54E-05 6.73E-06 2.44E-01 4.83E+00 2.91E-01 5.36E+00
371791 3754480 5.88E-06 1.46E-05 6.49E-06 2.31E-01 4.58E+00 2.81E-01 5.09E+00
371811 3754480 5.56E-06 1.38E-05 6.25E-06 2.19E-01 4.35E+00 2.70E-01 4.84E+00
371831 3754480 5.26E-06 1.31E-05 6.02E-06 2.07E-01 4.13E+00 2.60E-01 4.59E+00
370571 3754500 7.70E-07 2.29E-06 1.80E-06 3.02E-02 7.21E-01 7.79E-02 8.29E-01
370591 3754500 8.05E-07 2.40E-06 1.88E-06 3.16E-02 7.53E-01 8.13E-02 8.66E-01
370611 3754500 8.42E-07 2.51E-06 1.97E-06 3.31E-02 7.88E-01 8.51E-02 9.06E-01
370631 3754500 8.83E-07 2.63E-06 2.06E-06 3.47E-02 8.26E-01 8.91E-02 9.50E-01
370651 3754500 9.26E-07 2.76E-06 2.16E-06 3.64E-02 8.67E-01 9.34E-02 9.97E-01
370671 3754500 9.74E-07 2.90E-06 2.27E-06 3.82E-02 9.11E-01 9.81E-02 1.05E+00
370691 3754500 1.02E-06 3.05E-06 2.38E-06 4.02E-02 9.58E-01 1.03E-01 1.10E+00
370711 3754500 1.08E-06 3.21E-06 2.50E-06 4.24E-02 1.01E+00 1.08E-01 1.16E+00
370731 3754500 1.14E-06 3.38E-06 2.63E-06 4.46E-02 1.06E+00 1.14E-01 1.22E+00
370751 3754500 1.20E-06 3.57E-06 2.77E-06 4.71E-02 1.12E+00 1.20E-01 1.29E+00
370771 3754500 1.27E-06 3.77E-06 2.92E-06 4.98E-02 1.18E+00 1.26E-01 1.36E+00
370791 3754500 1.34E-06 3.98E-06 3.08E-06 5.27E-02 1.25E+00 1.33E-01 1.44E+00
370811 3754500 1.42E-06 4.22E-06 3.25E-06 5.58E-02 1.33E+00 1.41E-01 1.52E+00
370831 3754500 1.51E-06 4.48E-06 3.44E-06 5.93E-02 1.41E+00 1.49E-01 1.62E+00
370851 3754500 1.60E-06 4.76E-06 3.64E-06 6.30E-02 1.50E+00 1.57E-01 1.72E+00
370871 3754500 1.71E-06 5.08E-06 3.85E-06 6.72E-02 1.60E+00 1.67E-01 1.83E+00
370891 3754500 1.81E-06 5.40E-06 4.06E-06 7.13E-02 1.70E+00 1.76E-01 1.94E+00
370911 3754500 1.94E-06 5.81E-06 4.30E-06 7.62E-02 1.83E+00 1.86E-01 2.09E+00
370931 3754500 2.08E-06 6.26E-06 4.56E-06 8.16E-02 1.97E+00 1.97E-01 2.25E+00
370951 3754500 2.23E-06 6.72E-06 4.83E-06 8.76E-02 2.11E+00 2.09E-01 2.41E+00
370971 3754500 2.39E-06 7.14E-06 5.07E-06 9.38E-02 2.24E+00 2.19E-01 2.56E+00
370991 3754500 2.57E-06 7.51E-06 5.32E-06 1.01E-01 2.36E+00 2.30E-01 2.69E+00
371011 3754500 2.77E-06 7.98E-06 5.58E-06 1.09E-01 2.51E+00 2.41E-01 2.86E+00
371031 3754500 3.01E-06 8.57E-06 5.89E-06 1.18E-01 2.69E+00 2.55E-01 3.07E+00
371051 3754500 3.25E-06 9.13E-06 6.13E-06 1.28E-01 2.87E+00 2.65E-01 3.26E+00
371071 3754500 3.50E-06 9.71E-06 6.30E-06 1.38E-01 3.05E+00 2.73E-01 3.46E+00
371091 3754500 3.78E-06 1.03E-05 6.45E-06 1.48E-01 3.24E+00 2.79E-01 3.67E+00
371111 3754500 4.08E-06 1.10E-05 6.51E-06 1.60E-01 3.44E+00 2.82E-01 3.89E+00
371131 3754500 4.37E-06 1.15E-05 6.48E-06 1.72E-01 3.62E+00 2.81E-01 4.08E+00
371151 3754500 4.66E-06 1.21E-05 6.37E-06 1.83E-01 3.79E+00 2.75E-01 4.25E+00
371171 3754500 4.92E-06 1.25E-05 6.18E-06 1.93E-01 3.93E+00 2.67E-01 4.39E+00
371191 3754500 5.13E-06 1.29E-05 5.94E-06 2.02E-01 4.04E+00 2.57E-01 4.50E+00
371211 3754500 5.29E-06 1.31E-05 5.69E-06 2.08E-01 4.11E+00 2.46E-01 4.57E+00
371231 3754500 5.38E-06 1.32E-05 5.47E-06 2.11E-01 4.14E+00 2.37E-01 4.59E+00
371251 3754500 5.39E-06 1.31E-05 5.30E-06 2.12E-01 4.12E+00 2.29E-01 4.56E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371271 3754500 5.31E-06 1.29E-05 5.20E-06 2.09E-01 4.06E+00 2.25E-01 4.50E+00
371291 3754500 5.19E-06 1.27E-05 5.19E-06 2.04E-01 3.98E+00 2.25E-01 4.41E+00
371311 3754500 5.03E-06 1.24E-05 5.28E-06 1.97E-01 3.89E+00 2.28E-01 4.31E+00
371331 3754500 4.85E-06 1.21E-05 5.46E-06 1.91E-01 3.80E+00 2.36E-01 4.22E+00
371351 3754500 4.71E-06 1.19E-05 5.72E-06 1.85E-01 3.74E+00 2.47E-01 4.17E+00
371371 3754500 4.61E-06 1.18E-05 6.02E-06 1.81E-01 3.71E+00 2.61E-01 4.15E+00
371391 3754500 4.59E-06 1.19E-05 6.35E-06 1.81E-01 3.74E+00 2.75E-01 4.20E+00
371411 3754500 4.67E-06 1.22E-05 6.67E-06 1.83E-01 3.83E+00 2.89E-01 4.30E+00
371431 3754500 4.83E-06 1.26E-05 6.97E-06 1.90E-01 3.97E+00 3.01E-01 4.46E+00
371451 3754500 5.06E-06 1.32E-05 7.21E-06 1.99E-01 4.15E+00 3.12E-01 4.66E+00
371471 3754500 5.36E-06 1.39E-05 7.41E-06 2.11E-01 4.37E+00 3.20E-01 4.90E+00
371491 3754500 5.68E-06 1.46E-05 7.54E-06 2.23E-01 4.59E+00 3.26E-01 5.14E+00
371511 3754500 6.00E-06 1.53E-05 7.63E-06 2.36E-01 4.80E+00 3.30E-01 5.37E+00
371531 3754500 6.29E-06 1.59E-05 7.67E-06 2.47E-01 4.99E+00 3.32E-01 5.57E+00
371551 3754500 6.53E-06 1.64E-05 7.66E-06 2.57E-01 5.15E+00 3.31E-01 5.73E+00
371571 3754500 6.70E-06 1.67E-05 7.61E-06 2.63E-01 5.25E+00 3.29E-01 5.84E+00
371591 3754500 6.80E-06 1.69E-05 7.54E-06 2.67E-01 5.30E+00 3.26E-01 5.90E+00
371611 3754500 6.83E-06 1.69E-05 7.43E-06 2.68E-01 5.31E+00 3.22E-01 5.90E+00
371631 3754500 6.80E-06 1.68E-05 7.30E-06 2.67E-01 5.27E+00 3.16E-01 5.85E+00
371651 3754500 6.71E-06 1.65E-05 7.16E-06 2.63E-01 5.19E+00 3.10E-01 5.77E+00
371671 3754500 6.57E-06 1.62E-05 7.00E-06 2.58E-01 5.09E+00 3.03E-01 5.65E+00
371691 3754500 6.39E-06 1.58E-05 6.83E-06 2.51E-01 4.95E+00 2.95E-01 5.50E+00
371711 3754500 6.19E-06 1.53E-05 6.65E-06 2.43E-01 4.80E+00 2.88E-01 5.33E+00
371731 3754500 5.97E-06 1.48E-05 6.47E-06 2.35E-01 4.64E+00 2.80E-01 5.15E+00
371751 3754500 5.74E-06 1.42E-05 6.28E-06 2.26E-01 4.47E+00 2.72E-01 4.97E+00
371771 3754500 5.50E-06 1.37E-05 6.09E-06 2.16E-01 4.29E+00 2.64E-01 4.77E+00
371791 3754500 5.26E-06 1.31E-05 5.91E-06 2.07E-01 4.11E+00 2.56E-01 4.58E+00
371811 3754500 5.03E-06 1.25E-05 5.72E-06 1.98E-01 3.94E+00 2.48E-01 4.38E+00
371831 3754500 4.80E-06 1.20E-05 5.54E-06 1.88E-01 3.77E+00 2.40E-01 4.20E+00
370571 3754520 7.50E-07 2.22E-06 1.72E-06 2.95E-02 6.99E-01 7.45E-02 8.03E-01
370591 3754520 7.83E-07 2.32E-06 1.80E-06 3.08E-02 7.29E-01 7.77E-02 8.37E-01
370611 3754520 8.18E-07 2.42E-06 1.87E-06 3.21E-02 7.61E-01 8.11E-02 8.75E-01
370631 3754520 8.56E-07 2.53E-06 1.96E-06 3.36E-02 7.96E-01 8.47E-02 9.14E-01
370651 3754520 8.96E-07 2.65E-06 2.05E-06 3.52E-02 8.33E-01 8.85E-02 9.57E-01
370671 3754520 9.40E-07 2.78E-06 2.14E-06 3.69E-02 8.74E-01 9.27E-02 1.00E+00
370691 3754520 9.86E-07 2.92E-06 2.24E-06 3.87E-02 9.16E-01 9.71E-02 1.05E+00
370711 3754520 1.04E-06 3.06E-06 2.35E-06 4.07E-02 9.63E-01 1.02E-01 1.11E+00
370731 3754520 1.09E-06 3.22E-06 2.47E-06 4.28E-02 1.01E+00 1.07E-01 1.16E+00
370751 3754520 1.15E-06 3.39E-06 2.59E-06 4.51E-02 1.06E+00 1.12E-01 1.22E+00
370771 3754520 1.21E-06 3.57E-06 2.72E-06 4.75E-02 1.12E+00 1.18E-01 1.29E+00
370791 3754520 1.28E-06 3.76E-06 2.86E-06 5.01E-02 1.18E+00 1.24E-01 1.36E+00
370811 3754520 1.35E-06 3.98E-06 3.00E-06 5.30E-02 1.25E+00 1.30E-01 1.43E+00
370831 3754520 1.43E-06 4.21E-06 3.16E-06 5.61E-02 1.32E+00 1.37E-01 1.51E+00
370851 3754520 1.51E-06 4.46E-06 3.33E-06 5.95E-02 1.40E+00 1.44E-01 1.60E+00
370871 3754520 1.59E-06 4.70E-06 3.48E-06 6.26E-02 1.48E+00 1.51E-01 1.69E+00
370891 3754520 1.69E-06 5.00E-06 3.66E-06 6.65E-02 1.57E+00 1.58E-01 1.80E+00
370911 3754520 1.80E-06 5.36E-06 3.86E-06 7.09E-02 1.68E+00 1.67E-01 1.92E+00
370931 3754520 1.92E-06 5.68E-06 4.05E-06 7.55E-02 1.79E+00 1.75E-01 2.04E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370951 3754520 2.05E-06 6.04E-06 4.26E-06 8.06E-02 1.90E+00 1.84E-01 2.16E+00
370971 3754520 2.19E-06 6.48E-06 4.46E-06 8.59E-02 2.04E+00 1.93E-01 2.32E+00
370991 3754520 2.33E-06 6.75E-06 4.62E-06 9.15E-02 2.12E+00 2.00E-01 2.41E+00
371011 3754520 2.49E-06 7.10E-06 4.80E-06 9.79E-02 2.23E+00 2.08E-01 2.54E+00
371031 3754520 2.69E-06 7.57E-06 5.02E-06 1.06E-01 2.38E+00 2.17E-01 2.70E+00
371051 3754520 2.88E-06 7.98E-06 5.16E-06 1.13E-01 2.51E+00 2.23E-01 2.85E+00
371071 3754520 3.07E-06 8.41E-06 5.26E-06 1.21E-01 2.64E+00 2.27E-01 2.99E+00
371091 3754520 3.28E-06 8.86E-06 5.33E-06 1.29E-01 2.78E+00 2.30E-01 3.14E+00
371111 3754520 3.51E-06 9.32E-06 5.33E-06 1.38E-01 2.93E+00 2.31E-01 3.30E+00
371131 3754520 3.71E-06 9.70E-06 5.27E-06 1.46E-01 3.05E+00 2.28E-01 3.42E+00
371151 3754520 3.90E-06 1.00E-05 5.15E-06 1.53E-01 3.15E+00 2.23E-01 3.53E+00
371171 3754520 4.06E-06 1.03E-05 4.99E-06 1.59E-01 3.23E+00 2.16E-01 3.61E+00
371191 3754520 4.19E-06 1.05E-05 4.80E-06 1.64E-01 3.29E+00 2.08E-01 3.66E+00
371211 3754520 4.26E-06 1.06E-05 4.61E-06 1.68E-01 3.32E+00 2.00E-01 3.68E+00
371231 3754520 4.29E-06 1.05E-05 4.44E-06 1.69E-01 3.31E+00 1.92E-01 3.67E+00
371251 3754520 4.26E-06 1.04E-05 4.31E-06 1.67E-01 3.28E+00 1.86E-01 3.63E+00
371271 3754520 4.18E-06 1.02E-05 4.22E-06 1.64E-01 3.21E+00 1.82E-01 3.56E+00
371291 3754520 4.07E-06 9.98E-06 4.18E-06 1.60E-01 3.14E+00 1.81E-01 3.48E+00
371311 3754520 3.93E-06 9.71E-06 4.21E-06 1.55E-01 3.05E+00 1.82E-01 3.39E+00
371331 3754520 3.80E-06 9.46E-06 4.29E-06 1.49E-01 2.97E+00 1.86E-01 3.31E+00
371351 3754520 3.68E-06 9.28E-06 4.44E-06 1.44E-01 2.92E+00 1.92E-01 3.25E+00
371371 3754520 3.59E-06 9.18E-06 4.64E-06 1.41E-01 2.88E+00 2.01E-01 3.23E+00
371391 3754520 3.55E-06 9.19E-06 4.86E-06 1.39E-01 2.89E+00 2.10E-01 3.24E+00
371411 3754520 3.57E-06 9.32E-06 5.11E-06 1.40E-01 2.93E+00 2.21E-01 3.29E+00
371431 3754520 3.65E-06 9.59E-06 5.35E-06 1.43E-01 3.01E+00 2.32E-01 3.39E+00
371451 3754520 3.79E-06 9.95E-06 5.58E-06 1.49E-01 3.13E+00 2.41E-01 3.52E+00
371471 3754520 3.97E-06 1.04E-05 5.78E-06 1.56E-01 3.27E+00 2.50E-01 3.68E+00
371491 3754520 4.20E-06 1.09E-05 5.95E-06 1.65E-01 3.44E+00 2.58E-01 3.86E+00
371511 3754520 4.43E-06 1.15E-05 6.09E-06 1.74E-01 3.61E+00 2.64E-01 4.04E+00
371531 3754520 4.67E-06 1.20E-05 6.19E-06 1.84E-01 3.77E+00 2.68E-01 4.22E+00
371551 3754520 4.89E-06 1.25E-05 6.25E-06 1.92E-01 3.92E+00 2.71E-01 4.38E+00
371571 3754520 5.08E-06 1.29E-05 6.29E-06 2.00E-01 4.05E+00 2.72E-01 4.52E+00
371591 3754520 5.23E-06 1.32E-05 6.29E-06 2.06E-01 4.14E+00 2.72E-01 4.62E+00
371611 3754520 5.34E-06 1.34E-05 6.26E-06 2.10E-01 4.21E+00 2.71E-01 4.69E+00
371631 3754520 5.39E-06 1.35E-05 6.21E-06 2.12E-01 4.24E+00 2.69E-01 4.72E+00
371651 3754520 5.40E-06 1.35E-05 6.15E-06 2.12E-01 4.23E+00 2.66E-01 4.71E+00
371671 3754520 5.37E-06 1.34E-05 6.06E-06 2.11E-01 4.20E+00 2.62E-01 4.68E+00
371691 3754520 5.31E-06 1.32E-05 5.96E-06 2.09E-01 4.15E+00 2.58E-01 4.62E+00
371711 3754520 5.21E-06 1.30E-05 5.85E-06 2.05E-01 4.07E+00 2.53E-01 4.53E+00
371731 3754520 5.09E-06 1.27E-05 5.73E-06 2.00E-01 3.98E+00 2.48E-01 4.43E+00
371751 3754520 4.95E-06 1.23E-05 5.60E-06 1.95E-01 3.88E+00 2.42E-01 4.31E+00
371771 3754520 4.80E-06 1.20E-05 5.47E-06 1.89E-01 3.76E+00 2.37E-01 4.19E+00
371791 3754520 4.64E-06 1.16E-05 5.33E-06 1.82E-01 3.64E+00 2.31E-01 4.05E+00
371811 3754520 4.47E-06 1.12E-05 5.19E-06 1.76E-01 3.52E+00 2.24E-01 3.92E+00
371831 3754520 4.31E-06 1.08E-05 5.05E-06 1.69E-01 3.39E+00 2.18E-01 3.78E+00
370571 3754540 7.30E-07 2.15E-06 1.65E-06 2.87E-02 6.76E-01 7.13E-02 7.76E-01
370591 3754540 7.60E-07 2.24E-06 1.71E-06 2.99E-02 7.04E-01 7.41E-02 8.08E-01
370611 3754540 7.93E-07 2.33E-06 1.78E-06 3.11E-02 7.34E-01 7.71E-02 8.42E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y
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Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370631 3754540 8.28E-07 2.44E-06 1.86E-06 3.25E-02 7.65E-01 8.04E-02 8.78E-01
370651 3754540 8.65E-07 2.54E-06 1.94E-06 3.40E-02 7.99E-01 8.38E-02 9.17E-01
370671 3754540 9.04E-07 2.66E-06 2.02E-06 3.55E-02 8.36E-01 8.74E-02 9.59E-01
370691 3754540 9.47E-07 2.78E-06 2.11E-06 3.72E-02 8.75E-01 9.13E-02 1.00E+00
370711 3754540 9.93E-07 2.92E-06 2.21E-06 3.90E-02 9.17E-01 9.55E-02 1.05E+00
370731 3754540 1.04E-06 3.06E-06 2.31E-06 4.09E-02 9.61E-01 9.98E-02 1.10E+00
370751 3754540 1.09E-06 3.21E-06 2.41E-06 4.30E-02 1.01E+00 1.04E-01 1.16E+00
370771 3754540 1.15E-06 3.37E-06 2.52E-06 4.51E-02 1.06E+00 1.09E-01 1.21E+00
370791 3754540 1.21E-06 3.54E-06 2.64E-06 4.75E-02 1.11E+00 1.14E-01 1.27E+00
370811 3754540 1.27E-06 3.73E-06 2.77E-06 5.00E-02 1.17E+00 1.20E-01 1.34E+00
370831 3754540 1.34E-06 3.92E-06 2.90E-06 5.27E-02 1.23E+00 1.25E-01 1.41E+00
370851 3754540 1.42E-06 4.14E-06 3.04E-06 5.57E-02 1.30E+00 1.31E-01 1.49E+00
370871 3754540 1.49E-06 4.37E-06 3.17E-06 5.87E-02 1.37E+00 1.37E-01 1.57E+00
370891 3754540 1.58E-06 4.61E-06 3.31E-06 6.19E-02 1.45E+00 1.43E-01 1.65E+00
370911 3754540 1.67E-06 4.92E-06 3.46E-06 6.56E-02 1.55E+00 1.50E-01 1.76E+00
370931 3754540 1.77E-06 5.26E-06 3.62E-06 6.96E-02 1.65E+00 1.57E-01 1.88E+00
370951 3754540 1.88E-06 5.60E-06 3.79E-06 7.39E-02 1.76E+00 1.64E-01 2.00E+00
370971 3754540 1.99E-06 5.87E-06 3.91E-06 7.81E-02 1.84E+00 1.69E-01 2.09E+00
370991 3754540 2.11E-06 6.07E-06 4.03E-06 8.29E-02 1.91E+00 1.74E-01 2.16E+00
371011 3754540 2.24E-06 6.34E-06 4.15E-06 8.81E-02 1.99E+00 1.80E-01 2.26E+00
371031 3754540 2.40E-06 6.69E-06 4.30E-06 9.43E-02 2.10E+00 1.86E-01 2.38E+00
371051 3754540 2.55E-06 7.02E-06 4.39E-06 1.00E-01 2.20E+00 1.90E-01 2.50E+00
371071 3754540 2.70E-06 7.34E-06 4.45E-06 1.06E-01 2.31E+00 1.92E-01 2.61E+00
371091 3754540 2.87E-06 7.67E-06 4.46E-06 1.13E-01 2.41E+00 1.93E-01 2.72E+00
371111 3754540 3.02E-06 7.96E-06 4.43E-06 1.19E-01 2.50E+00 1.92E-01 2.81E+00
371131 3754540 3.16E-06 8.21E-06 4.35E-06 1.24E-01 2.58E+00 1.88E-01 2.89E+00
371151 3754540 3.28E-06 8.41E-06 4.24E-06 1.29E-01 2.64E+00 1.84E-01 2.96E+00
371171 3754540 3.38E-06 8.56E-06 4.11E-06 1.33E-01 2.69E+00 1.78E-01 3.00E+00
371191 3754540 3.45E-06 8.63E-06 3.96E-06 1.35E-01 2.71E+00 1.71E-01 3.02E+00
371211 3754540 3.48E-06 8.64E-06 3.81E-06 1.37E-01 2.72E+00 1.65E-01 3.02E+00
371231 3754540 3.47E-06 8.57E-06 3.68E-06 1.36E-01 2.69E+00 1.59E-01 2.99E+00
371251 3754540 3.43E-06 8.44E-06 3.57E-06 1.35E-01 2.65E+00 1.55E-01 2.94E+00
371271 3754540 3.36E-06 8.25E-06 3.50E-06 1.32E-01 2.59E+00 1.51E-01 2.88E+00
371291 3754540 3.26E-06 8.04E-06 3.45E-06 1.28E-01 2.53E+00 1.49E-01 2.80E+00
371311 3754540 3.15E-06 7.81E-06 3.45E-06 1.24E-01 2.45E+00 1.49E-01 2.73E+00
371331 3754540 3.04E-06 7.60E-06 3.49E-06 1.19E-01 2.39E+00 1.51E-01 2.66E+00
371351 3754540 2.94E-06 7.43E-06 3.56E-06 1.16E-01 2.34E+00 1.54E-01 2.61E+00
371371 3754540 2.87E-06 7.33E-06 3.68E-06 1.13E-01 2.30E+00 1.59E-01 2.57E+00
371391 3754540 2.82E-06 7.30E-06 3.83E-06 1.11E-01 2.29E+00 1.66E-01 2.57E+00
371411 3754540 2.82E-06 7.35E-06 4.00E-06 1.11E-01 2.31E+00 1.73E-01 2.59E+00
371431 3754540 2.85E-06 7.50E-06 4.19E-06 1.12E-01 2.36E+00 1.81E-01 2.65E+00
371451 3754540 2.93E-06 7.73E-06 4.38E-06 1.15E-01 2.43E+00 1.89E-01 2.73E+00
371471 3754540 3.04E-06 8.03E-06 4.56E-06 1.20E-01 2.52E+00 1.97E-01 2.84E+00
371491 3754540 3.19E-06 8.39E-06 4.73E-06 1.25E-01 2.64E+00 2.04E-01 2.97E+00
371511 3754540 3.36E-06 8.79E-06 4.87E-06 1.32E-01 2.76E+00 2.11E-01 3.11E+00
371531 3754540 3.54E-06 9.21E-06 5.00E-06 1.39E-01 2.89E+00 2.16E-01 3.25E+00
371551 3754540 3.72E-06 9.62E-06 5.09E-06 1.46E-01 3.02E+00 2.20E-01 3.39E+00
371571 3754540 3.89E-06 9.99E-06 5.17E-06 1.53E-01 3.14E+00 2.24E-01 3.52E+00

Unmitigated Construction HRA-Resident (02-20-19).xlsx 451 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371591 3754540 4.04E-06 1.03E-05 5.22E-06 1.59E-01 3.25E+00 2.26E-01 3.63E+00
371611 3754540 4.17E-06 1.06E-05 5.25E-06 1.64E-01 3.33E+00 2.27E-01 3.72E+00
371631 3754540 4.26E-06 1.08E-05 5.25E-06 1.68E-01 3.39E+00 2.27E-01 3.79E+00
371651 3754540 4.33E-06 1.09E-05 5.24E-06 1.70E-01 3.43E+00 2.27E-01 3.83E+00
371671 3754540 4.36E-06 1.10E-05 5.21E-06 1.71E-01 3.45E+00 2.25E-01 3.84E+00
371691 3754540 4.36E-06 1.10E-05 5.16E-06 1.71E-01 3.44E+00 2.23E-01 3.84E+00
371711 3754540 4.34E-06 1.09E-05 5.10E-06 1.71E-01 3.42E+00 2.21E-01 3.81E+00
371731 3754540 4.29E-06 1.08E-05 5.03E-06 1.69E-01 3.38E+00 2.18E-01 3.77E+00
371751 3754540 4.22E-06 1.06E-05 4.95E-06 1.66E-01 3.33E+00 2.14E-01 3.71E+00
371771 3754540 4.14E-06 1.04E-05 4.86E-06 1.63E-01 3.26E+00 2.10E-01 3.64E+00
371791 3754540 4.04E-06 1.01E-05 4.77E-06 1.59E-01 3.19E+00 2.06E-01 3.55E+00
371811 3754540 3.93E-06 9.88E-06 4.67E-06 1.54E-01 3.11E+00 2.02E-01 3.46E+00
371831 3754540 3.82E-06 9.61E-06 4.57E-06 1.50E-01 3.02E+00 1.98E-01 3.37E+00
370571 3754560 7.08E-07 2.08E-06 1.57E-06 2.78E-02 6.52E-01 6.80E-02 7.48E-01
370591 3754560 7.36E-07 2.16E-06 1.63E-06 2.89E-02 6.78E-01 7.06E-02 7.77E-01
370611 3754560 7.66E-07 2.24E-06 1.69E-06 3.01E-02 7.05E-01 7.33E-02 8.09E-01
370631 3754560 7.98E-07 2.34E-06 1.76E-06 3.13E-02 7.34E-01 7.61E-02 8.42E-01
370651 3754560 8.32E-07 2.43E-06 1.83E-06 3.27E-02 7.65E-01 7.92E-02 8.77E-01
370671 3754560 8.68E-07 2.54E-06 1.90E-06 3.41E-02 7.98E-01 8.24E-02 9.14E-01
370691 3754560 9.07E-07 2.65E-06 1.98E-06 3.56E-02 8.33E-01 8.58E-02 9.54E-01
370711 3754560 9.48E-07 2.77E-06 2.07E-06 3.72E-02 8.70E-01 8.94E-02 9.97E-01
370731 3754560 9.92E-07 2.90E-06 2.15E-06 3.90E-02 9.10E-01 9.32E-02 1.04E+00
370751 3754560 1.04E-06 3.03E-06 2.24E-06 4.08E-02 9.52E-01 9.71E-02 1.09E+00
370771 3754560 1.09E-06 3.17E-06 2.34E-06 4.28E-02 9.98E-01 1.01E-01 1.14E+00
370791 3754560 1.14E-06 3.33E-06 2.44E-06 4.49E-02 1.05E+00 1.06E-01 1.20E+00
370811 3754560 1.20E-06 3.49E-06 2.55E-06 4.71E-02 1.10E+00 1.10E-01 1.25E+00
370831 3754560 1.26E-06 3.66E-06 2.65E-06 4.94E-02 1.15E+00 1.15E-01 1.31E+00
370851 3754560 1.32E-06 3.84E-06 2.77E-06 5.20E-02 1.21E+00 1.20E-01 1.38E+00
370871 3754560 1.39E-06 4.04E-06 2.87E-06 5.46E-02 1.27E+00 1.24E-01 1.45E+00
370891 3754560 1.46E-06 4.26E-06 2.99E-06 5.75E-02 1.34E+00 1.29E-01 1.52E+00
370911 3754560 1.54E-06 4.51E-06 3.11E-06 6.05E-02 1.42E+00 1.34E-01 1.61E+00
370931 3754560 1.63E-06 4.82E-06 3.24E-06 6.39E-02 1.51E+00 1.40E-01 1.72E+00
370951 3754560 1.72E-06 5.00E-06 3.35E-06 6.75E-02 1.57E+00 1.45E-01 1.78E+00
370971 3754560 1.81E-06 5.33E-06 3.46E-06 7.12E-02 1.68E+00 1.50E-01 1.90E+00
370991 3754560 1.91E-06 5.46E-06 3.53E-06 7.50E-02 1.72E+00 1.53E-01 1.95E+00
371011 3754560 2.02E-06 5.67E-06 3.61E-06 7.92E-02 1.78E+00 1.56E-01 2.02E+00
371031 3754560 2.13E-06 5.90E-06 3.68E-06 8.37E-02 1.85E+00 1.59E-01 2.10E+00
371051 3754560 2.25E-06 6.15E-06 3.74E-06 8.85E-02 1.93E+00 1.62E-01 2.18E+00
371071 3754560 2.38E-06 6.42E-06 3.78E-06 9.35E-02 2.02E+00 1.64E-01 2.27E+00
371091 3754560 2.50E-06 6.64E-06 3.77E-06 9.82E-02 2.09E+00 1.63E-01 2.35E+00
371111 3754560 2.60E-06 6.83E-06 3.72E-06 1.02E-01 2.15E+00 1.61E-01 2.41E+00
371131 3754560 2.70E-06 6.99E-06 3.65E-06 1.06E-01 2.20E+00 1.58E-01 2.46E+00
371151 3754560 2.78E-06 7.11E-06 3.55E-06 1.09E-01 2.23E+00 1.54E-01 2.50E+00
371171 3754560 2.84E-06 7.18E-06 3.44E-06 1.11E-01 2.26E+00 1.49E-01 2.52E+00
371191 3754560 2.87E-06 7.20E-06 3.32E-06 1.13E-01 2.26E+00 1.44E-01 2.52E+00
371211 3754560 2.88E-06 7.16E-06 3.20E-06 1.13E-01 2.25E+00 1.39E-01 2.50E+00
371231 3754560 2.85E-06 7.08E-06 3.10E-06 1.12E-01 2.22E+00 1.34E-01 2.47E+00
371251 3754560 2.81E-06 6.94E-06 3.01E-06 1.10E-01 2.18E+00 1.30E-01 2.42E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371271 3754560 2.74E-06 6.78E-06 2.95E-06 1.08E-01 2.13E+00 1.27E-01 2.37E+00
371291 3754560 2.66E-06 6.59E-06 2.90E-06 1.04E-01 2.07E+00 1.26E-01 2.30E+00
371311 3754560 2.57E-06 6.40E-06 2.89E-06 1.01E-01 2.01E+00 1.25E-01 2.24E+00
371331 3754560 2.48E-06 6.23E-06 2.90E-06 9.75E-02 1.96E+00 1.25E-01 2.18E+00
371351 3754560 2.40E-06 6.09E-06 2.94E-06 9.44E-02 1.91E+00 1.27E-01 2.13E+00
371371 3754560 2.34E-06 5.99E-06 3.01E-06 9.20E-02 1.88E+00 1.30E-01 2.10E+00
371391 3754560 2.30E-06 5.94E-06 3.10E-06 9.04E-02 1.87E+00 1.34E-01 2.09E+00
371411 3754560 2.28E-06 5.95E-06 3.22E-06 8.97E-02 1.87E+00 1.39E-01 2.10E+00
371431 3754560 2.29E-06 6.02E-06 3.35E-06 9.01E-02 1.89E+00 1.45E-01 2.13E+00
371451 3754560 2.33E-06 6.16E-06 3.49E-06 9.16E-02 1.94E+00 1.51E-01 2.18E+00
371471 3754560 2.40E-06 6.35E-06 3.64E-06 9.43E-02 2.00E+00 1.58E-01 2.25E+00
371491 3754560 2.49E-06 6.60E-06 3.79E-06 9.79E-02 2.07E+00 1.64E-01 2.34E+00
371511 3754560 2.61E-06 6.88E-06 3.92E-06 1.02E-01 2.16E+00 1.70E-01 2.44E+00
371531 3754560 2.73E-06 7.19E-06 4.05E-06 1.07E-01 2.26E+00 1.75E-01 2.54E+00
371551 3754560 2.87E-06 7.52E-06 4.16E-06 1.13E-01 2.36E+00 1.80E-01 2.66E+00
371571 3754560 3.01E-06 7.84E-06 4.25E-06 1.18E-01 2.46E+00 1.84E-01 2.77E+00
371591 3754560 3.15E-06 8.15E-06 4.32E-06 1.24E-01 2.56E+00 1.87E-01 2.87E+00
371611 3754560 3.27E-06 8.42E-06 4.38E-06 1.28E-01 2.65E+00 1.89E-01 2.96E+00
371631 3754560 3.38E-06 8.65E-06 4.42E-06 1.33E-01 2.72E+00 1.91E-01 3.04E+00
371651 3754560 3.46E-06 8.83E-06 4.44E-06 1.36E-01 2.78E+00 1.92E-01 3.10E+00
371671 3754560 3.53E-06 8.97E-06 4.45E-06 1.39E-01 2.82E+00 1.92E-01 3.15E+00
371691 3754560 3.57E-06 9.05E-06 4.44E-06 1.40E-01 2.84E+00 1.92E-01 3.18E+00
371711 3754560 3.59E-06 9.08E-06 4.42E-06 1.41E-01 2.85E+00 1.91E-01 3.19E+00
371731 3754560 3.59E-06 9.06E-06 4.39E-06 1.41E-01 2.85E+00 1.90E-01 3.18E+00
371751 3754560 3.57E-06 9.01E-06 4.35E-06 1.40E-01 2.83E+00 1.88E-01 3.16E+00
371771 3754560 3.53E-06 8.92E-06 4.30E-06 1.39E-01 2.80E+00 1.86E-01 3.13E+00
371791 3754560 3.48E-06 8.79E-06 4.24E-06 1.37E-01 2.76E+00 1.83E-01 3.08E+00
371811 3754560 3.42E-06 8.64E-06 4.17E-06 1.34E-01 2.72E+00 1.81E-01 3.03E+00
371831 3754560 3.35E-06 8.47E-06 4.10E-06 1.32E-01 2.66E+00 1.78E-01 2.97E+00
370571 3754580 6.83E-07 2.00E-06 1.49E-06 2.68E-02 6.27E-01 6.47E-02 7.19E-01
370591 3754580 7.10E-07 2.07E-06 1.55E-06 2.79E-02 6.51E-01 6.70E-02 7.46E-01
370611 3754580 7.37E-07 2.15E-06 1.60E-06 2.90E-02 6.76E-01 6.94E-02 7.74E-01
370631 3754580 7.67E-07 2.23E-06 1.66E-06 3.01E-02 7.02E-01 7.20E-02 8.04E-01
370651 3754580 7.98E-07 2.32E-06 1.73E-06 3.13E-02 7.30E-01 7.47E-02 8.36E-01
370671 3754580 8.31E-07 2.42E-06 1.79E-06 3.26E-02 7.60E-01 7.75E-02 8.70E-01
370691 3754580 8.66E-07 2.52E-06 1.86E-06 3.40E-02 7.91E-01 8.05E-02 9.06E-01
370711 3754580 9.03E-07 2.62E-06 1.93E-06 3.55E-02 8.25E-01 8.36E-02 9.44E-01
370731 3754580 9.43E-07 2.74E-06 2.01E-06 3.70E-02 8.60E-01 8.69E-02 9.84E-01
370751 3754580 9.83E-07 2.85E-06 2.09E-06 3.86E-02 8.97E-01 9.03E-02 1.03E+00
370771 3754580 1.03E-06 2.97E-06 2.16E-06 4.03E-02 9.34E-01 9.36E-02 1.07E+00
370791 3754580 1.07E-06 3.11E-06 2.25E-06 4.22E-02 9.77E-01 9.74E-02 1.12E+00
370811 3754580 1.12E-06 3.24E-06 2.33E-06 4.40E-02 1.02E+00 1.01E-01 1.16E+00
370831 3754580 1.17E-06 3.39E-06 2.42E-06 4.61E-02 1.06E+00 1.05E-01 1.22E+00
370851 3754580 1.23E-06 3.55E-06 2.51E-06 4.83E-02 1.12E+00 1.09E-01 1.27E+00
370871 3754580 1.29E-06 3.72E-06 2.60E-06 5.06E-02 1.17E+00 1.13E-01 1.33E+00
370891 3754580 1.35E-06 3.91E-06 2.69E-06 5.31E-02 1.23E+00 1.17E-01 1.40E+00
370911 3754580 1.42E-06 4.14E-06 2.79E-06 5.57E-02 1.30E+00 1.21E-01 1.48E+00
370931 3754580 1.49E-06 4.40E-06 2.89E-06 5.86E-02 1.38E+00 1.25E-01 1.57E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370951 3754580 1.57E-06 4.58E-06 2.98E-06 6.17E-02 1.44E+00 1.29E-01 1.63E+00
370971 3754580 1.65E-06 4.84E-06 3.06E-06 6.47E-02 1.52E+00 1.32E-01 1.72E+00
370991 3754580 1.73E-06 4.92E-06 3.11E-06 6.78E-02 1.55E+00 1.34E-01 1.75E+00
371011 3754580 1.81E-06 5.06E-06 3.15E-06 7.11E-02 1.59E+00 1.36E-01 1.80E+00
371031 3754580 1.90E-06 5.23E-06 3.19E-06 7.46E-02 1.64E+00 1.38E-01 1.86E+00
371051 3754580 1.99E-06 5.42E-06 3.22E-06 7.83E-02 1.70E+00 1.39E-01 1.92E+00
371071 3754580 2.10E-06 5.63E-06 3.24E-06 8.24E-02 1.77E+00 1.40E-01 1.99E+00
371091 3754580 2.18E-06 5.77E-06 3.21E-06 8.57E-02 1.81E+00 1.39E-01 2.04E+00
371111 3754580 2.26E-06 5.90E-06 3.16E-06 8.86E-02 1.85E+00 1.37E-01 2.08E+00
371131 3754580 2.32E-06 6.00E-06 3.09E-06 9.11E-02 1.88E+00 1.34E-01 2.11E+00
371151 3754580 2.37E-06 6.06E-06 3.01E-06 9.30E-02 1.90E+00 1.30E-01 2.13E+00
371171 3754580 2.40E-06 6.08E-06 2.92E-06 9.43E-02 1.91E+00 1.26E-01 2.13E+00
371191 3754580 2.41E-06 6.07E-06 2.82E-06 9.48E-02 1.91E+00 1.22E-01 2.12E+00
371211 3754580 2.40E-06 6.01E-06 2.73E-06 9.44E-02 1.89E+00 1.18E-01 2.10E+00
371231 3754580 2.38E-06 5.92E-06 2.64E-06 9.33E-02 1.86E+00 1.14E-01 2.07E+00
371251 3754580 2.33E-06 5.79E-06 2.57E-06 9.15E-02 1.82E+00 1.11E-01 2.02E+00
371271 3754580 2.27E-06 5.65E-06 2.52E-06 8.92E-02 1.78E+00 1.09E-01 1.97E+00
371291 3754580 2.20E-06 5.49E-06 2.48E-06 8.65E-02 1.73E+00 1.07E-01 1.92E+00
371311 3754580 2.13E-06 5.34E-06 2.46E-06 8.36E-02 1.68E+00 1.06E-01 1.87E+00
371331 3754580 2.06E-06 5.19E-06 2.46E-06 8.09E-02 1.63E+00 1.06E-01 1.82E+00
371351 3754580 2.00E-06 5.07E-06 2.47E-06 7.85E-02 1.59E+00 1.07E-01 1.78E+00
371371 3754580 1.95E-06 4.98E-06 2.51E-06 7.64E-02 1.57E+00 1.09E-01 1.75E+00
371391 3754580 1.91E-06 4.93E-06 2.57E-06 7.50E-02 1.55E+00 1.11E-01 1.73E+00
371411 3754580 1.89E-06 4.91E-06 2.64E-06 7.42E-02 1.54E+00 1.14E-01 1.73E+00
371431 3754580 1.89E-06 4.95E-06 2.74E-06 7.41E-02 1.55E+00 1.18E-01 1.75E+00
371451 3754580 1.90E-06 5.02E-06 2.84E-06 7.48E-02 1.58E+00 1.23E-01 1.78E+00
371471 3754580 1.94E-06 5.15E-06 2.96E-06 7.63E-02 1.62E+00 1.28E-01 1.82E+00
371491 3754580 2.00E-06 5.31E-06 3.07E-06 7.85E-02 1.67E+00 1.33E-01 1.88E+00
371511 3754580 2.07E-06 5.51E-06 3.19E-06 8.14E-02 1.73E+00 1.38E-01 1.95E+00
371531 3754580 2.16E-06 5.73E-06 3.30E-06 8.50E-02 1.80E+00 1.43E-01 2.03E+00
371551 3754580 2.26E-06 5.98E-06 3.40E-06 8.89E-02 1.88E+00 1.47E-01 2.12E+00
371571 3754580 2.37E-06 6.24E-06 3.50E-06 9.32E-02 1.96E+00 1.51E-01 2.20E+00
371591 3754580 2.48E-06 6.49E-06 3.58E-06 9.75E-02 2.04E+00 1.55E-01 2.29E+00
371611 3754580 2.59E-06 6.74E-06 3.65E-06 1.02E-01 2.12E+00 1.58E-01 2.38E+00
371631 3754580 2.69E-06 6.96E-06 3.71E-06 1.06E-01 2.19E+00 1.61E-01 2.45E+00
371651 3754580 2.77E-06 7.16E-06 3.75E-06 1.09E-01 2.25E+00 1.62E-01 2.52E+00
371671 3754580 2.85E-06 7.32E-06 3.79E-06 1.12E-01 2.30E+00 1.64E-01 2.58E+00
371691 3754580 2.91E-06 7.45E-06 3.81E-06 1.14E-01 2.34E+00 1.65E-01 2.62E+00
371711 3754580 2.95E-06 7.54E-06 3.81E-06 1.16E-01 2.37E+00 1.65E-01 2.65E+00
371731 3754580 2.98E-06 7.59E-06 3.81E-06 1.17E-01 2.39E+00 1.65E-01 2.67E+00
371751 3754580 2.99E-06 7.62E-06 3.80E-06 1.18E-01 2.39E+00 1.64E-01 2.68E+00
371771 3754580 2.99E-06 7.60E-06 3.78E-06 1.17E-01 2.39E+00 1.63E-01 2.67E+00
371791 3754580 2.97E-06 7.56E-06 3.75E-06 1.17E-01 2.38E+00 1.62E-01 2.66E+00
371811 3754580 2.95E-06 7.49E-06 3.71E-06 1.16E-01 2.35E+00 1.60E-01 2.63E+00
371831 3754580 2.91E-06 7.40E-06 3.67E-06 1.14E-01 2.33E+00 1.59E-01 2.60E+00
370571 3754600 6.57E-07 1.91E-06 1.42E-06 2.58E-02 6.01E-01 6.14E-02 6.88E-01
370591 3754600 6.81E-07 1.98E-06 1.47E-06 2.68E-02 6.22E-01 6.35E-02 7.12E-01
370611 3754600 7.07E-07 2.05E-06 1.52E-06 2.78E-02 6.46E-01 6.57E-02 7.39E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370631 3754600 7.34E-07 2.13E-06 1.57E-06 2.88E-02 6.69E-01 6.79E-02 7.66E-01
370651 3754600 7.60E-07 2.20E-06 1.62E-06 2.98E-02 6.92E-01 7.01E-02 7.92E-01
370671 3754600 7.90E-07 2.29E-06 1.68E-06 3.10E-02 7.19E-01 7.26E-02 8.23E-01
370691 3754600 8.22E-07 2.38E-06 1.74E-06 3.23E-02 7.48E-01 7.53E-02 8.55E-01
370711 3754600 8.53E-07 2.47E-06 1.80E-06 3.35E-02 7.75E-01 7.78E-02 8.87E-01
370731 3754600 8.88E-07 2.56E-06 1.86E-06 3.49E-02 8.06E-01 8.05E-02 9.21E-01
370751 3754600 9.24E-07 2.67E-06 1.93E-06 3.63E-02 8.38E-01 8.33E-02 9.58E-01
370771 3754600 9.63E-07 2.78E-06 1.99E-06 3.78E-02 8.72E-01 8.62E-02 9.96E-01
370791 3754600 1.00E-06 2.89E-06 2.06E-06 3.94E-02 9.08E-01 8.92E-02 1.04E+00
370811 3754600 1.04E-06 3.00E-06 2.13E-06 4.10E-02 9.43E-01 9.20E-02 1.08E+00
370831 3754600 1.09E-06 3.13E-06 2.20E-06 4.28E-02 9.84E-01 9.52E-02 1.12E+00
370851 3754600 1.14E-06 3.28E-06 2.29E-06 4.49E-02 1.03E+00 9.89E-02 1.18E+00
370871 3754600 1.19E-06 3.43E-06 2.36E-06 4.69E-02 1.08E+00 1.02E-01 1.23E+00
370891 3754600 1.25E-06 3.59E-06 2.43E-06 4.90E-02 1.13E+00 1.05E-01 1.28E+00
370911 3754600 1.31E-06 3.80E-06 2.51E-06 5.13E-02 1.19E+00 1.09E-01 1.35E+00
370931 3754600 1.37E-06 4.10E-06 2.61E-06 5.38E-02 1.29E+00 1.13E-01 1.46E+00
370951 3754600 1.43E-06 4.13E-06 2.65E-06 5.62E-02 1.30E+00 1.15E-01 1.47E+00
370971 3754600 1.50E-06 4.40E-06 2.72E-06 5.88E-02 1.38E+00 1.18E-01 1.56E+00
370991 3754600 1.56E-06 4.43E-06 2.74E-06 6.12E-02 1.39E+00 1.18E-01 1.57E+00
371011 3754600 1.62E-06 4.53E-06 2.76E-06 6.38E-02 1.42E+00 1.19E-01 1.61E+00
371031 3754600 1.69E-06 4.64E-06 2.77E-06 6.64E-02 1.46E+00 1.20E-01 1.64E+00
371051 3754600 1.77E-06 4.78E-06 2.79E-06 6.94E-02 1.50E+00 1.21E-01 1.69E+00
371071 3754600 1.82E-06 4.87E-06 2.76E-06 7.16E-02 1.53E+00 1.19E-01 1.72E+00
371091 3754600 1.91E-06 5.05E-06 2.77E-06 7.51E-02 1.59E+00 1.20E-01 1.78E+00
371111 3754600 1.96E-06 5.12E-06 2.72E-06 7.71E-02 1.61E+00 1.18E-01 1.81E+00
371131 3754600 2.00E-06 5.18E-06 2.65E-06 7.87E-02 1.63E+00 1.15E-01 1.82E+00
371151 3754600 2.03E-06 5.20E-06 2.58E-06 7.98E-02 1.63E+00 1.12E-01 1.83E+00
371171 3754600 2.05E-06 5.20E-06 2.50E-06 8.04E-02 1.63E+00 1.08E-01 1.82E+00
371191 3754600 2.05E-06 5.16E-06 2.42E-06 8.04E-02 1.62E+00 1.05E-01 1.81E+00
371211 3754600 2.03E-06 5.10E-06 2.35E-06 7.97E-02 1.60E+00 1.02E-01 1.78E+00
371231 3754600 2.00E-06 5.01E-06 2.28E-06 7.85E-02 1.57E+00 9.86E-02 1.75E+00
371251 3754600 1.96E-06 4.89E-06 2.22E-06 7.69E-02 1.54E+00 9.61E-02 1.71E+00
371271 3754600 1.90E-06 4.77E-06 2.17E-06 7.48E-02 1.50E+00 9.41E-02 1.67E+00
371291 3754600 1.85E-06 4.64E-06 2.14E-06 7.26E-02 1.46E+00 9.26E-02 1.62E+00
371311 3754600 1.79E-06 4.51E-06 2.12E-06 7.03E-02 1.42E+00 9.17E-02 1.58E+00
371331 3754600 1.73E-06 4.39E-06 2.11E-06 6.81E-02 1.38E+00 9.13E-02 1.54E+00
371351 3754600 1.68E-06 4.29E-06 2.11E-06 6.61E-02 1.35E+00 9.15E-02 1.50E+00
371371 3754600 1.64E-06 4.21E-06 2.13E-06 6.44E-02 1.32E+00 9.23E-02 1.48E+00
371391 3754600 1.61E-06 4.15E-06 2.17E-06 6.31E-02 1.31E+00 9.38E-02 1.46E+00
371411 3754600 1.59E-06 4.13E-06 2.22E-06 6.23E-02 1.30E+00 9.59E-02 1.46E+00
371431 3754600 1.58E-06 4.14E-06 2.28E-06 6.20E-02 1.30E+00 9.86E-02 1.46E+00
371451 3754600 1.58E-06 4.18E-06 2.35E-06 6.22E-02 1.31E+00 1.02E-01 1.48E+00
371471 3754600 1.60E-06 4.25E-06 2.44E-06 6.30E-02 1.34E+00 1.05E-01 1.51E+00
371491 3754600 1.64E-06 4.36E-06 2.53E-06 6.44E-02 1.37E+00 1.09E-01 1.54E+00
371511 3754600 1.69E-06 4.49E-06 2.62E-06 6.63E-02 1.41E+00 1.13E-01 1.59E+00
371531 3754600 1.75E-06 4.65E-06 2.72E-06 6.87E-02 1.46E+00 1.18E-01 1.65E+00
371551 3754600 1.82E-06 4.84E-06 2.81E-06 7.15E-02 1.52E+00 1.22E-01 1.71E+00
371571 3754600 1.90E-06 5.03E-06 2.90E-06 7.46E-02 1.58E+00 1.25E-01 1.78E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371591 3754600 1.98E-06 5.24E-06 2.98E-06 7.80E-02 1.65E+00 1.29E-01 1.85E+00
371611 3754600 2.07E-06 5.45E-06 3.05E-06 8.14E-02 1.71E+00 1.32E-01 1.92E+00
371631 3754600 2.16E-06 5.64E-06 3.12E-06 8.47E-02 1.77E+00 1.35E-01 1.99E+00
371651 3754600 2.24E-06 5.83E-06 3.17E-06 8.79E-02 1.83E+00 1.37E-01 2.06E+00
371671 3754600 2.31E-06 6.00E-06 3.22E-06 9.08E-02 1.88E+00 1.39E-01 2.11E+00
371691 3754600 2.37E-06 6.14E-06 3.25E-06 9.33E-02 1.93E+00 1.41E-01 2.16E+00
371711 3754600 2.43E-06 6.26E-06 3.28E-06 9.53E-02 1.97E+00 1.42E-01 2.20E+00
371731 3754600 2.47E-06 6.35E-06 3.29E-06 9.70E-02 2.00E+00 1.42E-01 2.24E+00
371751 3754600 2.50E-06 6.42E-06 3.30E-06 9.82E-02 2.02E+00 1.43E-01 2.26E+00
371771 3754600 2.52E-06 6.46E-06 3.30E-06 9.90E-02 2.03E+00 1.43E-01 2.27E+00
371791 3754600 2.53E-06 6.47E-06 3.29E-06 9.93E-02 2.03E+00 1.43E-01 2.27E+00
371811 3754600 2.52E-06 6.46E-06 3.28E-06 9.92E-02 2.03E+00 1.42E-01 2.27E+00
371831 3754600 2.51E-06 6.42E-06 3.26E-06 9.87E-02 2.02E+00 1.41E-01 2.26E+00
370571 3754620 6.31E-07 1.83E-06 1.35E-06 2.48E-02 5.75E-01 5.82E-02 6.58E-01
370591 3754620 6.51E-07 1.89E-06 1.38E-06 2.56E-02 5.92E-01 5.99E-02 6.78E-01
370611 3754620 6.74E-07 1.95E-06 1.43E-06 2.65E-02 6.13E-01 6.18E-02 7.01E-01
370631 3754620 6.97E-07 2.01E-06 1.47E-06 2.74E-02 6.33E-01 6.36E-02 7.24E-01
370651 3754620 7.21E-07 2.08E-06 1.51E-06 2.83E-02 6.54E-01 6.55E-02 7.48E-01
370671 3754620 7.47E-07 2.16E-06 1.56E-06 2.93E-02 6.77E-01 6.76E-02 7.74E-01
370691 3754620 7.76E-07 2.24E-06 1.62E-06 3.05E-02 7.03E-01 7.00E-02 8.04E-01
370711 3754620 8.03E-07 2.31E-06 1.66E-06 3.16E-02 7.27E-01 7.20E-02 8.30E-01
370731 3754620 8.33E-07 2.40E-06 1.72E-06 3.27E-02 7.53E-01 7.43E-02 8.60E-01
370751 3754620 8.63E-07 2.48E-06 1.77E-06 3.39E-02 7.79E-01 7.65E-02 8.90E-01
370771 3754620 8.98E-07 2.57E-06 1.83E-06 3.53E-02 8.09E-01 7.90E-02 9.24E-01
370791 3754620 9.34E-07 2.68E-06 1.89E-06 3.67E-02 8.41E-01 8.16E-02 9.60E-01
370811 3754620 9.70E-07 2.78E-06 1.94E-06 3.81E-02 8.73E-01 8.40E-02 9.95E-01
370831 3754620 1.01E-06 2.89E-06 2.00E-06 3.97E-02 9.07E-01 8.65E-02 1.03E+00
370851 3754620 1.06E-06 3.03E-06 2.08E-06 4.17E-02 9.53E-01 9.01E-02 1.08E+00
370871 3754620 1.10E-06 3.16E-06 2.14E-06 4.34E-02 9.94E-01 9.27E-02 1.13E+00
370891 3754620 1.15E-06 3.30E-06 2.20E-06 4.52E-02 1.04E+00 9.53E-02 1.18E+00
370911 3754620 1.20E-06 3.48E-06 2.27E-06 4.72E-02 1.09E+00 9.81E-02 1.24E+00
370931 3754620 1.25E-06 3.68E-06 2.33E-06 4.93E-02 1.16E+00 1.01E-01 1.31E+00
370951 3754620 1.31E-06 3.80E-06 2.37E-06 5.13E-02 1.19E+00 1.03E-01 1.35E+00
370971 3754620 1.36E-06 4.00E-06 2.42E-06 5.34E-02 1.26E+00 1.05E-01 1.42E+00
370991 3754620 1.41E-06 4.01E-06 2.43E-06 5.54E-02 1.26E+00 1.05E-01 1.42E+00
371011 3754620 1.46E-06 4.07E-06 2.44E-06 5.75E-02 1.28E+00 1.05E-01 1.44E+00
371031 3754620 1.52E-06 4.15E-06 2.44E-06 5.96E-02 1.31E+00 1.06E-01 1.47E+00
371051 3754620 1.57E-06 4.24E-06 2.43E-06 6.16E-02 1.33E+00 1.05E-01 1.50E+00
371071 3754620 1.61E-06 4.29E-06 2.40E-06 6.32E-02 1.35E+00 1.04E-01 1.52E+00
371091 3754620 1.68E-06 4.43E-06 2.40E-06 6.59E-02 1.39E+00 1.04E-01 1.56E+00
371111 3754620 1.71E-06 4.47E-06 2.35E-06 6.73E-02 1.41E+00 1.02E-01 1.57E+00
371131 3754620 1.74E-06 4.50E-06 2.30E-06 6.83E-02 1.41E+00 9.94E-02 1.58E+00
371151 3754620 1.75E-06 4.50E-06 2.23E-06 6.89E-02 1.41E+00 9.67E-02 1.58E+00
371171 3754620 1.76E-06 4.48E-06 2.17E-06 6.90E-02 1.41E+00 9.38E-02 1.57E+00
371191 3754620 1.75E-06 4.43E-06 2.10E-06 6.87E-02 1.39E+00 9.10E-02 1.55E+00
371211 3754620 1.73E-06 4.36E-06 2.04E-06 6.80E-02 1.37E+00 8.83E-02 1.53E+00
371231 3754620 1.70E-06 4.28E-06 1.99E-06 6.68E-02 1.34E+00 8.59E-02 1.50E+00
371251 3754620 1.66E-06 4.18E-06 1.94E-06 6.53E-02 1.31E+00 8.38E-02 1.46E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371271 3754620 1.62E-06 4.07E-06 1.90E-06 6.35E-02 1.28E+00 8.21E-02 1.43E+00
371291 3754620 1.57E-06 3.96E-06 1.87E-06 6.16E-02 1.24E+00 8.08E-02 1.39E+00
371311 3754620 1.52E-06 3.85E-06 1.85E-06 5.98E-02 1.21E+00 7.99E-02 1.35E+00
371331 3754620 1.48E-06 3.75E-06 1.83E-06 5.79E-02 1.18E+00 7.94E-02 1.32E+00
371351 3754620 1.43E-06 3.67E-06 1.83E-06 5.63E-02 1.15E+00 7.93E-02 1.29E+00
371371 3754620 1.40E-06 3.60E-06 1.84E-06 5.49E-02 1.13E+00 7.97E-02 1.27E+00
371391 3754620 1.37E-06 3.55E-06 1.86E-06 5.38E-02 1.12E+00 8.05E-02 1.25E+00
371411 3754620 1.35E-06 3.52E-06 1.89E-06 5.31E-02 1.11E+00 8.18E-02 1.24E+00
371431 3754620 1.34E-06 3.51E-06 1.93E-06 5.27E-02 1.10E+00 8.36E-02 1.24E+00
371451 3754620 1.34E-06 3.53E-06 1.98E-06 5.26E-02 1.11E+00 8.58E-02 1.25E+00
371471 3754620 1.35E-06 3.58E-06 2.04E-06 5.30E-02 1.12E+00 8.85E-02 1.27E+00
371491 3754620 1.37E-06 3.64E-06 2.11E-06 5.38E-02 1.15E+00 9.14E-02 1.29E+00
371511 3754620 1.40E-06 3.73E-06 2.19E-06 5.50E-02 1.17E+00 9.46E-02 1.32E+00
371531 3754620 1.44E-06 3.85E-06 2.26E-06 5.66E-02 1.21E+00 9.79E-02 1.36E+00
371551 3754620 1.49E-06 3.98E-06 2.34E-06 5.85E-02 1.25E+00 1.01E-01 1.41E+00
371571 3754620 1.55E-06 4.13E-06 2.42E-06 6.08E-02 1.30E+00 1.05E-01 1.46E+00
371591 3754620 1.61E-06 4.29E-06 2.49E-06 6.33E-02 1.35E+00 1.08E-01 1.52E+00
371611 3754620 1.68E-06 4.45E-06 2.56E-06 6.60E-02 1.40E+00 1.11E-01 1.58E+00
371631 3754620 1.75E-06 4.62E-06 2.63E-06 6.87E-02 1.45E+00 1.14E-01 1.63E+00
371651 3754620 1.82E-06 4.78E-06 2.68E-06 7.14E-02 1.50E+00 1.16E-01 1.69E+00
371671 3754620 1.88E-06 4.94E-06 2.73E-06 7.40E-02 1.55E+00 1.18E-01 1.74E+00
371691 3754620 1.95E-06 5.08E-06 2.78E-06 7.64E-02 1.60E+00 1.20E-01 1.79E+00
371711 3754620 2.00E-06 5.20E-06 2.81E-06 7.86E-02 1.64E+00 1.22E-01 1.84E+00
371731 3754620 2.05E-06 5.31E-06 2.84E-06 8.04E-02 1.67E+00 1.23E-01 1.87E+00
371751 3754620 2.09E-06 5.40E-06 2.87E-06 8.20E-02 1.70E+00 1.24E-01 1.90E+00
371771 3754620 2.12E-06 5.47E-06 2.88E-06 8.32E-02 1.72E+00 1.25E-01 1.93E+00
371791 3754620 2.14E-06 5.52E-06 2.89E-06 8.41E-02 1.73E+00 1.25E-01 1.94E+00
371811 3754620 2.15E-06 5.54E-06 2.89E-06 8.46E-02 1.74E+00 1.25E-01 1.95E+00
371831 3754620 2.16E-06 5.55E-06 2.88E-06 8.48E-02 1.75E+00 1.25E-01 1.95E+00
370571 3754640 6.06E-07 1.75E-06 1.27E-06 2.38E-02 5.50E-01 5.52E-02 6.28E-01
370591 3754640 6.25E-07 1.80E-06 1.31E-06 2.45E-02 5.66E-01 5.68E-02 6.48E-01
370611 3754640 6.45E-07 1.86E-06 1.35E-06 2.53E-02 5.84E-01 5.84E-02 6.68E-01
370631 3754640 6.65E-07 1.92E-06 1.39E-06 2.61E-02 6.02E-01 6.00E-02 6.88E-01
370651 3754640 6.86E-07 1.98E-06 1.42E-06 2.70E-02 6.21E-01 6.16E-02 7.09E-01
370671 3754640 7.09E-07 2.04E-06 1.47E-06 2.79E-02 6.41E-01 6.34E-02 7.32E-01
370691 3754640 7.34E-07 2.11E-06 1.51E-06 2.88E-02 6.62E-01 6.53E-02 7.56E-01
370711 3754640 7.56E-07 2.17E-06 1.55E-06 2.97E-02 6.82E-01 6.69E-02 7.78E-01
370731 3754640 7.82E-07 2.24E-06 1.59E-06 3.07E-02 7.04E-01 6.87E-02 8.04E-01
370751 3754640 7.87E-07 2.25E-06 1.58E-06 3.09E-02 7.07E-01 6.84E-02 8.06E-01
370771 3754640 8.15E-07 2.33E-06 1.63E-06 3.20E-02 7.32E-01 7.05E-02 8.34E-01
370791 3754640 8.48E-07 2.44E-06 1.73E-06 3.33E-02 7.66E-01 7.47E-02 8.74E-01
370811 3754640 8.73E-07 2.49E-06 1.72E-06 3.43E-02 7.82E-01 7.44E-02 8.91E-01
370831 3754640 9.05E-07 2.58E-06 1.77E-06 3.56E-02 8.10E-01 7.64E-02 9.22E-01
370851 3754640 9.84E-07 2.80E-06 1.90E-06 3.87E-02 8.81E-01 8.22E-02 1.00E+00
370871 3754640 1.02E-06 2.91E-06 1.95E-06 4.02E-02 9.16E-01 8.43E-02 1.04E+00
370891 3754640 1.06E-06 3.04E-06 2.00E-06 4.17E-02 9.55E-01 8.64E-02 1.08E+00
370911 3754640 1.10E-06 3.20E-06 2.05E-06 4.34E-02 1.00E+00 8.86E-02 1.14E+00
370931 3754640 1.15E-06 3.44E-06 2.11E-06 4.52E-02 1.08E+00 9.12E-02 1.22E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370951 3754640 1.19E-06 3.43E-06 2.12E-06 4.68E-02 1.08E+00 9.17E-02 1.22E+00
370971 3754640 1.23E-06 3.64E-06 2.16E-06 4.84E-02 1.14E+00 9.33E-02 1.29E+00
370991 3754640 1.28E-06 3.63E-06 2.16E-06 5.02E-02 1.14E+00 9.35E-02 1.29E+00
371011 3754640 1.32E-06 3.67E-06 2.16E-06 5.18E-02 1.15E+00 9.34E-02 1.30E+00
371031 3754640 1.36E-06 3.72E-06 2.15E-06 5.34E-02 1.17E+00 9.30E-02 1.31E+00
371051 3754640 1.40E-06 3.77E-06 2.13E-06 5.49E-02 1.18E+00 9.23E-02 1.33E+00
371071 3754640 1.43E-06 3.80E-06 2.10E-06 5.60E-02 1.19E+00 9.07E-02 1.34E+00
371091 3754640 1.48E-06 3.90E-06 2.10E-06 5.81E-02 1.23E+00 9.08E-02 1.37E+00
371111 3754640 1.50E-06 3.92E-06 2.06E-06 5.90E-02 1.23E+00 8.90E-02 1.38E+00
371131 3754640 1.52E-06 3.93E-06 2.01E-06 5.96E-02 1.23E+00 8.68E-02 1.38E+00
371151 3754640 1.52E-06 3.92E-06 1.95E-06 5.98E-02 1.23E+00 8.45E-02 1.37E+00
371171 3754640 1.52E-06 3.88E-06 1.90E-06 5.97E-02 1.22E+00 8.21E-02 1.36E+00
371191 3754640 1.51E-06 3.83E-06 1.84E-06 5.92E-02 1.21E+00 7.97E-02 1.34E+00
371211 3754640 1.49E-06 3.77E-06 1.79E-06 5.84E-02 1.18E+00 7.75E-02 1.32E+00
371231 3754640 1.46E-06 3.69E-06 1.74E-06 5.73E-02 1.16E+00 7.54E-02 1.29E+00
371251 3754640 1.42E-06 3.60E-06 1.70E-06 5.60E-02 1.13E+00 7.37E-02 1.26E+00
371271 3754640 1.39E-06 3.51E-06 1.67E-06 5.45E-02 1.10E+00 7.22E-02 1.23E+00
371291 3754640 1.35E-06 3.42E-06 1.64E-06 5.29E-02 1.07E+00 7.11E-02 1.20E+00
371311 3754640 1.31E-06 3.33E-06 1.62E-06 5.13E-02 1.05E+00 7.02E-02 1.17E+00
371331 3754640 1.27E-06 3.24E-06 1.61E-06 4.98E-02 1.02E+00 6.97E-02 1.14E+00
371351 3754640 1.23E-06 3.17E-06 1.61E-06 4.85E-02 9.97E-01 6.95E-02 1.11E+00
371371 3754640 1.20E-06 3.11E-06 1.61E-06 4.73E-02 9.78E-01 6.96E-02 1.09E+00
371391 3754640 1.18E-06 3.07E-06 1.62E-06 4.64E-02 9.63E-01 7.00E-02 1.08E+00
371411 3754640 1.16E-06 3.04E-06 1.64E-06 4.57E-02 9.54E-01 7.08E-02 1.07E+00
371431 3754640 1.15E-06 3.02E-06 1.66E-06 4.53E-02 9.50E-01 7.19E-02 1.07E+00
371451 3754640 1.15E-06 3.03E-06 1.70E-06 4.51E-02 9.52E-01 7.35E-02 1.07E+00
371471 3754640 1.15E-06 3.05E-06 1.74E-06 4.53E-02 9.60E-01 7.53E-02 1.08E+00
371491 3754640 1.16E-06 3.09E-06 1.79E-06 4.57E-02 9.73E-01 7.75E-02 1.10E+00
371511 3754640 1.18E-06 3.15E-06 1.85E-06 4.64E-02 9.91E-01 7.99E-02 1.12E+00
371531 3754640 1.21E-06 3.23E-06 1.91E-06 4.75E-02 1.02E+00 8.25E-02 1.15E+00
371551 3754640 1.24E-06 3.33E-06 1.97E-06 4.88E-02 1.05E+00 8.53E-02 1.18E+00
371571 3754640 1.28E-06 3.43E-06 2.03E-06 5.04E-02 1.08E+00 8.80E-02 1.22E+00
371591 3754640 1.33E-06 3.56E-06 2.10E-06 5.23E-02 1.12E+00 9.08E-02 1.26E+00
371611 3754640 1.38E-06 3.69E-06 2.16E-06 5.43E-02 1.16E+00 9.35E-02 1.31E+00
371631 3754640 1.44E-06 3.82E-06 2.22E-06 5.65E-02 1.20E+00 9.61E-02 1.35E+00
371651 3754640 1.49E-06 3.96E-06 2.28E-06 5.87E-02 1.24E+00 9.86E-02 1.40E+00
371671 3754640 1.55E-06 4.09E-06 2.33E-06 6.09E-02 1.29E+00 1.01E-01 1.45E+00
371691 3754640 1.60E-06 4.22E-06 2.38E-06 6.30E-02 1.33E+00 1.03E-01 1.49E+00
371711 3754640 1.66E-06 4.34E-06 2.42E-06 6.50E-02 1.37E+00 1.05E-01 1.54E+00
371731 3754640 1.70E-06 4.45E-06 2.45E-06 6.69E-02 1.40E+00 1.06E-01 1.57E+00
371751 3754640 1.74E-06 4.55E-06 2.48E-06 6.85E-02 1.43E+00 1.07E-01 1.61E+00
371771 3754640 1.78E-06 4.63E-06 2.51E-06 6.99E-02 1.46E+00 1.08E-01 1.63E+00
371791 3754640 1.81E-06 4.70E-06 2.52E-06 7.11E-02 1.48E+00 1.09E-01 1.66E+00
371811 3754640 1.83E-06 4.75E-06 2.54E-06 7.20E-02 1.49E+00 1.10E-01 1.67E+00
371831 3754640 1.85E-06 4.78E-06 2.54E-06 7.26E-02 1.50E+00 1.10E-01 1.69E+00
370571 3754660 5.80E-07 1.67E-06 1.21E-06 2.28E-02 5.24E-01 5.22E-02 5.99E-01
370591 3754660 5.98E-07 1.72E-06 1.24E-06 2.35E-02 5.40E-01 5.37E-02 6.18E-01
370611 3754660 6.15E-07 1.77E-06 1.27E-06 2.42E-02 5.56E-01 5.51E-02 6.35E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370631 3754660 6.34E-07 1.82E-06 1.31E-06 2.49E-02 5.72E-01 5.65E-02 6.53E-01
370651 3754660 6.53E-07 1.87E-06 1.34E-06 2.56E-02 5.88E-01 5.80E-02 6.72E-01
370671 3754660 6.73E-07 1.93E-06 1.37E-06 2.64E-02 6.06E-01 5.95E-02 6.92E-01
370691 3754660 6.94E-07 1.99E-06 1.41E-06 2.73E-02 6.24E-01 6.10E-02 7.13E-01
370711 3754660 7.13E-07 2.04E-06 1.44E-06 2.80E-02 6.41E-01 6.23E-02 7.31E-01
370731 3754660 7.18E-07 2.07E-06 1.48E-06 2.82E-02 6.49E-01 6.38E-02 7.41E-01
370751 3754660 7.35E-07 2.09E-06 1.46E-06 2.89E-02 6.58E-01 6.32E-02 7.50E-01
370771 3754660 7.59E-07 2.16E-06 1.50E-06 2.98E-02 6.79E-01 6.49E-02 7.74E-01
370791 3754660 7.86E-07 2.24E-06 1.54E-06 3.09E-02 7.03E-01 6.67E-02 8.00E-01
370811 3754660 8.11E-07 2.31E-06 1.58E-06 3.19E-02 7.25E-01 6.83E-02 8.25E-01
370831 3754660 8.39E-07 2.38E-06 1.62E-06 3.30E-02 7.49E-01 7.00E-02 8.52E-01
370851 3754660 9.12E-07 2.59E-06 1.73E-06 3.58E-02 8.14E-01 7.50E-02 9.25E-01
370871 3754660 9.46E-07 2.69E-06 1.78E-06 3.72E-02 8.45E-01 7.69E-02 9.59E-01
370891 3754660 9.81E-07 2.80E-06 1.82E-06 3.85E-02 8.80E-01 7.86E-02 9.97E-01
370911 3754660 1.02E-06 2.94E-06 1.86E-06 3.99E-02 9.24E-01 8.03E-02 1.04E+00
370931 3754660 1.05E-06 3.16E-06 1.90E-06 4.14E-02 9.93E-01 8.24E-02 1.12E+00
370951 3754660 1.09E-06 3.17E-06 1.91E-06 4.27E-02 9.96E-01 8.26E-02 1.12E+00
370971 3754660 1.12E-06 3.33E-06 1.94E-06 4.41E-02 1.05E+00 8.38E-02 1.18E+00
370991 3754660 1.16E-06 3.30E-06 1.93E-06 4.55E-02 1.04E+00 8.34E-02 1.16E+00
371011 3754660 1.19E-06 3.30E-06 1.92E-06 4.67E-02 1.04E+00 8.29E-02 1.17E+00
371031 3754660 1.22E-06 3.33E-06 1.90E-06 4.79E-02 1.05E+00 8.23E-02 1.18E+00
371051 3754660 1.25E-06 3.36E-06 1.88E-06 4.89E-02 1.06E+00 8.13E-02 1.19E+00
371071 3754660 1.27E-06 3.38E-06 1.85E-06 4.98E-02 1.06E+00 8.00E-02 1.19E+00
371091 3754660 1.31E-06 3.45E-06 1.85E-06 5.14E-02 1.09E+00 8.00E-02 1.22E+00
371111 3754660 1.32E-06 3.46E-06 1.81E-06 5.20E-02 1.09E+00 7.84E-02 1.22E+00
371131 3754660 1.33E-06 3.45E-06 1.77E-06 5.23E-02 1.09E+00 7.64E-02 1.21E+00
371151 3754660 1.33E-06 3.43E-06 1.72E-06 5.23E-02 1.08E+00 7.44E-02 1.20E+00
371171 3754660 1.32E-06 3.39E-06 1.67E-06 5.20E-02 1.07E+00 7.23E-02 1.19E+00
371191 3754660 1.31E-06 3.34E-06 1.63E-06 5.14E-02 1.05E+00 7.03E-02 1.17E+00
371211 3754660 1.29E-06 3.28E-06 1.58E-06 5.06E-02 1.03E+00 6.85E-02 1.15E+00
371231 3754660 1.26E-06 3.21E-06 1.54E-06 4.96E-02 1.01E+00 6.67E-02 1.13E+00
371251 3754660 1.23E-06 3.13E-06 1.51E-06 4.84E-02 9.85E-01 6.53E-02 1.10E+00
371271 3754660 1.20E-06 3.05E-06 1.48E-06 4.71E-02 9.60E-01 6.40E-02 1.07E+00
371291 3754660 1.17E-06 2.97E-06 1.46E-06 4.58E-02 9.35E-01 6.30E-02 1.04E+00
371311 3754660 1.13E-06 2.90E-06 1.44E-06 4.45E-02 9.11E-01 6.22E-02 1.02E+00
371331 3754660 1.10E-06 2.83E-06 1.43E-06 4.33E-02 8.89E-01 6.17E-02 9.94E-01
371351 3754660 1.07E-06 2.77E-06 1.42E-06 4.21E-02 8.69E-01 6.14E-02 9.73E-01
371371 3754660 1.05E-06 2.71E-06 1.42E-06 4.12E-02 8.53E-01 6.13E-02 9.56E-01
371391 3754660 1.03E-06 2.67E-06 1.42E-06 4.04E-02 8.41E-01 6.15E-02 9.42E-01
371411 3754660 1.01E-06 2.65E-06 1.43E-06 3.98E-02 8.32E-01 6.20E-02 9.33E-01
371431 3754660 1.00E-06 2.63E-06 1.45E-06 3.93E-02 8.27E-01 6.27E-02 9.29E-01
371451 3754660 9.96E-07 2.63E-06 1.47E-06 3.91E-02 8.26E-01 6.37E-02 9.29E-01
371471 3754660 9.96E-07 2.64E-06 1.50E-06 3.91E-02 8.29E-01 6.50E-02 9.34E-01
371491 3754660 1.00E-06 2.66E-06 1.54E-06 3.93E-02 8.37E-01 6.66E-02 9.43E-01
371511 3754660 1.01E-06 2.70E-06 1.58E-06 3.98E-02 8.49E-01 6.84E-02 9.58E-01
371531 3754660 1.03E-06 2.76E-06 1.63E-06 4.04E-02 8.66E-01 7.04E-02 9.77E-01
371551 3754660 1.05E-06 2.82E-06 1.68E-06 4.13E-02 8.87E-01 7.26E-02 1.00E+00
371571 3754660 1.08E-06 2.90E-06 1.73E-06 4.25E-02 9.12E-01 7.48E-02 1.03E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371591 3754660 1.11E-06 2.99E-06 1.78E-06 4.38E-02 9.40E-01 7.71E-02 1.06E+00
371611 3754660 1.15E-06 3.09E-06 1.84E-06 4.53E-02 9.71E-01 7.95E-02 1.10E+00
371631 3754660 1.20E-06 3.20E-06 1.89E-06 4.70E-02 1.01E+00 8.18E-02 1.13E+00
371651 3754660 1.24E-06 3.31E-06 1.94E-06 4.87E-02 1.04E+00 8.40E-02 1.17E+00
371671 3754660 1.29E-06 3.42E-06 1.99E-06 5.06E-02 1.08E+00 8.61E-02 1.21E+00
371691 3754660 1.33E-06 3.54E-06 2.04E-06 5.24E-02 1.11E+00 8.81E-02 1.25E+00
371711 3754660 1.38E-06 3.64E-06 2.08E-06 5.42E-02 1.15E+00 9.00E-02 1.29E+00
371731 3754660 1.42E-06 3.75E-06 2.12E-06 5.59E-02 1.18E+00 9.16E-02 1.33E+00
371751 3754660 1.46E-06 3.84E-06 2.15E-06 5.74E-02 1.21E+00 9.31E-02 1.36E+00
371771 3754660 1.50E-06 3.93E-06 2.18E-06 5.89E-02 1.23E+00 9.43E-02 1.39E+00
371791 3754660 1.53E-06 4.00E-06 2.20E-06 6.01E-02 1.26E+00 9.54E-02 1.41E+00
371811 3754660 1.56E-06 4.07E-06 2.22E-06 6.12E-02 1.28E+00 9.62E-02 1.44E+00
371831 3754660 1.58E-06 4.12E-06 2.24E-06 6.20E-02 1.29E+00 9.69E-02 1.45E+00
370571 3754680 5.54E-07 1.59E-06 1.14E-06 2.17E-02 4.99E-01 4.94E-02 5.71E-01
370591 3754680 5.71E-07 1.64E-06 1.17E-06 2.24E-02 5.14E-01 5.07E-02 5.88E-01
370611 3754680 5.87E-07 1.68E-06 1.20E-06 2.31E-02 5.29E-01 5.21E-02 6.04E-01
370631 3754680 6.03E-07 1.73E-06 1.23E-06 2.37E-02 5.43E-01 5.33E-02 6.20E-01
370651 3754680 6.20E-07 1.77E-06 1.26E-06 2.44E-02 5.58E-01 5.45E-02 6.36E-01
370671 3754680 6.38E-07 1.82E-06 1.29E-06 2.51E-02 5.73E-01 5.58E-02 6.54E-01
370691 3754680 6.57E-07 1.88E-06 1.32E-06 2.58E-02 5.89E-01 5.72E-02 6.72E-01
370711 3754680 6.74E-07 1.92E-06 1.35E-06 2.65E-02 6.04E-01 5.83E-02 6.89E-01
370731 3754680 6.76E-07 1.94E-06 1.38E-06 2.66E-02 6.09E-01 5.95E-02 6.95E-01
370751 3754680 6.92E-07 1.97E-06 1.36E-06 2.72E-02 6.18E-01 5.90E-02 7.04E-01
370771 3754680 7.12E-07 2.02E-06 1.39E-06 2.80E-02 6.36E-01 6.03E-02 7.24E-01
370791 3754680 7.34E-07 2.08E-06 1.43E-06 2.88E-02 6.55E-01 6.17E-02 7.45E-01
370811 3754680 7.54E-07 2.14E-06 1.45E-06 2.96E-02 6.72E-01 6.28E-02 7.64E-01
370831 3754680 7.78E-07 2.20E-06 1.48E-06 3.06E-02 6.93E-01 6.41E-02 7.87E-01
370851 3754680 8.45E-07 2.39E-06 1.58E-06 3.32E-02 7.52E-01 6.86E-02 8.54E-01
370871 3754680 8.74E-07 2.48E-06 1.62E-06 3.43E-02 7.79E-01 7.00E-02 8.83E-01
370891 3754680 9.04E-07 2.58E-06 1.65E-06 3.55E-02 8.10E-01 7.14E-02 9.16E-01
370911 3754680 9.35E-07 2.70E-06 1.68E-06 3.67E-02 8.48E-01 7.27E-02 9.58E-01
370931 3754680 9.68E-07 2.91E-06 1.72E-06 3.80E-02 9.14E-01 7.46E-02 1.03E+00
370951 3754680 9.93E-07 2.86E-06 1.72E-06 3.90E-02 9.00E-01 7.42E-02 1.01E+00
370971 3754680 1.02E-06 3.05E-06 1.74E-06 4.02E-02 9.59E-01 7.54E-02 1.07E+00
370991 3754680 1.05E-06 3.00E-06 1.73E-06 4.12E-02 9.41E-01 7.47E-02 1.06E+00
371011 3754680 1.07E-06 2.99E-06 1.71E-06 4.22E-02 9.39E-01 7.41E-02 1.06E+00
371031 3754680 1.10E-06 3.00E-06 1.70E-06 4.31E-02 9.42E-01 7.33E-02 1.06E+00
371051 3754680 1.12E-06 3.01E-06 1.67E-06 4.38E-02 9.46E-01 7.23E-02 1.06E+00
371071 3754680 1.13E-06 3.02E-06 1.64E-06 4.45E-02 9.49E-01 7.12E-02 1.06E+00
371091 3754680 1.16E-06 3.07E-06 1.64E-06 4.57E-02 9.65E-01 7.09E-02 1.08E+00
371111 3754680 1.17E-06 3.07E-06 1.60E-06 4.60E-02 9.64E-01 6.94E-02 1.08E+00
371131 3754680 1.17E-06 3.05E-06 1.56E-06 4.61E-02 9.58E-01 6.77E-02 1.07E+00
371151 3754680 1.17E-06 3.02E-06 1.52E-06 4.59E-02 9.50E-01 6.59E-02 1.06E+00
371171 3754680 1.16E-06 2.98E-06 1.48E-06 4.55E-02 9.37E-01 6.42E-02 1.05E+00
371191 3754680 1.14E-06 2.93E-06 1.44E-06 4.50E-02 9.22E-01 6.25E-02 1.03E+00
371211 3754680 1.12E-06 2.88E-06 1.41E-06 4.42E-02 9.04E-01 6.09E-02 1.01E+00
371231 3754680 1.10E-06 2.81E-06 1.37E-06 4.33E-02 8.84E-01 5.94E-02 9.87E-01
371251 3754680 1.07E-06 2.75E-06 1.34E-06 4.22E-02 8.63E-01 5.82E-02 9.64E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371271 3754680 1.05E-06 2.68E-06 1.32E-06 4.11E-02 8.42E-01 5.71E-02 9.40E-01
371291 3754680 1.02E-06 2.61E-06 1.30E-06 4.00E-02 8.20E-01 5.62E-02 9.16E-01
371311 3754680 9.90E-07 2.54E-06 1.28E-06 3.89E-02 8.00E-01 5.55E-02 8.94E-01
371331 3754680 9.64E-07 2.49E-06 1.27E-06 3.79E-02 7.81E-01 5.50E-02 8.74E-01
371351 3754680 9.40E-07 2.43E-06 1.26E-06 3.69E-02 7.65E-01 5.47E-02 8.56E-01
371371 3754680 9.19E-07 2.39E-06 1.26E-06 3.61E-02 7.51E-01 5.45E-02 8.41E-01
371391 3754680 9.01E-07 2.35E-06 1.26E-06 3.54E-02 7.39E-01 5.46E-02 8.29E-01
371411 3754680 8.87E-07 2.33E-06 1.27E-06 3.49E-02 7.31E-01 5.48E-02 8.21E-01
371431 3754680 8.78E-07 2.31E-06 1.28E-06 3.45E-02 7.26E-01 5.53E-02 8.15E-01
371451 3754680 8.71E-07 2.30E-06 1.29E-06 3.42E-02 7.24E-01 5.59E-02 8.14E-01
371471 3754680 8.69E-07 2.31E-06 1.31E-06 3.42E-02 7.25E-01 5.68E-02 8.16E-01
371491 3754680 8.71E-07 2.32E-06 1.34E-06 3.42E-02 7.29E-01 5.80E-02 8.21E-01
371511 3754680 8.78E-07 2.34E-06 1.37E-06 3.45E-02 7.37E-01 5.93E-02 8.30E-01
371531 3754680 8.88E-07 2.38E-06 1.40E-06 3.49E-02 7.48E-01 6.08E-02 8.44E-01
371551 3754680 9.04E-07 2.43E-06 1.44E-06 3.55E-02 7.62E-01 6.25E-02 8.60E-01
371571 3754680 9.23E-07 2.48E-06 1.48E-06 3.63E-02 7.80E-01 6.43E-02 8.81E-01
371591 3754680 9.48E-07 2.55E-06 1.53E-06 3.72E-02 8.01E-01 6.61E-02 9.04E-01
371611 3754680 9.76E-07 2.62E-06 1.57E-06 3.83E-02 8.25E-01 6.81E-02 9.31E-01
371631 3754680 1.01E-06 2.71E-06 1.62E-06 3.96E-02 8.51E-01 7.01E-02 9.61E-01
371651 3754680 1.04E-06 2.80E-06 1.67E-06 4.10E-02 8.79E-01 7.21E-02 9.92E-01
371671 3754680 1.08E-06 2.89E-06 1.71E-06 4.24E-02 9.08E-01 7.40E-02 1.02E+00
371691 3754680 1.12E-06 2.98E-06 1.75E-06 4.39E-02 9.38E-01 7.58E-02 1.06E+00
371711 3754680 1.16E-06 3.08E-06 1.79E-06 4.54E-02 9.67E-01 7.76E-02 1.09E+00
371731 3754680 1.19E-06 3.17E-06 1.83E-06 4.69E-02 9.96E-01 7.92E-02 1.12E+00
371751 3754680 1.23E-06 3.26E-06 1.87E-06 4.84E-02 1.02E+00 8.07E-02 1.15E+00
371771 3754680 1.27E-06 3.34E-06 1.90E-06 4.97E-02 1.05E+00 8.21E-02 1.18E+00
371791 3754680 1.30E-06 3.42E-06 1.92E-06 5.09E-02 1.07E+00 8.33E-02 1.21E+00
371811 3754680 1.33E-06 3.48E-06 1.95E-06 5.21E-02 1.09E+00 8.43E-02 1.23E+00
371831 3754680 1.35E-06 3.54E-06 1.97E-06 5.30E-02 1.11E+00 8.52E-02 1.25E+00
370571 3754700 5.28E-07 1.51E-06 1.08E-06 2.07E-02 4.75E-01 4.67E-02 5.43E-01
370591 3754700 5.43E-07 1.55E-06 1.11E-06 2.13E-02 4.89E-01 4.79E-02 5.58E-01
370611 3754700 5.60E-07 1.60E-06 1.14E-06 2.20E-02 5.03E-01 4.92E-02 5.74E-01
370631 3754700 5.76E-07 1.65E-06 1.16E-06 2.26E-02 5.17E-01 5.04E-02 5.90E-01
370651 3754700 5.93E-07 1.69E-06 1.19E-06 2.33E-02 5.32E-01 5.16E-02 6.07E-01
370671 3754700 6.06E-07 1.73E-06 1.21E-06 2.38E-02 5.43E-01 5.26E-02 6.19E-01
370691 3754700 6.23E-07 1.77E-06 1.24E-06 2.45E-02 5.57E-01 5.37E-02 6.36E-01
370711 3754700 6.39E-07 1.82E-06 1.26E-06 2.51E-02 5.71E-01 5.47E-02 6.51E-01
370731 3754700 6.55E-07 1.86E-06 1.29E-06 2.57E-02 5.85E-01 5.57E-02 6.66E-01
370751 3754700 6.52E-07 1.85E-06 1.27E-06 2.56E-02 5.81E-01 5.51E-02 6.62E-01
370771 3754700 6.68E-07 1.89E-06 1.30E-06 2.63E-02 5.95E-01 5.61E-02 6.78E-01
370791 3754700 6.86E-07 1.94E-06 1.32E-06 2.69E-02 6.10E-01 5.71E-02 6.94E-01
370811 3754700 7.02E-07 1.99E-06 1.34E-06 2.76E-02 6.24E-01 5.79E-02 7.10E-01
370831 3754700 7.23E-07 2.04E-06 1.36E-06 2.84E-02 6.42E-01 5.90E-02 7.30E-01
370851 3754700 7.83E-07 2.21E-06 1.45E-06 3.07E-02 6.94E-01 6.27E-02 7.87E-01
370871 3754700 8.09E-07 2.29E-06 1.48E-06 3.18E-02 7.19E-01 6.39E-02 8.15E-01
370891 3754700 8.33E-07 2.37E-06 1.50E-06 3.27E-02 7.44E-01 6.49E-02 8.42E-01
370911 3754700 8.59E-07 2.48E-06 1.52E-06 3.37E-02 7.79E-01 6.59E-02 8.79E-01
370931 3754700 8.89E-07 2.68E-06 1.57E-06 3.49E-02 8.44E-01 6.77E-02 9.46E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370951 3754700 9.08E-07 2.57E-06 1.54E-06 3.57E-02 8.08E-01 6.68E-02 9.11E-01
370971 3754700 9.30E-07 2.79E-06 1.57E-06 3.65E-02 8.75E-01 6.77E-02 9.80E-01
370991 3754700 9.49E-07 2.72E-06 1.55E-06 3.73E-02 8.54E-01 6.69E-02 9.58E-01
371011 3754700 9.75E-07 2.71E-06 1.54E-06 3.83E-02 8.53E-01 6.66E-02 9.58E-01
371031 3754700 1.01E-06 2.75E-06 1.54E-06 3.95E-02 8.63E-01 6.67E-02 9.69E-01
371051 3754700 1.02E-06 2.75E-06 1.52E-06 4.01E-02 8.64E-01 6.57E-02 9.70E-01
371071 3754700 1.03E-06 2.75E-06 1.49E-06 4.05E-02 8.64E-01 6.46E-02 9.69E-01
371091 3754700 1.04E-06 2.74E-06 1.46E-06 4.07E-02 8.62E-01 6.32E-02 9.66E-01
371111 3754700 1.04E-06 2.73E-06 1.43E-06 4.09E-02 8.58E-01 6.18E-02 9.61E-01
371131 3754700 1.04E-06 2.71E-06 1.39E-06 4.08E-02 8.51E-01 6.04E-02 9.52E-01
371151 3754700 1.03E-06 2.68E-06 1.36E-06 4.05E-02 8.41E-01 5.88E-02 9.41E-01
371171 3754700 1.02E-06 2.64E-06 1.32E-06 4.01E-02 8.29E-01 5.73E-02 9.27E-01
371191 3754700 1.01E-06 2.59E-06 1.29E-06 3.95E-02 8.14E-01 5.59E-02 9.10E-01
371211 3754700 9.88E-07 2.54E-06 1.26E-06 3.88E-02 7.98E-01 5.45E-02 8.91E-01
371231 3754700 9.67E-07 2.48E-06 1.23E-06 3.80E-02 7.80E-01 5.32E-02 8.72E-01
371251 3754700 9.44E-07 2.42E-06 1.21E-06 3.71E-02 7.62E-01 5.22E-02 8.51E-01
371271 3754700 9.20E-07 2.36E-06 1.18E-06 3.61E-02 7.43E-01 5.12E-02 8.31E-01
371291 3754700 8.95E-07 2.31E-06 1.17E-06 3.52E-02 7.25E-01 5.04E-02 8.11E-01
371311 3754700 8.72E-07 2.25E-06 1.15E-06 3.42E-02 7.08E-01 4.98E-02 7.92E-01
371331 3754700 8.49E-07 2.20E-06 1.14E-06 3.34E-02 6.92E-01 4.93E-02 7.74E-01
371351 3754700 8.29E-07 2.16E-06 1.13E-06 3.26E-02 6.77E-01 4.90E-02 7.59E-01
371371 3754700 8.11E-07 2.12E-06 1.13E-06 3.19E-02 6.65E-01 4.88E-02 7.46E-01
371391 3754700 7.96E-07 2.08E-06 1.13E-06 3.13E-02 6.55E-01 4.88E-02 7.35E-01
371411 3754700 7.84E-07 2.06E-06 1.13E-06 3.08E-02 6.47E-01 4.89E-02 7.27E-01
371431 3754700 7.75E-07 2.04E-06 1.14E-06 3.04E-02 6.42E-01 4.92E-02 7.22E-01
371451 3754700 7.69E-07 2.03E-06 1.15E-06 3.02E-02 6.39E-01 4.96E-02 7.19E-01
371471 3754700 7.66E-07 2.03E-06 1.16E-06 3.01E-02 6.39E-01 5.02E-02 7.19E-01
371491 3754700 7.66E-07 2.04E-06 1.18E-06 3.01E-02 6.41E-01 5.10E-02 7.22E-01
371511 3754700 7.69E-07 2.05E-06 1.20E-06 3.02E-02 6.46E-01 5.19E-02 7.28E-01
371531 3754700 7.75E-07 2.08E-06 1.23E-06 3.05E-02 6.53E-01 5.31E-02 7.37E-01
371551 3754700 7.85E-07 2.11E-06 1.26E-06 3.08E-02 6.63E-01 5.43E-02 7.48E-01
371571 3754700 7.99E-07 2.15E-06 1.29E-06 3.14E-02 6.76E-01 5.57E-02 7.63E-01
371591 3754700 8.16E-07 2.20E-06 1.32E-06 3.20E-02 6.90E-01 5.72E-02 7.80E-01
371611 3754700 8.37E-07 2.25E-06 1.36E-06 3.29E-02 7.09E-01 5.89E-02 8.00E-01
371631 3754700 8.60E-07 2.32E-06 1.40E-06 3.38E-02 7.29E-01 6.05E-02 8.23E-01
371651 3754700 8.87E-07 2.39E-06 1.44E-06 3.49E-02 7.50E-01 6.22E-02 8.48E-01
371671 3754700 9.16E-07 2.46E-06 1.48E-06 3.60E-02 7.74E-01 6.39E-02 8.74E-01
371691 3754700 9.47E-07 2.54E-06 1.52E-06 3.72E-02 7.98E-01 6.56E-02 9.01E-01
371711 3754700 9.79E-07 2.62E-06 1.55E-06 3.85E-02 8.23E-01 6.72E-02 9.29E-01
371731 3754700 1.01E-06 2.70E-06 1.59E-06 3.97E-02 8.48E-01 6.87E-02 9.57E-01
371751 3754700 1.04E-06 2.78E-06 1.62E-06 4.10E-02 8.73E-01 7.02E-02 9.84E-01
371771 3754700 1.07E-06 2.85E-06 1.65E-06 4.22E-02 8.96E-01 7.15E-02 1.01E+00
371791 3754700 1.10E-06 2.92E-06 1.68E-06 4.33E-02 9.19E-01 7.28E-02 1.04E+00
371811 3754700 1.13E-06 2.99E-06 1.71E-06 4.44E-02 9.40E-01 7.39E-02 1.06E+00
371831 3754700 1.16E-06 3.05E-06 1.73E-06 4.54E-02 9.59E-01 7.49E-02 1.08E+00
370571 3754720 5.03E-07 1.44E-06 1.02E-06 1.98E-02 4.52E-01 4.42E-02 5.16E-01
370591 3754720 5.17E-07 1.48E-06 1.05E-06 2.03E-02 4.64E-01 4.53E-02 5.30E-01
370611 3754720 5.32E-07 1.52E-06 1.07E-06 2.09E-02 4.77E-01 4.64E-02 5.44E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370631 3754720 5.47E-07 1.56E-06 1.10E-06 2.15E-02 4.90E-01 4.75E-02 5.59E-01
370651 3754720 5.62E-07 1.60E-06 1.12E-06 2.21E-02 5.03E-01 4.86E-02 5.74E-01
370671 3754720 5.77E-07 1.64E-06 1.15E-06 2.27E-02 5.16E-01 4.97E-02 5.88E-01
370691 3754720 5.92E-07 1.68E-06 1.17E-06 2.32E-02 5.28E-01 5.06E-02 6.02E-01
370711 3754720 6.06E-07 1.72E-06 1.19E-06 2.38E-02 5.40E-01 5.15E-02 6.15E-01
370731 3754720 6.20E-07 1.76E-06 1.21E-06 2.43E-02 5.52E-01 5.22E-02 6.28E-01
370751 3754720 6.33E-07 1.79E-06 1.22E-06 2.49E-02 5.63E-01 5.29E-02 6.40E-01
370771 3754720 6.30E-07 1.78E-06 1.21E-06 2.48E-02 5.60E-01 5.24E-02 6.37E-01
370791 3754720 6.45E-07 1.82E-06 1.23E-06 2.53E-02 5.72E-01 5.32E-02 6.51E-01
370811 3754720 6.59E-07 1.86E-06 1.24E-06 2.59E-02 5.85E-01 5.38E-02 6.65E-01
370831 3754720 6.78E-07 1.91E-06 1.27E-06 2.66E-02 6.01E-01 5.48E-02 6.83E-01
370851 3754720 7.05E-07 2.00E-06 1.33E-06 2.77E-02 6.28E-01 5.73E-02 7.13E-01
370871 3754720 7.48E-07 2.11E-06 1.35E-06 2.94E-02 6.63E-01 5.84E-02 7.51E-01
370891 3754720 7.71E-07 2.19E-06 1.37E-06 3.03E-02 6.88E-01 5.94E-02 7.78E-01
370911 3754720 7.94E-07 2.29E-06 1.39E-06 3.12E-02 7.21E-01 6.03E-02 8.12E-01
370931 3754720 8.18E-07 2.48E-06 1.43E-06 3.21E-02 7.80E-01 6.17E-02 8.73E-01
370951 3754720 8.33E-07 2.41E-06 1.41E-06 3.27E-02 7.58E-01 6.09E-02 8.51E-01
370971 3754720 8.56E-07 2.57E-06 1.43E-06 3.36E-02 8.08E-01 6.19E-02 9.03E-01
370991 3754720 8.83E-07 2.51E-06 1.42E-06 3.47E-02 7.89E-01 6.16E-02 8.86E-01
371011 3754720 8.97E-07 2.49E-06 1.41E-06 3.52E-02 7.83E-01 6.08E-02 8.79E-01
371031 3754720 9.09E-07 2.49E-06 1.39E-06 3.57E-02 7.81E-01 6.00E-02 8.77E-01
371051 3754720 9.18E-07 2.48E-06 1.36E-06 3.61E-02 7.79E-01 5.90E-02 8.74E-01
371071 3754720 9.25E-07 2.47E-06 1.34E-06 3.63E-02 7.77E-01 5.79E-02 8.71E-01
371091 3754720 9.28E-07 2.46E-06 1.31E-06 3.65E-02 7.73E-01 5.67E-02 8.66E-01
371111 3754720 9.28E-07 2.44E-06 1.28E-06 3.64E-02 7.67E-01 5.54E-02 8.59E-01
371131 3754720 9.24E-07 2.42E-06 1.25E-06 3.63E-02 7.59E-01 5.41E-02 8.50E-01
371151 3754720 9.16E-07 2.38E-06 1.22E-06 3.60E-02 7.49E-01 5.28E-02 8.38E-01
371171 3754720 9.05E-07 2.35E-06 1.19E-06 3.56E-02 7.37E-01 5.15E-02 8.24E-01
371191 3754720 8.91E-07 2.30E-06 1.16E-06 3.50E-02 7.24E-01 5.02E-02 8.09E-01
371211 3754720 8.74E-07 2.25E-06 1.13E-06 3.43E-02 7.09E-01 4.90E-02 7.92E-01
371231 3754720 8.55E-07 2.20E-06 1.11E-06 3.36E-02 6.93E-01 4.80E-02 7.74E-01
371251 3754720 8.34E-07 2.15E-06 1.09E-06 3.28E-02 6.77E-01 4.70E-02 7.57E-01
371271 3754720 8.14E-07 2.10E-06 1.07E-06 3.20E-02 6.61E-01 4.62E-02 7.39E-01
371291 3754720 7.93E-07 2.05E-06 1.05E-06 3.11E-02 6.45E-01 4.55E-02 7.21E-01
371311 3754720 7.72E-07 2.00E-06 1.04E-06 3.03E-02 6.30E-01 4.49E-02 7.05E-01
371331 3754720 7.53E-07 1.96E-06 1.03E-06 2.96E-02 6.16E-01 4.45E-02 6.90E-01
371351 3754720 7.36E-07 1.92E-06 1.02E-06 2.89E-02 6.04E-01 4.42E-02 6.77E-01
371371 3754720 7.21E-07 1.89E-06 1.02E-06 2.83E-02 5.93E-01 4.40E-02 6.65E-01
371391 3754720 7.08E-07 1.86E-06 1.01E-06 2.78E-02 5.84E-01 4.39E-02 6.56E-01
371411 3754720 6.97E-07 1.84E-06 1.01E-06 2.74E-02 5.77E-01 4.39E-02 6.49E-01
371431 3754720 6.89E-07 1.82E-06 1.02E-06 2.71E-02 5.72E-01 4.41E-02 6.43E-01
371451 3754720 6.83E-07 1.81E-06 1.02E-06 2.68E-02 5.69E-01 4.43E-02 6.40E-01
371471 3754720 6.79E-07 1.81E-06 1.03E-06 2.67E-02 5.68E-01 4.47E-02 6.39E-01
371491 3754720 6.78E-07 1.81E-06 1.05E-06 2.66E-02 5.68E-01 4.53E-02 6.40E-01
371511 3754720 6.79E-07 1.82E-06 1.06E-06 2.67E-02 5.71E-01 4.60E-02 6.44E-01
371531 3754720 6.83E-07 1.83E-06 1.08E-06 2.68E-02 5.76E-01 4.68E-02 6.49E-01
371551 3754720 6.90E-07 1.85E-06 1.10E-06 2.71E-02 5.82E-01 4.78E-02 6.57E-01
371571 3754720 6.99E-07 1.88E-06 1.13E-06 2.74E-02 5.91E-01 4.88E-02 6.68E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y
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Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371591 3754720 7.11E-07 1.92E-06 1.16E-06 2.79E-02 6.02E-01 5.00E-02 6.80E-01
371611 3754720 7.26E-07 1.96E-06 1.19E-06 2.85E-02 6.16E-01 5.13E-02 6.95E-01
371631 3754720 7.43E-07 2.01E-06 1.22E-06 2.92E-02 6.31E-01 5.27E-02 7.13E-01
371651 3754720 7.63E-07 2.06E-06 1.25E-06 3.00E-02 6.48E-01 5.41E-02 7.32E-01
371671 3754720 7.86E-07 2.12E-06 1.28E-06 3.09E-02 6.66E-01 5.56E-02 7.53E-01
371691 3754720 8.10E-07 2.18E-06 1.32E-06 3.18E-02 6.86E-01 5.70E-02 7.75E-01
371711 3754720 8.36E-07 2.25E-06 1.35E-06 3.28E-02 7.06E-01 5.84E-02 7.98E-01
371731 3754720 8.63E-07 2.32E-06 1.38E-06 3.39E-02 7.28E-01 5.99E-02 8.21E-01
371751 3754720 8.90E-07 2.38E-06 1.42E-06 3.50E-02 7.49E-01 6.12E-02 8.45E-01
371771 3754720 9.16E-07 2.45E-06 1.44E-06 3.60E-02 7.69E-01 6.25E-02 8.68E-01
371791 3754720 9.42E-07 2.51E-06 1.47E-06 3.70E-02 7.90E-01 6.37E-02 8.91E-01
371811 3754720 9.68E-07 2.58E-06 1.50E-06 3.80E-02 8.10E-01 6.49E-02 9.12E-01
371831 3754720 9.92E-07 2.63E-06 1.52E-06 3.90E-02 8.28E-01 6.59E-02 9.33E-01
370571 3754740 4.80E-07 1.37E-06 9.67E-07 1.88E-02 4.30E-01 4.19E-02 4.91E-01
370591 3754740 4.92E-07 1.40E-06 9.89E-07 1.93E-02 4.41E-01 4.28E-02 5.03E-01
370611 3754740 5.06E-07 1.44E-06 1.01E-06 1.99E-02 4.52E-01 4.38E-02 5.16E-01
370631 3754740 5.19E-07 1.48E-06 1.03E-06 2.04E-02 4.64E-01 4.47E-02 5.29E-01
370651 3754740 5.33E-07 1.51E-06 1.06E-06 2.09E-02 4.76E-01 4.57E-02 5.43E-01
370671 3754740 5.47E-07 1.55E-06 1.08E-06 2.15E-02 4.88E-01 4.67E-02 5.56E-01
370691 3754740 5.62E-07 1.59E-06 1.10E-06 2.21E-02 5.00E-01 4.76E-02 5.70E-01
370711 3754740 5.73E-07 1.62E-06 1.12E-06 2.25E-02 5.10E-01 4.83E-02 5.81E-01
370731 3754740 5.86E-07 1.66E-06 1.13E-06 2.30E-02 5.21E-01 4.90E-02 5.93E-01
370751 3754740 5.99E-07 1.69E-06 1.15E-06 2.35E-02 5.31E-01 4.97E-02 6.05E-01
370771 3754740 6.11E-07 1.72E-06 1.16E-06 2.40E-02 5.41E-01 5.01E-02 6.15E-01
370791 3754740 6.06E-07 1.71E-06 1.15E-06 2.38E-02 5.37E-01 4.95E-02 6.10E-01
370811 3754740 6.21E-07 1.75E-06 1.16E-06 2.44E-02 5.49E-01 5.02E-02 6.24E-01
370831 3754740 6.36E-07 1.79E-06 1.18E-06 2.50E-02 5.62E-01 5.09E-02 6.38E-01
370851 3754740 6.57E-07 1.86E-06 1.22E-06 2.58E-02 5.83E-01 5.28E-02 6.62E-01
370871 3754740 6.94E-07 1.95E-06 1.24E-06 2.73E-02 6.14E-01 5.36E-02 6.94E-01
370891 3754740 7.15E-07 2.02E-06 1.26E-06 2.81E-02 6.36E-01 5.45E-02 7.19E-01
370911 3754740 7.34E-07 2.12E-06 1.28E-06 2.88E-02 6.65E-01 5.52E-02 7.49E-01
370931 3754740 7.53E-07 2.29E-06 1.30E-06 2.96E-02 7.21E-01 5.63E-02 8.06E-01
370951 3754740 7.65E-07 2.23E-06 1.28E-06 3.01E-02 7.00E-01 5.56E-02 7.86E-01
370971 3754740 7.84E-07 2.36E-06 1.30E-06 3.08E-02 7.42E-01 5.63E-02 8.30E-01
370991 3754740 8.05E-07 2.29E-06 1.29E-06 3.16E-02 7.21E-01 5.58E-02 8.09E-01
371011 3754740 8.15E-07 2.27E-06 1.27E-06 3.20E-02 7.13E-01 5.50E-02 8.00E-01
371031 3754740 8.24E-07 2.25E-06 1.25E-06 3.24E-02 7.09E-01 5.41E-02 7.95E-01
371051 3754740 8.30E-07 2.24E-06 1.23E-06 3.26E-02 7.05E-01 5.32E-02 7.91E-01
371071 3754740 8.33E-07 2.23E-06 1.21E-06 3.27E-02 7.01E-01 5.22E-02 7.86E-01
371091 3754740 8.33E-07 2.21E-06 1.18E-06 3.27E-02 6.95E-01 5.11E-02 7.79E-01
371111 3754740 8.31E-07 2.19E-06 1.15E-06 3.26E-02 6.89E-01 5.00E-02 7.71E-01
371131 3754740 8.25E-07 2.16E-06 1.13E-06 3.24E-02 6.80E-01 4.88E-02 7.62E-01
371151 3754740 8.17E-07 2.13E-06 1.10E-06 3.21E-02 6.70E-01 4.76E-02 7.50E-01
371171 3754740 8.06E-07 2.10E-06 1.07E-06 3.17E-02 6.59E-01 4.65E-02 7.37E-01
371191 3754740 7.92E-07 2.06E-06 1.05E-06 3.11E-02 6.47E-01 4.54E-02 7.23E-01
371211 3754740 7.77E-07 2.01E-06 1.03E-06 3.05E-02 6.33E-01 4.44E-02 7.08E-01
371231 3754740 7.60E-07 1.97E-06 1.00E-06 2.99E-02 6.19E-01 4.34E-02 6.92E-01
371251 3754740 7.42E-07 1.92E-06 9.84E-07 2.92E-02 6.04E-01 4.26E-02 6.76E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371271 3754740 7.24E-07 1.88E-06 9.68E-07 2.84E-02 5.90E-01 4.19E-02 6.61E-01
371291 3754740 7.06E-07 1.83E-06 9.54E-07 2.77E-02 5.77E-01 4.13E-02 6.46E-01
371311 3754740 6.88E-07 1.79E-06 9.42E-07 2.70E-02 5.64E-01 4.07E-02 6.31E-01
371331 3754740 6.72E-07 1.76E-06 9.32E-07 2.64E-02 5.52E-01 4.03E-02 6.18E-01
371351 3754740 6.57E-07 1.72E-06 9.26E-07 2.58E-02 5.41E-01 4.00E-02 6.07E-01
371371 3754740 6.44E-07 1.69E-06 9.21E-07 2.53E-02 5.32E-01 3.98E-02 5.97E-01
371391 3754740 6.33E-07 1.67E-06 9.18E-07 2.49E-02 5.24E-01 3.97E-02 5.89E-01
371411 3754740 6.23E-07 1.65E-06 9.17E-07 2.45E-02 5.18E-01 3.97E-02 5.82E-01
371431 3754740 6.16E-07 1.63E-06 9.19E-07 2.42E-02 5.13E-01 3.97E-02 5.77E-01
371451 3754740 6.10E-07 1.62E-06 9.22E-07 2.40E-02 5.10E-01 3.99E-02 5.74E-01
371471 3754740 6.07E-07 1.62E-06 9.29E-07 2.38E-02 5.08E-01 4.02E-02 5.72E-01
371491 3754740 6.05E-07 1.62E-06 9.37E-07 2.38E-02 5.08E-01 4.06E-02 5.72E-01
371511 3754740 6.05E-07 1.62E-06 9.48E-07 2.38E-02 5.09E-01 4.10E-02 5.74E-01
371531 3754740 6.07E-07 1.63E-06 9.62E-07 2.38E-02 5.12E-01 4.16E-02 5.77E-01
371551 3754740 6.11E-07 1.64E-06 9.79E-07 2.40E-02 5.16E-01 4.24E-02 5.83E-01
371571 3754740 6.17E-07 1.66E-06 9.98E-07 2.42E-02 5.23E-01 4.32E-02 5.90E-01
371591 3754740 6.25E-07 1.69E-06 1.02E-06 2.46E-02 5.30E-01 4.41E-02 5.99E-01
371611 3754740 6.36E-07 1.72E-06 1.04E-06 2.50E-02 5.40E-01 4.52E-02 6.10E-01
371631 3754740 6.48E-07 1.75E-06 1.07E-06 2.55E-02 5.51E-01 4.62E-02 6.23E-01
371651 3754740 6.63E-07 1.79E-06 1.09E-06 2.61E-02 5.64E-01 4.74E-02 6.37E-01
371671 3754740 6.81E-07 1.84E-06 1.12E-06 2.67E-02 5.79E-01 4.86E-02 6.54E-01
371691 3754740 7.00E-07 1.89E-06 1.15E-06 2.75E-02 5.94E-01 4.99E-02 6.72E-01
371711 3754740 7.20E-07 1.94E-06 1.18E-06 2.83E-02 6.11E-01 5.11E-02 6.91E-01
371731 3754740 7.42E-07 2.00E-06 1.21E-06 2.91E-02 6.29E-01 5.24E-02 7.10E-01
371751 3754740 7.65E-07 2.06E-06 1.24E-06 3.01E-02 6.47E-01 5.36E-02 7.31E-01
371771 3754740 7.87E-07 2.11E-06 1.27E-06 3.09E-02 6.65E-01 5.48E-02 7.50E-01
371791 3754740 8.10E-07 2.17E-06 1.29E-06 3.18E-02 6.83E-01 5.60E-02 7.71E-01
371811 3754740 8.33E-07 2.23E-06 1.32E-06 3.27E-02 7.00E-01 5.71E-02 7.90E-01
371831 3754740 8.55E-07 2.28E-06 1.34E-06 3.36E-02 7.18E-01 5.81E-02 8.09E-01
370571 3754760 4.57E-07 1.30E-06 9.16E-07 1.80E-02 4.09E-01 3.96E-02 4.67E-01
370591 3754760 4.69E-07 1.33E-06 9.36E-07 1.84E-02 4.19E-01 4.05E-02 4.78E-01
370611 3754760 4.81E-07 1.37E-06 9.55E-07 1.89E-02 4.29E-01 4.13E-02 4.90E-01
370631 3754760 4.93E-07 1.40E-06 9.75E-07 1.94E-02 4.40E-01 4.22E-02 5.01E-01
370651 3754760 5.05E-07 1.43E-06 9.94E-07 1.99E-02 4.50E-01 4.30E-02 5.13E-01
370671 3754760 5.18E-07 1.47E-06 1.01E-06 2.04E-02 4.61E-01 4.39E-02 5.25E-01
370691 3754760 5.31E-07 1.50E-06 1.03E-06 2.09E-02 4.72E-01 4.47E-02 5.38E-01
370711 3754760 5.40E-07 1.53E-06 1.04E-06 2.12E-02 4.80E-01 4.52E-02 5.46E-01
370731 3754760 5.53E-07 1.56E-06 1.06E-06 2.17E-02 4.90E-01 4.59E-02 5.58E-01
370751 3754760 5.66E-07 1.59E-06 1.08E-06 2.22E-02 5.01E-01 4.65E-02 5.69E-01
370771 3754760 5.74E-07 1.61E-06 1.08E-06 2.25E-02 5.07E-01 4.67E-02 5.76E-01
370791 3754760 5.70E-07 1.61E-06 1.09E-06 2.24E-02 5.07E-01 4.72E-02 5.76E-01
370811 3754760 5.84E-07 1.65E-06 1.10E-06 2.29E-02 5.18E-01 4.77E-02 5.88E-01
370831 3754760 5.97E-07 1.67E-06 1.09E-06 2.34E-02 5.26E-01 4.73E-02 5.97E-01
370851 3754760 6.30E-07 1.76E-06 1.13E-06 2.47E-02 5.54E-01 4.88E-02 6.27E-01
370871 3754760 6.46E-07 1.81E-06 1.14E-06 2.54E-02 5.69E-01 4.94E-02 6.43E-01
370891 3754760 6.62E-07 1.87E-06 1.16E-06 2.60E-02 5.87E-01 5.00E-02 6.63E-01
370911 3754760 6.77E-07 1.95E-06 1.17E-06 2.66E-02 6.12E-01 5.05E-02 6.89E-01
370931 3754760 6.93E-07 2.11E-06 1.19E-06 2.72E-02 6.63E-01 5.14E-02 7.42E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5
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Residential Cancer 
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Residential 
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million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370951 3754760 7.03E-07 2.02E-06 1.17E-06 2.76E-02 6.35E-01 5.05E-02 7.13E-01
370971 3754760 7.18E-07 2.17E-06 1.18E-06 2.82E-02 6.82E-01 5.12E-02 7.61E-01
370991 3754760 7.36E-07 2.10E-06 1.17E-06 2.89E-02 6.59E-01 5.07E-02 7.39E-01
371011 3754760 7.43E-07 2.07E-06 1.15E-06 2.92E-02 6.50E-01 4.99E-02 7.29E-01
371031 3754760 7.48E-07 2.05E-06 1.13E-06 2.94E-02 6.44E-01 4.91E-02 7.22E-01
371051 3754760 7.51E-07 2.03E-06 1.11E-06 2.95E-02 6.39E-01 4.82E-02 7.17E-01
371071 3754760 7.52E-07 2.02E-06 1.09E-06 2.96E-02 6.34E-01 4.72E-02 7.10E-01
371091 3754760 7.51E-07 2.00E-06 1.07E-06 2.95E-02 6.28E-01 4.63E-02 7.03E-01
371111 3754760 7.47E-07 1.97E-06 1.05E-06 2.93E-02 6.20E-01 4.52E-02 6.95E-01
371131 3754760 7.41E-07 1.95E-06 1.02E-06 2.91E-02 6.12E-01 4.42E-02 6.85E-01
371151 3754760 7.32E-07 1.92E-06 9.97E-07 2.88E-02 6.02E-01 4.32E-02 6.74E-01
371171 3754760 7.21E-07 1.88E-06 9.74E-07 2.83E-02 5.92E-01 4.22E-02 6.62E-01
371191 3754760 7.09E-07 1.85E-06 9.52E-07 2.78E-02 5.80E-01 4.12E-02 6.49E-01
371211 3754760 6.95E-07 1.81E-06 9.32E-07 2.73E-02 5.68E-01 4.03E-02 6.36E-01
371231 3754760 6.79E-07 1.77E-06 9.13E-07 2.67E-02 5.56E-01 3.95E-02 6.22E-01
371251 3754760 6.64E-07 1.73E-06 8.96E-07 2.61E-02 5.43E-01 3.88E-02 6.08E-01
371271 3754760 6.48E-07 1.69E-06 8.81E-07 2.55E-02 5.30E-01 3.81E-02 5.94E-01
371291 3754760 6.32E-07 1.65E-06 8.68E-07 2.48E-02 5.18E-01 3.76E-02 5.81E-01
371311 3754760 6.17E-07 1.61E-06 8.58E-07 2.42E-02 5.07E-01 3.71E-02 5.68E-01
371331 3754760 6.03E-07 1.58E-06 8.49E-07 2.37E-02 4.97E-01 3.67E-02 5.57E-01
371351 3754760 5.90E-07 1.55E-06 8.43E-07 2.32E-02 4.88E-01 3.65E-02 5.47E-01
371371 3754760 5.79E-07 1.53E-06 8.38E-07 2.27E-02 4.79E-01 3.62E-02 5.38E-01
371391 3754760 5.69E-07 1.50E-06 8.35E-07 2.24E-02 4.73E-01 3.61E-02 5.31E-01
371411 3754760 5.61E-07 1.49E-06 8.33E-07 2.20E-02 4.67E-01 3.60E-02 5.25E-01
371431 3754760 5.54E-07 1.47E-06 8.33E-07 2.18E-02 4.62E-01 3.61E-02 5.20E-01
371451 3754760 5.49E-07 1.46E-06 8.35E-07 2.16E-02 4.59E-01 3.61E-02 5.17E-01
371471 3754760 5.45E-07 1.45E-06 8.39E-07 2.14E-02 4.57E-01 3.63E-02 5.15E-01
371491 3754760 5.43E-07 1.45E-06 8.45E-07 2.13E-02 4.56E-01 3.66E-02 5.14E-01
371511 3754760 5.42E-07 1.45E-06 8.53E-07 2.13E-02 4.57E-01 3.69E-02 5.15E-01
371531 3754760 5.43E-07 1.46E-06 8.63E-07 2.13E-02 4.58E-01 3.74E-02 5.17E-01
371551 3754760 5.45E-07 1.47E-06 8.76E-07 2.14E-02 4.61E-01 3.79E-02 5.21E-01
371571 3754760 5.49E-07 1.48E-06 8.90E-07 2.16E-02 4.66E-01 3.85E-02 5.26E-01
371591 3754760 5.55E-07 1.50E-06 9.07E-07 2.18E-02 4.71E-01 3.92E-02 5.32E-01
371611 3754760 5.63E-07 1.52E-06 9.26E-07 2.21E-02 4.78E-01 4.00E-02 5.41E-01
371631 3754760 5.72E-07 1.55E-06 9.45E-07 2.25E-02 4.87E-01 4.09E-02 5.50E-01
371651 3754760 5.83E-07 1.58E-06 9.67E-07 2.29E-02 4.96E-01 4.19E-02 5.61E-01
371671 3754760 5.96E-07 1.62E-06 9.91E-07 2.34E-02 5.08E-01 4.29E-02 5.74E-01
371691 3754760 6.11E-07 1.65E-06 1.01E-06 2.40E-02 5.20E-01 4.39E-02 5.88E-01
371711 3754760 6.27E-07 1.70E-06 1.04E-06 2.46E-02 5.34E-01 4.50E-02 6.03E-01
371731 3754760 6.44E-07 1.74E-06 1.07E-06 2.53E-02 5.48E-01 4.61E-02 6.19E-01
371751 3754760 6.63E-07 1.79E-06 1.09E-06 2.60E-02 5.63E-01 4.72E-02 6.36E-01
371771 3754760 6.82E-07 1.84E-06 1.12E-06 2.68E-02 5.78E-01 4.83E-02 6.53E-01
371791 3754760 7.01E-07 1.89E-06 1.14E-06 2.76E-02 5.94E-01 4.93E-02 6.71E-01
371811 3754760 7.21E-07 1.94E-06 1.16E-06 2.83E-02 6.09E-01 5.04E-02 6.88E-01
371831 3754760 7.41E-07 1.99E-06 1.19E-06 2.91E-02 6.25E-01 5.14E-02 7.05E-01
370571 3754780 4.36E-07 1.24E-06 8.69E-07 1.71E-02 3.90E-01 3.76E-02 4.44E-01
370591 3754780 4.46E-07 1.27E-06 8.85E-07 1.75E-02 3.98E-01 3.83E-02 4.54E-01
370611 3754780 4.57E-07 1.30E-06 9.03E-07 1.80E-02 4.08E-01 3.91E-02 4.65E-01
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million)
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million)Dose (mg/kg-day) Cancer Risk (in one million)
370631 3754780 4.68E-07 1.33E-06 9.20E-07 1.84E-02 4.17E-01 3.98E-02 4.75E-01
370651 3754780 4.79E-07 1.36E-06 9.37E-07 1.88E-02 4.26E-01 4.05E-02 4.86E-01
370671 3754780 4.91E-07 1.39E-06 9.53E-07 1.93E-02 4.36E-01 4.12E-02 4.97E-01
370691 3754780 5.02E-07 1.42E-06 9.69E-07 1.97E-02 4.46E-01 4.19E-02 5.07E-01
370711 3754780 5.10E-07 1.44E-06 9.79E-07 2.00E-02 4.52E-01 4.23E-02 5.15E-01
370731 3754780 5.21E-07 1.47E-06 9.91E-07 2.05E-02 4.61E-01 4.29E-02 5.24E-01
370751 3754780 5.32E-07 1.50E-06 1.00E-06 2.09E-02 4.70E-01 4.34E-02 5.34E-01
370771 3754780 5.40E-07 1.51E-06 1.01E-06 2.12E-02 4.76E-01 4.36E-02 5.40E-01
370791 3754780 5.51E-07 1.54E-06 1.02E-06 2.16E-02 4.84E-01 4.39E-02 5.50E-01
370811 3754780 5.47E-07 1.54E-06 1.02E-06 2.15E-02 4.84E-01 4.43E-02 5.50E-01
370831 3754780 5.60E-07 1.57E-06 1.03E-06 2.20E-02 4.94E-01 4.47E-02 5.61E-01
370851 3754780 5.88E-07 1.64E-06 1.04E-06 2.31E-02 5.15E-01 4.52E-02 5.83E-01
370871 3754780 6.02E-07 1.68E-06 1.05E-06 2.36E-02 5.28E-01 4.56E-02 5.97E-01
370891 3754780 6.14E-07 1.72E-06 1.06E-06 2.41E-02 5.41E-01 4.59E-02 6.11E-01
370911 3754780 6.26E-07 1.78E-06 1.07E-06 2.46E-02 5.60E-01 4.62E-02 6.31E-01
370931 3754780 6.38E-07 1.83E-06 1.07E-06 2.51E-02 5.75E-01 4.63E-02 6.46E-01
370951 3754780 6.46E-07 1.80E-06 1.06E-06 2.54E-02 5.66E-01 4.58E-02 6.37E-01
370971 3754780 6.57E-07 1.96E-06 1.07E-06 2.58E-02 6.17E-01 4.65E-02 6.89E-01
370991 3754780 6.73E-07 1.91E-06 1.07E-06 2.64E-02 5.99E-01 4.61E-02 6.72E-01
371011 3754780 6.78E-07 1.88E-06 1.05E-06 2.66E-02 5.91E-01 4.54E-02 6.63E-01
371031 3754780 6.81E-07 1.86E-06 1.03E-06 2.67E-02 5.85E-01 4.46E-02 6.56E-01
371051 3754780 6.82E-07 1.84E-06 1.01E-06 2.68E-02 5.80E-01 4.38E-02 6.50E-01
371071 3754780 6.82E-07 1.83E-06 9.92E-07 2.68E-02 5.74E-01 4.29E-02 6.44E-01
371091 3754780 6.79E-07 1.81E-06 9.71E-07 2.67E-02 5.68E-01 4.20E-02 6.37E-01
371111 3754780 6.74E-07 1.78E-06 9.50E-07 2.65E-02 5.61E-01 4.11E-02 6.28E-01
371131 3754780 6.67E-07 1.76E-06 9.28E-07 2.62E-02 5.53E-01 4.02E-02 6.19E-01
371151 3754780 6.59E-07 1.73E-06 9.07E-07 2.59E-02 5.43E-01 3.93E-02 6.09E-01
371171 3754780 6.48E-07 1.70E-06 8.87E-07 2.55E-02 5.34E-01 3.84E-02 5.97E-01
371191 3754780 6.37E-07 1.66E-06 8.68E-07 2.50E-02 5.23E-01 3.76E-02 5.86E-01
371211 3754780 6.24E-07 1.63E-06 8.50E-07 2.45E-02 5.12E-01 3.68E-02 5.74E-01
371231 3754780 6.11E-07 1.59E-06 8.33E-07 2.40E-02 5.01E-01 3.61E-02 5.61E-01
371251 3754780 5.97E-07 1.56E-06 8.18E-07 2.34E-02 4.90E-01 3.54E-02 5.49E-01
371271 3754780 5.83E-07 1.52E-06 8.05E-07 2.29E-02 4.79E-01 3.48E-02 5.37E-01
371291 3754780 5.69E-07 1.49E-06 7.94E-07 2.24E-02 4.68E-01 3.43E-02 5.25E-01
371311 3754780 5.56E-07 1.46E-06 7.84E-07 2.18E-02 4.59E-01 3.39E-02 5.14E-01
371331 3754780 5.44E-07 1.43E-06 7.76E-07 2.14E-02 4.49E-01 3.36E-02 5.04E-01
371351 3754780 5.32E-07 1.40E-06 7.70E-07 2.09E-02 4.41E-01 3.33E-02 4.96E-01
371371 3754780 5.22E-07 1.38E-06 7.65E-07 2.05E-02 4.34E-01 3.31E-02 4.88E-01
371391 3754780 5.14E-07 1.36E-06 7.62E-07 2.02E-02 4.28E-01 3.30E-02 4.81E-01
371411 3754780 5.06E-07 1.35E-06 7.60E-07 1.99E-02 4.23E-01 3.29E-02 4.76E-01
371431 3754780 5.00E-07 1.33E-06 7.60E-07 1.97E-02 4.19E-01 3.29E-02 4.71E-01
371451 3754780 4.96E-07 1.32E-06 7.61E-07 1.95E-02 4.16E-01 3.29E-02 4.68E-01
371471 3754780 4.92E-07 1.32E-06 7.63E-07 1.93E-02 4.14E-01 3.30E-02 4.66E-01
371491 3754780 4.90E-07 1.31E-06 7.67E-07 1.92E-02 4.13E-01 3.32E-02 4.65E-01
371511 3754780 4.89E-07 1.31E-06 7.73E-07 1.92E-02 4.12E-01 3.34E-02 4.65E-01
371531 3754780 4.88E-07 1.31E-06 7.80E-07 1.92E-02 4.13E-01 3.37E-02 4.66E-01
371551 3754780 4.90E-07 1.32E-06 7.89E-07 1.92E-02 4.15E-01 3.41E-02 4.68E-01
371571 3754780 4.93E-07 1.33E-06 8.00E-07 1.94E-02 4.18E-01 3.46E-02 4.72E-01
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3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5
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Residential 
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million)
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Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371591 3754780 4.96E-07 1.34E-06 8.13E-07 1.95E-02 4.22E-01 3.52E-02 4.77E-01
371611 3754780 5.02E-07 1.36E-06 8.27E-07 1.97E-02 4.27E-01 3.58E-02 4.83E-01
371631 3754780 5.08E-07 1.38E-06 8.43E-07 2.00E-02 4.33E-01 3.65E-02 4.90E-01
371651 3754780 5.17E-07 1.40E-06 8.61E-07 2.03E-02 4.41E-01 3.73E-02 4.98E-01
371671 3754780 5.27E-07 1.43E-06 8.80E-07 2.07E-02 4.49E-01 3.81E-02 5.08E-01
371691 3754780 5.38E-07 1.46E-06 9.00E-07 2.11E-02 4.59E-01 3.90E-02 5.19E-01
371711 3754780 5.50E-07 1.49E-06 9.21E-07 2.16E-02 4.70E-01 3.99E-02 5.31E-01
371731 3754780 5.64E-07 1.53E-06 9.43E-07 2.22E-02 4.81E-01 4.08E-02 5.44E-01
371751 3754780 5.79E-07 1.57E-06 9.65E-07 2.28E-02 4.94E-01 4.18E-02 5.58E-01
371771 3754780 5.95E-07 1.61E-06 9.87E-07 2.34E-02 5.06E-01 4.27E-02 5.72E-01
371791 3754780 6.11E-07 1.65E-06 1.01E-06 2.40E-02 5.20E-01 4.37E-02 5.87E-01
371811 3754780 6.28E-07 1.70E-06 1.03E-06 2.47E-02 5.33E-01 4.46E-02 6.02E-01
371831 3754780 6.45E-07 1.74E-06 1.05E-06 2.53E-02 5.46E-01 4.55E-02 6.17E-01
370571 3754800 4.16E-07 1.18E-06 8.24E-07 1.63E-02 3.71E-01 3.56E-02 4.23E-01
370591 3754800 4.25E-07 1.21E-06 8.38E-07 1.67E-02 3.79E-01 3.63E-02 4.32E-01
370611 3754800 4.35E-07 1.23E-06 8.54E-07 1.71E-02 3.87E-01 3.69E-02 4.41E-01
370631 3754800 4.45E-07 1.26E-06 8.68E-07 1.75E-02 3.95E-01 3.76E-02 4.50E-01
370651 3754800 4.55E-07 1.28E-06 8.83E-07 1.79E-02 4.04E-01 3.82E-02 4.60E-01
370671 3754800 4.65E-07 1.31E-06 8.97E-07 1.83E-02 4.12E-01 3.88E-02 4.69E-01
370691 3754800 4.75E-07 1.34E-06 9.11E-07 1.87E-02 4.21E-01 3.94E-02 4.79E-01
370711 3754800 4.82E-07 1.36E-06 9.18E-07 1.89E-02 4.26E-01 3.97E-02 4.85E-01
370731 3754800 4.91E-07 1.38E-06 9.27E-07 1.93E-02 4.34E-01 4.01E-02 4.93E-01
370751 3754800 5.01E-07 1.40E-06 9.37E-07 1.97E-02 4.41E-01 4.05E-02 5.01E-01
370771 3754800 5.07E-07 1.42E-06 9.39E-07 1.99E-02 4.46E-01 4.06E-02 5.06E-01
370791 3754800 5.17E-07 1.44E-06 9.45E-07 2.03E-02 4.53E-01 4.09E-02 5.14E-01
370811 3754800 5.13E-07 1.44E-06 9.52E-07 2.02E-02 4.53E-01 4.12E-02 5.14E-01
370831 3754800 5.37E-07 1.49E-06 9.58E-07 2.11E-02 4.69E-01 4.15E-02 5.32E-01
370851 3754800 5.49E-07 1.53E-06 9.68E-07 2.16E-02 4.80E-01 4.19E-02 5.43E-01
370871 3754800 5.62E-07 1.56E-06 9.76E-07 2.21E-02 4.91E-01 4.22E-02 5.55E-01
370891 3754800 5.70E-07 1.59E-06 9.76E-07 2.24E-02 4.99E-01 4.22E-02 5.64E-01
370911 3754800 5.80E-07 1.62E-06 9.78E-07 2.28E-02 5.10E-01 4.23E-02 5.75E-01
370931 3754800 5.89E-07 1.67E-06 9.80E-07 2.31E-02 5.24E-01 4.24E-02 5.90E-01
370951 3754800 5.96E-07 1.69E-06 9.76E-07 2.34E-02 5.32E-01 4.22E-02 5.98E-01
370971 3754800 6.02E-07 1.70E-06 9.67E-07 2.36E-02 5.35E-01 4.18E-02 6.00E-01
370991 3754800 6.16E-07 1.71E-06 9.69E-07 2.42E-02 5.38E-01 4.19E-02 6.04E-01
371011 3754800 6.20E-07 1.70E-06 9.55E-07 2.43E-02 5.34E-01 4.13E-02 6.00E-01
371031 3754800 6.21E-07 1.69E-06 9.39E-07 2.44E-02 5.30E-01 4.06E-02 5.95E-01
371051 3754800 6.21E-07 1.67E-06 9.22E-07 2.44E-02 5.26E-01 3.99E-02 5.90E-01
371071 3754800 6.19E-07 1.66E-06 9.04E-07 2.43E-02 5.21E-01 3.91E-02 5.84E-01
371091 3754800 6.16E-07 1.64E-06 8.86E-07 2.42E-02 5.15E-01 3.83E-02 5.78E-01
371111 3754800 6.10E-07 1.62E-06 8.67E-07 2.40E-02 5.08E-01 3.75E-02 5.70E-01
371131 3754800 6.03E-07 1.59E-06 8.48E-07 2.37E-02 5.00E-01 3.67E-02 5.61E-01
371151 3754800 5.95E-07 1.57E-06 8.29E-07 2.34E-02 4.92E-01 3.59E-02 5.51E-01
371171 3754800 5.85E-07 1.54E-06 8.11E-07 2.30E-02 4.83E-01 3.51E-02 5.41E-01
371191 3754800 5.75E-07 1.51E-06 7.94E-07 2.26E-02 4.74E-01 3.44E-02 5.31E-01
371211 3754800 5.63E-07 1.48E-06 7.78E-07 2.21E-02 4.64E-01 3.37E-02 5.20E-01
371231 3754800 5.51E-07 1.44E-06 7.64E-07 2.17E-02 4.54E-01 3.30E-02 5.08E-01
371251 3754800 5.39E-07 1.41E-06 7.50E-07 2.12E-02 4.44E-01 3.25E-02 4.97E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371271 3754800 5.27E-07 1.38E-06 7.39E-07 2.07E-02 4.34E-01 3.20E-02 4.87E-01
371291 3754800 5.14E-07 1.35E-06 7.29E-07 2.02E-02 4.25E-01 3.15E-02 4.77E-01
371311 3754800 5.03E-07 1.32E-06 7.20E-07 1.98E-02 4.16E-01 3.12E-02 4.67E-01
371331 3754800 4.92E-07 1.30E-06 7.13E-07 1.93E-02 4.08E-01 3.08E-02 4.59E-01
371351 3754800 4.83E-07 1.28E-06 7.07E-07 1.90E-02 4.01E-01 3.06E-02 4.51E-01
371371 3754800 4.74E-07 1.26E-06 7.02E-07 1.86E-02 3.95E-01 3.04E-02 4.44E-01
371391 3754800 4.66E-07 1.24E-06 6.99E-07 1.83E-02 3.89E-01 3.02E-02 4.38E-01
371411 3754800 4.60E-07 1.22E-06 6.97E-07 1.81E-02 3.85E-01 3.01E-02 4.33E-01
371431 3754800 4.54E-07 1.21E-06 6.96E-07 1.78E-02 3.81E-01 3.01E-02 4.29E-01
371451 3754800 4.50E-07 1.20E-06 6.96E-07 1.77E-02 3.78E-01 3.01E-02 4.26E-01
371471 3754800 4.47E-07 1.20E-06 6.97E-07 1.75E-02 3.76E-01 3.02E-02 4.24E-01
371491 3754800 4.44E-07 1.19E-06 7.00E-07 1.75E-02 3.75E-01 3.03E-02 4.23E-01
371511 3754800 4.43E-07 1.19E-06 7.04E-07 1.74E-02 3.74E-01 3.05E-02 4.22E-01
371531 3754800 4.42E-07 1.19E-06 7.09E-07 1.74E-02 3.74E-01 3.07E-02 4.22E-01
371551 3754800 4.43E-07 1.19E-06 7.16E-07 1.74E-02 3.76E-01 3.10E-02 4.24E-01
371571 3754800 4.44E-07 1.20E-06 7.24E-07 1.75E-02 3.78E-01 3.13E-02 4.26E-01
371591 3754800 4.47E-07 1.21E-06 7.34E-07 1.76E-02 3.80E-01 3.17E-02 4.30E-01
371611 3754800 4.51E-07 1.22E-06 7.45E-07 1.77E-02 3.84E-01 3.22E-02 4.34E-01
371631 3754800 4.56E-07 1.24E-06 7.58E-07 1.79E-02 3.89E-01 3.28E-02 4.39E-01
371651 3754800 4.62E-07 1.25E-06 7.72E-07 1.81E-02 3.94E-01 3.34E-02 4.46E-01
371671 3754800 4.69E-07 1.28E-06 7.87E-07 1.84E-02 4.01E-01 3.41E-02 4.53E-01
371691 3754800 4.77E-07 1.30E-06 8.03E-07 1.88E-02 4.08E-01 3.48E-02 4.62E-01
371711 3754800 4.87E-07 1.33E-06 8.21E-07 1.91E-02 4.17E-01 3.55E-02 4.71E-01
371731 3754800 4.98E-07 1.36E-06 8.40E-07 1.96E-02 4.26E-01 3.63E-02 4.82E-01
371751 3754800 5.10E-07 1.39E-06 8.59E-07 2.00E-02 4.36E-01 3.72E-02 4.93E-01
371771 3754800 5.23E-07 1.42E-06 8.78E-07 2.05E-02 4.46E-01 3.80E-02 5.05E-01
371791 3754800 5.36E-07 1.46E-06 8.97E-07 2.11E-02 4.57E-01 3.88E-02 5.17E-01
371811 3754800 5.50E-07 1.49E-06 9.17E-07 2.16E-02 4.69E-01 3.97E-02 5.30E-01
371831 3754800 5.65E-07 1.53E-06 9.36E-07 2.22E-02 4.81E-01 4.05E-02 5.43E-01
370571 3754820 3.97E-07 1.12E-06 7.82E-07 1.56E-02 3.53E-01 3.38E-02 4.03E-01
370591 3754820 4.05E-07 1.15E-06 7.95E-07 1.59E-02 3.60E-01 3.44E-02 4.11E-01
370611 3754820 4.14E-07 1.17E-06 8.08E-07 1.63E-02 3.68E-01 3.49E-02 4.19E-01
370631 3754820 4.22E-07 1.19E-06 8.20E-07 1.66E-02 3.75E-01 3.55E-02 4.27E-01
370651 3754820 4.31E-07 1.22E-06 8.33E-07 1.70E-02 3.83E-01 3.60E-02 4.36E-01
370671 3754820 4.40E-07 1.24E-06 8.45E-07 1.73E-02 3.90E-01 3.66E-02 4.44E-01
370691 3754820 4.50E-07 1.26E-06 8.56E-07 1.77E-02 3.97E-01 3.71E-02 4.52E-01
370711 3754820 4.55E-07 1.28E-06 8.61E-07 1.79E-02 4.02E-01 3.73E-02 4.57E-01
370731 3754820 4.63E-07 1.30E-06 8.68E-07 1.82E-02 4.08E-01 3.75E-02 4.63E-01
370751 3754820 4.71E-07 1.32E-06 8.74E-07 1.85E-02 4.14E-01 3.78E-02 4.70E-01
370771 3754820 4.76E-07 1.33E-06 8.74E-07 1.87E-02 4.17E-01 3.78E-02 4.74E-01
370791 3754820 4.85E-07 1.35E-06 8.81E-07 1.91E-02 4.24E-01 3.81E-02 4.82E-01
370811 3754820 4.94E-07 1.37E-06 8.87E-07 1.94E-02 4.32E-01 3.84E-02 4.89E-01
370831 3754820 5.03E-07 1.40E-06 8.92E-07 1.98E-02 4.39E-01 3.86E-02 4.97E-01
370851 3754820 5.15E-07 1.43E-06 9.02E-07 2.02E-02 4.48E-01 3.90E-02 5.08E-01
370871 3754820 5.23E-07 1.45E-06 9.02E-07 2.05E-02 4.54E-01 3.90E-02 5.14E-01
370891 3754820 5.30E-07 1.46E-06 9.00E-07 2.08E-02 4.60E-01 3.90E-02 5.20E-01
370911 3754820 5.37E-07 1.48E-06 8.99E-07 2.11E-02 4.67E-01 3.89E-02 5.27E-01
370931 3754820 5.44E-07 1.50E-06 8.96E-07 2.14E-02 4.72E-01 3.88E-02 5.32E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370951 3754820 5.49E-07 1.51E-06 8.89E-07 2.16E-02 4.75E-01 3.85E-02 5.35E-01
370971 3754820 5.53E-07 1.51E-06 8.80E-07 2.17E-02 4.76E-01 3.81E-02 5.36E-01
370991 3754820 5.66E-07 1.54E-06 8.84E-07 2.22E-02 4.85E-01 3.83E-02 5.45E-01
371011 3754820 5.68E-07 1.54E-06 8.72E-07 2.23E-02 4.84E-01 3.77E-02 5.44E-01
371031 3754820 5.68E-07 1.53E-06 8.58E-07 2.23E-02 4.81E-01 3.71E-02 5.41E-01
371051 3754820 5.67E-07 1.52E-06 8.43E-07 2.23E-02 4.78E-01 3.65E-02 5.37E-01
371071 3754820 5.64E-07 1.51E-06 8.27E-07 2.22E-02 4.74E-01 3.58E-02 5.31E-01
371091 3754820 5.60E-07 1.49E-06 8.11E-07 2.20E-02 4.68E-01 3.51E-02 5.25E-01
371111 3754820 5.55E-07 1.47E-06 7.93E-07 2.18E-02 4.62E-01 3.43E-02 5.18E-01
371131 3754820 5.48E-07 1.45E-06 7.77E-07 2.15E-02 4.55E-01 3.36E-02 5.10E-01
371151 3754820 5.40E-07 1.42E-06 7.60E-07 2.12E-02 4.47E-01 3.29E-02 5.01E-01
371171 3754820 5.31E-07 1.40E-06 7.44E-07 2.08E-02 4.39E-01 3.22E-02 4.92E-01
371191 3754820 5.21E-07 1.37E-06 7.29E-07 2.05E-02 4.30E-01 3.16E-02 4.82E-01
371211 3754820 5.11E-07 1.34E-06 7.15E-07 2.01E-02 4.21E-01 3.09E-02 4.72E-01
371231 3754820 5.00E-07 1.31E-06 7.02E-07 1.96E-02 4.13E-01 3.04E-02 4.63E-01
371251 3754820 4.89E-07 1.28E-06 6.90E-07 1.92E-02 4.04E-01 2.99E-02 4.53E-01
371271 3754820 4.78E-07 1.26E-06 6.80E-07 1.88E-02 3.95E-01 2.94E-02 4.44E-01
371291 3754820 4.67E-07 1.23E-06 6.71E-07 1.84E-02 3.87E-01 2.90E-02 4.35E-01
371311 3754820 4.57E-07 1.21E-06 6.63E-07 1.80E-02 3.80E-01 2.87E-02 4.26E-01
371331 3754820 4.48E-07 1.19E-06 6.56E-07 1.76E-02 3.73E-01 2.84E-02 4.19E-01
371351 3754820 4.39E-07 1.17E-06 6.51E-07 1.73E-02 3.66E-01 2.82E-02 4.12E-01
371371 3754820 4.32E-07 1.15E-06 6.47E-07 1.70E-02 3.61E-01 2.80E-02 4.05E-01
371391 3754820 4.25E-07 1.13E-06 6.43E-07 1.67E-02 3.56E-01 2.78E-02 4.00E-01
371411 3754820 4.19E-07 1.12E-06 6.41E-07 1.65E-02 3.52E-01 2.77E-02 3.96E-01
371431 3754820 4.14E-07 1.11E-06 6.40E-07 1.63E-02 3.48E-01 2.77E-02 3.92E-01
371451 3754820 4.10E-07 1.10E-06 6.40E-07 1.61E-02 3.45E-01 2.77E-02 3.89E-01
371471 3754820 4.07E-07 1.09E-06 6.40E-07 1.60E-02 3.43E-01 2.77E-02 3.87E-01
371491 3754820 4.05E-07 1.09E-06 6.42E-07 1.59E-02 3.42E-01 2.78E-02 3.86E-01
371511 3754820 4.03E-07 1.09E-06 6.44E-07 1.58E-02 3.41E-01 2.79E-02 3.85E-01
371531 3754820 4.02E-07 1.09E-06 6.48E-07 1.58E-02 3.41E-01 2.80E-02 3.85E-01
371551 3754820 4.02E-07 1.09E-06 6.53E-07 1.58E-02 3.42E-01 2.82E-02 3.86E-01
371571 3754820 4.03E-07 1.09E-06 6.59E-07 1.58E-02 3.43E-01 2.85E-02 3.87E-01
371591 3754820 4.05E-07 1.10E-06 6.66E-07 1.59E-02 3.45E-01 2.88E-02 3.89E-01
371611 3754820 4.08E-07 1.11E-06 6.75E-07 1.60E-02 3.48E-01 2.92E-02 3.93E-01
371631 3754820 4.11E-07 1.12E-06 6.85E-07 1.61E-02 3.51E-01 2.96E-02 3.97E-01
371651 3754820 4.15E-07 1.13E-06 6.96E-07 1.63E-02 3.55E-01 3.01E-02 4.02E-01
371671 3754820 4.21E-07 1.15E-06 7.09E-07 1.65E-02 3.60E-01 3.07E-02 4.07E-01
371691 3754820 4.27E-07 1.16E-06 7.22E-07 1.68E-02 3.66E-01 3.12E-02 4.14E-01
371711 3754820 4.35E-07 1.18E-06 7.36E-07 1.71E-02 3.72E-01 3.19E-02 4.21E-01
371731 3754820 4.43E-07 1.21E-06 7.52E-07 1.74E-02 3.80E-01 3.25E-02 4.30E-01
371751 3754820 4.53E-07 1.23E-06 7.68E-07 1.78E-02 3.88E-01 3.32E-02 4.39E-01
371771 3754820 4.63E-07 1.26E-06 7.85E-07 1.82E-02 3.96E-01 3.40E-02 4.49E-01
371791 3754820 4.74E-07 1.29E-06 8.02E-07 1.86E-02 4.06E-01 3.47E-02 4.59E-01
371811 3754820 4.86E-07 1.32E-06 8.19E-07 1.91E-02 4.15E-01 3.54E-02 4.70E-01
371831 3754820 4.98E-07 1.35E-06 8.36E-07 1.96E-02 4.25E-01 3.62E-02 4.81E-01
370571 3754840 3.78E-07 1.07E-06 7.42E-07 1.49E-02 3.37E-01 3.21E-02 3.84E-01
370591 3754840 3.86E-07 1.09E-06 7.53E-07 1.52E-02 3.43E-01 3.26E-02 3.91E-01
370611 3754840 3.94E-07 1.11E-06 7.65E-07 1.55E-02 3.49E-01 3.31E-02 3.98E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370631 3754840 4.01E-07 1.13E-06 7.75E-07 1.58E-02 3.56E-01 3.36E-02 4.05E-01
370651 3754840 4.09E-07 1.15E-06 7.86E-07 1.61E-02 3.62E-01 3.40E-02 4.13E-01
370671 3754840 4.18E-07 1.17E-06 7.96E-07 1.64E-02 3.69E-01 3.45E-02 4.20E-01
370691 3754840 4.26E-07 1.20E-06 8.06E-07 1.67E-02 3.76E-01 3.49E-02 4.27E-01
370711 3754840 4.31E-07 1.21E-06 8.10E-07 1.69E-02 3.80E-01 3.51E-02 4.32E-01
370731 3754840 4.37E-07 1.22E-06 8.15E-07 1.72E-02 3.84E-01 3.52E-02 4.37E-01
370751 3754840 4.45E-07 1.24E-06 8.20E-07 1.75E-02 3.90E-01 3.55E-02 4.43E-01
370771 3754840 4.49E-07 1.25E-06 8.19E-07 1.76E-02 3.93E-01 3.54E-02 4.46E-01
370791 3754840 4.56E-07 1.27E-06 8.23E-07 1.79E-02 3.98E-01 3.56E-02 4.52E-01
370811 3754840 4.64E-07 1.29E-06 8.27E-07 1.82E-02 4.04E-01 3.58E-02 4.58E-01
370831 3754840 4.71E-07 1.30E-06 8.29E-07 1.85E-02 4.09E-01 3.59E-02 4.64E-01
370851 3754840 4.78E-07 1.32E-06 8.30E-07 1.88E-02 4.14E-01 3.59E-02 4.69E-01
370871 3754840 4.85E-07 1.33E-06 8.30E-07 1.90E-02 4.19E-01 3.59E-02 4.74E-01
370891 3754840 4.93E-07 1.35E-06 8.32E-07 1.94E-02 4.26E-01 3.60E-02 4.81E-01
370911 3754840 4.98E-07 1.37E-06 8.28E-07 1.96E-02 4.29E-01 3.58E-02 4.85E-01
370931 3754840 5.04E-07 1.38E-06 8.24E-07 1.98E-02 4.33E-01 3.57E-02 4.88E-01
370951 3754840 5.07E-07 1.38E-06 8.17E-07 1.99E-02 4.34E-01 3.53E-02 4.89E-01
370971 3754840 5.09E-07 1.38E-06 8.06E-07 2.00E-02 4.34E-01 3.49E-02 4.89E-01
370991 3754840 5.15E-07 1.39E-06 8.04E-07 2.02E-02 4.37E-01 3.48E-02 4.93E-01
371011 3754840 5.21E-07 1.40E-06 8.00E-07 2.05E-02 4.41E-01 3.46E-02 4.96E-01
371031 3754840 5.21E-07 1.40E-06 7.87E-07 2.05E-02 4.39E-01 3.41E-02 4.93E-01
371051 3754840 5.19E-07 1.39E-06 7.74E-07 2.04E-02 4.36E-01 3.35E-02 4.90E-01
371071 3754840 5.16E-07 1.37E-06 7.59E-07 2.03E-02 4.32E-01 3.28E-02 4.85E-01
371091 3754840 5.11E-07 1.36E-06 7.45E-07 2.01E-02 4.27E-01 3.22E-02 4.79E-01
371111 3754840 5.06E-07 1.34E-06 7.29E-07 1.99E-02 4.21E-01 3.16E-02 4.72E-01
371131 3754840 4.99E-07 1.32E-06 7.14E-07 1.96E-02 4.14E-01 3.09E-02 4.65E-01
371151 3754840 4.91E-07 1.30E-06 6.99E-07 1.93E-02 4.07E-01 3.03E-02 4.57E-01
371171 3754840 4.83E-07 1.27E-06 6.85E-07 1.90E-02 4.00E-01 2.97E-02 4.49E-01
371191 3754840 4.74E-07 1.25E-06 6.72E-07 1.86E-02 3.92E-01 2.91E-02 4.40E-01
371211 3754840 4.65E-07 1.22E-06 6.60E-07 1.83E-02 3.84E-01 2.85E-02 4.31E-01
371231 3754840 4.55E-07 1.20E-06 6.48E-07 1.79E-02 3.76E-01 2.80E-02 4.22E-01
371251 3754840 4.45E-07 1.17E-06 6.37E-07 1.75E-02 3.69E-01 2.76E-02 4.14E-01
371271 3754840 4.36E-07 1.15E-06 6.28E-07 1.71E-02 3.61E-01 2.72E-02 4.06E-01
371291 3754840 4.26E-07 1.13E-06 6.20E-07 1.67E-02 3.54E-01 2.68E-02 3.98E-01
371311 3754840 4.17E-07 1.11E-06 6.13E-07 1.64E-02 3.47E-01 2.65E-02 3.90E-01
371331 3754840 4.09E-07 1.09E-06 6.07E-07 1.61E-02 3.41E-01 2.62E-02 3.83E-01
371351 3754840 4.01E-07 1.07E-06 6.02E-07 1.58E-02 3.35E-01 2.60E-02 3.77E-01
371371 3754840 3.95E-07 1.05E-06 5.98E-07 1.55E-02 3.30E-01 2.59E-02 3.72E-01
371391 3754840 3.89E-07 1.04E-06 5.94E-07 1.53E-02 3.26E-01 2.57E-02 3.67E-01
371411 3754840 3.83E-07 1.03E-06 5.92E-07 1.51E-02 3.22E-01 2.56E-02 3.63E-01
371431 3754840 3.79E-07 1.02E-06 5.91E-07 1.49E-02 3.19E-01 2.56E-02 3.60E-01
371451 3754840 3.75E-07 1.01E-06 5.90E-07 1.47E-02 3.17E-01 2.55E-02 3.57E-01
371471 3754840 3.72E-07 1.00E-06 5.90E-07 1.46E-02 3.15E-01 2.55E-02 3.55E-01
371491 3754840 3.70E-07 9.97E-07 5.91E-07 1.45E-02 3.13E-01 2.56E-02 3.54E-01
371511 3754840 3.69E-07 9.94E-07 5.93E-07 1.45E-02 3.13E-01 2.56E-02 3.53E-01
371531 3754840 3.68E-07 9.93E-07 5.95E-07 1.44E-02 3.12E-01 2.58E-02 3.52E-01
371551 3754840 3.67E-07 9.94E-07 5.99E-07 1.44E-02 3.12E-01 2.59E-02 3.53E-01
371571 3754840 3.68E-07 9.96E-07 6.03E-07 1.44E-02 3.13E-01 2.61E-02 3.54E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371591 3754840 3.69E-07 1.00E-06 6.09E-07 1.45E-02 3.14E-01 2.63E-02 3.55E-01
371611 3754840 3.70E-07 1.01E-06 6.16E-07 1.46E-02 3.16E-01 2.66E-02 3.57E-01
371631 3754840 3.73E-07 1.01E-06 6.23E-07 1.46E-02 3.19E-01 2.70E-02 3.60E-01
371651 3754840 3.76E-07 1.02E-06 6.32E-07 1.48E-02 3.22E-01 2.74E-02 3.64E-01
371671 3754840 3.80E-07 1.04E-06 6.42E-07 1.49E-02 3.26E-01 2.78E-02 3.68E-01
371691 3754840 3.85E-07 1.05E-06 6.53E-07 1.51E-02 3.30E-01 2.82E-02 3.73E-01
371711 3754840 3.90E-07 1.07E-06 6.65E-07 1.53E-02 3.35E-01 2.88E-02 3.79E-01
371731 3754840 3.97E-07 1.08E-06 6.78E-07 1.56E-02 3.41E-01 2.93E-02 3.86E-01
371751 3754840 4.05E-07 1.11E-06 6.91E-07 1.59E-02 3.47E-01 2.99E-02 3.93E-01
371771 3754840 4.13E-07 1.13E-06 7.05E-07 1.62E-02 3.54E-01 3.05E-02 4.01E-01
371791 3754840 4.22E-07 1.15E-06 7.20E-07 1.66E-02 3.62E-01 3.12E-02 4.10E-01
371811 3754840 4.32E-07 1.18E-06 7.35E-07 1.70E-02 3.70E-01 3.18E-02 4.19E-01
371831 3754840 4.42E-07 1.20E-06 7.51E-07 1.74E-02 3.78E-01 3.25E-02 4.28E-01
370571 3754860 3.61E-07 1.02E-06 7.05E-07 1.42E-02 3.21E-01 3.05E-02 3.66E-01
370591 3754860 3.68E-07 1.04E-06 7.15E-07 1.45E-02 3.27E-01 3.09E-02 3.72E-01
370611 3754860 3.75E-07 1.06E-06 7.25E-07 1.47E-02 3.32E-01 3.13E-02 3.78E-01
370631 3754860 3.82E-07 1.08E-06 7.34E-07 1.50E-02 3.38E-01 3.17E-02 3.85E-01
370651 3754860 3.89E-07 1.09E-06 7.43E-07 1.53E-02 3.44E-01 3.21E-02 3.91E-01
370671 3754860 3.96E-07 1.11E-06 7.51E-07 1.56E-02 3.50E-01 3.25E-02 3.98E-01
370691 3754860 4.03E-07 1.13E-06 7.59E-07 1.58E-02 3.55E-01 3.28E-02 4.04E-01
370711 3754860 4.08E-07 1.14E-06 7.63E-07 1.60E-02 3.59E-01 3.30E-02 4.08E-01
370731 3754860 4.13E-07 1.15E-06 7.66E-07 1.62E-02 3.63E-01 3.31E-02 4.12E-01
370751 3754860 4.20E-07 1.17E-06 7.70E-07 1.65E-02 3.68E-01 3.33E-02 4.17E-01
370771 3754860 4.23E-07 1.18E-06 7.68E-07 1.66E-02 3.70E-01 3.32E-02 4.20E-01
370791 3754860 4.29E-07 1.19E-06 7.70E-07 1.69E-02 3.74E-01 3.33E-02 4.24E-01
370811 3754860 4.36E-07 1.21E-06 7.72E-07 1.71E-02 3.79E-01 3.34E-02 4.29E-01
370831 3754860 4.42E-07 1.22E-06 7.73E-07 1.74E-02 3.83E-01 3.34E-02 4.34E-01
370851 3754860 4.47E-07 1.23E-06 7.72E-07 1.76E-02 3.87E-01 3.34E-02 4.38E-01
370871 3754860 4.53E-07 1.24E-06 7.71E-07 1.78E-02 3.90E-01 3.33E-02 4.41E-01
370891 3754860 4.59E-07 1.26E-06 7.70E-07 1.80E-02 3.95E-01 3.33E-02 4.46E-01
370911 3754860 4.63E-07 1.26E-06 7.66E-07 1.82E-02 3.97E-01 3.31E-02 4.48E-01
370931 3754860 4.67E-07 1.27E-06 7.61E-07 1.83E-02 3.99E-01 3.29E-02 4.50E-01
370951 3754860 4.69E-07 1.27E-06 7.54E-07 1.84E-02 4.00E-01 3.26E-02 4.51E-01
370971 3754860 4.72E-07 1.27E-06 7.46E-07 1.85E-02 4.00E-01 3.23E-02 4.51E-01
370991 3754860 4.76E-07 1.28E-06 7.42E-07 1.87E-02 4.02E-01 3.21E-02 4.53E-01
371011 3754860 4.80E-07 1.29E-06 7.37E-07 1.89E-02 4.04E-01 3.19E-02 4.55E-01
371031 3754860 4.79E-07 1.28E-06 7.25E-07 1.88E-02 4.02E-01 3.14E-02 4.52E-01
371051 3754860 4.76E-07 1.27E-06 7.12E-07 1.87E-02 3.99E-01 3.08E-02 4.48E-01
371071 3754860 4.73E-07 1.26E-06 6.99E-07 1.86E-02 3.95E-01 3.03E-02 4.44E-01
371091 3754860 4.68E-07 1.24E-06 6.86E-07 1.84E-02 3.90E-01 2.97E-02 4.38E-01
371111 3754860 4.63E-07 1.22E-06 6.72E-07 1.82E-02 3.85E-01 2.91E-02 4.32E-01
371131 3754860 4.56E-07 1.21E-06 6.59E-07 1.79E-02 3.79E-01 2.85E-02 4.25E-01
371151 3754860 4.49E-07 1.19E-06 6.46E-07 1.76E-02 3.72E-01 2.79E-02 4.18E-01
371171 3754860 4.41E-07 1.16E-06 6.33E-07 1.73E-02 3.66E-01 2.74E-02 4.11E-01
371191 3754860 4.33E-07 1.14E-06 6.21E-07 1.70E-02 3.59E-01 2.69E-02 4.03E-01
371211 3754860 4.24E-07 1.12E-06 6.10E-07 1.67E-02 3.52E-01 2.64E-02 3.95E-01
371231 3754860 4.16E-07 1.10E-06 6.00E-07 1.63E-02 3.45E-01 2.59E-02 3.87E-01
371251 3754860 4.07E-07 1.08E-06 5.90E-07 1.60E-02 3.38E-01 2.55E-02 3.79E-01

Unmitigated Construction HRA-Resident (02-20-19).xlsx 472 of 507 2/21/2019 3:27 PM



Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371271 3754860 3.98E-07 1.05E-06 5.82E-07 1.57E-02 3.31E-01 2.52E-02 3.72E-01
371291 3754860 3.90E-07 1.03E-06 5.74E-07 1.53E-02 3.25E-01 2.48E-02 3.65E-01
371311 3754860 3.82E-07 1.01E-06 5.68E-07 1.50E-02 3.19E-01 2.46E-02 3.58E-01
371331 3754860 3.75E-07 9.97E-07 5.62E-07 1.47E-02 3.13E-01 2.43E-02 3.52E-01
371351 3754860 3.68E-07 9.81E-07 5.58E-07 1.45E-02 3.08E-01 2.41E-02 3.47E-01
371371 3754860 3.62E-07 9.67E-07 5.54E-07 1.42E-02 3.04E-01 2.40E-02 3.42E-01
371391 3754860 3.57E-07 9.54E-07 5.51E-07 1.40E-02 3.00E-01 2.38E-02 3.38E-01
371411 3754860 3.52E-07 9.43E-07 5.48E-07 1.38E-02 2.97E-01 2.37E-02 3.34E-01
371431 3754860 3.48E-07 9.34E-07 5.47E-07 1.37E-02 2.94E-01 2.37E-02 3.31E-01
371451 3754860 3.45E-07 9.27E-07 5.46E-07 1.35E-02 2.91E-01 2.36E-02 3.29E-01
371471 3754860 3.42E-07 9.21E-07 5.46E-07 1.34E-02 2.90E-01 2.36E-02 3.27E-01
371491 3754860 3.40E-07 9.17E-07 5.46E-07 1.34E-02 2.88E-01 2.36E-02 3.25E-01
371511 3754860 3.38E-07 9.14E-07 5.47E-07 1.33E-02 2.87E-01 2.37E-02 3.24E-01
371531 3754860 3.37E-07 9.12E-07 5.49E-07 1.32E-02 2.87E-01 2.38E-02 3.24E-01
371551 3754860 3.37E-07 9.12E-07 5.52E-07 1.32E-02 2.87E-01 2.39E-02 3.24E-01
371571 3754860 3.37E-07 9.13E-07 5.55E-07 1.32E-02 2.87E-01 2.40E-02 3.24E-01
371591 3754860 3.37E-07 9.16E-07 5.59E-07 1.32E-02 2.88E-01 2.42E-02 3.25E-01
371611 3754860 3.39E-07 9.20E-07 5.65E-07 1.33E-02 2.89E-01 2.44E-02 3.27E-01
371631 3754860 3.40E-07 9.26E-07 5.70E-07 1.34E-02 2.91E-01 2.47E-02 3.29E-01
371651 3754860 3.42E-07 9.33E-07 5.77E-07 1.35E-02 2.93E-01 2.50E-02 3.32E-01
371671 3754860 3.45E-07 9.42E-07 5.85E-07 1.36E-02 2.96E-01 2.53E-02 3.35E-01
371691 3754860 3.49E-07 9.53E-07 5.94E-07 1.37E-02 2.99E-01 2.57E-02 3.39E-01
371711 3754860 3.53E-07 9.65E-07 6.03E-07 1.39E-02 3.03E-01 2.61E-02 3.43E-01
371731 3754860 3.59E-07 9.80E-07 6.14E-07 1.41E-02 3.08E-01 2.66E-02 3.49E-01
371751 3754860 3.65E-07 9.97E-07 6.26E-07 1.43E-02 3.13E-01 2.71E-02 3.55E-01
371771 3754860 3.71E-07 1.01E-06 6.38E-07 1.46E-02 3.19E-01 2.76E-02 3.61E-01
371791 3754860 3.78E-07 1.03E-06 6.50E-07 1.49E-02 3.25E-01 2.81E-02 3.68E-01
371811 3754860 3.86E-07 1.06E-06 6.63E-07 1.52E-02 3.32E-01 2.87E-02 3.76E-01
371831 3754860 3.95E-07 1.08E-06 6.77E-07 1.55E-02 3.39E-01 2.93E-02 3.84E-01
370571 3754880 3.45E-07 9.74E-07 6.70E-07 1.36E-02 3.06E-01 2.90E-02 3.49E-01
370591 3754880 3.51E-07 9.90E-07 6.79E-07 1.38E-02 3.11E-01 2.94E-02 3.54E-01
370611 3754880 3.57E-07 1.01E-06 6.87E-07 1.40E-02 3.16E-01 2.97E-02 3.60E-01
370631 3754880 3.63E-07 1.02E-06 6.95E-07 1.43E-02 3.21E-01 3.01E-02 3.66E-01
370651 3754880 3.70E-07 1.04E-06 7.02E-07 1.45E-02 3.26E-01 3.04E-02 3.71E-01
370671 3754880 3.76E-07 1.05E-06 7.09E-07 1.48E-02 3.31E-01 3.07E-02 3.77E-01
370691 3754880 3.82E-07 1.07E-06 7.15E-07 1.50E-02 3.36E-01 3.09E-02 3.82E-01
370711 3754880 3.87E-07 1.08E-06 7.19E-07 1.52E-02 3.40E-01 3.11E-02 3.86E-01
370731 3754880 3.91E-07 1.09E-06 7.20E-07 1.54E-02 3.43E-01 3.12E-02 3.89E-01
370751 3754880 3.96E-07 1.10E-06 7.22E-07 1.56E-02 3.46E-01 3.13E-02 3.93E-01
370771 3754880 4.00E-07 1.11E-06 7.20E-07 1.57E-02 3.48E-01 3.12E-02 3.95E-01
370791 3754880 4.05E-07 1.12E-06 7.21E-07 1.59E-02 3.52E-01 3.12E-02 3.99E-01
370811 3754880 4.10E-07 1.13E-06 7.22E-07 1.61E-02 3.55E-01 3.12E-02 4.03E-01
370831 3754880 4.15E-07 1.14E-06 7.22E-07 1.63E-02 3.59E-01 3.12E-02 4.06E-01
370851 3754880 4.19E-07 1.15E-06 7.20E-07 1.65E-02 3.61E-01 3.11E-02 4.09E-01
370871 3754880 4.23E-07 1.16E-06 7.17E-07 1.66E-02 3.64E-01 3.10E-02 4.12E-01
370891 3754880 4.27E-07 1.16E-06 7.13E-07 1.68E-02 3.66E-01 3.09E-02 4.14E-01
370911 3754880 4.30E-07 1.17E-06 7.09E-07 1.69E-02 3.68E-01 3.07E-02 4.15E-01
370931 3754880 4.34E-07 1.18E-06 7.05E-07 1.70E-02 3.70E-01 3.05E-02 4.17E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370951 3754880 4.35E-07 1.18E-06 6.97E-07 1.71E-02 3.70E-01 3.02E-02 4.17E-01
370971 3754880 4.36E-07 1.17E-06 6.89E-07 1.71E-02 3.69E-01 2.98E-02 4.16E-01
370991 3754880 4.38E-07 1.18E-06 6.83E-07 1.72E-02 3.70E-01 2.96E-02 4.16E-01
371011 3754880 4.43E-07 1.18E-06 6.81E-07 1.74E-02 3.72E-01 2.95E-02 4.19E-01
371031 3754880 4.41E-07 1.18E-06 6.70E-07 1.73E-02 3.70E-01 2.90E-02 4.16E-01
371051 3754880 4.38E-07 1.17E-06 6.58E-07 1.72E-02 3.66E-01 2.85E-02 4.12E-01
371071 3754880 4.34E-07 1.15E-06 6.46E-07 1.71E-02 3.63E-01 2.80E-02 4.08E-01
371091 3754880 4.30E-07 1.14E-06 6.34E-07 1.69E-02 3.58E-01 2.74E-02 4.02E-01
371111 3754880 4.24E-07 1.12E-06 6.22E-07 1.67E-02 3.53E-01 2.69E-02 3.97E-01
371131 3754880 4.18E-07 1.11E-06 6.10E-07 1.64E-02 3.48E-01 2.64E-02 3.90E-01
371151 3754880 4.12E-07 1.09E-06 5.98E-07 1.62E-02 3.42E-01 2.59E-02 3.84E-01
371171 3754880 4.04E-07 1.07E-06 5.87E-07 1.59E-02 3.36E-01 2.54E-02 3.77E-01
371191 3754880 3.97E-07 1.05E-06 5.76E-07 1.56E-02 3.29E-01 2.49E-02 3.70E-01
371211 3754880 3.89E-07 1.03E-06 5.66E-07 1.53E-02 3.23E-01 2.45E-02 3.63E-01
371231 3754880 3.81E-07 1.01E-06 5.57E-07 1.50E-02 3.17E-01 2.41E-02 3.56E-01
371251 3754880 3.73E-07 9.88E-07 5.48E-07 1.47E-02 3.11E-01 2.37E-02 3.49E-01
371271 3754880 3.66E-07 9.70E-07 5.41E-07 1.44E-02 3.05E-01 2.34E-02 3.42E-01
371291 3754880 3.58E-07 9.51E-07 5.34E-07 1.41E-02 2.99E-01 2.31E-02 3.36E-01
371311 3754880 3.51E-07 9.34E-07 5.28E-07 1.38E-02 2.94E-01 2.28E-02 3.30E-01
371331 3754880 3.45E-07 9.19E-07 5.22E-07 1.35E-02 2.89E-01 2.26E-02 3.25E-01
371351 3754880 3.39E-07 9.05E-07 5.18E-07 1.33E-02 2.84E-01 2.24E-02 3.20E-01
371371 3754880 3.33E-07 8.92E-07 5.15E-07 1.31E-02 2.80E-01 2.23E-02 3.16E-01
371391 3754880 3.28E-07 8.81E-07 5.12E-07 1.29E-02 2.77E-01 2.21E-02 3.12E-01
371411 3754880 3.24E-07 8.71E-07 5.09E-07 1.27E-02 2.74E-01 2.20E-02 3.08E-01
371431 3754880 3.21E-07 8.63E-07 5.08E-07 1.26E-02 2.71E-01 2.20E-02 3.06E-01
371451 3754880 3.18E-07 8.56E-07 5.07E-07 1.25E-02 2.69E-01 2.19E-02 3.03E-01
371471 3754880 3.15E-07 8.50E-07 5.07E-07 1.24E-02 2.67E-01 2.19E-02 3.02E-01
371491 3754880 3.13E-07 8.46E-07 5.07E-07 1.23E-02 2.66E-01 2.19E-02 3.00E-01
371511 3754880 3.11E-07 8.43E-07 5.07E-07 1.22E-02 2.65E-01 2.20E-02 2.99E-01
371531 3754880 3.10E-07 8.41E-07 5.09E-07 1.22E-02 2.64E-01 2.20E-02 2.99E-01
371551 3754880 3.10E-07 8.40E-07 5.10E-07 1.22E-02 2.64E-01 2.21E-02 2.98E-01
371571 3754880 3.10E-07 8.41E-07 5.13E-07 1.22E-02 2.64E-01 2.22E-02 2.99E-01
371591 3754880 3.10E-07 8.42E-07 5.16E-07 1.22E-02 2.65E-01 2.23E-02 2.99E-01
371611 3754880 3.11E-07 8.46E-07 5.20E-07 1.22E-02 2.66E-01 2.25E-02 3.00E-01
371631 3754880 3.12E-07 8.49E-07 5.25E-07 1.22E-02 2.67E-01 2.27E-02 3.02E-01
371651 3754880 3.13E-07 8.55E-07 5.30E-07 1.23E-02 2.69E-01 2.29E-02 3.04E-01
371671 3754880 3.15E-07 8.61E-07 5.36E-07 1.24E-02 2.71E-01 2.32E-02 3.06E-01
371691 3754880 3.18E-07 8.70E-07 5.43E-07 1.25E-02 2.73E-01 2.35E-02 3.09E-01
371711 3754880 3.21E-07 8.79E-07 5.51E-07 1.26E-02 2.76E-01 2.38E-02 3.13E-01
371731 3754880 3.26E-07 8.91E-07 5.60E-07 1.28E-02 2.80E-01 2.42E-02 3.17E-01
371751 3754880 3.30E-07 9.04E-07 5.69E-07 1.30E-02 2.84E-01 2.46E-02 3.22E-01
371771 3754880 3.36E-07 9.19E-07 5.79E-07 1.32E-02 2.89E-01 2.51E-02 3.27E-01
371791 3754880 3.41E-07 9.35E-07 5.90E-07 1.34E-02 2.94E-01 2.55E-02 3.33E-01
371811 3754880 3.48E-07 9.52E-07 6.01E-07 1.37E-02 2.99E-01 2.60E-02 3.39E-01
371831 3754880 3.55E-07 9.71E-07 6.13E-07 1.39E-02 3.05E-01 2.65E-02 3.46E-01
370571 3754900 3.30E-07 9.30E-07 6.38E-07 1.30E-02 2.92E-01 2.76E-02 3.33E-01
370591 3754900 3.35E-07 9.44E-07 6.45E-07 1.32E-02 2.97E-01 2.79E-02 3.38E-01
370611 3754900 3.41E-07 9.58E-07 6.52E-07 1.34E-02 3.01E-01 2.82E-02 3.43E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370631 3754900 3.46E-07 9.72E-07 6.58E-07 1.36E-02 3.05E-01 2.85E-02 3.47E-01
370651 3754900 3.52E-07 9.86E-07 6.64E-07 1.38E-02 3.10E-01 2.87E-02 3.52E-01
370671 3754900 3.57E-07 9.99E-07 6.70E-07 1.40E-02 3.14E-01 2.90E-02 3.57E-01
370691 3754900 3.63E-07 1.01E-06 6.75E-07 1.42E-02 3.18E-01 2.92E-02 3.62E-01
370711 3754900 3.67E-07 1.02E-06 6.78E-07 1.44E-02 3.21E-01 2.93E-02 3.65E-01
370731 3754900 3.70E-07 1.03E-06 6.78E-07 1.46E-02 3.24E-01 2.93E-02 3.68E-01
370751 3754900 3.74E-07 1.04E-06 6.79E-07 1.47E-02 3.27E-01 2.94E-02 3.71E-01
370771 3754900 3.78E-07 1.05E-06 6.78E-07 1.49E-02 3.29E-01 2.93E-02 3.73E-01
370791 3754900 3.82E-07 1.06E-06 6.78E-07 1.50E-02 3.32E-01 2.93E-02 3.76E-01
370811 3754900 3.86E-07 1.06E-06 6.77E-07 1.52E-02 3.34E-01 2.93E-02 3.79E-01
370831 3754900 3.90E-07 1.07E-06 6.75E-07 1.53E-02 3.37E-01 2.92E-02 3.81E-01
370851 3754900 3.93E-07 1.08E-06 6.72E-07 1.54E-02 3.39E-01 2.91E-02 3.83E-01
370871 3754900 3.96E-07 1.08E-06 6.68E-07 1.56E-02 3.40E-01 2.89E-02 3.84E-01
370891 3754900 3.99E-07 1.09E-06 6.65E-07 1.57E-02 3.42E-01 2.88E-02 3.86E-01
370911 3754900 4.02E-07 1.09E-06 6.60E-07 1.58E-02 3.43E-01 2.86E-02 3.87E-01
370931 3754900 4.04E-07 1.09E-06 6.55E-07 1.59E-02 3.43E-01 2.83E-02 3.87E-01
370951 3754900 4.04E-07 1.09E-06 6.47E-07 1.59E-02 3.43E-01 2.80E-02 3.87E-01
370971 3754900 4.03E-07 1.08E-06 6.37E-07 1.58E-02 3.41E-01 2.76E-02 3.84E-01
370991 3754900 4.04E-07 1.08E-06 6.31E-07 1.59E-02 3.41E-01 2.73E-02 3.84E-01
371011 3754900 4.10E-07 1.09E-06 6.31E-07 1.61E-02 3.44E-01 2.73E-02 3.87E-01
371031 3754900 4.07E-07 1.09E-06 6.21E-07 1.60E-02 3.41E-01 2.69E-02 3.84E-01
371051 3754900 4.04E-07 1.08E-06 6.10E-07 1.59E-02 3.38E-01 2.64E-02 3.80E-01
371071 3754900 4.00E-07 1.06E-06 5.99E-07 1.57E-02 3.34E-01 2.59E-02 3.76E-01
371091 3754900 3.96E-07 1.05E-06 5.88E-07 1.55E-02 3.30E-01 2.54E-02 3.71E-01
371111 3754900 3.91E-07 1.03E-06 5.77E-07 1.53E-02 3.25E-01 2.50E-02 3.65E-01
371131 3754900 3.85E-07 1.02E-06 5.66E-07 1.51E-02 3.20E-01 2.45E-02 3.60E-01
371151 3754900 3.78E-07 1.00E-06 5.55E-07 1.49E-02 3.15E-01 2.40E-02 3.53E-01
371171 3754900 3.72E-07 9.83E-07 5.45E-07 1.46E-02 3.09E-01 2.36E-02 3.47E-01
371191 3754900 3.65E-07 9.65E-07 5.35E-07 1.43E-02 3.03E-01 2.32E-02 3.41E-01
371211 3754900 3.58E-07 9.47E-07 5.26E-07 1.41E-02 2.98E-01 2.28E-02 3.34E-01
371231 3754900 3.51E-07 9.29E-07 5.18E-07 1.38E-02 2.92E-01 2.24E-02 3.28E-01
371251 3754900 3.44E-07 9.12E-07 5.10E-07 1.35E-02 2.86E-01 2.21E-02 3.22E-01
371271 3754900 3.37E-07 8.95E-07 5.03E-07 1.32E-02 2.81E-01 2.18E-02 3.16E-01
371291 3754900 3.30E-07 8.79E-07 4.97E-07 1.30E-02 2.76E-01 2.15E-02 3.11E-01
371311 3754900 3.24E-07 8.63E-07 4.92E-07 1.27E-02 2.71E-01 2.13E-02 3.05E-01
371331 3754900 3.18E-07 8.49E-07 4.87E-07 1.25E-02 2.67E-01 2.11E-02 3.01E-01
371351 3754900 3.13E-07 8.37E-07 4.83E-07 1.23E-02 2.63E-01 2.09E-02 2.96E-01
371371 3754900 3.08E-07 8.25E-07 4.80E-07 1.21E-02 2.59E-01 2.08E-02 2.92E-01
371391 3754900 3.03E-07 8.15E-07 4.77E-07 1.19E-02 2.56E-01 2.06E-02 2.89E-01
371411 3754900 3.00E-07 8.06E-07 4.75E-07 1.18E-02 2.53E-01 2.05E-02 2.86E-01
371431 3754900 2.96E-07 7.99E-07 4.73E-07 1.16E-02 2.51E-01 2.05E-02 2.83E-01
371451 3754900 2.93E-07 7.92E-07 4.72E-07 1.15E-02 2.49E-01 2.04E-02 2.81E-01
371471 3754900 2.91E-07 7.87E-07 4.72E-07 1.14E-02 2.47E-01 2.04E-02 2.79E-01
371491 3754900 2.89E-07 7.83E-07 4.71E-07 1.14E-02 2.46E-01 2.04E-02 2.78E-01
371511 3754900 2.88E-07 7.80E-07 4.72E-07 1.13E-02 2.45E-01 2.04E-02 2.77E-01
371531 3754900 2.87E-07 7.78E-07 4.73E-07 1.13E-02 2.45E-01 2.04E-02 2.76E-01
371551 3754900 2.86E-07 7.77E-07 4.74E-07 1.12E-02 2.44E-01 2.05E-02 2.76E-01
371571 3754900 2.86E-07 7.77E-07 4.76E-07 1.12E-02 2.44E-01 2.06E-02 2.76E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371591 3754900 2.86E-07 7.78E-07 4.78E-07 1.12E-02 2.44E-01 2.07E-02 2.76E-01
371611 3754900 2.86E-07 7.80E-07 4.81E-07 1.12E-02 2.45E-01 2.08E-02 2.77E-01
371631 3754900 2.87E-07 7.83E-07 4.85E-07 1.13E-02 2.46E-01 2.10E-02 2.78E-01
371651 3754900 2.88E-07 7.86E-07 4.89E-07 1.13E-02 2.47E-01 2.11E-02 2.80E-01
371671 3754900 2.90E-07 7.91E-07 4.94E-07 1.14E-02 2.49E-01 2.14E-02 2.81E-01
371691 3754900 2.92E-07 7.98E-07 4.99E-07 1.15E-02 2.51E-01 2.16E-02 2.84E-01
371711 3754900 2.94E-07 8.05E-07 5.06E-07 1.16E-02 2.53E-01 2.19E-02 2.87E-01
371731 3754900 2.97E-07 8.14E-07 5.13E-07 1.17E-02 2.56E-01 2.22E-02 2.90E-01
371751 3754900 3.01E-07 8.25E-07 5.21E-07 1.18E-02 2.59E-01 2.25E-02 2.94E-01
371771 3754900 3.05E-07 8.37E-07 5.29E-07 1.20E-02 2.63E-01 2.29E-02 2.98E-01
371791 3754900 3.10E-07 8.50E-07 5.38E-07 1.22E-02 2.67E-01 2.33E-02 3.02E-01
371811 3754900 3.15E-07 8.64E-07 5.48E-07 1.24E-02 2.72E-01 2.37E-02 3.08E-01
371831 3754900 3.21E-07 8.79E-07 5.58E-07 1.26E-02 2.76E-01 2.41E-02 3.13E-01
370571 3754920 3.15E-07 8.87E-07 6.07E-07 1.24E-02 2.79E-01 2.63E-02 3.17E-01
370591 3754920 3.20E-07 9.00E-07 6.13E-07 1.26E-02 2.83E-01 2.65E-02 3.22E-01
370611 3754920 3.25E-07 9.12E-07 6.19E-07 1.28E-02 2.87E-01 2.68E-02 3.26E-01
370631 3754920 3.30E-07 9.24E-07 6.24E-07 1.29E-02 2.90E-01 2.70E-02 3.30E-01
370651 3754920 3.34E-07 9.36E-07 6.29E-07 1.31E-02 2.94E-01 2.72E-02 3.34E-01
370671 3754920 3.39E-07 9.48E-07 6.33E-07 1.33E-02 2.98E-01 2.74E-02 3.39E-01
370691 3754920 3.44E-07 9.59E-07 6.37E-07 1.35E-02 3.01E-01 2.76E-02 3.42E-01
370711 3754920 3.48E-07 9.68E-07 6.39E-07 1.37E-02 3.04E-01 2.77E-02 3.46E-01
370731 3754920 3.51E-07 9.75E-07 6.39E-07 1.38E-02 3.06E-01 2.77E-02 3.48E-01
370751 3754920 3.54E-07 9.82E-07 6.39E-07 1.39E-02 3.08E-01 2.76E-02 3.50E-01
370771 3754920 3.58E-07 9.89E-07 6.38E-07 1.41E-02 3.11E-01 2.76E-02 3.52E-01
370791 3754920 3.61E-07 9.95E-07 6.37E-07 1.42E-02 3.13E-01 2.76E-02 3.55E-01
370811 3754920 3.64E-07 1.00E-06 6.35E-07 1.43E-02 3.14E-01 2.75E-02 3.56E-01
370831 3754920 3.67E-07 1.01E-06 6.33E-07 1.44E-02 3.16E-01 2.74E-02 3.58E-01
370851 3754920 3.69E-07 1.01E-06 6.28E-07 1.45E-02 3.17E-01 2.72E-02 3.59E-01
370871 3754920 3.71E-07 1.01E-06 6.24E-07 1.46E-02 3.18E-01 2.70E-02 3.59E-01
370891 3754920 3.73E-07 1.01E-06 6.20E-07 1.46E-02 3.19E-01 2.68E-02 3.60E-01
370911 3754920 3.75E-07 1.02E-06 6.15E-07 1.47E-02 3.19E-01 2.66E-02 3.61E-01
370931 3754920 3.76E-07 1.02E-06 6.09E-07 1.48E-02 3.19E-01 2.64E-02 3.61E-01
370951 3754920 3.76E-07 1.01E-06 6.02E-07 1.48E-02 3.19E-01 2.61E-02 3.59E-01
370971 3754920 3.75E-07 1.01E-06 5.93E-07 1.47E-02 3.16E-01 2.56E-02 3.57E-01
370991 3754920 3.76E-07 1.01E-06 5.88E-07 1.48E-02 3.16E-01 2.54E-02 3.57E-01
371011 3754920 3.76E-07 1.01E-06 5.83E-07 1.48E-02 3.16E-01 2.52E-02 3.56E-01
371031 3754920 3.77E-07 1.00E-06 5.76E-07 1.48E-02 3.16E-01 2.49E-02 3.55E-01
371051 3754920 3.74E-07 9.94E-07 5.67E-07 1.47E-02 3.12E-01 2.45E-02 3.52E-01
371071 3754920 3.70E-07 9.82E-07 5.57E-07 1.45E-02 3.09E-01 2.41E-02 3.47E-01
371091 3754920 3.65E-07 9.69E-07 5.47E-07 1.44E-02 3.05E-01 2.37E-02 3.43E-01
371111 3754920 3.60E-07 9.55E-07 5.37E-07 1.42E-02 3.00E-01 2.32E-02 3.38E-01
371131 3754920 3.55E-07 9.40E-07 5.27E-07 1.39E-02 2.95E-01 2.28E-02 3.32E-01
371151 3754920 3.49E-07 9.24E-07 5.17E-07 1.37E-02 2.90E-01 2.24E-02 3.27E-01
371171 3754920 3.43E-07 9.08E-07 5.08E-07 1.35E-02 2.85E-01 2.20E-02 3.21E-01
371191 3754920 3.37E-07 8.92E-07 4.99E-07 1.32E-02 2.80E-01 2.16E-02 3.15E-01
371211 3754920 3.30E-07 8.75E-07 4.91E-07 1.30E-02 2.75E-01 2.12E-02 3.09E-01
371231 3754920 3.24E-07 8.59E-07 4.83E-07 1.27E-02 2.70E-01 2.09E-02 3.04E-01
371251 3754920 3.17E-07 8.43E-07 4.76E-07 1.25E-02 2.65E-01 2.06E-02 2.98E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371271 3754920 3.11E-07 8.28E-07 4.70E-07 1.22E-02 2.60E-01 2.03E-02 2.93E-01
371291 3754920 3.05E-07 8.14E-07 4.64E-07 1.20E-02 2.56E-01 2.01E-02 2.88E-01
371311 3754920 3.00E-07 8.00E-07 4.59E-07 1.18E-02 2.51E-01 1.99E-02 2.83E-01
371331 3754920 2.94E-07 7.88E-07 4.55E-07 1.16E-02 2.48E-01 1.97E-02 2.79E-01
371351 3754920 2.90E-07 7.76E-07 4.51E-07 1.14E-02 2.44E-01 1.95E-02 2.75E-01
371371 3754920 2.85E-07 7.66E-07 4.48E-07 1.12E-02 2.41E-01 1.94E-02 2.71E-01
371391 3754920 2.81E-07 7.57E-07 4.46E-07 1.10E-02 2.38E-01 1.93E-02 2.68E-01
371411 3754920 2.78E-07 7.49E-07 4.43E-07 1.09E-02 2.35E-01 1.92E-02 2.65E-01
371431 3754920 2.75E-07 7.42E-07 4.42E-07 1.08E-02 2.33E-01 1.91E-02 2.63E-01
371451 3754920 2.72E-07 7.36E-07 4.41E-07 1.07E-02 2.31E-01 1.91E-02 2.61E-01
371471 3754920 2.70E-07 7.31E-07 4.40E-07 1.06E-02 2.30E-01 1.90E-02 2.59E-01
371491 3754920 2.68E-07 7.27E-07 4.40E-07 1.05E-02 2.28E-01 1.90E-02 2.58E-01
371511 3754920 2.67E-07 7.24E-07 4.40E-07 1.05E-02 2.28E-01 1.90E-02 2.57E-01
371531 3754920 2.66E-07 7.22E-07 4.41E-07 1.04E-02 2.27E-01 1.91E-02 2.56E-01
371551 3754920 2.65E-07 7.21E-07 4.42E-07 1.04E-02 2.27E-01 1.91E-02 2.56E-01
371571 3754920 2.64E-07 7.20E-07 4.43E-07 1.04E-02 2.26E-01 1.92E-02 2.56E-01
371591 3754920 2.64E-07 7.21E-07 4.45E-07 1.04E-02 2.26E-01 1.92E-02 2.56E-01
371611 3754920 2.65E-07 7.22E-07 4.47E-07 1.04E-02 2.27E-01 1.93E-02 2.57E-01
371631 3754920 2.65E-07 7.24E-07 4.50E-07 1.04E-02 2.28E-01 1.95E-02 2.57E-01
371651 3754920 2.66E-07 7.27E-07 4.53E-07 1.04E-02 2.28E-01 1.96E-02 2.59E-01
371671 3754920 2.67E-07 7.31E-07 4.57E-07 1.05E-02 2.30E-01 1.98E-02 2.60E-01
371691 3754920 2.69E-07 7.36E-07 4.61E-07 1.06E-02 2.31E-01 2.00E-02 2.62E-01
371711 3754920 2.71E-07 7.42E-07 4.67E-07 1.06E-02 2.33E-01 2.02E-02 2.64E-01
371731 3754920 2.73E-07 7.48E-07 4.72E-07 1.07E-02 2.35E-01 2.04E-02 2.66E-01
371751 3754920 2.76E-07 7.57E-07 4.79E-07 1.08E-02 2.38E-01 2.07E-02 2.69E-01
371771 3754920 2.79E-07 7.66E-07 4.86E-07 1.10E-02 2.41E-01 2.10E-02 2.73E-01
371791 3754920 2.83E-07 7.76E-07 4.93E-07 1.11E-02 2.44E-01 2.13E-02 2.76E-01
371811 3754920 2.87E-07 7.88E-07 5.01E-07 1.13E-02 2.48E-01 2.17E-02 2.81E-01
371831 3754920 2.92E-07 8.01E-07 5.10E-07 1.15E-02 2.52E-01 2.21E-02 2.85E-01
370571 3754940 2.99E-07 8.42E-07 5.75E-07 1.18E-02 2.65E-01 2.49E-02 3.01E-01
370591 3754940 3.04E-07 8.54E-07 5.80E-07 1.19E-02 2.68E-01 2.51E-02 3.05E-01
370611 3754940 3.08E-07 8.65E-07 5.85E-07 1.21E-02 2.72E-01 2.53E-02 3.09E-01
370631 3754940 3.13E-07 8.76E-07 5.90E-07 1.23E-02 2.75E-01 2.55E-02 3.13E-01
370651 3754940 3.17E-07 8.87E-07 5.95E-07 1.25E-02 2.79E-01 2.57E-02 3.17E-01
370671 3754940 3.21E-07 8.98E-07 5.98E-07 1.26E-02 2.82E-01 2.59E-02 3.21E-01
370691 3754940 3.26E-07 9.07E-07 6.01E-07 1.28E-02 2.85E-01 2.60E-02 3.24E-01
370711 3754940 3.29E-07 9.15E-07 6.03E-07 1.29E-02 2.88E-01 2.61E-02 3.27E-01
370731 3754940 3.32E-07 9.22E-07 6.03E-07 1.31E-02 2.90E-01 2.61E-02 3.29E-01
370751 3754940 3.36E-07 9.29E-07 6.03E-07 1.32E-02 2.92E-01 2.61E-02 3.31E-01
370771 3754940 3.39E-07 9.35E-07 6.02E-07 1.33E-02 2.94E-01 2.60E-02 3.33E-01
370791 3754940 3.41E-07 9.40E-07 6.00E-07 1.34E-02 2.95E-01 2.60E-02 3.35E-01
370811 3754940 3.44E-07 9.44E-07 5.98E-07 1.35E-02 2.97E-01 2.59E-02 3.36E-01
370831 3754940 3.46E-07 9.47E-07 5.94E-07 1.36E-02 2.97E-01 2.57E-02 3.37E-01
370851 3754940 3.47E-07 9.48E-07 5.90E-07 1.36E-02 2.98E-01 2.55E-02 3.37E-01
370871 3754940 3.48E-07 9.48E-07 5.85E-07 1.37E-02 2.98E-01 2.53E-02 3.37E-01
370891 3754940 3.49E-07 9.48E-07 5.79E-07 1.37E-02 2.98E-01 2.51E-02 3.37E-01
370911 3754940 3.50E-07 9.48E-07 5.74E-07 1.38E-02 2.98E-01 2.48E-02 3.37E-01
370931 3754940 3.51E-07 9.48E-07 5.69E-07 1.38E-02 2.98E-01 2.46E-02 3.36E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370951 3754940 3.51E-07 9.44E-07 5.61E-07 1.38E-02 2.97E-01 2.43E-02 3.35E-01
370971 3754940 3.49E-07 9.38E-07 5.53E-07 1.37E-02 2.95E-01 2.39E-02 3.33E-01
370991 3754940 3.48E-07 9.34E-07 5.46E-07 1.37E-02 2.93E-01 2.36E-02 3.31E-01
371011 3754940 3.50E-07 9.35E-07 5.44E-07 1.37E-02 2.94E-01 2.35E-02 3.31E-01
371031 3754940 3.50E-07 9.32E-07 5.37E-07 1.37E-02 2.93E-01 2.32E-02 3.30E-01
371051 3754940 3.46E-07 9.22E-07 5.28E-07 1.36E-02 2.90E-01 2.29E-02 3.26E-01
371071 3754940 3.43E-07 9.11E-07 5.19E-07 1.35E-02 2.86E-01 2.25E-02 3.22E-01
371091 3754940 3.38E-07 8.98E-07 5.10E-07 1.33E-02 2.82E-01 2.21E-02 3.18E-01
371111 3754940 3.33E-07 8.85E-07 5.01E-07 1.31E-02 2.78E-01 2.17E-02 3.13E-01
371131 3754940 3.28E-07 8.71E-07 4.92E-07 1.29E-02 2.74E-01 2.13E-02 3.08E-01
371151 3754940 3.23E-07 8.56E-07 4.83E-07 1.27E-02 2.69E-01 2.09E-02 3.03E-01
371171 3754940 3.17E-07 8.41E-07 4.75E-07 1.25E-02 2.64E-01 2.05E-02 2.97E-01
371191 3754940 3.11E-07 8.26E-07 4.67E-07 1.22E-02 2.60E-01 2.02E-02 2.92E-01
371211 3754940 3.05E-07 8.11E-07 4.59E-07 1.20E-02 2.55E-01 1.99E-02 2.87E-01
371231 3754940 3.00E-07 7.97E-07 4.52E-07 1.18E-02 2.50E-01 1.96E-02 2.82E-01
371251 3754940 2.94E-07 7.82E-07 4.46E-07 1.15E-02 2.46E-01 1.93E-02 2.77E-01
371271 3754940 2.88E-07 7.69E-07 4.40E-07 1.13E-02 2.42E-01 1.90E-02 2.72E-01
371291 3754940 2.83E-07 7.56E-07 4.35E-07 1.11E-02 2.37E-01 1.88E-02 2.67E-01
371311 3754940 2.78E-07 7.43E-07 4.30E-07 1.09E-02 2.34E-01 1.86E-02 2.63E-01
371331 3754940 2.73E-07 7.32E-07 4.26E-07 1.07E-02 2.30E-01 1.84E-02 2.59E-01
371351 3754940 2.69E-07 7.22E-07 4.23E-07 1.06E-02 2.27E-01 1.83E-02 2.56E-01
371371 3754940 2.65E-07 7.12E-07 4.20E-07 1.04E-02 2.24E-01 1.82E-02 2.52E-01
371391 3754940 2.61E-07 7.04E-07 4.17E-07 1.03E-02 2.21E-01 1.81E-02 2.50E-01
371411 3754940 2.58E-07 6.97E-07 4.15E-07 1.01E-02 2.19E-01 1.80E-02 2.47E-01
371431 3754940 2.55E-07 6.90E-07 4.14E-07 1.00E-02 2.17E-01 1.79E-02 2.45E-01
371451 3754940 2.53E-07 6.85E-07 4.13E-07 9.93E-03 2.15E-01 1.79E-02 2.43E-01
371471 3754940 2.51E-07 6.80E-07 4.12E-07 9.85E-03 2.14E-01 1.78E-02 2.41E-01
371491 3754940 2.49E-07 6.77E-07 4.11E-07 9.79E-03 2.13E-01 1.78E-02 2.40E-01
371511 3754940 2.48E-07 6.74E-07 4.11E-07 9.73E-03 2.12E-01 1.78E-02 2.39E-01
371531 3754940 2.47E-07 6.72E-07 4.12E-07 9.69E-03 2.11E-01 1.78E-02 2.39E-01
371551 3754940 2.46E-07 6.70E-07 4.12E-07 9.67E-03 2.11E-01 1.78E-02 2.38E-01
371571 3754940 2.46E-07 6.70E-07 4.13E-07 9.65E-03 2.10E-01 1.79E-02 2.38E-01
371591 3754940 2.45E-07 6.70E-07 4.15E-07 9.64E-03 2.10E-01 1.79E-02 2.38E-01
371611 3754940 2.45E-07 6.70E-07 4.17E-07 9.64E-03 2.11E-01 1.80E-02 2.38E-01
371631 3754940 2.46E-07 6.72E-07 4.19E-07 9.65E-03 2.11E-01 1.81E-02 2.39E-01
371651 3754940 2.46E-07 6.74E-07 4.21E-07 9.68E-03 2.12E-01 1.82E-02 2.40E-01
371671 3754940 2.47E-07 6.77E-07 4.24E-07 9.71E-03 2.13E-01 1.84E-02 2.41E-01
371691 3754940 2.48E-07 6.81E-07 4.28E-07 9.76E-03 2.14E-01 1.85E-02 2.42E-01
371711 3754940 2.50E-07 6.85E-07 4.32E-07 9.81E-03 2.15E-01 1.87E-02 2.44E-01
371731 3754940 2.52E-07 6.91E-07 4.37E-07 9.88E-03 2.17E-01 1.89E-02 2.46E-01
371751 3754940 2.54E-07 6.97E-07 4.42E-07 9.97E-03 2.19E-01 1.91E-02 2.48E-01
371771 3754940 2.56E-07 7.04E-07 4.48E-07 1.01E-02 2.21E-01 1.94E-02 2.51E-01
371791 3754940 2.59E-07 7.13E-07 4.54E-07 1.02E-02 2.24E-01 1.96E-02 2.54E-01
371811 3754940 2.63E-07 7.22E-07 4.61E-07 1.03E-02 2.27E-01 1.99E-02 2.57E-01
371831 3754940 2.66E-07 7.33E-07 4.68E-07 1.05E-02 2.30E-01 2.02E-02 2.61E-01
370571 3754960 2.85E-07 8.02E-07 5.45E-07 1.12E-02 2.52E-01 2.36E-02 2.87E-01
370591 3754960 2.89E-07 8.11E-07 5.49E-07 1.13E-02 2.55E-01 2.38E-02 2.90E-01
370611 3754960 2.93E-07 8.20E-07 5.53E-07 1.15E-02 2.58E-01 2.39E-02 2.93E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370631 3754960 2.97E-07 8.31E-07 5.58E-07 1.17E-02 2.61E-01 2.41E-02 2.97E-01
370651 3754960 3.01E-07 8.40E-07 5.61E-07 1.18E-02 2.64E-01 2.43E-02 3.00E-01
370671 3754960 3.05E-07 8.49E-07 5.64E-07 1.20E-02 2.67E-01 2.44E-02 3.03E-01
370691 3754960 3.08E-07 8.58E-07 5.66E-07 1.21E-02 2.70E-01 2.45E-02 3.06E-01
370711 3754960 3.12E-07 8.65E-07 5.68E-07 1.22E-02 2.72E-01 2.46E-02 3.09E-01
370731 3754960 3.14E-07 8.71E-07 5.68E-07 1.24E-02 2.74E-01 2.46E-02 3.11E-01
370751 3754960 3.16E-07 8.74E-07 5.65E-07 1.24E-02 2.75E-01 2.45E-02 3.12E-01
370771 3754960 3.19E-07 8.81E-07 5.65E-07 1.25E-02 2.77E-01 2.45E-02 3.14E-01
370791 3754960 3.22E-07 8.84E-07 5.63E-07 1.26E-02 2.78E-01 2.44E-02 3.15E-01
370811 3754960 3.23E-07 8.87E-07 5.60E-07 1.27E-02 2.79E-01 2.42E-02 3.16E-01
370831 3754960 3.25E-07 8.89E-07 5.57E-07 1.28E-02 2.79E-01 2.41E-02 3.16E-01
370851 3754960 3.25E-07 8.88E-07 5.51E-07 1.28E-02 2.79E-01 2.39E-02 3.16E-01
370871 3754960 3.26E-07 8.87E-07 5.46E-07 1.28E-02 2.79E-01 2.36E-02 3.15E-01
370891 3754960 3.26E-07 8.85E-07 5.41E-07 1.28E-02 2.78E-01 2.34E-02 3.15E-01
370911 3754960 3.27E-07 8.84E-07 5.35E-07 1.28E-02 2.78E-01 2.32E-02 3.14E-01
370931 3754960 3.28E-07 8.86E-07 5.32E-07 1.29E-02 2.78E-01 2.30E-02 3.14E-01
370951 3754960 3.27E-07 8.81E-07 5.25E-07 1.29E-02 2.77E-01 2.27E-02 3.13E-01
370971 3754960 3.27E-07 8.78E-07 5.19E-07 1.28E-02 2.76E-01 2.24E-02 3.11E-01
370991 3754960 3.28E-07 8.80E-07 5.17E-07 1.29E-02 2.77E-01 2.24E-02 3.12E-01
371011 3754960 3.28E-07 8.77E-07 5.11E-07 1.29E-02 2.76E-01 2.21E-02 3.11E-01
371031 3754960 3.25E-07 8.68E-07 5.02E-07 1.28E-02 2.73E-01 2.17E-02 3.07E-01
371051 3754960 3.22E-07 8.58E-07 4.94E-07 1.26E-02 2.70E-01 2.14E-02 3.04E-01
371071 3754960 3.18E-07 8.46E-07 4.85E-07 1.25E-02 2.66E-01 2.10E-02 3.00E-01
371091 3754960 3.14E-07 8.34E-07 4.77E-07 1.23E-02 2.62E-01 2.06E-02 2.95E-01
371111 3754960 3.09E-07 8.22E-07 4.68E-07 1.22E-02 2.58E-01 2.03E-02 2.91E-01
371131 3754960 3.04E-07 8.08E-07 4.60E-07 1.20E-02 2.54E-01 1.99E-02 2.86E-01
371151 3754960 2.99E-07 7.95E-07 4.52E-07 1.18E-02 2.50E-01 1.96E-02 2.81E-01
371171 3754960 2.94E-07 7.81E-07 4.44E-07 1.16E-02 2.46E-01 1.92E-02 2.76E-01
371191 3754960 2.89E-07 7.68E-07 4.37E-07 1.13E-02 2.41E-01 1.89E-02 2.71E-01
371211 3754960 2.83E-07 7.54E-07 4.31E-07 1.11E-02 2.37E-01 1.86E-02 2.67E-01
371231 3754960 2.78E-07 7.41E-07 4.24E-07 1.09E-02 2.33E-01 1.84E-02 2.62E-01
371251 3754960 2.73E-07 7.28E-07 4.18E-07 1.07E-02 2.29E-01 1.81E-02 2.58E-01
371271 3754960 2.68E-07 7.15E-07 4.13E-07 1.05E-02 2.25E-01 1.79E-02 2.53E-01
371291 3754960 2.63E-07 7.03E-07 4.08E-07 1.03E-02 2.21E-01 1.77E-02 2.49E-01
371311 3754960 2.58E-07 6.92E-07 4.04E-07 1.02E-02 2.18E-01 1.75E-02 2.45E-01
371331 3754960 2.54E-07 6.82E-07 4.00E-07 9.99E-03 2.14E-01 1.73E-02 2.42E-01
371351 3754960 2.50E-07 6.73E-07 3.97E-07 9.83E-03 2.12E-01 1.72E-02 2.39E-01
371371 3754960 2.47E-07 6.64E-07 3.94E-07 9.69E-03 2.09E-01 1.70E-02 2.36E-01
371391 3754960 2.43E-07 6.57E-07 3.92E-07 9.56E-03 2.06E-01 1.69E-02 2.33E-01
371411 3754960 2.41E-07 6.50E-07 3.90E-07 9.45E-03 2.04E-01 1.69E-02 2.31E-01
371431 3754960 2.38E-07 6.44E-07 3.88E-07 9.35E-03 2.02E-01 1.68E-02 2.29E-01
371451 3754960 2.36E-07 6.39E-07 3.87E-07 9.26E-03 2.01E-01 1.68E-02 2.27E-01
371471 3754960 2.34E-07 6.35E-07 3.86E-07 9.18E-03 1.99E-01 1.67E-02 2.25E-01
371491 3754960 2.32E-07 6.31E-07 3.86E-07 9.12E-03 1.98E-01 1.67E-02 2.24E-01
371511 3754960 2.31E-07 6.29E-07 3.86E-07 9.07E-03 1.98E-01 1.67E-02 2.23E-01
371531 3754960 2.30E-07 6.27E-07 3.86E-07 9.03E-03 1.97E-01 1.67E-02 2.23E-01
371551 3754960 2.29E-07 6.25E-07 3.86E-07 9.00E-03 1.96E-01 1.67E-02 2.22E-01
371571 3754960 2.29E-07 6.25E-07 3.87E-07 8.99E-03 1.96E-01 1.67E-02 2.22E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371591 3754960 2.28E-07 6.24E-07 3.88E-07 8.98E-03 1.96E-01 1.68E-02 2.22E-01
371611 3754960 2.28E-07 6.25E-07 3.89E-07 8.98E-03 1.96E-01 1.69E-02 2.22E-01
371631 3754960 2.29E-07 6.26E-07 3.91E-07 8.98E-03 1.97E-01 1.69E-02 2.23E-01
371651 3754960 2.29E-07 6.27E-07 3.93E-07 8.99E-03 1.97E-01 1.70E-02 2.23E-01
371671 3754960 2.30E-07 6.29E-07 3.96E-07 9.02E-03 1.98E-01 1.71E-02 2.24E-01
371691 3754960 2.30E-07 6.32E-07 3.98E-07 9.05E-03 1.99E-01 1.72E-02 2.25E-01
371711 3754960 2.31E-07 6.35E-07 4.02E-07 9.09E-03 2.00E-01 1.74E-02 2.26E-01
371731 3754960 2.33E-07 6.40E-07 4.06E-07 9.15E-03 2.01E-01 1.75E-02 2.28E-01
371751 3754960 2.35E-07 6.45E-07 4.10E-07 9.22E-03 2.03E-01 1.77E-02 2.30E-01
371771 3754960 2.37E-07 6.51E-07 4.15E-07 9.29E-03 2.05E-01 1.79E-02 2.32E-01
371791 3754960 2.39E-07 6.57E-07 4.20E-07 9.39E-03 2.07E-01 1.82E-02 2.34E-01
371811 3754960 2.42E-07 6.65E-07 4.25E-07 9.49E-03 2.09E-01 1.84E-02 2.37E-01
371831 3754960 2.45E-07 6.74E-07 4.31E-07 9.61E-03 2.12E-01 1.87E-02 2.40E-01
370571 3754980 2.72E-07 7.65E-07 5.19E-07 1.07E-02 2.40E-01 2.25E-02 2.74E-01
370591 3754980 2.76E-07 7.73E-07 5.22E-07 1.08E-02 2.43E-01 2.26E-02 2.76E-01
370611 3754980 2.79E-07 7.81E-07 5.25E-07 1.10E-02 2.45E-01 2.27E-02 2.79E-01
370631 3754980 2.82E-07 7.89E-07 5.28E-07 1.11E-02 2.48E-01 2.29E-02 2.82E-01
370651 3754980 2.86E-07 7.97E-07 5.31E-07 1.12E-02 2.51E-01 2.30E-02 2.85E-01
370671 3754980 2.89E-07 8.05E-07 5.33E-07 1.14E-02 2.53E-01 2.31E-02 2.88E-01
370691 3754980 2.92E-07 8.13E-07 5.35E-07 1.15E-02 2.55E-01 2.31E-02 2.90E-01
370711 3754980 2.95E-07 8.19E-07 5.36E-07 1.16E-02 2.57E-01 2.32E-02 2.92E-01
370731 3754980 2.98E-07 8.24E-07 5.35E-07 1.17E-02 2.59E-01 2.32E-02 2.94E-01
370751 3754980 2.99E-07 8.26E-07 5.32E-07 1.17E-02 2.59E-01 2.30E-02 2.94E-01
370771 3754980 3.02E-07 8.31E-07 5.32E-07 1.19E-02 2.61E-01 2.30E-02 2.96E-01
370791 3754980 3.03E-07 8.33E-07 5.30E-07 1.19E-02 2.62E-01 2.29E-02 2.97E-01
370811 3754980 3.05E-07 8.34E-07 5.26E-07 1.20E-02 2.62E-01 2.28E-02 2.97E-01
370831 3754980 3.05E-07 8.35E-07 5.22E-07 1.20E-02 2.62E-01 2.26E-02 2.97E-01
370851 3754980 3.05E-07 8.33E-07 5.17E-07 1.20E-02 2.62E-01 2.24E-02 2.96E-01
370871 3754980 3.00E-07 8.20E-07 5.11E-07 1.18E-02 2.58E-01 2.21E-02 2.92E-01
370891 3754980 3.01E-07 8.18E-07 5.06E-07 1.18E-02 2.57E-01 2.19E-02 2.91E-01
370911 3754980 3.07E-07 8.30E-07 5.03E-07 1.21E-02 2.61E-01 2.17E-02 2.95E-01
370931 3754980 3.07E-07 8.29E-07 4.99E-07 1.21E-02 2.61E-01 2.16E-02 2.94E-01
370951 3754980 3.06E-07 8.25E-07 4.92E-07 1.20E-02 2.59E-01 2.13E-02 2.93E-01
370971 3754980 3.07E-07 8.25E-07 4.89E-07 1.21E-02 2.59E-01 2.11E-02 2.92E-01
370991 3754980 3.08E-07 8.26E-07 4.86E-07 1.21E-02 2.60E-01 2.10E-02 2.93E-01
371011 3754980 3.06E-07 8.18E-07 4.78E-07 1.20E-02 2.57E-01 2.07E-02 2.90E-01
371031 3754980 3.03E-07 8.09E-07 4.70E-07 1.19E-02 2.54E-01 2.04E-02 2.87E-01
371051 3754980 3.00E-07 7.99E-07 4.63E-07 1.18E-02 2.51E-01 2.00E-02 2.83E-01
371071 3754980 2.96E-07 7.89E-07 4.55E-07 1.16E-02 2.48E-01 1.97E-02 2.79E-01
371091 3754980 2.92E-07 7.77E-07 4.47E-07 1.15E-02 2.44E-01 1.93E-02 2.75E-01
371111 3754980 2.88E-07 7.65E-07 4.39E-07 1.13E-02 2.41E-01 1.90E-02 2.71E-01
371131 3754980 2.83E-07 7.53E-07 4.31E-07 1.11E-02 2.37E-01 1.87E-02 2.66E-01
371151 3754980 2.78E-07 7.40E-07 4.24E-07 1.09E-02 2.33E-01 1.83E-02 2.62E-01
371171 3754980 2.73E-07 7.28E-07 4.17E-07 1.07E-02 2.29E-01 1.80E-02 2.58E-01
371191 3754980 2.69E-07 7.15E-07 4.10E-07 1.06E-02 2.25E-01 1.78E-02 2.53E-01
371211 3754980 2.64E-07 7.03E-07 4.04E-07 1.04E-02 2.21E-01 1.75E-02 2.49E-01
371231 3754980 2.59E-07 6.91E-07 3.99E-07 1.02E-02 2.17E-01 1.72E-02 2.45E-01
371251 3754980 2.54E-07 6.79E-07 3.93E-07 9.98E-03 2.13E-01 1.70E-02 2.40E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371271 3754980 2.50E-07 6.68E-07 3.88E-07 9.80E-03 2.10E-01 1.68E-02 2.36E-01
371291 3754980 2.45E-07 6.57E-07 3.84E-07 9.63E-03 2.06E-01 1.66E-02 2.33E-01
371311 3754980 2.41E-07 6.47E-07 3.80E-07 9.47E-03 2.03E-01 1.64E-02 2.29E-01
371331 3754980 2.37E-07 6.37E-07 3.76E-07 9.32E-03 2.00E-01 1.63E-02 2.26E-01
371351 3754980 2.34E-07 6.29E-07 3.73E-07 9.18E-03 1.98E-01 1.61E-02 2.23E-01
371371 3754980 2.30E-07 6.21E-07 3.71E-07 9.05E-03 1.95E-01 1.60E-02 2.20E-01
371391 3754980 2.27E-07 6.14E-07 3.69E-07 8.93E-03 1.93E-01 1.59E-02 2.18E-01
371411 3754980 2.25E-07 6.08E-07 3.67E-07 8.83E-03 1.91E-01 1.59E-02 2.16E-01
371431 3754980 2.22E-07 6.03E-07 3.65E-07 8.73E-03 1.89E-01 1.58E-02 2.14E-01
371451 3754980 2.20E-07 5.98E-07 3.64E-07 8.65E-03 1.88E-01 1.58E-02 2.12E-01
371471 3754980 2.18E-07 5.94E-07 3.63E-07 8.58E-03 1.87E-01 1.57E-02 2.11E-01
371491 3754980 2.17E-07 5.91E-07 3.63E-07 8.52E-03 1.86E-01 1.57E-02 2.10E-01
371511 3754980 2.16E-07 5.88E-07 3.63E-07 8.48E-03 1.85E-01 1.57E-02 2.09E-01
371531 3754980 2.15E-07 5.86E-07 3.63E-07 8.44E-03 1.84E-01 1.57E-02 2.08E-01
371551 3754980 2.14E-07 5.85E-07 3.63E-07 8.41E-03 1.84E-01 1.57E-02 2.08E-01
371571 3754980 2.14E-07 5.84E-07 3.63E-07 8.39E-03 1.83E-01 1.57E-02 2.08E-01
371591 3754980 2.13E-07 5.84E-07 3.64E-07 8.38E-03 1.83E-01 1.58E-02 2.08E-01
371611 3754980 2.13E-07 5.84E-07 3.65E-07 8.37E-03 1.83E-01 1.58E-02 2.08E-01
371631 3754980 2.13E-07 5.84E-07 3.67E-07 8.38E-03 1.84E-01 1.59E-02 2.08E-01
371651 3754980 2.13E-07 5.85E-07 3.68E-07 8.38E-03 1.84E-01 1.59E-02 2.08E-01
371671 3754980 2.14E-07 5.87E-07 3.70E-07 8.40E-03 1.84E-01 1.60E-02 2.09E-01
371691 3754980 2.14E-07 5.89E-07 3.72E-07 8.43E-03 1.85E-01 1.61E-02 2.10E-01
371711 3754980 2.15E-07 5.92E-07 3.75E-07 8.46E-03 1.86E-01 1.62E-02 2.11E-01
371731 3754980 2.16E-07 5.95E-07 3.78E-07 8.50E-03 1.87E-01 1.64E-02 2.12E-01
371751 3754980 2.18E-07 5.99E-07 3.82E-07 8.55E-03 1.88E-01 1.65E-02 2.13E-01
371771 3754980 2.19E-07 6.04E-07 3.85E-07 8.62E-03 1.90E-01 1.67E-02 2.15E-01
371791 3754980 2.21E-07 6.09E-07 3.90E-07 8.69E-03 1.91E-01 1.69E-02 2.17E-01
371811 3754980 2.23E-07 6.15E-07 3.94E-07 8.77E-03 1.93E-01 1.71E-02 2.19E-01
371831 3754980 2.26E-07 6.22E-07 3.99E-07 8.87E-03 1.96E-01 1.73E-02 2.22E-01
370571 3755000 2.61E-07 7.31E-07 4.95E-07 1.02E-02 2.30E-01 2.14E-02 2.62E-01
370591 3755000 2.64E-07 7.38E-07 4.97E-07 1.04E-02 2.32E-01 2.15E-02 2.64E-01
370611 3755000 2.67E-07 7.45E-07 5.00E-07 1.05E-02 2.34E-01 2.16E-02 2.66E-01
370631 3755000 2.69E-07 7.52E-07 5.02E-07 1.06E-02 2.36E-01 2.17E-02 2.69E-01
370651 3755000 2.72E-07 7.59E-07 5.04E-07 1.07E-02 2.38E-01 2.18E-02 2.71E-01
370671 3755000 2.75E-07 7.65E-07 5.05E-07 1.08E-02 2.40E-01 2.19E-02 2.73E-01
370691 3755000 2.78E-07 7.72E-07 5.07E-07 1.09E-02 2.43E-01 2.19E-02 2.75E-01
370711 3755000 2.80E-07 7.76E-07 5.06E-07 1.10E-02 2.44E-01 2.19E-02 2.77E-01
370731 3755000 2.82E-07 7.80E-07 5.05E-07 1.11E-02 2.45E-01 2.19E-02 2.78E-01
370751 3755000 2.83E-07 7.82E-07 5.03E-07 1.11E-02 2.46E-01 2.18E-02 2.79E-01
370771 3755000 2.85E-07 7.85E-07 5.01E-07 1.12E-02 2.47E-01 2.17E-02 2.79E-01
370791 3755000 2.86E-07 7.84E-07 4.97E-07 1.12E-02 2.46E-01 2.15E-02 2.79E-01
370811 3755000 2.80E-07 7.69E-07 4.87E-07 1.10E-02 2.42E-01 2.11E-02 2.74E-01
370831 3755000 2.81E-07 7.69E-07 4.83E-07 1.10E-02 2.42E-01 2.09E-02 2.74E-01
370851 3755000 2.81E-07 7.68E-07 4.79E-07 1.10E-02 2.41E-01 2.07E-02 2.73E-01
370871 3755000 2.81E-07 7.65E-07 4.74E-07 1.10E-02 2.40E-01 2.05E-02 2.72E-01
370891 3755000 2.81E-07 7.64E-07 4.69E-07 1.10E-02 2.40E-01 2.03E-02 2.71E-01
370911 3755000 2.88E-07 7.80E-07 4.73E-07 1.13E-02 2.45E-01 2.05E-02 2.77E-01
370931 3755000 2.88E-07 7.78E-07 4.68E-07 1.13E-02 2.45E-01 2.03E-02 2.76E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y
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Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370951 3755000 2.87E-07 7.73E-07 4.62E-07 1.13E-02 2.43E-01 2.00E-02 2.74E-01
370971 3755000 2.88E-07 7.74E-07 4.60E-07 1.13E-02 2.43E-01 1.99E-02 2.74E-01
370991 3755000 2.88E-07 7.73E-07 4.56E-07 1.13E-02 2.43E-01 1.97E-02 2.74E-01
371011 3755000 2.86E-07 7.65E-07 4.49E-07 1.12E-02 2.40E-01 1.94E-02 2.71E-01
371031 3755000 2.83E-07 7.56E-07 4.42E-07 1.11E-02 2.38E-01 1.91E-02 2.68E-01
371051 3755000 2.80E-07 7.47E-07 4.34E-07 1.10E-02 2.35E-01 1.88E-02 2.64E-01
371071 3755000 2.76E-07 7.37E-07 4.27E-07 1.08E-02 2.31E-01 1.85E-02 2.61E-01
371091 3755000 2.72E-07 7.26E-07 4.20E-07 1.07E-02 2.28E-01 1.82E-02 2.57E-01
371111 3755000 2.68E-07 7.15E-07 4.12E-07 1.05E-02 2.25E-01 1.78E-02 2.53E-01
371131 3755000 2.64E-07 7.03E-07 4.05E-07 1.04E-02 2.21E-01 1.75E-02 2.49E-01
371151 3755000 2.59E-07 6.91E-07 3.99E-07 1.02E-02 2.17E-01 1.73E-02 2.45E-01
371171 3755000 2.55E-07 6.80E-07 3.92E-07 1.00E-02 2.14E-01 1.70E-02 2.41E-01
371191 3755000 2.50E-07 6.68E-07 3.86E-07 9.84E-03 2.10E-01 1.67E-02 2.37E-01
371211 3755000 2.46E-07 6.57E-07 3.81E-07 9.66E-03 2.06E-01 1.65E-02 2.33E-01
371231 3755000 2.42E-07 6.46E-07 3.76E-07 9.49E-03 2.03E-01 1.62E-02 2.29E-01
371251 3755000 2.37E-07 6.35E-07 3.71E-07 9.32E-03 2.00E-01 1.60E-02 2.25E-01
371271 3755000 2.33E-07 6.25E-07 3.66E-07 9.16E-03 1.96E-01 1.58E-02 2.21E-01
371291 3755000 2.29E-07 6.15E-07 3.62E-07 9.00E-03 1.93E-01 1.57E-02 2.18E-01
371311 3755000 2.25E-07 6.06E-07 3.58E-07 8.85E-03 1.90E-01 1.55E-02 2.15E-01
371331 3755000 2.22E-07 5.97E-07 3.55E-07 8.71E-03 1.88E-01 1.54E-02 2.12E-01
371351 3755000 2.19E-07 5.89E-07 3.52E-07 8.59E-03 1.85E-01 1.52E-02 2.09E-01
371371 3755000 2.16E-07 5.82E-07 3.49E-07 8.47E-03 1.83E-01 1.51E-02 2.07E-01
371391 3755000 2.13E-07 5.76E-07 3.47E-07 8.36E-03 1.81E-01 1.50E-02 2.04E-01
371411 3755000 2.10E-07 5.70E-07 3.46E-07 8.27E-03 1.79E-01 1.50E-02 2.02E-01
371431 3755000 2.08E-07 5.65E-07 3.44E-07 8.18E-03 1.78E-01 1.49E-02 2.01E-01
371451 3755000 2.06E-07 5.61E-07 3.43E-07 8.10E-03 1.76E-01 1.48E-02 1.99E-01
371471 3755000 2.05E-07 5.57E-07 3.42E-07 8.04E-03 1.75E-01 1.48E-02 1.98E-01
371491 3755000 2.03E-07 5.54E-07 3.42E-07 7.98E-03 1.74E-01 1.48E-02 1.97E-01
371511 3755000 2.02E-07 5.51E-07 3.41E-07 7.94E-03 1.73E-01 1.48E-02 1.96E-01
371531 3755000 2.01E-07 5.49E-07 3.41E-07 7.90E-03 1.73E-01 1.48E-02 1.95E-01
371551 3755000 2.00E-07 5.48E-07 3.42E-07 7.87E-03 1.72E-01 1.48E-02 1.95E-01
371571 3755000 2.00E-07 5.47E-07 3.42E-07 7.85E-03 1.72E-01 1.48E-02 1.95E-01
371591 3755000 2.00E-07 5.47E-07 3.43E-07 7.84E-03 1.72E-01 1.48E-02 1.94E-01
371611 3755000 1.99E-07 5.46E-07 3.43E-07 7.83E-03 1.72E-01 1.49E-02 1.94E-01
371631 3755000 1.99E-07 5.47E-07 3.44E-07 7.83E-03 1.72E-01 1.49E-02 1.95E-01
371651 3755000 2.00E-07 5.48E-07 3.46E-07 7.84E-03 1.72E-01 1.50E-02 1.95E-01
371671 3755000 2.00E-07 5.49E-07 3.47E-07 7.85E-03 1.72E-01 1.50E-02 1.95E-01
371691 3755000 2.00E-07 5.50E-07 3.49E-07 7.87E-03 1.73E-01 1.51E-02 1.96E-01
371711 3755000 2.01E-07 5.53E-07 3.51E-07 7.89E-03 1.74E-01 1.52E-02 1.97E-01
371731 3755000 2.02E-07 5.55E-07 3.54E-07 7.93E-03 1.74E-01 1.53E-02 1.98E-01
371751 3755000 2.03E-07 5.58E-07 3.56E-07 7.97E-03 1.75E-01 1.54E-02 1.99E-01
371771 3755000 2.04E-07 5.62E-07 3.60E-07 8.01E-03 1.77E-01 1.56E-02 2.00E-01
371791 3755000 2.05E-07 5.66E-07 3.63E-07 8.07E-03 1.78E-01 1.57E-02 2.02E-01
371811 3755000 2.07E-07 5.71E-07 3.67E-07 8.14E-03 1.80E-01 1.59E-02 2.04E-01
371831 3755000 2.09E-07 5.77E-07 3.71E-07 8.22E-03 1.81E-01 1.61E-02 2.06E-01
370571 3755020 2.50E-07 7.01E-07 4.73E-07 9.82E-03 2.20E-01 2.05E-02 2.50E-01
370591 3755020 2.52E-07 7.06E-07 4.75E-07 9.91E-03 2.22E-01 2.05E-02 2.52E-01
370611 3755020 2.55E-07 7.13E-07 4.77E-07 1.00E-02 2.24E-01 2.06E-02 2.55E-01
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3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5
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million)Dose (mg/kg-day) Cancer Risk (in one million)
370631 3755020 2.57E-07 7.18E-07 4.78E-07 1.01E-02 2.26E-01 2.07E-02 2.56E-01
370651 3755020 2.60E-07 7.23E-07 4.79E-07 1.02E-02 2.27E-01 2.07E-02 2.58E-01
370671 3755020 2.62E-07 7.28E-07 4.80E-07 1.03E-02 2.29E-01 2.08E-02 2.60E-01
370691 3755020 2.65E-07 7.34E-07 4.81E-07 1.04E-02 2.31E-01 2.08E-02 2.62E-01
370711 3755020 2.66E-07 7.37E-07 4.80E-07 1.05E-02 2.32E-01 2.08E-02 2.63E-01
370731 3755020 2.68E-07 7.40E-07 4.78E-07 1.05E-02 2.32E-01 2.07E-02 2.64E-01
370751 3755020 2.69E-07 7.40E-07 4.75E-07 1.05E-02 2.33E-01 2.06E-02 2.64E-01
370771 3755020 2.69E-07 7.40E-07 4.72E-07 1.06E-02 2.33E-01 2.04E-02 2.64E-01
370791 3755020 2.70E-07 7.40E-07 4.69E-07 1.06E-02 2.33E-01 2.03E-02 2.64E-01
370811 3755020 2.64E-07 7.24E-07 4.58E-07 1.04E-02 2.28E-01 1.98E-02 2.58E-01
370831 3755020 2.64E-07 7.23E-07 4.54E-07 1.04E-02 2.27E-01 1.97E-02 2.57E-01
370851 3755020 2.64E-07 7.21E-07 4.50E-07 1.04E-02 2.27E-01 1.95E-02 2.56E-01
370871 3755020 2.64E-07 7.20E-07 4.46E-07 1.04E-02 2.26E-01 1.93E-02 2.56E-01
370891 3755020 2.64E-07 7.18E-07 4.41E-07 1.04E-02 2.26E-01 1.91E-02 2.55E-01
370911 3755020 2.71E-07 7.34E-07 4.45E-07 1.07E-02 2.31E-01 1.93E-02 2.61E-01
370931 3755020 2.71E-07 7.32E-07 4.41E-07 1.07E-02 2.30E-01 1.91E-02 2.60E-01
370951 3755020 2.70E-07 7.27E-07 4.35E-07 1.06E-02 2.28E-01 1.88E-02 2.58E-01
370971 3755020 2.70E-07 7.27E-07 4.33E-07 1.06E-02 2.29E-01 1.87E-02 2.58E-01
370991 3755020 2.70E-07 7.25E-07 4.29E-07 1.06E-02 2.28E-01 1.86E-02 2.57E-01
371011 3755020 2.67E-07 7.17E-07 4.22E-07 1.05E-02 2.25E-01 1.83E-02 2.54E-01
371031 3755020 2.65E-07 7.08E-07 4.15E-07 1.04E-02 2.23E-01 1.80E-02 2.51E-01
371051 3755020 2.61E-07 6.99E-07 4.08E-07 1.03E-02 2.20E-01 1.77E-02 2.48E-01
371071 3755020 2.58E-07 6.89E-07 4.02E-07 1.01E-02 2.17E-01 1.74E-02 2.44E-01
371091 3755020 2.54E-07 6.79E-07 3.95E-07 9.99E-03 2.13E-01 1.71E-02 2.41E-01
371111 3755020 2.50E-07 6.69E-07 3.88E-07 9.84E-03 2.10E-01 1.68E-02 2.37E-01
371131 3755020 2.47E-07 6.58E-07 3.82E-07 9.68E-03 2.07E-01 1.65E-02 2.33E-01
371151 3755020 2.42E-07 6.47E-07 3.76E-07 9.52E-03 2.03E-01 1.63E-02 2.29E-01
371171 3755020 2.38E-07 6.36E-07 3.70E-07 9.36E-03 2.00E-01 1.60E-02 2.25E-01
371191 3755020 2.34E-07 6.26E-07 3.64E-07 9.20E-03 1.97E-01 1.58E-02 2.22E-01
371211 3755020 2.30E-07 6.15E-07 3.59E-07 9.04E-03 1.93E-01 1.55E-02 2.18E-01
371231 3755020 2.26E-07 6.05E-07 3.54E-07 8.88E-03 1.90E-01 1.53E-02 2.14E-01
371251 3755020 2.22E-07 5.95E-07 3.50E-07 8.72E-03 1.87E-01 1.51E-02 2.11E-01
371271 3755020 2.18E-07 5.86E-07 3.46E-07 8.58E-03 1.84E-01 1.50E-02 2.08E-01
371291 3755020 2.15E-07 5.77E-07 3.42E-07 8.43E-03 1.81E-01 1.48E-02 2.05E-01
371311 3755020 2.11E-07 5.69E-07 3.38E-07 8.30E-03 1.79E-01 1.46E-02 2.02E-01
371331 3755020 2.08E-07 5.61E-07 3.35E-07 8.17E-03 1.76E-01 1.45E-02 1.99E-01
371351 3755020 2.05E-07 5.54E-07 3.33E-07 8.05E-03 1.74E-01 1.44E-02 1.96E-01
371371 3755020 2.02E-07 5.47E-07 3.30E-07 7.94E-03 1.72E-01 1.43E-02 1.94E-01
371391 3755020 2.00E-07 5.41E-07 3.28E-07 7.85E-03 1.70E-01 1.42E-02 1.92E-01
371411 3755020 1.97E-07 5.36E-07 3.26E-07 7.76E-03 1.68E-01 1.41E-02 1.90E-01
371431 3755020 1.95E-07 5.31E-07 3.25E-07 7.68E-03 1.67E-01 1.41E-02 1.89E-01
371451 3755020 1.94E-07 5.27E-07 3.24E-07 7.61E-03 1.66E-01 1.40E-02 1.87E-01
371471 3755020 1.92E-07 5.24E-07 3.23E-07 7.55E-03 1.65E-01 1.40E-02 1.86E-01
371491 3755020 1.91E-07 5.21E-07 3.23E-07 7.50E-03 1.64E-01 1.40E-02 1.85E-01
371511 3755020 1.90E-07 5.18E-07 3.22E-07 7.45E-03 1.63E-01 1.39E-02 1.84E-01
371531 3755020 1.89E-07 5.16E-07 3.22E-07 7.42E-03 1.62E-01 1.39E-02 1.84E-01
371551 3755020 1.88E-07 5.15E-07 3.22E-07 7.39E-03 1.62E-01 1.39E-02 1.83E-01
371571 3755020 1.88E-07 5.14E-07 3.23E-07 7.37E-03 1.62E-01 1.40E-02 1.83E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5
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million)
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Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371591 3755020 1.87E-07 5.13E-07 3.23E-07 7.35E-03 1.61E-01 1.40E-02 1.83E-01
371611 3755020 1.87E-07 5.13E-07 3.24E-07 7.35E-03 1.61E-01 1.40E-02 1.83E-01
371631 3755020 1.87E-07 5.13E-07 3.24E-07 7.34E-03 1.61E-01 1.40E-02 1.83E-01
371651 3755020 1.87E-07 5.14E-07 3.25E-07 7.35E-03 1.61E-01 1.41E-02 1.83E-01
371671 3755020 1.87E-07 5.15E-07 3.27E-07 7.35E-03 1.62E-01 1.41E-02 1.83E-01
371691 3755020 1.87E-07 5.16E-07 3.28E-07 7.37E-03 1.62E-01 1.42E-02 1.84E-01
371711 3755020 1.88E-07 5.17E-07 3.30E-07 7.39E-03 1.63E-01 1.43E-02 1.84E-01
371731 3755020 1.89E-07 5.20E-07 3.32E-07 7.41E-03 1.63E-01 1.44E-02 1.85E-01
371751 3755020 1.89E-07 5.22E-07 3.34E-07 7.44E-03 1.64E-01 1.45E-02 1.86E-01
371771 3755020 1.90E-07 5.25E-07 3.37E-07 7.48E-03 1.65E-01 1.46E-02 1.87E-01
371791 3755020 1.92E-07 5.28E-07 3.40E-07 7.52E-03 1.66E-01 1.47E-02 1.88E-01
371811 3755020 1.93E-07 5.32E-07 3.43E-07 7.58E-03 1.67E-01 1.48E-02 1.90E-01
371831 3755020 1.94E-07 5.37E-07 3.46E-07 7.64E-03 1.69E-01 1.50E-02 1.91E-01
370571 3755040 2.40E-07 6.72E-07 4.53E-07 9.42E-03 2.11E-01 1.96E-02 2.40E-01
370591 3755040 2.42E-07 6.76E-07 4.53E-07 9.50E-03 2.12E-01 1.96E-02 2.41E-01
370611 3755040 2.44E-07 6.81E-07 4.55E-07 9.59E-03 2.14E-01 1.97E-02 2.43E-01
370631 3755040 2.46E-07 6.86E-07 4.55E-07 9.67E-03 2.15E-01 1.97E-02 2.45E-01
370651 3755040 2.48E-07 6.90E-07 4.56E-07 9.75E-03 2.17E-01 1.97E-02 2.46E-01
370671 3755040 2.50E-07 6.94E-07 4.56E-07 9.82E-03 2.18E-01 1.97E-02 2.48E-01
370691 3755040 2.52E-07 6.98E-07 4.56E-07 9.90E-03 2.19E-01 1.97E-02 2.49E-01
370711 3755040 2.53E-07 7.00E-07 4.55E-07 9.95E-03 2.20E-01 1.97E-02 2.50E-01
370731 3755040 2.55E-07 7.02E-07 4.53E-07 1.00E-02 2.21E-01 1.96E-02 2.50E-01
370751 3755040 2.55E-07 7.02E-07 4.50E-07 1.00E-02 2.21E-01 1.95E-02 2.50E-01
370771 3755040 2.50E-07 6.91E-07 4.46E-07 9.83E-03 2.17E-01 1.93E-02 2.46E-01
370791 3755040 2.51E-07 6.88E-07 4.38E-07 9.84E-03 2.16E-01 1.90E-02 2.45E-01
370811 3755040 2.50E-07 6.85E-07 4.33E-07 9.82E-03 2.15E-01 1.87E-02 2.44E-01
370831 3755040 2.50E-07 6.83E-07 4.29E-07 9.81E-03 2.15E-01 1.86E-02 2.43E-01
370851 3755040 2.49E-07 6.79E-07 4.24E-07 9.78E-03 2.14E-01 1.83E-02 2.42E-01
370871 3755040 2.49E-07 6.79E-07 4.20E-07 9.80E-03 2.13E-01 1.82E-02 2.41E-01
370891 3755040 2.50E-07 6.78E-07 4.17E-07 9.81E-03 2.13E-01 1.80E-02 2.41E-01
370911 3755040 2.56E-07 6.91E-07 4.20E-07 1.00E-02 2.17E-01 1.82E-02 2.45E-01
370931 3755040 2.55E-07 6.89E-07 4.16E-07 1.00E-02 2.17E-01 1.80E-02 2.45E-01
370951 3755040 2.54E-07 6.84E-07 4.11E-07 9.97E-03 2.15E-01 1.78E-02 2.43E-01
370971 3755040 2.54E-07 6.84E-07 4.09E-07 9.98E-03 2.15E-01 1.77E-02 2.43E-01
370991 3755040 2.53E-07 6.80E-07 4.04E-07 9.95E-03 2.14E-01 1.75E-02 2.41E-01
371011 3755040 2.51E-07 6.73E-07 3.98E-07 9.85E-03 2.11E-01 1.72E-02 2.38E-01
371031 3755040 2.48E-07 6.65E-07 3.91E-07 9.74E-03 2.09E-01 1.69E-02 2.36E-01
371051 3755040 2.45E-07 6.56E-07 3.85E-07 9.62E-03 2.06E-01 1.67E-02 2.32E-01
371071 3755040 2.42E-07 6.46E-07 3.79E-07 9.49E-03 2.03E-01 1.64E-02 2.29E-01
371091 3755040 2.38E-07 6.37E-07 3.72E-07 9.36E-03 2.00E-01 1.61E-02 2.26E-01
371111 3755040 2.35E-07 6.27E-07 3.66E-07 9.21E-03 1.97E-01 1.59E-02 2.22E-01
371131 3755040 2.31E-07 6.17E-07 3.60E-07 9.07E-03 1.94E-01 1.56E-02 2.19E-01
371151 3755040 2.27E-07 6.07E-07 3.55E-07 8.92E-03 1.91E-01 1.54E-02 2.15E-01
371171 3755040 2.23E-07 5.97E-07 3.50E-07 8.77E-03 1.88E-01 1.51E-02 2.12E-01
371191 3755040 2.19E-07 5.87E-07 3.44E-07 8.62E-03 1.85E-01 1.49E-02 2.08E-01
371211 3755040 2.16E-07 5.78E-07 3.40E-07 8.47E-03 1.82E-01 1.47E-02 2.05E-01
371231 3755040 2.12E-07 5.68E-07 3.35E-07 8.32E-03 1.79E-01 1.45E-02 2.01E-01
371251 3755040 2.08E-07 5.59E-07 3.31E-07 8.18E-03 1.76E-01 1.43E-02 1.98E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
371271 3755040 2.05E-07 5.51E-07 3.27E-07 8.05E-03 1.73E-01 1.41E-02 1.95E-01
371291 3755040 2.02E-07 5.43E-07 3.23E-07 7.92E-03 1.71E-01 1.40E-02 1.92E-01
371311 3755040 1.98E-07 5.35E-07 3.20E-07 7.79E-03 1.68E-01 1.39E-02 1.90E-01
371331 3755040 1.95E-07 5.28E-07 3.17E-07 7.68E-03 1.66E-01 1.37E-02 1.87E-01
371351 3755040 1.93E-07 5.21E-07 3.15E-07 7.57E-03 1.64E-01 1.36E-02 1.85E-01
371371 3755040 1.90E-07 5.15E-07 3.12E-07 7.47E-03 1.62E-01 1.35E-02 1.83E-01
371391 3755040 1.88E-07 5.09E-07 3.11E-07 7.38E-03 1.60E-01 1.34E-02 1.81E-01
371411 3755040 1.86E-07 5.04E-07 3.09E-07 7.29E-03 1.59E-01 1.34E-02 1.79E-01
371431 3755040 1.84E-07 5.00E-07 3.08E-07 7.22E-03 1.57E-01 1.33E-02 1.78E-01
371451 3755040 1.82E-07 4.96E-07 3.07E-07 7.16E-03 1.56E-01 1.33E-02 1.76E-01
371471 3755040 1.81E-07 4.93E-07 3.06E-07 7.10E-03 1.55E-01 1.32E-02 1.75E-01
371491 3755040 1.79E-07 4.90E-07 3.05E-07 7.05E-03 1.54E-01 1.32E-02 1.74E-01
371511 3755040 1.78E-07 4.88E-07 3.05E-07 7.01E-03 1.53E-01 1.32E-02 1.74E-01
371531 3755040 1.78E-07 4.86E-07 3.05E-07 6.97E-03 1.53E-01 1.32E-02 1.73E-01
371551 3755040 1.77E-07 4.85E-07 3.05E-07 6.95E-03 1.52E-01 1.32E-02 1.72E-01
371571 3755040 1.76E-07 4.84E-07 3.05E-07 6.93E-03 1.52E-01 1.32E-02 1.72E-01
371591 3755040 1.76E-07 4.83E-07 3.05E-07 6.91E-03 1.52E-01 1.32E-02 1.72E-01
371611 3755040 1.76E-07 4.83E-07 3.06E-07 6.90E-03 1.52E-01 1.32E-02 1.72E-01
371631 3755040 1.76E-07 4.83E-07 3.06E-07 6.90E-03 1.52E-01 1.33E-02 1.72E-01
371651 3755040 1.76E-07 4.83E-07 3.07E-07 6.90E-03 1.52E-01 1.33E-02 1.72E-01
371671 3755040 1.76E-07 4.84E-07 3.08E-07 6.90E-03 1.52E-01 1.33E-02 1.72E-01
371691 3755040 1.76E-07 4.85E-07 3.09E-07 6.91E-03 1.52E-01 1.34E-02 1.73E-01
371711 3755040 1.76E-07 4.86E-07 3.11E-07 6.93E-03 1.53E-01 1.34E-02 1.73E-01
371731 3755040 1.77E-07 4.88E-07 3.12E-07 6.95E-03 1.53E-01 1.35E-02 1.74E-01
371751 3755040 1.77E-07 4.90E-07 3.14E-07 6.97E-03 1.54E-01 1.36E-02 1.74E-01
371771 3755040 1.78E-07 4.92E-07 3.16E-07 7.00E-03 1.55E-01 1.37E-02 1.75E-01
371791 3755040 1.79E-07 4.95E-07 3.19E-07 7.04E-03 1.56E-01 1.38E-02 1.76E-01
371811 3755040 1.80E-07 4.98E-07 3.21E-07 7.08E-03 1.57E-01 1.39E-02 1.78E-01
371831 3755040 1.82E-07 5.02E-07 3.24E-07 7.13E-03 1.58E-01 1.40E-02 1.79E-01
370745 3754274 1.32E-06 4.40E-06 4.23E-06 5.20E-02 1.38E+00 1.83E-01 1.62E+00
370755 3754274 1.37E-06 4.56E-06 4.40E-06 5.38E-02 1.43E+00 1.91E-01 1.68E+00
370765 3754274 1.41E-06 4.73E-06 4.59E-06 5.56E-02 1.49E+00 1.98E-01 1.74E+00
370775 3754274 1.46E-06 4.90E-06 4.77E-06 5.74E-02 1.54E+00 2.07E-01 1.80E+00
370785 3754274 1.51E-06 5.07E-06 4.96E-06 5.93E-02 1.59E+00 2.15E-01 1.87E+00
370795 3754274 1.56E-06 5.27E-06 5.18E-06 6.13E-02 1.66E+00 2.24E-01 1.94E+00
370805 3754274 1.62E-06 5.48E-06 5.41E-06 6.35E-02 1.72E+00 2.34E-01 2.02E+00
370815 3754274 1.68E-06 5.70E-06 5.66E-06 6.59E-02 1.79E+00 2.45E-01 2.10E+00
370825 3754274 1.74E-06 5.95E-06 5.94E-06 6.84E-02 1.87E+00 2.57E-01 2.20E+00
370835 3754274 1.81E-06 6.21E-06 6.24E-06 7.12E-02 1.95E+00 2.70E-01 2.29E+00
370745 3754284 1.34E-06 4.42E-06 4.21E-06 5.25E-02 1.39E+00 1.82E-01 1.62E+00
370755 3754284 1.38E-06 4.58E-06 4.39E-06 5.42E-02 1.44E+00 1.90E-01 1.68E+00
370765 3754284 1.43E-06 4.75E-06 4.57E-06 5.61E-02 1.49E+00 1.98E-01 1.75E+00
370775 3754284 1.47E-06 4.92E-06 4.75E-06 5.79E-02 1.55E+00 2.06E-01 1.81E+00
370785 3754284 1.52E-06 5.09E-06 4.94E-06 5.98E-02 1.60E+00 2.14E-01 1.87E+00
370795 3754284 1.58E-06 5.29E-06 5.16E-06 6.19E-02 1.66E+00 2.23E-01 1.95E+00
370805 3754284 1.63E-06 5.51E-06 5.39E-06 6.42E-02 1.73E+00 2.33E-01 2.03E+00
370815 3754284 1.70E-06 5.73E-06 5.64E-06 6.66E-02 1.80E+00 2.44E-01 2.11E+00
370825 3754284 1.76E-06 5.98E-06 5.91E-06 6.92E-02 1.88E+00 2.56E-01 2.20E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370835 3754284 1.83E-06 6.23E-06 6.20E-06 7.18E-02 1.96E+00 2.68E-01 2.30E+00
370745 3754294 1.35E-06 4.43E-06 4.19E-06 5.29E-02 1.39E+00 1.81E-01 1.63E+00
370755 3754294 1.39E-06 4.60E-06 4.37E-06 5.47E-02 1.44E+00 1.89E-01 1.69E+00
370765 3754294 1.44E-06 4.77E-06 4.55E-06 5.66E-02 1.50E+00 1.97E-01 1.75E+00
370775 3754294 1.49E-06 4.94E-06 4.73E-06 5.85E-02 1.55E+00 2.05E-01 1.82E+00
370785 3754294 1.53E-06 5.11E-06 4.91E-06 6.03E-02 1.60E+00 2.12E-01 1.88E+00
370795 3754294 1.59E-06 5.31E-06 5.12E-06 6.24E-02 1.67E+00 2.22E-01 1.95E+00
370805 3754294 1.65E-06 5.52E-06 5.35E-06 6.47E-02 1.73E+00 2.32E-01 2.03E+00
370815 3754294 1.71E-06 5.75E-06 5.60E-06 6.72E-02 1.81E+00 2.42E-01 2.12E+00
370825 3754294 1.78E-06 5.99E-06 5.87E-06 6.98E-02 1.88E+00 2.54E-01 2.21E+00
370835 3754294 1.84E-06 6.25E-06 6.15E-06 7.25E-02 1.96E+00 2.66E-01 2.30E+00
370745 3754304 1.35E-06 4.44E-06 4.16E-06 5.32E-02 1.39E+00 1.80E-01 1.63E+00
370755 3754304 1.40E-06 4.60E-06 4.34E-06 5.51E-02 1.45E+00 1.88E-01 1.69E+00
370765 3754304 1.45E-06 4.77E-06 4.51E-06 5.70E-02 1.50E+00 1.95E-01 1.75E+00
370775 3754304 1.50E-06 4.95E-06 4.69E-06 5.89E-02 1.55E+00 2.03E-01 1.82E+00
370785 3754304 1.54E-06 5.11E-06 4.87E-06 6.07E-02 1.61E+00 2.11E-01 1.88E+00
370795 3754304 1.60E-06 5.31E-06 5.08E-06 6.28E-02 1.67E+00 2.20E-01 1.95E+00
370805 3754304 1.66E-06 5.52E-06 5.30E-06 6.51E-02 1.73E+00 2.29E-01 2.03E+00
370815 3754304 1.72E-06 5.74E-06 5.54E-06 6.76E-02 1.81E+00 2.40E-01 2.11E+00
370825 3754304 1.79E-06 5.99E-06 5.80E-06 7.02E-02 1.88E+00 2.51E-01 2.20E+00
370835 3754304 1.86E-06 6.24E-06 6.07E-06 7.29E-02 1.96E+00 2.63E-01 2.30E+00
370745 3754314 1.36E-06 4.44E-06 4.13E-06 5.35E-02 1.39E+00 1.79E-01 1.63E+00
370755 3754314 1.41E-06 4.59E-06 4.29E-06 5.52E-02 1.44E+00 1.85E-01 1.68E+00
370765 3754314 1.45E-06 4.75E-06 4.45E-06 5.70E-02 1.49E+00 1.93E-01 1.74E+00
370775 3754314 1.50E-06 4.92E-06 4.63E-06 5.89E-02 1.55E+00 2.00E-01 1.81E+00
370785 3754314 1.55E-06 5.10E-06 4.81E-06 6.09E-02 1.60E+00 2.08E-01 1.87E+00
370795 3754314 1.60E-06 5.29E-06 5.01E-06 6.30E-02 1.66E+00 2.17E-01 1.94E+00
370805 3754314 1.66E-06 5.50E-06 5.23E-06 6.53E-02 1.73E+00 2.26E-01 2.02E+00
370815 3754314 1.72E-06 5.72E-06 5.46E-06 6.78E-02 1.80E+00 2.36E-01 2.10E+00
370825 3754314 1.79E-06 5.96E-06 5.71E-06 7.04E-02 1.87E+00 2.47E-01 2.19E+00
370835 3754314 1.86E-06 6.22E-06 5.99E-06 7.32E-02 1.96E+00 2.59E-01 2.29E+00
370745 3754324 1.37E-06 4.43E-06 4.09E-06 5.37E-02 1.39E+00 1.77E-01 1.62E+00
370755 3754324 1.41E-06 4.59E-06 4.25E-06 5.55E-02 1.44E+00 1.84E-01 1.68E+00
370765 3754324 1.46E-06 4.75E-06 4.41E-06 5.73E-02 1.49E+00 1.91E-01 1.74E+00
370775 3754324 1.51E-06 4.92E-06 4.58E-06 5.92E-02 1.55E+00 1.98E-01 1.80E+00
370785 3754324 1.56E-06 5.09E-06 4.76E-06 6.12E-02 1.60E+00 2.06E-01 1.87E+00
370795 3754324 1.61E-06 5.28E-06 4.95E-06 6.33E-02 1.66E+00 2.14E-01 1.94E+00
370805 3754324 1.67E-06 5.49E-06 5.16E-06 6.56E-02 1.73E+00 2.23E-01 2.01E+00
370815 3754324 1.73E-06 5.71E-06 5.39E-06 6.81E-02 1.80E+00 2.33E-01 2.10E+00
370825 3754324 1.80E-06 5.95E-06 5.64E-06 7.07E-02 1.87E+00 2.44E-01 2.19E+00
370835 3754324 1.87E-06 6.20E-06 5.90E-06 7.35E-02 1.95E+00 2.55E-01 2.28E+00
370745 3754334 1.37E-06 4.42E-06 4.04E-06 5.39E-02 1.39E+00 1.75E-01 1.62E+00
370755 3754334 1.42E-06 4.58E-06 4.20E-06 5.57E-02 1.44E+00 1.82E-01 1.68E+00
370765 3754334 1.46E-06 4.74E-06 4.36E-06 5.75E-02 1.49E+00 1.89E-01 1.74E+00
370775 3754334 1.51E-06 4.91E-06 4.52E-06 5.94E-02 1.54E+00 1.96E-01 1.80E+00
370785 3754334 1.56E-06 5.08E-06 4.70E-06 6.14E-02 1.60E+00 2.03E-01 1.86E+00
370795 3754334 1.62E-06 5.27E-06 4.88E-06 6.35E-02 1.65E+00 2.11E-01 1.93E+00
370805 3754334 1.67E-06 5.47E-06 5.09E-06 6.58E-02 1.72E+00 2.20E-01 2.00E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370815 3754334 1.74E-06 5.69E-06 5.31E-06 6.83E-02 1.79E+00 2.30E-01 2.09E+00
370825 3754334 1.80E-06 5.92E-06 5.55E-06 7.09E-02 1.86E+00 2.40E-01 2.17E+00
370835 3754334 1.88E-06 6.18E-06 5.81E-06 7.37E-02 1.94E+00 2.51E-01 2.27E+00
370745 3754344 1.37E-06 4.41E-06 3.99E-06 5.40E-02 1.38E+00 1.73E-01 1.61E+00
370755 3754344 1.42E-06 4.56E-06 4.14E-06 5.58E-02 1.43E+00 1.79E-01 1.67E+00
370765 3754344 1.47E-06 4.72E-06 4.30E-06 5.76E-02 1.48E+00 1.86E-01 1.73E+00
370775 3754344 1.51E-06 4.88E-06 4.46E-06 5.95E-02 1.54E+00 1.93E-01 1.79E+00
370785 3754344 1.57E-06 5.06E-06 4.63E-06 6.15E-02 1.59E+00 2.00E-01 1.85E+00
370795 3754344 1.62E-06 5.23E-06 4.80E-06 6.34E-02 1.64E+00 2.08E-01 1.91E+00
370805 3754344 1.67E-06 5.42E-06 4.99E-06 6.56E-02 1.70E+00 2.16E-01 1.99E+00
370815 3754344 1.73E-06 5.63E-06 5.20E-06 6.81E-02 1.77E+00 2.25E-01 2.06E+00
370825 3754344 1.80E-06 5.87E-06 5.44E-06 7.08E-02 1.85E+00 2.35E-01 2.15E+00
370835 3754344 1.88E-06 6.13E-06 5.69E-06 7.37E-02 1.93E+00 2.46E-01 2.25E+00
370745 3754354 1.37E-06 4.38E-06 3.93E-06 5.40E-02 1.38E+00 1.70E-01 1.60E+00
370755 3754354 1.42E-06 4.54E-06 4.08E-06 5.58E-02 1.43E+00 1.76E-01 1.66E+00
370765 3754354 1.47E-06 4.69E-06 4.23E-06 5.76E-02 1.47E+00 1.83E-01 1.71E+00
370775 3754354 1.51E-06 4.85E-06 4.38E-06 5.95E-02 1.52E+00 1.90E-01 1.77E+00
370785 3754354 1.56E-06 5.02E-06 4.55E-06 6.14E-02 1.58E+00 1.97E-01 1.84E+00
370795 3754354 1.61E-06 5.19E-06 4.71E-06 6.34E-02 1.63E+00 2.04E-01 1.90E+00
370805 3754354 1.67E-06 5.37E-06 4.89E-06 6.55E-02 1.69E+00 2.12E-01 1.97E+00
370815 3754354 1.73E-06 5.59E-06 5.10E-06 6.79E-02 1.76E+00 2.21E-01 2.04E+00
370825 3754354 1.80E-06 5.82E-06 5.32E-06 7.06E-02 1.83E+00 2.30E-01 2.13E+00
370835 3754354 1.87E-06 6.07E-06 5.57E-06 7.36E-02 1.91E+00 2.41E-01 2.22E+00
370745 3754364 1.37E-06 4.36E-06 3.87E-06 5.39E-02 1.37E+00 1.67E-01 1.59E+00
370755 3754364 1.42E-06 4.50E-06 4.01E-06 5.57E-02 1.41E+00 1.73E-01 1.64E+00
370765 3754364 1.46E-06 4.65E-06 4.15E-06 5.74E-02 1.46E+00 1.79E-01 1.70E+00
370775 3754364 1.51E-06 4.81E-06 4.30E-06 5.93E-02 1.51E+00 1.86E-01 1.76E+00
370785 3754364 1.56E-06 4.98E-06 4.46E-06 6.13E-02 1.57E+00 1.93E-01 1.82E+00
370795 3754364 1.61E-06 5.16E-06 4.63E-06 6.34E-02 1.62E+00 2.00E-01 1.88E+00
370805 3754364 1.67E-06 5.34E-06 4.81E-06 6.56E-02 1.68E+00 2.08E-01 1.95E+00
370815 3754364 1.73E-06 5.55E-06 5.01E-06 6.80E-02 1.75E+00 2.17E-01 2.03E+00
370825 3754364 1.80E-06 5.79E-06 5.23E-06 7.08E-02 1.82E+00 2.26E-01 2.12E+00
370835 3754364 1.87E-06 6.03E-06 5.46E-06 7.35E-02 1.89E+00 2.36E-01 2.20E+00
370745 3754374 1.37E-06 4.32E-06 3.80E-06 5.38E-02 1.36E+00 1.64E-01 1.58E+00
370755 3754374 1.41E-06 4.47E-06 3.93E-06 5.55E-02 1.40E+00 1.70E-01 1.63E+00
370765 3754374 1.46E-06 4.62E-06 4.07E-06 5.73E-02 1.45E+00 1.76E-01 1.69E+00
370775 3754374 1.50E-06 4.77E-06 4.22E-06 5.91E-02 1.50E+00 1.82E-01 1.74E+00
370785 3754374 1.55E-06 4.93E-06 4.37E-06 6.11E-02 1.55E+00 1.89E-01 1.80E+00
370795 3754374 1.61E-06 5.11E-06 4.54E-06 6.32E-02 1.61E+00 1.96E-01 1.87E+00
370805 3754374 1.67E-06 5.30E-06 4.71E-06 6.54E-02 1.67E+00 2.04E-01 1.93E+00
370815 3754374 1.73E-06 5.51E-06 4.91E-06 6.79E-02 1.73E+00 2.12E-01 2.01E+00
370825 3754374 1.80E-06 5.73E-06 5.12E-06 7.05E-02 1.80E+00 2.21E-01 2.09E+00
370835 3754374 1.86E-06 5.96E-06 5.33E-06 7.32E-02 1.87E+00 2.31E-01 2.18E+00
370745 3754384 1.36E-06 4.29E-06 3.73E-06 5.36E-02 1.35E+00 1.61E-01 1.56E+00
370755 3754384 1.41E-06 4.43E-06 3.86E-06 5.53E-02 1.39E+00 1.67E-01 1.61E+00
370765 3754384 1.45E-06 4.57E-06 3.99E-06 5.71E-02 1.44E+00 1.73E-01 1.67E+00
370775 3754384 1.50E-06 4.72E-06 4.13E-06 5.89E-02 1.48E+00 1.79E-01 1.72E+00
370785 3754384 1.55E-06 4.88E-06 4.28E-06 6.08E-02 1.54E+00 1.85E-01 1.78E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370795 3754384 1.60E-06 5.06E-06 4.44E-06 6.29E-02 1.59E+00 1.92E-01 1.84E+00
370805 3754384 1.66E-06 5.24E-06 4.60E-06 6.51E-02 1.65E+00 1.99E-01 1.91E+00
370815 3754384 1.72E-06 5.44E-06 4.79E-06 6.74E-02 1.71E+00 2.07E-01 1.98E+00
370825 3754384 1.78E-06 5.65E-06 4.99E-06 7.00E-02 1.78E+00 2.16E-01 2.06E+00
370835 3754384 1.85E-06 5.88E-06 5.20E-06 7.28E-02 1.85E+00 2.25E-01 2.15E+00
370745 3754394 1.36E-06 4.24E-06 3.65E-06 5.33E-02 1.33E+00 1.58E-01 1.54E+00
370755 3754394 1.40E-06 4.38E-06 3.78E-06 5.51E-02 1.38E+00 1.64E-01 1.60E+00
370765 3754394 1.45E-06 4.52E-06 3.91E-06 5.68E-02 1.42E+00 1.69E-01 1.65E+00
370775 3754394 1.49E-06 4.67E-06 4.04E-06 5.86E-02 1.47E+00 1.75E-01 1.70E+00
370785 3754394 1.54E-06 4.83E-06 4.18E-06 6.05E-02 1.52E+00 1.81E-01 1.76E+00
370795 3754394 1.59E-06 5.00E-06 4.33E-06 6.25E-02 1.57E+00 1.88E-01 1.82E+00
370805 3754394 1.65E-06 5.17E-06 4.49E-06 6.46E-02 1.63E+00 1.94E-01 1.88E+00
370815 3754394 1.71E-06 5.37E-06 4.67E-06 6.70E-02 1.69E+00 2.02E-01 1.96E+00
370825 3754394 1.77E-06 5.58E-06 4.86E-06 6.95E-02 1.75E+00 2.10E-01 2.03E+00
370835 3754394 1.84E-06 5.80E-06 5.05E-06 7.22E-02 1.82E+00 2.19E-01 2.11E+00
370745 3754404 1.35E-06 4.19E-06 3.57E-06 5.30E-02 1.32E+00 1.55E-01 1.52E+00
370755 3754404 1.39E-06 4.33E-06 3.70E-06 5.47E-02 1.36E+00 1.60E-01 1.57E+00
370765 3754404 1.44E-06 4.47E-06 3.82E-06 5.64E-02 1.40E+00 1.65E-01 1.63E+00
370775 3754404 1.48E-06 4.62E-06 3.95E-06 5.82E-02 1.45E+00 1.71E-01 1.68E+00
370785 3754404 1.53E-06 4.77E-06 4.09E-06 6.01E-02 1.50E+00 1.77E-01 1.74E+00
370795 3754404 1.58E-06 4.93E-06 4.23E-06 6.21E-02 1.55E+00 1.83E-01 1.80E+00
370805 3754404 1.64E-06 5.11E-06 4.39E-06 6.43E-02 1.61E+00 1.90E-01 1.86E+00
370815 3754404 1.69E-06 5.29E-06 4.55E-06 6.65E-02 1.66E+00 1.97E-01 1.93E+00
370825 3754404 1.76E-06 5.49E-06 4.72E-06 6.90E-02 1.73E+00 2.04E-01 2.00E+00
370835 3754404 1.82E-06 5.70E-06 4.91E-06 7.15E-02 1.79E+00 2.12E-01 2.08E+00
370745 3754414 1.34E-06 4.14E-06 3.49E-06 5.26E-02 1.30E+00 1.51E-01 1.50E+00
370755 3754414 1.38E-06 4.27E-06 3.61E-06 5.42E-02 1.34E+00 1.56E-01 1.55E+00
370765 3754414 1.42E-06 4.41E-06 3.73E-06 5.59E-02 1.38E+00 1.61E-01 1.60E+00
370775 3754414 1.47E-06 4.55E-06 3.85E-06 5.77E-02 1.43E+00 1.67E-01 1.65E+00
370785 3754414 1.52E-06 4.70E-06 3.98E-06 5.96E-02 1.48E+00 1.72E-01 1.71E+00
370795 3754414 1.57E-06 4.86E-06 4.12E-06 6.15E-02 1.53E+00 1.78E-01 1.77E+00
370805 3754414 1.62E-06 5.03E-06 4.27E-06 6.36E-02 1.58E+00 1.85E-01 1.83E+00
370815 3754414 1.68E-06 5.21E-06 4.42E-06 6.59E-02 1.64E+00 1.91E-01 1.89E+00
370825 3754414 1.74E-06 5.40E-06 4.59E-06 6.82E-02 1.70E+00 1.98E-01 1.96E+00
370835 3754414 1.80E-06 5.60E-06 4.76E-06 7.07E-02 1.76E+00 2.06E-01 2.04E+00
370745 3754424 1.33E-06 4.08E-06 3.41E-06 5.21E-02 1.28E+00 1.48E-01 1.48E+00
370755 3754424 1.37E-06 4.21E-06 3.52E-06 5.38E-02 1.32E+00 1.52E-01 1.53E+00
370765 3754424 1.41E-06 4.35E-06 3.64E-06 5.55E-02 1.37E+00 1.57E-01 1.58E+00
370775 3754424 1.45E-06 4.48E-06 3.75E-06 5.71E-02 1.41E+00 1.62E-01 1.63E+00
370785 3754424 1.50E-06 4.63E-06 3.88E-06 5.90E-02 1.46E+00 1.68E-01 1.68E+00
370795 3754424 1.55E-06 4.79E-06 4.01E-06 6.10E-02 1.50E+00 1.74E-01 1.74E+00
370805 3754424 1.60E-06 4.95E-06 4.15E-06 6.30E-02 1.56E+00 1.80E-01 1.80E+00
370815 3754424 1.66E-06 5.12E-06 4.30E-06 6.52E-02 1.61E+00 1.86E-01 1.86E+00
370825 3754424 1.72E-06 5.30E-06 4.45E-06 6.74E-02 1.67E+00 1.93E-01 1.93E+00
370835 3754424 1.78E-06 5.50E-06 4.62E-06 6.99E-02 1.73E+00 2.00E-01 2.00E+00
370745 3754434 1.31E-06 4.02E-06 3.32E-06 5.15E-02 1.26E+00 1.44E-01 1.46E+00
370755 3754434 1.35E-06 4.14E-06 3.43E-06 5.31E-02 1.30E+00 1.48E-01 1.50E+00
370765 3754434 1.39E-06 4.27E-06 3.54E-06 5.48E-02 1.34E+00 1.53E-01 1.55E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370775 3754434 1.44E-06 4.40E-06 3.65E-06 5.64E-02 1.38E+00 1.58E-01 1.60E+00
370785 3754434 1.48E-06 4.55E-06 3.77E-06 5.83E-02 1.43E+00 1.63E-01 1.65E+00
370795 3754434 1.53E-06 4.70E-06 3.90E-06 6.02E-02 1.48E+00 1.69E-01 1.71E+00
370805 3754434 1.58E-06 4.86E-06 4.03E-06 6.23E-02 1.53E+00 1.74E-01 1.77E+00
370815 3754434 1.64E-06 5.03E-06 4.17E-06 6.43E-02 1.58E+00 1.80E-01 1.83E+00
370825 3754434 1.69E-06 5.20E-06 4.31E-06 6.65E-02 1.64E+00 1.87E-01 1.89E+00
370835 3754434 1.75E-06 5.39E-06 4.47E-06 6.89E-02 1.69E+00 1.93E-01 1.96E+00
370745 3754444 1.30E-06 3.95E-06 3.24E-06 5.09E-02 1.24E+00 1.40E-01 1.43E+00
370755 3754444 1.33E-06 4.07E-06 3.33E-06 5.24E-02 1.28E+00 1.44E-01 1.47E+00
370765 3754444 1.37E-06 4.19E-06 3.43E-06 5.40E-02 1.32E+00 1.49E-01 1.52E+00
370775 3754444 1.42E-06 4.32E-06 3.54E-06 5.56E-02 1.36E+00 1.53E-01 1.56E+00
370785 3754444 1.46E-06 4.46E-06 3.65E-06 5.74E-02 1.40E+00 1.58E-01 1.62E+00
370795 3754444 1.51E-06 4.61E-06 3.78E-06 5.93E-02 1.45E+00 1.63E-01 1.67E+00
370805 3754444 1.56E-06 4.77E-06 3.90E-06 6.13E-02 1.50E+00 1.69E-01 1.73E+00
370815 3754444 1.61E-06 4.92E-06 4.03E-06 6.34E-02 1.55E+00 1.75E-01 1.79E+00
370825 3754444 1.67E-06 5.09E-06 4.17E-06 6.55E-02 1.60E+00 1.80E-01 1.85E+00
370835 3754444 1.73E-06 5.27E-06 4.32E-06 6.78E-02 1.66E+00 1.87E-01 1.91E+00
370745 3754454 1.28E-06 3.88E-06 3.15E-06 5.02E-02 1.22E+00 1.36E-01 1.40E+00
370755 3754454 1.32E-06 3.99E-06 3.24E-06 5.17E-02 1.26E+00 1.40E-01 1.45E+00
370765 3754454 1.36E-06 4.11E-06 3.34E-06 5.33E-02 1.29E+00 1.44E-01 1.49E+00
370775 3754454 1.40E-06 4.24E-06 3.44E-06 5.49E-02 1.33E+00 1.49E-01 1.54E+00
370785 3754454 1.44E-06 4.37E-06 3.54E-06 5.66E-02 1.37E+00 1.53E-01 1.58E+00
370795 3754454 1.49E-06 4.51E-06 3.66E-06 5.84E-02 1.42E+00 1.58E-01 1.64E+00
370805 3754454 1.54E-06 4.66E-06 3.78E-06 6.03E-02 1.47E+00 1.63E-01 1.69E+00
370815 3754454 1.59E-06 4.82E-06 3.90E-06 6.23E-02 1.51E+00 1.69E-01 1.74E+00
370825 3754454 1.64E-06 4.98E-06 4.03E-06 6.44E-02 1.56E+00 1.74E-01 1.80E+00
370835 3754454 1.70E-06 5.15E-06 4.16E-06 6.66E-02 1.62E+00 1.80E-01 1.87E+00
370745 3754464 1.26E-06 3.80E-06 3.06E-06 4.95E-02 1.20E+00 1.32E-01 1.38E+00
370755 3754464 1.30E-06 3.92E-06 3.15E-06 5.10E-02 1.23E+00 1.36E-01 1.42E+00
370765 3754464 1.34E-06 4.03E-06 3.24E-06 5.25E-02 1.27E+00 1.40E-01 1.46E+00
370775 3754464 1.38E-06 4.16E-06 3.34E-06 5.41E-02 1.31E+00 1.44E-01 1.50E+00
370785 3754464 1.42E-06 4.28E-06 3.44E-06 5.57E-02 1.35E+00 1.49E-01 1.55E+00
370795 3754464 1.46E-06 4.42E-06 3.54E-06 5.75E-02 1.39E+00 1.53E-01 1.60E+00
370805 3754464 1.51E-06 4.56E-06 3.65E-06 5.93E-02 1.43E+00 1.58E-01 1.65E+00
370815 3754464 1.56E-06 4.71E-06 3.77E-06 6.12E-02 1.48E+00 1.63E-01 1.70E+00
370825 3754464 1.61E-06 4.86E-06 3.89E-06 6.32E-02 1.53E+00 1.68E-01 1.76E+00
370835 3754464 1.66E-06 5.03E-06 4.01E-06 6.54E-02 1.58E+00 1.74E-01 1.82E+00
370745 3754474 1.24E-06 3.72E-06 2.97E-06 4.87E-02 1.17E+00 1.28E-01 1.35E+00
370755 3754474 1.28E-06 3.83E-06 3.05E-06 5.01E-02 1.20E+00 1.32E-01 1.39E+00
370765 3754474 1.31E-06 3.95E-06 3.14E-06 5.16E-02 1.24E+00 1.36E-01 1.43E+00
370775 3754474 1.35E-06 4.06E-06 3.23E-06 5.31E-02 1.28E+00 1.40E-01 1.47E+00
370785 3754474 1.39E-06 4.19E-06 3.32E-06 5.47E-02 1.32E+00 1.44E-01 1.51E+00
370795 3754474 1.44E-06 4.32E-06 3.42E-06 5.64E-02 1.36E+00 1.48E-01 1.56E+00
370805 3754474 1.48E-06 4.45E-06 3.53E-06 5.82E-02 1.40E+00 1.53E-01 1.61E+00
370815 3754474 1.53E-06 4.59E-06 3.63E-06 6.00E-02 1.44E+00 1.57E-01 1.66E+00
370825 3754474 1.58E-06 4.74E-06 3.75E-06 6.19E-02 1.49E+00 1.62E-01 1.71E+00
370835 3754474 1.63E-06 4.90E-06 3.86E-06 6.40E-02 1.54E+00 1.67E-01 1.77E+00
370745 3754484 1.22E-06 3.64E-06 2.87E-06 4.78E-02 1.14E+00 1.24E-01 1.32E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370755 3754484 1.25E-06 3.75E-06 2.95E-06 4.92E-02 1.18E+00 1.28E-01 1.35E+00
370765 3754484 1.29E-06 3.85E-06 3.04E-06 5.06E-02 1.21E+00 1.31E-01 1.39E+00
370775 3754484 1.33E-06 3.97E-06 3.12E-06 5.21E-02 1.25E+00 1.35E-01 1.43E+00
370785 3754484 1.37E-06 4.09E-06 3.21E-06 5.36E-02 1.28E+00 1.39E-01 1.48E+00
370795 3754484 1.41E-06 4.21E-06 3.30E-06 5.53E-02 1.32E+00 1.43E-01 1.52E+00
370805 3754484 1.45E-06 4.34E-06 3.40E-06 5.69E-02 1.36E+00 1.47E-01 1.57E+00
370815 3754484 1.49E-06 4.47E-06 3.50E-06 5.87E-02 1.41E+00 1.51E-01 1.62E+00
370825 3754484 1.54E-06 4.61E-06 3.60E-06 6.06E-02 1.45E+00 1.56E-01 1.67E+00
370835 3754484 1.59E-06 4.76E-06 3.71E-06 6.25E-02 1.50E+00 1.61E-01 1.72E+00
370745 3754494 1.19E-06 3.56E-06 2.78E-06 4.69E-02 1.12E+00 1.20E-01 1.29E+00
370755 3754494 1.23E-06 3.66E-06 2.86E-06 4.82E-02 1.15E+00 1.24E-01 1.32E+00
370765 3754494 1.26E-06 3.76E-06 2.94E-06 4.96E-02 1.18E+00 1.27E-01 1.36E+00
370775 3754494 1.30E-06 3.87E-06 3.02E-06 5.10E-02 1.22E+00 1.30E-01 1.40E+00
370785 3754494 1.34E-06 3.98E-06 3.10E-06 5.25E-02 1.25E+00 1.34E-01 1.44E+00
370795 3754494 1.38E-06 4.10E-06 3.18E-06 5.40E-02 1.29E+00 1.38E-01 1.48E+00
370805 3754494 1.42E-06 4.22E-06 3.27E-06 5.56E-02 1.33E+00 1.42E-01 1.52E+00
370815 3754494 1.46E-06 4.35E-06 3.37E-06 5.73E-02 1.37E+00 1.46E-01 1.57E+00
370825 3754494 1.50E-06 4.48E-06 3.46E-06 5.91E-02 1.41E+00 1.50E-01 1.62E+00
370835 3754494 1.55E-06 4.62E-06 3.56E-06 6.10E-02 1.45E+00 1.54E-01 1.67E+00
370745 3754504 1.17E-06 3.47E-06 2.69E-06 4.60E-02 1.09E+00 1.17E-01 1.25E+00
370755 3754504 1.20E-06 3.57E-06 2.76E-06 4.72E-02 1.12E+00 1.20E-01 1.29E+00
370765 3754504 1.24E-06 3.67E-06 2.83E-06 4.85E-02 1.15E+00 1.23E-01 1.32E+00
370775 3754504 1.27E-06 3.77E-06 2.91E-06 4.99E-02 1.18E+00 1.26E-01 1.36E+00
370785 3754504 1.31E-06 3.87E-06 2.99E-06 5.13E-02 1.22E+00 1.29E-01 1.40E+00
370795 3754504 1.34E-06 3.98E-06 3.07E-06 5.28E-02 1.25E+00 1.33E-01 1.44E+00
370805 3754504 1.38E-06 4.10E-06 3.15E-06 5.43E-02 1.29E+00 1.36E-01 1.48E+00
370815 3754504 1.42E-06 4.22E-06 3.24E-06 5.59E-02 1.33E+00 1.40E-01 1.52E+00
370825 3754504 1.47E-06 4.35E-06 3.33E-06 5.76E-02 1.37E+00 1.44E-01 1.57E+00
370835 3754504 1.51E-06 4.48E-06 3.42E-06 5.94E-02 1.41E+00 1.48E-01 1.62E+00
370745 3754514 1.15E-06 3.39E-06 2.60E-06 4.50E-02 1.06E+00 1.13E-01 1.22E+00
370755 3754514 1.18E-06 3.48E-06 2.67E-06 4.62E-02 1.09E+00 1.15E-01 1.25E+00
370765 3754514 1.21E-06 3.57E-06 2.74E-06 4.74E-02 1.12E+00 1.18E-01 1.29E+00
370775 3754514 1.24E-06 3.67E-06 2.81E-06 4.87E-02 1.15E+00 1.21E-01 1.32E+00
370785 3754514 1.27E-06 3.77E-06 2.88E-06 5.01E-02 1.18E+00 1.25E-01 1.36E+00
370795 3754514 1.31E-06 3.87E-06 2.95E-06 5.15E-02 1.22E+00 1.28E-01 1.40E+00
370805 3754514 1.35E-06 3.98E-06 3.03E-06 5.30E-02 1.25E+00 1.31E-01 1.44E+00
370815 3754514 1.39E-06 4.10E-06 3.11E-06 5.45E-02 1.29E+00 1.35E-01 1.48E+00
370825 3754514 1.43E-06 4.21E-06 3.19E-06 5.61E-02 1.32E+00 1.38E-01 1.52E+00
370835 3754514 1.47E-06 4.34E-06 3.28E-06 5.77E-02 1.36E+00 1.42E-01 1.56E+00
370745 3754524 1.12E-06 3.30E-06 2.52E-06 4.40E-02 1.04E+00 1.09E-01 1.19E+00
370755 3754524 1.15E-06 3.39E-06 2.58E-06 4.51E-02 1.06E+00 1.12E-01 1.22E+00
370765 3754524 1.18E-06 3.47E-06 2.64E-06 4.63E-02 1.09E+00 1.14E-01 1.25E+00
370775 3754524 1.21E-06 3.56E-06 2.70E-06 4.75E-02 1.12E+00 1.17E-01 1.28E+00
370785 3754524 1.24E-06 3.66E-06 2.77E-06 4.88E-02 1.15E+00 1.20E-01 1.32E+00
370795 3754524 1.28E-06 3.76E-06 2.84E-06 5.02E-02 1.18E+00 1.23E-01 1.35E+00
370805 3754524 1.31E-06 3.86E-06 2.91E-06 5.16E-02 1.21E+00 1.26E-01 1.39E+00
370815 3754524 1.35E-06 3.97E-06 2.99E-06 5.30E-02 1.25E+00 1.29E-01 1.43E+00
370825 3754524 1.39E-06 4.08E-06 3.06E-06 5.45E-02 1.28E+00 1.32E-01 1.47E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370835 3754524 1.43E-06 4.20E-06 3.14E-06 5.61E-02 1.32E+00 1.36E-01 1.51E+00
370745 3754534 1.09E-06 3.21E-06 2.43E-06 4.30E-02 1.01E+00 1.05E-01 1.16E+00
370755 3754534 1.12E-06 3.29E-06 2.49E-06 4.40E-02 1.04E+00 1.08E-01 1.19E+00
370765 3754534 1.15E-06 3.38E-06 2.54E-06 4.52E-02 1.06E+00 1.10E-01 1.22E+00
370775 3754534 1.18E-06 3.46E-06 2.60E-06 4.63E-02 1.09E+00 1.13E-01 1.25E+00
370785 3754534 1.21E-06 3.55E-06 2.67E-06 4.76E-02 1.12E+00 1.15E-01 1.28E+00
370795 3754534 1.24E-06 3.65E-06 2.73E-06 4.88E-02 1.15E+00 1.18E-01 1.31E+00
370805 3754534 1.28E-06 3.74E-06 2.80E-06 5.02E-02 1.18E+00 1.21E-01 1.35E+00
370815 3754534 1.31E-06 3.84E-06 2.87E-06 5.15E-02 1.21E+00 1.24E-01 1.38E+00
370825 3754534 1.35E-06 3.94E-06 2.93E-06 5.29E-02 1.24E+00 1.27E-01 1.42E+00
370835 3754534 1.38E-06 4.05E-06 3.01E-06 5.43E-02 1.27E+00 1.30E-01 1.46E+00
370745 3754544 1.07E-06 3.13E-06 2.35E-06 4.19E-02 9.83E-01 1.02E-01 1.13E+00
370755 3754544 1.09E-06 3.20E-06 2.40E-06 4.30E-02 1.01E+00 1.04E-01 1.15E+00
370765 3754544 1.12E-06 3.28E-06 2.45E-06 4.40E-02 1.03E+00 1.06E-01 1.18E+00
370775 3754544 1.15E-06 3.36E-06 2.51E-06 4.51E-02 1.06E+00 1.09E-01 1.21E+00
370785 3754544 1.18E-06 3.45E-06 2.57E-06 4.63E-02 1.08E+00 1.11E-01 1.24E+00
370795 3754544 1.21E-06 3.53E-06 2.63E-06 4.75E-02 1.11E+00 1.14E-01 1.27E+00
370805 3754544 1.24E-06 3.62E-06 2.69E-06 4.86E-02 1.14E+00 1.16E-01 1.30E+00
370815 3754544 1.27E-06 3.71E-06 2.75E-06 4.99E-02 1.17E+00 1.19E-01 1.34E+00
370825 3754544 1.30E-06 3.81E-06 2.81E-06 5.12E-02 1.20E+00 1.21E-01 1.37E+00
370835 3754544 1.34E-06 3.91E-06 2.87E-06 5.26E-02 1.23E+00 1.24E-01 1.41E+00
370745 3754554 1.04E-06 3.04E-06 2.26E-06 4.09E-02 9.55E-01 9.80E-02 1.09E+00
370755 3754554 1.07E-06 3.11E-06 2.31E-06 4.19E-02 9.78E-01 1.00E-01 1.12E+00
370765 3754554 1.09E-06 3.19E-06 2.36E-06 4.29E-02 1.00E+00 1.02E-01 1.15E+00
370775 3754554 1.12E-06 3.26E-06 2.42E-06 4.39E-02 1.03E+00 1.05E-01 1.17E+00
370785 3754554 1.15E-06 3.34E-06 2.47E-06 4.50E-02 1.05E+00 1.07E-01 1.20E+00
370795 3754554 1.18E-06 3.43E-06 2.52E-06 4.62E-02 1.08E+00 1.09E-01 1.23E+00
370805 3754554 1.20E-06 3.51E-06 2.58E-06 4.73E-02 1.10E+00 1.12E-01 1.26E+00
370815 3754554 1.23E-06 3.59E-06 2.63E-06 4.84E-02 1.13E+00 1.14E-01 1.29E+00
370825 3754554 1.26E-06 3.68E-06 2.69E-06 4.97E-02 1.16E+00 1.16E-01 1.32E+00
370835 3754554 1.30E-06 3.77E-06 2.75E-06 5.09E-02 1.19E+00 1.19E-01 1.36E+00
370745 3754564 1.01E-06 2.95E-06 2.19E-06 3.98E-02 9.28E-01 9.46E-02 1.06E+00
370755 3754564 1.04E-06 3.02E-06 2.23E-06 4.08E-02 9.50E-01 9.65E-02 1.09E+00
370765 3754564 1.06E-06 3.09E-06 2.28E-06 4.17E-02 9.72E-01 9.86E-02 1.11E+00
370775 3754564 1.09E-06 3.16E-06 2.33E-06 4.27E-02 9.95E-01 1.01E-01 1.14E+00
370785 3754564 1.11E-06 3.24E-06 2.38E-06 4.38E-02 1.02E+00 1.03E-01 1.16E+00
370795 3754564 1.14E-06 3.32E-06 2.42E-06 4.48E-02 1.04E+00 1.05E-01 1.19E+00
370805 3754564 1.17E-06 3.39E-06 2.48E-06 4.59E-02 1.07E+00 1.07E-01 1.22E+00
370815 3754564 1.20E-06 3.47E-06 2.53E-06 4.70E-02 1.09E+00 1.09E-01 1.25E+00
370825 3754564 1.22E-06 3.55E-06 2.58E-06 4.81E-02 1.12E+00 1.12E-01 1.28E+00
370835 3754564 1.25E-06 3.64E-06 2.63E-06 4.93E-02 1.14E+00 1.14E-01 1.31E+00
370745 3754574 9.88E-07 2.87E-06 2.11E-06 3.88E-02 9.02E-01 9.12E-02 1.03E+00
370755 3754574 1.01E-06 2.93E-06 2.15E-06 3.97E-02 9.22E-01 9.31E-02 1.05E+00
370765 3754574 1.03E-06 3.00E-06 2.19E-06 4.06E-02 9.42E-01 9.49E-02 1.08E+00
370775 3754574 1.06E-06 3.07E-06 2.24E-06 4.15E-02 9.63E-01 9.68E-02 1.10E+00
370785 3754574 1.08E-06 3.13E-06 2.28E-06 4.25E-02 9.85E-01 9.88E-02 1.13E+00
370795 3754574 1.10E-06 3.20E-06 2.33E-06 4.34E-02 1.01E+00 1.01E-01 1.15E+00
370805 3754574 1.13E-06 3.27E-06 2.37E-06 4.44E-02 1.03E+00 1.03E-01 1.18E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370815 3754574 1.16E-06 3.35E-06 2.42E-06 4.54E-02 1.05E+00 1.05E-01 1.20E+00
370825 3754574 1.18E-06 3.42E-06 2.46E-06 4.65E-02 1.08E+00 1.07E-01 1.23E+00
370835 3754574 1.21E-06 3.50E-06 2.51E-06 4.76E-02 1.10E+00 1.09E-01 1.26E+00
370845 3754574 1.24E-06 3.59E-06 2.56E-06 4.87E-02 1.13E+00 1.11E-01 1.29E+00
370855 3754574 1.27E-06 3.67E-06 2.61E-06 4.99E-02 1.15E+00 1.13E-01 1.32E+00
370865 3754574 1.30E-06 3.76E-06 2.65E-06 5.11E-02 1.18E+00 1.15E-01 1.35E+00
370875 3754574 1.33E-06 3.85E-06 2.70E-06 5.23E-02 1.21E+00 1.17E-01 1.38E+00
370885 3754574 1.37E-06 3.95E-06 2.75E-06 5.36E-02 1.24E+00 1.19E-01 1.41E+00
370895 3754574 1.40E-06 4.06E-06 2.80E-06 5.49E-02 1.28E+00 1.21E-01 1.45E+00
370905 3754574 1.43E-06 4.17E-06 2.85E-06 5.63E-02 1.31E+00 1.23E-01 1.49E+00
370915 3754574 1.47E-06 4.31E-06 2.91E-06 5.78E-02 1.35E+00 1.26E-01 1.54E+00
370745 3754584 9.59E-07 2.78E-06 2.03E-06 3.77E-02 8.74E-01 8.79E-02 9.99E-01
370755 3754584 9.80E-07 2.84E-06 2.07E-06 3.85E-02 8.92E-01 8.95E-02 1.02E+00
370765 3754584 1.00E-06 2.90E-06 2.11E-06 3.93E-02 9.10E-01 9.11E-02 1.04E+00
370775 3754584 1.02E-06 2.96E-06 2.15E-06 4.01E-02 9.30E-01 9.28E-02 1.06E+00
370785 3754584 1.05E-06 3.02E-06 2.19E-06 4.11E-02 9.51E-01 9.47E-02 1.09E+00
370795 3754584 1.07E-06 3.09E-06 2.23E-06 4.20E-02 9.71E-01 9.64E-02 1.11E+00
370805 3754584 1.09E-06 3.15E-06 2.26E-06 4.28E-02 9.90E-01 9.79E-02 1.13E+00
370815 3754584 1.12E-06 3.22E-06 2.30E-06 4.38E-02 1.01E+00 9.97E-02 1.16E+00
370825 3754584 1.14E-06 3.29E-06 2.35E-06 4.48E-02 1.03E+00 1.02E-01 1.18E+00
370835 3754584 1.17E-06 3.36E-06 2.39E-06 4.58E-02 1.06E+00 1.03E-01 1.21E+00
370845 3754584 1.20E-06 3.45E-06 2.44E-06 4.70E-02 1.08E+00 1.06E-01 1.24E+00
370855 3754584 1.22E-06 3.53E-06 2.48E-06 4.81E-02 1.11E+00 1.07E-01 1.26E+00
370865 3754584 1.25E-06 3.61E-06 2.53E-06 4.92E-02 1.13E+00 1.09E-01 1.29E+00
370875 3754584 1.28E-06 3.70E-06 2.57E-06 5.04E-02 1.16E+00 1.11E-01 1.32E+00
370885 3754584 1.31E-06 3.79E-06 2.61E-06 5.15E-02 1.19E+00 1.13E-01 1.36E+00
370895 3754584 1.34E-06 3.88E-06 2.65E-06 5.27E-02 1.22E+00 1.15E-01 1.39E+00
370905 3754584 1.37E-06 3.99E-06 2.70E-06 5.40E-02 1.25E+00 1.17E-01 1.43E+00
370915 3754584 1.41E-06 4.12E-06 2.75E-06 5.54E-02 1.30E+00 1.19E-01 1.47E+00
370745 3754594 9.29E-07 2.69E-06 1.95E-06 3.65E-02 8.44E-01 8.44E-02 9.65E-01
370755 3754594 9.49E-07 2.74E-06 1.99E-06 3.73E-02 8.62E-01 8.60E-02 9.85E-01
370765 3754594 9.69E-07 2.80E-06 2.02E-06 3.81E-02 8.80E-01 8.75E-02 1.01E+00
370775 3754594 9.90E-07 2.86E-06 2.06E-06 3.89E-02 8.99E-01 8.91E-02 1.03E+00
370785 3754594 1.01E-06 2.92E-06 2.10E-06 3.97E-02 9.17E-01 9.07E-02 1.05E+00
370795 3754594 1.03E-06 2.98E-06 2.13E-06 4.06E-02 9.36E-01 9.22E-02 1.07E+00
370805 3754594 1.05E-06 3.04E-06 2.17E-06 4.14E-02 9.54E-01 9.37E-02 1.09E+00
370815 3754594 1.08E-06 3.10E-06 2.20E-06 4.23E-02 9.74E-01 9.53E-02 1.11E+00
370825 3754594 1.10E-06 3.17E-06 2.24E-06 4.32E-02 9.95E-01 9.70E-02 1.14E+00
370835 3754594 1.12E-06 3.24E-06 2.28E-06 4.42E-02 1.02E+00 9.86E-02 1.16E+00
370845 3754594 1.15E-06 3.32E-06 2.33E-06 4.53E-02 1.04E+00 1.01E-01 1.19E+00
370855 3754594 1.18E-06 3.39E-06 2.37E-06 4.63E-02 1.07E+00 1.02E-01 1.21E+00
370865 3754594 1.21E-06 3.47E-06 2.41E-06 4.74E-02 1.09E+00 1.04E-01 1.24E+00
370875 3754594 1.23E-06 3.55E-06 2.45E-06 4.85E-02 1.12E+00 1.06E-01 1.27E+00
370885 3754594 1.26E-06 3.63E-06 2.49E-06 4.96E-02 1.14E+00 1.08E-01 1.30E+00
370895 3754594 1.29E-06 3.72E-06 2.52E-06 5.06E-02 1.17E+00 1.09E-01 1.33E+00
370905 3754594 1.32E-06 3.82E-06 2.56E-06 5.18E-02 1.20E+00 1.11E-01 1.36E+00
370915 3754594 1.35E-06 3.95E-06 2.61E-06 5.31E-02 1.24E+00 1.13E-01 1.41E+00
370745 3754604 9.01E-07 2.60E-06 1.87E-06 3.54E-02 8.16E-01 8.11E-02 9.33E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370755 3754604 9.19E-07 2.65E-06 1.91E-06 3.61E-02 8.32E-01 8.24E-02 9.51E-01
370765 3754604 9.38E-07 2.70E-06 1.94E-06 3.68E-02 8.49E-01 8.38E-02 9.70E-01
370775 3754604 9.57E-07 2.76E-06 1.97E-06 3.76E-02 8.66E-01 8.53E-02 9.89E-01
370785 3754604 9.77E-07 2.81E-06 2.01E-06 3.84E-02 8.84E-01 8.68E-02 1.01E+00
370795 3754604 9.97E-07 2.87E-06 2.04E-06 3.92E-02 9.01E-01 8.82E-02 1.03E+00
370805 3754604 1.02E-06 2.92E-06 2.07E-06 3.99E-02 9.18E-01 8.95E-02 1.05E+00
370815 3754604 1.04E-06 2.98E-06 2.10E-06 4.08E-02 9.36E-01 9.09E-02 1.07E+00
370825 3754604 1.06E-06 3.04E-06 2.14E-06 4.16E-02 9.56E-01 9.25E-02 1.09E+00
370835 3754604 1.08E-06 3.11E-06 2.17E-06 4.25E-02 9.76E-01 9.40E-02 1.11E+00
370845 3754604 1.11E-06 3.19E-06 2.22E-06 4.37E-02 1.00E+00 9.61E-02 1.14E+00
370855 3754604 1.14E-06 3.26E-06 2.26E-06 4.46E-02 1.02E+00 9.77E-02 1.17E+00
370865 3754604 1.16E-06 3.33E-06 2.29E-06 4.56E-02 1.05E+00 9.92E-02 1.19E+00
370875 3754604 1.19E-06 3.41E-06 2.33E-06 4.66E-02 1.07E+00 1.01E-01 1.22E+00
370885 3754604 1.21E-06 3.49E-06 2.37E-06 4.76E-02 1.10E+00 1.02E-01 1.25E+00
370895 3754604 1.24E-06 3.57E-06 2.40E-06 4.86E-02 1.12E+00 1.04E-01 1.27E+00
370905 3754604 1.27E-06 3.67E-06 2.44E-06 4.98E-02 1.15E+00 1.05E-01 1.31E+00
370915 3754604 1.30E-06 3.78E-06 2.48E-06 5.09E-02 1.19E+00 1.07E-01 1.35E+00
370745 3754614 8.70E-07 2.50E-06 1.79E-06 3.42E-02 7.87E-01 7.76E-02 8.99E-01
370755 3754614 8.87E-07 2.55E-06 1.82E-06 3.48E-02 8.01E-01 7.88E-02 9.15E-01
370765 3754614 9.05E-07 2.60E-06 1.85E-06 3.55E-02 8.17E-01 8.01E-02 9.33E-01
370775 3754614 9.23E-07 2.65E-06 1.88E-06 3.62E-02 8.33E-01 8.14E-02 9.50E-01
370785 3754614 9.43E-07 2.71E-06 1.92E-06 3.71E-02 8.51E-01 8.30E-02 9.71E-01
370795 3754614 9.62E-07 2.76E-06 1.95E-06 3.78E-02 8.68E-01 8.43E-02 9.90E-01
370805 3754614 9.79E-07 2.81E-06 1.97E-06 3.85E-02 8.82E-01 8.54E-02 1.01E+00
370815 3754614 1.00E-06 2.86E-06 2.01E-06 3.93E-02 9.00E-01 8.68E-02 1.03E+00
370825 3754614 1.02E-06 2.92E-06 2.04E-06 4.01E-02 9.18E-01 8.82E-02 1.05E+00
370835 3754614 1.04E-06 2.98E-06 2.07E-06 4.09E-02 9.36E-01 8.95E-02 1.07E+00
370845 3754614 1.07E-06 3.07E-06 2.12E-06 4.21E-02 9.64E-01 9.17E-02 1.10E+00
370855 3754614 1.09E-06 3.13E-06 2.15E-06 4.30E-02 9.84E-01 9.32E-02 1.12E+00
370865 3754614 1.12E-06 3.20E-06 2.19E-06 4.39E-02 1.00E+00 9.45E-02 1.14E+00
370875 3754614 1.14E-06 3.27E-06 2.22E-06 4.48E-02 1.03E+00 9.60E-02 1.17E+00
370885 3754614 1.16E-06 3.34E-06 2.25E-06 4.58E-02 1.05E+00 9.74E-02 1.19E+00
370895 3754614 1.19E-06 3.42E-06 2.28E-06 4.67E-02 1.08E+00 9.87E-02 1.22E+00
370905 3754614 1.22E-06 3.51E-06 2.32E-06 4.78E-02 1.10E+00 1.00E-01 1.25E+00
370915 3754614 1.24E-06 3.62E-06 2.35E-06 4.88E-02 1.14E+00 1.02E-01 1.29E+00
370745 3754624 8.43E-07 2.42E-06 1.72E-06 3.31E-02 7.60E-01 7.46E-02 8.68E-01
370755 3754624 8.59E-07 2.46E-06 1.75E-06 3.37E-02 7.74E-01 7.58E-02 8.84E-01
370765 3754624 8.76E-07 2.51E-06 1.78E-06 3.44E-02 7.89E-01 7.70E-02 9.00E-01
370775 3754624 8.93E-07 2.56E-06 1.81E-06 3.51E-02 8.04E-01 7.82E-02 9.17E-01
370785 3754624 9.10E-07 2.61E-06 1.84E-06 3.58E-02 8.19E-01 7.94E-02 9.35E-01
370795 3754624 9.28E-07 2.66E-06 1.86E-06 3.64E-02 8.35E-01 8.06E-02 9.52E-01
370805 3754624 9.44E-07 2.70E-06 1.89E-06 3.71E-02 8.48E-01 8.16E-02 9.67E-01
370815 3754624 9.64E-07 2.75E-06 1.92E-06 3.79E-02 8.66E-01 8.30E-02 9.87E-01
370825 3754624 9.83E-07 2.81E-06 1.95E-06 3.86E-02 8.82E-01 8.42E-02 1.01E+00
370835 3754624 1.00E-06 2.86E-06 1.97E-06 3.94E-02 8.99E-01 8.54E-02 1.02E+00
370845 3754624 1.03E-06 2.95E-06 2.02E-06 4.05E-02 9.26E-01 8.76E-02 1.05E+00
370855 3754624 1.05E-06 3.01E-06 2.06E-06 4.14E-02 9.46E-01 8.89E-02 1.08E+00
370865 3754624 1.07E-06 3.07E-06 2.08E-06 4.22E-02 9.65E-01 9.01E-02 1.10E+00
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370875 3754624 1.10E-06 3.14E-06 2.11E-06 4.31E-02 9.86E-01 9.15E-02 1.12E+00
370885 3754624 1.12E-06 3.21E-06 2.14E-06 4.40E-02 1.01E+00 9.27E-02 1.14E+00
370895 3754624 1.14E-06 3.28E-06 2.17E-06 4.49E-02 1.03E+00 9.40E-02 1.17E+00
370905 3754624 1.17E-06 3.37E-06 2.20E-06 4.58E-02 1.06E+00 9.53E-02 1.20E+00
370915 3754624 1.19E-06 3.47E-06 2.23E-06 4.68E-02 1.09E+00 9.67E-02 1.23E+00
370745 3754634 8.16E-07 2.34E-06 1.66E-06 3.21E-02 7.35E-01 7.17E-02 8.38E-01
370755 3754634 8.31E-07 2.38E-06 1.68E-06 3.27E-02 7.48E-01 7.28E-02 8.54E-01
370765 3754634 8.47E-07 2.42E-06 1.71E-06 3.33E-02 7.62E-01 7.39E-02 8.69E-01
370775 3754634 8.62E-07 2.46E-06 1.73E-06 3.39E-02 7.74E-01 7.49E-02 8.83E-01
370785 3754634 8.78E-07 2.51E-06 1.76E-06 3.45E-02 7.89E-01 7.60E-02 8.99E-01
370795 3754634 8.95E-07 2.56E-06 1.78E-06 3.52E-02 8.03E-01 7.72E-02 9.16E-01
370805 3754634 8.88E-07 2.55E-06 1.80E-06 3.49E-02 8.02E-01 7.81E-02 9.15E-01
370815 3754634 9.04E-07 2.60E-06 1.83E-06 3.55E-02 8.16E-01 7.92E-02 9.31E-01
370825 3754634 9.21E-07 2.64E-06 1.86E-06 3.62E-02 8.31E-01 8.03E-02 9.48E-01
370835 3754634 9.38E-07 2.69E-06 1.88E-06 3.69E-02 8.47E-01 8.14E-02 9.65E-01
370845 3754634 9.93E-07 2.83E-06 1.93E-06 3.90E-02 8.90E-01 8.36E-02 1.01E+00
370855 3754634 1.01E-06 2.89E-06 1.96E-06 3.98E-02 9.09E-01 8.49E-02 1.03E+00
370865 3754634 1.03E-06 2.95E-06 1.99E-06 4.06E-02 9.26E-01 8.60E-02 1.05E+00
370875 3754634 1.05E-06 3.01E-06 2.01E-06 4.14E-02 9.46E-01 8.72E-02 1.07E+00
370885 3754634 1.08E-06 3.08E-06 2.04E-06 4.23E-02 9.67E-01 8.83E-02 1.10E+00
370895 3754634 1.10E-06 3.15E-06 2.07E-06 4.31E-02 9.89E-01 8.94E-02 1.12E+00
370905 3754634 1.12E-06 3.23E-06 2.09E-06 4.40E-02 1.01E+00 9.06E-02 1.15E+00
370915 3754634 1.14E-06 3.32E-06 2.12E-06 4.49E-02 1.04E+00 9.18E-02 1.18E+00
370745 3754644 7.69E-07 2.20E-06 1.55E-06 3.02E-02 6.91E-01 6.69E-02 7.88E-01
370755 3754644 7.78E-07 2.22E-06 1.56E-06 3.05E-02 6.98E-01 6.74E-02 7.96E-01
370765 3754644 7.91E-07 2.26E-06 1.58E-06 3.11E-02 7.10E-01 6.84E-02 8.09E-01
370775 3754644 8.09E-07 2.31E-06 1.61E-06 3.18E-02 7.26E-01 6.97E-02 8.27E-01
370785 3754644 8.26E-07 2.36E-06 1.64E-06 3.24E-02 7.40E-01 7.09E-02 8.44E-01
370795 3754644 8.41E-07 2.40E-06 1.66E-06 3.30E-02 7.53E-01 7.20E-02 8.58E-01
370805 3754644 8.53E-07 2.43E-06 1.68E-06 3.35E-02 7.64E-01 7.27E-02 8.70E-01
370815 3754644 8.64E-07 2.46E-06 1.69E-06 3.39E-02 7.73E-01 7.33E-02 8.81E-01
370825 3754644 8.79E-07 2.50E-06 1.72E-06 3.45E-02 7.87E-01 7.43E-02 8.96E-01
370835 3754644 8.96E-07 2.55E-06 1.74E-06 3.52E-02 8.02E-01 7.54E-02 9.13E-01
370845 3754644 9.56E-07 2.72E-06 1.85E-06 3.76E-02 8.56E-01 7.99E-02 9.73E-01
370855 3754644 9.76E-07 2.78E-06 1.87E-06 3.83E-02 8.73E-01 8.11E-02 9.93E-01
370865 3754644 9.94E-07 2.83E-06 1.90E-06 3.91E-02 8.90E-01 8.21E-02 1.01E+00
370875 3754644 1.01E-06 2.89E-06 1.92E-06 3.98E-02 9.08E-01 8.31E-02 1.03E+00
370885 3754644 1.03E-06 2.95E-06 1.95E-06 4.06E-02 9.28E-01 8.42E-02 1.05E+00
370895 3754644 1.05E-06 3.02E-06 1.97E-06 4.14E-02 9.48E-01 8.52E-02 1.07E+00
370905 3754644 1.07E-06 3.09E-06 1.99E-06 4.22E-02 9.72E-01 8.62E-02 1.10E+00
370915 3754644 1.09E-06 3.18E-06 2.02E-06 4.30E-02 9.99E-01 8.73E-02 1.13E+00
370745 3754654 7.44E-07 2.12E-06 1.49E-06 2.92E-02 6.67E-01 6.44E-02 7.61E-01
370755 3754654 7.53E-07 2.15E-06 1.50E-06 2.96E-02 6.75E-01 6.49E-02 7.70E-01
370765 3754654 7.66E-07 2.18E-06 1.52E-06 3.01E-02 6.86E-01 6.58E-02 7.82E-01
370775 3754654 7.80E-07 2.22E-06 1.54E-06 3.06E-02 6.98E-01 6.68E-02 7.96E-01
370785 3754654 7.95E-07 2.26E-06 1.57E-06 3.12E-02 7.12E-01 6.79E-02 8.11E-01
370795 3754654 8.09E-07 2.30E-06 1.59E-06 3.18E-02 7.24E-01 6.88E-02 8.24E-01
370805 3754654 8.20E-07 2.33E-06 1.61E-06 3.22E-02 7.34E-01 6.95E-02 8.35E-01
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Continental Grand Campus Specific Plan Construction HRA

3rd Trimester 0 <  2 2<5 3rd Trimester 0 <  2 2<5

X Y

Maximum 
Residential Cancer 
Risk (per million)X  Y Receptor Group

Residential 
Cancer Risk (per 

million)

Receptor Total Cancer 
Risk (in one 

million)Dose (mg/kg-day) Cancer Risk (in one million)
370815 3754654 8.34E-07 2.37E-06 1.63E-06 3.28E-02 7.46E-01 7.04E-02 8.49E-01
370825 3754654 8.48E-07 2.41E-06 1.65E-06 3.33E-02 7.58E-01 7.12E-02 8.63E-01
370835 3754654 8.64E-07 2.46E-06 1.67E-06 3.39E-02 7.72E-01 7.22E-02 8.78E-01
370845 3754654 9.21E-07 2.62E-06 1.76E-06 3.62E-02 8.23E-01 7.64E-02 9.35E-01
370855 3754654 9.40E-07 2.67E-06 1.79E-06 3.69E-02 8.39E-01 7.75E-02 9.54E-01
370865 3754654 9.57E-07 2.72E-06 1.81E-06 3.76E-02 8.56E-01 7.84E-02 9.72E-01
370875 3754654 9.76E-07 2.78E-06 1.84E-06 3.83E-02 8.73E-01 7.94E-02 9.91E-01
370885 3754654 9.94E-07 2.83E-06 1.86E-06 3.90E-02 8.91E-01 8.03E-02 1.01E+00
370895 3754654 1.01E-06 2.90E-06 1.88E-06 3.98E-02 9.10E-01 8.12E-02 1.03E+00
370905 3754654 1.03E-06 2.97E-06 1.90E-06 4.05E-02 9.32E-01 8.21E-02 1.05E+00
370915 3754654 1.05E-06 3.05E-06 1.92E-06 4.13E-02 9.58E-01 8.31E-02 1.08E+00
370745 3754664 7.21E-07 2.05E-06 1.43E-06 2.83E-02 6.46E-01 6.20E-02 7.36E-01
370755 3754664 7.30E-07 2.08E-06 1.45E-06 2.87E-02 6.53E-01 6.26E-02 7.44E-01
370765 3754664 7.41E-07 2.11E-06 1.47E-06 2.91E-02 6.63E-01 6.34E-02 7.56E-01
370775 3754664 7.54E-07 2.14E-06 1.48E-06 2.96E-02 6.74E-01 6.42E-02 7.68E-01
370785 3754664 7.67E-07 2.18E-06 1.51E-06 3.01E-02 6.86E-01 6.52E-02 7.81E-01
370795 3754664 7.79E-07 2.22E-06 1.52E-06 3.06E-02 6.96E-01 6.59E-02 7.93E-01
370805 3754664 7.92E-07 2.25E-06 1.54E-06 3.11E-02 7.08E-01 6.68E-02 8.06E-01
370815 3754664 8.05E-07 2.29E-06 1.56E-06 3.16E-02 7.19E-01 6.76E-02 8.18E-01
370825 3754664 8.18E-07 2.32E-06 1.58E-06 3.22E-02 7.31E-01 6.83E-02 8.31E-01
370835 3754664 8.33E-07 2.37E-06 1.60E-06 3.27E-02 7.43E-01 6.92E-02 8.45E-01
370845 3754664 8.87E-07 2.52E-06 1.69E-06 3.48E-02 7.91E-01 7.30E-02 8.99E-01
370855 3754664 9.04E-07 2.57E-06 1.71E-06 3.55E-02 8.06E-01 7.40E-02 9.16E-01
370865 3754664 9.21E-07 2.62E-06 1.73E-06 3.62E-02 8.22E-01 7.49E-02 9.33E-01
370875 3754664 9.38E-07 2.67E-06 1.75E-06 3.69E-02 8.38E-01 7.58E-02 9.51E-01
370885 3754664 9.55E-07 2.72E-06 1.77E-06 3.75E-02 8.55E-01 7.66E-02 9.69E-01
370895 3754664 9.72E-07 2.78E-06 1.79E-06 3.82E-02 8.73E-01 7.74E-02 9.89E-01
370905 3754664 9.90E-07 2.84E-06 1.81E-06 3.89E-02 8.94E-01 7.82E-02 1.01E+00
370915 3754664 1.01E-06 2.92E-06 1.83E-06 3.96E-02 9.19E-01 7.91E-02 1.04E+00

371174.86 3754349.87 2.09E-05 8.50E-05 1.06E-04 8.22E-01 2.67E+01 4.61E+00 3.21E+01
371172.53 3754117.07 4.26E-06 3.62E-05 6.79E-05 1.67E-01 1.14E+01 2.94E+00 1.45E+01
371264.36 3754116.05 4.23E-06 3.44E-05 6.26E-05 1.66E-01 1.08E+01 2.71E+00 1.37E+01
371265.01 3754192.26 1.14E-05 1.11E-04 2.21E-04 4.48E-01 3.49E+01 9.56E+00 4.49E+01
371315.6 3754191.6 1.01E-05 7.28E-05 1.31E-04 3.96E-01 2.29E+01 5.67E+00 2.90E+01

371314.95 3754150.28 5.44E-06 4.99E-05 9.66E-05 2.14E-01 1.57E+01 4.18E+00 2.01E+01
371379.04 3754149.02 3.66E-06 2.44E-05 4.17E-05 1.44E-01 7.67E+00 1.80E+00 9.62E+00
371394.32 3754135.4 2.84E-06 1.81E-05 2.94E-05 1.12E-01 5.67E+00 1.27E+00 7.06E+00
371394.67 3754113.78 2.29E-06 1.34E-05 1.99E-05 9.00E-02 4.21E+00 8.59E-01 5.16E+00
371409.19 3754113.9 2.10E-06 1.22E-05 1.79E-05 8.24E-02 3.82E+00 7.77E-01 4.68E+00
371410.87 3754303.95 1.79E-04 3.88E-04 5.74E-05 7.04E+00 1.22E+02 2.48E+00 1.32E+02
371397.23 3754347.91 1.81E-04 3.90E-04 5.25E-05 7.10E+00 1.22E+02 2.27E+00 1.32E+02
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Continental Grand Campus Specific Plan Construction HRA

Chronic Emissions Cstn Year 1 Cstn Year 2 Cstn Year 3 Cstn Year 4
Start 2/1/2021 2/1/2022 2/1/2023 2/1/2024
End 1/31/2022 1/31/2023 1/31/2024 1/31/2025

Total Work Days 313 313 313 314

Off-Road Heavy Duty Construction Equipment Emission Rates

Phase Start Date End Date
Number of 
Work Days

Hours per 
day

Exhaust PM10 
(lb/day)

Emission Rate per 
work day (g/s)

Construction Year 
1 Construction Year 2 Construction Year 3 Construction Year 4 Construction Year 1

Construction Year 
2

Construction Year 
3

Construction Year 
4

455 Continental 
Demolition 2/1/2021 2/15/2021 13 8 1.1389 0.0179 13.00 2.33E-01 0.00E+00 0.00E+00 0.00E+00
Site Preparation/Grading/Excavation 2/16/2021 7/15/2021 129 8 1.0220 0.0161 129.00 2.08E+00 0.00E+00 0.00E+00 0.00E+00
Building Construction 7/16/2021 9/15/2022 366 8 0.8834 0.0139 171.00 195.00 2.38E+00 2.71E+00 0.00E+00 0.00E+00
Paving 4/1/2022 7/31/2022 104 8 0.2840 0.0045 104.00 0.00E+00 4.65E-01 0.00E+00 0.00E+00
Architectural Coating 3/1/2022 9/15/2022 171 8 0.1194 0.0019 171.00 0.00E+00 3.22E-01 0.00E+00 0.00E+00

1955 Grand Weighted Average 1.50E-02 1.12E-02 0.00E+00 0.00E+00
Demolition 10/1/2022 1/31/2023 105 8 0.9218 0.0145 105.00 0.00E+00 1.52E+00 0.00E+00 0.00E+00
Site Preparation/Grading/Excavation 2/1/2023 3/31/2023 51 8 1.1334 0.0179 51.00 0.00E+00 0.00E+00 9.10E-01 0.00E+00
Building Construction 4/1/2023 3/31/2024 313 8 1.0988 0.0173 262.00 51.00 0.00E+00 0.00E+00 4.53E+00 8.83E-01
Paving 10/1/2023 3/31/2024 156 8 0.2447 0.0039 105.00 51.00 0.00E+00 0.00E+00 4.05E-01 1.97E-01
Architectural Coating 11/1/2023 2/28/2024 103 8 0.0970 0.0015 79.00 24.00 0.00E+00 0.00E+00 1.21E-01 3.67E-02

Weighted Average 0.00E+00 4.87E-03 1.91E-02 3.55E-03

Travel On-Road Haul, Concrete, Vendor Truck Emission Rates

Phase Start Date End Date
Number of 
Work Days

Hours per 
day

First Year of 
Construction 

Activity
Total Truck Trips per 

day
One-way Trip 
distance (mi.)

DPM Running 
Emissions Factor 

(g/mi) Emission Rate (g/s) Construction Year 1 Construction Year 2
Construction Year 

3
Construction Year 

4
455 Continental 

Demolition 2/1/2021 2/15/2021 13 8 2021 4 0.70 1.71E-02 1.67E-06 2.17E-05 0.00E+00 0.00E+00 0.00E+00
Site Preparation/Grading/Excavation 2/16/2021 7/15/2021 129 8 2021 4 0.70 1.71E-02 1.67E-06 2.15E-04 0.00E+00 0.00E+00 0.00E+00
Building Construction 7/16/2021 9/15/2022 366 8 2021 126 0.70 1.71E-02 5.26E-05 8.99E-03 1.03E-02 0.00E+00 0.00E+00
Paving 4/1/2022 7/31/2022 104 8 2022 0 0.70 1.48E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00
Architectural Coating 3/1/2022 9/15/2022 171 8 2022 0 0.70 1.48E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

Weighted Average 2.95E-05 3.28E-05 0.00E+00 0.00E+00
1955 Grand 0

Demolition 10/1/2022 1/31/2023 105 8 2022 26 0.70 1.48E-02 9.36E-06 0.00E+00 9.82E-04 0.00E+00 0.00E+00
Site Preparation/Grading/Excavation 2/1/2023 3/31/2023 51 8 2023 10 0.70 5.99E-03 1.46E-06 0.00E+00 0.00E+00 7.44E-05 0.00E+00
Building Construction 4/1/2023 3/31/2024 313 8 2023 60 0.70 5.99E-03 8.75E-06 0.00E+00 0.00E+00 2.29E-03 4.46E-04
Paving 10/1/2023 3/31/2024 156 8 2023 0 0.70 5.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00
Architectural Coating 11/1/2023 2/28/2024 103 8 2023 0 0.70 5.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

Weighted Average 0.00E+00 3.14E-06 7.57E-06 1.42E-06

Idling Haul, Concrete, Vendor Truck Emission Rates

Phase Start Date End Date
Number of 
Work Days

Hours per 
day

First Year of 
Construction 

Activity
Total Truck Trips Haul 

Trips per Day
Idling Time 
(minutes)

DPM Idling Emissions 
Factor (g/min) Emission Rate (g/s) Construction Year 1 Construction Year 2

Construction Year 
3

Construction Year 
4

455 Continental 
Demolition 2/1/2021 2/15/2021 13 8 2021 4 15 2.55E-04 5.31E-07 6.91E-06 0.00E+00 0.00E+00 0.00E+00
Site Preparation/Grading/Excavation 2/16/2021 7/15/2021 129 8 2021 4 15 2.55E-04 5.31E-07 6.85E-05 0.00E+00 0.00E+00 0.00E+00
Building Construction 7/16/2021 9/15/2022 366 8 2021 126 15 2.55E-04 1.67E-05 2.86E-03 3.26E-03 0.00E+00 0.00E+00
Paving 4/1/2022 7/31/2022 104 8 2022 0 15 2.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00
Architectural Coating 3/1/2022 9/15/2022 171 8 2022 0 15 2.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

Weighted Average 9.38E-06 1.04E-05 0.00E+00 0.00E+00
1955 Grand

Demolition 10/1/2022 1/31/2023 105 8 2022 26 15 2.26E-04 3.06E-06 0.00E+00 3.21E-04 0.00E+00 0.00E+00
Site Preparation/Grading/Excavation 2/1/2023 3/31/2023 51 8 2023 10 15 1.43E-04 7.44E-07 0.00E+00 0.00E+00 3.80E-05 0.00E+00
Building Construction 4/1/2023 3/31/2024 313 8 2023 60 15 1.43E-04 4.46E-06 0.00E+00 0.00E+00 1.17E-03 2.28E-04
Paving 10/1/2023 3/31/2024 156 8 2023 0 15 1.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00
Architectural Coating 11/1/2023 2/28/2024 103 8 2023 0 15 1.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

Weighted Average 0.00E+00 1.03E-06 3.86E-06 7.25E-07

DPM Days per Age Group  Weighted DPM Emissions per Age Bin (g/s) 

 Weighted DPM Emissions per Age Bin (g/s) 

 Weighted DPM Emissions per Age Bin (g/s) 
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Continental Grand Cam
pus Specific Plan

Construction HRA

Chronic Concentrations
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Residential 
M

axim
um

370745
3754274

 RESIDENT
1.90E-05

4.33E-03
6.68E-03

1.25E-03
1.47E-04

5.90E-03
9.39E-03

1.75E-03
9.39E-03

370755
3754274

 RESIDENT
2.03E-05

4.50E-03
6.96E-03

1.30E-03
370765

3754274
 RESIDENT

2.18E-05
4.66E-03

7.25E-03
1.35E-03

370775
3754274

 RESIDENT
2.34E-05

4.83E-03
7.55E-03

1.41E-03
370785

3754274
 RESIDENT

2.52E-05
5.00E-03

7.85E-03
1.46E-03

370795
3754274

 RESIDENT
2.74E-05

5.19E-03
8.19E-03

1.53E-03
370805

3754274
 RESIDENT

2.98E-05
5.40E-03

8.55E-03
1.59E-03

370815
3754274

 RESIDENT
3.26E-05

5.62E-03
8.95E-03

1.67E-03
370825

3754274
 RESIDENT

3.60E-05
5.87E-03

9.39E-03
1.75E-03

370745
3754284

 RESIDENT
1.90E-05

4.35E-03
6.66E-03

1.24E-03
370755

3754284
 RESIDENT

2.04E-05
4.51E-03

6.94E-03
1.29E-03

370765
3754284

 RESIDENT
2.18E-05

4.68E-03
7.23E-03

1.35E-03
370775

3754284
 RESIDENT

2.35E-05
4.85E-03

7.51E-03
1.40E-03

370785
3754284

 RESIDENT
2.53E-05

5.02E-03
7.81E-03

1.45E-03
370795

3754284
 RESIDENT

2.74E-05
5.21E-03

8.15E-03
1.52E-03

370805
3754284

 RESIDENT
2.99E-05

5.43E-03
8.52E-03

1.59E-03
370815

3754284
 RESIDENT

3.27E-05
5.65E-03

8.92E-03
1.66E-03

370825
3754284

 RESIDENT
3.61E-05

5.89E-03
9.34E-03

1.74E-03
370745

3754294
 RESIDENT

1.91E-05
4.36E-03

6.63E-03
1.23E-03

370755
3754294

 RESIDENT
2.04E-05

4.53E-03
6.90E-03

1.29E-03
370765

3754294
 RESIDENT

2.19E-05
4.70E-03

7.19E-03
1.34E-03

370775
3754294

 RESIDENT
2.35E-05

4.87E-03
7.48E-03

1.39E-03
370785

3754294
 RESIDENT

2.53E-05
5.03E-03

7.76E-03
1.45E-03

370795
3754294

 RESIDENT
2.75E-05

5.23E-03
8.10E-03

1.51E-03
370805

3754294
 RESIDENT

2.99E-05
5.44E-03

8.46E-03
1.58E-03

370815
3754294

 RESIDENT
3.28E-05

5.66E-03
8.85E-03

1.65E-03
370825

3754294
 RESIDENT

3.61E-05
5.90E-03

9.27E-03
1.73E-03

370745
3754304

 RESIDENT
1.91E-05

4.37E-03
6.58E-03

1.23E-03
370755

3754304
 RESIDENT

2.04E-05
4.53E-03

6.85E-03
1.28E-03

370765
3754304

 RESIDENT
2.19E-05

4.70E-03
7.14E-03

1.33E-03
370775

3754304
 RESIDENT

2.36E-05
4.87E-03

7.42E-03
1.38E-03

370785
3754304

 RESIDENT
2.54E-05

5.04E-03
7.70E-03

1.43E-03
370795

3754304
 RESIDENT

2.75E-05
5.23E-03

8.03E-03
1.50E-03

370805
3754304

 RESIDENT
2.99E-05

5.43E-03
8.38E-03

1.56E-03
370815

3754304
 RESIDENT

3.27E-05
5.66E-03

8.76E-03
1.63E-03

370825
3754304

 RESIDENT
3.60E-05

5.90E-03
9.17E-03

1.71E-03
370745

3754314
 RESIDENT

1.91E-05
4.37E-03

6.53E-03
1.22E-03

370755
3754314

 RESIDENT
2.04E-05

4.52E-03
6.77E-03

1.26E-03
370765

3754314
 RESIDENT

2.19E-05
4.68E-03

7.03E-03
1.31E-03

370775
3754314

 RESIDENT
2.35E-05

4.85E-03
7.31E-03

1.36E-03
370785

3754314
 RESIDENT

2.53E-05
5.03E-03

7.61E-03
1.42E-03

370795
3754314

 RESIDENT
2.73E-05

5.21E-03
7.92E-03

1.48E-03
370805

3754314
 RESIDENT

2.97E-05
5.41E-03

8.26E-03
1.54E-03

370815
3754314

 RESIDENT
3.25E-05

5.64E-03
8.63E-03

1.61E-03
370825

3754314
 RESIDENT

3.58E-05
5.87E-03

9.03E-03
1.68E-03

370745
3754324

 RESIDENT
1.91E-05

4.36E-03
6.46E-03

1.20E-03
370755

3754324
 RESIDENT

2.04E-05
4.52E-03

6.71E-03
1.25E-03

370765
3754324

 RESIDENT
2.19E-05

4.68E-03
6.97E-03

1.30E-03
370775

3754324
 RESIDENT

2.35E-05
4.84E-03

7.24E-03
1.35E-03

370785
3754324

 RESIDENT
2.53E-05

5.02E-03
7.52E-03

1.40E-03
370795

3754324
 RESIDENT

2.73E-05
5.20E-03

7.83E-03
1.46E-03

370805
3754324

 RESIDENT
2.97E-05

5.41E-03
8.16E-03

1.52E-03
370815

3754324
 RESIDENT

3.25E-05
5.63E-03

8.53E-03
1.59E-03

370825
3754324

 RESIDENT
3.57E-05

5.86E-03
8.91E-03

1.66E-03
370745

3754334
 RESIDENT

1.91E-05
4.35E-03

6.39E-03
1.19E-03

370755
3754334

 RESIDENT
2.04E-05

4.51E-03
6.64E-03

1.24E-03
370765

3754334
 RESIDENT

2.18E-05
4.67E-03

6.89E-03
1.28E-03

370775
3754334

 RESIDENT
2.34E-05

4.83E-03
7.15E-03

1.33E-03
370785

3754334
 RESIDENT

2.52E-05
5.00E-03

7.43E-03
1.38E-03

370795
3754334

 RESIDENT
2.73E-05

5.18E-03
7.72E-03

1.44E-03
370805

3754334
 RESIDENT

2.96E-05
5.38E-03

8.04E-03
1.50E-03

370815
3754334

 RESIDENT
3.24E-05

5.60E-03
8.40E-03

1.56E-03
370825

3754334
 RESIDENT

3.56E-05
5.83E-03

8.77E-03
1.63E-03

370745
3754344

 RESIDENT
1.91E-05

4.34E-03
6.30E-03

1.17E-03

Project Concentrations (ug/m
3)

X
 Y

Receptor 
Group

Project Concentrations (ug/m
3)
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370755
3754344

 RESIDENT
2.04E-05

4.49E-03
6.55E-03

1.22E-03
370765

3754344
 RESIDENT

2.18E-05
4.65E-03

6.79E-03
1.27E-03

370775
3754344

 RESIDENT
2.34E-05

4.81E-03
7.05E-03

1.31E-03
370785

3754344
 RESIDENT

2.52E-05
4.98E-03

7.31E-03
1.36E-03

370795
3754344

 RESIDENT
2.71E-05

5.15E-03
7.58E-03

1.41E-03
370805

3754344
 RESIDENT

2.94E-05
5.34E-03

7.89E-03
1.47E-03

370815
3754344

 RESIDENT
3.20E-05

5.55E-03
8.22E-03

1.53E-03
370825

3754344
 RESIDENT

3.53E-05
5.78E-03

8.59E-03
1.60E-03

370745
3754354

 RESIDENT
1.90E-05

4.31E-03
6.21E-03

1.16E-03
370755

3754354
 RESIDENT

2.03E-05
4.46E-03

6.44E-03
1.20E-03

370765
3754354

 RESIDENT
2.17E-05

4.61E-03
6.68E-03

1.24E-03
370775

3754354
 RESIDENT

2.33E-05
4.77E-03

6.93E-03
1.29E-03

370785
3754354

 RESIDENT
2.51E-05

4.94E-03
7.19E-03

1.34E-03
370795

3754354
 RESIDENT

2.70E-05
5.11E-03

7.45E-03
1.39E-03

370805
3754354

 RESIDENT
2.92E-05

5.29E-03
7.73E-03

1.44E-03
370815

3754354
 RESIDENT

3.18E-05
5.50E-03

8.06E-03
1.50E-03

370825
3754354

 RESIDENT
3.50E-05

5.72E-03
8.41E-03

1.57E-03
370745

3754364
 RESIDENT

1.90E-05
4.28E-03

6.11E-03
1.14E-03

370755
3754364

 RESIDENT
2.02E-05

4.43E-03
6.33E-03

1.18E-03
370765

3754364
 RESIDENT

2.17E-05
4.58E-03

6.56E-03
1.22E-03

370775
3754364

 RESIDENT
2.32E-05

4.73E-03
6.80E-03

1.27E-03
370785

3754364
 RESIDENT

2.50E-05
4.90E-03

7.05E-03
1.31E-03

370795
3754364

 RESIDENT
2.69E-05

5.07E-03
7.31E-03

1.36E-03
370805

3754364
 RESIDENT

2.92E-05
5.26E-03

7.60E-03
1.42E-03

370815
3754364

 RESIDENT
3.19E-05

5.47E-03
7.92E-03

1.48E-03
370825

3754364
 RESIDENT

3.52E-05
5.70E-03

8.27E-03
1.54E-03

370745
3754374

 RESIDENT
1.89E-05

4.25E-03
6.01E-03

1.12E-03
370755

3754374
 RESIDENT

2.02E-05
4.39E-03

6.22E-03
1.16E-03

370765
3754374

 RESIDENT
2.16E-05

4.54E-03
6.44E-03

1.20E-03
370775

3754374
 RESIDENT

2.31E-05
4.69E-03

6.66E-03
1.24E-03

370785
3754374

 RESIDENT
2.49E-05

4.85E-03
6.91E-03

1.29E-03
370795

3754374
 RESIDENT

2.69E-05
5.03E-03

7.17E-03
1.34E-03

370805
3754374

 RESIDENT
2.91E-05

5.21E-03
7.45E-03

1.39E-03
370815

3754374
 RESIDENT

3.18E-05
5.42E-03

7.75E-03
1.44E-03

370825
3754374

 RESIDENT
3.51E-05

5.64E-03
8.09E-03

1.51E-03
370745

3754384
 RESIDENT

1.88E-05
4.21E-03

5.89E-03
1.10E-03

370755
3754384

 RESIDENT
2.01E-05

4.35E-03
6.10E-03

1.14E-03
370765

3754384
 RESIDENT

2.15E-05
4.50E-03

6.31E-03
1.18E-03

370775
3754384

 RESIDENT
2.30E-05

4.64E-03
6.53E-03

1.22E-03
370785

3754384
 RESIDENT

2.48E-05
4.80E-03

6.76E-03
1.26E-03

370795
3754384

 RESIDENT
2.68E-05

4.97E-03
7.01E-03

1.31E-03
370805

3754384
 RESIDENT

2.90E-05
5.15E-03

7.28E-03
1.36E-03

370815
3754384

 RESIDENT
3.17E-05

5.35E-03
7.57E-03

1.41E-03
370825

3754384
 RESIDENT

3.48E-05
5.56E-03

7.88E-03
1.47E-03

370745
3754394

 RESIDENT
1.88E-05

4.17E-03
5.78E-03

1.08E-03
370755

3754394
 RESIDENT

2.01E-05
4.31E-03

5.98E-03
1.11E-03

370765
3754394

 RESIDENT
2.14E-05

4.45E-03
6.18E-03

1.15E-03
370775

3754394
 RESIDENT

2.30E-05
4.60E-03

6.39E-03
1.19E-03

370785
3754394

 RESIDENT
2.47E-05

4.75E-03
6.61E-03

1.23E-03
370795

3754394
 RESIDENT

2.67E-05
4.91E-03

6.85E-03
1.28E-03

370805
3754394

 RESIDENT
2.89E-05

5.08E-03
7.10E-03

1.32E-03
370815

3754394
 RESIDENT

3.15E-05
5.28E-03

7.38E-03
1.37E-03

370825
3754394

 RESIDENT
3.47E-05

5.48E-03
7.68E-03

1.43E-03
370745

3754404
 RESIDENT

1.87E-05
4.12E-03

5.65E-03
1.05E-03

370755
3754404

 RESIDENT
2.00E-05

4.25E-03
5.84E-03

1.09E-03
370765

3754404
 RESIDENT

2.14E-05
4.39E-03

6.04E-03
1.12E-03

370775
3754404

 RESIDENT
2.29E-05

4.54E-03
6.24E-03

1.16E-03
370785

3754404
 RESIDENT

2.46E-05
4.69E-03

6.46E-03
1.20E-03

370795
3754404

 RESIDENT
2.66E-05

4.85E-03
6.69E-03

1.25E-03
370805

3754404
 RESIDENT

2.89E-05
5.02E-03

6.93E-03
1.29E-03

370815
3754404

 RESIDENT
3.15E-05

5.21E-03
7.19E-03

1.34E-03
370825

3754404
 RESIDENT

3.46E-05
5.40E-03

7.47E-03
1.39E-03

370745
3754414

 RESIDENT
1.86E-05

4.07E-03
5.52E-03

1.03E-03
370755

3754414
 RESIDENT

1.99E-05
4.20E-03

5.70E-03
1.06E-03
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370765
3754414

 RESIDENT
2.13E-05

4.33E-03
5.89E-03

1.10E-03
370775

3754414
 RESIDENT

2.28E-05
4.47E-03

6.09E-03
1.13E-03

370785
3754414

 RESIDENT
2.45E-05

4.62E-03
6.29E-03

1.17E-03
370795

3754414
 RESIDENT

2.65E-05
4.78E-03

6.51E-03
1.21E-03

370805
3754414

 RESIDENT
2.88E-05

4.94E-03
6.74E-03

1.26E-03
370815

3754414
 RESIDENT

3.14E-05
5.12E-03

6.99E-03
1.30E-03

370825
3754414

 RESIDENT
3.44E-05

5.31E-03
7.25E-03

1.35E-03
370745

3754424
 RESIDENT

1.85E-05
4.01E-03

5.39E-03
1.00E-03

370755
3754424

 RESIDENT
1.98E-05

4.14E-03
5.57E-03

1.04E-03
370765

3754424
 RESIDENT

2.12E-05
4.27E-03

5.75E-03
1.07E-03

370775
3754424

 RESIDENT
2.27E-05

4.40E-03
5.93E-03

1.11E-03
370785

3754424
 RESIDENT

2.45E-05
4.55E-03

6.13E-03
1.14E-03

370795
3754424

 RESIDENT
2.65E-05

4.70E-03
6.34E-03

1.18E-03
370805

3754424
 RESIDENT

2.87E-05
4.87E-03

6.56E-03
1.22E-03

370815
3754424

 RESIDENT
3.13E-05

5.03E-03
6.79E-03

1.27E-03
370825

3754424
 RESIDENT

3.43E-05
5.21E-03

7.03E-03
1.31E-03

370745
3754434

 RESIDENT
1.84E-05

3.95E-03
5.25E-03

9.79E-04
370755

3754434
 RESIDENT

1.97E-05
4.07E-03

5.42E-03
1.01E-03

370765
3754434

 RESIDENT
2.11E-05

4.20E-03
5.59E-03

1.04E-03
370775

3754434
 RESIDENT

2.26E-05
4.32E-03

5.76E-03
1.07E-03

370785
3754434

 RESIDENT
2.43E-05

4.47E-03
5.96E-03

1.11E-03
370795

3754434
 RESIDENT

2.64E-05
4.62E-03

6.16E-03
1.15E-03

370805
3754434

 RESIDENT
2.87E-05

4.78E-03
6.37E-03

1.19E-03
370815

3754434
 RESIDENT

3.12E-05
4.94E-03

6.59E-03
1.23E-03

370825
3754434

 RESIDENT
3.43E-05

5.11E-03
6.82E-03

1.27E-03
370745

3754444
 RESIDENT

1.83E-05
3.88E-03

5.11E-03
9.53E-04

370755
3754444

 RESIDENT
1.96E-05

3.99E-03
5.27E-03

9.81E-04
370765

3754444
 RESIDENT

2.09E-05
4.11E-03

5.43E-03
1.01E-03

370775
3754444

 RESIDENT
2.24E-05

4.24E-03
5.59E-03

1.04E-03
370785

3754444
 RESIDENT

2.42E-05
4.38E-03

5.78E-03
1.08E-03

370795
3754444

 RESIDENT
2.62E-05

4.53E-03
5.97E-03

1.11E-03
370805

3754444
 RESIDENT

2.85E-05
4.68E-03

6.17E-03
1.15E-03

370815
3754444

 RESIDENT
3.11E-05

4.84E-03
6.38E-03

1.19E-03
370825

3754444
 RESIDENT

3.42E-05
5.00E-03

6.59E-03
1.23E-03

370745
3754454

 RESIDENT
1.82E-05

3.81E-03
4.97E-03

9.27E-04
370755

3754454
 RESIDENT

1.94E-05
3.92E-03

5.12E-03
9.54E-04

370765
3754454

 RESIDENT
2.08E-05

4.04E-03
5.28E-03

9.83E-04
370775

3754454
 RESIDENT

2.24E-05
4.16E-03

5.43E-03
1.01E-03

370785
3754454

 RESIDENT
2.41E-05

4.29E-03
5.60E-03

1.04E-03
370795

3754454
 RESIDENT

2.61E-05
4.43E-03

5.78E-03
1.08E-03

370805
3754454

 RESIDENT
2.84E-05

4.58E-03
5.97E-03

1.11E-03
370815

3754454
 RESIDENT

3.10E-05
4.73E-03

6.16E-03
1.15E-03

370825
3754454

 RESIDENT
3.41E-05

4.89E-03
6.37E-03

1.19E-03
370745

3754464
 RESIDENT

1.81E-05
3.73E-03

4.83E-03
9.00E-04

370755
3754464

 RESIDENT
1.93E-05

3.85E-03
4.97E-03

9.27E-04
370765

3754464
 RESIDENT

2.07E-05
3.96E-03

5.12E-03
9.54E-04

370775
3754464

 RESIDENT
2.22E-05

4.08E-03
5.27E-03

9.83E-04
370785

3754464
 RESIDENT

2.40E-05
4.21E-03

5.43E-03
1.01E-03

370795
3754464

 RESIDENT
2.60E-05

4.34E-03
5.60E-03

1.04E-03
370805

3754464
 RESIDENT

2.83E-05
4.48E-03

5.77E-03
1.08E-03

370815
3754464

 RESIDENT
3.09E-05

4.62E-03
5.95E-03

1.11E-03
370825

3754464
 RESIDENT

3.40E-05
4.78E-03

6.15E-03
1.15E-03

370745
3754474

 RESIDENT
1.80E-05

3.66E-03
4.69E-03

8.73E-04
370755

3754474
 RESIDENT

1.92E-05
3.76E-03

4.82E-03
8.98E-04

370765
3754474

 RESIDENT
2.06E-05

3.87E-03
4.96E-03

9.24E-04
370775

3754474
 RESIDENT

2.21E-05
3.99E-03

5.10E-03
9.51E-04

370785
3754474

 RESIDENT
2.38E-05

4.11E-03
5.26E-03

9.79E-04
370795

3754474
 RESIDENT

2.58E-05
4.24E-03

5.41E-03
1.01E-03

370805
3754474

 RESIDENT
2.81E-05

4.37E-03
5.57E-03

1.04E-03
370815

3754474
 RESIDENT

3.08E-05
4.51E-03

5.74E-03
1.07E-03

370825
3754474

 RESIDENT
3.39E-05

4.65E-03
5.92E-03

1.10E-03
370745

3754484
 RESIDENT

1.78E-05
3.58E-03

4.54E-03
8.46E-04

370755
3754484

 RESIDENT
1.90E-05

3.68E-03
4.67E-03

8.70E-04
370765

3754484
 RESIDENT

2.04E-05
3.78E-03

4.80E-03
8.94E-04
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370775
3754484

 RESIDENT
2.19E-05

3.89E-03
4.93E-03

9.19E-04
370785

3754484
 RESIDENT

2.37E-05
4.01E-03

5.08E-03
9.46E-04

370795
3754484

 RESIDENT
2.57E-05

4.13E-03
5.22E-03

9.73E-04
370805

3754484
 RESIDENT

2.79E-05
4.26E-03

5.37E-03
1.00E-03

370815
3754484

 RESIDENT
3.06E-05

4.39E-03
5.53E-03

1.03E-03
370825

3754484
 RESIDENT

3.37E-05
4.53E-03

5.70E-03
1.06E-03

370745
3754494

 RESIDENT
1.77E-05

3.49E-03
4.40E-03

8.20E-04
370755

3754494
 RESIDENT

1.89E-05
3.59E-03

4.52E-03
8.42E-04

370765
3754494

 RESIDENT
2.03E-05

3.69E-03
4.64E-03

8.64E-04
370775

3754494
 RESIDENT

2.18E-05
3.80E-03

4.77E-03
8.88E-04

370785
3754494

 RESIDENT
2.35E-05

3.91E-03
4.90E-03

9.12E-04
370795

3754494
 RESIDENT

2.55E-05
4.02E-03

5.03E-03
9.38E-04

370805
3754494

 RESIDENT
2.77E-05

4.14E-03
5.18E-03

9.64E-04
370815

3754494
 RESIDENT

3.04E-05
4.27E-03

5.32E-03
9.92E-04

370825
3754494

 RESIDENT
3.35E-05

4.40E-03
5.48E-03

1.02E-03
370745

3754504
 RESIDENT

1.76E-05
3.41E-03

4.26E-03
7.93E-04

370755
3754504

 RESIDENT
1.88E-05

3.50E-03
4.37E-03

8.14E-04
370765

3754504
 RESIDENT

2.01E-05
3.60E-03

4.48E-03
8.35E-04

370775
3754504

 RESIDENT
2.16E-05

3.70E-03
4.60E-03

8.57E-04
370785

3754504
 RESIDENT

2.33E-05
3.80E-03

4.72E-03
8.80E-04

370795
3754504

 RESIDENT
2.53E-05

3.91E-03
4.85E-03

9.03E-04
370805

3754504
 RESIDENT

2.75E-05
4.02E-03

4.98E-03
9.28E-04

370815
3754504

 RESIDENT
3.02E-05

4.14E-03
5.12E-03

9.53E-04
370825

3754504
 RESIDENT

3.32E-05
4.27E-03

5.26E-03
9.80E-04

370745
3754514

 RESIDENT
1.74E-05

3.32E-03
4.12E-03

7.67E-04
370755

3754514
 RESIDENT

1.86E-05
3.41E-03

4.22E-03
7.86E-04

370765
3754514

 RESIDENT
2.00E-05

3.50E-03
4.32E-03

8.06E-04
370775

3754514
 RESIDENT

2.15E-05
3.60E-03

4.43E-03
8.26E-04

370785
3754514

 RESIDENT
2.32E-05

3.70E-03
4.55E-03

8.48E-04
370795

3754514
 RESIDENT

2.51E-05
3.80E-03

4.67E-03
8.70E-04

370805
3754514

 RESIDENT
2.73E-05

3.91E-03
4.79E-03

8.92E-04
370815

3754514
 RESIDENT

2.99E-05
4.02E-03

4.92E-03
9.16E-04

370825
3754514

 RESIDENT
3.30E-05

4.14E-03
5.05E-03

9.40E-04
370745

3754524
 RESIDENT

1.73E-05
3.24E-03

3.98E-03
7.41E-04

370755
3754524

 RESIDENT
1.85E-05

3.32E-03
4.07E-03

7.59E-04
370765

3754524
 RESIDENT

1.98E-05
3.41E-03

4.17E-03
7.77E-04

370775
3754524

 RESIDENT
2.13E-05

3.50E-03
4.27E-03

7.96E-04
370785

3754524
 RESIDENT

2.30E-05
3.59E-03

4.38E-03
8.16E-04

370795
3754524

 RESIDENT
2.49E-05

3.69E-03
4.49E-03

8.37E-04
370805

3754524
 RESIDENT

2.71E-05
3.79E-03

4.60E-03
8.58E-04

370815
3754524

 RESIDENT
2.97E-05

3.89E-03
4.72E-03

8.79E-04
370825

3754524
 RESIDENT

3.28E-05
4.00E-03

4.84E-03
9.02E-04

370745
3754534

 RESIDENT
1.71E-05

3.15E-03
3.84E-03

7.16E-04
370755

3754534
 RESIDENT

1.83E-05
3.23E-03

3.93E-03
7.32E-04

370765
3754534

 RESIDENT
1.96E-05

3.31E-03
4.02E-03

7.49E-04
370775

3754534
 RESIDENT

2.11E-05
3.40E-03

4.12E-03
7.67E-04

370785
3754534

 RESIDENT
2.28E-05

3.48E-03
4.22E-03

7.85E-04
370795

3754534
 RESIDENT

2.47E-05
3.58E-03

4.32E-03
8.04E-04

370805
3754534

 RESIDENT
2.69E-05

3.67E-03
4.42E-03

8.24E-04
370815

3754534
 RESIDENT

2.95E-05
3.77E-03

4.53E-03
8.44E-04

370825
3754534

 RESIDENT
3.25E-05

3.87E-03
4.64E-03

8.64E-04
370745

3754544
 RESIDENT

1.70E-05
3.07E-03

3.71E-03
6.91E-04

370755
3754544

 RESIDENT
1.81E-05

3.14E-03
3.79E-03

7.07E-04
370765

3754544
 RESIDENT

1.94E-05
3.22E-03

3.88E-03
7.22E-04

370775
3754544

 RESIDENT
2.09E-05

3.30E-03
3.97E-03

7.39E-04
370785

3754544
 RESIDENT

2.26E-05
3.38E-03

4.06E-03
7.56E-04

370795
3754544

 RESIDENT
2.45E-05

3.47E-03
4.15E-03

7.73E-04
370805

3754544
 RESIDENT

2.67E-05
3.55E-03

4.24E-03
7.91E-04

370815
3754544

 RESIDENT
2.92E-05

3.64E-03
4.34E-03

8.09E-04
370825

3754544
 RESIDENT

3.23E-05
3.74E-03

4.44E-03
8.27E-04

370745
3754554

 RESIDENT
1.68E-05

2.98E-03
3.58E-03

6.67E-04
370755

3754554
 RESIDENT

1.80E-05
3.05E-03

3.66E-03
6.82E-04

370765
3754554

 RESIDENT
1.92E-05

3.13E-03
3.74E-03

6.96E-04
370775

3754554
 RESIDENT

2.07E-05
3.20E-03

3.82E-03
7.12E-04
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370785
3754554

 RESIDENT
2.24E-05

3.28E-03
3.90E-03

7.27E-04
370795

3754554
 RESIDENT

2.43E-05
3.36E-03

3.99E-03
7.43E-04

370805
3754554

 RESIDENT
2.64E-05

3.44E-03
4.08E-03

7.60E-04
370815

3754554
 RESIDENT

2.90E-05
3.52E-03

4.16E-03
7.76E-04

370825
3754554

 RESIDENT
3.20E-05

3.61E-03
4.25E-03

7.93E-04
370745

3754564
 RESIDENT

1.66E-05
2.90E-03

3.45E-03
6.44E-04

370755
3754564

 RESIDENT
1.78E-05

2.96E-03
3.53E-03

6.57E-04
370765

3754564
 RESIDENT

1.91E-05
3.03E-03

3.60E-03
6.71E-04

370775
3754564

 RESIDENT
2.05E-05

3.10E-03
3.68E-03

6.85E-04
370785

3754564
 RESIDENT

2.22E-05
3.18E-03

3.75E-03
6.99E-04

370795
3754564

 RESIDENT
2.40E-05

3.25E-03
3.83E-03

7.14E-04
370805

3754564
 RESIDENT

2.62E-05
3.33E-03

3.91E-03
7.29E-04

370815
3754564

 RESIDENT
2.87E-05

3.41E-03
3.99E-03

7.44E-04
370825

3754564
 RESIDENT

3.17E-05
3.49E-03

4.07E-03
7.59E-04

370745
3754574

 RESIDENT
1.64E-05

2.81E-03
3.33E-03

6.21E-04
370755

3754574
 RESIDENT

1.76E-05
2.88E-03

3.40E-03
6.33E-04

370765
3754574

 RESIDENT
1.89E-05

2.94E-03
3.47E-03

6.46E-04
370775

3754574
 RESIDENT

2.03E-05
3.01E-03

3.54E-03
6.59E-04

370785
3754574

 RESIDENT
2.19E-05

3.07E-03
3.61E-03

6.72E-04
370795

3754574
 RESIDENT

2.38E-05
3.14E-03

3.68E-03
6.86E-04

370805
3754574

 RESIDENT
2.59E-05

3.21E-03
3.75E-03

6.98E-04
370815

3754574
 RESIDENT

2.85E-05
3.28E-03

3.82E-03
7.11E-04

370825
3754574

 RESIDENT
3.14E-05

3.36E-03
3.89E-03

7.25E-04
370835

3754574
 RESIDENT

3.49E-05
3.43E-03

3.96E-03
7.39E-04

370845
3754574

 RESIDENT
3.92E-05

3.52E-03
4.04E-03

7.53E-04
370855

3754574
 RESIDENT

4.45E-05
3.60E-03

4.12E-03
7.67E-04

370865
3754574

 RESIDENT
5.12E-05

3.69E-03
4.19E-03

7.81E-04
370875

3754574
 RESIDENT

5.98E-05
3.78E-03

4.27E-03
7.96E-04

370885
3754574

 RESIDENT
7.13E-05

3.88E-03
4.35E-03

8.10E-04
370895

3754574
 RESIDENT

8.73E-05
3.98E-03

4.43E-03
8.24E-04

370905
3754574

 RESIDENT
1.11E-04

4.10E-03
4.50E-03

8.39E-04
370915

3754574
 RESIDENT

1.47E-04
4.23E-03

4.59E-03
8.55E-04

370745
3754584

 RESIDENT
1.62E-05

2.73E-03
3.21E-03

5.98E-04
370755

3754584
 RESIDENT

1.74E-05
2.78E-03

3.27E-03
6.10E-04

370765
3754584

 RESIDENT
1.86E-05

2.84E-03
3.33E-03

6.20E-04
370775

3754584
 RESIDENT

2.00E-05
2.90E-03

3.39E-03
6.32E-04

370785
3754584

 RESIDENT
2.17E-05

2.97E-03
3.46E-03

6.44E-04
370795

3754584
 RESIDENT

2.35E-05
3.03E-03

3.52E-03
6.56E-04

370805
3754584

 RESIDENT
2.56E-05

3.09E-03
3.58E-03

6.67E-04
370815

3754584
 RESIDENT

2.81E-05
3.16E-03

3.64E-03
6.79E-04

370825
3754584

 RESIDENT
3.10E-05

3.23E-03
3.71E-03

6.91E-04
370835

3754584
 RESIDENT

3.45E-05
3.30E-03

3.78E-03
7.03E-04

370845
3754584

 RESIDENT
3.89E-05

3.38E-03
3.86E-03

7.18E-04
370855

3754584
 RESIDENT

4.41E-05
3.46E-03

3.92E-03
7.31E-04

370865
3754584

 RESIDENT
5.07E-05

3.54E-03
3.99E-03

7.44E-04
370875

3754584
 RESIDENT

5.93E-05
3.63E-03

4.06E-03
7.57E-04

370885
3754584

 RESIDENT
7.07E-05

3.72E-03
4.13E-03

7.69E-04
370895

3754584
 RESIDENT

8.64E-05
3.81E-03

4.19E-03
7.81E-04

370905
3754584

 RESIDENT
1.10E-04

3.92E-03
4.27E-03

7.95E-04
370915

3754584
 RESIDENT

1.46E-04
4.05E-03

4.35E-03
8.10E-04

370745
3754594

 RESIDENT
1.60E-05

2.63E-03
3.08E-03

5.74E-04
370755

3754594
 RESIDENT

1.71E-05
2.69E-03

3.14E-03
5.85E-04

370765
3754594

 RESIDENT
1.84E-05

2.74E-03
3.20E-03

5.95E-04
370775

3754594
 RESIDENT

1.98E-05
2.80E-03

3.26E-03
6.07E-04

370785
3754594

 RESIDENT
2.14E-05

2.86E-03
3.31E-03

6.17E-04
370795

3754594
 RESIDENT

2.32E-05
2.92E-03

3.37E-03
6.28E-04

370805
3754594

 RESIDENT
2.53E-05

2.98E-03
3.42E-03

6.38E-04
370815

3754594
 RESIDENT

2.77E-05
3.04E-03

3.48E-03
6.48E-04

370825
3754594

 RESIDENT
3.07E-05

3.10E-03
3.54E-03

6.60E-04
370835

3754594
 RESIDENT

3.41E-05
3.17E-03

3.60E-03
6.71E-04

370845
3754594

 RESIDENT
3.85E-05

3.25E-03
3.68E-03

6.85E-04
370855

3754594
 RESIDENT

4.37E-05
3.33E-03

3.74E-03
6.97E-04

370865
3754594

 RESIDENT
5.02E-05

3.40E-03
3.80E-03

7.08E-04
370875

3754594
 RESIDENT

5.88E-05
3.48E-03

3.87E-03
7.20E-04
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370885
3754594

 RESIDENT
7.01E-05

3.56E-03
3.93E-03

7.32E-04
370895

3754594
 RESIDENT

8.56E-05
3.65E-03

3.98E-03
7.42E-04

370905
3754594

 RESIDENT
1.09E-04

3.75E-03
4.05E-03

7.55E-04
370915

3754594
 RESIDENT

1.45E-04
3.88E-03

4.12E-03
7.68E-04

370745
3754604

 RESIDENT
1.57E-05

2.55E-03
2.96E-03

5.52E-04
370755

3754604
 RESIDENT

1.68E-05
2.60E-03

3.01E-03
5.61E-04

370765
3754604

 RESIDENT
1.80E-05

2.65E-03
3.06E-03

5.71E-04
370775

3754604
 RESIDENT

1.94E-05
2.70E-03

3.12E-03
5.81E-04

370785
3754604

 RESIDENT
2.10E-05

2.76E-03
3.17E-03

5.91E-04
370795

3754604
 RESIDENT

2.28E-05
2.81E-03

3.22E-03
6.00E-04

370805
3754604

 RESIDENT
2.49E-05

2.86E-03
3.27E-03

6.09E-04
370815

3754604
 RESIDENT

2.73E-05
2.92E-03

3.32E-03
6.19E-04

370825
3754604

 RESIDENT
3.02E-05

2.98E-03
3.38E-03

6.29E-04
370835

3754604
 RESIDENT

3.36E-05
3.05E-03

3.43E-03
6.40E-04

370845
3754604

 RESIDENT
3.80E-05

3.13E-03
3.51E-03

6.54E-04
370855

3754604
 RESIDENT

4.32E-05
3.20E-03

3.57E-03
6.65E-04

370865
3754604

 RESIDENT
4.98E-05

3.26E-03
3.62E-03

6.75E-04
370875

3754604
 RESIDENT

5.82E-05
3.34E-03

3.68E-03
6.86E-04

370885
3754604

 RESIDENT
6.95E-05

3.42E-03
3.74E-03

6.96E-04
370895

3754604
 RESIDENT

8.49E-05
3.50E-03

3.79E-03
7.06E-04

370905
3754604

 RESIDENT
1.08E-04

3.60E-03
3.85E-03

7.17E-04
370915

3754604
 RESIDENT

1.43E-04
3.71E-03

3.91E-03
7.29E-04

370745
3754614

 RESIDENT
1.54E-05

2.45E-03
2.84E-03

5.28E-04
370755

3754614
 RESIDENT

1.64E-05
2.50E-03

2.88E-03
5.36E-04

370765
3754614

 RESIDENT
1.76E-05

2.55E-03
2.93E-03

5.45E-04
370775

3754614
 RESIDENT

1.90E-05
2.60E-03

2.98E-03
5.54E-04

370785
3754614

 RESIDENT
2.06E-05

2.65E-03
3.03E-03

5.65E-04
370795

3754614
 RESIDENT

2.24E-05
2.71E-03

3.08E-03
5.74E-04

370805
3754614

 RESIDENT
2.43E-05

2.75E-03
3.12E-03

5.82E-04
370815

3754614
 RESIDENT

2.67E-05
2.81E-03

3.17E-03
5.91E-04

370825
3754614

 RESIDENT
2.95E-05

2.86E-03
3.22E-03

6.00E-04
370835

3754614
 RESIDENT

3.29E-05
2.92E-03

3.27E-03
6.09E-04

370845
3754614

 RESIDENT
3.76E-05

3.01E-03
3.35E-03

6.24E-04
370855

3754614
 RESIDENT

4.28E-05
3.07E-03

3.40E-03
6.34E-04

370865
3754614

 RESIDENT
4.92E-05

3.13E-03
3.45E-03

6.43E-04
370875

3754614
 RESIDENT

5.77E-05
3.21E-03

3.51E-03
6.53E-04

370885
3754614

 RESIDENT
6.88E-05

3.28E-03
3.56E-03

6.63E-04
370895

3754614
 RESIDENT

8.43E-05
3.36E-03

3.60E-03
6.72E-04

370905
3754614

 RESIDENT
1.07E-04

3.45E-03
3.66E-03

6.82E-04
370915

3754614
 RESIDENT

1.42E-04
3.55E-03

3.72E-03
6.92E-04

370745
3754624

 RESIDENT
1.50E-05

2.37E-03
2.72E-03

5.07E-04
370755

3754624
 RESIDENT

1.61E-05
2.42E-03

2.77E-03
5.16E-04

370765
3754624

 RESIDENT
1.73E-05

2.46E-03
2.81E-03

5.24E-04
370775

3754624
 RESIDENT

1.86E-05
2.51E-03

2.86E-03
5.32E-04

370785
3754624

 RESIDENT
2.02E-05

2.56E-03
2.90E-03

5.41E-04
370795

3754624
 RESIDENT

2.19E-05
2.60E-03

2.95E-03
5.49E-04

370805
3754624

 RESIDENT
2.37E-05

2.65E-03
2.98E-03

5.55E-04
370815

3754624
 RESIDENT

2.62E-05
2.70E-03

3.03E-03
5.65E-04

370825
3754624

 RESIDENT
2.89E-05

2.75E-03
3.08E-03

5.73E-04
370835

3754624
 RESIDENT

3.22E-05
2.81E-03

3.12E-03
5.81E-04

370845
3754624

 RESIDENT
3.71E-05

2.89E-03
3.20E-03

5.96E-04
370855

3754624
 RESIDENT

4.23E-05
2.95E-03

3.25E-03
6.05E-04

370865
3754624

 RESIDENT
4.87E-05

3.01E-03
3.29E-03

6.13E-04
370875

3754624
 RESIDENT

5.71E-05
3.08E-03

3.34E-03
6.22E-04

370885
3754624

 RESIDENT
6.82E-05

3.14E-03
3.39E-03

6.31E-04
370895

3754624
 RESIDENT

8.35E-05
3.22E-03

3.43E-03
6.39E-04

370905
3754624

 RESIDENT
1.06E-04

3.30E-03
3.48E-03

6.48E-04
370915

3754624
 RESIDENT

1.41E-04
3.40E-03

3.53E-03
6.57E-04

370745
3754634

 RESIDENT
1.47E-05

2.29E-03
2.62E-03

4.88E-04
370755

3754634
 RESIDENT

1.58E-05
2.33E-03

2.66E-03
4.95E-04

370765
3754634

 RESIDENT
1.69E-05

2.37E-03
2.70E-03

5.03E-04
370775

3754634
 RESIDENT

1.82E-05
2.42E-03

2.74E-03
5.10E-04

370785
3754634

 RESIDENT
1.97E-05

2.46E-03
2.78E-03

5.17E-04
370795

3754634
 RESIDENT

2.14E-05
2.51E-03

2.82E-03
5.25E-04
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Continental Grand Cam
pus Specific Plan

Construction HRA

Chronic Concentrations
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Residential 
M

axim
um

Project Concentrations (ug/m
3)

X
 Y

Receptor 
Group

Project Concentrations (ug/m
3)

370805
3754634

 RESIDENT
2.32E-05

2.50E-03
2.85E-03

5.31E-04
370815

3754634
 RESIDENT

2.55E-05
2.55E-03

2.89E-03
5.39E-04

370825
3754634

 RESIDENT
2.82E-05

2.59E-03
2.93E-03

5.46E-04
370835

3754634
 RESIDENT

3.14E-05
2.64E-03

2.97E-03
5.54E-04

370845
3754634

 RESIDENT
3.66E-05

2.78E-03
3.06E-03

5.69E-04
370855

3754634
 RESIDENT

4.18E-05
2.83E-03

3.10E-03
5.78E-04

370865
3754634

 RESIDENT
4.81E-05

2.89E-03
3.14E-03

5.85E-04
370875

3754634
 RESIDENT

5.64E-05
2.95E-03

3.18E-03
5.93E-04

370885
3754634

 RESIDENT
6.75E-05

3.02E-03
3.23E-03

6.01E-04
370895

3754634
 RESIDENT

8.27E-05
3.09E-03

3.27E-03
6.08E-04

370905
3754634

 RESIDENT
1.05E-04

3.16E-03
3.31E-03

6.16E-04
370915

3754634
 RESIDENT

1.39E-04
3.26E-03

3.35E-03
6.24E-04

370745
3754644

 RESIDENT
1.43E-05

2.15E-03
2.44E-03

4.55E-04
370755

3754644
 RESIDENT

1.52E-05
2.18E-03

2.46E-03
4.59E-04

370765
3754644

 RESIDENT
1.63E-05

2.21E-03
2.50E-03

4.65E-04
370775

3754644
 RESIDENT

1.77E-05
2.26E-03

2.55E-03
4.75E-04

370785
3754644

 RESIDENT
1.92E-05

2.31E-03
2.59E-03

4.83E-04
370795

3754644
 RESIDENT

2.09E-05
2.35E-03

2.63E-03
4.90E-04

370805
3754644

 RESIDENT
2.27E-05

2.38E-03
2.66E-03

4.95E-04
370815

3754644
 RESIDENT

2.47E-05
2.41E-03

2.68E-03
4.99E-04

370825
3754644

 RESIDENT
2.73E-05

2.45E-03
2.71E-03

5.06E-04
370835

3754644
 RESIDENT

3.05E-05
2.50E-03

2.75E-03
5.13E-04

370845
3754644

 RESIDENT
3.60E-05

2.67E-03
2.92E-03

5.44E-04
370855

3754644
 RESIDENT

4.12E-05
2.72E-03

2.96E-03
5.52E-04

370865
3754644

 RESIDENT
4.75E-05

2.78E-03
3.00E-03

5.58E-04
370875

3754644
 RESIDENT

5.58E-05
2.83E-03

3.04E-03
5.66E-04

370885
3754644

 RESIDENT
6.68E-05

2.89E-03
3.07E-03

5.73E-04
370895

3754644
 RESIDENT

8.19E-05
2.96E-03

3.11E-03
5.79E-04

370905
3754644

 RESIDENT
1.04E-04

3.03E-03
3.15E-03

5.86E-04
370915

3754644
 RESIDENT

1.38E-04
3.12E-03

3.18E-03
5.93E-04

370745
3754654

 RESIDENT
1.40E-05

2.08E-03
2.35E-03

4.38E-04
370755

3754654
 RESIDENT

1.49E-05
2.10E-03

2.37E-03
4.42E-04

370765
3754654

 RESIDENT
1.60E-05

2.14E-03
2.41E-03

4.48E-04
370775

3754654
 RESIDENT

1.72E-05
2.18E-03

2.44E-03
4.55E-04

370785
3754654

 RESIDENT
1.87E-05

2.22E-03
2.48E-03

4.62E-04
370795

3754654
 RESIDENT

2.04E-05
2.26E-03

2.51E-03
4.68E-04

370805
3754654

 RESIDENT
2.21E-05

2.29E-03
2.54E-03

4.73E-04
370815

3754654
 RESIDENT

2.43E-05
2.33E-03

2.57E-03
4.79E-04

370825
3754654

 RESIDENT
2.69E-05

2.36E-03
2.60E-03

4.85E-04
370835

3754654
 RESIDENT

3.00E-05
2.41E-03

2.64E-03
4.91E-04

370845
3754654

 RESIDENT
3.54E-05

2.56E-03
2.79E-03

5.20E-04
370855

3754654
 RESIDENT

4.06E-05
2.62E-03

2.83E-03
5.27E-04

370865
3754654

 RESIDENT
4.70E-05

2.67E-03
2.86E-03

5.34E-04
370875

3754654
 RESIDENT

5.52E-05
2.72E-03

2.90E-03
5.40E-04

370885
3754654

 RESIDENT
6.61E-05

2.78E-03
2.93E-03

5.46E-04
370895

3754654
 RESIDENT

8.12E-05
2.84E-03

2.96E-03
5.52E-04

370905
3754654

 RESIDENT
1.03E-04

2.91E-03
3.00E-03

5.59E-04
370915

3754654
 RESIDENT

1.37E-04
2.99E-03

3.03E-03
5.65E-04

370745
3754664

 RESIDENT
1.38E-05

2.01E-03
2.27E-03

4.22E-04
370755

3754664
 RESIDENT

1.46E-05
2.04E-03

2.29E-03
4.26E-04

370765
3754664

 RESIDENT
1.57E-05

2.07E-03
2.32E-03

4.32E-04
370775

3754664
 RESIDENT

1.69E-05
2.10E-03

2.35E-03
4.37E-04

370785
3754664

 RESIDENT
1.83E-05

2.14E-03
2.38E-03

4.44E-04
370795

3754664
 RESIDENT

1.99E-05
2.17E-03

2.41E-03
4.49E-04

370805
3754664

 RESIDENT
2.17E-05

2.21E-03
2.44E-03

4.54E-04
370815

3754664
 RESIDENT

2.39E-05
2.24E-03

2.47E-03
4.60E-04

370825
3754664

 RESIDENT
2.64E-05

2.28E-03
2.50E-03

4.65E-04
370835

3754664
 RESIDENT

2.95E-05
2.32E-03

2.53E-03
4.71E-04

370845
3754664

 RESIDENT
3.48E-05

2.47E-03
2.67E-03

4.97E-04
370855

3754664
 RESIDENT

3.99E-05
2.51E-03

2.70E-03
5.04E-04

370865
3754664

 RESIDENT
4.63E-05

2.56E-03
2.74E-03

5.10E-04
370875

3754664
 RESIDENT

5.45E-05
2.61E-03

2.77E-03
5.16E-04

370885
3754664

 RESIDENT
6.53E-05

2.67E-03
2.80E-03

5.21E-04
370895

3754664
 RESIDENT

8.03E-05
2.73E-03

2.83E-03
5.27E-04
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Continental Grand Cam
pus Specific Plan

Construction HRA

Chronic Concentrations
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Residential 
M

axim
um

Project Concentrations (ug/m
3)

X
 Y

Receptor 
Group

Project Concentrations (ug/m
3)

370905
3754664

 RESIDENT
1.02E-04

2.79E-03
2.85E-03

5.32E-04
370915

3754664
 RESIDENT

1.35E-04
2.87E-03

2.88E-03
5.38E-04
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Continental Grand Campus Specific Plan Construction HRA

Construction Health Risk Assessment

Pollutant CREL1 CONC WFrac CONCWF HI ALIM BN CVS DEV ENDC EYE HEM IMMUN KIDN NS REPRO RESP SK Threshold Over?
Project:
Max Residential Receptor DPM 5.00E+00 9.39E-03 1.00E+00 9.39E-03 1.88E-03 -- -           -           -           -           -           -           -           -           -           -           0.0019 -   1.0 NO
Sources:
1. California Air Resources Board, "Consolidated Table of OEHHA/ARB Approved Risk Assessment Health Values" and "OEHHA/ARB Approved Chronic Reference Exposure Levels and Target Organs," http://www.arb.ca.gov/toxics/healthval/healthval.htm.

Tables last updated: September 9, 2016 and March 30, 2016. Downloaded 02/10/2017.

Where: * Key to Toxicological Endpoints
CONCWF Pollutant Concentration (μg/m3) multiplied by the weight fraction ALIM Alimentary Tract EYE Eye NS Nervous System
CREL Chronic Reference Exposure Level BN Bone HEM Hematologic System REPRO Reproductive System
HI Hazard Index CVS Cardiovascular System IMMUN Immune System RESP Respiratory System
MEI Maximally Exposed Individual DEV Developmental System KIDN Kidney SK Skin
WFrac Weight fraction of speciated component ENDC Endocrine System

Maximum Non-cancer Chronic Hazards / Toxicological Endpoints -Without Mitigation *
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Continental Grand Campus Specific Plan Construction HRA

HHDT Running Emission Factors
Year PM10 RunEx (g/mi)
2021 1.71E-02
2022 1.48E-02
2023 5.99E-03
2024 5.98E-03
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Continental Grand Campus Specific Plan Construction HRA

HHDT Idling Emission Factors

Year
PM10 IdleEx 

(g/min)
2021 2.55E-04
2022 2.26E-04
2023 1.43E-04
2024 1.29E-04
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Appendix A. Continental Grand Campus Specific Plan Construction Health Risk Assessment Calculations  
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y
3705713753660 370571 3753660 0.06568 0.08505 0.06984 0.06834
3705913753660 370591 3753660 0.06678 0.08677 0.07165 0.07089
3706113753660 370611 3753660 0.06782 0.08839 0.07353 0.07358
3706313753660 370631 3753660 0.0685 0.08943 0.07536 0.07625
3706513753660 370651 3753660 0.06947 0.09095 0.0772 0.07914
3706713753660 370671 3753660 0.07039 0.0924 0.07903 0.08214
3706913753660 370691 3753660 0.07128 0.0938 0.08084 0.08527
3707113753660 370711 3753660 0.07214 0.09514 0.08263 0.08853
3707313753660 370731 3753660 0.07297 0.09642 0.0844 0.09191
3707513753660 370751 3753660 0.07373 0.0976 0.08611 0.09541
3707713753660 370771 3753660 0.07445 0.09867 0.08776 0.09902
3707913753660 370791 3753660 0.07512 0.09966 0.08936 0.10275
3708113753660 370811 3753660 0.07579 0.10063 0.09087 0.1066
3708313753660 370831 3753660 0.07653 0.10171 0.09181 0.11037
3708513753660 370851 3753660 0.07652 0.10141 0.09352 0.11435
3708713753660 370871 3753660 0.07687 0.10171 0.0947 0.11837
3708913753660 370891 3753660 0.07718 0.1019 0.09569 0.12244
3709113753660 370911 3753660 0.07732 0.10172 0.09654 0.12648
3709313753660 370931 3753660 0.07724 0.10111 0.09742 0.13048
3709513753660 370951 3753660 0.0771 0.10032 0.09809 0.13445
3709713753660 370971 3753660 0.07681 0.0992 0.09864 0.13833
3709913753660 370991 3753660 0.07658 0.0981 0.09881 0.14216
3710113753660 371011 3753660 0.07586 0.0964 0.09495 0.14482
3710313753660 371031 3753660 0.07513 0.09433 0.09464 0.14974
3710513753660 371051 3753660 0.07448 0.09233 0.09397 0.14929
3710713753660 371071 3753660 0.0738 0.09024 0.09443 0.15088
3710913753660 371091 3753660 0.07278 0.0876 0.09442 0.15349
3711113753660 371111 3753660 0.07157 0.08468 0.094 0.15564
3711313753660 371131 3753660 0.07021 0.08156 0.09335 0.1574
3711513753660 371151 3753660 0.06874 0.07837 0.09286 0.15902
3711713753660 371171 3753660 0.06707 0.07498 0.09179 0.15995
3711913753660 371191 3753660 0.06525 0.07151 0.09055 0.16041
3712113753660 371211 3753660 0.06329 0.06802 0.08915 0.16037
3712313753660 371231 3753660 0.06122 0.06457 0.08758 0.15982
3712513753660 371251 3753660 0.05904 0.06117 0.08586 0.15877
3712713753660 371271 3753660 0.05691 0.05796 0.08453 0.15796
3712913753660 371291 3753660 0.05467 0.05487 0.08295 0.15681
3713113753660 371311 3753660 0.05239 0.05195 0.08113 0.15507
3713313753660 371331 3753660 0.05011 0.04925 0.07913 0.15274
3713513753660 371351 3753660 0.04786 0.04676 0.07703 0.14996
3713713753660 371371 3753660 0.04566 0.04449 0.07489 0.14692
3713913753660 371391 3753660 0.04352 0.04241 0.07287 0.14402
3714113753660 371411 3753660 0.04147 0.0405 0.07089 0.14106
3714313753660 371431 3753660 0.03954 0.03879 0.06869 0.13732

AERMOD Concentration (ug/m3) @ 1g/s
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3714513753660 371451 3753660 0.03774 0.03725 0.0663 0.13287
3714713753660 371471 3753660 0.03602 0.03577 0.06443 0.12975
3714913753660 371491 3753660 0.03443 0.03441 0.06234 0.12583
3715113753660 371511 3753660 0.03298 0.03314 0.06024 0.12165
3715313753660 371531 3753660 0.03164 0.03193 0.05818 0.11738
3715513753660 371551 3753660 0.03043 0.03078 0.0561 0.11293
3715713753660 371571 3753660 0.0293 0.02967 0.05408 0.1085
3715913753660 371591 3753660 0.02827 0.0286 0.05211 0.10409
3716113753660 371611 3753660 0.02732 0.02756 0.0502 0.09975
3716313753660 371631 3753660 0.02646 0.02658 0.04833 0.0955
3716513753660 371651 3753660 0.02563 0.02561 0.04654 0.09135
3716713753660 371671 3753660 0.02485 0.02467 0.04482 0.08731
3716913753660 371691 3753660 0.0241 0.02376 0.04317 0.08342
3717113753660 371711 3753660 0.02338 0.0229 0.04159 0.07967
3717313753660 371731 3753660 0.02268 0.02206 0.04008 0.07609
3717513753660 371751 3753660 0.02201 0.02126 0.03865 0.07267
3717713753660 371771 3753660 0.02143 0.02059 0.03726 0.06948
3717913753660 371791 3753660 0.02078 0.01986 0.03599 0.06642
3718113753660 371811 3753660 0.02007 0.0191 0.03476 0.06345
3718313753660 371831 3753660 0.01945 0.01845 0.0336 0.06071
3705713753680 370571 3753680 0.06799 0.08857 0.07302 0.07021
3705913753680 370591 3753680 0.06923 0.09053 0.07502 0.07292
3706113753680 370611 3753680 0.07035 0.0923 0.07719 0.07583
3706313753680 370631 3753680 0.07114 0.09352 0.0792 0.07869
3706513753680 370651 3753680 0.07223 0.09527 0.08126 0.0818
3706713753680 370671 3753680 0.07328 0.09694 0.08331 0.08504
3706913753680 370691 3753680 0.07434 0.09864 0.08538 0.08847
3707113753680 370711 3753680 0.07536 0.10027 0.08744 0.09204
3707313753680 370731 3753680 0.07632 0.1018 0.08946 0.09575
3707513753680 370751 3753680 0.07726 0.10329 0.09145 0.09963
3707713753680 370771 3753680 0.07812 0.10465 0.09337 0.10364
3707913753680 370791 3753680 0.07895 0.10592 0.09523 0.1078
3708113753680 370811 3753680 0.07969 0.10702 0.097 0.11208
3708313753680 370831 3753680 0.08029 0.10785 0.09864 0.11645
3708513753680 370851 3753680 0.08085 0.10856 0.10017 0.12093
3708713753680 370871 3753680 0.08136 0.10915 0.10153 0.12552
3708913753680 370891 3753680 0.08179 0.10955 0.10257 0.13014
3709113753680 370911 3753680 0.08199 0.10947 0.10364 0.13476
3709313753680 370931 3753680 0.08197 0.10891 0.10481 0.13942
3709513753680 370951 3753680 0.08191 0.10821 0.10565 0.14404
3709713753680 370971 3753680 0.0817 0.10717 0.10633 0.14859
3709913753680 370991 3753680 0.0817 0.10642 0.10574 0.152
3710113753680 371011 3753680 0.08062 0.10399 0.10264 0.15923
3710313753680 371031 3753680 0.08006 0.10209 0.10231 0.16144
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3710513753680 371051 3753680 0.07947 0.10005 0.10164 0.16038
3710713753680 371071 3753680 0.0787 0.09768 0.10211 0.16385
3710913753680 371091 3753680 0.0776 0.09474 0.10165 0.16681
3711113753680 371111 3753680 0.07634 0.09155 0.10128 0.16942
3711313753680 371131 3753680 0.07495 0.0882 0.1009 0.17182
3711513753680 371151 3753680 0.07342 0.08475 0.10045 0.17398
3711713753680 371171 3753680 0.07164 0.08098 0.09926 0.17522
3711913753680 371191 3753680 0.06969 0.07713 0.09795 0.17587
3712113753680 371211 3753680 0.0676 0.07327 0.09648 0.17602
3712313753680 371231 3753680 0.06535 0.06947 0.09453 0.17548
3712513753680 371251 3753680 0.063 0.06573 0.09258 0.17435
3712713753680 371271 3753680 0.06068 0.06216 0.09101 0.1734
3712913753680 371291 3753680 0.05826 0.05875 0.08924 0.17216
3713113753680 371311 3753680 0.05578 0.05554 0.08715 0.17014
3713313753680 371331 3753680 0.05331 0.05258 0.08489 0.16747
3713513753680 371351 3753680 0.05087 0.04987 0.0824 0.16397
3713713753680 371371 3753680 0.04849 0.04739 0.08001 0.16051
3713913753680 371391 3753680 0.04618 0.04513 0.07764 0.15687
3714113753680 371411 3753680 0.04396 0.04307 0.07527 0.15304
3714313753680 371431 3753680 0.04188 0.04121 0.07278 0.14863
3714513753680 371451 3753680 0.03992 0.03952 0.07021 0.14378
3714713753680 371471 3753680 0.03806 0.0379 0.06812 0.14015
3714913753680 371491 3753680 0.03636 0.03641 0.06579 0.13558
3715113753680 371511 3753680 0.0348 0.03502 0.06347 0.13088
3715313753680 371531 3753680 0.03337 0.03369 0.0612 0.12607
3715513753680 371551 3753680 0.03205 0.03242 0.05894 0.12111
3715713753680 371571 3753680 0.03085 0.0312 0.05674 0.11613
3715913753680 371591 3753680 0.02975 0.03003 0.05457 0.11113
3716113753680 371611 3753680 0.02873 0.02888 0.0525 0.10621
3716313753680 371631 3753680 0.02779 0.02781 0.05045 0.10141
3716513753680 371651 3753680 0.0269 0.02676 0.04851 0.09675
3716713753680 371671 3753680 0.02605 0.02574 0.04666 0.09224
3716913753680 371691 3753680 0.02524 0.02476 0.04488 0.08792
3717113753680 371711 3753680 0.02446 0.02383 0.04319 0.08379
3717313753680 371731 3753680 0.02368 0.02291 0.04157 0.07983
3717513753680 371751 3753680 0.02294 0.02207 0.04004 0.0761
3717713753680 371771 3753680 0.02229 0.02133 0.0386 0.07263
3717913753680 371791 3753680 0.02154 0.02053 0.03723 0.06928
3718113753680 371811 3753680 0.02085 0.01981 0.03593 0.06615
3718313753680 371831 3753680 0.02018 0.01913 0.03471 0.06322
3705713753700 370571 3753700 0.07033 0.09216 0.07638 0.07207
3705913753700 370591 3753700 0.07169 0.09434 0.07865 0.075
3706113753700 370611 3753700 0.07298 0.09639 0.08104 0.0781
3706313753700 370631 3753700 0.07377 0.09764 0.08324 0.08111
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3706513753700 370651 3753700 0.07507 0.09974 0.08559 0.08448
3706713753700 370671 3753700 0.07631 0.10176 0.08793 0.08801
3706913753700 370691 3753700 0.07748 0.10367 0.09026 0.0917
3707113753700 370711 3753700 0.07866 0.10559 0.0926 0.09559
3707313753700 370731 3753700 0.07983 0.10751 0.09495 0.09969
3707513753700 370751 3753700 0.08094 0.10932 0.09725 0.10396
3707713753700 370771 3753700 0.082 0.11104 0.0995 0.10842
3707913753700 370791 3753700 0.08302 0.11267 0.10169 0.11307
3708113753700 370811 3753700 0.08394 0.11411 0.10378 0.11787
3708313753700 370831 3753700 0.08472 0.11527 0.10572 0.1228
3708513753700 370851 3753700 0.08534 0.11611 0.10753 0.12783
3708713753700 370871 3753700 0.08611 0.11718 0.10913 0.1331
3708913753700 370891 3753700 0.08675 0.11795 0.11016 0.13823
3709113753700 370911 3753700 0.08705 0.11803 0.11152 0.14357
3709313753700 370931 3753700 0.08709 0.11754 0.1131 0.14911
3709513753700 370951 3753700 0.08713 0.11699 0.1141 0.1545
3709713753700 370971 3753700 0.08704 0.11608 0.1149 0.15985
3709913753700 370991 3753700 0.08672 0.11501 0.11088 0.16065
3710113753700 371011 3753700 0.08597 0.11276 0.11124 0.17258
3710313753700 371031 3753700 0.08544 0.11078 0.11081 0.17492
3710513753700 371051 3753700 0.08494 0.10875 0.11039 0.17413
3710713753700 371071 3753700 0.08408 0.10605 0.1106 0.17841
3710913753700 371091 3753700 0.08293 0.10284 0.10997 0.18194
3711113753700 371111 3753700 0.08161 0.09934 0.10934 0.18513
3711313753700 371131 3753700 0.08018 0.09571 0.10946 0.18825
3711513753700 371151 3753700 0.07859 0.09192 0.10903 0.19109
3711713753700 371171 3753700 0.07669 0.08774 0.1078 0.19271
3711913753700 371191 3753700 0.07461 0.08348 0.10635 0.19371
3712113753700 371211 3753700 0.07236 0.07919 0.10458 0.19402
3712313753700 371231 3753700 0.06993 0.07496 0.10246 0.19352
3712513753700 371251 3753700 0.06741 0.07082 0.10031 0.1925
3712713753700 371271 3753700 0.06488 0.06686 0.0984 0.1914
3712913753700 371291 3753700 0.06222 0.0631 0.09618 0.18954
3713113753700 371311 3753700 0.05953 0.05954 0.09388 0.18743
3713313753700 371331 3753700 0.05683 0.05628 0.0913 0.18432
3713513753700 371351 3753700 0.05417 0.05329 0.08864 0.18071
3713713753700 371371 3753700 0.05158 0.05057 0.08591 0.17663
3713913753700 371391 3753700 0.04907 0.04811 0.08315 0.1722
3714113753700 371411 3753700 0.04669 0.04591 0.07992 0.16613
3714313753700 371431 3753700 0.04442 0.04386 0.07732 0.16155
3714513753700 371451 3753700 0.0423 0.04199 0.07455 0.15624
3714713753700 371471 3753700 0.04029 0.04022 0.07216 0.15182
3714913753700 371491 3753700 0.03846 0.03859 0.06955 0.14647
3715113753700 371511 3753700 0.03678 0.03705 0.06696 0.141
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3715313753700 371531 3753700 0.03526 0.03562 0.06416 0.1346
3715513753700 371551 3753700 0.03382 0.03418 0.06198 0.12995
3715713753700 371571 3753700 0.03253 0.03284 0.05957 0.12436
3715913753700 371591 3753700 0.03135 0.03155 0.0572 0.11871
3716113753700 371611 3753700 0.03024 0.03029 0.05495 0.11323
3716313753700 371631 3753700 0.02922 0.02911 0.05272 0.10779
3716513753700 371651 3753700 0.02826 0.02797 0.05061 0.10256
3716713753700 371671 3753700 0.02734 0.02687 0.04861 0.09754
3716913753700 371691 3753700 0.02646 0.02582 0.04671 0.09274
3717113753700 371711 3753700 0.02561 0.02482 0.04489 0.08818
3717313753700 371731 3753700 0.02472 0.02382 0.04316 0.08382
3717513753700 371751 3753700 0.02391 0.02292 0.04152 0.07974
3717713753700 371771 3753700 0.02319 0.02213 0.04001 0.07599
3717913753700 371791 3753700 0.02242 0.02133 0.03856 0.0724
3718113753700 371811 3753700 0.02169 0.02059 0.0372 0.06906
3718313753700 371831 3753700 0.02095 0.01988 0.03591 0.06592
3705713753720 370571 3753720 0.07268 0.09579 0.07996 0.07397
3705913753720 370591 3753720 0.0742 0.09823 0.08248 0.07708
3706113753720 370611 3753720 0.07571 0.10069 0.08506 0.08035
3706313753720 370631 3753720 0.07642 0.10181 0.0875 0.08351
3706513753720 370651 3753720 0.07794 0.1043 0.09019 0.08717
3706713753720 370671 3753720 0.07941 0.10673 0.09289 0.091
3706913753720 370691 3753720 0.08074 0.10894 0.09552 0.09498
3707113753720 370711 3753720 0.08208 0.11118 0.09819 0.0992
3707313753720 370731 3753720 0.08349 0.11353 0.10092 0.10371
3707513753720 370751 3753720 0.08482 0.11575 0.1036 0.10843
3707713753720 370771 3753720 0.08607 0.11784 0.10621 0.11335
3707913753720 370791 3753720 0.0873 0.11987 0.10878 0.11853
3708113753720 370811 3753720 0.0884 0.12167 0.11123 0.12389
3708313753720 370831 3753720 0.08938 0.12323 0.11355 0.12944
3708513753720 370851 3753720 0.09022 0.12448 0.11572 0.13516
3708713753720 370871 3753720 0.09109 0.12575 0.11771 0.14112
3708913753720 370891 3753720 0.0919 0.12684 0.1192 0.1472
3709113753720 370911 3753720 0.09236 0.12721 0.12083 0.15335
3709313753720 370931 3753720 0.09263 0.12712 0.12243 0.15962
3709513753720 370951 3753720 0.0928 0.12676 0.12366 0.1659
3709713753720 370971 3753720 0.0928 0.12597 0.12468 0.17218
3709913753720 370991 3753720 0.09236 0.12462 0.12058 0.17752
3710113753720 371011 3753720 0.09171 0.12242 0.12058 0.18761
3710313753720 371031 3753720 0.09141 0.12069 0.12041 0.18826
3710513753720 371051 3753720 0.09081 0.11833 0.11985 0.19002
3710713753720 371071 3753720 0.08997 0.11548 0.11985 0.19463
3710913753720 371091 3753720 0.08886 0.11209 0.11965 0.19925
3711113753720 371111 3753720 0.08753 0.10833 0.11965 0.20342
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3711313753720 371131 3753720 0.086 0.10428 0.11924 0.20715
3711513753720 371151 3753720 0.08424 0.09996 0.1183 0.21023
3711713753720 371171 3753720 0.08223 0.09539 0.1171 0.21246
3711913753720 371191 3753720 0.07999 0.09066 0.11537 0.21383
3712113753720 371211 3753720 0.07761 0.08588 0.11369 0.21466
3712313753720 371231 3753720 0.07503 0.08116 0.11151 0.21455
3712513753720 371251 3753720 0.07231 0.07655 0.10921 0.21366
3712713753720 371271 3753720 0.0695 0.07213 0.10665 0.21203
3712913753720 371291 3753720 0.0666 0.06795 0.1039 0.2096
3713113753720 371311 3753720 0.06363 0.06404 0.10086 0.20623
3713313753720 371331 3753720 0.06068 0.06044 0.09784 0.20238
3713513753720 371351 3753720 0.05782 0.05714 0.09494 0.1983
3713713753720 371371 3753720 0.055 0.05415 0.09182 0.19343
3713913753720 371391 3753720 0.05213 0.05141 0.0881 0.18715
3714113753720 371411 3753720 0.04966 0.04898 0.08574 0.18294
3714313753720 371431 3753720 0.04719 0.04673 0.08279 0.17757
3714513753720 371451 3753720 0.04488 0.04468 0.07957 0.17104
3714713753720 371471 3753720 0.04273 0.04275 0.0766 0.16496
3714913753720 371491 3753720 0.04075 0.04095 0.07366 0.15866
3715113753720 371511 3753720 0.03893 0.03925 0.07076 0.15224
3715313753720 371531 3753720 0.03727 0.03763 0.06793 0.14576
3715513753720 371551 3753720 0.03574 0.03608 0.06522 0.13947
3715713753720 371571 3753720 0.03434 0.03458 0.06265 0.13339
3715913753720 371591 3753720 0.03306 0.03316 0.06008 0.12705
3716113753720 371611 3753720 0.03187 0.03179 0.05759 0.12082
3716313753720 371631 3753720 0.03076 0.03049 0.05519 0.11472
3716513753720 371651 3753720 0.02969 0.02924 0.05293 0.10885
3716713753720 371671 3753720 0.02868 0.02805 0.05076 0.10323
3716913753720 371691 3753720 0.02771 0.02692 0.0487 0.0979
3717113753720 371711 3753720 0.02678 0.02585 0.04674 0.09287
3717313753720 371731 3753720 0.02581 0.02478 0.04486 0.08806
3717513753720 371751 3753720 0.02491 0.02383 0.04311 0.08361
3717713753720 371771 3753720 0.02416 0.02303 0.04153 0.07959
3717913753720 371791 3753720 0.02332 0.0222 0.04 0.07573
3718113753720 371811 3753720 0.02251 0.02142 0.03857 0.07214
3718313753720 371831 3753720 0.0217 0.02068 0.0372 0.06878
3705713753740 370571 3753740 0.0744 0.09838 0.08365 0.0757
3705913753740 370591 3753740 0.07616 0.10123 0.08651 0.079
3706113753740 370611 3753740 0.07845 0.10503 0.08936 0.0826
3706313753740 370631 3753740 0.07921 0.10623 0.0921 0.08597
3706513753740 370651 3753740 0.08062 0.10858 0.0949 0.08969
3706713753740 370671 3753740 0.08234 0.11146 0.098 0.09386
3706913753740 370691 3753740 0.08398 0.11422 0.10109 0.09822
3707113753740 370711 3753740 0.08564 0.11704 0.10424 0.10288
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3707313753740 370731 3753740 0.08731 0.11987 0.10742 0.10782
3707513753740 370751 3753740 0.08888 0.12256 0.11054 0.113
3707713753740 370771 3753740 0.09037 0.12513 0.1136 0.11845
3707913753740 370791 3753740 0.09177 0.12752 0.11658 0.12415
3708113753740 370811 3753740 0.09305 0.12966 0.11944 0.1301
3708313753740 370831 3753740 0.09425 0.13167 0.1222 0.13633
3708513753740 370851 3753740 0.09539 0.1335 0.12484 0.14284
3708713753740 370871 3753740 0.09648 0.13522 0.12727 0.14963
3708913753740 370891 3753740 0.09738 0.1365 0.12942 0.15659
3709113753740 370911 3753740 0.09809 0.13734 0.13132 0.16372
3709313753740 370931 3753740 0.0986 0.13771 0.13306 0.17098
3709513753740 370951 3753740 0.09894 0.13763 0.13455 0.17833
3709713753740 370971 3753740 0.09907 0.13701 0.13587 0.18573
3709913753740 370991 3753740 0.09932 0.13689 0.13307 0.189
3710113753740 371011 3753740 0.09877 0.13473 0.13188 0.19481
3710313753740 371031 3753740 0.09869 0.13311 0.13461 0.20309
3710513753740 371051 3753740 0.09801 0.13036 0.13488 0.20965
3710713753740 371071 3753740 0.09709 0.12707 0.1347 0.21578
3710913753740 371091 3753740 0.0959 0.12327 0.13435 0.22145
3711113753740 371111 3753740 0.09446 0.11901 0.13354 0.22652
3711313753740 371131 3753740 0.09277 0.11431 0.13261 0.23125
3711513753740 371151 3753740 0.09082 0.10932 0.13123 0.235
3711713753740 371171 3753740 0.08863 0.10415 0.12934 0.23748
3711913753740 371191 3753740 0.0862 0.09884 0.12719 0.23908
3712113753740 371211 3753740 0.08356 0.09349 0.1248 0.23984
3712313753740 371231 3753740 0.08074 0.0882 0.12208 0.23946
3712513753740 371251 3753740 0.07776 0.08303 0.11914 0.23833
3712713753740 371271 3753740 0.07465 0.07808 0.1161 0.2363
3712913753740 371291 3753740 0.07149 0.0734 0.11306 0.23361
3713113753740 371311 3753740 0.06827 0.06905 0.10978 0.23004
3713313753740 371331 3753740 0.06505 0.06505 0.10642 0.22582
3713513753740 371351 3753740 0.06188 0.0614 0.10297 0.22088
3713713753740 371371 3753740 0.05878 0.05808 0.09947 0.21537
3713913753740 371391 3753740 0.05579 0.05509 0.09597 0.20939
3714113753740 371411 3753740 0.05292 0.05237 0.09247 0.20298
3714313753740 371431 3753740 0.05022 0.04988 0.08903 0.19633
3714513753740 371451 3753740 0.04769 0.04758 0.0856 0.18931
3714713753740 371471 3753740 0.04534 0.04545 0.08227 0.18225
3714913753740 371491 3753740 0.04317 0.04343 0.07904 0.17515
3715113753740 371511 3753740 0.04119 0.04153 0.07584 0.16774
3715313753740 371531 3753740 0.03937 0.03971 0.07264 0.15991
3715513753740 371551 3753740 0.03771 0.03798 0.0695 0.15195
3715713753740 371571 3753740 0.03619 0.03633 0.06643 0.14412
3715913753740 371591 3753740 0.03479 0.03476 0.06348 0.13652
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3716113753740 371611 3753740 0.03349 0.03326 0.06066 0.1292
3716313753740 371631 3753740 0.03227 0.03183 0.05798 0.1222
3716513753740 371651 3753740 0.03111 0.03048 0.05544 0.11554
3716713753740 371671 3753740 0.03001 0.02921 0.05305 0.10925
3716913753740 371691 3753740 0.02895 0.02801 0.0508 0.10333
3717113753740 371711 3753740 0.02793 0.02689 0.04869 0.09778
3717313753740 371731 3753740 0.02695 0.02583 0.04672 0.09262
3717513753740 371751 3753740 0.02599 0.02485 0.04487 0.08781
3717713753740 371771 3753740 0.02506 0.02394 0.04314 0.08335
3717913753740 371791 3753740 0.02417 0.02309 0.04153 0.07922
3718113753740 371811 3753740 0.0233 0.02229 0.04003 0.07539
3718313753740 371831 3753740 0.02245 0.02156 0.03862 0.07185
3705713753760 370571 3753760 0.07612 0.10103 0.08711 0.07721
3705913753760 370591 3753760 0.07793 0.10398 0.09018 0.08063
3706113753760 370611 3753760 0.07993 0.10726 0.0935 0.08438
3706313753760 370631 3753760 0.08166 0.11014 0.09668 0.08819
3706513753760 370651 3753760 0.08353 0.11328 0.10007 0.09234
3706713753760 370671 3753760 0.08542 0.11647 0.10354 0.09676
3706913753760 370691 3753760 0.08729 0.11966 0.10707 0.10147
3707113753760 370711 3753760 0.08919 0.12293 0.11069 0.1065
3707313753760 370731 3753760 0.09105 0.12616 0.11432 0.11185
3707513753760 370751 3753760 0.09289 0.12937 0.11797 0.11752
3707713753760 370771 3753760 0.09469 0.13253 0.1216 0.12355
3707913753760 370791 3753760 0.09642 0.13557 0.12515 0.1299
3708113753760 370811 3753760 0.09806 0.13844 0.12861 0.13659
3708313753760 370831 3753760 0.09961 0.14113 0.13195 0.14363
3708513753760 370851 3753760 0.10102 0.14356 0.1351 0.15098
3708713753760 370871 3753760 0.10229 0.14565 0.13799 0.15864
3708913753760 370891 3753760 0.1034 0.14738 0.14064 0.16659
3709113753760 370911 3753760 0.10431 0.14865 0.14305 0.1748
3709313753760 370931 3753760 0.10505 0.14945 0.14518 0.18324
3709513753760 370951 3753760 0.10562 0.14979 0.14697 0.19186
3709713753760 370971 3753760 0.10599 0.14961 0.14837 0.2005
3709913753760 370991 3753760 0.10615 0.14882 0.14942 0.20901
3710113753760 371011 3753760 0.10606 0.14739 0.15013 0.21738
3710313753760 371031 3753760 0.10572 0.1453 0.1505 0.22552
3710513753760 371051 3753760 0.10512 0.14254 0.15048 0.23331
3710713753760 371071 3753760 0.10425 0.13912 0.15008 0.24061
3710913753760 371091 3753760 0.1031 0.13509 0.1493 0.24731
3711113753760 371111 3753760 0.10166 0.13051 0.14809 0.2532
3711313753760 371131 3753760 0.09994 0.12543 0.14649 0.25818
3711513753760 371151 3753760 0.0979 0.11993 0.14469 0.26252
3711713753760 371171 3753760 0.0956 0.11417 0.14235 0.26544
3711913753760 371191 3753760 0.09299 0.10821 0.13983 0.26758
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3712113753760 371211 3753760 0.09014 0.10221 0.13688 0.2683
3712313753760 371231 3753760 0.08707 0.09622 0.13379 0.26817
3712513753760 371251 3753760 0.08378 0.09039 0.13035 0.26691
3712713753760 371271 3753760 0.08036 0.08482 0.12671 0.26452
3712913753760 371291 3753760 0.07686 0.07957 0.12303 0.26119
3713113753760 371311 3753760 0.07333 0.0747 0.11922 0.25694
3713313753760 371331 3753760 0.06983 0.07023 0.11544 0.25195
3713513753760 371351 3753760 0.06637 0.06617 0.11159 0.24615
3713713753760 371371 3753760 0.06297 0.06251 0.10757 0.23953
3713913753760 371391 3753760 0.05968 0.05917 0.10361 0.23254
3714113753760 371411 3753760 0.05656 0.05616 0.09959 0.22481
3714313753760 371431 3753760 0.05359 0.0534 0.09564 0.21676
3714513753760 371451 3753760 0.05083 0.05085 0.09172 0.20833
3714713753760 371471 3753760 0.04827 0.04847 0.08792 0.19982
3714913753760 371491 3753760 0.04591 0.04622 0.08425 0.19132
3715113753760 371511 3753760 0.04375 0.0441 0.0807 0.18281
3715313753760 371531 3753760 0.04178 0.04208 0.07715 0.17379
3715513753760 371551 3753760 0.03998 0.04017 0.07364 0.16455
3715713753760 371571 3753760 0.03833 0.03834 0.07025 0.15547
3715913753760 371591 3753760 0.0368 0.03661 0.06698 0.14673
3716113753760 371611 3753760 0.03538 0.03498 0.06388 0.13837
3716313753760 371631 3753760 0.03405 0.03344 0.06095 0.13044
3716513753760 371651 3753760 0.03278 0.03199 0.05818 0.12295
3716713753760 371671 3753760 0.03157 0.03062 0.05559 0.11593
3716913753760 371691 3753760 0.03041 0.02935 0.05317 0.10938
3717113753760 371711 3753760 0.0293 0.02817 0.05091 0.1033
3717313753760 371731 3753760 0.02821 0.02706 0.0488 0.09766
3717513753760 371751 3753760 0.02716 0.02604 0.04684 0.09244
3717713753760 371771 3753760 0.02615 0.02509 0.04502 0.08765
3717913753760 371791 3753760 0.02518 0.02422 0.04333 0.08323
3718113753760 371811 3753760 0.02424 0.02341 0.04175 0.07917
3718313753760 371831 3753760 0.02334 0.02267 0.04028 0.07543
3705713753780 370571 3753780 0.07873 0.10514 0.09146 0.07924
3705913753780 370591 3753780 0.08072 0.1084 0.09488 0.08285
3706113753780 370611 3753780 0.08274 0.11175 0.09843 0.08671
3706313753780 370631 3753780 0.08479 0.1152 0.10212 0.09083
3706513753780 370651 3753780 0.08696 0.11888 0.106 0.0953
3706713753780 370671 3753780 0.08909 0.12252 0.10995 0.10004
3706913753780 370691 3753780 0.09097 0.12578 0.11378 0.10493
3707113753780 370711 3753780 0.09309 0.1295 0.1179 0.11034
3707313753780 370731 3753780 0.09516 0.13314 0.12205 0.11609
3707513753780 370751 3753780 0.09729 0.13694 0.1263 0.12228
3707713753780 370771 3753780 0.09942 0.14077 0.13057 0.12891
3707913753780 370791 3753780 0.1014 0.14434 0.13473 0.13588
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3708113753780 370811 3753780 0.10329 0.14775 0.1388 0.14327
3708313753780 370831 3753780 0.10521 0.15122 0.14282 0.15116
3708513753780 370851 3753780 0.107 0.15443 0.14659 0.15946
3708713753780 370871 3753780 0.10854 0.15713 0.15007 0.16813
3708913753780 370891 3753780 0.10994 0.15948 0.15326 0.17721
3709113753780 370911 3753780 0.11117 0.16142 0.15608 0.18667
3709313753780 370931 3753780 0.1121 0.16265 0.15887 0.19646
3709513753780 370951 3753780 0.11289 0.16345 0.16116 0.20655
3709713753780 370971 3753780 0.1134 0.16349 0.1633 0.21688
3709913753780 370991 3753780 0.11379 0.1631 0.16459 0.22714
3710113753780 371011 3753780 0.11388 0.16189 0.16557 0.2373
3710313753780 371031 3753780 0.11365 0.15984 0.16627 0.24744
3710513753780 371051 3753780 0.11313 0.15698 0.16654 0.2573
3710713753780 371071 3753780 0.11231 0.15336 0.16631 0.26663
3710913753780 371091 3753780 0.11115 0.14893 0.16575 0.27553
3711113753780 371111 3753780 0.10974 0.14399 0.16419 0.28266
3711313753780 371131 3753780 0.10807 0.13858 0.16158 0.28757
3711513753780 371151 3753780 0.10593 0.13241 0.15943 0.29296
3711713753780 371171 3753780 0.10343 0.12587 0.15694 0.29725
3711913753780 371191 3753780 0.10062 0.1191 0.15409 0.30031
3712113753780 371211 3753780 0.09752 0.11225 0.15083 0.30187
3712313753780 371231 3753780 0.09414 0.10544 0.14715 0.30204
3712513753780 371251 3753780 0.09061 0.09883 0.14364 0.30141
3712713753780 371271 3753780 0.08686 0.09251 0.13948 0.29892
3712913753780 371291 3753780 0.08296 0.08658 0.13497 0.29469
3713113753780 371311 3753780 0.07902 0.08109 0.13033 0.2893
3713313753780 371331 3753780 0.07523 0.07608 0.12624 0.28387
3713513753780 371351 3753780 0.07138 0.07148 0.12246 0.27896
3713713753780 371371 3753780 0.06763 0.06745 0.11706 0.26871
3713913753780 371391 3753780 0.06402 0.06373 0.11245 0.26009
3714113753780 371411 3753780 0.06058 0.06037 0.10776 0.25055
3714313753780 371431 3753780 0.05732 0.05728 0.10327 0.24095
3714513753780 371451 3753780 0.05432 0.05447 0.0984 0.22956
3714713753780 371471 3753780 0.05154 0.05183 0.0938 0.21846
3714913753780 371491 3753780 0.04899 0.04934 0.08943 0.20762
3715113753780 371511 3753780 0.04663 0.04696 0.0855 0.19776
3715313753780 371531 3753780 0.04446 0.04469 0.08191 0.18871
3715513753780 371551 3753780 0.04247 0.04254 0.07819 0.17859
3715713753780 371571 3753780 0.04065 0.04051 0.07447 0.16807
3715913753780 371591 3753780 0.03902 0.03867 0.07082 0.15801
3716113753780 371611 3753780 0.03744 0.03687 0.06743 0.14845
3716313753780 371631 3753780 0.03599 0.03521 0.06422 0.13948
3716513753780 371651 3753780 0.03459 0.03365 0.06122 0.13106
3716713753780 371671 3753780 0.03323 0.03217 0.0584 0.1232
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3716913753780 371691 3753780 0.03195 0.03083 0.05579 0.11597
3717113753780 371711 3753780 0.03075 0.02962 0.05339 0.10935
3717313753780 371731 3753780 0.02957 0.02848 0.05115 0.10323
3717513753780 371751 3753780 0.02842 0.02742 0.04908 0.0976
3717713753780 371771 3753780 0.02734 0.02646 0.04717 0.09249
3717913753780 371791 3753780 0.02628 0.02557 0.04539 0.08778
3718113753780 371811 3753780 0.02525 0.02475 0.04373 0.08346
3718313753780 371831 3753780 0.02428 0.02399 0.04219 0.07951
3705713753800 370571 3753800 0.08119 0.10904 0.0959 0.08118
3705913753800 370591 3753800 0.08337 0.11263 0.09969 0.08498
3706113753800 370611 3753800 0.08558 0.11633 0.10365 0.08904
3706313753800 370631 3753800 0.08785 0.12018 0.10779 0.09341
3706513753800 370651 3753800 0.09024 0.12428 0.11216 0.09814
3706713753800 370671 3753800 0.09259 0.12835 0.11662 0.10318
3706913753800 370691 3753800 0.09478 0.1322 0.12107 0.10846
3707113753800 370711 3753800 0.09712 0.13634 0.12575 0.11423
3707313753800 370731 3753800 0.0995 0.14062 0.13057 0.12045
3707513753800 370751 3753800 0.10194 0.14505 0.13552 0.12717
3707713753800 370771 3753800 0.10502 0.15073 0.14083 0.13472
3707913753800 370791 3753800 0.10742 0.15519 0.14548 0.14238
3708113753800 370811 3753800 0.10965 0.15936 0.14999 0.15051
3708313753800 370831 3753800 0.11168 0.16316 0.15461 0.15916
3708513753800 370851 3753800 0.11362 0.16677 0.15902 0.16836
3708713753800 370871 3753800 0.11538 0.17 0.16337 0.17812
3708913753800 370891 3753800 0.11694 0.17277 0.1676 0.18842
3709113753800 370911 3753800 0.11852 0.17549 0.17101 0.19927
3709313753800 370931 3753800 0.11977 0.17742 0.17448 0.21064
3709513753800 370951 3753800 0.1208 0.17873 0.17758 0.22246
3709713753800 370971 3753800 0.12151 0.17917 0.18053 0.23468
3709913753800 370991 3753800 0.12203 0.17901 0.18272 0.24719
3710113753800 371011 3753800 0.12247 0.17842 0.18363 0.25957
3710313753800 371031 3753800 0.12239 0.17648 0.18483 0.27221
3710513753800 371051 3753800 0.12177 0.17314 0.18635 0.28511
3710713753800 371071 3753800 0.12054 0.16833 0.18711 0.29703
3710913753800 371091 3753800 0.11945 0.16366 0.18667 0.30864
3711113753800 371111 3753800 0.11792 0.15803 0.18569 0.31939
3711313753800 371131 3753800 0.1171 0.15373 0.18004 0.32357
3711513753800 371151 3753800 0.11487 0.14681 0.17749 0.33052
3711713753800 371171 3753800 0.11223 0.13937 0.17469 0.33647
3711913753800 371191 3753800 0.10921 0.13165 0.17143 0.34081
3712113753800 371211 3753800 0.10585 0.12384 0.16764 0.34321
3712313753800 371231 3753800 0.10218 0.1161 0.16345 0.34378
3712513753800 371251 3753800 0.09827 0.10854 0.15913 0.34311
3712713753800 371271 3753800 0.09416 0.10132 0.15458 0.34084
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3712913753800 371291 3753800 0.08992 0.09459 0.14939 0.33581
3713113753800 371311 3753800 0.08554 0.08838 0.14392 0.32917
3713313753800 371331 3753800 0.08012 0.08137 0.14328 0.33368
3713513753800 371351 3753800 0.07663 0.07714 0.13723 0.32483
3713713753800 371371 3753800 0.07275 0.07286 0.12953 0.30819
3713913753800 371391 3753800 0.06884 0.06882 0.12295 0.29379
3714113753800 371411 3753800 0.06503 0.06505 0.11748 0.28198
3714313753800 371431 3753800 0.06146 0.0616 0.11199 0.2693
3714513753800 371451 3753800 0.05817 0.05844 0.10621 0.25494
3714713753800 371471 3753800 0.05511 0.05546 0.10107 0.24198
3714913753800 371491 3753800 0.05231 0.05267 0.09604 0.22883
3715113753800 371511 3753800 0.04973 0.05001 0.09163 0.21721
3715313753800 371531 3753800 0.04735 0.04748 0.08757 0.20639
3715513753800 371551 3753800 0.04517 0.04511 0.08336 0.19437
3715713753800 371571 3753800 0.04321 0.04292 0.07913 0.18212
3715913753800 371591 3753800 0.04141 0.04089 0.0751 0.1705
3716113753800 371611 3753800 0.03971 0.03898 0.07136 0.15959
3716313753800 371631 3753800 0.03813 0.03722 0.06785 0.14945
3716513753800 371651 3753800 0.03655 0.03553 0.06462 0.14001
3716713753800 371671 3753800 0.03503 0.03396 0.06158 0.13127
3716913753800 371691 3753800 0.03362 0.03256 0.05878 0.12331
3717113753800 371711 3753800 0.03228 0.03129 0.05621 0.11607
3717313753800 371731 3753800 0.03099 0.03012 0.05383 0.10945
3717513753800 371751 3753800 0.02974 0.02904 0.05164 0.10342
3717713753800 371771 3753800 0.02856 0.02807 0.04963 0.09796
3717913753800 371791 3753800 0.02747 0.02722 0.04779 0.09304
3718113753800 371811 3753800 0.02638 0.0264 0.04607 0.0885
3718313753800 371831 3753800 0.02535 0.02565 0.04447 0.08437
3705713753820 370571 3753820 0.0839 0.11339 0.10074 0.08326
3705913753820 370591 3753820 0.0863 0.11738 0.10498 0.08726
3706113753820 370611 3753820 0.08859 0.12126 0.1093 0.09148
3706313753820 370631 3753820 0.09092 0.12524 0.11381 0.09599
3706513753820 370651 3753820 0.09348 0.12965 0.11866 0.10095
3706713753820 370671 3753820 0.09608 0.13422 0.12372 0.10629
3706913753820 370691 3753820 0.09881 0.13906 0.12905 0.1121
3707113753820 370711 3753820 0.1014 0.14372 0.13441 0.11825
3707313753820 370731 3753820 0.10402 0.1485 0.13993 0.12489
3707513753820 370751 3753820 0.10669 0.15343 0.14561 0.13209
3707713753820 370771 3753820 0.11016 0.15994 0.1518 0.14027
3707913753820 370791 3753820 0.11292 0.1652 0.15732 0.14864
3708113753820 370811 3753820 0.11543 0.17 0.16297 0.15758
3708313753820 370831 3753820 0.1179 0.17479 0.16841 0.16719
3708513753820 370851 3753820 0.12026 0.17934 0.17373 0.17748
3708713753820 370871 3753820 0.12245 0.18356 0.17893 0.18848
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3708913753820 370891 3753820 0.12436 0.18716 0.18424 0.20019
3709113753820 370911 3753820 0.1266 0.19141 0.18736 0.21207
3709313753820 370931 3753820 0.12796 0.19364 0.19288 0.22582
3709513753820 370951 3753820 0.12935 0.19578 0.19679 0.23966
3709713753820 370971 3753820 0.13037 0.19692 0.20056 0.25408
3709913753820 370991 3753820 0.13151 0.19807 0.20221 0.26878
3710113753820 371011 3753820 0.13202 0.19756 0.20444 0.28405
3710313753820 371031 3753820 0.13219 0.19594 0.20605 0.2995
3710513753820 371051 3753820 0.13178 0.19275 0.2079 0.31541
3710713753820 371071 3753820 0.12917 0.18478 0.20837 0.32856
3710913753820 371091 3753820 0.12841 0.1803 0.20828 0.34358
3711113753820 371111 3753820 0.12722 0.17477 0.20749 0.35778
3711313753820 371131 3753820 0.1272 0.17141 0.2023 0.36696
3711513753820 371151 3753820 0.12497 0.1638 0.19865 0.37488
3711713753820 371171 3753820 0.12217 0.15529 0.19547 0.38301
3711913753820 371191 3753820 0.11893 0.14642 0.19168 0.38904
3712113753820 371211 3753820 0.11528 0.13742 0.18734 0.39282
3712313753820 371231 3753820 0.11126 0.12848 0.18252 0.39428
3712513753820 371251 3753820 0.10695 0.11977 0.17752 0.39405
3712713753820 371271 3753820 0.10241 0.11149 0.17213 0.39145
3712913753820 371291 3753820 0.0977 0.10381 0.16608 0.38561
3713113753820 371311 3753820 0.0929 0.09672 0.15979 0.37765
3713313753820 371331 3753820 0.08751 0.08955 0.15859 0.38313
3713513753820 371351 3753820 0.08291 0.08397 0.15158 0.37122
3713713753820 371371 3753820 0.07855 0.07907 0.14312 0.35267
3713913753820 371391 3753820 0.07424 0.07455 0.13503 0.33367
3714113753820 371411 3753820 0.07003 0.0703 0.12849 0.31857
3714313753820 371431 3753820 0.06607 0.0664 0.12209 0.30289
3714513753820 371451 3753820 0.06244 0.06283 0.11542 0.28545
3714713753820 371471 3753820 0.05907 0.05947 0.10942 0.26943
3714913753820 371491 3753820 0.05598 0.05633 0.10373 0.25379
3715113753820 371511 3753820 0.05315 0.05336 0.09857 0.2394
3715313753820 371531 3753820 0.05054 0.05056 0.0939 0.22624
3715513753820 371551 3753820 0.04819 0.04798 0.08903 0.21184
3715713753820 371571 3753820 0.04604 0.04559 0.08428 0.19767
3715913753820 371591 3753820 0.04404 0.04339 0.07987 0.18437
3716113753820 371611 3753820 0.04212 0.0413 0.07585 0.17195
3716313753820 371631 3753820 0.04038 0.03945 0.07199 0.16049
3716513753820 371651 3753820 0.03868 0.0377 0.06848 0.14998
3716713753820 371671 3753820 0.03704 0.0361 0.06524 0.14038
3716913753820 371691 3753820 0.03542 0.03459 0.06223 0.1316
3717113753820 371711 3753820 0.03394 0.03328 0.05948 0.12372
3717313753820 371731 3753820 0.03252 0.0321 0.05697 0.11661
3717513753820 371751 3753820 0.03115 0.031 0.05465 0.11015
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3717713753820 371771 3753820 0.02987 0.03003 0.05254 0.10436
3717913753820 371791 3753820 0.02868 0.02918 0.05061 0.09916
3718113753820 371811 3753820 0.02751 0.02837 0.04881 0.09441
3718313753820 371831 3753820 0.0264 0.02762 0.04714 0.09009
3705713753840 370571 3753840 0.08655 0.11769 0.10576 0.08531
3705913753840 370591 3753840 0.08919 0.12213 0.11049 0.08952
3706113753840 370611 3753840 0.09176 0.12651 0.11537 0.09399
3706313753840 370631 3753840 0.09431 0.1309 0.12045 0.09875
3706513753840 370651 3753840 0.09679 0.13523 0.12565 0.1038
3706713753840 370671 3753840 0.09965 0.14028 0.13138 0.10945
3706913753840 370691 3753840 0.10272 0.14578 0.13749 0.11564
3707113753840 370711 3753840 0.10579 0.15137 0.14381 0.12231
3707313753840 370731 3753840 0.10865 0.15666 0.15014 0.12938
3707513753840 370751 3753840 0.11167 0.16234 0.15679 0.13712
3707713753840 370771 3753840 0.115 0.16867 0.1638 0.14568
3707913753840 370791 3753840 0.11814 0.17475 0.17076 0.15483
3708113753840 370811 3753840 0.12112 0.18059 0.17765 0.16467
3708313753840 370831 3753840 0.124 0.18631 0.18448 0.17528
3708513753840 370851 3753840 0.12684 0.19196 0.19117 0.18676
3708713753840 370871 3753840 0.1295 0.1973 0.19765 0.19912
3708913753840 370891 3753840 0.13203 0.20235 0.20385 0.21241
3709113753840 370911 3753840 0.13449 0.20719 0.20953 0.22671
3709313753840 370931 3753840 0.13672 0.21147 0.21464 0.24197
3709513753840 370951 3753840 0.13861 0.21484 0.21941 0.25815
3709713753840 370971 3753840 0.14002 0.21692 0.22417 0.27517
3709913753840 370991 3753840 0.14165 0.21923 0.22633 0.29291
3710113753840 371011 3753840 0.14257 0.21958 0.22903 0.31128
3710313753840 371031 3753840 0.14306 0.21856 0.23113 0.33018
3710513753840 371051 3753840 0.14308 0.21604 0.23266 0.34946
3710713753840 371071 3753840 0.13932 0.20515 0.23354 0.36501
3710913753840 371091 3753840 0.13913 0.20127 0.23407 0.38482
3711113753840 371111 3753840 0.13839 0.19593 0.23363 0.4037
3711313753840 371131 3753840 0.13869 0.19257 0.22827 0.41752
3711513753840 371151 3753840 0.13642 0.18397 0.22396 0.42826
3711713753840 371171 3753840 0.13345 0.17419 0.22025 0.43925
3711913753840 371191 3753840 0.12997 0.16392 0.21589 0.4478
3712113753840 371211 3753840 0.12602 0.15346 0.21079 0.45331
3712313753840 371231 3753840 0.12161 0.14305 0.20525 0.4562
3712513753840 371251 3753840 0.11684 0.13294 0.19933 0.45636
3712713753840 371271 3753840 0.11179 0.12333 0.19311 0.45394
3712913753840 371291 3753840 0.10655 0.11445 0.18602 0.44711
3713113753840 371311 3753840 0.10119 0.10632 0.17862 0.43746
3713313753840 371331 3753840 0.09544 0.09846 0.17558 0.43999
3713513753840 371351 3753840 0.09015 0.09191 0.16782 0.42579
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3713713753840 371371 3753840 0.08519 0.08623 0.15816 0.40337
3713913753840 371391 3753840 0.08032 0.08101 0.14934 0.38214
3714113753840 371411 3753840 0.07564 0.0762 0.14142 0.36251
3714313753840 371431 3753840 0.07124 0.07176 0.13394 0.34308
3714513753840 371451 3753840 0.06721 0.0677 0.12616 0.32159
3714713753840 371471 3753840 0.06349 0.06392 0.11895 0.3011
3714913753840 371491 3753840 0.06008 0.06039 0.11234 0.28191
3715113753840 371511 3753840 0.05695 0.05708 0.10645 0.26458
3715313753840 371531 3753840 0.05411 0.05401 0.10075 0.24745
3715513753840 371551 3753840 0.05152 0.0512 0.0952 0.23049
3715713753840 371571 3753840 0.04914 0.04862 0.09001 0.21449
3715913753840 371591 3753840 0.04692 0.04624 0.08525 0.19968
3716113753840 371611 3753840 0.04475 0.04399 0.08103 0.18586
3716313753840 371631 3753840 0.04279 0.04202 0.07683 0.17295
3716513753840 371651 3753840 0.04091 0.04021 0.07301 0.16125
3716713753840 371671 3753840 0.0391 0.03857 0.06951 0.1507
3716913753840 371691 3753840 0.03742 0.03712 0.06632 0.14125
3717113753840 371711 3753840 0.03578 0.0358 0.06341 0.13276
3717313753840 371731 3753840 0.03419 0.03457 0.06073 0.1251
3717513753840 371751 3753840 0.03266 0.03345 0.05828 0.11822
3717713753840 371771 3753840 0.03128 0.03249 0.05606 0.11212
3717913753840 371791 3753840 0.02998 0.03164 0.05402 0.10664
3718113753840 371811 3753840 0.02873 0.03084 0.05214 0.10167
3718313753840 371831 3753840 0.02754 0.0301 0.05038 0.09715
3705713753860 370571 3753860 0.08912 0.12192 0.11095 0.08733
3705913753860 370591 3753860 0.09197 0.12674 0.11617 0.09173
3706113753860 370611 3753860 0.09489 0.13174 0.1217 0.09646
3706313753860 370631 3753860 0.09768 0.13659 0.12742 0.10149
3706513753860 370651 3753860 0.10072 0.14194 0.13357 0.10699
3706713753860 370671 3753860 0.10398 0.14778 0.14015 0.113
3706913753860 370691 3753860 0.1071 0.15345 0.14693 0.11943
3707113753860 370711 3753860 0.11032 0.15938 0.15405 0.12642
3707313753860 370731 3753860 0.11357 0.16549 0.16148 0.13401
3707513753860 370751 3753860 0.11705 0.17212 0.16931 0.14236
3707713753860 370771 3753860 0.12057 0.17894 0.17739 0.15144
3707913753860 370791 3753860 0.12423 0.18616 0.18566 0.16139
3708113753860 370811 3753860 0.12766 0.19304 0.19392 0.17212
3708313753860 370831 3753860 0.13099 0.19983 0.20222 0.18378
3708513753860 370851 3753860 0.13425 0.20654 0.21045 0.19646
3708713753860 370871 3753860 0.13741 0.21311 0.2185 0.21026
3708913753860 370891 3753860 0.14047 0.2195 0.22625 0.22526
3709113753860 370911 3753860 0.14346 0.22573 0.23343 0.24154
3709313753860 370931 3753860 0.14619 0.23133 0.24013 0.25909
3709513753860 370951 3753860 0.14861 0.2361 0.24631 0.27794
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3709713753860 370971 3753860 0.15052 0.23947 0.25223 0.29799
3709913753860 370991 3753860 0.15248 0.24269 0.25644 0.31945
3710113753860 371011 3753860 0.15414 0.24482 0.25879 0.34175
3710313753860 371031 3753860 0.15511 0.24483 0.26129 0.36481
3710513753860 371051 3753860 0.15557 0.24311 0.26289 0.38837
3710713753860 371071 3753860 0.1551 0.2386 0.2657 0.41346
3710913753860 371091 3753860 0.15387 0.23185 0.26678 0.4371
3711113753860 371111 3753860 0.15191 0.22311 0.2657 0.45948
3711313753860 371131 3753860 0.15178 0.2181 0.25912 0.47732
3711513753860 371151 3753860 0.14946 0.20823 0.25434 0.49264
3711713753860 371171 3753860 0.14632 0.19687 0.25019 0.50806
3711913753860 371191 3753860 0.14258 0.18487 0.24509 0.52009
3712113753860 371211 3753860 0.13828 0.17258 0.23921 0.52845
3712313753860 371231 3753860 0.13342 0.1603 0.23301 0.53392
3712513753860 371251 3753860 0.12814 0.14843 0.22614 0.5353
3712713753860 371271 3753860 0.12251 0.13721 0.21867 0.53251
3712913753860 371291 3753860 0.11666 0.12686 0.21044 0.52491
3713113753860 371311 3753860 0.11066 0.11746 0.20136 0.51207
3713313753860 371331 3753860 0.10459 0.10888 0.19336 0.50009
3713513753860 371351 3753860 0.09854 0.10121 0.18519 0.48535
3713713753860 371371 3753860 0.09277 0.09445 0.17559 0.46368
3713913753860 371391 3753860 0.08721 0.08836 0.16626 0.44087
3714113753860 371411 3753860 0.08194 0.08281 0.15719 0.41715
3714313753860 371431 3753860 0.07706 0.07778 0.14786 0.39102
3714513753860 371451 3753860 0.07258 0.07318 0.13842 0.36326
3714713753860 371471 3753860 0.06843 0.06888 0.13031 0.33906
3714913753860 371491 3753860 0.06464 0.06492 0.12254 0.3152
3715113753860 371511 3753860 0.06121 0.06129 0.11517 0.29215
3715313753860 371531 3753860 0.05807 0.05794 0.10851 0.2711
3715513753860 371551 3753860 0.05519 0.05488 0.10237 0.2515
3715713753860 371571 3753860 0.05253 0.0521 0.09671 0.23343
3715913753860 371591 3753860 0.05005 0.04957 0.09157 0.21699
3716113753860 371611 3753860 0.04762 0.0472 0.08712 0.2018
3716313753860 371631 3753860 0.04543 0.04516 0.08255 0.18733
3716513753860 371651 3753860 0.04331 0.04329 0.07841 0.17438
3716713753860 371671 3753860 0.04134 0.04165 0.07465 0.16288
3716913753860 371691 3753860 0.03946 0.04019 0.07123 0.15266
3717113753860 371711 3753860 0.03768 0.03888 0.06814 0.14357
3717313753860 371731 3753860 0.03595 0.03767 0.06531 0.13546
3717513753860 371751 3753860 0.03428 0.03656 0.06272 0.12819
3717713753860 371771 3753860 0.03279 0.03562 0.06037 0.12177
3717913753860 371791 3753860 0.03138 0.03477 0.05822 0.11602
3718113753860 371811 3753860 0.03006 0.03399 0.05624 0.11084
3718313753860 371831 3753860 0.02882 0.03328 0.05439 0.10614
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3705713753880 370571 3753880 0.09168 0.12617 0.11631 0.08937
3705913753880 370591 3753880 0.09469 0.1313 0.12207 0.09394
3706113753880 370611 3753880 0.09781 0.13668 0.1282 0.09888
3706313753880 370631 3753880 0.10091 0.14211 0.13469 0.10418
3706513753880 370651 3753880 0.10436 0.14824 0.14168 0.11001
3706713753880 370671 3753880 0.10787 0.15459 0.14907 0.11632
3706913753880 370691 3753880 0.11141 0.16109 0.1569 0.12316
3707113753880 370711 3753880 0.11504 0.16786 0.16518 0.1306
3707313753880 370731 3753880 0.11872 0.17486 0.17388 0.13872
3707513753880 370751 3753880 0.12251 0.18219 0.18301 0.14759
3707713753880 370771 3753880 0.12644 0.18995 0.19251 0.15733
3707913753880 370791 3753880 0.1304 0.19789 0.2023 0.16798
3708113753880 370811 3753880 0.13425 0.20579 0.21236 0.17962
3708313753880 370831 3753880 0.13813 0.21386 0.22255 0.19238
3708513753880 370851 3753880 0.14198 0.22202 0.23274 0.20639
3708713753880 370871 3753880 0.14573 0.23008 0.24282 0.22174
3708913753880 370891 3753880 0.14953 0.23835 0.25241 0.23862
3709113753880 370911 3753880 0.15306 0.24607 0.26171 0.25705
3709313753880 370931 3753880 0.15633 0.2532 0.27054 0.27714
3709513753880 370951 3753880 0.15937 0.25971 0.27859 0.299
3709713753880 370971 3753880 0.16186 0.26475 0.2861 0.32256
3709913753880 370991 3753880 0.16444 0.26968 0.29195 0.34816
3710113753880 371011 3753880 0.16705 0.27433 0.29397 0.37504
3710313753880 371031 3753880 0.16851 0.27561 0.29765 0.40359
3710513753880 371051 3753880 0.16951 0.27507 0.29955 0.43275
3710713753880 371071 3753880 0.1684 0.26852 0.30526 0.4642
3710913753880 371091 3753880 0.16718 0.26119 0.30495 0.49387
3711113753880 371111 3753880 0.16575 0.25271 0.30367 0.52346
3711313753880 371131 3753880 0.16671 0.24914 0.29655 0.5493
3711513753880 371151 3753880 0.16437 0.23775 0.2914 0.57138
3711713753880 371171 3753880 0.16108 0.22445 0.28669 0.59297
3711913753880 371191 3753880 0.15724 0.21062 0.2792 0.60636
3712113753880 371211 3753880 0.15242 0.19573 0.27374 0.62205
3712313753880 371231 3753880 0.14692 0.18085 0.26798 0.63457
3712513753880 371251 3753880 0.14126 0.16713 0.25762 0.63118
3712713753880 371271 3753880 0.13494 0.15381 0.24896 0.6289
3712913753880 371291 3753880 0.12832 0.14156 0.23958 0.62094
3713113753880 371311 3753880 0.1215 0.13043 0.23002 0.60894
3713313753880 371331 3753880 0.11472 0.12058 0.21875 0.58801
3713513753880 371351 3753880 0.10791 0.11169 0.2087 0.56794
3713713753880 371371 3753880 0.10134 0.10381 0.19779 0.5421
3713913753880 371391 3753880 0.09506 0.09674 0.18673 0.51322
3714113753880 371411 3753880 0.08911 0.09033 0.17605 0.48346
3714313753880 371431 3753880 0.08363 0.08456 0.16486 0.45007
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3714513753880 371451 3753880 0.07859 0.0793 0.15401 0.41645
3714713753880 371471 3753880 0.07397 0.07449 0.14386 0.38417
3714913753880 371491 3753880 0.06977 0.0701 0.13443 0.35361
3715113753880 371511 3753880 0.06594 0.06611 0.12578 0.32522
3715313753880 371531 3753880 0.06246 0.06249 0.11791 0.29916
3715513753880 371551 3753880 0.05923 0.05921 0.11115 0.27669
3715713753880 371571 3753880 0.05626 0.05626 0.10491 0.25603
3715913753880 371591 3753880 0.05346 0.05362 0.09945 0.23793
3716113753880 371611 3753880 0.05069 0.05113 0.09456 0.22054
3716313753880 371631 3753880 0.04827 0.04908 0.08953 0.20446
3716513753880 371651 3753880 0.04599 0.04727 0.08501 0.19031
3716713753880 371671 3753880 0.04381 0.04564 0.08097 0.17785
3716913753880 371691 3753880 0.04168 0.04415 0.07733 0.16684
3717113753880 371711 3753880 0.03971 0.04285 0.07403 0.15717
3717313753880 371731 3753880 0.03785 0.04168 0.07103 0.1486
3717513753880 371751 3753880 0.03606 0.04061 0.06828 0.14097
3717713753880 371771 3753880 0.03445 0.03968 0.06578 0.13422
3717913753880 371791 3753880 0.03299 0.03886 0.06349 0.12819
3718113753880 371811 3753880 0.03157 0.03807 0.06136 0.12271
3718313753880 371831 3753880 0.03026 0.03735 0.05938 0.11774
3705713753900 370571 3753900 0.09416 0.13036 0.12185 0.09142
3705913753900 370591 3753900 0.09734 0.1358 0.12823 0.09617
3706113753900 370611 3753900 0.10064 0.14153 0.13504 0.10131
3706313753900 370631 3753900 0.10409 0.14762 0.14233 0.10689
3706513753900 370651 3753900 0.10801 0.15465 0.15003 0.11303
3706713753900 370671 3753900 0.1119 0.16175 0.15819 0.11965
3706913753900 370691 3753900 0.11576 0.16891 0.16721 0.12688
3707113753900 370711 3753900 0.11978 0.1765 0.17675 0.13476
3707313753900 370731 3753900 0.12389 0.18442 0.18693 0.14339
3707513753900 370751 3753900 0.12801 0.19249 0.19782 0.15283
3707713753900 370771 3753900 0.13232 0.20113 0.20914 0.16323
3707913753900 370791 3753900 0.13677 0.21021 0.22092 0.17468
3708113753900 370811 3753900 0.14119 0.21944 0.23322 0.18728
3708313753900 370831 3753900 0.14567 0.22899 0.24579 0.2012
3708513753900 370851 3753900 0.15014 0.23871 0.25854 0.21658
3708713753900 370871 3753900 0.15462 0.24865 0.27118 0.23359
3708913753900 370891 3753900 0.15894 0.25837 0.28375 0.25237
3709113753900 370911 3753900 0.16315 0.26801 0.29584 0.27313
3709313753900 370931 3753900 0.16717 0.27726 0.30729 0.29606
3709513753900 370951 3753900 0.17096 0.28598 0.3178 0.32132
3709713753900 370971 3753900 0.17413 0.29308 0.32739 0.34885
3709913753900 370991 3753900 0.17843 0.30282 0.33167 0.37945
3710113753900 371011 3753900 0.1812 0.30828 0.33765 0.41205
3710313753900 371031 3753900 0.18336 0.31155 0.34268 0.4473
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3710513753900 371051 3753900 0.18469 0.31184 0.34763 0.48535
3710713753900 371071 3753900 0.18096 0.29885 0.3491 0.51777
3710913753900 371091 3753900 0.18197 0.2961 0.35088 0.55944
3711113753900 371111 3753900 0.18215 0.29031 0.35097 0.60122
3711313753900 371131 3753900 0.18366 0.28697 0.34379 0.63883
3711513753900 371151 3753900 0.18144 0.27404 0.33756 0.66939
3711713753900 371171 3753900 0.17807 0.25841 0.33214 0.69971
3711913753900 371191 3753900 0.17382 0.24147 0.32539 0.72468
3712113753900 371211 3753900 0.16871 0.22388 0.31765 0.74385
3712313753900 371231 3753900 0.16274 0.20616 0.30985 0.75888
3712513753900 371251 3753900 0.15643 0.18977 0.29666 0.75381
3712713753900 371271 3753900 0.14932 0.17378 0.28638 0.75182
3712913753900 371291 3753900 0.14184 0.15914 0.27547 0.74294
3713113753900 371311 3753900 0.13402 0.14576 0.26571 0.73321
3713313753900 371331 3753900 0.12638 0.13423 0.25133 0.70355
3713513753900 371351 3753900 0.11869 0.12386 0.23827 0.67402
3713713753900 371371 3753900 0.11121 0.11463 0.2251 0.64035
3713913753900 371391 3753900 0.10406 0.10639 0.21189 0.60332
3714113753900 371411 3753900 0.09732 0.09897 0.19895 0.5646
3714313753900 371431 3753900 0.09111 0.09233 0.18561 0.52231
3714513753900 371451 3753900 0.0854 0.08634 0.17297 0.48091
3714713753900 371471 3753900 0.08022 0.08097 0.16056 0.43924
3714913753900 371491 3753900 0.07552 0.07616 0.14888 0.39949
3715113753900 371511 3753900 0.07125 0.07184 0.13858 0.36413
3715313753900 371531 3753900 0.06734 0.06799 0.12934 0.33235
3715513753900 371551 3753900 0.06372 0.06455 0.12174 0.3061
3715713753900 371571 3753900 0.06038 0.06151 0.11478 0.28229
3715913753900 371591 3753900 0.05724 0.05881 0.10886 0.26229
3716113753900 371611 3753900 0.05416 0.05632 0.10372 0.24353
3716313753900 371631 3753900 0.05146 0.05429 0.09822 0.2258
3716513753900 371651 3753900 0.04891 0.05249 0.09331 0.21039
3716713753900 371671 3753900 0.04647 0.05088 0.08895 0.19696
3716913753900 371691 3753900 0.04419 0.04945 0.08502 0.18525
3717113753900 371711 3753900 0.04195 0.04812 0.08153 0.17494
3717313753900 371731 3753900 0.03991 0.04695 0.0783 0.16587
3717513753900 371751 3753900 0.038 0.04589 0.07534 0.15779
3717713753900 371771 3753900 0.03628 0.04496 0.07263 0.15061
3717913753900 371791 3753900 0.03471 0.04411 0.07013 0.14414
3718113753900 371811 3753900 0.03322 0.04331 0.0678 0.13825
3718313753900 371831 3753900 0.03185 0.04255 0.06562 0.13286
3705713753920 370571 3753920 0.09658 0.13449 0.12765 0.0935
3705913753920 370591 3753920 0.10004 0.14045 0.13463 0.09845
3706113753920 370611 3753920 0.10363 0.14672 0.14219 0.10382
3706313753920 370631 3753920 0.10737 0.15339 0.15033 0.10966
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3706513753920 370651 3753920 0.11153 0.16091 0.15874 0.11601
3706713753920 370671 3753920 0.11566 0.1685 0.16811 0.12294
3706913753920 370691 3753920 0.11992 0.17648 0.1783 0.13055
3707113753920 370711 3753920 0.12436 0.18497 0.18918 0.13886
3707313753920 370731 3753920 0.1289 0.1938 0.20106 0.14804
3707513753920 370751 3753920 0.13359 0.20313 0.21375 0.15811
3707713753920 370771 3753920 0.13826 0.2126 0.22763 0.16919
3707913753920 370791 3753920 0.14317 0.22278 0.24203 0.18144
3708113753920 370811 3753920 0.14822 0.23349 0.2571 0.19504
3708313753920 370831 3753920 0.15338 0.2447 0.27273 0.21014
3708513753920 370851 3753920 0.1585 0.25612 0.28891 0.22692
3708713753920 370871 3753920 0.1636 0.26773 0.30532 0.24559
3708913753920 370891 3753920 0.16878 0.27982 0.32147 0.26649
3709113753920 370911 3753920 0.17391 0.29202 0.33716 0.28982
3709313753920 370931 3753920 0.17874 0.30374 0.35228 0.31581
3709513753920 370951 3753920 0.18335 0.31501 0.36623 0.34479
3709713753920 370971 3753920 0.18749 0.32511 0.37852 0.37692
3709913753920 370991 3753920 0.19316 0.33918 0.38367 0.41311
3710113753920 371011 3753920 0.19681 0.34759 0.39212 0.45267
3710313753920 371031 3753920 0.19986 0.35379 0.39882 0.49604
3710513753920 371051 3753920 0.20235 0.35761 0.40255 0.5422
3710713753920 371071 3753920 0.19841 0.34329 0.40746 0.58567
3710913753920 371091 3753920 0.20018 0.34213 0.40997 0.63988
3711113753920 371111 3753920 0.20097 0.33698 0.41039 0.69533
3711313753920 371131 3753920 0.20318 0.33428 0.40259 0.74809
3711513753920 371151 3753920 0.20123 0.31975 0.39468 0.79032
3711713753920 371171 3753920 0.19773 0.30096 0.38948 0.83546
3711913753920 371191 3753920 0.19321 0.28035 0.38227 0.87319
3712113753920 371211 3753920 0.1877 0.25892 0.3732 0.90167
3712313753920 371231 3753920 0.18122 0.23747 0.36293 0.92087
3712513753920 371251 3753920 0.17417 0.21757 0.34608 0.91364
3712713753920 371271 3753920 0.16614 0.19784 0.33615 0.91955
3712913753920 371291 3753920 0.15698 0.17917 0.33102 0.93543
3713113753920 371311 3753920 0.14856 0.16398 0.31222 0.89905
3713313753920 371331 3753920 0.13987 0.1503 0.29415 0.85835
3713513753920 371351 3753920 0.13106 0.13799 0.27818 0.81916
3713713753920 371371 3753920 0.12251 0.12712 0.26177 0.77353
3713913753920 371391 3753920 0.11434 0.11748 0.24533 0.72376
3714113753920 371411 3753920 0.10668 0.10893 0.22882 0.67048
3714313753920 371431 3753920 0.09963 0.10136 0.2122 0.61442
3714513753920 371451 3753920 0.09319 0.09467 0.196 0.55825
3714713753920 371471 3753920 0.08733 0.08877 0.18081 0.50469
3714913753920 371491 3753920 0.08202 0.08356 0.16708 0.4559
3715113753920 371511 3753920 0.07719 0.07898 0.15493 0.41254
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3715313753920 371531 3753920 0.07278 0.07497 0.14417 0.37427
3715513753920 371551 3753920 0.06872 0.07147 0.13503 0.34194
3715713753920 371571 3753920 0.06495 0.0684 0.1272 0.3146
3715913753920 371591 3753920 0.06146 0.06575 0.11993 0.28981
3716113753920 371611 3753920 0.05802 0.06331 0.11526 0.273
3716313753920 371631 3753920 0.05494 0.06127 0.10937 0.2536
3716513753920 371651 3753920 0.05205 0.05948 0.10408 0.23691
3716713753920 371671 3753920 0.04934 0.05787 0.09935 0.22249
3716913753920 371691 3753920 0.04679 0.05644 0.09509 0.20994
3717113753920 371711 3753920 0.04441 0.05514 0.09122 0.19892
3717313753920 371731 3753920 0.04221 0.05396 0.08767 0.18916
3717513753920 371751 3753920 0.04015 0.05285 0.0844 0.18041
3717713753920 371771 3753920 0.03832 0.05187 0.08138 0.17255
3717913753920 371791 3753920 0.03667 0.05096 0.07856 0.16538
3718113753920 371811 3753920 0.03512 0.05007 0.07592 0.15879
3718313753920 371831 3753920 0.03371 0.04923 0.07345 0.15271
3705713753940 370571 3753940 0.09895 0.13857 0.13376 0.0956
3705913753940 370591 3753940 0.10267 0.14502 0.14138 0.10076
3706113753940 370611 3753940 0.10656 0.15189 0.14963 0.10636
3706313753940 370631 3753940 0.11064 0.15921 0.15856 0.11244
3706513753940 370651 3753940 0.11493 0.16702 0.16824 0.11906
3706713753940 370671 3753940 0.11941 0.17533 0.17876 0.12628
3706913753940 370691 3753940 0.12409 0.18419 0.19015 0.13417
3707113753940 370711 3753940 0.12894 0.19354 0.20266 0.14291
3707313753940 370731 3753940 0.13395 0.20339 0.2164 0.15262
3707513753940 370751 3753940 0.1392 0.21397 0.2311 0.16324
3707713753940 370771 3753940 0.1444 0.22466 0.24789 0.17524
3707913753940 370791 3753940 0.14992 0.2363 0.26536 0.18835
3708113753940 370811 3753940 0.15582 0.24905 0.28328 0.20298
3708313753940 370831 3753940 0.16174 0.26219 0.3026 0.2193
3708513753940 370851 3753940 0.1671 0.27439 0.3248 0.23744
3708713753940 370871 3753940 0.17304 0.28828 0.34604 0.2579
3708913753940 370891 3753940 0.17896 0.30249 0.36738 0.28089
3709113753940 370911 3753940 0.18495 0.31727 0.38833 0.30686
3709313753940 370931 3753940 0.19098 0.33252 0.40847 0.33627
3709513753940 370951 3753940 0.19665 0.34718 0.42703 0.36938
3709713753940 370971 3753940 0.2019 0.36096 0.44344 0.40665
3709913753940 370991 3753940 0.20899 0.37991 0.45192 0.44994
3710113753940 371011 3753940 0.21395 0.393 0.46179 0.49711
3710313753940 371031 3753940 0.21818 0.40349 0.47035 0.55017
3710513753940 371051 3753940 0.21713 0.39805 0.48126 0.60468
3710713753940 371071 3753940 0.21803 0.39708 0.48202 0.66446
3710913753940 371091 3753940 0.22082 0.39876 0.4855 0.73547
3711113753940 371111 3753940 0.22251 0.39529 0.48646 0.80991
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3711313753940 371131 3753940 0.2247 0.39122 0.48456 0.8883
3711513753940 371151 3753940 0.22423 0.37823 0.46729 0.94272
3711713753940 371171 3753940 0.22078 0.35576 0.46179 1.00764
3711913753940 371191 3753940 0.21634 0.33121 0.45071 1.05559
3712113753940 371211 3753940 0.21064 0.30531 0.43577 1.08545
3712313753940 371231 3753940 0.20283 0.27824 0.41961 1.10363
3712513753940 371251 3753940 0.19484 0.25212 0.40935 1.125
3712713753940 371271 3753940 0.18557 0.22694 0.40579 1.15933
3712913753940 371291 3753940 0.17584 0.20529 0.39003 1.14662
3713113753940 371311 3753940 0.1659 0.18632 0.3703 1.11048
3713313753940 371331 3753940 0.15573 0.16956 0.3501 1.06367
3713513753940 371351 3753940 0.14559 0.15484 0.32972 1.00855
3713713753940 371371 3753940 0.13574 0.14195 0.3089 0.94558
3713913753940 371391 3753940 0.12631 0.13063 0.28866 0.87975
3714113753940 371411 3753940 0.11752 0.1208 0.26754 0.80694
3714313753940 371431 3753940 0.10942 0.11226 0.24703 0.73374
3714513753940 371451 3753940 0.1019 0.10475 0.22964 0.6702
3714713753940 371471 3753940 0.09531 0.09849 0.20935 0.59566
3714913753940 371491 3753940 0.08925 0.09302 0.19287 0.53472
3715113753940 371511 3753940 0.08377 0.08833 0.17812 0.48049
3715313753940 371531 3753940 0.07878 0.0843 0.16527 0.43372
3715513753940 371551 3753940 0.0742 0.08083 0.1542 0.3941
3715713753940 371571 3753940 0.07 0.07786 0.14387 0.35811
3715913753940 371591 3753940 0.06602 0.07523 0.13637 0.33256
3716113753940 371611 3753940 0.06221 0.07288 0.1306 0.31277
3716313753940 371631 3753940 0.05876 0.07086 0.1241 0.29168
3716513753940 371651 3753940 0.05552 0.06905 0.1183 0.27354
3716713753940 371671 3753940 0.05252 0.06742 0.11305 0.25785
3716913753940 371691 3753940 0.04972 0.06592 0.10827 0.24412
3717113753940 371711 3753940 0.04715 0.06454 0.10389 0.23195
3717313753940 371731 3753940 0.04477 0.06325 0.09985 0.22103
3717513753940 371751 3753940 0.04259 0.06203 0.09608 0.21112
3717713753940 371771 3753940 0.04071 0.06092 0.09256 0.20205
3717913753940 371791 3753940 0.03899 0.05984 0.08923 0.19365
3718113753940 371811 3753940 0.03736 0.05877 0.08615 0.1859
3718313753940 371831 3753940 0.03592 0.05774 0.08322 0.17863
3705713753960 370571 3753960 0.10143 0.14288 0.14003 0.09775
3705913753960 370591 3753960 0.10536 0.14975 0.14835 0.10309
3706113753960 370611 3753960 0.10952 0.15714 0.15736 0.10886
3706313753960 370631 3753960 0.11389 0.16506 0.16716 0.1151
3706513753960 370651 3753960 0.11839 0.17331 0.1782 0.12211
3706713753960 370671 3753960 0.12321 0.18234 0.18999 0.12961
3706913753960 370691 3753960 0.12832 0.19211 0.20267 0.13769
3707113753960 370711 3753960 0.13356 0.20231 0.21711 0.14693
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AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3707313753960 370731 3753960 0.13901 0.21316 0.23314 0.15722
3707513753960 370751 3753960 0.1447 0.22474 0.2508 0.16862
3707713753960 370771 3753960 0.15066 0.23718 0.27002 0.18121
3707913753960 370791 3753960 0.15682 0.25036 0.29126 0.19529
3708113753960 370811 3753960 0.16324 0.26446 0.31422 0.21096
3708313753960 370831 3753960 0.16996 0.27964 0.33855 0.22852
3708513753960 370851 3753960 0.17609 0.29389 0.36726 0.24817
3708713753960 370871 3753960 0.18279 0.30995 0.39526 0.2704
3708913753960 370891 3753960 0.18969 0.32701 0.42374 0.29565
3709113753960 370911 3753960 0.19682 0.34518 0.45231 0.32448
3709313753960 370931 3753960 0.20389 0.3638 0.4799 0.35737
3709513753960 370951 3753960 0.21086 0.38273 0.50558 0.39499
3709713753960 370971 3753960 0.2174 0.40103 0.52815 0.43791
3709913753960 370991 3753960 0.22382 0.41935 0.54741 0.48732
3710113753960 371011 3753960 0.22875 0.43363 0.56105 0.54247
3710313753960 371031 3753960 0.23325 0.44641 0.57073 0.60531
3710513753960 371051 3753960 0.23688 0.45584 0.57627 0.67585
3710713753960 371071 3753960 0.24012 0.46248 0.57965 0.75575
3710913753960 371091 3753960 0.24425 0.46894 0.58444 0.84937
3711113753960 371111 3753960 0.2471 0.46876 0.58618 0.95029
3711313753960 371131 3753960 0.25051 0.46731 0.58517 1.05956
3711513753960 371151 3753960 0.25098 0.45431 0.56303 1.14022
3711713753960 371171 3753960 0.24781 0.42759 0.55694 1.23408
3711913753960 371191 3753960 0.24271 0.39512 0.55218 1.32627
3712113753960 371211 3753960 0.23614 0.36068 0.5437 1.40108
3712313753960 371231 3753960 0.22763 0.32699 0.50164 1.37138
3712513753960 371251 3753960 0.21841 0.29412 0.48915 1.40128
3712713753960 371271 3753960 0.20893 0.26392 0.49644 1.47834
3712913753960 371291 3753960 0.19775 0.23683 0.47763 1.46339
3713113753960 371311 3753960 0.18633 0.21346 0.45194 1.4104
3713313753960 371331 3753960 0.17455 0.19297 0.42597 1.34396
3713513753960 371351 3753960 0.16274 0.17515 0.40033 1.26859
3713713753960 371371 3753960 0.1513 0.15987 0.37302 1.17921
3713913753960 371391 3753960 0.14026 0.14665 0.34842 1.0937
3714113753960 371411 3753960 0.1301 0.13557 0.32065 0.99237
3714313753960 371431 3753960 0.12074 0.12621 0.29401 0.89264
3714513753960 371451 3753960 0.11204 0.11819 0.27232 0.80981
3714713753960 371471 3753960 0.10424 0.11152 0.25055 0.72578
3714913753960 371491 3753960 0.09741 0.1061 0.22842 0.64268
3715113753960 371511 3753960 0.09115 0.10146 0.21017 0.57424
3715313753960 371531 3753960 0.08548 0.09754 0.19422 0.51582
3715513753960 371551 3753960 0.0803 0.09417 0.18056 0.46718
3715713753960 371571 3753960 0.07562 0.0913 0.16679 0.41963
3715913753960 371591 3753960 0.07109 0.08866 0.15853 0.39233
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3716113753960 371611 3753960 0.06681 0.08628 0.15171 0.36959
3716313753960 371631 3753960 0.06292 0.08416 0.14431 0.34609
3716513753960 371651 3753960 0.05932 0.08221 0.13759 0.32579
3716713753960 371671 3753960 0.05601 0.08041 0.13142 0.30799
3716913753960 371691 3753960 0.053 0.07871 0.12575 0.29213
3717113753960 371711 3753960 0.05024 0.07711 0.12051 0.27781
3717313753960 371731 3753960 0.04774 0.07556 0.11564 0.26475
3717513753960 371751 3753960 0.04545 0.07406 0.11108 0.25272
3717713753960 371771 3753960 0.04347 0.07264 0.10678 0.24153
3717913753960 371791 3753960 0.0417 0.07125 0.10273 0.23107
3718113753960 371811 3753960 0.04009 0.06988 0.09891 0.22128
3718313753960 371831 3753960 0.03865 0.06853 0.0953 0.21208
3705713753980 370571 3753980 0.10394 0.14728 0.14649 0.09986
3705913753980 370591 3753980 0.10806 0.15454 0.15562 0.10538
3706113753980 370611 3753980 0.11243 0.16237 0.16558 0.11138
3706313753980 370631 3753980 0.11694 0.17057 0.1768 0.11806
3706513753980 370651 3753980 0.1216 0.17918 0.18934 0.1253
3706713753980 370671 3753980 0.12686 0.18911 0.20248 0.13323
3706913753980 370691 3753980 0.13241 0.19983 0.21675 0.14168
3707113753980 370711 3753980 0.13811 0.21104 0.23315 0.15127
3707313753980 370731 3753980 0.14404 0.22298 0.25167 0.16204
3707513753980 370751 3753980 0.15026 0.23579 0.2724 0.17405
3707713753980 370771 3753980 0.15681 0.24962 0.29541 0.18738
3707913753980 370791 3753980 0.16371 0.26461 0.3208 0.20222
3708113753980 370811 3753980 0.17086 0.28057 0.34936 0.21899
3708313753980 370831 3753980 0.17833 0.29775 0.3808 0.23786
3708513753980 370851 3753980 0.18522 0.31411 0.41808 0.25899
3708713753980 370871 3753980 0.19284 0.33277 0.45529 0.28306
3708913753980 370891 3753980 0.2008 0.35299 0.49435 0.31062
3709113753980 370911 3753980 0.20919 0.37503 0.53446 0.34243
3709313753980 370931 3753980 0.21759 0.39799 0.57372 0.37906
3709513753980 370951 3753980 0.22584 0.42148 0.61022 0.42135
3709713753980 370971 3753980 0.23398 0.44553 0.64241 0.47049
3709913753980 370991 3753980 0.24182 0.46957 0.66896 0.5277
3710113753980 371011 3753980 0.24927 0.49311 0.68939 0.59451
3710313753980 371031 3753980 0.2584 0.5221 0.70774 0.67585
3710513753980 371051 3753980 0.26471 0.54221 0.71756 0.76766
3710713753980 371071 3753980 0.26474 0.5417 0.71085 0.86052
3710913753980 371091 3753980 0.2707 0.55616 0.71788 0.98483
3711113753980 371111 3753980 0.27531 0.56273 0.72149 1.12395
3711313753980 371131 3753980 0.2803 0.5664 0.72246 1.27907
3711513753980 371151 3753980 0.2824 0.55629 0.69135 1.39752
3711713753980 371171 3753980 0.27988 0.5251 0.68397 1.53418
3711913753980 371191 3753980 0.27389 0.4807 0.69342 1.70299
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3712113753980 371211 3753980 0.26753 0.43783 0.678 1.80193
3712313753980 371231 3753980 0.25895 0.39602 0.62724 1.77575
3712513753980 371251 3753980 0.24969 0.35336 0.62452 1.85642
3712713753980 371271 3753980 0.23701 0.31137 0.62413 1.93227
3712913753980 371291 3753980 0.22396 0.27645 0.60383 1.92244
3713113753980 371311 3753980 0.21071 0.2471 0.57071 1.84765
3713313753980 371331 3753980 0.19681 0.22159 0.54008 1.76495
3713513753980 371351 3753980 0.18292 0.20006 0.50729 1.66131
3713713753980 371371 3753980 0.1695 0.18219 0.47094 1.53452
3713913753980 371391 3753980 0.15664 0.16734 0.43578 1.40502
3714113753980 371411 3753980 0.14481 0.15537 0.39677 1.25657
3714313753980 371431 3753980 0.13384 0.14553 0.36172 1.12059
3714513753980 371451 3753980 0.12403 0.13765 0.326 0.98175
3714713753980 371471 3753980 0.11525 0.13123 0.29255 0.85278
3714913753980 371491 3753980 0.10721 0.1258 0.26703 0.75495
3715113753980 371511 3753980 0.09997 0.12123 0.2453 0.67349
3715313753980 371531 3753980 0.09339 0.11728 0.22743 0.6085
3715513753980 371551 3753980 0.0874 0.11382 0.21212 0.55491
3715713753980 371571 3753980 0.08192 0.11072 0.19869 0.50975
3715913753980 371591 3753980 0.07677 0.10787 0.18923 0.48009
3716113753980 371611 3753980 0.07188 0.10515 0.18119 0.4535
3716313753980 371631 3753980 0.06755 0.10268 0.17203 0.42579
3716513753980 371651 3753980 0.06363 0.10034 0.16362 0.40131
3716713753980 371671 3753980 0.06008 0.0981 0.15585 0.37929
3716913753980 371691 3753980 0.05685 0.09592 0.14871 0.3593
3717113753980 371711 3753980 0.0539 0.09379 0.14211 0.341
3717313753980 371731 3753980 0.05126 0.09171 0.13593 0.32405
3717513753980 371751 3753980 0.04891 0.08968 0.13012 0.30829
3717713753980 371771 3753980 0.0469 0.08773 0.12463 0.29348
3717913753980 371791 3753980 0.04511 0.0858 0.11946 0.27961
3718113753980 371811 3753980 0.04352 0.0839 0.1146 0.26663
3718313753980 371831 3753980 0.04213 0.08204 0.11001 0.25443
3705713754000 370571 3754000 0.10648 0.15171 0.15319 0.10191
3705913754000 370591 3754000 0.11081 0.1594 0.16315 0.10763
3706113754000 370611 3754000 0.11539 0.16766 0.17414 0.11387
3706313754000 370631 3754000 0.12023 0.17656 0.18631 0.12071
3706513754000 370651 3754000 0.1253 0.18602 0.20004 0.12834
3706713754000 370671 3754000 0.13067 0.19626 0.21529 0.13666
3706913754000 370691 3754000 0.13657 0.20774 0.23164 0.14558
3707113754000 370711 3754000 0.14264 0.21979 0.25064 0.15573
3707313754000 370731 3754000 0.14907 0.23288 0.27196 0.16698
3707513754000 370751 3754000 0.15591 0.24713 0.2959 0.17945
3707713754000 370771 3754000 0.16319 0.26274 0.3226 0.19325
3707913754000 370791 3754000 0.17084 0.27958 0.35309 0.20884
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3708113754000 370811 3754000 0.17868 0.29734 0.38916 0.22693
3708313754000 370831 3754000 0.18689 0.31656 0.43015 0.24722
3708513754000 370851 3754000 0.19455 0.33513 0.47886 0.26983
3708713754000 370871 3754000 0.20337 0.35723 0.52956 0.29587
3708913754000 370891 3754000 0.21255 0.38112 0.58471 0.32584
3709113754000 370911 3754000 0.22204 0.40684 0.64266 0.36053
3709313754000 370931 3754000 0.23176 0.43437 0.70068 0.40091
3709513754000 370951 3754000 0.24177 0.46404 0.75567 0.44834
3709713754000 370971 3754000 0.25172 0.49495 0.80359 0.50412
3709913754000 370991 3754000 0.26192 0.52817 0.8432 0.57069
3710113754000 371011 3754000 0.27341 0.56705 0.87568 0.65193
3710313754000 371031 3754000 0.28423 0.60576 0.89136 0.74856
3710513754000 371051 3754000 0.29254 0.63668 0.90772 0.86293
3710713754000 371071 3754000 0.29145 0.63577 0.89105 0.97731
3710913754000 371091 3754000 0.30024 0.66414 0.90428 1.1442
3711113754000 371111 3754000 0.30755 0.68379 0.91331 1.33955
3711313754000 371131 3754000 0.315 0.69881 0.91905 1.56584
3711513754000 371151 3754000 0.3192 0.69542 0.87654 1.75007
3711713754000 371171 3754000 0.31756 0.65926 0.87166 1.96575
3711913754000 371191 3754000 0.31299 0.60729 0.86984 2.1785
3712113754000 371211 3754000 0.30607 0.54784 0.86046 2.3509
3712313754000 371231 3754000 0.29663 0.48603 0.84772 2.48096
3712513754000 371251 3754000 0.28495 0.42716 0.83074 2.56133
3712713754000 371271 3754000 0.27044 0.37216 0.82705 2.65273
3712913754000 371291 3754000 0.25514 0.32634 0.80662 2.65793
3713113754000 371311 3754000 0.23923 0.28843 0.77351 2.59161
3713313754000 371331 3754000 0.2229 0.25726 0.73309 2.47634
3713513754000 371351 3754000 0.20661 0.23212 0.686 2.31883
3713713754000 371371 3754000 0.1909 0.21232 0.63051 2.11625
3713913754000 371391 3754000 0.17599 0.19682 0.57167 1.89188
3714113754000 371411 3754000 0.16218 0.18479 0.51052 1.65341
3714313754000 371431 3754000 0.14934 0.17515 0.45831 1.44726
3714513754000 371451 3754000 0.13794 0.16759 0.40502 1.23787
3714713754000 371471 3754000 0.12764 0.16129 0.36067 1.06549
3714913754000 371491 3754000 0.11829 0.15584 0.32723 0.93779
3715113754000 371511 3754000 0.10989 0.15105 0.29958 0.83564
3715313754000 371531 3754000 0.10223 0.14668 0.27933 0.76425
3715513754000 371551 3754000 0.09534 0.14266 0.26027 0.69974
3715713754000 371571 3754000 0.08904 0.13886 0.24394 0.64684
3715913754000 371591 3754000 0.08323 0.13523 0.23123 0.60817
3716113754000 371611 3754000 0.07771 0.13166 0.22179 0.5789
3716313754000 371631 3754000 0.07295 0.12829 0.20964 0.54248
3716513754000 371651 3754000 0.06867 0.12501 0.19845 0.50951
3716713754000 371671 3754000 0.06489 0.12182 0.18788 0.47923

Unmitigated Construction HRA-Worker (02-20-19).xlsx 27 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3716913754000 371691 3754000 0.06148 0.11868 0.17825 0.45146
3717113754000 371711 3754000 0.05841 0.11562 0.16956 0.42598
3717313754000 371731 3754000 0.05569 0.11263 0.16143 0.40244
3717513754000 371751 3754000 0.05324 0.10969 0.15385 0.38071
3717713754000 371771 3754000 0.05125 0.10685 0.1466 0.36017
3717913754000 371791 3754000 0.04951 0.10408 0.13983 0.34106
3718113754000 371811 3754000 0.04798 0.10137 0.13351 0.32329
3718313754000 371831 3754000 0.04666 0.09873 0.12758 0.30669
3705713754020 370571 3754020 0.109 0.15611 0.16022 0.104
3705913754020 370591 3754020 0.11354 0.16422 0.17108 0.10991
3706113754020 370611 3754020 0.11836 0.17297 0.18311 0.11637
3706313754020 370631 3754020 0.12347 0.18243 0.19652 0.12346
3706513754020 370651 3754020 0.12889 0.19264 0.21154 0.13127
3706713754020 370671 3754020 0.13461 0.20364 0.22854 0.13995
3706913754020 370691 3754020 0.14082 0.21584 0.24723 0.14932
3707113754020 370711 3754020 0.1474 0.22905 0.26848 0.15974
3707313754020 370731 3754020 0.15433 0.24331 0.29298 0.17149
3707513754020 370751 3754020 0.16176 0.25898 0.32067 0.18446
3707713754020 370771 3754020 0.16969 0.27619 0.35222 0.19888
3707913754020 370791 3754020 0.17806 0.2949 0.38894 0.21526
3708113754020 370811 3754020 0.18688 0.3152 0.43219 0.23402
3708313754020 370831 3754020 0.19523 0.33507 0.48978 0.25641
3708513754020 370851 3754020 0.20433 0.35751 0.55171 0.28063
3708713754020 370871 3754020 0.21429 0.38301 0.622 0.3086
3708913754020 370891 3754020 0.22491 0.41133 0.70236 0.34108
3709113754020 370911 3754020 0.23589 0.44198 0.7907 0.37889
3709313754020 370931 3754020 0.24704 0.4747 0.88183 0.42312
3709513754020 370951 3754020 0.25871 0.51069 0.96931 0.4756
3709713754020 370971 3754020 0.27067 0.54972 1.04501 0.53833
3709913754020 370991 3754020 0.28509 0.59892 1.1108 0.61646
3710113754020 371011 3754020 0.29837 0.64788 1.14885 0.71005
3710313754020 371031 3754020 0.31076 0.69694 1.17549 0.82442
3710513754020 371051 3754020 0.32232 0.74567 1.1937 0.96577
3710713754020 371071 3754020 0.32179 0.75204 1.158 1.10976
3710913754020 371091 3754020 0.33397 0.80119 1.18362 1.3326
3711113754020 371111 3754020 0.34465 0.84237 1.20452 1.60859
3711313754020 371131 3754020 0.35534 0.8785 1.22176 1.94722
3711513754020 371151 3754020 0.36221 0.88946 1.16883 2.25886
3711713754020 371171 3754020 0.36212 0.8508 1.16927 2.61752
3711913754020 371191 3754020 0.35886 0.78696 1.1642 2.95032
3712113754020 371211 3754020 0.3521 0.70505 1.15782 3.23652
3712313754020 371231 3754020 0.34204 0.61701 1.14694 3.45068
3712513754020 371251 3754020 0.32876 0.53236 1.13519 3.60106
3712713754020 371271 3754020 0.31191 0.45545 1.14189 3.76385
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3712913754020 371291 3754020 0.29505 0.39643 1.09146 3.68449
3713113754020 371311 3754020 0.27586 0.34702 1.0573 3.62792
3713313754020 371331 3754020 0.25634 0.30937 1.00289 3.46895
3713513754020 371351 3754020 0.23669 0.28104 0.93972 3.25461
3713713754020 371371 3754020 0.21757 0.26018 0.86651 2.98436
3713913754020 371391 3754020 0.19949 0.24479 0.7841 2.66608
3714113754020 371411 3754020 0.18292 0.23327 0.6909 2.29781
3714313754020 371431 3754020 0.16761 0.22388 0.61089 1.97942
3714513754020 371451 3754020 0.15414 0.21618 0.53009 1.65947
3714713754020 371471 3754020 0.14202 0.20923 0.46594 1.40987
3714913754020 371491 3754020 0.13107 0.2027 0.41987 1.23637
3715113754020 371511 3754020 0.12128 0.19651 0.38289 1.10303
3715313754020 371531 3754020 0.1124 0.19052 0.35553 1.01016
3715513754020 371551 3754020 0.10439 0.18472 0.33188 0.93324
3715713754020 371571 3754020 0.09721 0.17907 0.30892 0.85938
3715913754020 371591 3754020 0.09063 0.17358 0.2912 0.80545
3716113754020 371611 3754020 0.08446 0.1682 0.27765 0.76385
3716313754020 371631 3754020 0.07937 0.16302 0.25965 0.70906
3716513754020 371651 3754020 0.07478 0.15795 0.24353 0.6593
3716713754020 371671 3754020 0.07071 0.15303 0.22908 0.6147
3716913754020 371691 3754020 0.06714 0.14826 0.21588 0.57407
3717113754020 371711 3754020 0.06403 0.14365 0.20386 0.53688
3717313754020 371731 3754020 0.06134 0.13918 0.19274 0.50274
3717513754020 371751 3754020 0.0589 0.13487 0.18261 0.47192
3717713754020 371771 3754020 0.05698 0.1307 0.17293 0.44294
3717913754020 371791 3754020 0.05534 0.12668 0.16397 0.41628
3718113754020 371811 3754020 0.05392 0.12279 0.1557 0.39182
3718313754020 371831 3754020 0.05267 0.11904 0.14808 0.36941
3705713754040 370571 3754040 0.11178 0.16091 0.16666 0.10548
3705913754040 370591 3754040 0.11652 0.16944 0.17848 0.11162
3706113754040 370611 3754040 0.12157 0.17868 0.19161 0.1183
3706313754040 370631 3754040 0.12696 0.18874 0.20619 0.12558
3706513754040 370651 3754040 0.13272 0.19969 0.22257 0.13357
3706713754040 370671 3754040 0.13887 0.21161 0.24102 0.14237
3706913754040 370691 3754040 0.14521 0.22415 0.26328 0.15276
3707113754040 370711 3754040 0.1522 0.23833 0.28747 0.16365
3707313754040 370731 3754040 0.1597 0.25392 0.3151 0.1757
3707513754040 370751 3754040 0.16767 0.27093 0.34739 0.1893
3707713754040 370771 3754040 0.17622 0.2897 0.38486 0.20449
3707913754040 370791 3754040 0.18531 0.31027 0.42937 0.22177
3708113754040 370811 3754040 0.19467 0.33214 0.48564 0.24237
3708313754040 370831 3754040 0.20384 0.35429 0.55731 0.26522
3708513754040 370851 3754040 0.21426 0.38042 0.63847 0.29101
3708713754040 370871 3754040 0.22545 0.40965 0.7369 0.32086
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3708913754040 370891 3754040 0.23748 0.44248 0.85668 0.35573
3709113754040 370911 3754040 0.25012 0.47867 0.99814 0.39662
3709313754040 370931 3754040 0.263 0.51769 1.15352 0.44476
3709513754040 370951 3754040 0.27673 0.56164 1.30817 0.50251
3709713754040 370971 3754040 0.29099 0.61028 1.4391 0.57232
3709913754040 370991 3754040 0.30868 0.67383 1.54449 0.66086
3710113754040 371011 3754040 0.32457 0.73679 1.59991 0.76825
3710313754040 371031 3754040 0.34006 0.80369 1.63778 0.90298
3710513754040 371051 3754040 0.35509 0.8746 1.66499 1.07483
3710713754040 371071 3754040 0.35941 0.90702 1.6213 1.26891
3710913754040 371091 3754040 0.37473 0.98497 1.66293 1.56167
3711113754040 371111 3754040 0.38849 1.05763 1.69948 1.94811
3711313754040 371131 3754040 0.40195 1.12551 1.7363 2.46063
3711513754040 371151 3754040 0.41273 1.16951 1.67795 3.02479
3711713754040 371171 3754040 0.41534 1.13825 1.68294 3.66172
3711913754040 371191 3754040 0.41409 1.06112 1.67626 4.25182
3712113754040 371211 3754040 0.4083 0.94663 1.66899 4.74005
3712313754040 371231 3754040 0.39792 0.81446 1.66193 5.10246
3712513754040 371251 3754040 0.38311 0.68633 1.65752 5.36422
3712713754040 371271 3754040 0.3633 0.57368 1.69336 5.69266
3712913754040 371291 3754040 0.34399 0.49594 1.60726 5.53446
3713113754040 371311 3754040 0.32115 0.43518 1.56076 5.47438
3713313754040 371331 3754040 0.29724 0.39313 1.49942 5.32416
3713513754040 371351 3754040 0.27327 0.36498 1.41409 5.04941
3713713754040 371371 3754040 0.25002 0.34553 1.30084 4.63538
3713913754040 371391 3754040 0.22798 0.3307 1.16656 4.11555
3714113754040 371411 3754040 0.20782 0.31837 1.00968 3.4902
3714313754040 371431 3754040 0.18949 0.307 0.86473 2.90854
3714513754040 371451 3754040 0.17341 0.29629 0.7313 2.37485
3714713754040 371471 3754040 0.15903 0.28562 0.63273 1.99067
3714913754040 371491 3754040 0.14602 0.27502 0.56915 1.75605
3715113754040 371511 3754040 0.13445 0.26463 0.51847 1.57829
3715313754040 371531 3754040 0.12404 0.25452 0.47869 1.44574
3715513754040 371551 3754040 0.11486 0.24468 0.43899 1.31204
3715713754040 371571 3754040 0.10664 0.23518 0.40468 1.19815
3715913754040 371591 3754040 0.09932 0.22605 0.37432 1.09807
3716113754040 371611 3754040 0.09249 0.21734 0.35207 1.02511
3716313754040 371631 3754040 0.08702 0.20895 0.32538 0.9377
3716513754040 371651 3754040 0.08221 0.20091 0.30169 0.85985
3716713754040 371671 3754040 0.07804 0.19322 0.28073 0.79106
3716913754040 371691 3754040 0.07445 0.18591 0.26215 0.73008
3717113754040 371711 3754040 0.07137 0.17894 0.24543 0.67531
3717313754040 371731 3754040 0.0688 0.17229 0.23006 0.62593
3717513754040 371751 3754040 0.06655 0.16595 0.21625 0.5819
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AERMOD Concentrations
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3717713754040 371771 3754040 0.0648 0.15989 0.20339 0.54137
3717913754040 371791 3754040 0.06328 0.15411 0.1917 0.50484
3718113754040 371811 3754040 0.06199 0.14859 0.18099 0.47168
3718313754040 371831 3754040 0.06085 0.14333 0.17122 0.44165
3705713754060 370571 3754060 0.11447 0.16547 0.17359 0.10715
3705913754060 370591 3754060 0.11941 0.17436 0.18658 0.11357
3706113754060 370611 3754060 0.1247 0.18412 0.2008 0.12042
3706313754060 370631 3754060 0.13036 0.19473 0.21681 0.12796
3706513754060 370651 3754060 0.13637 0.20624 0.23508 0.13634
3706713754060 370671 3754060 0.14276 0.2187 0.25616 0.14574
3706913754060 370691 3754060 0.14965 0.23246 0.27999 0.15599
3707113754060 370711 3754060 0.15707 0.24763 0.30731 0.1673
3707313754060 370731 3754060 0.16508 0.26443 0.33876 0.1798
3707513754060 370751 3754060 0.17362 0.28281 0.37617 0.19399
3707713754060 370771 3754060 0.18278 0.30312 0.42065 0.20999
3707913754060 370791 3754060 0.19248 0.32531 0.47538 0.22846
3708113754060 370811 3754060 0.20215 0.34816 0.54752 0.24985
3708313754060 370831 3754060 0.21285 0.37437 0.63297 0.27345
3708513754060 370851 3754060 0.22445 0.40395 0.74012 0.30067
3708713754060 370871 3754060 0.23697 0.43722 0.8783 0.3323
3708913754060 370891 3754060 0.25051 0.47493 1.06 0.3694
3709113754060 370911 3754060 0.26484 0.51698 1.2975 0.41314
3709313754060 370931 3754060 0.27985 0.56367 1.59217 0.46515
3709513754060 370951 3754060 0.29593 0.61688 1.91067 0.52802
3709713754060 370971 3754060 0.31276 0.67667 2.17154 0.6047
3709913754060 370991 3754060 0.33372 0.75584 2.34926 0.70298
3710113754060 371011 3754060 0.35285 0.83651 2.4373 0.82429
3710313754060 371031 3754060 0.37213 0.92662 2.5047 0.98009
3710513754060 371051 3754060 0.39135 1.0271 2.56591 1.18481
3710713754060 371071 3754060 0.40402 1.10854 2.55347 1.44542
3710913754060 371091 3754060 0.42367 1.23343 2.62938 1.82869
3711113754060 371111 3754060 0.4418 1.36305 2.69375 2.37425
3711313754060 371131 3754060 0.45642 1.47526 2.73578 3.15292
3711513754060 371151 3754060 0.47201 1.58714 2.71081 4.24672
3711713754060 371171 3754060 0.47863 1.58785 2.72531 5.56101
3711913754060 371191 3754060 0.48058 1.50218 2.71435 6.80209
3712113754060 371211 3754060 0.47641 1.33554 2.71793 7.78575
3712313754060 371231 3754060 0.46694 1.13165 2.68947 8.35851
3712513754060 371251 3754060 0.4507 0.926 2.70466 8.87384
3712713754060 371271 3754060 0.42792 0.76063 2.78555 9.53357
3712913754060 371291 3754060 0.40365 0.65871 2.73584 9.672
3713113754060 371311 3754060 0.37615 0.59492 2.68392 9.7304
3713313754060 371331 3754060 0.34749 0.55849 2.57574 9.50533
3713513754060 371351 3754060 0.31794 0.53295 2.4667 9.21883
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455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3713713754060 371371 3754060 0.28969 0.51191 2.25492 8.44524
3713913754060 371391 3754060 0.26272 0.49041 1.99074 7.40565
3714113754060 371411 3754060 0.23844 0.46899 1.62268 5.9025
3714313754060 371431 3754060 0.2158 0.4465 1.34948 4.79017
3714513754060 371451 3754060 0.19641 0.42486 1.10271 3.78416
3714713754060 371471 3754060 0.1791 0.40347 0.9413 3.15548
3714913754060 371491 3754060 0.16354 0.38284 0.8327 2.7586
3715113754060 371511 3754060 0.14991 0.36322 0.73848 2.41807
3715313754060 371531 3754060 0.13778 0.34474 0.66267 2.14824
3715513754060 371551 3754060 0.12725 0.32728 0.59188 1.892
3715713754060 371571 3754060 0.11798 0.31093 0.53333 1.68204
3715913754060 371591 3754060 0.10985 0.29569 0.48524 1.51171
3716113754060 371611 3754060 0.10252 0.28147 0.44521 1.36802
3716313754060 371631 3754060 0.09682 0.26806 0.40567 1.22882
3716513754060 371651 3754060 0.09195 0.25547 0.37146 1.10922
3716713754060 371671 3754060 0.08787 0.24368 0.3416 1.00569
3716913754060 371691 3754060 0.08443 0.23265 0.31562 0.916
3717113754060 371711 3754060 0.08155 0.22233 0.29278 0.83779
3717313754060 371731 3754060 0.07921 0.2126 0.2722 0.76856
3717513754060 371751 3754060 0.07719 0.20349 0.25396 0.70781
3717713754060 371771 3754060 0.07563 0.19486 0.23728 0.65298
3717913754060 371791 3754060 0.07428 0.18673 0.22228 0.60421
3718113754060 371811 3754060 0.07308 0.17908 0.20879 0.56076
3718313754060 371831 3754060 0.07202 0.17186 0.19651 0.52165
3705713754080 370571 3754080 0.11719 0.16983 0.18102 0.10892
3705913754080 370591 3754080 0.12238 0.17927 0.19464 0.1153
3706113754080 370611 3754080 0.12792 0.18953 0.21 0.12231
3706313754080 370631 3754080 0.13379 0.20058 0.22779 0.13023
3706513754080 370651 3754080 0.14015 0.21281 0.24754 0.13872
3706713754080 370671 3754080 0.14691 0.22608 0.27059 0.14832
3706913754080 370691 3754080 0.15418 0.24069 0.29705 0.15889
3707113754080 370711 3754080 0.16205 0.25687 0.32764 0.17056
3707313754080 370731 3754080 0.17053 0.27476 0.36356 0.18359
3707513754080 370751 3754080 0.17952 0.29428 0.40727 0.19857
3707713754080 370771 3754080 0.18921 0.31592 0.46016 0.21545
3707913754080 370791 3754080 0.19969 0.3401 0.5249 0.23446
3708113754080 370811 3754080 0.21034 0.36552 0.60987 0.25611
3708313754080 370831 3754080 0.22211 0.39471 0.71583 0.28072
3708513754080 370851 3754080 0.2349 0.4277 0.85507 0.30916
3708713754080 370871 3754080 0.24877 0.46514 1.04597 0.34232
3708913754080 370891 3754080 0.264 0.50824 1.32049 0.3814
3709113754080 370911 3754080 0.28025 0.55685 1.73151 0.4277
3709313754080 370931 3754080 0.29762 0.61212 2.35769 0.48316
3709513754080 370951 3754080 0.31631 0.67572 3.19272 0.55054
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3709713754080 370971 3754080 0.33603 0.74829 3.85202 0.63336
3709913754080 370991 3754080 0.35951 0.8412 4.23727 0.73939
3710113754080 371011 3754080 0.38277 0.94432 4.43739 0.87349
3710313754080 371031 3754080 0.40663 1.06335 4.6292 1.04875
3710513754080 371051 3754080 0.43112 1.20295 4.79152 1.28502
3710713754080 371071 3754080 0.45452 1.35971 4.90073 1.61312
3710913754080 371091 3754080 0.47936 1.55407 5.02137 2.09636
3711113754080 371111 3754080 0.50148 1.76535 5.08312 2.83729
3711313754080 371131 3754080 0.52275 2.00318 5.17102 4.06477
3711513754080 371151 3754080 0.54255 2.24422 5.23226 6.20158
3711713754080 371171 3754080 0.5542 2.33273 5.30176 9.53793
3711913754080 371191 3754080 0.56029 2.24637 5.34512 13.04833
3712113754080 371211 3754080 0.55926 2.00108 5.37855 15.41418
3712313754080 371231 3754080 0.55032 1.65995 5.40467 17.01851
3712513754080 371251 3754080 0.53395 1.34306 5.41771 18.24637
3712713754080 371271 3754080 0.50977 1.13356 5.42469 19.19474
3712913754080 371291 3754080 0.48137 1.03477 5.39732 19.85266
3713113754080 371311 3754080 0.44782 0.98408 5.35163 20.26467
3713313754080 371331 3754080 0.41191 0.94217 5.26329 20.37978
3713513754080 371351 3754080 0.37519 0.89125 5.10576 20.08611
3713713754080 371371 3754080 0.33958 0.83471 4.79623 19.01348
3713913754080 371391 3754080 0.30603 0.77659 4.19774 16.56786
3714113754080 371411 3754080 0.27527 0.72029 3.24842 12.5929
3714313754080 371431 3754080 0.24768 0.66763 2.43817 9.18788
3714513754080 371451 3754080 0.22378 0.61966 1.92372 7.13865
3714713754080 371471 3754080 0.20285 0.57569 1.54009 5.63083
3714913754080 371491 3754080 0.18436 0.53559 1.27035 4.57312
3715113754080 371511 3754080 0.16839 0.49921 1.06457 3.76041
3715313754080 371531 3754080 0.15431 0.46635 0.91345 3.16997
3715513754080 371551 3754080 0.14242 0.43642 0.7892 2.68366
3715713754080 371571 3754080 0.13222 0.40924 0.69132 2.30542
3715913754080 371591 3754080 0.12355 0.38461 0.61342 2.00842
3716113754080 371611 3754080 0.1159 0.36234 0.5517 1.77381
3716313754080 371631 3754080 0.11008 0.34171 0.49624 1.56678
3716513754080 371651 3754080 0.10539 0.32275 0.44916 1.39353
3716713754080 371671 3754080 0.10168 0.30526 0.40863 1.24658
3716913754080 371691 3754080 0.09866 0.28911 0.37365 1.12159
3717113754080 371711 3754080 0.09612 0.27428 0.3437 1.01541
3717313754080 371731 3754080 0.09405 0.26052 0.3173 0.92329
3717513754080 371751 3754080 0.09229 0.24777 0.29409 0.84337
3717713754080 371771 3754080 0.09088 0.23583 0.2732 0.77238
3717913754080 371791 3754080 0.0896 0.22472 0.25462 0.71005
3718113754080 371811 3754080 0.08839 0.21438 0.23805 0.65512
3718313754080 371831 3754080 0.08726 0.20471 0.22309 0.60612
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AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3705713754100 370571 3754100 0.11993 0.17407 0.18853 0.11054
3705913754100 370591 3754100 0.12532 0.18387 0.20329 0.11712
3706113754100 370611 3754100 0.13106 0.19453 0.22005 0.12438
3706313754100 370631 3754100 0.13721 0.20612 0.23919 0.13243
3706513754100 370651 3754100 0.14382 0.21888 0.26098 0.14124
3706713754100 370671 3754100 0.15095 0.23291 0.28601 0.15096
3706913754100 370691 3754100 0.15863 0.24838 0.31512 0.16175
3707113754100 370711 3754100 0.16692 0.26548 0.34929 0.17378
3707313754100 370731 3754100 0.17581 0.28431 0.39016 0.18732
3707513754100 370751 3754100 0.18533 0.30505 0.43984 0.2026
3707713754100 370771 3754100 0.19554 0.32796 0.50097 0.21969
3707913754100 370791 3754100 0.20652 0.35343 0.5772 0.23905
3708113754100 370811 3754100 0.21839 0.38193 0.67435 0.26113
3708313754100 370831 3754100 0.23125 0.41404 0.80193 0.28649
3708513754100 370851 3754100 0.24548 0.45101 0.97733 0.31596
3708713754100 370871 3754100 0.26094 0.49309 1.23102 0.35035
3708913754100 370891 3754100 0.27775 0.54126 1.62519 0.39087
3709113754100 370911 3754100 0.29597 0.59652 2.30371 0.43906
3709313754100 370931 3754100 0.31578 0.66054 3.66129 0.49708
3709513754100 370951 3754100 0.33773 0.73655 4.72047 0.56814
3709713754100 370971 3754100 0.36056 0.8228 7.18409 0.6555
3709913754100 370991 3754100 0.38667 0.93012 6.64209 0.76692
3710113754100 371011 3754100 0.41483 1.05929 9.47446 0.91067
3710313754100 371031 3754100 0.44408 1.21258 7.83377 1.10052
3710513754100 371051 3754100 0.47462 1.39892 10.28508 1.36052
3710713754100 371071 3754100 0.50612 1.62919 8.347 1.73272
3710913754100 371091 3754100 0.5382 1.9197 10.72757 2.29848
3711113754100 371111 3754100 0.56989 2.29065 8.65353 3.23393
3711313754100 371131 3754100 0.59972 2.75857 11.03596 4.98943
3711513754100 371151 3754100 0.62617 3.29866 8.8725 9.00575
3711713754100 371171 3754100 0.64718 3.6851 11.28626 19.47587
3711913754100 371191 3754100 0.66118 3.66029 9.04612 32.39151
3712113754100 371211 3754100 0.66564 3.33711 11.50183 40.66123
3712313754100 371231 3754100 0.66002 2.88624 9.17658 45.90205
3712513754100 371251 3754100 0.64376 2.43094 8.96318 49.43609
3712713754100 371271 3754100 0.61755 2.23948 9.26455 51.88243
3712913754100 371291 3754100 0.58258 2.16797 8.97258 53.6588
3713113754100 371311 3754100 0.54127 2.01097 9.26745 55.14083
3713313754100 371331 3754100 0.49584 1.79591 8.84842 56.01266
3713513754100 371351 3754100 0.44928 1.58554 9.03047 56.37337
3713713754100 371371 3754100 0.40372 1.39891 8.21509 55.22792
3713913754100 371391 3754100 0.36109 1.23968 7.41076 50.1402
3714113754100 371411 3754100 0.32232 1.10486 6.15025 35.32378
3714313754100 371431 3754100 0.28789 0.99072 5.17596 21.57875
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3714513754100 371451 3754100 0.25785 0.89362 3.31097 13.55642
3714713754100 371471 3754100 0.23187 0.81044 2.35876 9.37945
3714913754100 371491 3754100 0.20972 0.73875 1.80023 6.95074
3715113754100 371511 3754100 0.19092 0.67647 1.43758 5.39576
3715313754100 371531 3754100 0.17517 0.62198 1.18511 4.33017
3715513754100 371551 3754100 0.1619 0.57409 0.99949 3.56036
3715713754100 371571 3754100 0.15106 0.53169 0.85822 2.98437
3715913754100 371591 3754100 0.14228 0.494 0.74748 2.54041
3716113754100 371611 3754100 0.13533 0.46028 0.65868 2.19039
3716313754100 371631 3754100 0.12975 0.43011 0.58645 1.90966
3716513754100 371651 3754100 0.12542 0.40281 0.52647 1.68068
3716713754100 371671 3754100 0.12207 0.37804 0.47574 1.49049
3716913754100 371691 3754100 0.11949 0.35543 0.43223 1.32998
3717113754100 371711 3754100 0.11731 0.33486 0.39504 1.19487
3717313754100 371731 3754100 0.11554 0.31595 0.36248 1.07838
3717513754100 371751 3754100 0.11387 0.29868 0.33434 0.97909
3717713754100 371771 3754100 0.11239 0.2827 0.30927 0.89194
3717913754100 371791 3754100 0.11094 0.26796 0.28711 0.81593
3718113754100 371811 3754100 0.10947 0.25435 0.26743 0.74933
3718313754100 371831 3754100 0.10797 0.24172 0.24978 0.69035
3705713754120 370571 3754120 0.12281 0.17829 0.19544 0.11166
3705913754120 370591 3754120 0.12842 0.1885 0.21116 0.11832
3706113754120 370611 3754120 0.13448 0.19973 0.22875 0.12552
3706313754120 370631 3754120 0.14094 0.21193 0.24913 0.13361
3706513754120 370651 3754120 0.14794 0.22544 0.27218 0.14238
3706713754120 370671 3754120 0.15539 0.2401 0.29954 0.15237
3706913754120 370691 3754120 0.16345 0.25635 0.33137 0.16341
3707113754120 370711 3754120 0.1722 0.27441 0.36879 0.17565
3707313754120 370731 3754120 0.1817 0.29456 0.41338 0.18929
3707513754120 370751 3754120 0.1917 0.31636 0.46941 0.20514
3707713754120 370771 3754120 0.20235 0.34031 0.53878 0.22259
3707913754120 370791 3754120 0.21347 0.36621 0.62452 0.24209
3708113754120 370811 3754120 0.22599 0.39634 0.73489 0.26443
3708313754120 370831 3754120 0.23972 0.43069 0.88302 0.29012
3708513754120 370851 3754120 0.25616 0.47325 1.09698 0.32057
3708713754120 370871 3754120 0.27402 0.52182 1.41646 0.35602
3708913754120 370891 3754120 0.2925 0.57512 1.93458 0.3974
3709113754120 370911 3754120 0.31312 0.63804 2.9084 0.44683
3709313754120 370931 3754120 0.33526 0.71032 5.16903 0.50619
3709513754120 370951 3754120 0.36014 0.79748 5.79231 0.57897
3709713754120 370971 3754120 0.3869 0.89974 6.20787 0.669
3709913754120 370991 3754120 0.41766 1.02846 10.74663 0.78364
3710113754120 371011 3754120 0.45074 1.18429 14.18611 0.93144
3710313754120 371031 3754120 0.48632 1.37674 11.3076 1.12764
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3710513754120 371051 3754120 0.52415 1.61816 14.52989 1.3974
3710713754120 371071 3754120 0.56447 1.93184 11.58159 1.78591
3710913754120 371091 3754120 0.6061 2.34734 14.64413 2.38139
3711113754120 371111 3754120 0.64785 2.91608 11.68527 3.38025
3711313754120 371131 3754120 0.68999 3.75512 14.64663 5.31767
3711513754120 371151 3754120 0.72997 4.99003 11.75399 10.14713
3711713754120 371171 3754120 0.76517 6.03713 14.63322 15.98058
3712713754120 371271 3754120 0.76413 6.45953 13.73496 63.22871
3712913754120 371291 3754120 0.72544 5.53385 14.22934 63.93131
3713113754120 371311 3754120 0.67369 4.29033 13.50671 63.83774
3713313754120 371331 3754120 0.61512 3.37256 13.88602 63.16748
3713513754120 371351 3754120 0.55267 2.71664 13.03827 74.42593
3713713754120 371371 3754120 0.49303 2.25163 13.04363 71.73119
3713913754120 371391 3754120 0.43593 1.89938 11.24437 64.27768
3714113754120 371411 3754120 0.38376 1.62788 10.92801 55.55462
3714313754120 371431 3754120 0.33902 1.41604 6.52834 31.34751
3714513754120 371451 3754120 0.30165 1.24653 4.12956 18.24264
3714713754120 371471 3754120 0.27035 1.10702 2.92117 12.26367
3714913754120 371491 3754120 0.24353 0.99083 2.1888 8.81595
3715113754120 371511 3754120 0.22158 0.89303 1.72213 6.69621
3715313754120 371531 3754120 0.20377 0.80992 1.40105 5.27759
3715513754120 371551 3754120 0.18955 0.73863 1.16752 4.26954
3715713754120 371571 3754120 0.17865 0.67665 0.99379 3.53737
3715913754120 371591 3754120 0.17042 0.6224 0.85979 2.98504
3716113754120 371611 3754120 0.16418 0.57471 0.75293 2.55302
3716313754120 371631 3754120 0.15949 0.53247 0.66649 2.21015
3716513754120 371651 3754120 0.15588 0.49486 0.59542 1.93352
3716713754120 371671 3754120 0.15304 0.46115 0.53594 1.70631
3716913754120 371691 3754120 0.15068 0.43079 0.48548 1.51685
3717113754120 371711 3754120 0.14856 0.40336 0.44223 1.3571
3717313754120 371731 3754120 0.1466 0.37842 0.40468 1.22063
3717513754120 371751 3754120 0.14464 0.3557 0.3719 1.10332
3717713754120 371771 3754120 0.14259 0.33496 0.34316 1.002
3717913754120 371791 3754120 0.14044 0.31598 0.31781 0.91393
3718113754120 371811 3754120 0.13815 0.29857 0.29535 0.837
3718313754120 371831 3754120 0.13575 0.28253 0.27528 0.76914
3705713754140 370571 3754140 0.12568 0.18217 0.20239 0.11262
3705913754140 370591 3754140 0.13158 0.19286 0.21875 0.11919
3706113754140 370611 3754140 0.1379 0.20463 0.23702 0.12627
3706313754140 370631 3754140 0.14464 0.21745 0.25848 0.13411
3706513754140 370651 3754140 0.15201 0.23149 0.28298 0.14312
3706713754140 370671 3754140 0.15993 0.24702 0.31161 0.15294
3706913754140 370691 3754140 0.16849 0.26425 0.34507 0.1638
3707113754140 370711 3754140 0.17771 0.28312 0.38609 0.17634
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3707313754140 370731 3754140 0.18744 0.30367 0.43686 0.19085
3707513754140 370751 3754140 0.19766 0.32589 0.4991 0.20678
3707713754140 370771 3754140 0.20833 0.34988 0.57329 0.22401
3707913754140 370791 3754140 0.22066 0.37841 0.66746 0.24367
3708113754140 370811 3754140 0.23432 0.41113 0.79116 0.26619
3708313754140 370831 3754140 0.24931 0.44843 0.95905 0.29209
3708513754140 370851 3754140 0.26694 0.49389 1.20382 0.32263
3708713754140 370871 3754140 0.28689 0.54779 1.5789 0.35841
3708913754140 370891 3754140 0.30727 0.60635 2.19414 0.39994
3709113754140 370911 3754140 0.32992 0.67531 3.3663 0.4494
3709313754140 370931 3754140 0.35529 0.75762 6.10744 0.50902
3709513754140 370951 3754140 0.38353 0.85633 6.37626 0.58173
3709713754140 370971 3754140 0.4153 0.97708 13.3096 0.67182
3709913754140 370991 3754140 0.45171 1.12968 9.54596 0.78522
3710113754140 371011 3754140 0.49069 1.31457 8.32291 0.9299
3710313754140 371031 3754140 0.53353 1.54845 7.93134 1.11975
3710513754140 371051 3754140 0.58008 1.84952 7.83452 1.37907
3710713754140 371071 3754140 0.63072 2.25221 7.81167 1.74637
3710913754140 371091 3754140 0.68599 2.82192 7.75829 2.28849
3711113754140 371111 3754140 0.7441 3.66287 7.74126 3.1544
3711313754140 371131 3754140 0.80324 4.99074 7.76372 4.6664
3711513754140 371151 3754140 0.85991 7.08374 7.85033 7.57053
3711713754140 371171 3754140 0.91078 8.95517 7.94667 12.79241
3712713754140 371271 3754140 0.96425 12.51162 7.77793 34.57462
3712913754140 371291 3754140 0.91928 10.07766 7.6179 35.0922
3713113754140 371311 3754140 0.85499 7.25153 7.48469 35.34255
3713313754140 371331 3754140 0.77766 5.34931 7.33999 35.26292
3713513754140 371351 3754140 0.69471 4.11781 7.12051 34.58303
3713713754140 371371 3754140 0.61179 3.28157 6.77347 33.06874
3714113754140 371411 3754140 0.4665 2.25283 5.33799 25.34795
3714313754140 371431 3754140 0.40647 1.91835 4.4682 20.5562
3714513754140 371451 3754140 0.35895 1.6593 3.5442 15.60409
3714713754140 371471 3754140 0.32041 1.45116 2.78586 11.75286
3714913754140 371491 3754140 0.28902 1.28153 2.21565 8.9876
3715113754140 371511 3754140 0.26449 1.14143 1.79898 7.04618
3715313754140 371531 3754140 0.24587 1.02414 1.49079 5.65667
3715513754140 371551 3754140 0.23178 0.92543 1.25117 4.60094
3715713754140 371571 3754140 0.22212 0.84007 1.07513 3.8523
3715913754140 371591 3754140 0.21511 0.76656 0.93284 3.25832
3716113754140 371611 3754140 0.20989 0.70285 0.8174 2.78569
3716313754140 371631 3754140 0.20611 0.64663 0.72474 2.41586
3716513754140 371651 3754140 0.20303 0.59695 0.6477 2.11424
3716713754140 371671 3754140 0.20014 0.55299 0.58321 1.86654
3716913754140 371691 3754140 0.19735 0.51364 0.52815 1.65863
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3717113754140 371711 3754140 0.19443 0.47835 0.48086 1.48304
3717313754140 371731 3754140 0.19134 0.4465 0.43972 1.33275
3717513754140 371751 3754140 0.18796 0.41778 0.40403 1.2044
3717713754140 371771 3754140 0.18437 0.39165 0.37252 1.0928
3717913754140 371791 3754140 0.18054 0.36789 0.34471 0.99579
3718113754140 371811 3754140 0.17652 0.34626 0.32014 0.91127
3718313754140 371831 3754140 0.17237 0.32642 0.29814 0.83663
3705713754160 370571 3754160 0.12853 0.18568 0.20907 0.11331
3705913754160 370591 3754160 0.1347 0.19677 0.22617 0.11981
3706113754160 370611 3754160 0.14133 0.20896 0.24541 0.12687
3706313754160 370631 3754160 0.14812 0.22212 0.26992 0.13438
3706513754160 370651 3754160 0.15564 0.2365 0.29648 0.14306
3706713754160 370671 3754160 0.16395 0.25273 0.32633 0.15286
3706913754160 370691 3754160 0.17302 0.27085 0.36103 0.16379
3707113754160 370711 3754160 0.18302 0.29057 0.40379 0.17685
3707313754160 370731 3754160 0.19323 0.31195 0.45842 0.19141
3707513754160 370751 3754160 0.20383 0.33482 0.52496 0.20714
3707713754160 370771 3754160 0.21508 0.35989 0.60397 0.22421
3707913754160 370791 3754160 0.22836 0.3903 0.7062 0.2438
3708113754160 370811 3754160 0.24324 0.42549 0.84165 0.26626
3708313754160 370831 3754160 0.25957 0.46566 1.0264 0.29204
3708513754160 370851 3754160 0.27824 0.51335 1.29408 0.3221
3708713754160 370871 3754160 0.29995 0.57126 1.70958 0.35743
3708913754160 370891 3754160 0.32234 0.63473 2.39006 0.39834
3709113754160 370911 3754160 0.34847 0.71283 3.69607 0.44715
3709313754160 370931 3754160 0.37616 0.80166 6.7302 0.50526
3709513754160 370951 3754160 0.40727 0.90893 5.94963 0.57573
3709713754160 370971 3754160 0.44477 1.04838 11.47602 0.66275
3709913754160 370991 3754160 0.48554 1.2167 7.64999 0.77028
3710113754160 371011 3754160 0.53103 1.42763 5.95858 0.90563
3710313754160 371031 3754160 0.58196 1.69848 5.17012 1.08043
3710513754160 371051 3754160 0.63837 2.05224 4.81414 1.31463
3710713754160 371071 3754160 0.70129 2.53419 4.63872 1.63471
3710913754160 371091 3754160 0.77254 3.2358 4.49164 2.07458
3711113754160 371111 3754160 0.84566 4.29254 4.30305 2.67647
3711313754160 371131 3754160 0.92834 6.02877 4.31263 3.62257
3711513754160 371151 3754160 1.01447 8.75086 4.44904 5.09518
3711713754160 371171 3754160 1.08906 10.86607 4.58004 7.05999
3712713754160 371271 3754160 1.24439 15.80856 4.46917 15.51034
3712913754160 371291 3754160 1.18956 12.91571 4.40892 16.41957
3713113754160 371311 3754160 1.10804 9.52163 4.32853 16.96008
3714113754160 371411 3754160 0.5782 2.90387 3.23588 13.63088
3714313754160 371431 3754160 0.49897 2.44928 2.94135 12.29228
3714513754160 371451 3754160 0.43818 2.09845 2.61205 10.75358
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3714713754160 371471 3754160 0.39198 1.81962 2.26989 9.14281
3714913754160 371491 3754160 0.35718 1.59364 1.95132 7.66248
3715113754160 371511 3754160 0.33182 1.40847 1.67296 6.39603
3715313754160 371531 3754160 0.31423 1.25473 1.43892 5.35698
3715513754160 371551 3754160 0.30219 1.12597 1.24219 4.50069
3715713754160 371571 3754160 0.29456 1.01548 1.08646 3.84574
3715913754160 371591 3754160 0.289 0.92102 0.95548 3.30387
3716113754160 371611 3754160 0.28428 0.83999 0.84412 2.85029
3716313754160 371631 3754160 0.28037 0.76825 0.75413 2.49415
3716513754160 371651 3754160 0.27608 0.70572 0.67744 2.19591
3716713754160 371671 3754160 0.27138 0.6504 0.61218 1.94684
3716913754160 371691 3754160 0.26616 0.6014 0.55613 1.73675
3717113754160 371711 3754160 0.26042 0.55766 0.5076 1.55779
3717313754160 371731 3754160 0.25424 0.5184 0.46517 1.40376
3717513754160 371751 3754160 0.24766 0.48338 0.42843 1.27256
3717713754160 371771 3754160 0.24085 0.45137 0.39534 1.15595
3717913754160 371791 3754160 0.23382 0.42244 0.36612 1.05448
3718113754160 371811 3754160 0.2267 0.39633 0.34034 0.96623
3718313754160 371831 3754160 0.21954 0.37248 0.3172 0.88806
3705713754180 370571 3754180 0.1313 0.18863 0.21534 0.11371
3705913754180 370591 3754180 0.13779 0.2002 0.23309 0.12005
3706113754180 370611 3754180 0.14475 0.21287 0.25285 0.12686
3706313754180 370631 3754180 0.15182 0.22637 0.27826 0.13436
3706513754180 370651 3754180 0.15963 0.24114 0.30639 0.14294
3706713754180 370671 3754180 0.1683 0.25785 0.33797 0.15263
3706913754180 370691 3754180 0.1778 0.27658 0.37463 0.16347
3707113754180 370711 3754180 0.1883 0.29702 0.41997 0.17652
3707313754180 370731 3754180 0.19895 0.31901 0.47793 0.191
3707513754180 370751 3754180 0.21028 0.34308 0.54744 0.20631
3707713754180 370771 3754180 0.2222 0.36927 0.6311 0.22312
3707913754180 370791 3754180 0.23633 0.40106 0.73975 0.24236
3708113754180 370811 3754180 0.25262 0.43883 0.88539 0.26452
3708313754180 370831 3754180 0.2696 0.47999 1.08046 0.28953
3708513754180 370851 3754180 0.28973 0.53039 1.36637 0.31883
3708713754180 370871 3754180 0.31293 0.591 1.80938 0.35303
3708913754180 370891 3754180 0.33789 0.65993 2.54171 0.39267
3709113754180 370911 3754180 0.36656 0.74349 3.9538 0.4395
3709313754180 370931 3754180 0.39739 0.83961 7.32321 0.49498
3709513754180 370951 3754180 0.43184 0.95491 6.19143 0.56164
3709713754180 370971 3754180 0.47456 1.10827 10.3332 0.64245
3709913754180 370991 3754180 0.52135 1.29399 6.69742 0.73928
3710113754180 371011 3754180 0.57407 1.52782 5.02264 0.85997
3710313754180 371031 3754180 0.63388 1.82948 4.14709 1.01313
3710513754180 371051 3754180 0.70176 2.22848 3.66017 1.21133

Unmitigated Construction HRA-Worker (02-20-19).xlsx 39 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3710713754180 371071 3754180 0.77889 2.77394 3.3814 1.4716
3710913754180 371091 3754180 0.86403 3.55971 3.16712 1.80061
3711113754180 371111 3754180 0.96252 4.7344 3.07383 2.25172
3711313754180 371131 3754180 1.07527 6.62355 3.04481 2.85407
3711513754180 371151 3754180 1.19233 9.49887 3.06069 3.62753
3711713754180 371171 3754180 1.31002 11.9609 3.0868 4.51724
3712713754180 371271 3754180 1.65515 17.60038 2.94296 8.13631
3712913754180 371291 3754180 1.59701 14.63784 2.89548 8.70502
3713113754180 371311 3754180 1.49448 11.0351 2.83638 9.12037
3714113754180 371411 3754180 0.74256 3.50889 2.22851 8.23716
3714313754180 371431 3754180 0.63771 2.95633 2.08637 7.76513
3714513754180 371451 3754180 0.56292 2.52631 1.92675 7.17167
3714713754180 371471 3754180 0.50849 2.18325 1.77434 6.58203
3714913754180 371491 3754180 0.47287 1.90513 1.60993 5.913
3715113754180 371511 3754180 0.44981 1.67711 1.4495 5.24918
3715313754180 371531 3754180 0.43558 1.4878 1.29792 4.62154
3715513754180 371551 3754180 0.42638 1.32885 1.15999 4.05518
3715713754180 371571 3754180 0.41931 1.19423 1.03716 3.55657
3715913754180 371591 3754180 0.41259 1.07881 0.92969 3.12744
3716113754180 371611 3754180 0.405 0.98001 0.83375 2.74741
3716313754180 371631 3754180 0.39659 0.89312 0.75337 2.43795
3716513754180 371651 3754180 0.38693 0.81717 0.68333 2.17253
3716713754180 371671 3754180 0.3762 0.75036 0.62218 1.94435
3716913754180 371691 3754180 0.36465 0.69124 0.56862 1.74765
3717113754180 371711 3754180 0.35254 0.63879 0.52148 1.57698
3717313754180 371731 3754180 0.34012 0.59203 0.47993 1.42888
3717513754180 371751 3754180 0.32759 0.55052 0.44366 1.30187
3717713754180 371771 3754180 0.31504 0.51254 0.41062 1.18719
3717913754180 371791 3754180 0.30262 0.47833 0.38121 1.08653
3718113754180 371811 3754180 0.29049 0.44749 0.35503 0.99816
3718313754180 371831 3754180 0.2787 0.41956 0.33158 0.91997
3705713754200 370571 3754200 0.13378 0.19072 0.22082 0.1135
3705913754200 370591 3754200 0.14046 0.20245 0.23983 0.12013
3706113754200 370611 3754200 0.14781 0.21556 0.26106 0.12714
3706313754200 370631 3754200 0.15559 0.23013 0.285 0.13391
3706513754200 370651 3754200 0.16364 0.24517 0.31436 0.14227
3706713754200 370671 3754200 0.17254 0.26206 0.3477 0.15166
3706913754200 370691 3754200 0.18249 0.28129 0.3861 0.16232
3707113754200 370711 3754200 0.19361 0.30256 0.43312 0.17497
3707313754200 370731 3754200 0.20477 0.32514 0.49398 0.18928
3707513754200 370751 3754200 0.21683 0.35021 0.56658 0.20429
3707713754200 370771 3754200 0.22975 0.3779 0.65489 0.22076
3707913754200 370791 3754200 0.24465 0.4107 0.76863 0.23943
3708113754200 370811 3754200 0.26113 0.44817 0.91842 0.26061
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3708313754200 370831 3754200 0.27976 0.49198 1.12424 0.28487
3708513754200 370851 3754200 0.30139 0.5446 1.42429 0.31298
3708713754200 370871 3754200 0.32637 0.60788 1.89097 0.34559
3708913754200 370891 3754200 0.35421 0.68204 2.67361 0.38327
3709113754200 370911 3754200 0.38434 0.76703 4.2028 0.42719
3709313754200 370931 3754200 0.41865 0.86958 7.99543 0.479
3709513754200 370951 3754200 0.45668 0.99125 5.574 0.5406
3709713754200 370971 3754200 0.5041 1.15314 9.55271 0.61361
3709913754200 370991 3754200 0.55854 1.35771 5.92144 0.69359
3710113754200 371011 3754200 0.61531 1.60314 4.36899 0.795
3710313754200 371031 3754200 0.68352 1.92312 3.58435 0.92582
3710513754200 371051 3754200 0.76269 2.34856 3.09541 1.08828
3710713754200 371071 3754200 0.85433 2.92821 2.7755 1.28985
3710913754200 371091 3754200 0.96187 3.75603 2.56807 1.54145
3711113754200 371111 3754200 1.09116 5.0146 2.44624 1.85753
3711313754200 371131 3754200 1.24088 6.95736 2.37838 2.24396
3711513754200 371151 3754200 1.40451 9.92811 2.33516 2.68285
3711713754200 371171 3754200 1.58726 12.7709 2.29734 3.13055
3714113754200 371411 3754200 1.00969 4.01437 1.6603 5.31889
3714313754200 371431 3754200 0.87535 3.3975 1.56552 5.08769
3714513754200 371451 3754200 0.7826 2.90832 1.48233 4.88613
3714713754200 371471 3754200 0.72553 2.51517 1.39782 4.65244
3714913754200 371491 3754200 0.69339 2.19426 1.30848 4.37252
3715113754200 371511 3754200 0.67462 1.9298 1.21823 4.06851
3715313754200 371531 3754200 0.6614 1.70954 1.12674 3.74351
3715513754200 371551 3754200 0.64855 1.52399 1.03629 3.41304
3715713754200 371571 3754200 0.63351 1.3665 0.95006 3.09434
3715913754200 371591 3754200 0.61562 1.23159 0.86965 2.79658
3716113754200 371611 3754200 0.59518 1.1161 0.79475 2.51749
3716313754200 371631 3754200 0.57282 1.01503 0.7277 2.27224
3716513754200 371651 3754200 0.54921 0.92647 0.66774 2.05551
3716713754200 371671 3754200 0.52497 0.84868 0.61394 1.86311
3716913754200 371691 3754200 0.50062 0.77992 0.56576 1.69282
3717113754200 371711 3754200 0.47668 0.71925 0.52253 1.54191
3717313754200 371731 3754200 0.45336 0.66522 0.48398 1.40925
3717513754200 371751 3754200 0.43084 0.61685 0.44938 1.2913
3717713754200 371771 3754200 0.4092 0.57306 0.41778 1.1846
3717913754200 371791 3754200 0.38858 0.53369 0.38936 1.08979
3718113754200 371811 3754200 0.36904 0.49819 0.36371 1.00528
3718313754200 371831 3754200 0.35062 0.46623 0.34073 0.93041
3705713754220 370571 3754220 0.13619 0.1923 0.22507 0.11272
3705913754220 370591 3754220 0.14312 0.20423 0.24487 0.11925
3706113754220 370611 3754220 0.15089 0.21781 0.26722 0.12636
3706313754220 370631 3754220 0.15928 0.23277 0.29131 0.13326
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3706513754220 370651 3754220 0.16759 0.24838 0.32114 0.14103
3706713754220 370671 3754220 0.17696 0.26575 0.35505 0.15029
3706913754220 370691 3754220 0.18738 0.28525 0.39489 0.16074
3707113754220 370711 3754220 0.19871 0.30666 0.44457 0.17264
3707313754220 370731 3754220 0.21053 0.32996 0.50689 0.18636
3707513754220 370751 3754220 0.22308 0.35537 0.58234 0.2011
3707713754220 370771 3754220 0.23707 0.38445 0.67435 0.21704
3707913754220 370791 3754220 0.25304 0.41851 0.7927 0.23502
3708113754220 370811 3754220 0.27017 0.4563 0.94682 0.2552
3708313754220 370831 3754220 0.29019 0.50173 1.16103 0.27833
3708513754220 370851 3754220 0.3131 0.5555 1.47197 0.30486
3708713754220 370871 3754220 0.33934 0.61954 1.95625 0.33537
3708913754220 370891 3754220 0.36907 0.69539 2.78695 0.37048
3709113754220 370911 3754220 0.40211 0.78412 4.46355 0.41111
3709313754220 370931 3754220 0.43951 0.89017 8.77809 0.45855
3709513754220 370951 3754220 0.48127 1.01617 6.05228 0.51432
3709713754220 370971 3754220 0.53348 1.18338 8.89146 0.57842
3709913754220 370991 3754220 0.59357 1.3942 5.54607 0.64697
3710113754220 371011 3754220 0.65791 1.64782 4.10888 0.73469
3710313754220 371031 3754220 0.73616 1.98003 3.32733 0.8435
3710513754220 371051 3754220 0.82849 2.42126 2.82584 0.97394
3710713754220 371071 3754220 0.93731 3.01981 2.48272 1.12842
3710913754220 371091 3754220 1.06918 3.87656 2.2519 1.31277
3711113754220 371111 3754220 1.22821 5.15009 2.08923 1.52518
3711313754220 371131 3754220 1.42759 7.14548 1.99424 1.77929
3711513754220 371151 3754220 1.64975 10.02787 1.93058 2.0614
3711713754220 371171 3754220 1.91807 12.89949 1.8661 2.32356
3714113754220 371411 3754220 1.52921 4.4024 1.29335 3.53901
3714313754220 371431 3754220 1.34704 3.74765 1.23337 3.45748
3714513754220 371451 3754220 1.23406 3.22228 1.18577 3.41561
3714713754220 371471 3754220 1.18014 2.79528 1.12977 3.315
3714913754220 371491 3754220 1.14947 2.44286 1.07241 3.19103
3715113754220 371511 3754220 1.119 2.15061 1.01831 3.0656
3715313754220 371531 3754220 1.08187 1.9061 0.96339 2.92105
3715513754220 371551 3754220 1.03727 1.69915 0.90611 2.75334
3715713754220 371571 3754220 0.98699 1.52246 0.84797 2.57199
3715913754220 371591 3754220 0.93362 1.37092 0.79116 2.38864
3716113754220 371611 3754220 0.87919 1.23964 0.7363 2.20804
3716313754220 371631 3754220 0.82641 1.12744 0.68514 2.03611
3716513754220 371651 3754220 0.77492 1.02826 0.63619 1.87148
3716713754220 371671 3754220 0.72588 0.94114 0.59123 1.72165
3716913754220 371691 3754220 0.67958 0.86366 0.54994 1.58424
3717113754220 371711 3754220 0.63634 0.79533 0.51228 1.46022
3717313754220 371731 3754220 0.59603 0.7343 0.47774 1.34689
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3717513754220 371751 3754220 0.55867 0.67988 0.4463 1.24454
3717713754220 371771 3754220 0.52396 0.63068 0.41716 1.15017
3717913754220 371791 3754220 0.4919 0.58655 0.39067 1.06526
3718113754220 371811 3754220 0.46225 0.54667 0.36638 0.98806
3718313754220 371831 3754220 0.43507 0.511 0.3446 0.91956
3705713754240 370571 3754240 0.13826 0.19295 0.22825 0.11147
3705913754240 370591 3754240 0.14547 0.20507 0.24867 0.11788
3706113754240 370611 3754240 0.15371 0.21913 0.27227 0.12492
3706313754240 370631 3754240 0.1621 0.23371 0.29854 0.13245
3706513754240 370651 3754240 0.17156 0.25053 0.32671 0.13957
3706713754240 370671 3754240 0.18127 0.26808 0.36172 0.14844
3706913754240 370691 3754240 0.19188 0.28757 0.40341 0.15835
3707113754240 370711 3754240 0.20346 0.3091 0.45465 0.1697
3707313754240 370731 3754240 0.21584 0.33277 0.51781 0.18271
3707513754240 370751 3754240 0.22896 0.35847 0.59494 0.19688
3707713754240 370771 3754240 0.24377 0.38819 0.68932 0.21209
3707913754240 370791 3754240 0.2603 0.42221 0.80994 0.22912
3708113754240 370811 3754240 0.27855 0.46087 0.96816 0.24823
3708313754240 370831 3754240 0.30002 0.50755 1.18944 0.27003
3708513754240 370851 3754240 0.32452 0.56251 1.51176 0.29482
3708713754240 370871 3754240 0.35288 0.62842 2.01773 0.32305
3708913754240 370891 3754240 0.38356 0.703 2.88963 0.35523
3709113754240 370911 3754240 0.41932 0.79362 4.72717 0.39219
3709313754240 370931 3754240 0.45949 0.90069 7.02632 0.43491
3709513754240 370951 3754240 0.50492 1.02854 5.25638 0.48462
3709713754240 370971 3754240 0.56155 1.19672 8.34673 0.5398
3709913754240 370991 3754240 0.62689 1.40518 5.42041 0.60199
3710113754240 371011 3754240 0.70231 1.66559 4.01912 0.6779
3710313754240 371031 3754240 0.79147 2.00176 3.21478 0.76814
3710513754240 371051 3754240 0.89557 2.45206 2.65985 0.86595
3710713754240 371071 3754240 1.02173 3.05176 2.30232 0.98203
3710913754240 371091 3754240 1.17901 3.9102 2.05652 1.11551
3711113754240 371111 3754240 1.37346 5.17629 1.87508 1.26123
3711313754240 371131 3754240 1.61837 7.01186 1.79049 1.46202
3711513754240 371151 3754240 1.92861 10.02423 1.67932 1.62057
3711713754240 371171 3754240 2.32052 13.08433 1.5934 1.77437
3714113754240 371411 3754240 2.70467 4.66881 1.05465 2.46496
3714313754240 371431 3754240 2.43218 3.99901 1.01645 2.45877
3714513754240 371451 3754240 2.30367 3.45643 0.97648 2.43195
3714713754240 371471 3754240 2.22296 3.00931 0.93285 2.37625
3714913754240 371491 3754240 2.11033 2.63798 0.89496 2.33503
3715113754240 371511 3754240 1.97113 2.32774 0.85937 2.29196
3715313754240 371531 3754240 1.82096 2.06656 0.82411 2.2382
3715513754240 371551 3754240 1.67094 1.84335 0.78543 2.15881
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3715713754240 371571 3754240 1.52854 1.65368 0.74791 2.07406
3715913754240 371591 3754240 1.39645 1.49017 0.70928 1.97611
3716113754240 371611 3754240 1.27647 1.3501 0.67201 1.87581
3716313754240 371631 3754240 1.16732 1.22675 0.63261 1.7617
3716513754240 371651 3754240 1.0691 1.11828 0.59483 1.65029
3716713754240 371671 3754240 0.98088 1.02295 0.559 1.54326
3716913754240 371691 3754240 0.90173 0.93833 0.52497 1.43995
3717113754240 371711 3754240 0.83069 0.86346 0.4932 1.34337
3717313754240 371731 3754240 0.76689 0.79679 0.46355 1.25304
3717513754240 371751 3754240 0.70947 0.73704 0.43582 1.16847
3717713754240 371771 3754240 0.65765 0.68326 0.40989 1.08949
3717913754240 371791 3754240 0.61103 0.63524 0.38619 1.01774
3718113754240 371811 3754240 0.56857 0.59135 0.36371 0.94978
3718313754240 371831 3754240 0.53047 0.55231 0.34355 0.88936
3705713754260 370571 3754260 0.14033 0.1933 0.23098 0.10991
3705913754260 370591 3754260 0.14781 0.20555 0.25189 0.11616
3706113754260 370611 3754260 0.15612 0.21934 0.27601 0.12297
3706313754260 370631 3754260 0.16504 0.23439 0.30316 0.1303
3706513754260 370651 3754260 0.17464 0.25089 0.33352 0.1378
3706713754260 370671 3754260 0.18478 0.26861 0.36917 0.14616
3706913754260 370691 3754260 0.19577 0.28813 0.41168 0.15557
3707113754260 370711 3754260 0.20757 0.30948 0.46391 0.1665
3707313754260 370731 3754260 0.22029 0.33295 0.52747 0.17877
3707513754260 370751 3754260 0.23428 0.35932 0.60464 0.19178
3707713754260 370771 3754260 0.24982 0.38924 0.70061 0.20615
3707913754260 370791 3754260 0.26684 0.42284 0.82244 0.22213
3708113754260 370811 3754260 0.28592 0.46146 0.98272 0.23999
3708313754260 370831 3754260 0.30824 0.5077 1.2066 0.26024
3708513754260 370851 3754260 0.33407 0.56271 1.53608 0.28315
3708713754260 370871 3754260 0.36394 0.62837 2.05838 0.30902
3708913754260 370891 3754260 0.39734 0.70461 2.97471 0.33814
3709113754260 370911 3754260 0.43483 0.79376 4.93481 0.37116
3709313754260 370931 3754260 0.47756 0.8998 7.20105 0.40924
3709513754260 370951 3754260 0.52649 1.02709 8.02902 0.45318
3709713754260 370971 3754260 0.58496 1.18695 8.04863 0.50294
3709913754260 370991 3754260 0.65384 1.38655 5.3356 0.5598
3710113754260 371011 3754260 0.73585 1.64026 3.93602 0.6247
3710313754260 371031 3754260 0.83493 1.97052 3.12033 0.69771
3710513754260 371051 3754260 0.95972 2.42578 2.56387 0.77037
3710713754260 371071 3754260 1.10165 3.0205 2.17855 0.85294
3710913754260 371091 3754260 1.28495 3.86383 1.92672 0.95009
3711113754260 371111 3754260 1.51912 5.11794 1.73942 1.05322
3711313754260 371131 3754260 1.83561 7.12005 1.60811 1.16666
3711513754260 371151 3754260 2.23493 10.11278 1.50713 1.28691
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3711713754260 371171 3754260 2.77489 13.16357 1.4172 1.39121
3714113754260 371411 3754260 5.89277 4.82359 0.88698 1.77146
3714313754260 371431 3754260 5.50796 4.15282 0.85418 1.76453
3714513754260 371451 3754260 5.13233 3.60468 0.82289 1.75675
3714713754260 371471 3754260 4.57325 3.14942 0.78957 1.73296
3714913754260 371491 3754260 3.96648 2.77104 0.76294 1.7298
3715113754260 371511 3754260 3.43046 2.45267 0.73745 1.72328
3715313754260 371531 3754260 2.97564 2.18313 0.71296 1.71244
3715513754260 371551 3754260 2.59359 1.95107 0.68521 1.67966
3715713754260 371571 3754260 2.2744 1.75335 0.65949 1.64693
3715913754260 371591 3754260 2.00616 1.58223 0.63263 1.60193
3716113754260 371611 3754260 1.77922 1.43664 0.60779 1.55852
3716313754260 371631 3754260 1.58731 1.30602 0.57865 1.49143
3716513754260 371651 3754260 1.42307 1.19129 0.54987 1.42086
3716713754260 371671 3754260 1.28172 1.09007 0.52172 1.34868
3716913754260 371691 3754260 1.15933 1.00048 0.49455 1.27686
3717113754260 371711 3754260 1.05285 0.92075 0.4684 1.20611
3717313754260 371731 3754260 0.9597 0.84953 0.4434 1.13736
3717513754260 371751 3754260 0.87784 0.78591 0.41979 1.07187
3717713754260 371771 3754260 0.80551 0.72858 0.39734 1.00905
3717913754260 371791 3754260 0.74138 0.67699 0.37624 0.94982
3718113754260 371811 3754260 0.68433 0.63044 0.35645 0.89421
3718313754260 371831 3754260 0.63365 0.58869 0.33825 0.84319
3705713754280 370571 3754280 0.14246 0.1934 0.23347 0.10813
3705913754280 370591 3754280 0.15006 0.2055 0.25462 0.11413
3706113754280 370611 3754280 0.15859 0.21925 0.27913 0.12068
3706313754280 370631 3754280 0.16759 0.23398 0.30672 0.1277
3706513754280 370651 3754280 0.17721 0.24998 0.33822 0.13529
3706713754280 370671 3754280 0.1877 0.26767 0.3747 0.14332
3706913754280 370691 3754280 0.19904 0.28712 0.41779 0.15216
3707113754280 370711 3754280 0.2114 0.30865 0.46959 0.16205
3707313754280 370731 3754280 0.22448 0.33185 0.53384 0.17372
3707513754280 370751 3754280 0.23898 0.35805 0.61177 0.18598
3707713754280 370771 3754280 0.25548 0.3884 0.7092 0.19947
3707913754280 370791 3754280 0.27249 0.4205 0.83108 0.21432
3708113754280 370811 3754280 0.29277 0.45944 0.99464 0.23097
3708313754280 370831 3754280 0.31583 0.50476 1.22065 0.24961
3708513754280 370851 3754280 0.34166 0.55687 1.54613 0.27044
3708713754280 370871 3754280 0.37339 0.6223 2.08482 0.294
3708913754280 370891 3754280 0.40875 0.69777 3.03086 0.31973
3709113754280 370911 3754280 0.44827 0.78521 5.05992 0.34859
3709313754280 370931 3754280 0.49314 0.88825 5.1489 0.3824
3709513754280 370951 3754280 0.54523 1.01272 5.10316 0.42074
3709713754280 370971 3754280 0.60892 1.17144 7.78414 0.46033
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3709913754280 370991 3754280 0.68246 1.36443 5.17871 0.50788
3710113754280 371011 3754280 0.76965 1.60642 3.81285 0.5628
3710313754280 371031 3754280 0.87587 1.92045 3.00945 0.62303
3710513754280 371051 3754280 1.01188 2.35498 2.47314 0.67928
3710713754280 371071 3754280 1.17022 2.92588 2.09113 0.74123
3710913754280 371091 3754280 1.37779 3.73879 1.8371 0.81293
3711113754280 371111 3754280 1.64797 4.95168 1.64594 0.88656
3711313754280 371131 3754280 2.01761 6.89786 1.50367 0.96393
3711513754280 371151 3754280 2.51869 9.93251 1.39445 1.04523
3711713754280 371171 3754280 3.22356 13.05023 1.29913 1.11536
3714113754280 371411 3754280 15.88793 4.86669 0.76655 1.31442
3714313754280 371431 3754280 14.64986 4.2043 0.73935 1.31245
3714513754280 371451 3754280 11.45809 3.66241 0.71273 1.30812
3714713754280 371471 3754280 8.76046 3.2116 0.68599 1.29869
3714913754280 371491 3754280 6.83098 2.836 0.66454 1.3052
3715113754280 371511 3754280 5.47628 2.51855 0.64413 1.31067
3715313754280 371531 3754280 4.48772 2.24854 0.62498 1.31547
3715513754280 371551 3754280 3.74285 2.01541 0.60403 1.30708
3715713754280 371571 3754280 3.16936 1.81666 0.5864 1.3058
3715913754280 371591 3754280 2.71658 1.64328 0.5671 1.29182
3716113754280 371611 3754280 2.35145 1.49402 0.54858 1.27502
3716313754280 371631 3754280 2.05612 1.36057 0.52672 1.23957
3716513754280 371651 3754280 1.81201 1.24296 0.50477 1.19906
3716713754280 371671 3754280 1.60797 1.13887 0.48291 1.15474
3716913754280 371691 3754280 1.43568 1.04656 0.46145 1.10834
3717113754280 371711 3754280 1.28903 0.96424 0.44043 1.06048
3717313754280 371731 3754280 1.16319 0.89048 0.41991 1.01187
3717513754280 371751 3754280 1.05442 0.82436 0.40015 0.96377
3717713754280 371771 3754280 0.95977 0.76481 0.38113 0.91648
3717913754280 371791 3754280 0.87701 0.71116 0.36303 0.87081
3718113754280 371811 3754280 0.80424 0.66264 0.34581 0.82684
3718313754280 371831 3754280 0.73992 0.61863 0.32945 0.78472
3705713754300 370571 3754300 0.14431 0.1928 0.23543 0.10607
3705913754300 370591 3754300 0.15214 0.20489 0.25693 0.11184
3706113754300 370611 3754300 0.16073 0.21832 0.28158 0.11807
3706313754300 370631 3754300 0.16961 0.2324 0.30924 0.12474
3706513754300 370651 3754300 0.17931 0.24796 0.34123 0.13199
3706713754300 370671 3754300 0.18999 0.26532 0.37843 0.13986
3706913754300 370691 3754300 0.20166 0.28455 0.42204 0.14823
3707113754300 370711 3754300 0.21441 0.30586 0.47398 0.15732
3707313754300 370731 3754300 0.22789 0.32874 0.53826 0.16816
3707513754300 370751 3754300 0.24266 0.35423 0.61657 0.17965
3707713754300 370771 3754300 0.25978 0.3842 0.71458 0.1922
3707913754300 370791 3754300 0.27696 0.41503 0.83612 0.20595
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3708113754300 370811 3754300 0.29763 0.45262 0.99929 0.22126
3708313754300 370831 3754300 0.32106 0.4961 1.22381 0.23828
3708513754300 370851 3754300 0.34722 0.54578 1.54414 0.25716
3708713754300 370871 3754300 0.38062 0.61008 2.09714 0.27849
3708913754300 370891 3754300 0.4173 0.68298 3.06746 0.30122
3709113754300 370911 3754300 0.45816 0.76669 5.16243 0.32658
3709313754300 370931 3754300 0.50499 0.86564 5.35735 0.3557
3709513754300 370951 3754300 0.55926 0.98422 7.82944 0.38885
3709713754300 370971 3754300 0.62502 1.13307 7.64716 0.42281
3709913754300 370991 3754300 0.702 1.31492 5.07632 0.46242
3710113754300 371011 3754300 0.7942 1.54323 3.72761 0.50675
3710313754300 371031 3754300 0.9068 1.83756 2.93209 0.55467
3710513754300 371051 3754300 1.05006 2.23883 2.40777 0.59889
3710713754300 371071 3754300 1.22052 2.76951 2.0298 0.64574
3710913754300 371091 3754300 1.4459 3.52791 1.77351 0.69906
3711113754300 371111 3754300 1.74281 4.66527 1.57918 0.75232
3711313754300 371131 3754300 2.15385 6.5088 1.43159 0.80692
3711513754300 371151 3754300 2.7312 9.50882 1.31541 0.86216
3711713754300 371171 3754300 3.57472 12.74606 1.21581 0.90888
3714113754300 371411 3754300 29.70749 4.78457 0.67829 1.00505
3714313754300 371431 3754300 26.33616 4.14478 0.65492 1.00515
3714513754300 371451 3754300 19.11612 3.62217 0.6301 0.99642
3714713754300 371471 3754300 13.50051 3.18938 0.60863 0.99674
3714913754300 371491 3754300 9.94223 2.82859 0.59118 1.00868
3715113754300 371511 3754300 7.63905 2.52153 0.57314 1.01492
3715313754300 371531 3754300 6.05266 2.25909 0.55622 1.02153
3715513754300 371551 3754300 4.91404 2.03362 0.5407 1.02936
3715713754300 371571 3754300 4.0686 1.83972 0.52811 1.04483
3715913754300 371591 3754300 3.42305 1.66968 0.51294 1.04435
3716113754300 371611 3754300 2.91912 1.52018 0.49646 1.0344
3716313754300 371631 3754300 2.51869 1.38797 0.47957 1.0188
3716513754300 371651 3754300 2.19415 1.27096 0.46252 0.99852
3716713754300 371671 3754300 1.92748 1.16707 0.44542 0.97424
3716913754300 371691 3754300 1.70579 1.07458 0.42842 0.94688
3717113754300 371711 3754300 1.51955 0.99187 0.41157 0.91701
3717313754300 371731 3754300 1.36149 0.9174 0.39482 0.88478
3717513754300 371751 3754300 1.22652 0.85077 0.37866 0.85223
3717713754300 371771 3754300 1.11002 0.79031 0.36271 0.81842
3717913754300 371791 3754300 1.00895 0.73565 0.34729 0.78464
3718113754300 371811 3754300 0.92077 0.68613 0.33245 0.75131
3718313754300 371831 3754300 0.84343 0.64117 0.31823 0.71872
3705713754320 370571 3754320 0.14598 0.19168 0.23708 0.10383
3705913754320 370591 3754320 0.1538 0.2034 0.2586 0.10929
3706113754320 370611 3754320 0.16236 0.21633 0.28323 0.11519
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3706313754320 370631 3754320 0.1713 0.23 0.31101 0.12151
3706513754320 370651 3754320 0.1811 0.24514 0.34318 0.12836
3706713754320 370671 3754320 0.19187 0.26197 0.38063 0.1358
3706913754320 370691 3754320 0.20365 0.2806 0.42459 0.14374
3707113754320 370711 3754320 0.2164 0.30101 0.47719 0.15251
3707313754320 370731 3754320 0.23032 0.32356 0.54101 0.16227
3707513754320 370751 3754320 0.24503 0.34775 0.61899 0.17297
3707713754320 370771 3754320 0.2613 0.3749 0.71455 0.18451
3707913754320 370791 3754320 0.27944 0.40566 0.83576 0.19716
3708113754320 370811 3754320 0.30003 0.44108 0.99551 0.21111
3708313754320 370831 3754320 0.32382 0.48259 1.21694 0.2266
3708513754320 370851 3754320 0.35075 0.53043 1.53535 0.24371
3708713754320 370871 3754320 0.38498 0.59186 2.0935 0.26292
3708913754320 370891 3754320 0.42354 0.66287 3.08707 0.28138
3709113754320 370911 3754320 0.46482 0.74096 5.23351 0.30407
3709313754320 370931 3754320 0.51231 0.83304 5.17336 0.32985
3709513754320 370951 3754320 0.56781 0.94355 8.88871 0.35822
3709713754320 370971 3754320 0.63439 1.07996 7.53054 0.38748
3709913754320 370991 3754320 0.71293 1.24641 4.99608 0.42068
3710113754320 371011 3754320 0.80803 1.45587 3.66541 0.45581
3710313754320 371031 3754320 0.92372 1.72256 2.87653 0.49397
3710513754320 371051 3754320 1.06833 2.07497 2.36329 0.53241
3710713754320 371071 3754320 1.25103 2.55289 2.00507 0.57162
3710913754320 371091 3754320 1.48671 3.23004 1.74131 0.61058
3711113754320 371111 3754320 1.79731 4.24869 1.53962 0.64821
3711313754320 371131 3754320 2.22124 5.89486 1.38197 0.68433
3711513754320 371151 3754320 2.82342 8.71474 1.258 0.72028
3711713754320 371171 3754320 3.72191 11.90768 1.15607 0.7524
3714113754320 371411 3754320 35.8279 4.55403 0.61459 0.79612
3714313754320 371431 3754320 30.93041 3.96219 0.5925 0.79308
3714513754320 371451 3754320 22.63985 3.48002 0.57095 0.78852
3714713754320 371471 3754320 16.23461 3.08024 0.55148 0.78831
3714913754320 371491 3754320 12.00372 2.74387 0.53335 0.79004
3715113754320 371511 3754320 9.1725 2.45814 0.51701 0.79546
3715313754320 371531 3754320 7.21583 2.21254 0.50156 0.80128
3715513754320 371551 3754320 5.81527 2.00094 0.48803 0.81113
3715713754320 371571 3754320 4.78162 1.81824 0.47755 0.82962
3715913754320 371591 3754320 3.9959 1.65725 0.46567 0.83837
3716113754320 371611 3754320 3.38774 1.51426 0.45214 0.83778
3716313754320 371631 3754320 2.90658 1.3872 0.43843 0.83344
3716513754320 371651 3754320 2.5188 1.27425 0.42472 0.82558
3716713754320 371671 3754320 2.20204 1.1735 0.411 0.81435
3716913754320 371691 3754320 1.94033 1.08354 0.39735 0.80029
3717113754320 371711 3754320 1.72155 1.00266 0.3837 0.78345
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3717313754320 371731 3754320 1.53667 0.92952 0.37002 0.76392
3717513754320 371751 3754320 1.37986 0.86413 0.35684 0.7437
3717713754320 371771 3754320 1.24462 0.80409 0.34342 0.72072
3717913754320 371791 3754320 1.12781 0.74973 0.33037 0.69712
3718113754320 371811 3754320 1.02657 0.70058 0.31782 0.6735
3718313754320 371831 3754320 0.93789 0.65566 0.30558 0.64944
3705713754340 370571 3754340 0.14712 0.18967 0.23811 0.10136
3705913754340 370591 3754340 0.15509 0.20119 0.25983 0.10656
3706113754340 370611 3754340 0.16356 0.21355 0.28431 0.11211
3706313754340 370631 3754340 0.17261 0.22689 0.31217 0.11807
3706513754340 370651 3754340 0.18243 0.24148 0.34429 0.12452
3706713754340 370671 3754340 0.19319 0.25762 0.3817 0.13141
3706913754340 370691 3754340 0.20495 0.27542 0.42571 0.1388
3707113754340 370711 3754340 0.2179 0.29522 0.47801 0.14671
3707313754340 370731 3754340 0.23174 0.31659 0.54213 0.15607
3707513754340 370751 3754340 0.2465 0.33966 0.61997 0.16609
3707713754340 370771 3754340 0.26308 0.36588 0.71586 0.17675
3707913754340 370791 3754340 0.2809 0.39448 0.83485 0.18831
3708113754340 370811 3754340 0.30103 0.42718 0.99003 0.20093
3708313754340 370831 3754340 0.32512 0.46661 1.20995 0.215
3708513754340 370851 3754340 0.35227 0.51168 1.52505 0.23042
3708713754340 370871 3754340 0.38573 0.56767 2.06339 0.24756
3708913754340 370891 3754340 0.42585 0.6359 3.07514 0.26247
3709113754340 370911 3754340 0.46713 0.70782 5.22084 0.28239
3709313754340 370931 3754340 0.51442 0.79177 5.42872 0.30535
3709513754340 370951 3754340 0.57 0.89235 7.80075 0.32952
3709713754340 370971 3754340 0.63603 1.01445 7.47846 0.35473
3709913754340 370991 3754340 0.71468 1.16357 4.95433 0.38165
3710113754340 371011 3754340 0.80954 1.34877 3.62533 0.40986
3710313754340 371031 3754340 0.92481 1.58195 2.83851 0.43997
3710513754340 371051 3754340 1.06789 1.88455 2.32533 0.47025
3710713754340 371071 3754340 1.24834 2.28949 1.96678 0.49999
3710913754340 371091 3754340 1.47927 2.85277 1.70238 0.5293
3711113754340 371111 3754340 1.7822 3.68205 1.49949 0.55681
3711313754340 371131 3754340 2.19124 5.00121 1.34099 0.58327
3711513754340 371151 3754340 2.77179 7.27584 1.21527 0.60856
3711713754340 371171 3754340 3.62203 10.03634 1.11132 0.63019
3714113754340 371411 3754340 34.06037 4.16328 0.5666 0.64565
3714313754340 371431 3754340 28.03216 3.6524 0.54546 0.64145
3714513754340 371451 3754340 21.09322 3.23355 0.5254 0.63721
3714713754340 371471 3754340 15.85721 2.884 0.50732 0.63651
3714913754340 371491 3754340 12.15065 2.58838 0.49123 0.63997
3715113754340 371511 3754340 9.52542 2.33485 0.47611 0.64439
3715313754340 371531 3754340 7.62378 2.11518 0.46178 0.6492
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3715513754340 371551 3754340 6.21275 1.92414 0.44928 0.65819
3715713754340 371571 3754340 5.1447 1.75688 0.43832 0.6702
3715913754340 371591 3754340 4.321 1.60886 0.42686 0.67688
3716113754340 371611 3754340 3.67352 1.47743 0.41536 0.68094
3716313754340 371631 3754340 3.15845 1.35944 0.40366 0.68233
3716513754340 371651 3754340 2.7404 1.25392 0.39216 0.68155
3716713754340 371671 3754340 2.39722 1.1591 0.38071 0.67822
3716913754340 371691 3754340 2.11252 1.07382 0.36935 0.67254
3717113754340 371711 3754340 1.87421 0.99712 0.35818 0.66489
3717313754340 371731 3754340 1.6725 0.92727 0.34686 0.65454
3717513754340 371751 3754340 1.50069 0.86406 0.33573 0.64254
3717713754340 371771 3754340 1.3527 0.80604 0.32444 0.62822
3717913754340 371791 3754340 1.22486 0.75332 0.31342 0.61287
3718113754340 371811 3754340 1.114 0.70545 0.30272 0.59691
3718313754340 371831 3754340 1.01694 0.66155 0.29221 0.5801
3705713754360 370571 3754360 0.14797 0.18714 0.23888 0.09878
3705913754360 370591 3754360 0.15582 0.1981 0.26043 0.10365
3706113754360 370611 3754360 0.16431 0.21005 0.28472 0.10886
3706313754360 370631 3754360 0.17328 0.22275 0.31242 0.1144
3706513754360 370651 3754360 0.18308 0.23674 0.34438 0.12028
3706713754360 370671 3754360 0.19376 0.25209 0.38163 0.1266
3706913754360 370691 3754360 0.20545 0.26903 0.42542 0.13339
3707113754360 370711 3754360 0.21816 0.28757 0.478 0.14105
3707313754360 370731 3754360 0.23181 0.30765 0.54204 0.14992
3707513754360 370751 3754360 0.24641 0.32932 0.61898 0.15913
3707713754360 370771 3754360 0.26264 0.35364 0.71309 0.1689
3707913754360 370791 3754360 0.2806 0.38081 0.83159 0.17947
3708113754360 370811 3754360 0.30013 0.41074 0.98204 0.19086
3708313754360 370831 3754360 0.32434 0.44785 1.20106 0.20362
3708513754360 370851 3754360 0.35138 0.48974 1.51316 0.21746
3708713754360 370871 3754360 0.38373 0.54016 2.02963 0.23266
3708913754360 370891 3754360 0.4238 0.60317 3.06362 0.2454
3709113754360 370911 3754360 0.46441 0.66848 5.12977 0.26203
3709313754360 370931 3754360 0.51105 0.74372 5.13759 0.28229
3709513754360 370951 3754360 0.56554 0.8332 8.94582 0.30273
3709713754360 370971 3754360 0.62737 0.93807 7.27737 0.31939
3709913754360 370991 3754360 0.70358 1.06747 4.88175 0.3417
3710113754360 371011 3754360 0.79401 1.22346 3.57825 0.36447
3710313754360 371031 3754360 0.90757 1.42423 2.81681 0.38979
3710513754360 371051 3754360 1.03658 1.65709 2.27709 0.41062
3710713754360 371071 3754360 1.20553 1.97636 1.92365 0.43436
3710913754360 371091 3754360 1.41795 2.39808 1.65966 0.45662
3711113754360 371111 3754360 1.71012 3.02512 1.47115 0.48261
3711313754360 371131 3754360 2.08407 3.89795 1.31386 0.50604
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3711513754360 371151 3754360 2.58892 5.17837 1.18699 0.52649
3711713754360 371171 3754360 3.30319 6.59972 1.08239 0.54289
3711913754360 371191 3754360 4.35038 7.41296 0.99475 0.556
3712113754360 371211 3754360 5.95108 8.85154 0.92007 0.56538
3712313754360 371231 3754360 8.43613 9.92651 0.856 0.57185
3712513754360 371251 3754360 11.56145 10.04424 0.80091 0.57656
3712713754360 371271 3754360 13.84584 10.18648 0.75237 0.57749
3712913754360 371291 3754360 17.3513 9.21238 0.70949 0.57561
3713113754360 371311 3754360 21.21839 7.70717 0.67127 0.57114
3713313754360 371331 3754360 23.75281 6.43984 0.63747 0.56592
3713513754360 371351 3754360 24.95075 5.4659 0.60693 0.55909
3713713754360 371371 3754360 24.72787 4.71141 0.57909 0.5511
3713913754360 371391 3754360 23.5199 4.11502 0.55278 0.54033
3714113754360 371411 3754360 22.02002 3.63033 0.53012 0.53423
3714313754360 371431 3754360 19.43086 3.23127 0.50969 0.53009
3714513754360 371451 3754360 15.91971 2.89714 0.49262 0.53246
3714713754360 371471 3754360 12.97585 2.6133 0.47563 0.53188
3714913754360 371491 3754360 10.59691 2.36896 0.45966 0.53204
3715113754360 371511 3754360 8.70261 2.15647 0.44503 0.53406
3715313754360 371531 3754360 7.20881 1.97011 0.43147 0.53732
3715513754360 371551 3754360 6.02814 1.80559 0.41889 0.54164
3715713754360 371571 3754360 5.09204 1.65933 0.40697 0.54667
3715913754360 371591 3754360 4.34155 1.52875 0.39572 0.55196
3716113754360 371611 3754360 3.73382 1.41174 0.38504 0.557
3716313754360 371631 3754360 3.23865 1.30613 0.3746 0.56088
3716513754360 371651 3754360 2.82975 1.21068 0.36442 0.5634
3716713754360 371671 3754360 2.489 1.1242 0.35443 0.56429
3716913754360 371691 3754360 2.20301 1.04599 0.34469 0.56373
3717113754360 371711 3754360 1.9612 0.97496 0.3351 0.56146
3717313754360 371731 3754360 1.7551 0.91009 0.32554 0.55724
3717513754360 371751 3754360 1.57827 0.85083 0.31604 0.55131
3717713754360 371771 3754360 1.42519 0.79619 0.30642 0.54336
3717913754360 371791 3754360 1.29241 0.74632 0.29702 0.5343
3718113754360 371811 3754360 1.17673 0.70073 0.28784 0.5243
3718313754360 371831 3754360 1.07519 0.65878 0.27878 0.5133
3705713754380 370571 3754380 0.14806 0.18355 0.23887 0.09603
3705913754380 370591 3754380 0.15579 0.19397 0.26026 0.10062
3706113754380 370611 3754380 0.16415 0.20529 0.28437 0.10545
3706313754380 370631 3754380 0.17308 0.21747 0.3119 0.1105
3706513754380 370651 3754380 0.18274 0.23069 0.34374 0.11597
3706713754380 370671 3754380 0.19334 0.24528 0.38062 0.12169
3706913754380 370691 3754380 0.20483 0.26118 0.42432 0.12808
3707113754380 370711 3754380 0.21724 0.27845 0.47705 0.13543
3707313754380 370731 3754380 0.23071 0.29728 0.54066 0.14367
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3707513754380 370751 3754380 0.24518 0.31766 0.61718 0.15221
3707713754380 370771 3754380 0.26105 0.34017 0.71022 0.16116
3707913754380 370791 3754380 0.27857 0.36519 0.82685 0.17078
3708113754380 370811 3754380 0.29853 0.39384 0.9804 0.18122
3708313754380 370831 3754380 0.32197 0.42755 1.19641 0.19266
3708513754380 370851 3754380 0.34795 0.46519 1.50066 0.20497
3708713754380 370871 3754380 0.3783 0.5093 1.98415 0.21835
3708913754380 370891 3754380 0.41439 0.56185 2.88957 0.23275
3709113754380 370911 3754380 0.45705 0.62422 5.12795 0.24459
3709313754380 370931 3754380 0.50214 0.6909 7.32141 0.26078
3709513754380 370951 3754380 0.55434 0.76852 7.86735 0.27814
3709713754380 370971 3754380 0.61262 0.85697 7.40546 0.29221
3709913754380 370991 3754380 0.68403 0.96429 4.9164 0.3103
3710113754380 371011 3754380 0.76875 1.0922 3.58709 0.32875
3710313754380 371031 3754380 0.87293 1.25216 2.8052 0.34845
3710513754380 371051 3754380 0.99544 1.43915 2.27691 0.36638
3710713754380 371071 3754380 1.14555 1.67003 1.90749 0.38361
3710913754380 371091 3754380 1.33841 1.97465 1.64677 0.40175
3711113754380 371111 3754380 1.59322 2.37916 1.44998 0.42149
3711313754380 371131 3754380 1.90816 2.86725 1.29076 0.43961
3711513754380 371151 3754380 2.31511 3.42114 1.1649 0.45677
3711713754380 371171 3754380 2.86865 3.95202 1.05684 0.46516
3711913754380 371191 3754380 3.61001 4.20784 0.96817 0.47376
3712113754380 371211 3754380 4.60377 4.3705 0.89311 0.48037
3712313754380 371231 3754380 5.86434 4.60216 0.82862 0.48458
3712513754380 371251 3754380 7.17599 4.82627 0.77281 0.48686
3712713754380 371271 3754380 8.21038 5.07121 0.72369 0.48628
3712913754380 371291 3754380 9.17735 5.14973 0.68064 0.48446
3713113754380 371311 3754380 10.44634 4.92742 0.64181 0.47932
3713313754380 371331 3754380 11.56117 4.5178 0.6079 0.47484
3713513754380 371351 3754380 12.15469 4.07977 0.57853 0.47195
3713713754380 371371 3754380 12.25272 3.67748 0.55178 0.46761
3713913754380 371391 3754380 12.11046 3.32325 0.52628 0.45971
3714113754380 371411 3754380 11.90504 3.01151 0.5032 0.45246
3714313754380 371431 3754380 11.44538 2.73827 0.48378 0.45037
3714513754380 371451 3754380 10.61626 2.49914 0.46477 0.44567
3714713754380 371471 3754380 9.49727 2.28821 0.44745 0.44253
3714913754380 371491 3754380 8.32939 2.10107 0.43135 0.44025
3715113754380 371511 3754380 7.23037 1.93431 0.41674 0.44005
3715313754380 371531 3754380 6.25356 1.78508 0.40351 0.44195
3715513754380 371551 3754380 5.40963 1.65124 0.39174 0.44619
3715713754380 371571 3754380 4.69221 1.53053 0.38077 0.45045
3715913754380 371591 3754380 4.08646 1.42114 0.37024 0.45494
3716113754380 371611 3754380 3.57598 1.32164 0.36021 0.45972
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3716313754380 371631 3754380 3.14662 1.23062 0.35046 0.46403
3716513754380 371651 3754380 2.78187 1.14742 0.34109 0.46777
3716713754380 371671 3754380 2.47073 1.07128 0.33204 0.47067
3716913754380 371691 3754380 2.20454 1.0018 0.32335 0.47275
3717113754380 371711 3754380 1.9758 0.93807 0.31486 0.47361
3717313754380 371731 3754380 1.77818 0.87937 0.30644 0.47305
3717513754380 371751 3754380 1.60672 0.82539 0.29816 0.47117
3717713754380 371771 3754380 1.45688 0.77534 0.28983 0.46768
3717913754380 371791 3754380 1.32633 0.72976 0.28189 0.46356
3718113754380 371811 3754380 1.21072 0.68694 0.27369 0.45757
3718313754380 371831 3754380 1.10899 0.64768 0.26578 0.45093
3705713754400 370571 3754400 0.14746 0.17912 0.23824 0.09321
3705913754400 370591 3754400 0.15498 0.1889 0.25946 0.09752
3706113754400 370611 3754400 0.16318 0.1996 0.2835 0.10206
3706313754400 370631 3754400 0.17203 0.21117 0.31084 0.10667
3706513754400 370651 3754400 0.1815 0.2236 0.34252 0.11175
3706713754400 370671 3754400 0.19187 0.23727 0.37914 0.11702
3706913754400 370691 3754400 0.20309 0.2521 0.42262 0.12297
3707113754400 370711 3754400 0.21521 0.26816 0.4751 0.12983
3707313754400 370731 3754400 0.22835 0.28564 0.5382 0.13745
3707513754400 370751 3754400 0.24261 0.30469 0.61437 0.14539
3707713754400 370771 3754400 0.25833 0.32576 0.70786 0.1536
3707913754400 370791 3754400 0.2754 0.34876 0.82409 0.16238
3708113754400 370811 3754400 0.29463 0.37472 0.97594 0.17181
3708313754400 370831 3754400 0.31694 0.40484 1.18744 0.18204
3708513754400 370851 3754400 0.34195 0.43866 1.48796 0.19301
3708713754400 370871 3754400 0.37051 0.47727 1.95182 0.20479
3708913754400 370891 3754400 0.40254 0.52066 2.72083 0.21733
3709113754400 370911 3754400 0.44346 0.57552 4.68756 0.23058
3709313754400 370931 3754400 0.48797 0.6354 5.05689 0.24082
3709513754400 370951 3754400 0.53699 0.70119 5.06616 0.25562
3709713754400 370971 3754400 0.59104 0.77466 7.55961 0.2677
3709913754400 370991 3754400 0.65637 0.86119 4.96904 0.28236
3710113754400 371011 3754400 0.73352 0.96255 3.60786 0.29729
3710313754400 371031 3754400 0.82605 1.08328 2.80282 0.31254
3710513754400 371051 3754400 0.9379 1.22763 2.27765 0.32785
3710713754400 371071 3754400 1.06727 1.38611 1.90097 0.34068
3710913754400 371091 3754400 1.23349 1.5889 1.6367 0.35511
3711113754400 371111 3754400 1.44518 1.82753 1.43354 0.37018
3711313754400 371131 3754400 1.6967 2.07196 1.27352 0.38402
3711513754400 371151 3754400 2.00668 2.29241 1.14707 0.39724
3711713754400 371171 3754400 2.40068 2.44885 1.03777 0.40287
3711913754400 371191 3754400 2.88174 2.47935 0.94845 0.40898
3712113754400 371211 3754400 3.44903 2.43163 0.87277 0.41331
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AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3712313754400 371231 3754400 4.05645 2.40664 0.80806 0.41627
3712513754400 371251 3754400 4.6036 2.47688 0.75194 0.41747
3712713754400 371271 3754400 5.01044 2.63785 0.70254 0.4164
3712913754400 371291 3754400 5.30156 2.8176 0.6594 0.41476
3713113754400 371311 3754400 5.60277 2.9341 0.62063 0.41064
3713313754400 371331 3754400 5.89865 2.92762 0.58792 0.40974
3713513754400 371351 3754400 6.14531 2.83569 0.55872 0.40806
3713713754400 371371 3754400 6.34167 2.7007 0.5312 0.40278
3713913754400 371391 3754400 6.50767 2.54586 0.50548 0.39528
3714113754400 371411 3754400 6.6332 2.38461 0.48335 0.39084
3714313754400 371431 3754400 6.74018 2.22792 0.4623 0.38457
3714513754400 371451 3754400 6.69108 2.07882 0.44364 0.38032
3714713754400 371471 3754400 6.44594 1.93922 0.42646 0.37671
3714913754400 371491 3754400 6.04664 1.80924 0.41031 0.37328
3715113754400 371511 3754400 5.55642 1.68892 0.39573 0.37168
3715313754400 371531 3754400 5.03905 1.57773 0.38243 0.37161
3715513754400 371551 3754400 4.53331 1.47531 0.37057 0.37365
3715713754400 371571 3754400 4.06049 1.38112 0.35996 0.37663
3715913754400 371591 3754400 3.63168 1.29387 0.34966 0.37979
3716113754400 371611 3754400 3.24947 1.21297 0.33987 0.38349
3716313754400 371631 3754400 2.91214 1.13783 0.33052 0.38731
3716513754400 371651 3754400 2.61455 1.06821 0.32166 0.39113
3716713754400 371671 3754400 2.35276 1.00361 0.31318 0.39462
3716913754400 371691 3754400 2.12278 0.94395 0.30515 0.39776
3717113754400 371711 3754400 1.92065 0.88855 0.29734 0.40014
3717313754400 371731 3754400 1.74274 0.83711 0.28974 0.40166
3717513754400 371751 3754400 1.58575 0.78926 0.28226 0.40216
3717713754400 371771 3754400 1.44689 0.74474 0.27491 0.40162
3717913754400 371791 3754400 1.32388 0.70342 0.26772 0.40015
3718113754400 371811 3754400 1.21446 0.6649 0.2606 0.39766
3718313754400 371831 3754400 1.11691 0.62902 0.25359 0.39424
3705713754420 370571 3754420 0.14589 0.17359 0.23658 0.09031
3705913754420 370591 3754420 0.15331 0.18288 0.25785 0.09438
3706113754420 370611 3754420 0.16133 0.19295 0.28201 0.09871
3706313754420 370631 3754420 0.16998 0.20382 0.30944 0.10324
3706513754420 370651 3754420 0.17931 0.21556 0.34089 0.10782
3706713754420 370671 3754420 0.18937 0.22825 0.37745 0.11276
3706913754420 370691 3754420 0.20024 0.24198 0.42064 0.11824
3707113754420 370711 3754420 0.21204 0.25691 0.47228 0.12433
3707313754420 370731 3754420 0.22485 0.27312 0.53471 0.13114
3707513754420 370751 3754420 0.23871 0.29069 0.61058 0.13866
3707713754420 370771 3754420 0.2539 0.30996 0.70387 0.14622
3707913754420 370791 3754420 0.27058 0.33115 0.82105 0.15422
3708113754420 370811 3754420 0.2892 0.35478 0.97399 0.16277
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3708313754420 370831 3754420 0.3099 0.38102 1.17954 0.17188
3708513754420 370851 3754420 0.33371 0.41109 1.47906 0.18164
3708713754420 370871 3754420 0.36334 0.44805 2.01716 0.19193
3708913754420 370891 3754420 0.39378 0.48609 2.87278 0.20282
3709113754420 370911 3754420 0.42985 0.53069 4.94514 0.21122
3709313754420 370931 3754420 0.46922 0.57919 7.14211 0.22241
3709513754420 370951 3754420 0.51429 0.63383 7.91208 0.23495
3709713754420 370971 3754420 0.56401 0.69455 7.71921 0.24572
3709913754420 370991 3754420 0.6219 0.76151 5.0253 0.25737
3710113754420 371011 3754420 0.6908 0.84021 3.63418 0.26964
3710313754420 371031 3754420 0.77295 0.93202 2.81191 0.28228
3710513754420 371051 3754420 0.86844 1.03323 2.27468 0.29408
3710713754420 371071 3754420 0.97711 1.1378 1.89744 0.30397
3710913754420 371091 3754420 1.11426 1.2645 1.62763 0.31526
3711113754420 371111 3754420 1.28376 1.39747 1.4217 0.32765
3711313754420 371131 3754420 1.47527 1.51181 1.26154 0.33822
3711513754420 371151 3754420 1.70056 1.5934 1.1334 0.348
3711713754420 371171 3754420 1.96733 1.62759 1.02332 0.35187
3711913754420 371191 3754420 2.26559 1.60129 0.93364 0.35658
3712113754420 371211 3754420 2.58214 1.5391 0.85679 0.35868
3712313754420 371231 3754420 2.87973 1.48124 0.79265 0.3619
3712513754420 371251 3754420 3.12037 1.47771 0.73626 0.36252
3712713754420 371271 3754420 3.27984 1.54288 0.68631 0.36073
3712913754420 371291 3754420 3.35633 1.65239 0.6443 0.36142
3713113754420 371311 3754420 3.39288 1.77177 0.60673 0.36045
3713313754420 371331 3754420 3.41501 1.85741 0.57467 0.36076
3713513754420 371351 3754420 3.49496 1.90639 0.54294 0.35518
3713713754420 371371 3754420 3.60047 1.90806 0.51477 0.34958
3713913754420 371391 3754420 3.74586 1.87574 0.48882 0.34268
3714113754420 371411 3754420 3.89907 1.81929 0.46735 0.33965
3714313754420 371431 3754420 4.07674 1.75077 0.44628 0.33405
3714513754420 371451 3754420 4.21161 1.67475 0.42728 0.3292
3714713754420 371471 3754420 4.25864 1.59569 0.41029 0.32554
3714913754420 371491 3754420 4.20641 1.5163 0.39448 0.32232
3715113754420 371511 3754420 4.06351 1.43819 0.3799 0.31999
3715313754420 371531 3754420 3.8545 1.36247 0.36657 0.31876
3715513754420 371551 3754420 3.60667 1.28982 0.35443 0.31861
3715713754420 371571 3754420 3.34212 1.22065 0.34335 0.31947
3715913754420 371591 3754420 3.07692 1.15498 0.33304 0.32131
3716113754420 371611 3754420 2.82209 1.09258 0.32332 0.32379
3716313754420 371631 3754420 2.58295 1.03339 0.31413 0.32669
3716513754420 371651 3754420 2.36118 0.97759 0.30553 0.32993
3716713754420 371671 3754420 2.15809 0.92501 0.29742 0.33325
3716913754420 371691 3754420 1.97354 0.8756 0.28973 0.33649
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3717113754420 371711 3754420 1.80655 0.82905 0.28233 0.33936
3717313754420 371731 3754420 1.65602 0.78543 0.27525 0.34183
3717513754420 371751 3754420 1.52031 0.74433 0.26834 0.34361
3717713754420 371771 3754420 1.39793 0.7056 0.26157 0.34462
3717913754420 371791 3754420 1.28773 0.66928 0.25497 0.34492
3718113754420 371811 3754420 1.18876 0.63543 0.24861 0.34465
3718313754420 371831 3754420 1.09918 0.60347 0.24229 0.34346
3705713754440 370571 3754440 0.14408 0.16798 0.23493 0.08745
3705913754440 370591 3754440 0.15116 0.17652 0.25585 0.09126
3706113754440 370611 3754440 0.15903 0.18603 0.28001 0.09532
3706313754440 370631 3754440 0.16737 0.1961 0.30727 0.09959
3706513754440 370651 3754440 0.17627 0.20686 0.33858 0.10403
3706713754440 370671 3754440 0.18592 0.21852 0.37501 0.1087
3706913754440 370691 3754440 0.19639 0.23116 0.41783 0.11371
3707113754440 370711 3754440 0.20782 0.24495 0.46867 0.11898
3707313754440 370731 3754440 0.22014 0.2598 0.53034 0.12503
3707513754440 370751 3754440 0.23339 0.27576 0.60565 0.13199
3707713754440 370771 3754440 0.24752 0.29278 0.69698 0.1391
3707913754440 370791 3754440 0.26397 0.31246 0.81624 0.14634
3708113754440 370811 3754440 0.28201 0.33399 0.97225 0.15404
3708313754440 370831 3754440 0.30153 0.35721 1.1795 0.16222
3708513754440 370851 3754440 0.32353 0.38319 1.47651 0.17086
3708713754440 370871 3754440 0.35021 0.4142 1.99329 0.17973
3708913754440 370891 3754440 0.37944 0.44787 2.92819 0.18661
3709113754440 370911 3754440 0.41005 0.48369 4.8791 0.19532
3709313754440 370931 3754440 0.44616 0.52406 4.96844 0.20548
3709513754440 370951 3754440 0.48745 0.56857 5.07322 0.21608
3709713754440 370971 3754440 0.53104 0.61566 7.80125 0.22516
3709913754440 370991 3754440 0.58363 0.67017 5.06721 0.23545
3710113754440 371011 3754440 0.64405 0.73019 3.64588 0.24563
3710313754440 371031 3754440 0.71389 0.79597 2.81097 0.25561
3710513754440 371051 3754440 0.79357 0.86484 2.26981 0.26483
3710713754440 371071 3754440 0.88264 0.93147 1.89417 0.27259
3710913754440 371091 3754440 0.99161 1.00643 1.61904 0.28123
3711113754440 371111 3754440 1.12238 1.07696 1.41619 0.29268
3711313754440 371131 3754440 1.26357 1.12697 1.25369 0.30048
3711513754440 371151 3754440 1.42331 1.15267 1.12089 0.30552
3711713754440 371171 3754440 1.59815 1.1475 1.01123 0.30887
3711913754440 371191 3754440 1.78002 1.11347 0.92027 0.3115
3712113754440 371211 3754440 1.95473 1.06294 0.84514 0.315
3712313754440 371231 3754440 2.1037 1.01625 0.78086 0.3176
3712513754440 371251 3754440 2.20843 0.99404 0.72573 0.32003
3712713754440 371271 3754440 2.26078 1.00856 0.67759 0.32155
3712913754440 371291 3754440 2.27236 1.06177 0.63304 0.31865
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3713113754440 371311 3754440 2.24327 1.13372 0.59613 0.31843
3713313754440 371331 3754440 2.21625 1.21408 0.56132 0.31502
3713513754440 371351 3754440 2.2048 1.28109 0.53067 0.31126
3713713754440 371371 3754440 2.22292 1.32491 0.50356 0.30698
3713913754440 371391 3754440 2.29744 1.34892 0.4783 0.30229
3714113754440 371411 3754440 2.41352 1.35261 0.45536 0.29747
3714313754440 371431 3754440 2.55163 1.33961 0.43454 0.29274
3714513754440 371451 3754440 2.69324 1.31469 0.41546 0.28826
3714713754440 371471 3754440 2.81453 1.2812 0.3978 0.28415
3714913754440 371491 3754440 2.88241 1.24128 0.38188 0.28069
3715113754440 371511 3754440 2.89546 1.19764 0.36719 0.27793
3715313754440 371531 3754440 2.85291 1.15192 0.3538 0.27602
3715513754440 371551 3754440 2.76628 1.10531 0.3415 0.27498
3715713754440 371571 3754440 2.64851 1.05859 0.33011 0.27478
3715913754440 371591 3754440 2.51056 1.01239 0.31958 0.27541
3716113754440 371611 3754440 2.3615 0.96728 0.3099 0.27683
3716313754440 371631 3754440 2.20995 0.92326 0.3008 0.27879
3716513754440 371651 3754440 2.06017 0.8807 0.2923 0.28121
3716713754440 371671 3754440 1.91559 0.83982 0.28437 0.28397
3716913754440 371691 3754440 1.77845 0.80052 0.27684 0.28682
3717113754440 371711 3754440 1.64976 0.76287 0.26967 0.2896
3717313754440 371731 3754440 1.52993 0.72689 0.26281 0.29216
3717513754440 371751 3754440 1.41923 0.69278 0.25628 0.2945
3717713754440 371771 3754440 1.31704 0.66017 0.24992 0.29632
3717913754440 371791 3754440 1.22288 0.62905 0.24369 0.29755
3718113754440 371811 3754440 1.13698 0.59983 0.23776 0.29842
3718313754440 371831 3754440 1.05871 0.57242 0.23208 0.29891
3705713754460 370571 3754460 0.14155 0.16176 0.23257 0.08459
3705913754460 370591 3754460 0.14841 0.16974 0.25331 0.08817
3706113754460 370611 3754460 0.15598 0.17854 0.27732 0.09198
3706313754460 370631 3754460 0.16401 0.18788 0.30447 0.096
3706513754460 370651 3754460 0.17243 0.19765 0.33547 0.10027
3706713754460 370671 3754460 0.18177 0.20847 0.37163 0.10452
3706913754460 370691 3754460 0.19173 0.21999 0.41404 0.1091
3707113754460 370711 3754460 0.2026 0.23251 0.46436 0.11388
3707313754460 370731 3754460 0.21431 0.24597 0.52523 0.11925
3707513754460 370751 3754460 0.22706 0.26056 0.59984 0.12506
3707713754460 370771 3754460 0.24094 0.27638 0.69292 0.13144
3707913754460 370791 3754460 0.2559 0.29334 0.81039 0.13865
3708113754460 370811 3754460 0.27261 0.31215 0.96511 0.14567
3708313754460 370831 3754460 0.29109 0.33276 1.17623 0.15297
3708513754460 370851 3754460 0.31143 0.35524 1.476 0.16062
3708713754460 370871 3754460 0.33501 0.38082 1.96915 0.16827
3708913754460 370891 3754460 0.36071 0.40897 2.89409 0.17354
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3709113754460 370911 3754460 0.38824 0.43749 4.80151 0.18135
3709313754460 370931 3754460 0.4204 0.47065 6.95816 0.18997
3709513754460 370951 3754460 0.45682 0.50708 7.98299 0.19883
3709713754460 370971 3754460 0.49491 0.54228 7.88031 0.20646
3709913754460 370991 3754460 0.54047 0.58388 5.09669 0.21503
3710113754460 371011 3754460 0.59203 0.62818 3.65714 0.2234
3710313754460 371031 3754460 0.65057 0.67471 2.81318 0.23149
3710513754460 371051 3754460 0.71704 0.72239 2.26831 0.23921
3710713754460 371071 3754460 0.78749 0.76212 1.8884 0.2451
3710913754460 371091 3754460 0.87287 0.80596 1.61196 0.25197
3711113754460 371111 3754460 0.97138 0.84171 1.41076 0.26236
3711313754460 371131 3754460 1.07323 0.86065 1.24653 0.26853
3711513754460 371151 3754460 1.18284 0.86273 1.11371 0.27266
3711713754460 371171 3754460 1.29573 0.84686 1.0047 0.27592
3711913754460 371191 3754460 1.4056 0.81663 0.9132 0.27769
3712113754460 371211 3754460 1.50285 0.77949 0.83613 0.279
3712313754460 371231 3754460 1.57756 0.74543 0.77063 0.28002
3712513754460 371251 3754460 1.62242 0.72404 0.71428 0.28062
3712713754460 371271 3754460 1.6355 0.72231 0.66474 0.27997
3712913754460 371291 3754460 1.61353 0.73967 0.62459 0.2823
3713113754460 371311 3754460 1.58018 0.7791 0.58555 0.28013
3713313754460 371331 3754460 1.54046 0.83026 0.55078 0.27736
3713513754460 371351 3754460 1.50634 0.88251 0.5205 0.27418
3713713754460 371371 3754460 1.50321 0.93177 0.49255 0.2705
3713913754460 371391 3754460 1.53416 0.97078 0.46732 0.26652
3714113754460 371411 3754460 1.60052 0.99786 0.44431 0.26236
3714313754460 371431 3754460 1.69019 1.01221 0.42357 0.25821
3714513754460 371451 3754460 1.79064 1.0154 0.40475 0.25418
3714713754460 371471 3754460 1.89871 1.0105 0.38713 0.25035
3714913754460 371491 3754460 1.98902 0.99774 0.37102 0.2469
3715113754460 371511 3754460 2.05115 0.97919 0.35637 0.24399
3715313754460 371531 3754460 2.08136 0.95635 0.34287 0.24169
3715513754460 371551 3754460 2.07874 0.93046 0.3305 0.24007
3715713754460 371571 3754460 2.0471 0.90248 0.31914 0.23919
3715913754460 371591 3754460 1.99218 0.87315 0.30865 0.23903
3716113754460 371611 3754460 1.92051 0.84294 0.29888 0.23951
3716313754460 371631 3754460 1.83741 0.81227 0.28973 0.24056
3716513754460 371651 3754460 1.74705 0.78179 0.28131 0.2422
3716713754460 371671 3754460 1.65365 0.75152 0.27339 0.24419
3716913754460 371691 3754460 1.55984 0.72169 0.26592 0.24644
3717113754460 371711 3754460 1.4676 0.6925 0.25886 0.24881
3717313754460 371731 3754460 1.37852 0.66425 0.25223 0.25126
3717513754460 371751 3754460 1.29344 0.6369 0.24591 0.25362
3717713754460 371771 3754460 1.21273 0.6104 0.23983 0.25574
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3717913754460 371791 3754460 1.13662 0.5848 0.23395 0.25753
3718113754460 371811 3754460 1.06577 0.56051 0.22838 0.25913
3718313754460 371831 3754460 0.99945 0.53709 0.22294 0.26026
3705713754480 370571 3754480 0.13871 0.15544 0.23007 0.08179
3705913754480 370591 3754480 0.1452 0.16274 0.25044 0.08514
3706113754480 370611 3754480 0.15219 0.17058 0.2737 0.08869
3706313754480 370631 3754480 0.15975 0.17906 0.30051 0.09245
3706513754480 370651 3754480 0.16799 0.18824 0.33158 0.09643
3706713754480 370671 3754480 0.17684 0.19809 0.36752 0.10054
3706913754480 370691 3754480 0.18628 0.20855 0.4095 0.10472
3707113754480 370711 3754480 0.19654 0.21986 0.4593 0.10896
3707313754480 370731 3754480 0.20753 0.23192 0.51941 0.11378
3707513754480 370751 3754480 0.21949 0.24499 0.59293 0.11873
3707713754480 370771 3754480 0.23249 0.25905 0.68517 0.12424
3707913754480 370791 3754480 0.24667 0.27424 0.80335 0.13019
3708113754480 370811 3754480 0.2621 0.29063 0.95871 0.13667
3708313754480 370831 3754480 0.27907 0.30843 1.17109 0.14334
3708513754480 370851 3754480 0.29764 0.32764 1.47426 0.15048
3708713754480 370871 3754480 0.31864 0.34888 1.96253 0.15673
3708913754480 370891 3754480 0.34046 0.37088 2.85688 0.16175
3709113754480 370911 3754480 0.36494 0.39411 4.72679 0.1685
3709313754480 370931 3754480 0.39308 0.42052 4.88457 0.17577
3709513754480 370951 3754480 0.42445 0.44883 5.09874 0.18309
3709713754480 370971 3754480 0.45715 0.47553 7.95969 0.18947
3709913754480 370991 3754480 0.49569 0.50636 5.12956 0.1965
3710113754480 371011 3754480 0.53886 0.53833 3.6694 0.20337
3710313754480 371031 3754480 0.58749 0.57116 2.81737 0.2101
3710513754480 371051 3754480 0.64246 0.60432 2.26983 0.21671
3710713754480 371071 3754480 0.69719 0.62679 1.88368 0.2212
3710913754480 371091 3754480 0.7627 0.65131 1.60661 0.22663
3711113754480 371111 3754480 0.83637 0.66844 1.40398 0.2353
3711313754480 371131 3754480 0.90874 0.67274 1.23883 0.2404
3711513754480 371151 3754480 0.98343 0.66596 1.10486 0.24238
3711713754480 371171 3754480 1.05569 0.64869 0.99572 0.24502
3711913754480 371191 3754480 1.12125 0.624 0.90448 0.24663
3712113754480 371211 3754480 1.17448 0.59657 0.82739 0.24762
3712313754480 371231 3754480 1.21033 0.57163 0.76158 0.24809
3712513754480 371251 3754480 1.22571 0.5539 0.70588 0.24943
3712713754480 371271 3754480 1.21941 0.54639 0.65843 0.25121
3712913754480 371291 3754480 1.19624 0.55143 0.61522 0.24998
3713113754480 371311 3754480 1.1627 0.56946 0.57654 0.24817
3713313754480 371331 3754480 1.12532 0.59792 0.54216 0.24589
3713513754480 371351 3754480 1.09461 0.63336 0.51127 0.24317
3713713754480 371371 3754480 1.07957 0.67103 0.48349 0.2401
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3713913754480 371391 3754480 1.08746 0.70698 0.45827 0.23673
3714113754480 371411 3754480 1.11922 0.73783 0.43542 0.23318
3714313754480 371431 3754480 1.17251 0.762 0.4146 0.22955
3714513754480 371451 3754480 1.23889 0.77857 0.39585 0.22596
3714713754480 371471 3754480 1.31754 0.78874 0.37826 0.22246
3714913754480 371491 3754480 1.39431 0.79218 0.36216 0.2192
3715113754480 371511 3754480 1.46078 0.79004 0.34762 0.21634
3715313754480 371531 3754480 1.51319 0.78313 0.33401 0.21386
3715513754480 371551 3754480 1.54624 0.77232 0.32147 0.21189
3715713754480 371571 3754480 1.5586 0.75871 0.31017 0.21057
3715913754480 371591 3754480 1.55231 0.74263 0.29963 0.20981
3716113754480 371611 3754480 1.5299 0.72465 0.2898 0.20961
3716313754480 371631 3754480 1.49435 0.70517 0.28061 0.20992
3716513754480 371651 3754480 1.44842 0.68479 0.27209 0.21076
3716713754480 371671 3754480 1.3952 0.6638 0.26414 0.21203
3716913754480 371691 3754480 1.33728 0.64251 0.25672 0.21366
3717113754480 371711 3754480 1.27672 0.62113 0.24976 0.21555
3717313754480 371731 3754480 1.21528 0.59991 0.24322 0.21762
3717513754480 371751 3754480 1.15405 0.57886 0.23702 0.21974
3717713754480 371771 3754480 1.09388 0.55807 0.23108 0.22178
3717913754480 371791 3754480 1.0356 0.53776 0.22543 0.22373
3718113754480 371811 3754480 0.9797 0.51803 0.22004 0.22552
3718313754480 371831 3754480 0.92624 0.49879 0.21482 0.22704
3705713754500 370571 3754500 0.13553 0.14905 0.22739 0.07906
3705913754500 370591 3754500 0.14164 0.15569 0.24736 0.08219
3706113754500 370611 3754500 0.14822 0.16282 0.27019 0.0855
3706313754500 370631 3754500 0.15536 0.17052 0.2966 0.089
3706513754500 370651 3754500 0.16307 0.17882 0.32719 0.09269
3706713754500 370671 3754500 0.17138 0.18771 0.36273 0.09655
3706913754500 370691 3754500 0.18029 0.19719 0.40425 0.10024
3707113754500 370711 3754500 0.18977 0.20721 0.45348 0.10427
3707313754500 370731 3754500 0.19998 0.21792 0.51285 0.10861
3707513754500 370751 3754500 0.21103 0.22943 0.5856 0.11312
3707713754500 370771 3754500 0.22298 0.24177 0.67668 0.11796
3707913754500 370791 3754500 0.23598 0.25498 0.79358 0.12329
3708113754500 370811 3754500 0.25012 0.26917 0.94776 0.12887
3708313754500 370831 3754500 0.26557 0.28443 1.15971 0.13455
3708513754500 370851 3754500 0.28241 0.30076 1.46519 0.14058
3708713754500 370871 3754500 0.30102 0.31836 1.95284 0.14596
3708913754500 370891 3754500 0.31917 0.33493 2.81968 0.15076
3709113754500 370911 3754500 0.34093 0.35411 4.65518 0.1567
3709313754500 370931 3754500 0.36518 0.37479 6.79857 0.1628
3709513754500 370951 3754500 0.39193 0.39649 8.12423 0.16888
3709713754500 370971 3754500 0.41968 0.41661 8.0437 0.17382

Unmitigated Construction HRA-Worker (02-20-19).xlsx 60 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3709913754500 370991 3754500 0.45148 0.43863 5.16367 0.17943
3710113754500 371011 3754500 0.48672 0.46081 3.68226 0.18538
3710313754500 371031 3754500 0.52944 0.48732 2.82785 0.19189
3710513754500 371051 3754500 0.57183 0.50696 2.27129 0.19678
3710713754500 371071 3754500 0.61621 0.52166 1.88413 0.20089
3710913754500 371091 3754500 0.66497 0.53353 1.60417 0.20493
3711113754500 371111 3754500 0.71847 0.53922 1.39745 0.21187
3711313754500 371131 3754500 0.76937 0.53685 1.23147 0.21614
3711513754500 371151 3754500 0.81948 0.52716 1.09752 0.21721
3711713754500 371171 3754500 0.86531 0.51144 0.98807 0.21914
3711913754500 371191 3754500 0.90393 0.49184 0.89677 0.22034
3712113754500 371211 3754500 0.93214 0.47131 0.81974 0.22112
3712313754500 371231 3754500 0.94749 0.4528 0.75425 0.22177
3712513754500 371251 3754500 0.94896 0.43876 0.69854 0.2231
3712713754500 371271 3754500 0.93568 0.43043 0.65083 0.22396
3712913754500 371291 3754500 0.91377 0.4299 0.60732 0.22284
3713113754500 371311 3754500 0.88506 0.43725 0.56877 0.2213
3713313754500 371331 3754500 0.85423 0.45202 0.5345 0.21938
3713513754500 371351 3754500 0.82848 0.47354 0.50356 0.21709
3713713754500 371371 3754500 0.81168 0.49907 0.47584 0.2145
3713913754500 371391 3754500 0.80897 0.52641 0.45069 0.21165
3714113754500 371411 3754500 0.82196 0.55303 0.42795 0.20862
3714313754500 371431 3754500 0.85082 0.57722 0.40715 0.20547
3714513754500 371451 3754500 0.8915 0.59744 0.38845 0.20231
3714713754500 371471 3754500 0.94405 0.61368 0.37091 0.19917
3714913754500 371491 3754500 1.00071 0.62518 0.35486 0.19617
3715113754500 371511 3754500 1.0566 0.6323 0.34026 0.19341
3715313754500 371531 3754500 1.10791 0.63522 0.32658 0.19092
3715513754500 371551 3754500 1.14981 0.63457 0.31408 0.18883
3715713754500 371571 3754500 1.17994 0.63097 0.30273 0.18722
3715913754500 371591 3754500 1.19753 0.62462 0.29213 0.18606
3716113754500 371611 3754500 1.20282 0.61596 0.28226 0.18537
3716313754500 371631 3754500 1.19678 0.60527 0.27299 0.18512
3716513754500 371651 3754500 1.18065 0.59319 0.26443 0.18535
3716713754500 371671 3754500 1.15638 0.57998 0.25646 0.18601
3716913754500 371691 3754500 1.1257 0.56587 0.24902 0.18704
3717113754500 371711 3754500 1.0904 0.55121 0.24208 0.1884
3717313754500 371731 3754500 1.05183 0.53613 0.23557 0.19
3717513754500 371751 3754500 1.01105 0.52068 0.2294 0.19172
3717713754500 371771 3754500 0.96908 0.50503 0.22352 0.19349
3717913754500 371791 3754500 0.9269 0.48945 0.21796 0.19529
3718113754500 371811 3754500 0.88512 0.47401 0.21268 0.19705
3718313754500 371831 3754500 0.84425 0.45885 0.20766 0.19872
3705713754520 370571 3754520 0.1321 0.14267 0.22459 0.07641
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3705913754520 370591 3754520 0.13781 0.14869 0.24416 0.07933
3706113754520 370611 3754520 0.14404 0.15521 0.26673 0.08242
3706313754520 370631 3754520 0.15064 0.16211 0.29252 0.08566
3706513754520 370651 3754520 0.15772 0.16945 0.32232 0.08908
3706713754520 370671 3754520 0.16542 0.17738 0.35727 0.09267
3706913754520 370691 3754520 0.17356 0.18572 0.39808 0.09637
3707113754520 370711 3754520 0.18247 0.19475 0.44686 0.09978
3707313754520 370731 3754520 0.19188 0.20422 0.50547 0.10366
3707513754520 370751 3754520 0.20198 0.21427 0.57739 0.10788
3707713754520 370771 3754520 0.21288 0.22498 0.6674 0.11233
3707913754520 370791 3754520 0.22467 0.2364 0.78286 0.11693
3708113754520 370811 3754520 0.23744 0.24858 0.93568 0.12161
3708313754520 370831 3754520 0.25129 0.26151 1.14608 0.12651
3708513754520 370851 3754520 0.26634 0.27521 1.4515 0.13157
3708713754520 370871 3754520 0.28057 0.28754 1.93225 0.13565
3708913754520 370891 3754520 0.29786 0.30217 2.78267 0.1407
3709113754520 370911 3754520 0.31708 0.31797 4.58432 0.14594
3709313754520 370931 3754520 0.33769 0.33388 4.81692 0.15103
3709513754520 370951 3754520 0.36061 0.35078 5.13375 0.15622
3709713754520 370971 3754520 0.38397 0.36579 8.14897 0.16032
3709913754520 370991 3754520 0.4096 0.38081 5.20036 0.16248
3710113754520 371011 3754520 0.43821 0.39607 3.69578 0.16752
3710313754520 371031 3754520 0.47335 0.41502 2.83298 0.17514
3710513754520 371051 3754520 0.50601 0.42629 2.2704 0.17889
3710713754520 371071 3754520 0.54074 0.43486 1.88184 0.18237
3710913754520 371091 3754520 0.57774 0.44063 1.60065 0.18571
3711113754520 371111 3754520 0.61723 0.44146 1.39103 0.1916
3711313754520 371131 3754520 0.65272 0.4363 1.22437 0.19503
3711513754520 371151 3754520 0.68592 0.42639 1.09096 0.19633
3711713754520 371171 3754520 0.71458 0.41288 0.98136 0.1975
3711913754520 371191 3754520 0.73675 0.39741 0.89027 0.19859
3712113754520 371211 3754520 0.75068 0.38182 0.81364 0.19961
3712313754520 371231 3754520 0.75524 0.36776 0.74819 0.20019
3712513754520 371251 3754520 0.75024 0.35667 0.69246 0.20124
3712713754520 371271 3754520 0.73622 0.34925 0.64356 0.20077
3712913754520 371291 3754520 0.71632 0.34643 0.60022 0.1998
3713113754520 371311 3754520 0.69261 0.34856 0.56184 0.19849
3713313754520 371331 3754520 0.66817 0.35571 0.52768 0.19687
3713513754520 371351 3754520 0.64702 0.36787 0.49694 0.19494
3713713754520 371371 3754520 0.63168 0.38399 0.46928 0.19275
3713913754520 371391 3754520 0.62489 0.40289 0.44431 0.19035
3714113754520 371411 3754520 0.62851 0.42317 0.42155 0.18775
3714313754520 371431 3754520 0.64272 0.44337 0.4009 0.18504
3714513754520 371451 3754520 0.66651 0.46226 0.38214 0.18226
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3714713754520 371471 3754520 0.69967 0.4792 0.36469 0.17947
3714913754520 371491 3754520 0.73863 0.49338 0.34866 0.17674
3715113754520 371511 3754520 0.78061 0.50461 0.33398 0.17416
3715313754520 371531 3754520 0.82264 0.51282 0.32041 0.17178
3715513754520 371551 3754520 0.86165 0.51814 0.30792 0.16967
3715713754520 371571 3754520 0.89514 0.52084 0.29646 0.16791
3715913754520 371591 3754520 0.92141 0.52107 0.28582 0.1665
3716113754520 371611 3754520 0.93973 0.51897 0.27586 0.16547
3716313754520 371631 3754520 0.94963 0.51482 0.26656 0.16482
3716513754520 371651 3754520 0.95159 0.50922 0.25802 0.16462
3716713754520 371671 3754520 0.94627 0.50213 0.25002 0.16478
3716913754520 371691 3754520 0.93459 0.4938 0.24253 0.16529
3717113754520 371711 3754520 0.91774 0.4846 0.23555 0.16614
3717313754520 371731 3754520 0.89674 0.47467 0.22903 0.16726
3717513754520 371751 3754520 0.87235 0.46402 0.22284 0.16855
3717713754520 371771 3754520 0.84557 0.45293 0.217 0.16999
3717913754520 371791 3754520 0.81704 0.44145 0.21145 0.17149
3718113754520 371811 3754520 0.78762 0.42983 0.20621 0.17304
3718313754520 371831 3754520 0.75805 0.41831 0.20129 0.17464
3705713754540 370571 3754540 0.12848 0.1364 0.22175 0.07384
3705913754540 370591 3754540 0.13384 0.14187 0.241 0.07656
3706113754540 370611 3754540 0.13954 0.14765 0.26292 0.07942
3706313754540 370631 3754540 0.14567 0.15384 0.28818 0.08243
3706513754540 370651 3754540 0.15218 0.16037 0.3173 0.08559
3706713754540 370671 3754540 0.15918 0.16734 0.35137 0.08889
3706913754540 370691 3754540 0.16668 0.17474 0.3915 0.09224
3707113754540 370711 3754540 0.17481 0.18267 0.43949 0.09537
3707313754540 370731 3754540 0.18341 0.19097 0.49726 0.09885
3707513754540 370751 3754540 0.19252 0.19967 0.56808 0.10292
3707713754540 370771 3754540 0.20223 0.20883 0.65594 0.10738
3707913754540 370791 3754540 0.21283 0.21862 0.76918 0.11158
3708113754540 370811 3754540 0.22398 0.22908 0.92204 0.11464
3708313754540 370831 3754540 0.23596 0.23953 1.13029 0.11886
3708513754540 370851 3754540 0.24936 0.25116 1.43355 0.12339
3708713754540 370871 3754540 0.26274 0.2618 1.90966 0.12747
3708913754540 370891 3754540 0.2771 0.27271 2.7466 0.13127
3709113754540 370911 3754540 0.29358 0.28517 4.5145 0.136
3709313754540 370931 3754540 0.31104 0.29742 6.64242 0.13996
3709513754540 370951 3754540 0.33041 0.31032 8.1965 0.14466
3709713754540 370971 3754540 0.34914 0.32045 8.22111 0.14464
3709913754540 370991 3754540 0.37087 0.33185 5.23853 0.14857
3710113754540 371011 3754540 0.39437 0.34259 3.71163 0.15386
3710313754540 371031 3754540 0.42237 0.35529 2.83839 0.16034
3710513754540 371051 3754540 0.4487 0.3627 2.27211 0.16362
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3710713754540 371071 3754540 0.47605 0.36772 1.88197 0.16663
3710913754540 371091 3754540 0.50454 0.36869 1.59899 0.16952
3711113754540 371111 3754540 0.53118 0.36632 1.38493 0.17355
3711313754540 371131 3754540 0.5557 0.36028 1.21763 0.17635
3711513754540 371151 3754540 0.57737 0.35119 1.08408 0.17837
3711713754540 371171 3754540 0.59488 0.33995 0.97497 0.17988
3711913754540 371191 3754540 0.60696 0.32769 0.88427 0.18098
3712113754540 371211 3754540 0.61268 0.31559 0.80779 0.18159
3712313754540 371231 3754540 0.61164 0.30469 0.74248 0.1817
3712513754540 371251 3754540 0.60397 0.2958 0.68608 0.18149
3712713754540 371271 3754540 0.59065 0.28941 0.63687 0.18095
3712913754540 371291 3754540 0.57367 0.28598 0.59379 0.1801
3713113754540 371311 3754540 0.55437 0.28568 0.55558 0.17899
3713313754540 371331 3754540 0.53507 0.28874 0.52154 0.1776
3713513754540 371351 3754540 0.51794 0.29522 0.49103 0.17597
3713713754540 371371 3754540 0.50476 0.30491 0.46355 0.17412
3713913754540 371391 3754540 0.4971 0.31729 0.43868 0.17207
3714113754540 371411 3754540 0.49609 0.33163 0.41607 0.16985
3714313754540 371431 3754540 0.50232 0.34705 0.39545 0.16751
3714513754540 371451 3754540 0.51569 0.36264 0.3766 0.16508
3714713754540 371471 3754540 0.53562 0.37766 0.35931 0.16262
3714913754540 371491 3754540 0.56118 0.39148 0.34339 0.16018
3715113754540 371511 3754540 0.59071 0.40367 0.32874 0.15782
3715313754540 371531 3754540 0.62247 0.41393 0.3152 0.15559
3715513754540 371551 3754540 0.65445 0.42213 0.30267 0.15354
3715713754540 371571 3754540 0.68459 0.42834 0.29115 0.15173
3715913754540 371591 3754540 0.71155 0.43242 0.28037 0.15018
3716113754540 371611 3754540 0.73387 0.43464 0.27039 0.14895
3716313754540 371631 3754540 0.7508 0.435 0.26107 0.14803
3716513754540 371651 3754540 0.76216 0.43392 0.25247 0.14748
3716713754540 371671 3754540 0.76789 0.43137 0.24444 0.14726
3716913754540 371691 3754540 0.76845 0.4277 0.237 0.14738
3717113754540 371711 3754540 0.76412 0.42276 0.22996 0.14778
3717313754540 371731 3754540 0.7556 0.4169 0.22336 0.14845
3717513754540 371751 3754540 0.74356 0.41027 0.21717 0.14935
3717713754540 371771 3754540 0.72864 0.403 0.21135 0.15044
3717913754540 371791 3754540 0.71129 0.39514 0.20582 0.15164
3718113754540 371811 3754540 0.69229 0.38692 0.20061 0.15295
3718313754540 371831 3754540 0.6723 0.37858 0.19575 0.15436
3705713754560 370571 3754560 0.12461 0.13015 0.21843 0.07129
3705913754560 370591 3754560 0.12956 0.13506 0.23722 0.07381
3706113754560 370611 3754560 0.13483 0.14024 0.25865 0.07646
3706313754560 370631 3754560 0.14043 0.14573 0.28327 0.07922
3706513754560 370651 3754560 0.14639 0.15151 0.31174 0.08212
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3706713754560 370671 3754560 0.1528 0.15768 0.34508 0.08502
3706913754560 370691 3754560 0.15961 0.16417 0.38437 0.08808
3707113754560 370711 3754560 0.16688 0.17102 0.43128 0.09125
3707313754560 370731 3754560 0.17465 0.17824 0.48807 0.09452
3707513754560 370751 3754560 0.18291 0.18581 0.55779 0.09805
3707713754560 370771 3754560 0.19182 0.19381 0.6456 0.10142
3707913754560 370791 3754560 0.20129 0.20216 0.75839 0.10496
3708113754560 370811 3754560 0.21111 0.21088 0.90765 0.10852
3708313754560 370831 3754560 0.22147 0.21948 1.11357 0.11215
3708513754560 370851 3754560 0.23282 0.22857 1.41334 0.11593
3708713754560 370871 3754560 0.24454 0.23733 1.88349 0.11953
3708913754560 370891 3754560 0.2572 0.2464 2.70969 0.1229
3709113754560 370911 3754560 0.27068 0.25545 4.44098 0.12515
3709313754560 370931 3754560 0.2858 0.26526 6.87 0.12933
3709513754560 370951 3754560 0.30215 0.2751 5.14955 0.13423
3709713754560 370971 3754560 0.31811 0.28286 8.34529 0.13506
3709913754560 370991 3754560 0.33564 0.29056 5.28342 0.13747
3710113754560 371011 3754560 0.35462 0.29776 3.73342 0.14209
3710313754560 371031 3754560 0.37495 0.30411 2.84043 0.14669
3710513754560 371051 3754560 0.39648 0.30932 2.27102 0.14971
3710713754560 371071 3754560 0.41893 0.31256 1.87895 0.15262
3710913754560 371091 3754560 0.43973 0.31137 1.59416 0.15534
3711113754560 371111 3754560 0.45838 0.30773 1.37871 0.15787
3711313754560 371131 3754560 0.47511 0.3017 1.21089 0.1602
3711513754560 371151 3754560 0.48902 0.29372 1.0769 0.16235
3711713754560 371171 3754560 0.49927 0.28443 0.96757 0.16371
3711913754560 371191 3754560 0.50511 0.27462 0.87678 0.16432
3712113754560 371211 3754560 0.50617 0.26506 0.80054 0.16462
3712313754560 371231 3754560 0.50239 0.25644 0.73556 0.16464
3712513754560 371251 3754560 0.49411 0.24928 0.67947 0.16439
3712713754560 371271 3754560 0.48219 0.24389 0.63068 0.16389
3712913754560 371291 3754560 0.46776 0.24045 0.58776 0.16315
3713113754560 371311 3754560 0.4522 0.23913 0.54974 0.16219
3713313754560 371331 3754560 0.43691 0.24004 0.51587 0.161
3713513754560 371351 3754560 0.42321 0.24329 0.48551 0.15961
3713713754560 371371 3754560 0.41223 0.2489 0.45816 0.15804
3713913754560 371391 3754560 0.40491 0.25671 0.4334 0.15628
3714113754560 371411 3754560 0.40196 0.2664 0.41091 0.15438
3714313754560 371431 3754560 0.40384 0.27749 0.39039 0.15236
3714513754560 371451 3754560 0.4107 0.28942 0.37162 0.15025
3714713754560 371471 3754560 0.42243 0.30165 0.3544 0.14808
3714913754560 371491 3754560 0.43863 0.31363 0.33855 0.1459
3715113754560 371511 3754560 0.45862 0.32495 0.32394 0.14376
3715313754560 371531 3754560 0.48139 0.33526 0.31044 0.1417
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3715513754560 371551 3754560 0.50576 0.34432 0.29794 0.13975
3715713754560 371571 3754560 0.53043 0.35198 0.28636 0.13798
3715913754560 371591 3754560 0.55413 0.35816 0.27561 0.1364
3716113754560 371611 3754560 0.57574 0.36287 0.26562 0.13507
3716313754560 371631 3754560 0.5944 0.36613 0.25632 0.13399
3716513754560 371651 3754560 0.60951 0.36801 0.24766 0.13319
3716713754560 371671 3754560 0.62075 0.3686 0.23959 0.13268
3716913754560 371691 3754560 0.62803 0.36801 0.23204 0.13246
3717113754560 371711 3754560 0.63147 0.36636 0.22499 0.13251
3717313754560 371731 3754560 0.6313 0.36373 0.21838 0.13282
3717513754560 371751 3754560 0.6279 0.36029 0.21218 0.13337
3717713754560 371771 3754560 0.62164 0.35612 0.20636 0.13411
3717913754560 371791 3754560 0.6129 0.35129 0.20087 0.13502
3718113754560 371811 3754560 0.60211 0.34593 0.19567 0.13606
3718313754560 371831 3754560 0.58963 0.34012 0.19075 0.13718
3705713754580 370571 3754580 0.12031 0.12378 0.21433 0.06863
3705913754580 370591 3754580 0.12498 0.12828 0.23255 0.07068
3706113754580 370611 3754580 0.12977 0.13286 0.25357 0.07336
3706313754580 370631 3754580 0.13495 0.13778 0.27759 0.07579
3706513754580 370651 3754580 0.14044 0.14294 0.30542 0.07833
3706713754580 370671 3754580 0.14625 0.14836 0.33793 0.08098
3706913754580 370691 3754580 0.15237 0.154 0.37645 0.08407
3707113754580 370711 3754580 0.15895 0.16 0.4224 0.08683
3707313754580 370731 3754580 0.16592 0.16625 0.4781 0.08979
3707513754580 370751 3754580 0.1731 0.17277 0.54646 0.0928
3707713754580 370771 3754580 0.18051 0.17909 0.63216 0.0958
3707913754580 370791 3754580 0.18894 0.18623 0.74352 0.09913
3708113754580 370811 3754580 0.19722 0.19273 0.88981 0.10218
3708313754580 370831 3754580 0.20635 0.19982 1.09309 0.10541
3708513754580 370851 3754580 0.21651 0.2076 1.3906 0.10885
3708713754580 370871 3754580 0.2268 0.21489 1.85542 0.11182
3708913754580 370891 3754580 0.23762 0.22204 2.66888 0.11334
3709113754580 370911 3754580 0.24926 0.22929 4.36567 0.11567
3709313754580 370931 3754580 0.26217 0.23697 6.45694 0.12017
3709513754580 370951 3754580 0.27584 0.24433 6.10892 0.12443
3709713754580 370971 3754580 0.28895 0.24973 8.43894 0.12434
3709913754580 370991 3754580 0.30326 0.25501 5.32622 0.12678
3710113754580 371011 3754580 0.31816 0.25932 3.74763 0.12969
3710313754580 371031 3754580 0.334 0.26293 2.84325 0.13454
3710513754580 371051 3754580 0.35081 0.26584 2.2688 0.13745
3710713754580 371071 3754580 0.36915 0.26772 1.87401 0.1402
3710913754580 371091 3754580 0.38387 0.26541 1.58817 0.1421
3711113754580 371111 3754580 0.39698 0.26148 1.37152 0.14451
3711313754580 371131 3754580 0.40817 0.25584 1.20333 0.14659
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3711513754580 371151 3754580 0.41683 0.2489 1.06943 0.14825
3711713754580 371171 3754580 0.42242 0.24118 0.96055 0.14917
3711913754580 371191 3754580 0.42456 0.23323 0.87007 0.14963
3712113754580 371211 3754580 0.42308 0.22558 0.794 0.14983
3712313754580 371231 3754580 0.41811 0.21868 0.72928 0.14981
3712513754580 371251 3754580 0.41002 0.21286 0.6734 0.14956
3712713754580 371271 3754580 0.3995 0.20832 0.62469 0.14911
3712913754580 371291 3754580 0.38745 0.20514 0.58204 0.14846
3713113754580 371311 3754580 0.37482 0.20343 0.54419 0.14763
3713313754580 371331 3754580 0.36256 0.20325 0.51046 0.14661
3713513754580 371351 3754580 0.35155 0.20468 0.48024 0.14542
3713713754580 371371 3754580 0.34248 0.20779 0.45302 0.14407
3713913754580 371391 3754580 0.33594 0.21257 0.42839 0.14257
3714113754580 371411 3754580 0.33235 0.21891 0.40596 0.14093
3714313754580 371431 3754580 0.33203 0.2266 0.38555 0.13919
3714513754580 371451 3754580 0.33517 0.23533 0.36687 0.13735
3714713754580 371471 3754580 0.34178 0.24475 0.34976 0.13544
3714913754580 371491 3754580 0.35181 0.25446 0.33398 0.13351
3715113754580 371511 3754580 0.36496 0.26411 0.31941 0.13158
3715313754580 371531 3754580 0.38077 0.27338 0.30592 0.12969
3715513754580 371551 3754580 0.39856 0.28205 0.29347 0.12788
3715713754580 371571 3754580 0.41753 0.28989 0.28191 0.12618
3715913754580 371591 3754580 0.43682 0.29677 0.27116 0.12463
3716113754580 371611 3754580 0.45556 0.30262 0.26117 0.12325
3716313754580 371631 3754580 0.47298 0.30735 0.25185 0.12208
3716513754580 371651 3754580 0.4885 0.31104 0.24319 0.12113
3716713754580 371671 3754580 0.50161 0.31365 0.2351 0.12042
3716913754580 371691 3754580 0.51206 0.31526 0.22755 0.11995
3717113754580 371711 3754580 0.51954 0.31578 0.22042 0.11971
3717313754580 371731 3754580 0.5244 0.31555 0.21381 0.11973
3717513754580 371751 3754580 0.52677 0.31465 0.20769 0.11999
3717713754580 371771 3754580 0.52635 0.31281 0.20184 0.12042
3717913754580 371791 3754580 0.52369 0.31034 0.19634 0.12103
3718113754580 371811 3754580 0.51898 0.30728 0.19115 0.12179
3718313754580 371831 3754580 0.51251 0.3037 0.18624 0.12266
3705713754600 370571 3754600 0.11571 0.11756 0.20932 0.06575
3705913754600 370591 3754600 0.1199 0.1215 0.22711 0.0679
3706113754600 370611 3754600 0.12452 0.12566 0.24776 0.07026
3706313754600 370631 3754600 0.12923 0.13 0.2713 0.07271
3706513754600 370651 3754600 0.13371 0.13417 0.29729 0.07476
3706713754600 370671 3754600 0.13897 0.13894 0.32909 0.07729
3706913754600 370691 3754600 0.14462 0.14406 0.36687 0.07996
3707113754600 370711 3754600 0.15015 0.14879 0.41077 0.08247
3707313754600 370731 3754600 0.15622 0.15399 0.4648 0.08516
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3707513754600 370751 3754600 0.1626 0.15933 0.53161 0.08789
3707713754600 370771 3754600 0.16942 0.16492 0.61597 0.09056
3707913754600 370791 3754600 0.17656 0.17059 0.72471 0.09275
3708113754600 370811 3754600 0.18367 0.17585 0.8668 0.09353
3708313754600 370831 3754600 0.19179 0.1819 1.06756 0.09617
3708513754600 370851 3754600 0.20109 0.18883 1.3654 0.10132
3708713754600 370871 3754600 0.21003 0.19476 1.82438 0.10313
3708913754600 370891 3754600 0.21939 0.20052 2.62585 0.10531
3709113754600 370911 3754600 0.22951 0.20639 4.29387 0.10809
3709313754600 370931 3754600 0.24029 0.21213 8.67422 0.11136
3709513754600 370951 3754600 0.25146 0.21733 5.15242 0.11461
3709713754600 370971 3754600 0.26269 0.22151 8.51775 0.11657
3709913754600 370991 3754600 0.27387 0.22453 5.36206 0.11709
3710113754600 371011 3754600 0.28553 0.22687 3.75831 0.11888
3710313754600 371031 3754600 0.29743 0.22828 2.84153 0.12094
3710513754600 371051 3754600 0.31066 0.22985 2.26426 0.12648
3710713754600 371071 3754600 0.32069 0.22755 1.86269 0.12724
3710913754600 371091 3754600 0.3362 0.22852 1.57744 0.13147
3711113754600 371111 3754600 0.34525 0.22464 1.35577 0.13429
3711313754600 371131 3754600 0.3525 0.21941 1.19267 0.13519
3711513754600 371151 3754600 0.35756 0.21335 1.06145 0.13585
3711713754600 371171 3754600 0.36014 0.20692 0.95279 0.13649
3711913754600 371191 3754600 0.36004 0.20041 0.8627 0.13681
3712113754600 371211 3754600 0.35723 0.19419 0.7872 0.13694
3712313754600 371231 3754600 0.35189 0.18857 0.72288 0.13688
3712513754600 371251 3754600 0.3444 0.18379 0.66724 0.13664
3712713754600 371271 3754600 0.3353 0.17996 0.61873 0.13624
3712913754600 371291 3754600 0.32523 0.17712 0.5763 0.13567
3713113754600 371311 3754600 0.31491 0.17533 0.53864 0.13494
3713313754600 371331 3754600 0.305 0.17461 0.50508 0.13406
3713513754600 371351 3754600 0.29608 0.17503 0.47502 0.13303
3713713754600 371371 3754600 0.28858 0.17663 0.44793 0.13187
3713913754600 371391 3754600 0.28288 0.17947 0.42341 0.13058
3714113754600 371411 3754600 0.27925 0.18352 0.40114 0.12916
3714313754600 371431 3754600 0.27788 0.18871 0.38081 0.12764
3714513754600 371451 3754600 0.27893 0.19491 0.36227 0.12604
3714713754600 371471 3754600 0.28247 0.2019 0.34524 0.12437
3714913754600 371491 3754600 0.28851 0.20942 0.32954 0.12266
3715113754600 371511 3754600 0.29697 0.21723 0.31504 0.12093
3715313754600 371531 3754600 0.30768 0.22507 0.30163 0.11922
3715513754600 371551 3754600 0.3203 0.23275 0.28923 0.11755
3715713754600 371571 3754600 0.33437 0.24003 0.27771 0.11595
3715913754600 371591 3754600 0.34934 0.24678 0.267 0.11446
3716113754600 371611 3754600 0.36462 0.25287 0.25703 0.1131
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3716313754600 371631 3754600 0.3796 0.25821 0.24774 0.11189
3716513754600 371651 3754600 0.39381 0.26279 0.23909 0.11085
3716713754600 371671 3754600 0.40671 0.26654 0.231 0.11001
3716913754600 371691 3754600 0.418 0.26948 0.22345 0.10938
3717113754600 371711 3754600 0.42713 0.27141 0.21625 0.10892
3717313754600 371731 3754600 0.43463 0.27284 0.20967 0.10871
3717513754600 371751 3754600 0.44026 0.27367 0.20356 0.10872
3717713754600 371771 3754600 0.44355 0.27359 0.19771 0.1089
3717913754600 371791 3754600 0.44492 0.2729 0.1922 0.10924
3718113754600 371811 3754600 0.44449 0.27163 0.18702 0.10974
3718313754600 371831 3754600 0.4424 0.26984 0.18212 0.11038
3705713754620 370571 3754620 0.11106 0.11139 0.20456 0.06348
3705913754620 370591 3754620 0.11463 0.11455 0.22105 0.06531
3706113754620 370611 3754620 0.11866 0.11823 0.24069 0.06739
3706313754620 370631 3754620 0.12264 0.12171 0.26238 0.06932
3706513754620 370651 3754620 0.12689 0.12541 0.2878 0.07082
3706713754620 370671 3754620 0.13149 0.12941 0.318 0.0728
3706913754620 370691 3754620 0.13665 0.13397 0.35512 0.07574
3707113754620 370711 3754620 0.14137 0.13779 0.39659 0.07674
3707313754620 370731 3754620 0.14665 0.14212 0.44839 0.07876
3707513754620 370751 3754620 0.15193 0.14625 0.50979 0.08049
3707713754620 370771 3754620 0.15797 0.15102 0.59157 0.08272
3707913754620 370791 3754620 0.16443 0.15601 0.69868 0.08508
3708113754620 370811 3754620 0.17072 0.16047 0.83454 0.08689
3708313754620 370831 3754620 0.17763 0.16528 1.02692 0.08898
3708513754620 370851 3754620 0.1866 0.17197 1.337 0.09382
3708713754620 370871 3754620 0.19436 0.17679 1.79037 0.09596
3708913754620 370891 3754620 0.20247 0.18143 2.58066 0.098
3709113754620 370911 3754620 0.21109 0.18599 4.21677 0.10055
3709313754620 370931 3754620 0.22015 0.19029 6.24405 0.10354
3709513754620 370951 3754620 0.22924 0.19384 6.15599 0.10553
3709713754620 370971 3754620 0.23827 0.1965 8.60988 0.107
3709913754620 370991 3754620 0.24778 0.19878 5.39157 0.10903
3710113754620 371011 3754620 0.2574 0.20028 3.76881 0.11212
3710313754620 371031 3754620 0.26689 0.20085 2.84373 0.11501
3710513754620 371051 3754620 0.27595 0.20033 2.25835 0.1168
3710713754620 371071 3754620 0.28319 0.19769 1.85546 0.11663
3710913754620 371091 3754620 0.29537 0.19825 1.56733 0.12128
3711113754620 371111 3754620 0.3015 0.19455 1.34672 0.12355
3711313754620 371131 3754620 0.30598 0.18987 1.18458 0.1242
3711513754620 371151 3754620 0.30864 0.18472 1.05253 0.1249
3711713754620 371171 3754620 0.30931 0.17931 0.94486 0.12531
3711913754620 371191 3754620 0.3079 0.17394 0.8551 0.12555
3712113754620 371211 3754620 0.30447 0.16882 0.78006 0.12563
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3712313754620 371231 3754620 0.29921 0.16419 0.71608 0.12555
3712513754620 371251 3754620 0.29245 0.16021 0.66078 0.12532
3712713754620 371271 3754620 0.28464 0.15697 0.61248 0.12495
3712913754620 371291 3754620 0.27622 0.15446 0.57027 0.12445
3713113754620 371311 3754620 0.26774 0.15274 0.53282 0.12381
3713313754620 371331 3754620 0.25965 0.15179 0.49947 0.12305
3713513754620 371351 3754620 0.25234 0.15166 0.46958 0.12216
3713713754620 371371 3754620 0.24612 0.15237 0.44265 0.12115
3713913754620 371391 3754620 0.24123 0.15398 0.4183 0.12003
3714113754620 371411 3754620 0.23782 0.15651 0.39616 0.1188
3714313754620 371431 3754620 0.23601 0.15995 0.37598 0.11748
3714513754620 371451 3754620 0.23591 0.16423 0.35751 0.11608
3714713754620 371471 3754620 0.23761 0.16929 0.34062 0.11462
3714913754620 371491 3754620 0.24113 0.17496 0.32505 0.1131
3715113754620 371511 3754620 0.24647 0.18104 0.31065 0.11156
3715313754620 371531 3754620 0.25358 0.18739 0.29733 0.11002
3715513754620 371551 3754620 0.26236 0.19384 0.28501 0.10849
3715713754620 371571 3754620 0.27252 0.2002 0.27355 0.10701
3715913754620 371591 3754620 0.28377 0.20633 0.26289 0.1056
3716113754620 371611 3754620 0.29574 0.21214 0.25299 0.10428
3716313754620 371631 3754620 0.30801 0.2175 0.24376 0.10307
3716513754620 371651 3754620 0.32014 0.22232 0.23513 0.10201
3716713754620 371671 3754620 0.33175 0.22656 0.22706 0.10109
3716913754620 371691 3754620 0.34252 0.23019 0.21952 0.10034
3717113754620 371711 3754620 0.35208 0.23312 0.21242 0.09977
3717313754620 371731 3754620 0.36048 0.23554 0.20583 0.09938
3717513754620 371751 3754620 0.36749 0.23739 0.19967 0.09917
3717713754620 371771 3754620 0.37283 0.23854 0.19382 0.09913
3717913754620 371791 3754620 0.37667 0.23913 0.18832 0.09926
3718113754620 371811 3754620 0.37903 0.2392 0.18315 0.09954
3718313754620 371831 3754620 0.37996 0.23877 0.17826 0.09995
3705713754640 370571 3754640 0.10662 0.10556 0.19988 0.06145
3705913754640 370591 3754640 0.10994 0.10866 0.21615 0.06317
3706113754640 370611 3754640 0.11348 0.11175 0.23479 0.06501
3706313754640 370631 3754640 0.11705 0.11478 0.25569 0.06684
3706513754640 370651 3754640 0.12081 0.11794 0.27995 0.06803
3706713754640 370671 3754640 0.12485 0.12132 0.30885 0.06954
3706913754640 370691 3754640 0.12916 0.1249 0.34336 0.0713
3707113754640 370711 3754640 0.1331 0.12789 0.38099 0.07246
3707313754640 370731 3754640 0.13768 0.13148 0.42954 0.07411
3707513754640 370751 3754640 0.13845 0.13087 0.48412 0.0751
3707713754640 370771 3754640 0.14343 0.13476 0.56141 0.07698
3707913754640 370791 3754640 0.14922 0.14281 0.66591 0.07924
3708113754640 370811 3754640 0.15366 0.1422 0.79079 0.08039
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3708313754640 370831 3754640 0.15923 0.146 0.97259 0.0821
3708513754640 370851 3754640 0.17309 0.15685 1.30479 0.08709
3708713754640 370871 3754640 0.17976 0.16068 1.75177 0.08904
3708913754640 370891 3754640 0.18679 0.16442 2.5324 0.0913
3709113754640 370911 3754640 0.19403 0.16782 4.13736 0.09355
3709313754640 370931 3754640 0.20171 0.17109 8.25871 0.09676
3709513754640 370951 3754640 0.20903 0.17337 5.13129 0.09792
3709713754640 370971 3754640 0.2162 0.17485 8.68017 0.098
3709913754640 370991 3754640 0.22437 0.17665 5.40062 0.10223
3710113754640 371011 3754640 0.23186 0.17718 3.76761 0.10446
3710313754640 371031 3754640 0.23905 0.17689 2.83705 0.10668
3710513754640 371051 3754640 0.24577 0.17577 2.24896 0.10818
3710713754640 371071 3754640 0.25079 0.17297 1.84557 0.10717
3710913754640 371091 3754640 0.26036 0.17324 1.55831 0.11178
3711113754640 371111 3754640 0.26442 0.16988 1.33567 0.11404
3711313754640 371131 3754640 0.26697 0.16575 1.17408 0.1146
3711513754640 371151 3754640 0.26804 0.16133 1.04269 0.11513
3711713754640 371171 3754640 0.26751 0.15678 0.93557 0.11544
3711913754640 371191 3754640 0.26539 0.15228 0.84657 0.11562
3712113754640 371211 3754640 0.26175 0.14802 0.77214 0.11565
3712313754640 371231 3754640 0.25678 0.14417 0.70855 0.11556
3712513754640 371251 3754640 0.25078 0.14082 0.65358 0.11535
3712713754640 371271 3754640 0.24408 0.13806 0.60558 0.11502
3712913754640 371291 3754640 0.237 0.13586 0.56365 0.11457
3713113754640 371311 3754640 0.22999 0.13426 0.52643 0.11401
3713313754640 371331 3754640 0.22333 0.13325 0.4933 0.11334
3713513754640 371351 3754640 0.2173 0.13283 0.46362 0.11257
3713713754640 371371 3754640 0.21211 0.13302 0.43691 0.11169
3713913754640 371391 3754640 0.20793 0.13387 0.41274 0.11071
3714113754640 371411 3754640 0.20484 0.13541 0.39079 0.10964
3714313754640 371431 3754640 0.20292 0.13764 0.37078 0.10849
3714513754640 371451 3754640 0.20223 0.14056 0.35248 0.10726
3714713754640 371471 3754640 0.20284 0.14415 0.33571 0.10597
3714913754640 371491 3754640 0.20478 0.14831 0.32029 0.10463
3715113754640 371511 3754640 0.20806 0.15293 0.30602 0.10326
3715313754640 371531 3754640 0.21272 0.15792 0.29284 0.10187
3715513754640 371551 3754640 0.21874 0.16317 0.28065 0.10048
3715713754640 371571 3754640 0.22592 0.16847 0.26926 0.09912
3715913754640 371591 3754640 0.23418 0.17378 0.25869 0.09781
3716113754640 371611 3754640 0.2433 0.17899 0.24887 0.09655
3716313754640 371631 3754640 0.253 0.184 0.23973 0.09538
3716513754640 371651 3754640 0.26294 0.18867 0.23117 0.09432
3716713754640 371671 3754640 0.27285 0.19297 0.22316 0.09337
3716913754640 371691 3754640 0.28245 0.19686 0.21568 0.09256
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3717113754640 371711 3754640 0.29149 0.20028 0.20866 0.09189
3717313754640 371731 3754640 0.29976 0.20322 0.20208 0.09138
3717513754640 371751 3754640 0.30708 0.20567 0.1959 0.09102
3717713754640 371771 3754640 0.31331 0.20759 0.19006 0.09081
3717913754640 371791 3754640 0.31845 0.20907 0.18459 0.09075
3718113754640 371811 3754640 0.32244 0.21008 0.17944 0.09084
3718313754640 371831 3754640 0.32528 0.21065 0.17458 0.09106
3705713754660 370571 3754660 0.10203 0.09994 0.1946 0.05949
3705913754660 370591 3754660 0.10525 0.10277 0.2105 0.06107
3706113754660 370611 3754660 0.10831 0.10552 0.22823 0.06268
3706313754660 370631 3754660 0.11154 0.1082 0.24842 0.06437
3706513754660 370651 3754660 0.11488 0.11091 0.27166 0.06558
3706713754660 370671 3754660 0.11846 0.11381 0.29924 0.06663
3706913754660 370691 3754660 0.12215 0.11672 0.33174 0.06791
3707113754660 370711 3754660 0.12555 0.11917 0.36697 0.0688
3707313754660 370731 3754660 0.12646 0.12209 0.41252 0.0701
3707513754660 370751 3754660 0.1293 0.12091 0.46421 0.07083
3707713754660 370771 3754660 0.13352 0.12405 0.5372 0.07237
3707913754660 370791 3754660 0.1383 0.12755 0.63513 0.07413
3708113754660 370811 3754660 0.14278 0.13056 0.76122 0.07554
3708313754660 370831 3754660 0.14759 0.13364 0.93705 0.07699
3708513754660 370851 3754660 0.16047 0.14319 1.26663 0.08163
3708713754660 370871 3754660 0.16644 0.14646 1.71099 0.08356
3708913754660 370891 3754660 0.17251 0.14942 2.48339 0.08575
3709113754660 370911 3754660 0.17862 0.15197 4.06315 0.0879
3709313754660 370931 3754660 0.18489 0.15419 8.07853 0.09036
3709513754660 370951 3754660 0.19075 0.15552 6.1415 0.09044
3709713754660 370971 3754660 0.19689 0.15662 8.7151 0.09226
3709913754660 370991 3754660 0.20326 0.15747 5.39711 0.09528
3710113754660 371011 3754660 0.20891 0.15721 3.75837 0.09608
3710313754660 371031 3754660 0.21432 0.15642 2.82293 0.0979
3710513754660 371051 3754660 0.21906 0.15482 2.23345 0.09874
3710713754660 371071 3754660 0.22292 0.15245 1.83198 0.09878
3710913754660 371091 3754660 0.23035 0.15248 1.54509 0.10347
3711113754660 371111 3754660 0.23292 0.1495 1.31403 0.10564
3711313754660 371131 3754660 0.23416 0.14588 1.15634 0.10611
3711513754660 371151 3754660 0.23416 0.14205 1.02876 0.10646
3711713754660 371171 3754660 0.2329 0.13816 0.92413 0.10669
3711913754660 371191 3754660 0.23041 0.13435 0.83669 0.1068
3712113754660 371211 3754660 0.2268 0.13077 0.76293 0.10681
3712313754660 371231 3754660 0.22223 0.12752 0.69971 0.10672
3712513754660 371251 3754660 0.21694 0.1247 0.64511 0.10652
3712713754660 371271 3754660 0.2112 0.12233 0.59753 0.10622
3712913754660 371291 3754660 0.20521 0.12038 0.55596 0.10582
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3713113754660 371311 3754660 0.19934 0.11892 0.51905 0.10532
3713313754660 371331 3754660 0.19384 0.11794 0.48617 0.10474
3713513754660 371351 3754660 0.18882 0.11738 0.45679 0.10406
3713713754660 371371 3754660 0.18447 0.11728 0.43035 0.10329
3713913754660 371391 3754660 0.18089 0.11767 0.40644 0.10244
3714113754660 371411 3754660 0.17814 0.11856 0.38474 0.1015
3714313754660 371431 3754660 0.17627 0.11998 0.36496 0.10049
3714513754660 371451 3754660 0.1753 0.12194 0.34687 0.09941
3714713754660 371471 3754660 0.17528 0.12444 0.33031 0.09827
3714913754660 371491 3754660 0.17624 0.12744 0.31507 0.09709
3715113754660 371511 3754660 0.1782 0.13089 0.30099 0.09587
3715313754660 371531 3754660 0.1812 0.13472 0.28798 0.09462
3715513754660 371551 3754660 0.18524 0.13886 0.27591 0.09337
3715713754660 371571 3754660 0.19028 0.14318 0.26469 0.09213
3715913754660 371591 3754660 0.19624 0.14762 0.25425 0.09091
3716113754660 371611 3754660 0.20304 0.15211 0.24455 0.08973
3716313754660 371631 3754660 0.21051 0.15656 0.23551 0.08861
3716513754660 371651 3754660 0.21841 0.16084 0.22705 0.08757
3716713754660 371671 3754660 0.22655 0.16491 0.21913 0.08662
3716913754660 371691 3754660 0.23471 0.16872 0.21172 0.08578
3717113754660 371711 3754660 0.2427 0.17223 0.20478 0.08505
3717313754660 371731 3754660 0.2503 0.17539 0.19825 0.08446
3717513754660 371751 3754660 0.25738 0.17818 0.19213 0.08399
3717713754660 371771 3754660 0.26373 0.18056 0.18634 0.08366
3717913754660 371791 3754660 0.26935 0.18258 0.18092 0.08346
3718113754660 371811 3754660 0.27414 0.18421 0.1758 0.08339
3718313754660 371831 3754660 0.27806 0.18546 0.17098 0.08345
3705713754680 370571 3754680 0.09744 0.09455 0.18893 0.05774
3705913754680 370591 3754680 0.10044 0.09711 0.2042 0.05904
3706113754680 370611 3754680 0.10329 0.09967 0.22124 0.06045
3706313754680 370631 3754680 0.10615 0.10196 0.24053 0.06198
3706513754680 370651 3754680 0.10914 0.10431 0.26266 0.06318
3706713754680 370671 3754680 0.11224 0.10672 0.28865 0.06367
3706913754680 370691 3754680 0.11564 0.10935 0.32019 0.06498
3707113754680 370711 3754680 0.1187 0.11149 0.35488 0.0658
3707313754680 370731 3754680 0.11902 0.1138 0.39737 0.06675
3707513754680 370751 3754680 0.12173 0.11277 0.44852 0.06749
3707713754680 370771 3754680 0.12539 0.11535 0.51885 0.0688
3707913754680 370791 3754680 0.12914 0.11786 0.60961 0.07004
3708113754680 370811 3754680 0.13266 0.11997 0.72674 0.07098
3708313754680 370831 3754680 0.13683 0.12246 0.89621 0.07222
3708513754680 370851 3754680 0.14869 0.13081 1.21664 0.07646
3708713754680 370871 3754680 0.15375 0.13333 1.65366 0.07809
3708913754680 370891 3754680 0.15896 0.13564 2.4215 0.07972
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3709113754680 370911 3754680 0.16415 0.13756 3.99613 0.08116
3709313754680 370931 3754680 0.16961 0.13934 7.97812 0.08416
3709513754680 370951 3754680 0.17424 0.13993 5.04477 0.08382
3709713754680 370971 3754680 0.17934 0.14061 8.65319 0.08602
3709913754680 370991 3754680 0.18427 0.14079 5.3665 0.08818
3710113754680 371011 3754680 0.18868 0.14021 3.72774 0.08907
3710313754680 371031 3754680 0.19285 0.13925 2.79589 0.09123
3710513754680 371051 3754680 0.19627 0.13757 2.21063 0.09193
3710713754680 371071 3754680 0.19917 0.13551 1.81336 0.09346
3710913754680 371091 3754680 0.20457 0.13509 1.52661 0.09613
3711113754680 371111 3754680 0.20602 0.13235 1.30494 0.098
3711313754680 371131 3754680 0.20632 0.12915 1.14674 0.09833
3711513754680 371151 3754680 0.20566 0.12586 1.01747 0.09869
3711713754680 371171 3754680 0.204 0.12255 0.91205 0.09887
3711913754680 371191 3754680 0.2014 0.11934 0.82448 0.09896
3712113754680 371211 3754680 0.19794 0.1163 0.75144 0.09895
3712313754680 371231 3754680 0.1938 0.11355 0.68876 0.09885
3712513754680 371251 3754680 0.18915 0.11113 0.63479 0.09866
3712713754680 371271 3754680 0.18423 0.10909 0.58761 0.09839
3712913754680 371291 3754680 0.17912 0.10737 0.54659 0.09803
3713113754680 371311 3754680 0.17418 0.10605 0.51011 0.0976
3713313754680 371331 3754680 0.1696 0.10513 0.47764 0.09708
3713513754680 371351 3754680 0.1654 0.10452 0.44865 0.09648
3713713754680 371371 3754680 0.1617 0.10425 0.4226 0.09581
3713913754680 371391 3754680 0.15863 0.10435 0.39905 0.09506
3714113754680 371411 3754680 0.15621 0.10483 0.37769 0.09424
3714313754680 371431 3754680 0.15446 0.10571 0.35823 0.09335
3714513754680 371451 3754680 0.15339 0.107 0.34045 0.0924
3714713754680 371471 3754680 0.15303 0.10873 0.32417 0.09139
3714913754680 371491 3754680 0.1534 0.11088 0.30919 0.09034
3715113754680 371511 3754680 0.15449 0.1134 0.29535 0.08925
3715313754680 371531 3754680 0.15638 0.1163 0.28257 0.08814
3715513754680 371551 3754680 0.15907 0.11951 0.27072 0.08701
3715713754680 371571 3754680 0.16255 0.12295 0.2597 0.08588
3715913754680 371591 3754680 0.1668 0.12657 0.24943 0.08476
3716113754680 371611 3754680 0.17182 0.13034 0.23992 0.08366
3716313754680 371631 3754680 0.17745 0.13414 0.231 0.08261
3716513754680 371651 3754680 0.18359 0.13791 0.22268 0.08161
3716713754680 371671 3754680 0.1901 0.1416 0.21488 0.08068
3716913754680 371691 3754680 0.19681 0.14514 0.20757 0.07983
3717113754680 371711 3754680 0.20357 0.14849 0.20071 0.07908
3717313754680 371731 3754680 0.21027 0.15165 0.1943 0.07843
3717513754680 371751 3754680 0.21673 0.15455 0.18827 0.07789
3717713754680 371771 3754680 0.22278 0.15715 0.18258 0.07747
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3717913754680 371791 3754680 0.22832 0.15943 0.1772 0.07716
3718113754680 371811 3754680 0.23331 0.16142 0.17214 0.07697
3718313754680 371831 3754680 0.23771 0.16312 0.16738 0.07689
3705713754700 370571 3754700 0.09295 0.08943 0.18277 0.05589
3705913754700 370591 3754700 0.09564 0.0917 0.19737 0.05739
3706113754700 370611 3754700 0.0985 0.09406 0.21406 0.05857
3706313754700 370631 3754700 0.10138 0.09642 0.23306 0.05998
3706513754700 370651 3754700 0.10433 0.09881 0.25503 0.06149
3706713754700 370671 3754700 0.10667 0.10055 0.27898 0.0626
3706913754700 370691 3754700 0.10964 0.10275 0.30875 0.06321
3707113754700 370711 3754700 0.11245 0.10467 0.34328 0.06332
3707313754700 370731 3754700 0.11531 0.10652 0.38386 0.06404
3707513754700 370751 3754700 0.11471 0.10534 0.43139 0.06442
3707713754700 370771 3754700 0.11762 0.1072 0.49633 0.06533
3707913754700 370791 3754700 0.12068 0.10906 0.58108 0.06624
3708113754700 370811 3754700 0.12354 0.11058 0.69038 0.06689
3708313754700 370831 3754700 0.12723 0.11265 0.85309 0.06801
3708513754700 370851 3754700 0.13768 0.11955 1.15345 0.07149
3708713754700 370871 3754700 0.1423 0.12178 1.58657 0.0733
3708913754700 370891 3754700 0.14646 0.12327 2.32824 0.0744
3709113754700 370911 3754700 0.15076 0.12459 3.88506 0.0756
3709313754700 370931 3754700 0.15574 0.12624 7.95533 0.07897
3709513754700 370951 3754700 0.15951 0.12644 3.41962 0.07853
3709713754700 370971 3754700 0.16282 0.12598 8.54643 0.07822
3709913754700 370991 3754700 0.16659 0.12572 5.30327 0.07907
3710113754700 371011 3754700 0.17122 0.12604 3.66214 0.0854
3710313754700 371031 3754700 0.17675 0.12658 2.64819 0.08833
3710513754700 371051 3754700 0.17929 0.12492 2.12603 0.08906
3710713754700 371071 3754700 0.18122 0.12287 1.7592 0.08974
3710913754700 371091 3754700 0.18246 0.12049 1.49142 0.0903
3711113754700 371111 3754700 0.18297 0.11789 1.2859 0.09096
3711313754700 371131 3754700 0.18269 0.11511 1.12618 0.09144
3711513754700 371151 3754700 0.1816 0.11225 0.99848 0.09175
3711713754700 371171 3754700 0.17973 0.10941 0.89446 0.09189
3711913754700 371191 3754700 0.17712 0.10663 0.80891 0.09194
3712113754700 371211 3754700 0.17389 0.10403 0.73659 0.09192
3712313754700 371231 3754700 0.17018 0.10169 0.67465 0.09182
3712513754700 371251 3754700 0.16612 0.09962 0.62132 0.09165
3712713754700 371271 3754700 0.16188 0.09786 0.57496 0.09141
3712913754700 371291 3754700 0.15757 0.09638 0.53457 0.09109
3713113754700 371311 3754700 0.15341 0.0952 0.49882 0.0907
3713313754700 371331 3754700 0.14947 0.0943 0.46713 0.09024
3713513754700 371351 3754700 0.14592 0.09369 0.43875 0.08971
3713713754700 371371 3754700 0.14276 0.09332 0.41327 0.08912
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3713913754700 371391 3754700 0.14012 0.09325 0.39024 0.08845
3714113754700 371411 3754700 0.13799 0.09347 0.36936 0.08773
3714313754700 371431 3754700 0.13639 0.094 0.35036 0.08694
3714513754700 371451 3754700 0.13531 0.09483 0.33299 0.0861
3714713754700 371471 3754700 0.13477 0.09601 0.31709 0.08521
3714913754700 371491 3754700 0.13477 0.09752 0.30245 0.08428
3715113754700 371511 3754700 0.13532 0.09936 0.28894 0.08331
3715313754700 371531 3754700 0.13648 0.10152 0.27646 0.08231
3715513754700 371551 3754700 0.13823 0.10396 0.26488 0.08129
3715713754700 371571 3754700 0.14061 0.10665 0.25412 0.08027
3715913754700 371591 3754700 0.14356 0.10951 0.24401 0.07924
3716113754700 371611 3754700 0.14728 0.11265 0.23481 0.07823
3716313754700 371631 3754700 0.15147 0.11582 0.2261 0.07725
3716513754700 371651 3754700 0.15617 0.11906 0.21795 0.0763
3716713754700 371671 3754700 0.16128 0.12229 0.21032 0.07541
3716913754700 371691 3754700 0.16667 0.12547 0.20316 0.07457
3717113754700 371711 3754700 0.17233 0.12861 0.19649 0.07381
3717313754700 371731 3754700 0.17797 0.13156 0.19016 0.07314
3717513754700 371751 3754700 0.18361 0.13438 0.18424 0.07255
3717713754700 371771 3754700 0.18897 0.13692 0.17859 0.07207
3717913754700 371791 3754700 0.19419 0.13933 0.17334 0.07168
3718113754700 371811 3754700 0.19906 0.14151 0.16838 0.0714
3718313754700 371831 3754700 0.2035 0.14344 0.16369 0.07121
3705713754720 370571 3754720 0.08862 0.08462 0.17625 0.05399
3705913754720 370591 3754720 0.09107 0.08665 0.19014 0.05539
3706113754720 370611 3754720 0.09366 0.08874 0.206 0.0567
3706313754720 370631 3754720 0.09629 0.09083 0.224 0.0579
3706513754720 370651 3754720 0.09898 0.09293 0.24475 0.05926
3706713754720 370671 3754720 0.10152 0.09499 0.26867 0.06046
3706913754720 370691 3754720 0.10415 0.09685 0.29693 0.06182
3707113754720 370711 3754720 0.10661 0.09841 0.32967 0.06223
3707313754720 370731 3754720 0.10908 0.0999 0.36906 0.06167
3707513754720 370751 3754720 0.11143 0.10114 0.41447 0.06188
3707713754720 370771 3754720 0.11091 0.10019 0.47476 0.06248
3707913754720 370791 3754720 0.1135 0.10161 0.55441 0.06317
3708113754720 370811 3754720 0.11604 0.10285 0.66039 0.06374
3708313754720 370831 3754720 0.11935 0.10457 0.81782 0.06478
3708513754720 370851 3754720 0.12396 0.10935 1.07562 0.06675
3708713754720 370871 3754720 0.13161 0.11126 1.49272 0.06863
3708913754720 370891 3754720 0.13556 0.11275 2.23951 0.07018
3709113754720 370911 3754720 0.13939 0.11386 3.81649 0.07154
3709313754720 370931 3754720 0.14316 0.11468 7.87926 0.07389
3709513754720 370951 3754720 0.14621 0.11461 4.83086 0.07384
3709713754720 370971 3754720 0.14993 0.11496 8.16737 0.0781
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3709913754720 370991 3754720 0.15495 0.11594 4.63718 0.08113
3710113754720 371011 3754720 0.15756 0.11502 3.34179 0.08203
3710313754720 371031 3754720 0.15977 0.11373 2.56962 0.08281
3710513754720 371051 3754720 0.1615 0.1121 2.06163 0.08353
3710713754720 371071 3754720 0.16266 0.11015 1.71475 0.08388
3710913754720 371091 3754720 0.16323 0.10797 1.4542 0.08427
3711113754720 371111 3754720 0.16321 0.10565 1.25119 0.08494
3711313754720 371131 3754720 0.16253 0.1032 1.09441 0.08534
3711513754720 371151 3754720 0.1612 0.10071 0.97006 0.08552
3711713754720 371171 3754720 0.15925 0.09825 0.86885 0.08563
3711913754720 371191 3754720 0.15674 0.09585 0.78565 0.08566
3712113754720 371211 3754720 0.15374 0.09361 0.71554 0.08563
3712313754720 371231 3754720 0.15042 0.09159 0.65536 0.08553
3712513754720 371251 3754720 0.14686 0.08979 0.60359 0.08537
3712713754720 371271 3754720 0.14319 0.08825 0.55863 0.08515
3712913754720 371291 3754720 0.13948 0.08693 0.51949 0.08487
3713113754720 371311 3754720 0.13591 0.08587 0.48487 0.08452
3713313754720 371331 3754720 0.13257 0.08504 0.45411 0.08411
3713513754720 371351 3754720 0.12955 0.08445 0.42661 0.08364
3713713754720 371371 3754720 0.12685 0.08405 0.40194 0.08311
3713913754720 371391 3754720 0.12457 0.08389 0.37965 0.08252
3714113754720 371411 3754720 0.1227 0.08394 0.35945 0.08188
3714313754720 371431 3754720 0.12124 0.08422 0.34105 0.08118
3714513754720 371451 3754720 0.1202 0.08476 0.32425 0.08043
3714713754720 371471 3754720 0.11959 0.08555 0.30886 0.07964
3714913754720 371491 3754720 0.11938 0.0866 0.29469 0.07881
3715113754720 371511 3754720 0.11958 0.08792 0.2816 0.07795
3715313754720 371531 3754720 0.12024 0.08951 0.2695 0.07705
3715513754720 371551 3754720 0.12137 0.09135 0.25829 0.07614
3715713754720 371571 3754720 0.12298 0.09343 0.24787 0.07521
3715913754720 371591 3754720 0.12508 0.09572 0.23816 0.07428
3716113754720 371611 3754720 0.12772 0.09821 0.22914 0.07335
3716313754720 371631 3754720 0.13082 0.10082 0.22069 0.07243
3716513754720 371651 3754720 0.13438 0.10354 0.21278 0.07154
3716713754720 371671 3754720 0.13833 0.10631 0.20537 0.07069
3716913754720 371691 3754720 0.1426 0.10909 0.1984 0.06989
3717113754720 371711 3754720 0.14714 0.11187 0.19187 0.06914
3717313754720 371731 3754720 0.15186 0.11459 0.18574 0.06846
3717513754720 371751 3754720 0.15665 0.11722 0.17996 0.06785
3717713754720 371771 3754720 0.16127 0.11962 0.17441 0.06732
3717913754720 371791 3754720 0.16591 0.12197 0.16926 0.06687
3718113754720 371811 3754720 0.17043 0.12419 0.16444 0.06652
3718313754720 371831 3754720 0.17469 0.12622 0.15987 0.06626
3705713754740 370571 3754740 0.08445 0.08009 0.16947 0.05215
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Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3705913754740 370591 3754740 0.08668 0.08189 0.18254 0.05344
3706113754740 370611 3754740 0.089 0.08372 0.19739 0.05475
3706313754740 370631 3754740 0.09138 0.08557 0.21431 0.05604
3706513754740 370651 3754740 0.09383 0.08743 0.23378 0.05715
3706713754740 370671 3754740 0.09634 0.08927 0.2564 0.0583
3706913754740 370691 3754740 0.09886 0.0911 0.28297 0.05947
3707113754740 370711 3754740 0.1009 0.09241 0.31361 0.0605
3707313754740 370731 3754740 0.10315 0.09371 0.35073 0.06011
3707513754740 370751 3754740 0.10545 0.09495 0.39656 0.05986
3707713754740 370771 3754740 0.1075 0.09581 0.44995 0.05988
3707913754740 370791 3754740 0.10668 0.09467 0.52201 0.06023
3708113754740 370811 3754740 0.10926 0.09593 0.62416 0.06098
3708313754740 370831 3754740 0.11197 0.09714 0.76883 0.06176
3708513754740 370851 3754740 0.1155 0.10073 0.99957 0.06316
3708713754740 370871 3754740 0.1221 0.10211 1.38315 0.06469
3708913754740 370891 3754740 0.12564 0.10339 2.10145 0.06637
3709113754740 370911 3754740 0.12879 0.1041 3.62461 0.06752
3709313754740 370931 3754740 0.13173 0.10444 7.69743 0.06936
3709513754740 370951 3754740 0.13421 0.10419 5.04279 0.06943
3709713754740 370971 3754740 0.13727 0.10435 7.86601 0.07392
3709913754740 370991 3754740 0.1413 0.10493 4.47167 0.07622
3710113754740 371011 3754740 0.14322 0.10392 3.21736 0.07701
3710313754740 371031 3754740 0.14475 0.10261 2.4764 0.07763
3710513754740 371051 3754740 0.14585 0.10103 1.98906 0.07813
3710713754740 371071 3754740 0.14645 0.09921 1.64855 0.07846
3710913754740 371091 3754740 0.14656 0.09724 1.39437 0.07888
3711113754740 371111 3754740 0.14617 0.09516 1.19897 0.07946
3711313754740 371131 3754740 0.14523 0.093 1.04896 0.07976
3711513754740 371151 3754740 0.14376 0.09081 0.93008 0.07991
3711713754740 371171 3754740 0.14182 0.08867 0.8334 0.07999
3711913754740 371191 3754740 0.13945 0.0866 0.75384 0.08
3712113754740 371211 3754740 0.13672 0.08466 0.68699 0.07996
3712313754740 371231 3754740 0.13374 0.08289 0.62973 0.07987
3712513754740 371251 3754740 0.1306 0.08132 0.58052 0.07972
3712713754740 371271 3754740 0.12742 0.07997 0.53766 0.07952
3712913754740 371291 3754740 0.12422 0.0788 0.50038 0.07926
3713113754740 371311 3754740 0.12113 0.07783 0.4674 0.07895
3713313754740 371331 3754740 0.11827 0.07707 0.43805 0.07858
3713513754740 371351 3754740 0.1157 0.07652 0.41181 0.07817
3713713754740 371371 3754740 0.11337 0.07611 0.38827 0.07769
3713913754740 371391 3754740 0.11138 0.07588 0.36699 0.07717
3714113754740 371411 3754740 0.10974 0.07584 0.34769 0.0766
3714313754740 371431 3754740 0.10842 0.07597 0.33011 0.07598
3714513754740 371451 3754740 0.10745 0.07629 0.31404 0.07531
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AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3714713754740 371471 3754740 0.10681 0.07682 0.29931 0.07461
3714913754740 371491 3754740 0.10648 0.07755 0.28575 0.07387
3715113754740 371511 3754740 0.10647 0.07848 0.2732 0.0731
3715313754740 371531 3754740 0.10681 0.07964 0.2616 0.0723
3715513754740 371551 3754740 0.10751 0.08102 0.25085 0.07147
3715713754740 371571 3754740 0.10859 0.08261 0.24084 0.07063
3715913754740 371591 3754740 0.11005 0.08439 0.23151 0.06978
3716113754740 371611 3754740 0.11194 0.08638 0.22285 0.06893
3716313754740 371631 3754740 0.1141 0.08841 0.21452 0.06808
3716513754740 371651 3754740 0.11673 0.09063 0.20687 0.06725
3716713754740 371671 3754740 0.11982 0.09301 0.19985 0.06646
3716913754740 371691 3754740 0.12317 0.0954 0.19315 0.06569
3717113754740 371711 3754740 0.1268 0.09782 0.18686 0.06496
3717313754740 371731 3754740 0.1306 0.10022 0.18089 0.06429
3717513754740 371751 3754740 0.13467 0.10267 0.17539 0.06367
3717713754740 371771 3754740 0.13861 0.1049 0.17 0.06312
3717913754740 371791 3754740 0.14266 0.10713 0.16501 0.06264
3718113754740 371811 3754740 0.14667 0.10926 0.16031 0.06224
3718313754740 371831 3754740 0.15056 0.11127 0.15588 0.06191
3705713754760 370571 3754760 0.08051 0.07587 0.16266 0.05038
3705913754760 370591 3754760 0.08254 0.07747 0.17488 0.05157
3706113754760 370611 3754760 0.08462 0.07908 0.18867 0.05277
3706313754760 370631 3754760 0.08675 0.08068 0.20432 0.05398
3706513754760 370651 3754760 0.08897 0.0823 0.22237 0.05501
3706713754760 370671 3754760 0.09121 0.08389 0.24319 0.05607
3706913754760 370691 3754760 0.09351 0.08546 0.26762 0.05714
3707113754760 370711 3754760 0.09513 0.08642 0.29512 0.05789
3707313754760 370731 3754760 0.09733 0.08772 0.32966 0.05835
3707513754760 370751 3754760 0.09955 0.08893 0.37228 0.05824
3707713754760 370771 3754760 0.10101 0.08925 0.41896 0.05706
3707913754760 370791 3754760 0.10039 0.09018 0.48523 0.05753
3708113754760 370811 3754760 0.10271 0.09119 0.57731 0.05825
3708313754760 370831 3754760 0.10498 0.09023 0.70547 0.05886
3708513754760 370851 3754760 0.11077 0.09314 0.90948 0.06013
3708713754760 370871 3754760 0.11355 0.09404 1.24225 0.06131
3708913754760 370891 3754760 0.11645 0.0949 1.87065 0.0627
3709113754760 370911 3754760 0.11895 0.09524 3.24935 0.06357
3709313754760 370931 3754760 0.12135 0.09535 7.1587 0.06491
3709513754760 370951 3754760 0.12335 0.09499 3.94745 0.06538
3709713754760 370971 3754760 0.12558 0.09475 7.51265 0.06827
3709913754760 370991 3754760 0.12907 0.09528 4.22675 0.07162
3710113754760 371011 3754760 0.13044 0.09423 3.02959 0.07225
3710313754760 371031 3754760 0.13144 0.09293 2.32776 0.07268
3710513754760 371051 3754760 0.13206 0.09144 1.85865 0.07316
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AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3710713754760 371071 3754760 0.13228 0.08978 1.53377 0.07361
3710913754760 371091 3754760 0.13209 0.08802 1.29261 0.07428
3711113754760 371111 3754760 0.1314 0.08611 1.12135 0.07439
3711313754760 371131 3754760 0.13031 0.08419 0.98325 0.07469
3711513754760 371151 3754760 0.12879 0.08227 0.8742 0.07483
3711713754760 371171 3754760 0.12691 0.08039 0.78511 0.07489
3711913754760 371191 3754760 0.1247 0.07859 0.71124 0.0749
3712113754760 371211 3754760 0.12224 0.07691 0.64923 0.07486
3712313754760 371231 3754760 0.11957 0.07537 0.59654 0.07477
3712513754760 371251 3754760 0.1168 0.07399 0.55106 0.07463
3712713754760 371271 3754760 0.11401 0.07279 0.51135 0.07444
3712913754760 371291 3754760 0.11123 0.07174 0.47669 0.07421
3713113754760 371311 3754760 0.10858 0.07088 0.44596 0.07393
3713313754760 371331 3754760 0.10611 0.07018 0.41858 0.0736
3713513754760 371351 3754760 0.10387 0.06965 0.39407 0.07322
3713713754760 371371 3754760 0.10187 0.06926 0.37202 0.0728
3713913754760 371391 3754760 0.10013 0.069 0.35206 0.07233
3714113754760 371411 3754760 0.09867 0.06889 0.33394 0.07182
3714313754760 371431 3754760 0.09749 0.06892 0.3174 0.07127
3714513754760 371451 3754760 0.09659 0.0691 0.30226 0.07068
3714713754760 371471 3754760 0.09595 0.06944 0.28835 0.07005
3714913754760 371491 3754760 0.09556 0.06993 0.27554 0.06938
3715113754760 371511 3754760 0.09542 0.07059 0.26366 0.06869
3715313754760 371531 3754760 0.09556 0.07144 0.25268 0.06797
3715513754760 371551 3754760 0.09597 0.07246 0.24248 0.06723
3715713754760 371571 3754760 0.09668 0.07367 0.23298 0.06647
3715913754760 371591 3754760 0.09769 0.07505 0.22413 0.0657
3716113754760 371611 3754760 0.09903 0.07661 0.21587 0.06492
3716313754760 371631 3754760 0.10061 0.07825 0.20798 0.06415
3716513754760 371651 3754760 0.10259 0.08008 0.20074 0.06338
3716713754760 371671 3754760 0.10491 0.08202 0.19396 0.06263
3716913754760 371691 3754760 0.10749 0.08403 0.18753 0.0619
3717113754760 371711 3754760 0.11034 0.0861 0.18149 0.06121
3717313754760 371731 3754760 0.11341 0.0882 0.17579 0.06055
3717513754760 371751 3754760 0.11671 0.09035 0.17046 0.05994
3717713754760 371771 3754760 0.12001 0.09238 0.1653 0.05938
3717913754760 371791 3754760 0.12346 0.09443 0.1605 0.05888
3718113754760 371811 3754760 0.12696 0.09643 0.15597 0.05845
3718313754760 371831 3754760 0.1304 0.09833 0.15167 0.05808
3705713754780 370571 3754780 0.07677 0.07191 0.15574 0.04867
3705913754780 370591 3754780 0.07858 0.07331 0.16697 0.04976
3706113754780 370611 3754780 0.08046 0.07472 0.17969 0.05087
3706313754780 370631 3754780 0.08238 0.07613 0.1941 0.05198
3706513754780 370651 3754780 0.08436 0.07753 0.21058 0.05298
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AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3706713754780 370671 3754780 0.08638 0.0789 0.22957 0.05382
3706913754780 370691 3754780 0.08842 0.08023 0.25163 0.05484
3707113754780 370711 3754780 0.08981 0.08098 0.27618 0.05546
3707313754780 370731 3754780 0.09172 0.08203 0.30684 0.05558
3707513754780 370751 3754780 0.09367 0.083 0.34441 0.05548
3707713754780 370771 3754780 0.09499 0.08325 0.38584 0.05446
3707913754780 370791 3754780 0.09688 0.08397 0.44354 0.05487
3708113754780 370811 3754780 0.09626 0.08466 0.52093 0.05538
3708313754780 370831 3754780 0.09847 0.0854 0.63107 0.05614
3708513754780 370851 3754780 0.10342 0.08621 0.79789 0.05723
3708713754780 370871 3754780 0.10588 0.08695 1.0666 0.05847
3708913754780 370891 3754780 0.1079 0.08717 1.53239 0.05909
3709113754780 370911 3754780 0.10998 0.08733 2.5517 0.05991
3709313754780 370931 3754780 0.11194 0.08728 3.3068 0.06106
3709513754780 370951 3754780 0.11353 0.08684 1.99837 0.06163
3709713754780 370971 3754780 0.11501 0.08626 6.26567 0.06275
3709913754780 370991 3754780 0.11812 0.08681 3.53811 0.0674
3710113754780 371011 3754780 0.11906 0.08576 2.56049 0.06801
3710313754780 371031 3754780 0.11966 0.08451 1.99675 0.0684
3710513754780 371051 3754780 0.11995 0.08312 1.61263 0.06892
3710713754780 371071 3754780 0.11987 0.0816 1.3472 0.06939
3710913754780 371091 3754780 0.11943 0.08 1.14981 0.06984
3711113754780 371111 3754780 0.11857 0.07828 1.00869 0.06989
3711313754780 371131 3754780 0.11738 0.07654 0.89359 0.06997
3711513754780 371151 3754780 0.11586 0.07483 0.79983 0.07006
3711713754780 371171 3754780 0.11406 0.07318 0.72239 0.07017
3711913754780 371191 3754780 0.11205 0.07163 0.65681 0.07027
3712113754780 371211 3754780 0.10982 0.07017 0.60211 0.07023
3712313754780 371231 3754780 0.10744 0.06881 0.55543 0.07014
3712513754780 371251 3754780 0.10499 0.06759 0.51496 0.07001
3712713754780 371271 3754780 0.10254 0.06652 0.47945 0.06985
3712913754780 371291 3754780 0.10012 0.06559 0.44826 0.06963
3713113754780 371311 3754780 0.09783 0.06481 0.42045 0.06938
3713313754780 371331 3754780 0.09567 0.06417 0.39563 0.06908
3713513754780 371351 3754780 0.0937 0.06366 0.37329 0.06875
3713713754780 371371 3754780 0.09195 0.06327 0.35311 0.06837
3713913754780 371391 3754780 0.09042 0.06301 0.33479 0.06795
3714113754780 371411 3754780 0.08913 0.06286 0.3181 0.06749
3714313754780 371431 3754780 0.08808 0.06283 0.30283 0.06699
3714513754780 371451 3754780 0.08725 0.06292 0.28883 0.06646
3714713754780 371471 3754780 0.08664 0.06313 0.27594 0.0659
3714913754780 371491 3754780 0.08624 0.06346 0.26403 0.0653
3715113754780 371511 3754780 0.08601 0.06391 0.25293 0.06468
3715313754780 371531 3754780 0.08598 0.0645 0.24258 0.06403
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AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3715513754780 371551 3754780 0.08624 0.06529 0.23316 0.06337
3715713754780 371571 3754780 0.0867 0.06621 0.22427 0.06268
3715913754780 371591 3754780 0.08739 0.06727 0.21596 0.06198
3716113754780 371611 3754780 0.08833 0.06848 0.20818 0.06127
3716313754780 371631 3754780 0.08949 0.0698 0.20083 0.06056
3716513754780 371651 3754780 0.09095 0.07127 0.19397 0.05985
3716713754780 371671 3754780 0.09268 0.07285 0.18751 0.05915
3716913754780 371691 3754780 0.09466 0.07453 0.18143 0.05847
3717113754780 371711 3754780 0.09689 0.07628 0.1757 0.05781
3717313754780 371731 3754780 0.09933 0.07808 0.17029 0.05717
3717513754780 371751 3754780 0.10197 0.07992 0.16518 0.05658
3717713754780 371771 3754780 0.10474 0.08176 0.16032 0.05602
3717913754780 371791 3754780 0.10762 0.08359 0.15572 0.05552
3718113754780 371811 3754780 0.11058 0.08541 0.15137 0.05506
3718313754780 371831 3754780 0.11354 0.08715 0.14721 0.05466
3705713754800 370571 3754800 0.07319 0.06819 0.14865 0.04703
3705913754800 370591 3754800 0.07484 0.06942 0.159 0.04803
3706113754800 370611 3754800 0.07653 0.07066 0.17064 0.04904
3706313754800 370631 3754800 0.07825 0.07188 0.18371 0.05005
3706513754800 370651 3754800 0.08003 0.07308 0.19863 0.05095
3706713754800 370671 3754800 0.08182 0.07425 0.21562 0.05179
3706913754800 370691 3754800 0.08363 0.07537 0.23528 0.05264
3707113754800 370711 3754800 0.08483 0.07595 0.2568 0.05316
3707313754800 370731 3754800 0.08645 0.07674 0.28324 0.05282
3707513754800 370751 3754800 0.08811 0.07748 0.31537 0.05254
3707713754800 370771 3754800 0.08927 0.07763 0.35027 0.05185
3707913754800 370791 3754800 0.09091 0.07817 0.39817 0.0522
3708113754800 370811 3754800 0.09033 0.07872 0.46163 0.05273
3708313754800 370831 3754800 0.09445 0.07918 0.54723 0.05329
3708513754800 370851 3754800 0.09664 0.07993 0.67591 0.05455
3708713754800 370871 3754800 0.0988 0.08053 0.86558 0.05581
3708913754800 370891 3754800 0.10029 0.08041 1.15343 0.05607
3709113754800 370911 3754800 0.1019 0.08034 1.65561 0.05667
3709313754800 370931 3754800 0.1034 0.08011 2.46743 0.05739
3709513754800 370951 3754800 0.10462 0.07958 2.89182 0.05802
3709713754800 370971 3754800 0.10562 0.07887 2.89938 0.05847
3709913754800 370991 3754800 0.10831 0.07936 2.20347 0.0636
3710113754800 371011 3754800 0.10891 0.07833 1.80476 0.06414
3710313754800 371031 3754800 0.10921 0.07714 1.51234 0.06449
3710513754800 371051 3754800 0.10924 0.07586 1.27731 0.06507
3710713754800 371071 3754800 0.10892 0.07444 1.1088 0.06531
3710913754800 371091 3754800 0.10834 0.07299 0.96931 0.06574
3711113754800 371111 3754800 0.10738 0.07144 0.86712 0.06574
3711313754800 371131 3754800 0.10616 0.0699 0.77983 0.06579
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3711513754800 371151 3754800 0.10468 0.06838 0.70673 0.06586
3711713754800 371171 3754800 0.10298 0.06692 0.64493 0.06595
3711913754800 371191 3754800 0.10114 0.06555 0.59159 0.06607
3712113754800 371211 3754800 0.09911 0.06425 0.54641 0.06603
3712313754800 371231 3754800 0.09698 0.06306 0.50723 0.06594
3712513754800 371251 3754800 0.0948 0.06196 0.47301 0.06583
3712713754800 371271 3754800 0.09266 0.06103 0.44244 0.06567
3712913754800 371291 3754800 0.09054 0.06019 0.41547 0.06548
3713113754800 371311 3754800 0.08854 0.05949 0.39122 0.06525
3713313754800 371331 3754800 0.08664 0.05889 0.36943 0.06498
3713513754800 371351 3754800 0.08493 0.05842 0.34968 0.06468
3713713754800 371371 3754800 0.08339 0.05805 0.33173 0.06433
3713913754800 371391 3754800 0.08204 0.05778 0.31534 0.06396
3714113754800 371411 3754800 0.08089 0.05761 0.30033 0.06354
3714313754800 371431 3754800 0.07994 0.05754 0.28657 0.0631
3714513754800 371451 3754800 0.07918 0.05756 0.27387 0.06262
3714713754800 371471 3754800 0.0786 0.05768 0.26215 0.06212
3714913754800 371491 3754800 0.0782 0.05791 0.25129 0.06158
3715113754800 371511 3754800 0.07793 0.05822 0.24112 0.06102
3715313754800 371531 3754800 0.07782 0.05863 0.23159 0.06044
3715513754800 371551 3754800 0.07794 0.05921 0.22288 0.05984
3715713754800 371571 3754800 0.07823 0.0599 0.21471 0.05922
3715913754800 371591 3754800 0.07868 0.06071 0.207 0.05858
3716113754800 371611 3754800 0.07935 0.06166 0.1998 0.05793
3716313754800 371631 3754800 0.08018 0.06269 0.19294 0.05728
3716513754800 371651 3754800 0.08125 0.06386 0.18654 0.05663
3716713754800 371671 3754800 0.08253 0.06514 0.18049 0.05598
3716913754800 371691 3754800 0.08403 0.06651 0.17479 0.05534
3717113754800 371711 3754800 0.08575 0.06797 0.16939 0.05472
3717313754800 371731 3754800 0.08769 0.0695 0.16433 0.05411
3717513754800 371751 3754800 0.08981 0.07109 0.15952 0.05354
3717713754800 371771 3754800 0.09206 0.07269 0.15493 0.053
3717913754800 371791 3754800 0.09442 0.0743 0.15055 0.05249
3718113754800 371811 3754800 0.0969 0.07592 0.14642 0.05203
3718313754800 371831 3754800 0.09946 0.07753 0.1425 0.05161
3705713754820 370571 3754820 0.06984 0.06473 0.1417 0.04545
3705913754820 370591 3754820 0.07129 0.06579 0.151 0.04637
3706113754820 370611 3754820 0.07281 0.06685 0.16149 0.04729
3706313754820 370631 3754820 0.07436 0.06791 0.17329 0.0482
3706513754820 370651 3754820 0.07595 0.06894 0.18661 0.04895
3706713754820 370671 3754820 0.07753 0.06993 0.20162 0.04977
3706913754820 370691 3754820 0.07914 0.07087 0.21886 0.05055
3707113754820 370711 3754820 0.08016 0.07129 0.23734 0.05096
3707313754820 370731 3754820 0.08146 0.0718 0.25936 0.0498
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3707513754820 370751 3754820 0.08287 0.07234 0.28607 0.04965
3707713754820 370771 3754820 0.08377 0.07231 0.31299 0.04909
3707913754820 370791 3754820 0.08535 0.07285 0.35292 0.04968
3708113754820 370811 3754820 0.08696 0.07333 0.40337 0.05032
3708313754820 370831 3754820 0.08853 0.07369 0.46766 0.05093
3708513754820 370851 3754820 0.09066 0.07448 0.5611 0.05252
3708713754820 370871 3754820 0.09196 0.07442 0.67308 0.0528
3708913754820 370891 3754820 0.09321 0.07425 0.82211 0.05312
3709113754820 370911 3754820 0.09448 0.07405 1.00899 0.05362
3709313754820 370931 3754820 0.09565 0.07372 1.17212 0.05413
3709513754820 370951 3754820 0.09655 0.07314 1.19186 0.05456
3709713754820 370971 3754820 0.09724 0.07239 1.17864 0.05492
3709913754820 370991 3754820 0.09952 0.07276 1.1526 0.06
3710113754820 371011 3754820 0.09984 0.07178 1.09937 0.06058
3710313754820 371031 3754820 0.09992 0.07067 1.02018 0.06098
3710513754820 371051 3754820 0.09974 0.06947 0.92976 0.06144
3710713754820 371071 3754820 0.09928 0.06817 0.84883 0.06169
3710913754820 371091 3754820 0.09859 0.06685 0.77155 0.062
3711113754820 371111 3754820 0.09758 0.06544 0.71132 0.06189
3711313754820 371131 3754820 0.09637 0.06407 0.65374 0.06199
3711513754820 371151 3754820 0.09495 0.06272 0.60328 0.06204
3711713754820 371171 3754820 0.09336 0.06141 0.5588 0.06211
3711913754820 371191 3754820 0.09168 0.06021 0.51884 0.06225
3712113754820 371211 3754820 0.08984 0.05906 0.48427 0.0622
3712313754820 371231 3754820 0.08793 0.058 0.45364 0.06212
3712513754820 371251 3754820 0.08601 0.05703 0.42619 0.06201
3712713754820 371271 3754820 0.0841 0.05618 0.40147 0.06187
3712913754820 371291 3754820 0.08223 0.05542 0.37925 0.0617
3713113754820 371311 3754820 0.08048 0.05479 0.35898 0.06149
3713313754820 371331 3754820 0.07882 0.05424 0.34056 0.06125
3713513754820 371351 3754820 0.07731 0.0538 0.32372 0.06097
3713713754820 371371 3754820 0.07595 0.05345 0.30827 0.06066
3713913754820 371391 3754820 0.07476 0.05319 0.29406 0.06032
3714113754820 371411 3754820 0.07373 0.05301 0.28094 0.05995
3714313754820 371431 3754820 0.07286 0.05291 0.26881 0.05954
3714513754820 371451 3754820 0.07217 0.05289 0.25759 0.05911
3714713754820 371471 3754820 0.07163 0.05295 0.24716 0.05866
3714913754820 371491 3754820 0.07124 0.05309 0.23745 0.05818
3715113754820 371511 3754820 0.07095 0.0533 0.22831 0.05767
3715313754820 371531 3754820 0.0708 0.0536 0.21974 0.05714
3715513754820 371551 3754820 0.07081 0.05401 0.21178 0.0566
3715713754820 371571 3754820 0.07098 0.05453 0.20438 0.05604
3715913754820 371591 3754820 0.07124 0.05513 0.19728 0.05546
3716113754820 371611 3754820 0.07174 0.05588 0.19077 0.05487
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3716313754820 371631 3754820 0.07232 0.05669 0.18448 0.05428
3716513754820 371651 3754820 0.07311 0.05762 0.17859 0.05368
3716713754820 371671 3754820 0.07406 0.05865 0.173 0.05308
3716913754820 371691 3754820 0.07518 0.05975 0.16767 0.05248
3717113754820 371711 3754820 0.07649 0.06095 0.16264 0.05189
3717313754820 371731 3754820 0.07802 0.06225 0.15797 0.05132
3717513754820 371751 3754820 0.07972 0.0636 0.15352 0.05077
3717713754820 371771 3754820 0.08152 0.06498 0.14922 0.05025
3717913754820 371791 3754820 0.08346 0.06638 0.14512 0.04975
3718113754820 371811 3754820 0.08553 0.06781 0.14125 0.04929
3718313754820 371831 3754820 0.08769 0.06926 0.13757 0.04887
3705713754840 370571 3754840 0.06662 0.06145 0.13456 0.04392
3705913754840 370591 3754840 0.06793 0.06237 0.14297 0.04476
3706113754840 370611 3754840 0.06928 0.06329 0.15234 0.0456
3706313754840 370631 3754840 0.07067 0.06419 0.16283 0.04644
3706513754840 370651 3754840 0.07208 0.06507 0.17457 0.04724
3706713754840 370671 3754840 0.0735 0.06591 0.18776 0.04792
3706913754840 370691 3754840 0.07493 0.06669 0.20267 0.04856
3707113754840 370711 3754840 0.07585 0.06705 0.21843 0.04892
3707313754840 370731 3754840 0.07696 0.0674 0.23671 0.04797
3707513754840 370751 3754840 0.07827 0.06788 0.25903 0.04798
3707713754840 370771 3754840 0.07901 0.06775 0.28064 0.0471
3707913754840 370791 3754840 0.08029 0.06806 0.31089 0.04748
3708113754840 370811 3754840 0.08161 0.06835 0.34791 0.04797
3708313754840 370831 3754840 0.0829 0.06854 0.39261 0.04845
3708513754840 370851 3754840 0.08408 0.06856 0.44503 0.0488
3708713754840 370871 3754840 0.0853 0.06856 0.50898 0.04933
3708913754840 370891 3754840 0.08669 0.06866 0.58771 0.05029
3709113754840 370911 3754840 0.08768 0.06837 0.65619 0.05072
3709313754840 370931 3754840 0.0886 0.068 0.69711 0.05122
3709513754840 370951 3754840 0.08923 0.06738 0.69468 0.05145
3709713754840 370971 3754840 0.08956 0.06652 0.67086 0.05142
3709913754840 370991 3754840 0.09067 0.06636 0.66912 0.05638
3710113754840 371011 3754840 0.09173 0.06599 0.66606 0.05732
3710313754840 371031 3754840 0.09163 0.06494 0.66316 0.05768
3710513754840 371051 3754840 0.0913 0.06382 0.64611 0.05803
3710713754840 371071 3754840 0.09075 0.06264 0.62074 0.05829
3710913754840 371091 3754840 0.08999 0.06144 0.58899 0.05857
3711113754840 371111 3754840 0.08899 0.06019 0.5594 0.05861
3711313754840 371131 3754840 0.08779 0.05893 0.5292 0.05853
3711513754840 371151 3754840 0.08646 0.05774 0.49892 0.05867
3711713754840 371171 3754840 0.08499 0.05658 0.47059 0.05874
3711913754840 371191 3754840 0.08343 0.0555 0.44394 0.05876
3712113754840 371211 3754840 0.08176 0.05447 0.41997 0.05871
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3712313754840 371231 3754840 0.08004 0.05351 0.39776 0.05864
3712513754840 371251 3754840 0.07833 0.05265 0.37725 0.05854
3712713754840 371271 3754840 0.07665 0.05189 0.3583 0.05841
3712913754840 371291 3754840 0.07499 0.05121 0.34092 0.05825
3713113754840 371311 3754840 0.07344 0.05062 0.32483 0.05805
3713313754840 371331 3754840 0.07198 0.05013 0.30994 0.05783
3713513754840 371351 3754840 0.07065 0.04972 0.29613 0.05758
3713713754840 371371 3754840 0.06944 0.04939 0.28332 0.0573
3713913754840 371391 3754840 0.06838 0.04913 0.27139 0.05699
3714113754840 371411 3754840 0.06745 0.04895 0.26028 0.05666
3714313754840 371431 3754840 0.06667 0.04883 0.2499 0.05629
3714513754840 371451 3754840 0.06604 0.04879 0.24025 0.0559
3714713754840 371471 3754840 0.06554 0.04881 0.2312 0.05549
3714913754840 371491 3754840 0.06516 0.04889 0.22271 0.05506
3715113754840 371511 3754840 0.06487 0.04903 0.21468 0.0546
3715313754840 371531 3754840 0.06469 0.04924 0.20713 0.05412
3715513754840 371551 3754840 0.06464 0.04953 0.20005 0.05363
3715713754840 371571 3754840 0.0647 0.04991 0.19336 0.05312
3715913754840 371591 3754840 0.06487 0.05037 0.18704 0.05259
3716113754840 371611 3754840 0.06521 0.05095 0.18118 0.05206
3716313754840 371631 3754840 0.06563 0.05158 0.1755 0.05151
3716513754840 371651 3754840 0.0662 0.05232 0.17016 0.05096
3716713754840 371671 3754840 0.06689 0.05313 0.16505 0.05041
3716913754840 371691 3754840 0.06774 0.05403 0.16018 0.04985
3717113754840 371711 3754840 0.06873 0.055 0.15553 0.0493
3717313754840 371731 3754840 0.06993 0.05608 0.15128 0.04877
3717513754840 371751 3754840 0.07128 0.05723 0.1472 0.04824
3717713754840 371771 3754840 0.07273 0.0584 0.14322 0.04774
3717913754840 371791 3754840 0.0743 0.05961 0.13942 0.04726
3718113754840 371811 3754840 0.07601 0.06086 0.13584 0.04681
3718313754840 371831 3754840 0.07781 0.06214 0.13241 0.04638
3705713754860 370571 3754860 0.06363 0.0584 0.12772 0.04246
3705913754860 370591 3754860 0.06479 0.05919 0.13521 0.04323
3706113754860 370611 3754860 0.06601 0.05998 0.14357 0.04399
3706313754860 370631 3754860 0.06723 0.06074 0.15274 0.04474
3706513754860 370651 3754860 0.06847 0.06148 0.16294 0.04543
3706713754860 370671 3754860 0.06973 0.06217 0.17431 0.04597
3706913754860 370691 3754860 0.07099 0.06281 0.187 0.04661
3707113754860 370711 3754860 0.07184 0.06313 0.20041 0.04699
3707313754860 370731 3754860 0.07277 0.06335 0.21522 0.04639
3707513754860 370751 3754860 0.0739 0.0637 0.23318 0.04649
3707713754860 370771 3754860 0.07452 0.06351 0.24995 0.04515
3707913754860 370791 3754860 0.07559 0.06369 0.27254 0.04544
3708113754860 370811 3754860 0.07669 0.06384 0.29909 0.04584
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3708313754860 370831 3754860 0.07776 0.06392 0.32941 0.04626
3708513754860 370851 3754860 0.07869 0.06381 0.36135 0.0465
3708713754860 370871 3754860 0.07964 0.06368 0.39631 0.04689
3708913754860 370891 3754860 0.08071 0.06363 0.43463 0.04767
3709113754860 370911 3754860 0.08148 0.06328 0.46215 0.04805
3709313754860 370931 3754860 0.08218 0.06287 0.47538 0.04851
3709513754860 370951 3754860 0.08261 0.06224 0.4716 0.04871
3709713754860 370971 3754860 0.08297 0.06158 0.45856 0.04942
3709913754860 370991 3754860 0.08377 0.06133 0.44945 0.05353
3710113754860 371011 3754860 0.08447 0.06085 0.44504 0.05435
3710313754860 371031 3754860 0.08423 0.05987 0.44896 0.05464
3710513754860 371051 3754860 0.0838 0.05883 0.45117 0.05493
3710713754860 371071 3754860 0.08318 0.05775 0.44858 0.05519
3710913754860 371091 3754860 0.08239 0.05665 0.44062 0.05542
3711113754860 371111 3754860 0.08139 0.05551 0.43137 0.0554
3711313754860 371131 3754860 0.08026 0.0544 0.4182 0.05546
3711513754860 371151 3754860 0.079 0.05333 0.40335 0.05555
3711713754860 371171 3754860 0.07764 0.0523 0.38791 0.05558
3711913754860 371191 3754860 0.07619 0.05131 0.37239 0.05556
3712113754860 371211 3754860 0.07468 0.05039 0.35729 0.05552
3712313754860 371231 3754860 0.07314 0.04954 0.34261 0.05545
3712513754860 371251 3754860 0.07161 0.04876 0.32845 0.05535
3712713754860 371271 3754860 0.07011 0.04807 0.31494 0.05523
3712913754860 371291 3754860 0.06864 0.04745 0.3022 0.05509
3713113754860 371311 3754860 0.06726 0.04691 0.29008 0.05491
3713313754860 371331 3754860 0.06596 0.04646 0.27862 0.05471
3713513754860 371351 3754860 0.06478 0.04608 0.26781 0.05448
3713713754860 371371 3754860 0.06371 0.04577 0.2576 0.05423
3713913754860 371391 3754860 0.06276 0.04552 0.24797 0.05395
3714113754860 371411 3754860 0.06193 0.04534 0.23888 0.05364
3714313754860 371431 3754860 0.06123 0.04522 0.2303 0.05331
3714513754860 371451 3754860 0.06065 0.04515 0.22222 0.05296
3714713754860 371471 3754860 0.06017 0.04514 0.21457 0.05258
3714913754860 371491 3754860 0.05981 0.04519 0.20735 0.05219
3715113754860 371511 3754860 0.05953 0.04527 0.20045 0.05177
3715313754860 371531 3754860 0.05935 0.04543 0.19396 0.05134
3715513754860 371551 3754860 0.05926 0.04564 0.18779 0.05089
3715713754860 371571 3754860 0.05925 0.04591 0.1819 0.05043
3715913754860 371591 3754860 0.05935 0.04626 0.17634 0.04995
3716113754860 371611 3754860 0.05958 0.04671 0.17116 0.04946
3716313754860 371631 3754860 0.05986 0.04719 0.16609 0.04897
3716513754860 371651 3754860 0.06028 0.04778 0.16133 0.04846
3716713754860 371671 3754860 0.06079 0.04842 0.15675 0.04795
3716913754860 371691 3754860 0.06142 0.04915 0.15237 0.04743
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3717113754860 371711 3754860 0.06218 0.04994 0.14818 0.04692
3717313754860 371731 3754860 0.06311 0.05083 0.1443 0.04642
3717513754860 371751 3754860 0.06417 0.05179 0.14058 0.04593
3717713754860 371771 3754860 0.06533 0.05278 0.13697 0.04545
3717913754860 371791 3754860 0.06659 0.05381 0.13349 0.04498
3718113754860 371811 3754860 0.06799 0.0549 0.13021 0.04454
3718313754860 371831 3754860 0.06949 0.05602 0.12706 0.04413
3705713754880 370571 3754880 0.06075 0.05551 0.12082 0.04105
3705913754880 370591 3754880 0.0618 0.0562 0.12752 0.04175
3706113754880 370611 3754880 0.06288 0.05686 0.13485 0.04244
3706313754880 370631 3754880 0.06396 0.05751 0.14287 0.04311
3706513754880 370651 3754880 0.06507 0.05812 0.15169 0.04372
3706713754880 370671 3754880 0.06618 0.05869 0.1614 0.04424
3706913754880 370691 3754880 0.06729 0.0592 0.17208 0.04474
3707113754880 370711 3754880 0.06807 0.05949 0.18327 0.04514
3707313754880 370731 3754880 0.06884 0.05958 0.19515 0.04501
3707513754880 370751 3754880 0.06976 0.05977 0.20902 0.04451
3707713754880 370771 3754880 0.07033 0.0596 0.22213 0.04331
3707913754880 370791 3754880 0.07122 0.05967 0.23868 0.04353
3708113754880 370811 3754880 0.0721 0.0597 0.25704 0.04382
3708313754880 370831 3754880 0.07302 0.0597 0.27752 0.04425
3708513754880 370851 3754880 0.07374 0.0595 0.29663 0.04439
3708713754880 370871 3754880 0.07446 0.05927 0.31555 0.04467
3708913754880 370891 3754880 0.07513 0.05898 0.33222 0.04502
3709113754880 370911 3754880 0.0757 0.0586 0.3437 0.04534
3709313754880 370931 3754880 0.07634 0.05827 0.35223 0.04601
3709513754880 370951 3754880 0.0766 0.05764 0.34915 0.04617
3709713754880 370971 3754880 0.07674 0.05694 0.34132 0.04635
3709913754880 370991 3754880 0.0771 0.05646 0.33419 0.0498
3710113754880 371011 3754880 0.07794 0.05627 0.32881 0.0516
3710313754880 371031 3754880 0.07761 0.05535 0.32789 0.05184
3710513754880 371051 3754880 0.07711 0.05439 0.32989 0.05206
3710713754880 371071 3754880 0.07645 0.0534 0.33199 0.0523
3710913754880 371091 3754880 0.07565 0.0524 0.33202 0.05253
3711113754880 371111 3754880 0.0747 0.05138 0.33098 0.05259
3711313754880 371131 3754880 0.07361 0.05038 0.32773 0.05263
3711513754880 371151 3754880 0.07243 0.04941 0.32243 0.05265
3711713754880 371171 3754880 0.07116 0.04848 0.31573 0.05265
3711913754880 371191 3754880 0.06983 0.04759 0.30803 0.05263
3712113754880 371211 3754880 0.06846 0.04676 0.29976 0.05259
3712313754880 371231 3754880 0.06707 0.04599 0.29108 0.05252
3712513754880 371251 3754880 0.0657 0.04529 0.28221 0.05243
3712713754880 371271 3754880 0.06436 0.04467 0.27334 0.05232
3712913754880 371291 3754880 0.06306 0.0441 0.26462 0.05219
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AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3713113754880 371311 3754880 0.06182 0.04361 0.25607 0.05203
3713313754880 371331 3754880 0.06067 0.04318 0.24775 0.05184
3713513754880 371351 3754880 0.05962 0.04284 0.23971 0.05164
3713713754880 371371 3754880 0.05866 0.04254 0.23194 0.0514
3713913754880 371391 3754880 0.0578 0.0423 0.22447 0.05115
3714113754880 371411 3754880 0.05705 0.04212 0.21731 0.05087
3714313754880 371431 3754880 0.05641 0.042 0.21046 0.05057
3714513754880 371451 3754880 0.05588 0.04192 0.20391 0.05025
3714713754880 371471 3754880 0.05544 0.04189 0.19765 0.0499
3714913754880 371491 3754880 0.0551 0.04191 0.19167 0.04955
3715113754880 371511 3754880 0.05482 0.04196 0.18591 0.04917
3715313754880 371531 3754880 0.05463 0.04207 0.18042 0.04878
3715513754880 371551 3754880 0.05452 0.04222 0.17517 0.04837
3715713754880 371571 3754880 0.05448 0.04242 0.17014 0.04795
3715913754880 371591 3754880 0.05453 0.04269 0.16537 0.04751
3716113754880 371611 3754880 0.05468 0.04303 0.16084 0.04707
3716313754880 371631 3754880 0.05486 0.0434 0.1564 0.04661
3716513754880 371651 3754880 0.05516 0.04386 0.15222 0.04615
3716713754880 371671 3754880 0.05553 0.04437 0.14815 0.04567
3716913754880 371691 3754880 0.056 0.04494 0.14425 0.0452
3717113754880 371711 3754880 0.05658 0.04559 0.14052 0.04472
3717313754880 371731 3754880 0.0573 0.04632 0.13707 0.04425
3717513754880 371751 3754880 0.05814 0.04712 0.13376 0.04379
3717713754880 371771 3754880 0.05906 0.04795 0.1305 0.04333
3717913754880 371791 3754880 0.06007 0.04883 0.12735 0.04289
3718113754880 371811 3754880 0.06121 0.04976 0.12437 0.04247
3718313754880 371831 3754880 0.06244 0.05072 0.1215 0.04206
3705713754900 370571 3754900 0.05805 0.05281 0.11408 0.03951
3705913754900 370591 3754900 0.05899 0.05339 0.12001 0.04015
3706113754900 370611 3754900 0.05995 0.05395 0.12644 0.04076
3706313754900 370631 3754900 0.06091 0.05449 0.13341 0.04141
3706513754900 370651 3754900 0.06188 0.05499 0.14097 0.04202
3706713754900 370671 3754900 0.06285 0.05545 0.14917 0.04251
3706913754900 370691 3754900 0.06382 0.05585 0.15806 0.04297
3707113754900 370711 3754900 0.06452 0.05608 0.16729 0.04339
3707313754900 370731 3754900 0.0652 0.05613 0.17683 0.04367
3707513754900 370751 3754900 0.0659 0.05617 0.18725 0.04265
3707713754900 370771 3754900 0.06655 0.05611 0.19838 0.04183
3707913754900 370791 3754900 0.06725 0.05607 0.21022 0.04194
3708113754900 370811 3754900 0.06796 0.056 0.22293 0.04215
3708313754900 370831 3754900 0.06864 0.05587 0.23581 0.04239
3708513754900 370851 3754900 0.0692 0.05561 0.24726 0.04249
3708713754900 370871 3754900 0.06969 0.05528 0.25723 0.04261
3708913754900 370891 3754900 0.07023 0.05498 0.26646 0.04297
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3709113754900 370911 3754900 0.07069 0.0546 0.27291 0.04335
3709313754900 370931 3754900 0.07103 0.05414 0.27553 0.04371
3709513754900 370951 3754900 0.07115 0.05351 0.27319 0.04383
3709713754900 370971 3754900 0.07097 0.05267 0.26589 0.04357
3709913754900 370991 3754900 0.07119 0.05221 0.26293 0.04529
3710113754900 371011 3754900 0.07208 0.05218 0.25959 0.04904
3710313754900 371031 3754900 0.07167 0.05132 0.25606 0.04929
3710513754900 371051 3754900 0.07114 0.05044 0.25492 0.0496
3710713754900 371071 3754900 0.07046 0.04953 0.25587 0.04975
3710913754900 371091 3754900 0.06966 0.04861 0.2572 0.04987
3711113754900 371111 3754900 0.06873 0.04769 0.25866 0.04992
3711313754900 371131 3754900 0.06771 0.04678 0.25909 0.04995
3711513754900 371151 3754900 0.0666 0.0459 0.25831 0.04996
3711713754900 371171 3754900 0.06543 0.04506 0.25636 0.04996
3711913754900 371191 3754900 0.06421 0.04426 0.2534 0.04993
3712113754900 371211 3754900 0.06296 0.04351 0.24968 0.04989
3712313754900 371231 3754900 0.06171 0.04282 0.24526 0.04983
3712513754900 371251 3754900 0.06048 0.04218 0.24034 0.04975
3712713754900 371271 3754900 0.05927 0.04161 0.23507 0.04965
3712913754900 371291 3754900 0.05811 0.0411 0.2296 0.04952
3713113754900 371311 3754900 0.05701 0.04064 0.224 0.04938
3713313754900 371331 3754900 0.05598 0.04025 0.21834 0.04921
3713513754900 371351 3754900 0.05505 0.03993 0.21269 0.04902
3713713754900 371371 3754900 0.05417 0.03965 0.20708 0.0488
3713913754900 371391 3754900 0.05341 0.03942 0.20156 0.04857
3714113754900 371411 3754900 0.05273 0.03925 0.19616 0.04831
3714313754900 371431 3754900 0.05214 0.03912 0.1909 0.04804
3714513754900 371451 3754900 0.05165 0.03904 0.18578 0.04775
3714713754900 371471 3754900 0.05124 0.039 0.18081 0.04743
3714913754900 371491 3754900 0.05091 0.03899 0.176 0.04711
3715113754900 371511 3754900 0.05065 0.03902 0.17132 0.04676
3715313754900 371531 3754900 0.05045 0.03909 0.16681 0.04641
3715513754900 371551 3754900 0.05033 0.0392 0.16245 0.04604
3715713754900 371571 3754900 0.05028 0.03935 0.15826 0.04565
3715913754900 371591 3754900 0.05029 0.03955 0.15423 0.04525
3716113754900 371611 3754900 0.05037 0.0398 0.15035 0.04485
3716313754900 371631 3754900 0.05049 0.0401 0.14655 0.04443
3716513754900 371651 3754900 0.05068 0.04044 0.14286 0.044
3716713754900 371671 3754900 0.05096 0.04085 0.13937 0.04357
3716913754900 371691 3754900 0.05132 0.04131 0.136 0.04313
3717113754900 371711 3754900 0.05177 0.04184 0.13277 0.04269
3717313754900 371731 3754900 0.05233 0.04244 0.12972 0.04225
3717513754900 371751 3754900 0.05298 0.0431 0.12677 0.04182
3717713754900 371771 3754900 0.0537 0.04379 0.12387 0.04139
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3717913754900 371791 3754900 0.05452 0.04453 0.12108 0.04097
3718113754900 371811 3754900 0.05545 0.04532 0.11841 0.04056
3718313754900 371831 3754900 0.05644 0.04615 0.11581 0.04017
3705713754920 370571 3754920 0.05543 0.05025 0.10739 0.03805
3705913754920 370591 3754920 0.05631 0.05074 0.1127 0.03864
3706113754920 370611 3754920 0.05714 0.05121 0.11825 0.03918
3706313754920 370631 3754920 0.05801 0.05165 0.12426 0.03974
3706513754920 370651 3754920 0.05881 0.05206 0.13065 0.04025
3706713754920 370671 3754920 0.05968 0.05242 0.13758 0.04079
3706913754920 370691 3754920 0.06047 0.05274 0.14492 0.04128
3707113754920 370711 3754920 0.06118 0.05292 0.15261 0.04171
3707313754920 370731 3754920 0.06175 0.0529 0.16014 0.04207
3707513754920 370751 3754920 0.06233 0.05286 0.16805 0.04121
3707713754920 370771 3754920 0.06295 0.05283 0.17662 0.04062
3707913754920 370791 3754920 0.06352 0.05272 0.18538 0.04038
3708113754920 370811 3754920 0.06401 0.05252 0.19356 0.04039
3708313754920 370831 3754920 0.06456 0.05234 0.20207 0.04059
3708513754920 370851 3754920 0.06492 0.05199 0.20833 0.04055
3708713754920 370871 3754920 0.06527 0.05161 0.21369 0.0406
3708913754920 370891 3754920 0.06562 0.05125 0.21829 0.04084
3709113754920 370911 3754920 0.06594 0.05085 0.22177 0.04117
3709313754920 370931 3754920 0.06619 0.05041 0.2237 0.04156
3709513754920 370951 3754920 0.0662 0.0498 0.22205 0.04167
3709713754920 370971 3754920 0.06596 0.04902 0.21715 0.04147
3709913754920 370991 3754920 0.06613 0.04861 0.21561 0.04359
3710113754920 371011 3754920 0.06624 0.04821 0.21295 0.04619
3710313754920 371031 3754920 0.06631 0.04768 0.20996 0.04658
3710513754920 371051 3754920 0.06577 0.04688 0.2074 0.04701
3710713754920 371071 3754920 0.0651 0.04606 0.20633 0.04733
3710913754920 371091 3754920 0.06431 0.04522 0.20656 0.04741
3711113754920 371111 3754920 0.06343 0.04438 0.20755 0.04745
3711313754920 371131 3754920 0.06246 0.04356 0.20863 0.04748
3711513754920 371151 3754920 0.06143 0.04276 0.20937 0.04748
3711713754920 371171 3754920 0.06035 0.042 0.20952 0.04747
3711913754920 371191 3754920 0.05923 0.04128 0.20902 0.04745
3712113754920 371211 3754920 0.0581 0.0406 0.20789 0.04741
3712313754920 371231 3754920 0.05696 0.03997 0.20615 0.04735
3712513754920 371251 3754920 0.05585 0.03939 0.20387 0.04728
3712713754920 371271 3754920 0.05476 0.03887 0.20115 0.04718
3712913754920 371291 3754920 0.05372 0.0384 0.19809 0.04707
3713113754920 371311 3754920 0.05273 0.03798 0.19474 0.04693
3713313754920 371331 3754920 0.05181 0.03762 0.19118 0.04678
3713513754920 371351 3754920 0.05096 0.03731 0.18748 0.0466
3713713754920 371371 3754920 0.05019 0.03705 0.18367 0.04641
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3713913754920 371391 3754920 0.04949 0.03684 0.17981 0.04619
3714113754920 371411 3754920 0.04888 0.03667 0.17593 0.04596
3714313754920 371431 3754920 0.04834 0.03655 0.17206 0.04571
3714513754920 371451 3754920 0.04788 0.03646 0.16821 0.04544
3714713754920 371471 3754920 0.0475 0.0364 0.16441 0.04515
3714913754920 371491 3754920 0.04719 0.03638 0.16066 0.04485
3715113754920 371511 3754920 0.04694 0.03639 0.15699 0.04454
3715313754920 371531 3754920 0.04675 0.03644 0.15339 0.04421
3715513754920 371551 3754920 0.04663 0.03652 0.14988 0.04387
3715713754920 371571 3754920 0.04655 0.03663 0.14645 0.04352
3715913754920 371591 3754920 0.04653 0.03678 0.14311 0.04316
3716113754920 371611 3754920 0.04657 0.03697 0.13987 0.04279
3716313754920 371631 3754920 0.04666 0.0372 0.13671 0.0424
3716513754920 371651 3754920 0.04681 0.03748 0.13365 0.04201
3716713754920 371671 3754920 0.04701 0.03781 0.13068 0.04161
3716913754920 371691 3754920 0.04729 0.03818 0.12781 0.04121
3717113754920 371711 3754920 0.04763 0.03861 0.12502 0.0408
3717313754920 371731 3754920 0.04804 0.03909 0.12232 0.04039
3717513754920 371751 3754920 0.04854 0.03961 0.1197 0.03999
3717713754920 371771 3754920 0.04911 0.04019 0.11716 0.03958
3717913754920 371791 3754920 0.04976 0.04081 0.11471 0.03918
3718113754920 371811 3754920 0.0505 0.04148 0.11235 0.0388
3718313754920 371831 3754920 0.05133 0.04219 0.11006 0.03842
3705713754940 370571 3754940 0.0527 0.04761 0.10037 0.03666
3705913754940 370591 3754940 0.05346 0.04804 0.10496 0.03718
3706113754940 370611 3754940 0.05424 0.04845 0.10995 0.0377
3706313754940 370631 3754940 0.05504 0.04886 0.11532 0.03822
3706513754940 370651 3754940 0.05582 0.04922 0.12086 0.03872
3706713754940 370671 3754940 0.05659 0.04952 0.1267 0.03921
3706913754940 370691 3754940 0.05731 0.04976 0.13279 0.03967
3707113754940 370711 3754940 0.05794 0.04987 0.13896 0.04007
3707313754940 370731 3754940 0.05852 0.0499 0.14514 0.04044
3707513754940 370751 3754940 0.05908 0.04989 0.15152 0.04069
3707713754940 370771 3754940 0.0596 0.04981 0.15788 0.04002
3707913754940 370791 3754940 0.06007 0.04966 0.16421 0.03964
3708113754940 370811 3754940 0.06048 0.04945 0.1701 0.03903
3708313754940 370831 3754940 0.06082 0.04915 0.17532 0.03901
3708513754940 370851 3754940 0.06108 0.04878 0.17923 0.03897
3708713754940 370871 3754940 0.06129 0.04837 0.18196 0.03894
3708913754940 370891 3754940 0.06146 0.04792 0.18385 0.03899
3709113754940 370911 3754940 0.06164 0.04749 0.18561 0.03924
3709313754940 370931 3754940 0.06177 0.04704 0.18671 0.03956
3709513754940 370951 3754940 0.0617 0.04645 0.18546 0.03966
3709713754940 370971 3754940 0.06148 0.04577 0.18284 0.03963
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3709913754940 370991 3754940 0.06133 0.0452 0.18061 0.03999
3710113754940 371011 3754940 0.06157 0.04498 0.17991 0.04406
3710313754940 371031 3754940 0.06152 0.04445 0.17719 0.0445
3710513754940 371051 3754940 0.06096 0.04371 0.1744 0.04484
3710713754940 371071 3754940 0.0603 0.04295 0.17252 0.04508
3710913754940 371091 3754940 0.05953 0.04218 0.17171 0.04514
3711113754940 371111 3754940 0.05869 0.04141 0.17179 0.04517
3711313754940 371131 3754940 0.05778 0.04066 0.17235 0.04519
3711513754940 371151 3754940 0.05682 0.03994 0.17308 0.04519
3711713754940 371171 3754940 0.05581 0.03925 0.17373 0.04518
3711913754940 371191 3754940 0.05479 0.03859 0.17415 0.04516
3712113754940 371211 3754940 0.05376 0.03798 0.17418 0.04512
3712313754940 371231 3754940 0.05273 0.0374 0.17388 0.04506
3712513754940 371251 3754940 0.05172 0.03687 0.17314 0.04499
3712713754940 371271 3754940 0.05074 0.03639 0.17204 0.0449
3712913754940 371291 3754940 0.0498 0.03595 0.17058 0.0448
3713113754940 371311 3754940 0.04891 0.03557 0.16882 0.04467
3713313754940 371331 3754940 0.04808 0.03524 0.1668 0.04453
3713513754940 371351 3754940 0.04732 0.03495 0.16458 0.04437
3713713754940 371371 3754940 0.04662 0.03471 0.16218 0.04419
3713913754940 371391 3754940 0.04599 0.03451 0.15964 0.04399
3714113754940 371411 3754940 0.04543 0.03434 0.15701 0.04378
3714313754940 371431 3754940 0.04493 0.03422 0.15429 0.04355
3714513754940 371451 3754940 0.0445 0.03412 0.15152 0.0433
3714713754940 371471 3754940 0.04415 0.03406 0.14873 0.04304
3714913754940 371491 3754940 0.04385 0.03403 0.14593 0.04277
3715113754940 371511 3754940 0.04361 0.03403 0.14312 0.04248
3715313754940 371531 3754940 0.04343 0.03406 0.14034 0.04218
3715513754940 371551 3754940 0.04331 0.03411 0.13759 0.04187
3715713754940 371571 3754940 0.04322 0.03419 0.13486 0.04155
3715913754940 371591 3754940 0.04318 0.03431 0.13217 0.04122
3716113754940 371611 3754940 0.0432 0.03446 0.12955 0.04087
3716313754940 371631 3754940 0.04325 0.03464 0.12697 0.04052
3716513754940 371651 3754940 0.04335 0.03485 0.12443 0.04016
3716713754940 371671 3754940 0.0435 0.03511 0.12194 0.0398
3716913754940 371691 3754940 0.04371 0.03541 0.11953 0.03942
3717113754940 371711 3754940 0.04396 0.03575 0.11715 0.03905
3717313754940 371731 3754940 0.04428 0.03614 0.11485 0.03867
3717513754940 371751 3754940 0.04467 0.03658 0.11262 0.03829
3717713754940 371771 3754940 0.04512 0.03705 0.11042 0.03791
3717913754940 371791 3754940 0.04564 0.03756 0.10828 0.03753
3718113754940 371811 3754940 0.04623 0.03813 0.10622 0.03716
3718313754940 371831 3754940 0.04689 0.03873 0.10421 0.0368
3705713754960 370571 3754960 0.05021 0.04516 0.09354 0.03393
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3705913754960 370591 3754960 0.05085 0.04548 0.09736 0.03414
3706113754960 370611 3754960 0.05153 0.04582 0.1016 0.03478
3706313754960 370631 3754960 0.05225 0.04617 0.10634 0.03593
3706513754960 370651 3754960 0.05294 0.04645 0.11111 0.03678
3706713754960 370671 3754960 0.05362 0.0467 0.11611 0.03758
3706913754960 370691 3754960 0.05427 0.04689 0.12123 0.0381
3707113754960 370711 3754960 0.05484 0.04698 0.12617 0.03837
3707313754960 370731 3754960 0.05535 0.04698 0.13108 0.03829
3707513754960 370751 3754960 0.05568 0.0468 0.13516 0.03665
3707713754960 370771 3754960 0.05623 0.0468 0.14053 0.03733
3707913754960 370791 3754960 0.0566 0.04662 0.14499 0.0371
3708113754960 370811 3754960 0.0569 0.04636 0.14891 0.03709
3708313754960 370831 3754960 0.05716 0.04606 0.1521 0.03711
3708513754960 370851 3754960 0.05727 0.04562 0.15357 0.0369
3708713754960 370871 3754960 0.05738 0.04519 0.15489 0.03683
3708913754960 370891 3754960 0.05744 0.04473 0.15552 0.03681
3709113754960 370911 3754960 0.0575 0.04428 0.15627 0.03697
3709313754960 370931 3754960 0.05775 0.044 0.15933 0.03775
3709513754960 370951 3754960 0.05761 0.04343 0.15833 0.03782
3709713754960 370971 3754960 0.0575 0.04291 0.15726 0.03815
3709913754960 370991 3754960 0.05776 0.04275 0.15764 0.04199
3710113754960 371011 3754960 0.05774 0.04227 0.15531 0.04276
3710313754960 371031 3754960 0.05725 0.04157 0.15249 0.04287
3710513754960 371051 3754960 0.05666 0.04086 0.15004 0.04294
3710713754960 371071 3754960 0.05598 0.04015 0.14812 0.04299
3710913754960 371091 3754960 0.05524 0.03943 0.1468 0.04303
3711113754960 371111 3754960 0.05444 0.03873 0.14615 0.04306
3711313754960 371131 3754960 0.05358 0.03804 0.14602 0.04307
3711513754960 371151 3754960 0.05269 0.03739 0.14627 0.04307
3711713754960 371171 3754960 0.05176 0.03676 0.14672 0.04306
3711913754960 371191 3754960 0.05082 0.03616 0.14721 0.04303
3712113754960 371211 3754960 0.04989 0.03561 0.14756 0.043
3712313754960 371231 3754960 0.04895 0.03508 0.14786 0.04294
3712513754960 371251 3754960 0.04804 0.03459 0.14787 0.04288
3712713754960 371271 3754960 0.04714 0.03414 0.14765 0.04279
3712913754960 371291 3754960 0.04629 0.03374 0.14715 0.0427
3713113754960 371311 3754960 0.04549 0.03339 0.14641 0.04258
3713313754960 371331 3754960 0.04474 0.03308 0.14543 0.04245
3713513754960 371351 3754960 0.04406 0.03282 0.14426 0.0423
3713713754960 371371 3754960 0.04342 0.03258 0.14289 0.04214
3713913754960 371391 3754960 0.04284 0.03239 0.14136 0.04195
3714113754960 371411 3754960 0.04233 0.03224 0.13969 0.04176
3714313754960 371431 3754960 0.04188 0.03211 0.1379 0.04155
3714513754960 371451 3754960 0.04148 0.03202 0.13601 0.04132
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Continental Grand Campus Specific Plan Construction HRA
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3714713754960 371471 3754960 0.04114 0.03195 0.13405 0.04108
3714913754960 371491 3754960 0.04086 0.03192 0.13204 0.04083
3715113754960 371511 3754960 0.04064 0.03191 0.12999 0.04056
3715313754960 371531 3754960 0.04047 0.03192 0.12792 0.04029
3715513754960 371551 3754960 0.04034 0.03196 0.12584 0.04
3715713754960 371571 3754960 0.04026 0.03202 0.12374 0.03971
3715913754960 371591 3754960 0.04021 0.03211 0.12165 0.0394
3716113754960 371611 3754960 0.04021 0.03222 0.11957 0.03909
3716313754960 371631 3754960 0.04023 0.03236 0.11748 0.03877
3716513754960 371651 3754960 0.0403 0.03253 0.11543 0.03844
3716713754960 371671 3754960 0.0404 0.03273 0.11339 0.0381
3716913754960 371691 3754960 0.04055 0.03297 0.11139 0.03776
3717113754960 371711 3754960 0.04074 0.03325 0.10942 0.03741
3717313754960 371731 3754960 0.04099 0.03356 0.10749 0.03706
3717513754960 371751 3754960 0.04129 0.03392 0.10561 0.0367
3717713754960 371771 3754960 0.04164 0.03431 0.10374 0.03635
3717913754960 371791 3754960 0.04205 0.03473 0.10192 0.03599
3718113754960 371811 3754960 0.04253 0.0352 0.10014 0.03564
3718313754960 371831 3754960 0.04306 0.03571 0.0984 0.0353
3705713754980 370571 3754980 0.04796 0.04298 0.08768 0.03247
3705913754980 370591 3754980 0.04853 0.04324 0.091 0.03278
3706113754980 370611 3754980 0.04911 0.04348 0.09451 0.03311
3706313754980 370631 3754980 0.04972 0.04375 0.0984 0.03355
3706513754980 370651 3754980 0.05031 0.04395 0.10235 0.03393
3706713754980 370671 3754980 0.05091 0.04415 0.10659 0.03486
3706913754980 370691 3754980 0.05148 0.04429 0.11084 0.0357
3707113754980 370711 3754980 0.05198 0.04434 0.1149 0.03593
3707313754980 370731 3754980 0.05241 0.04431 0.11868 0.03574
3707513754980 370751 3754980 0.05264 0.04407 0.12143 0.03491
3707713754980 370771 3754980 0.0531 0.04403 0.12567 0.03528
3707913754980 370791 3754980 0.0534 0.04384 0.1288 0.03535
3708113754980 370811 3754980 0.0536 0.04355 0.1311 0.03532
3708313754980 370831 3754980 0.05376 0.04321 0.13292 0.03526
3708513754980 370851 3754980 0.05377 0.04275 0.13323 0.03498
3708713754980 370871 3754980 0.05287 0.0423 0.13352 0.03484
3708913754980 370891 3754980 0.05291 0.04185 0.13385 0.03482
3709113754980 370911 3754980 0.05399 0.04159 0.1366 0.03552
3709313754980 370931 3754980 0.05409 0.04126 0.13839 0.0361
3709513754980 370951 3754980 0.05391 0.04072 0.1376 0.03617
3709713754980 370971 3754980 0.05402 0.04044 0.13827 0.03978
3709913754980 370991 3754980 0.05423 0.04018 0.1381 0.04033
3710113754980 371011 3754980 0.05384 0.03958 0.13595 0.04087
3710313754980 371031 3754980 0.05333 0.03893 0.1337 0.04095
3710513754980 371051 3754980 0.05275 0.03828 0.13155 0.041

Unmitigated Construction HRA-Worker (02-20-19).xlsx 95 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle
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3710713754980 371071 3754980 0.0521 0.03762 0.12962 0.04105
3710913754980 371091 3754980 0.05139 0.03696 0.12814 0.04108
3711113754980 371111 3754980 0.05063 0.03631 0.12708 0.0411
3711313754980 371131 3754980 0.04982 0.03568 0.12647 0.04111
3711513754980 371151 3754980 0.04899 0.03508 0.12622 0.0411
3711713754980 371171 3754980 0.04814 0.03451 0.12626 0.04109
3711913754980 371191 3754980 0.04727 0.03396 0.1265 0.04107
3712113754980 371211 3754980 0.04642 0.03346 0.12679 0.04103
3712313754980 371231 3754980 0.04557 0.03298 0.12714 0.04098
3712513754980 371251 3754980 0.04473 0.03253 0.12743 0.04092
3712713754980 371271 3754980 0.04392 0.03212 0.1276 0.04084
3712913754980 371291 3754980 0.04315 0.03175 0.1276 0.04075
3713113754980 371311 3754980 0.04243 0.03142 0.12743 0.04065
3713313754980 371331 3754980 0.04174 0.03112 0.12708 0.04052
3713513754980 371351 3754980 0.04111 0.03087 0.12658 0.04039
3713713754980 371371 3754980 0.04054 0.03066 0.12591 0.04023
3713913754980 371391 3754980 0.04001 0.03048 0.12509 0.04007
3714113754980 371411 3754980 0.03954 0.03033 0.12413 0.03988
3714313754980 371431 3754980 0.03913 0.03021 0.12304 0.03969
3714513754980 371451 3754980 0.03875 0.03011 0.12183 0.03948
3714713754980 371471 3754980 0.03844 0.03005 0.12055 0.03926
3714913754980 371491 3754980 0.03818 0.03001 0.11918 0.03903
3715113754980 371511 3754980 0.03797 0.02999 0.11775 0.03878
3715313754980 371531 3754980 0.0378 0.02999 0.11626 0.03853
3715513754980 371551 3754980 0.03768 0.03002 0.11474 0.03827
3715713754980 371571 3754980 0.03759 0.03006 0.11318 0.038
3715913754980 371591 3754980 0.03754 0.03013 0.11159 0.03771
3716113754980 371611 3754980 0.03752 0.03022 0.10999 0.03743
3716313754980 371631 3754980 0.03753 0.03033 0.10837 0.03713
3716513754980 371651 3754980 0.03756 0.03046 0.10674 0.03683
3716713754980 371671 3754980 0.03764 0.03062 0.10512 0.03652
3716913754980 371691 3754980 0.03775 0.03081 0.10351 0.0362
3717113754980 371711 3754980 0.0379 0.03103 0.1019 0.03588
3717313754980 371731 3754980 0.03809 0.03129 0.10032 0.03555
3717513754980 371751 3754980 0.03832 0.03158 0.09876 0.03522
3717713754980 371771 3754980 0.0386 0.03189 0.09719 0.03489
3717913754980 371791 3754980 0.03892 0.03225 0.09565 0.03456
3718113754980 371811 3754980 0.0393 0.03264 0.09415 0.03423
3718313754980 371831 3754980 0.03973 0.03306 0.09265 0.0339
3705713755000 370571 3755000 0.04591 0.041 0.0825 0.03137
3705913755000 370591 3755000 0.0464 0.04119 0.08529 0.03161
3706113755000 370611 3755000 0.04692 0.0414 0.08837 0.03195
3706313755000 370631 3755000 0.04742 0.04156 0.09151 0.03226
3706513755000 370651 3755000 0.04792 0.04171 0.09479 0.03257
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3706713755000 370671 3755000 0.04841 0.04182 0.0981 0.0329
3706913755000 370691 3755000 0.04894 0.04194 0.10178 0.03387
3707113755000 370711 3755000 0.04933 0.04192 0.10482 0.03377
3707313755000 370731 3755000 0.04966 0.04184 0.10769 0.0336
3707513755000 370751 3755000 0.0499 0.04165 0.11003 0.03352
3707713755000 370771 3755000 0.05019 0.0415 0.11269 0.03366
3707913755000 370791 3755000 0.05028 0.04116 0.11375 0.03338
3708113755000 370811 3755000 0.04931 0.0403 0.11401 0.033
3708313755000 370831 3755000 0.04944 0.04001 0.11519 0.03299
3708513755000 370851 3755000 0.04949 0.03964 0.11571 0.0329
3708713755000 370871 3755000 0.04946 0.03921 0.11558 0.03276
3708913755000 370891 3755000 0.0495 0.03883 0.11604 0.03282
3709113755000 370911 3755000 0.05077 0.03915 0.12089 0.03417
3709313755000 370931 3755000 0.05075 0.03877 0.12182 0.03458
3709513755000 370951 3755000 0.05054 0.03825 0.12125 0.03466
3709713755000 370971 3755000 0.05067 0.03805 0.12241 0.03827
3709913755000 370991 3755000 0.05072 0.03772 0.12211 0.03881
3710113755000 371011 3755000 0.05029 0.03714 0.12045 0.0391
3710313755000 371031 3755000 0.04979 0.03654 0.11869 0.03916
3710513755000 371051 3755000 0.04922 0.03593 0.1169 0.0392
3710713755000 371071 3755000 0.04859 0.03532 0.11517 0.03924
3710913755000 371091 3755000 0.04792 0.03472 0.11362 0.03926
3711113755000 371111 3755000 0.0472 0.03413 0.11238 0.03928
3711313755000 371131 3755000 0.04644 0.03355 0.11148 0.03928
3711513755000 371151 3755000 0.04567 0.033 0.11088 0.03928
3711713755000 371171 3755000 0.04488 0.03247 0.11057 0.03926
3711913755000 371191 3755000 0.04409 0.03197 0.1105 0.03924
3712113755000 371211 3755000 0.0433 0.0315 0.1106 0.03921
3712313755000 371231 3755000 0.04252 0.03107 0.11078 0.03916
3712513755000 371251 3755000 0.04177 0.03066 0.11103 0.0391
3712713755000 371271 3755000 0.04103 0.03028 0.11128 0.03903
3712913755000 371291 3755000 0.04033 0.02994 0.11147 0.03894
3713113755000 371311 3755000 0.03967 0.02963 0.11158 0.03885
3713313755000 371331 3755000 0.03904 0.02935 0.11158 0.03873
3713513755000 371351 3755000 0.03847 0.02912 0.11146 0.03861
3713713755000 371371 3755000 0.03794 0.02891 0.11122 0.03846
3713913755000 371391 3755000 0.03746 0.02874 0.11086 0.03831
3714113755000 371411 3755000 0.03703 0.02859 0.11038 0.03814
3714313755000 371431 3755000 0.03664 0.02848 0.10979 0.03796
3714513755000 371451 3755000 0.0363 0.02838 0.1091 0.03777
3714713755000 371471 3755000 0.03601 0.02832 0.1083 0.03756
3714913755000 371491 3755000 0.03576 0.02828 0.10744 0.03735
3715113755000 371511 3755000 0.03556 0.02825 0.10649 0.03712
3715313755000 371531 3755000 0.0354 0.02825 0.10547 0.03689
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3715513755000 371551 3755000 0.03528 0.02826 0.1044 0.03665
3715713755000 371571 3755000 0.03519 0.02829 0.10328 0.0364
3715913755000 371591 3755000 0.03512 0.02834 0.10212 0.03614
3716113755000 371611 3755000 0.03509 0.02841 0.10092 0.03587
3716313755000 371631 3755000 0.0351 0.0285 0.09971 0.0356
3716513755000 371651 3755000 0.03512 0.0286 0.09846 0.03532
3716713755000 371671 3755000 0.03517 0.02873 0.0972 0.03503
3716913755000 371691 3755000 0.03525 0.02888 0.09592 0.03474
3717113755000 371711 3755000 0.03536 0.02906 0.09464 0.03444
3717313755000 371731 3755000 0.03551 0.02926 0.09337 0.03414
3717513755000 371751 3755000 0.03569 0.0295 0.0921 0.03383
3717713755000 371771 3755000 0.03591 0.02976 0.09082 0.03353
3717913755000 371791 3755000 0.03616 0.03005 0.08954 0.03322
3718113755000 371811 3755000 0.03646 0.03038 0.08829 0.03291
3718313755000 371831 3755000 0.03681 0.03073 0.08704 0.0326
3705713755020 370571 3755020 0.04401 0.03918 0.07784 0.03043
3705913755020 370591 3755020 0.04442 0.0393 0.08013 0.03058
3706113755020 370611 3755020 0.0449 0.03948 0.08289 0.03094
3706313755020 370631 3755020 0.0453 0.03957 0.08536 0.03113
3706513755020 370651 3755020 0.04572 0.03965 0.08808 0.0314
3706713755020 370671 3755020 0.04614 0.03972 0.0908 0.03169
3706913755020 370691 3755020 0.04657 0.03978 0.0937 0.0323
3707113755020 370711 3755020 0.04687 0.03971 0.09602 0.03216
3707313755020 370731 3755020 0.04714 0.03959 0.09831 0.03223
3707513755020 370751 3755020 0.04727 0.03934 0.09953 0.03203
3707713755020 370771 3755020 0.0474 0.03908 0.10069 0.03189
3707913755020 370791 3755020 0.04753 0.03882 0.10198 0.03186
3708113755020 370811 3755020 0.04647 0.03793 0.10129 0.03133
3708313755020 370831 3755020 0.0465 0.0376 0.10168 0.03125
3708513755020 370851 3755020 0.0465 0.03724 0.10187 0.03117
3708713755020 370871 3755020 0.04655 0.0369 0.10235 0.03123
3708913755020 370891 3755020 0.04655 0.03653 0.10268 0.03128
3709113755020 370911 3755020 0.04775 0.03686 0.10761 0.03275
3709313755020 370931 3755020 0.04772 0.03652 0.10858 0.03325
3709513755020 370951 3755020 0.04747 0.03603 0.10809 0.0333
3709713755020 370971 3755020 0.04758 0.03585 0.1095 0.03672
3709913755020 370991 3755020 0.04751 0.03548 0.10909 0.03725
3710113755020 371011 3755020 0.04707 0.03493 0.10778 0.03744
3710313755020 371031 3755020 0.04657 0.03436 0.10638 0.03748
3710513755020 371051 3755020 0.04602 0.0338 0.1049 0.03752
3710713755020 371071 3755020 0.04541 0.03323 0.10342 0.03755
3710913755020 371091 3755020 0.04477 0.03267 0.10205 0.03757
3711113755020 371111 3755020 0.04409 0.03213 0.10077 0.03758
3711313755020 371131 3755020 0.04339 0.03161 0.09971 0.03758
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3711513755020 371151 3755020 0.04267 0.0311 0.09889 0.03758
3711713755020 371171 3755020 0.04195 0.03062 0.09832 0.03756
3711913755020 371191 3755020 0.04121 0.03016 0.09799 0.03754
3712113755020 371211 3755020 0.04049 0.02973 0.09783 0.03751
3712313755020 371231 3755020 0.03978 0.02932 0.09783 0.03746
3712513755020 371251 3755020 0.03909 0.02895 0.09793 0.03741
3712713755020 371271 3755020 0.03842 0.0286 0.0981 0.03734
3712913755020 371291 3755020 0.03778 0.02828 0.09828 0.03726
3713113755020 371311 3755020 0.03718 0.02799 0.09845 0.03717
3713313755020 371331 3755020 0.03661 0.02774 0.09857 0.03706
3713513755020 371351 3755020 0.03608 0.02751 0.09865 0.03695
3713713755020 371371 3755020 0.03559 0.02731 0.09865 0.03682
3713913755020 371391 3755020 0.03515 0.02715 0.09856 0.03667
3714113755020 371411 3755020 0.03475 0.02701 0.09839 0.03651
3714313755020 371431 3755020 0.03439 0.0269 0.09813 0.03635
3714513755020 371451 3755020 0.03408 0.02681 0.09778 0.03617
3714713755020 371471 3755020 0.03381 0.02674 0.09735 0.03598
3714913755020 371491 3755020 0.03358 0.0267 0.09684 0.03578
3715113755020 371511 3755020 0.03338 0.02667 0.09626 0.03557
3715313755020 371531 3755020 0.03323 0.02666 0.09561 0.03536
3715513755020 371551 3755020 0.0331 0.02667 0.0949 0.03513
3715713755020 371571 3755020 0.03301 0.02669 0.09413 0.0349
3715913755020 371591 3755020 0.03295 0.02672 0.09332 0.03466
3716113755020 371611 3755020 0.03291 0.02678 0.09246 0.03442
3716313755020 371631 3755020 0.0329 0.02684 0.09157 0.03417
3716513755020 371651 3755020 0.03291 0.02693 0.09064 0.03391
3716713755020 371671 3755020 0.03294 0.02703 0.08969 0.03365
3716913755020 371691 3755020 0.033 0.02715 0.08871 0.03338
3717113755020 371711 3755020 0.03309 0.02729 0.08772 0.0331
3717313755020 371731 3755020 0.0332 0.02746 0.08672 0.03282
3717513755020 371751 3755020 0.03335 0.02766 0.08571 0.03253
3717713755020 371771 3755020 0.03351 0.02787 0.08467 0.03225
3717913755020 371791 3755020 0.03371 0.02811 0.08362 0.03196
3718113755020 371811 3755020 0.03395 0.02838 0.08261 0.03167
3718313755020 371831 3755020 0.03423 0.02867 0.08158 0.03138
3705713755040 370571 3755040 0.04222 0.03747 0.07353 0.02974
3705913755040 370591 3755040 0.04255 0.03753 0.07536 0.02962
3706113755040 370611 3755040 0.04297 0.03767 0.07771 0.02996
3706313755040 370631 3755040 0.04332 0.03771 0.07984 0.03013
3706513755040 370651 3755040 0.04368 0.03776 0.08206 0.03037
3706713755040 370671 3755040 0.044 0.03775 0.08416 0.03053
3706913755040 370691 3755040 0.04436 0.03777 0.0865 0.03092
3707113755040 370711 3755040 0.04459 0.03766 0.08831 0.03091
3707313755040 370731 3755040 0.0448 0.03752 0.09001 0.03098
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3707513755040 370751 3755040 0.04488 0.03726 0.09083 0.03077
3707713755040 370771 3755040 0.04406 0.03694 0.09105 0.03046
3707913755040 370791 3755040 0.0441 0.03626 0.09168 0.03036
3708113755040 370811 3755040 0.04399 0.03586 0.09134 0.03003
3708313755040 370831 3755040 0.04396 0.03552 0.09136 0.02991
3708513755040 370851 3755040 0.04384 0.0351 0.0904 0.02971
3708713755040 370871 3755040 0.0439 0.0348 0.09144 0.02983
3708913755040 370891 3755040 0.04394 0.0345 0.09234 0.03002
3709113755040 370911 3755040 0.04498 0.03477 0.09677 0.03144
3709313755040 370931 3755040 0.04494 0.03447 0.09773 0.0323
3709513755040 370951 3755040 0.04467 0.034 0.0973 0.03245
3709713755040 370971 3755040 0.04472 0.03382 0.09865 0.03525
3709913755040 370991 3755040 0.04458 0.03343 0.09829 0.03582
3710113755040 371011 3755040 0.04414 0.03291 0.09726 0.03588
3710313755040 371031 3755040 0.04365 0.03239 0.09611 0.03592
3710513755040 371051 3755040 0.04311 0.03186 0.0949 0.03596
3710713755040 371071 3755040 0.04253 0.03133 0.09367 0.03598
3710913755040 371091 3755040 0.04192 0.03082 0.09243 0.03599
3711113755040 371111 3755040 0.04128 0.03032 0.09126 0.036
3711313755040 371131 3755040 0.04063 0.02983 0.09018 0.036
3711513755040 371151 3755040 0.03996 0.02937 0.08927 0.03599
3711713755040 371171 3755040 0.03929 0.02893 0.08856 0.03598
3711913755040 371191 3755040 0.03861 0.0285 0.08803 0.03596
3712113755040 371211 3755040 0.03794 0.0281 0.08771 0.03593
3712313755040 371231 3755040 0.03729 0.02773 0.0875 0.03588
3712513755040 371251 3755040 0.03666 0.02738 0.08743 0.03583
3712713755040 371271 3755040 0.03605 0.02706 0.08744 0.03577
3712913755040 371291 3755040 0.03547 0.02676 0.08752 0.03569
3713113755040 371311 3755040 0.03492 0.0265 0.08764 0.03561
3713313755040 371331 3755040 0.0344 0.02625 0.08778 0.03551
3713513755040 371351 3755040 0.03391 0.02604 0.08791 0.0354
3713713755040 371371 3755040 0.03346 0.02585 0.088 0.03528
3713913755040 371391 3755040 0.03305 0.02569 0.08804 0.03515
3714113755040 371411 3755040 0.03268 0.02556 0.08804 0.035
3714313755040 371431 3755040 0.03235 0.02545 0.08797 0.03485
3714513755040 371451 3755040 0.03206 0.02536 0.08784 0.03468
3714713755040 371471 3755040 0.0318 0.0253 0.08765 0.0345
3714913755040 371491 3755040 0.03159 0.02525 0.08739 0.03432
3715113755040 371511 3755040 0.0314 0.02522 0.08707 0.03413
3715313755040 371531 3755040 0.03125 0.02521 0.08669 0.03393
3715513755040 371551 3755040 0.03113 0.02521 0.08625 0.03372
3715713755040 371571 3755040 0.03104 0.02522 0.08576 0.03351
3715913755040 371591 3755040 0.03097 0.02525 0.08522 0.03329
3716113755040 371611 3755040 0.03093 0.02529 0.08463 0.03306
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3716313755040 371631 3755040 0.03091 0.02534 0.084 0.03283
3716513755040 371651 3755040 0.03091 0.02541 0.08334 0.03259
3716713755040 371671 3755040 0.03093 0.02549 0.08264 0.03235
3716913755040 371691 3755040 0.03098 0.02559 0.08192 0.0321
3717113755040 371711 3755040 0.03104 0.02571 0.08117 0.03184
3717313755040 371731 3755040 0.03113 0.02584 0.08041 0.03158
3717513755040 371751 3755040 0.03124 0.026 0.07962 0.03131
3717713755040 371771 3755040 0.03138 0.02618 0.07882 0.03105
3717913755040 371791 3755040 0.03154 0.02638 0.078 0.03078
3718113755040 371811 3755040 0.03173 0.0266 0.07718 0.0305
3718313755040 371831 3755040 0.03195 0.02685 0.07633 0.03023
3707453754274 370745 3754274 0.23306 0.35022 0.58485 0.18392
3707553754274 370755 3754274 0.24095 0.36474 0.62754 0.19043
3707653754274 370765 3754274 0.24906 0.37985 0.67546 0.19727
3707753754274 370775 3754274 0.25727 0.39535 0.72931 0.20447
3707853754274 370785 3754274 0.26546 0.41104 0.78874 0.212
3707953754274 370795 3754274 0.27469 0.42883 0.85765 0.21999
3708053754274 370805 3754274 0.28452 0.448 0.93717 0.22843
3708153754274 370815 3754274 0.29511 0.46888 1.03038 0.23739
3708253754274 370825 3754274 0.30656 0.49169 1.14108 0.24691
3708353754274 370835 3754274 0.31876 0.51631 1.2734 0.25699
3707453754284 370745 3754284 0.23509 0.34899 0.58776 0.18101
3707553754284 370755 3754284 0.24305 0.36334 0.63064 0.18731
3707653754284 370765 3754284 0.25139 0.37852 0.67875 0.19392
3707753754284 370775 3754284 0.25958 0.39361 0.73258 0.20087
3707853754284 370785 3754284 0.26778 0.40895 0.79158 0.2081
3707953754284 370795 3754284 0.27735 0.42692 0.86127 0.21582
3708053754284 370805 3754284 0.28758 0.44631 0.94196 0.22398
3708153754284 370815 3754284 0.29841 0.46708 1.03585 0.23259
3708253754284 370825 3754284 0.30987 0.48934 1.14622 0.24168
3708353754284 370835 3754284 0.32187 0.51294 1.27648 0.25127
3707453754294 370745 3754294 0.2369 0.34724 0.59013 0.17799
3707553754294 370755 3754294 0.24503 0.36153 0.63316 0.18406
3707653754294 370765 3754294 0.25353 0.37664 0.68138 0.19044
3707753754294 370775 3754294 0.26196 0.39178 0.73566 0.19715
3707853754294 370785 3754294 0.26998 0.40645 0.79416 0.2041
3707953754294 370795 3754294 0.27971 0.42423 0.86405 0.21152
3708053754294 370805 3754294 0.29003 0.44329 0.94471 0.21935
3708153754294 370815 3754294 0.30099 0.46373 1.03864 0.2276
3708253754294 370825 3754294 0.31261 0.48566 1.14911 0.2363
3708353754294 370835 3754294 0.3247 0.50874 1.27884 0.24545
3707453754304 370745 3754304 0.23842 0.34487 0.59196 0.17486
3707553754304 370755 3754304 0.24665 0.359 0.63513 0.18072
3707653754304 370765 3754304 0.25519 0.37379 0.68345 0.18687
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3707753754304 370775 3754304 0.26372 0.38873 0.73764 0.19332
3707853754304 370785 3754304 0.27193 0.40333 0.7962 0.20001
3707953754304 370795 3754304 0.28151 0.42041 0.86516 0.2071
3708053754304 370805 3754304 0.29168 0.43871 0.94454 0.21456
3708153754304 370815 3754304 0.30278 0.45882 1.03827 0.22246
3708253754304 370825 3754304 0.31446 0.48021 1.14792 0.23077
3708353754304 370835 3754304 0.32661 0.50274 1.27632 0.23948
3707453754314 370745 3754314 0.23969 0.34197 0.5933 0.17165
3707553754314 370755 3754314 0.2474 0.35493 0.63578 0.17727
3707653754314 370765 3754314 0.25544 0.36854 0.68284 0.18315
3707753754314 370775 3754314 0.26401 0.38317 0.73588 0.18931
3707853754314 370785 3754314 0.27302 0.39867 0.79571 0.19577
3707953754314 370795 3754314 0.28238 0.41496 0.86311 0.20251
3708053754314 370805 3754314 0.29251 0.43268 0.94125 0.20963
3708153754314 370815 3754314 0.30358 0.45215 1.03348 0.21716
3708253754314 370825 3754314 0.3154 0.47313 1.14219 0.22509
3708353754314 370835 3754314 0.32801 0.49572 1.27183 0.23345
3707453754324 370745 3754324 0.24071 0.3386 0.59422 0.16838
3707553754324 370755 3754324 0.24876 0.35176 0.63718 0.17381
3707653754324 370765 3754324 0.25678 0.36501 0.68428 0.17946
3707753754324 370775 3754324 0.26521 0.37903 0.73674 0.18536
3707853754324 370785 3754324 0.27417 0.39404 0.79607 0.19154
3707953754324 370795 3754324 0.28366 0.41006 0.86354 0.19801
3708053754324 370805 3754324 0.29398 0.42759 0.94218 0.20483
3708153754324 370815 3754324 0.30508 0.44655 1.03418 0.21202
3708253754324 370825 3754324 0.3169 0.4669 1.14229 0.21957
3708353754324 370835 3754324 0.32932 0.48849 1.26946 0.22748
3707453754334 370745 3754334 0.2414 0.33468 0.59469 0.16506
3707553754334 370755 3754334 0.2496 0.34774 0.63779 0.17028
3707653754334 370765 3754334 0.25775 0.36084 0.68514 0.17573
3707753754334 370775 3754334 0.26621 0.37453 0.73761 0.18139
3707853754334 370785 3754334 0.27509 0.389 0.79644 0.1873
3707953754334 370795 3754334 0.28445 0.40438 0.86306 0.19347
3708053754334 370805 3754334 0.29475 0.42135 0.94112 0.19998
3708153754334 370815 3754334 0.3059 0.43982 1.03283 0.20684
3708253754334 370825 3754334 0.31765 0.45945 1.13981 0.21401
3708353754334 370835 3754334 0.33035 0.48078 1.26837 0.22157
3707453754344 370745 3754344 0.24177 0.33027 0.59475 0.16172
3707553754344 370755 3754344 0.24996 0.34298 0.63777 0.16673
3707653754344 370765 3754344 0.25814 0.35576 0.68497 0.17195
3707753754344 370775 3754344 0.26659 0.36907 0.73722 0.17738
3707853754344 370785 3754344 0.27546 0.38314 0.79579 0.18304
3707953754344 370795 3754344 0.28427 0.39726 0.85948 0.18884
3708053754344 370805 3754344 0.29409 0.41305 0.93423 0.19497
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XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3708153754344 370815 3754344 0.30495 0.43052 1.02286 0.20145
3708253754344 370825 3754344 0.31712 0.45015 1.13104 0.20836
3708353754344 370835 3754344 0.33009 0.47118 1.26019 0.21558
3707453754354 370745 3754354 0.24185 0.32547 0.59451 0.15836
3707553754354 370755 3754354 0.24986 0.33758 0.6371 0.16317
3707653754354 370765 3754354 0.25796 0.34989 0.68382 0.16816
3707753754354 370775 3754354 0.26637 0.36277 0.7356 0.17335
3707853754354 370785 3754354 0.2753 0.37652 0.79411 0.17876
3707953754354 370795 3754354 0.28402 0.39011 0.85697 0.18429
3708053754354 370805 3754354 0.2934 0.40481 0.92885 0.19005
3708153754354 370815 3754354 0.30439 0.42193 1.01754 0.19625
3708253754354 370825 3754354 0.31623 0.44045 1.12249 0.20277
3708353754354 370835 3754354 0.32957 0.46131 1.25371 0.20971
3707453754364 370745 3754364 0.24163 0.32028 0.59398 0.155
3707553754364 370755 3754364 0.24937 0.33169 0.63591 0.1596
3707653754364 370765 3754364 0.25735 0.34351 0.68204 0.16438
3707753754364 370775 3754364 0.26579 0.35607 0.73368 0.16934
3707853754364 370785 3754364 0.27472 0.36941 0.79202 0.17451
3707953754364 370795 3754364 0.28384 0.38315 0.85662 0.17985
3708053754364 370805 3754364 0.29372 0.39806 0.93142 0.18545
3708153754364 370815 3754364 0.30473 0.41468 1.02101 0.19136
3708253754364 370825 3754364 0.31706 0.43328 1.1309 0.19763
3708353754364 370835 3754364 0.32942 0.45212 1.25565 0.20406
3707453754374 370745 3754374 0.2411 0.31472 0.5932 0.15165
3707553754374 370755 3754374 0.24882 0.3258 0.6351 0.15607
3707653754374 370765 3754374 0.25689 0.33742 0.6816 0.16065
3707753754374 370775 3754374 0.26489 0.34903 0.7317 0.16537
3707853754374 370785 3754374 0.27367 0.36179 0.78934 0.1703
3707953754374 370795 3754374 0.2831 0.37552 0.85541 0.17544
3708053754374 370805 3754374 0.29307 0.3901 0.93101 0.18079
3708153754374 370815 3754374 0.30404 0.40613 1.0209 0.18642
3708253754374 370825 3754374 0.31593 0.42355 1.12836 0.19232
3708353754374 370835 3754374 0.32807 0.44145 1.25166 0.1984
3707453754384 370745 3754384 0.24023 0.30881 0.59212 0.14832
3707553754384 370755 3754384 0.24794 0.31958 0.63408 0.15255
3707653754384 370765 3754384 0.25587 0.3307 0.6803 0.15694
3707753754384 370775 3754384 0.26383 0.34191 0.73033 0.16146
3707853754384 370785 3754384 0.27257 0.35424 0.78801 0.16617
3707953754384 370795 3754384 0.28183 0.36735 0.85357 0.17106
3708053754384 370805 3754384 0.29151 0.38108 0.92774 0.17614
3708153754384 370815 3754384 0.30218 0.39623 1.01607 0.18147
3708253754384 370825 3754384 0.31378 0.41269 1.12162 0.18704
3708353754384 370835 3754384 0.32599 0.43007 1.24604 0.19283
3707453754394 370745 3754394 0.23901 0.30258 0.59078 0.14501
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3707553754394 370755 3754394 0.24671 0.31303 0.63278 0.14906
3707653754394 370765 3754394 0.25445 0.32359 0.67865 0.15326
3707753754394 370775 3754394 0.26264 0.33478 0.72989 0.1576
3707853754394 370785 3754394 0.27112 0.34641 0.78681 0.1621
3707953754394 370795 3754394 0.28016 0.35882 0.85168 0.16675
3708053754394 370805 3754394 0.28962 0.37186 0.92514 0.17157
3708153754394 370815 3754394 0.30012 0.38629 1.01299 0.17663
3708253754394 370825 3754394 0.31156 0.402 1.11834 0.18192
3708353754394 370835 3754394 0.32346 0.4184 1.24128 0.18738
3707453754404 370745 3754404 0.23745 0.29603 0.58916 0.14174
3707553754404 370755 3754404 0.24499 0.30601 0.63092 0.14561
3707653754404 370765 3754404 0.25274 0.31628 0.67702 0.14963
3707753754404 370775 3754404 0.26083 0.32703 0.72829 0.15378
3707853754404 370785 3754404 0.26927 0.33825 0.78551 0.15808
3707953754404 370795 3754404 0.27829 0.35027 0.85102 0.16253
3708053754404 370805 3754404 0.28786 0.36302 0.92622 0.16715
3708153754404 370815 3754404 0.29807 0.37663 1.01367 0.17194
3708253754404 370825 3754404 0.30892 0.3911 1.11613 0.17691
3708353754404 370835 3754404 0.32035 0.40637 1.23651 0.18205
3707453754414 370745 3754414 0.23565 0.28935 0.5874 0.13843
3707553754414 370755 3754414 0.24297 0.29877 0.6289 0.14221
3707653754414 370765 3754414 0.25058 0.3086 0.67487 0.14604
3707753754414 370775 3754414 0.25852 0.31885 0.72595 0.15001
3707853754414 370785 3754414 0.26684 0.32962 0.78325 0.15411
3707953754414 370795 3754414 0.2757 0.34106 0.84861 0.15835
3708053754414 370805 3754414 0.28508 0.35319 0.92365 0.16274
3708153754414 370815 3754414 0.29503 0.36606 1.01062 0.16728
3708253754414 370825 3754414 0.30547 0.37955 1.11119 0.17197
3708353754414 370835 3754414 0.31655 0.39388 1.22994 0.17683
3707453754424 370745 3754424 0.23349 0.28241 0.58534 0.13509
3707553754424 370755 3754424 0.24085 0.29163 0.62703 0.13861
3707653754424 370765 3754424 0.2485 0.30123 0.67359 0.14235
3707753754424 370775 3754424 0.25602 0.31069 0.72422 0.1463
3707853754424 370785 3754424 0.26436 0.32115 0.78247 0.15021
3707953754424 370795 3754424 0.27319 0.33221 0.84904 0.15426
3708053754424 370805 3754424 0.28238 0.34373 0.92463 0.15843
3708153754424 370815 3754424 0.29193 0.3557 1.01068 0.16274
3708253754424 370825 3754424 0.30203 0.36835 1.11091 0.16718
3708353754424 370835 3754424 0.31295 0.382 1.23168 0.17178
3707453754434 370745 3754434 0.23096 0.27523 0.58299 0.13179
3707553754434 370755 3754434 0.23803 0.28386 0.62436 0.13534
3707653754434 370765 3754434 0.24538 0.29283 0.67037 0.13901
3707753754434 370775 3754434 0.25269 0.30178 0.72026 0.14266
3707853754434 370785 3754434 0.26099 0.3119 0.77902 0.14638
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3707953754434 370795 3754434 0.26982 0.32263 0.84662 0.15022
3708053754434 370805 3754434 0.27891 0.33367 0.92313 0.15418
3708153754434 370815 3754434 0.28821 0.34497 1.00953 0.15828
3708253754434 370825 3754434 0.29805 0.35691 1.11032 0.16249
3708353754434 370835 3754434 0.30868 0.36975 1.23191 0.16683
3707453754444 370745 3754444 0.22814 0.2679 0.58041 0.12853
3707553754444 370755 3754444 0.23484 0.27589 0.62133 0.13221
3707653754444 370765 3754444 0.2418 0.28418 0.66634 0.13566
3707753754444 370775 3754444 0.2491 0.29286 0.71636 0.1391
3707853754444 370785 3754444 0.2572 0.30246 0.77497 0.14263
3707953754444 370795 3754444 0.26586 0.31267 0.84273 0.14627
3708053754444 370805 3754444 0.27478 0.32319 0.91973 0.15003
3708153754444 370815 3754444 0.28385 0.33388 1.00653 0.1539
3708253754444 370825 3754444 0.29347 0.34518 1.10825 0.15789
3708353754444 370835 3754444 0.30372 0.35717 1.22966 0.16198
3707453754454 370745 3754454 0.22508 0.26052 0.5776 0.12525
3707553754454 370755 3754454 0.23176 0.26827 0.6187 0.12852
3707653754454 370765 3754454 0.23871 0.27632 0.66445 0.13197
3707753754454 370775 3754454 0.24587 0.28461 0.71527 0.13555
3707853754454 370785 3754454 0.2534 0.2933 0.7724 0.13896
3707953754454 370795 3754454 0.26167 0.3028 0.83942 0.14241
3708053754454 370805 3754454 0.27024 0.31261 0.91585 0.14597
3708153754454 370815 3754454 0.27911 0.32274 1.00336 0.14963
3708253754454 370825 3754454 0.28848 0.3334 1.10613 0.15339
3708353754454 370835 3754454 0.29831 0.34453 1.22727 0.15725
3707453754464 370745 3754464 0.22174 0.25305 0.57451 0.12202
3707553754464 370755 3754464 0.22832 0.26049 0.61541 0.12486
3707653754464 370765 3754464 0.23518 0.26821 0.66127 0.12787
3707753754464 370775 3754464 0.24225 0.27618 0.71288 0.13123
3707853754464 370785 3754464 0.24961 0.28444 0.77092 0.13478
3707953754464 370795 3754464 0.25746 0.29321 0.83741 0.13811
3708053754464 370805 3754464 0.26557 0.30224 0.91319 0.14174
3708153754464 370815 3754464 0.27418 0.31178 1.00155 0.14528
3708253754464 370825 3754464 0.28328 0.3218 1.10572 0.14884
3708353754464 370835 3754464 0.29277 0.33221 1.22861 0.15254
3707453754474 370745 3754474 0.21812 0.24551 0.57121 0.11894
3707553754474 370755 3754474 0.22446 0.25252 0.61184 0.12161
3707653754474 370765 3754474 0.23108 0.25979 0.65745 0.12443
3707753754474 370775 3754474 0.23799 0.26733 0.70895 0.12747
3707853754474 370785 3754474 0.24519 0.2752 0.76726 0.13057
3707953754474 370795 3754474 0.25273 0.28338 0.83375 0.13378
3708053754474 370805 3754474 0.26054 0.29185 0.90985 0.13726
3708153754474 370815 3754474 0.26882 0.30075 0.99852 0.1406
3708253754474 370825 3754474 0.27752 0.31004 1.10281 0.14398
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3708353754474 370835 3754474 0.28659 0.31968 1.22592 0.14758
3707453754484 370745 3754484 0.21423 0.23795 0.56779 0.11603
3707553754484 370755 3754484 0.22032 0.24453 0.60815 0.11854
3707653754484 370765 3754484 0.22669 0.25135 0.65352 0.12123
3707753754484 370775 3754484 0.23334 0.25842 0.70477 0.1241
3707853754484 370785 3754484 0.24029 0.26578 0.7628 0.12701
3707953754484 370795 3754484 0.24754 0.27344 0.82906 0.12999
3708053754484 370805 3754484 0.25508 0.28137 0.9052 0.13316
3708153754484 370815 3754484 0.263 0.28964 0.99372 0.13631
3708253754484 370825 3754484 0.27129 0.29825 1.0977 0.13952
3708353754484 370835 3754484 0.27996 0.30717 1.22089 0.14288
3707453754494 370745 3754494 0.21015 0.2304 0.56428 0.11329
3707553754494 370755 3754494 0.21601 0.23658 0.60442 0.11567
3707653754494 370765 3754494 0.22211 0.24297 0.64946 0.11817
3707753754494 370775 3754494 0.22849 0.24959 0.70041 0.12088
3707853754494 370785 3754494 0.23514 0.25645 0.75812 0.12361
3707953754494 370795 3754494 0.24209 0.26358 0.82406 0.12642
3708053754494 370805 3754494 0.24931 0.27096 0.89993 0.12938
3708153754494 370815 3754494 0.25687 0.27864 0.98818 0.13231
3708253754494 370825 3754494 0.26479 0.28661 1.09192 0.1353
3708353754494 370835 3754494 0.27308 0.29488 1.21554 0.13832
3707453754504 370745 3754504 0.20592 0.22292 0.5606 0.11068
3707553754504 370755 3754504 0.21153 0.22869 0.60059 0.11302
3707653754504 370765 3754504 0.21738 0.23465 0.64542 0.11545
3707753754504 370775 3754504 0.22345 0.24082 0.69594 0.11801
3707853754504 370785 3754504 0.2298 0.24722 0.75325 0.12056
3707953754504 370795 3754504 0.23642 0.25385 0.81876 0.12316
3708053754504 370805 3754504 0.24335 0.26074 0.89436 0.12575
3708153754504 370815 3754504 0.25056 0.26785 0.9823 0.12846
3708253754504 370825 3754504 0.25809 0.27521 1.08581 0.13121
3708353754504 370835 3754504 0.26595 0.28282 1.20919 0.13402
3707453754514 370745 3754514 0.20155 0.21555 0.55666 0.10811
3707553754514 370755 3754514 0.2069 0.22092 0.5964 0.11039
3707653754514 370765 3754514 0.21246 0.22647 0.6409 0.11278
3707753754514 370775 3754514 0.21826 0.23222 0.69105 0.11517
3707853754514 370785 3754514 0.22432 0.23818 0.74803 0.11753
3707953754514 370795 3754514 0.23065 0.24435 0.81324 0.11989
3708053754514 370805 3754514 0.23722 0.25074 0.88857 0.12221
3708153754514 370815 3754514 0.24407 0.2573 0.97612 0.12474
3708253754514 370825 3754514 0.2512 0.26408 1.07922 0.12731
3708353754514 370835 3754514 0.25864 0.27107 1.20227 0.12989
3707453754524 370745 3754524 0.19705 0.20829 0.55246 0.10562
3707553754524 370755 3754524 0.20217 0.21332 0.59193 0.10776
3707653754524 370765 3754524 0.20749 0.2185 0.63617 0.10995
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3707753754524 370775 3754524 0.21298 0.22383 0.6859 0.11232
3707853754524 370785 3754524 0.21877 0.22938 0.74266 0.11445
3707953754524 370795 3754524 0.22475 0.23507 0.80736 0.11678
3708053754524 370805 3754524 0.231 0.24098 0.88246 0.11886
3708153754524 370815 3754524 0.23747 0.24703 0.96961 0.1212
3708253754524 370825 3754524 0.24421 0.25326 1.07235 0.12354
3708353754524 370835 3754524 0.25116 0.25966 1.19492 0.12589
3707453754534 370745 3754534 0.19247 0.20118 0.54799 0.10319
3707553754534 370755 3754534 0.19731 0.20584 0.58705 0.10536
3707653754534 370765 3754534 0.20234 0.21063 0.63079 0.10753
3707753754534 370775 3754534 0.20753 0.21556 0.67982 0.10983
3707853754534 370785 3754534 0.21305 0.22072 0.73633 0.11181
3707953754534 370795 3754534 0.21872 0.22599 0.80053 0.11398
3708053754534 370805 3754534 0.22471 0.2315 0.87621 0.11547
3708153754534 370815 3754534 0.23068 0.23706 0.96273 0.11763
3708253754534 370825 3754534 0.23679 0.24276 1.06475 0.11978
3708353754534 370835 3754534 0.24327 0.2486 1.18684 0.12201
3707453754544 370745 3754544 0.18785 0.19424 0.54329 0.10076
3707553754544 370755 3754544 0.19247 0.19859 0.58214 0.10275
3707653754544 370765 3754544 0.19722 0.20304 0.62547 0.10488
3707753754544 370775 3754544 0.20218 0.20762 0.67438 0.10697
3707853754544 370785 3754544 0.20737 0.21237 0.73021 0.10896
3707953754544 370795 3754544 0.21277 0.21726 0.79447 0.11085
3708053754544 370805 3754544 0.21789 0.2222 0.86909 0.11208
3708153754544 370815 3754544 0.22353 0.22715 0.95526 0.11413
3708253754544 370825 3754544 0.22939 0.23224 1.05689 0.11621
3708353754544 370835 3754544 0.23558 0.2376 1.17837 0.11836
3707453754554 370745 3754554 0.18317 0.18747 0.53832 0.09841
3707553754554 370755 3754554 0.18761 0.19154 0.57706 0.10012
3707653754554 370765 3754554 0.19218 0.19571 0.62045 0.10193
3707753754554 370775 3754554 0.19688 0.19996 0.66928 0.10388
3707853754554 370785 3754554 0.20179 0.20435 0.72501 0.10568
3707953754554 370795 3754554 0.20685 0.20883 0.7887 0.10758
3708053754554 370805 3754554 0.21168 0.21341 0.86221 0.10911
3708153754554 370815 3754554 0.21693 0.21791 0.94803 0.11101
3708253754554 370825 3754554 0.22246 0.22259 1.04896 0.11297
3708353754554 370835 3754554 0.2281 0.22724 1.16976 0.1149
3707453754564 370745 3754564 0.17851 0.18089 0.53318 0.09603
3707553754564 370755 3754564 0.1827 0.18467 0.57161 0.09766
3707653754564 370765 3754564 0.18704 0.18853 0.61476 0.0993
3707753754564 370775 3754564 0.19149 0.19248 0.66343 0.10102
3707853754564 370785 3754564 0.1961 0.19652 0.71877 0.10274
3707953754564 370795 3754564 0.20079 0.20063 0.78205 0.10448
3708053754564 370805 3754564 0.20552 0.20484 0.85503 0.10623
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3708153754564 370815 3754564 0.2104 0.20905 0.94025 0.10799
3708253754564 370825 3754564 0.21545 0.21313 1.04064 0.10977
3708353754564 370835 3754564 0.22062 0.21722 1.16067 0.11153
3707453754574 370745 3754574 0.17387 0.17453 0.52795 0.09347
3707553754574 370755 3754574 0.17782 0.17802 0.56603 0.09505
3707653754574 370765 3754574 0.18185 0.18158 0.6087 0.09661
3707753754574 370775 3754574 0.18592 0.18522 0.65691 0.09823
3707853754574 370785 3754574 0.19019 0.18893 0.71175 0.09991
3707953754574 370795 3754574 0.19447 0.19263 0.77457 0.10154
3708053754574 370805 3754574 0.19881 0.19612 0.84692 0.10314
3708153754574 370815 3754574 0.2034 0.1998 0.93163 0.1048
3708253754574 370825 3754574 0.20814 0.20355 1.03141 0.10648
3708353754574 370835 3754574 0.21305 0.20736 1.15064 0.10817
3708453754574 370845 3754574 0.21827 0.21143 1.29556 0.10993
3708553754574 370855 3754574 0.22348 0.21529 1.47406 0.11161
3708653754574 370865 3754574 0.22885 0.21918 1.69906 0.11329
3708753754574 370875 3754574 0.2344 0.22311 1.99049 0.11496
3708853754574 370885 3754574 0.24009 0.22699 2.37996 0.11636
3708953754574 370895 3754574 0.24593 0.23083 2.92272 0.11747
3709053754574 370905 3754574 0.25198 0.23469 3.71866 0.11856
3709153754574 370915 3754574 0.25837 0.2387 4.96153 0.11995
3707453754584 370745 3754584 0.16876 0.16816 0.52163 0.09086
3707553754584 370755 3754584 0.1724 0.17128 0.55926 0.09238
3707653754584 370765 3754584 0.17597 0.17423 0.60116 0.09383
3707753754584 370775 3754584 0.17986 0.17751 0.64908 0.0954
3707853754584 370785 3754584 0.18404 0.18106 0.70391 0.09707
3707953754584 370795 3754584 0.188 0.18422 0.76605 0.09857
3708053754584 370805 3754584 0.19193 0.18724 0.83702 0.10002
3708153754584 370815 3754584 0.19622 0.19059 0.92094 0.10158
3708253754584 370825 3754584 0.20066 0.19402 1.02001 0.10296
3708353754584 370835 3754584 0.20524 0.19749 1.13837 0.10416
3708453754584 370845 3754584 0.21047 0.20161 1.28407 0.10656
3708553754584 370855 3754584 0.21531 0.20508 1.46156 0.10813
3708653754584 370865 3754584 0.2203 0.20858 1.68535 0.10946
3708753754584 370875 3754584 0.22551 0.21217 1.97512 0.11081
3708853754584 370885 3754584 0.23071 0.21556 2.36155 0.11161
3708953754584 370895 3754584 0.2359 0.21872 2.89629 0.11172
3709053754584 370905 3754584 0.24163 0.22231 3.68465 0.11319
3709153754584 370915 3754584 0.24763 0.22595 4.91547 0.1149
3707453754594 370745 3754594 0.16351 0.16135 0.51396 0.08839
3707553754594 370755 3754594 0.16707 0.1644 0.5517 0.0899
3707653754594 370765 3754594 0.17057 0.1673 0.59335 0.09134
3707753754594 370775 3754594 0.1743 0.17041 0.64116 0.09286
3707853754594 370785 3754594 0.17798 0.17336 0.69484 0.09431
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3707953754594 370795 3754594 0.1817 0.17627 0.75623 0.09556
3708053754594 370805 3754594 0.18542 0.17907 0.82678 0.09599
3708153754594 370815 3754594 0.18937 0.18207 0.90968 0.09695
3708253754594 370825 3754594 0.19359 0.18526 1.00838 0.09825
3708353754594 370835 3754594 0.19788 0.18843 1.12604 0.09952
3708453754594 370845 3754594 0.20291 0.19235 1.27206 0.10313
3708553754594 370855 3754594 0.20746 0.19553 1.44853 0.10419
3708653754594 370865 3754594 0.21207 0.19864 1.67088 0.10519
3708753754594 370875 3754594 0.21699 0.20195 1.95912 0.10668
3708853754594 370885 3754594 0.22186 0.20502 2.34288 0.10744
3708953754594 370895 3754594 0.22644 0.20758 2.86904 0.10697
3709053754594 370905 3754594 0.2319 0.21095 3.65351 0.10888
3709153754594 370915 3754594 0.23753 0.21427 4.87343 0.11106
3707453754604 370745 3754604 0.15853 0.15504 0.50632 0.08545
3707553754604 370755 3754604 0.16172 0.15768 0.54292 0.08645
3707653754604 370765 3754604 0.16502 0.16035 0.58423 0.08755
3707753754604 370775 3754604 0.16848 0.16316 0.63129 0.08891
3707853754604 370785 3754604 0.17201 0.16596 0.68481 0.09024
3707953754604 370795 3754604 0.17552 0.16866 0.74562 0.09119
3708053754604 370805 3754604 0.1789 0.17111 0.81456 0.09146
3708153754604 370815 3754604 0.18256 0.1738 0.89591 0.0925
3708253754604 370825 3754604 0.18648 0.17669 0.9934 0.09374
3708353754604 370835 3754604 0.1905 0.17957 1.10977 0.09497
3708453754604 370845 3754604 0.19554 0.18352 1.25905 0.09872
3708553754604 370855 3754604 0.19983 0.18647 1.43483 0.10008
3708653754604 370865 3754604 0.2041 0.18924 1.65557 0.101
3708753754604 370875 3754604 0.20868 0.19222 1.94201 0.10236
3708853754604 370885 3754604 0.21325 0.19503 2.32342 0.10362
3708953754604 370895 3754604 0.21761 0.19743 2.84802 0.10352
3709053754604 370905 3754604 0.22265 0.20039 3.62491 0.10533
3709153754604 370915 3754604 0.22782 0.2033 4.82992 0.1074
3707453754614 370745 3754614 0.15316 0.14843 0.49536 0.08139
3707553754614 370755 3754614 0.15607 0.15074 0.53038 0.08241
3707653754614 370765 3754614 0.1592 0.15325 0.5711 0.08357
3707753754614 370775 3754614 0.16236 0.15573 0.61672 0.08468
3707853754614 370785 3754614 0.16602 0.15873 0.67279 0.08625
3707953754614 370795 3754614 0.16935 0.16124 0.73292 0.08736
3708053754614 370805 3754614 0.17236 0.16331 0.7974 0.08803
3708153754614 370815 3754614 0.17592 0.16591 0.87859 0.08918
3708253754614 370825 3754614 0.17952 0.16848 0.97348 0.09029
3708353754614 370835 3754614 0.18313 0.17093 1.08542 0.09128
3708453754614 370845 3754614 0.18839 0.17516 1.24518 0.09482
3708553754614 370855 3754614 0.19244 0.17789 1.4204 0.09651
3708653754614 370865 3754614 0.19642 0.18038 1.63943 0.09722
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3708753754614 370875 3754614 0.20068 0.18306 1.92442 0.09879
3708853754614 370885 3754614 0.20487 0.18551 2.30235 0.09961
3708953754614 370895 3754614 0.2091 0.18783 2.82578 0.10035
3709053754614 370905 3754614 0.21369 0.19038 3.59416 0.10188
3709153754614 370915 3754614 0.2184 0.19289 4.78457 0.10364
3707453754624 370745 3754624 0.14831 0.1426 0.48512 0.07889
3707553754624 370755 3754624 0.15116 0.14487 0.52056 0.07996
3707653754624 370765 3754624 0.1541 0.14718 0.56061 0.08105
3707753754624 370775 3754624 0.15709 0.14947 0.60571 0.08211
3707853754624 370785 3754624 0.16021 0.15186 0.65797 0.08325
3707953754624 370795 3754624 0.16328 0.15411 0.71611 0.08423
3708053754624 370805 3754624 0.16606 0.15596 0.7785 0.08481
3708153754624 370815 3754624 0.16956 0.15852 0.8609 0.08608
3708253754624 370825 3754624 0.1729 0.16084 0.95406 0.0871
3708353754624 370835 3754624 0.17632 0.16313 1.06534 0.08809
3708453754624 370845 3754624 0.18144 0.1672 1.22997 0.09108
3708553754624 370855 3754624 0.18529 0.16974 1.40478 0.09273
3708653754624 370865 3754624 0.18895 0.17193 1.62187 0.0934
3708753754624 370875 3754624 0.19294 0.17437 1.90541 0.09505
3708853754624 370885 3754624 0.1969 0.17662 2.28149 0.09615
3708953754624 370895 3754624 0.20086 0.17873 2.80178 0.09701
3709053754624 370905 3754624 0.20501 0.18089 3.56175 0.09838
3709153754624 370915 3754624 0.20933 0.18307 4.73907 0.10003
3707453754634 370745 3754634 0.1436 0.13704 0.47476 0.07647
3707553754634 370755 3754634 0.14633 0.13919 0.51009 0.07753
3707653754634 370765 3754634 0.14903 0.14125 0.54871 0.07849
3707753754634 370775 3754634 0.15166 0.14317 0.59122 0.0793
3707853754634 370785 3754634 0.15453 0.14529 0.64154 0.08029
3707953754634 370795 3754634 0.15751 0.14748 0.70023 0.08134
3708053754634 370805 3754634 0.15621 0.1492 0.76195 0.08192
3708153754634 370815 3754634 0.15902 0.15124 0.8386 0.08281
3708253754634 370825 3754634 0.16202 0.15335 0.93021 0.08378
3708353754634 370835 3754634 0.16505 0.15542 1.03908 0.0847
3708453754634 370845 3754634 0.17476 0.15968 1.21381 0.08791
3708553754634 370855 3754634 0.17838 0.16201 1.38796 0.08939
3708653754634 370865 3754634 0.18178 0.16398 1.60356 0.09002
3708753754634 370875 3754634 0.18548 0.16616 1.88532 0.09153
3708853754634 370885 3754634 0.18918 0.16819 2.25931 0.09279
3708953754634 370895 3754634 0.1929 0.17011 2.77655 0.09391
3709053754634 370905 3754634 0.19669 0.17197 3.52917 0.09488
3709153754634 370915 3754634 0.20061 0.17381 4.69321 0.09636
3707453754644 370745 3754644 0.1354 0.12793 0.46185 0.07384
3707553754644 370755 3754644 0.13685 0.12886 0.49031 0.07415
3707653754644 370765 3754644 0.13927 0.13075 0.52776 0.07507
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3707753754644 370775 3754644 0.1424 0.1333 0.57472 0.0764
3707853754644 370785 3754644 0.14532 0.13559 0.62634 0.07758
3707953754644 370795 3754644 0.14795 0.13752 0.68297 0.0785
3708053754644 370805 3754644 0.15008 0.13891 0.74366 0.07904
3708153754644 370815 3754644 0.15202 0.14007 0.81193 0.07943
3708253754644 370825 3754644 0.15473 0.14191 0.89972 0.08026
3708353754644 370835 3754644 0.1577 0.14393 1.00695 0.08122
3708453754644 370845 3754644 0.16826 0.15251 1.19539 0.08502
3708553754644 370855 3754644 0.17173 0.15471 1.37004 0.08629
3708653754644 370865 3754644 0.17492 0.1565 1.58457 0.08716
3708753754644 370875 3754644 0.17835 0.15844 1.86468 0.08841
3708853754644 370885 3754644 0.18175 0.16022 2.23591 0.08946
3708953754644 370895 3754644 0.18521 0.16193 2.74981 0.09051
3709053754644 370905 3754644 0.18873 0.16358 3.49676 0.09183
3709153754644 370915 3754644 0.19228 0.16511 4.64825 0.09287
3707453754654 370745 3754654 0.13098 0.1231 0.45285 0.07179
3707553754654 370755 3754654 0.13254 0.12416 0.48194 0.07221
3707653754654 370765 3754654 0.13481 0.12588 0.51885 0.07306
3707753754654 370775 3754654 0.13722 0.12771 0.56117 0.07397
3707853754654 370785 3754654 0.13988 0.12974 0.61109 0.07501
3707953754654 370795 3754654 0.14233 0.1315 0.66665 0.07587
3708053754654 370805 3754654 0.14433 0.13278 0.72611 0.07638
3708153754654 370815 3754654 0.14678 0.13444 0.79968 0.07716
3708253754654 370825 3754654 0.14928 0.13607 0.88599 0.07791
3708353754654 370835 3754654 0.152 0.13785 0.99189 0.07877
3708453754654 370845 3754654 0.16205 0.14575 1.17521 0.08229
3708553754654 370855 3754654 0.1653 0.14776 1.35064 0.08353
3708653754654 370865 3754654 0.16842 0.14953 1.56591 0.08453
3708753754654 370875 3754654 0.17162 0.15127 1.84451 0.08574
3708853754654 370885 3754654 0.17478 0.15285 2.21386 0.08686
3708953754654 370895 3754654 0.17797 0.15435 2.72456 0.08799
3709053754654 370905 3754654 0.18121 0.15578 3.46513 0.08913
3709153754654 370915 3754654 0.18445 0.15709 4.6036 0.09028
3707453754664 370745 3754664 0.12687 0.11865 0.44445 0.06991
3707553754664 370755 3754664 0.12842 0.1197 0.47351 0.07036
3707653754664 370765 3754664 0.13048 0.12123 0.50929 0.07111
3707753754664 370775 3754664 0.13263 0.12279 0.55009 0.07189
3707853754664 370785 3754664 0.13504 0.12458 0.5985 0.07281
3707953754664 370795 3754664 0.13712 0.12598 0.65113 0.07346
3708053754664 370805 3754664 0.13943 0.12755 0.71368 0.07424
3708153754664 370815 3754664 0.14172 0.12905 0.78631 0.07496
3708253754664 370825 3754664 0.14401 0.13049 0.8712 0.07563
3708353754664 370835 3754664 0.14656 0.13211 0.97608 0.07644
3708453754664 370845 3754664 0.15605 0.13934 1.15344 0.07965

Unmitigated Construction HRA-Worker (02-20-19).xlsx 111 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

AERMOD Concentrations
455 Offroad 1955 Offroad Haul Idle

XY X Y AERMOD Concentration (ug/m3) @ 1g/s
3708553754664 370855 3754664 0.15909 0.14116 1.32816 0.08084
3708653754664 370865 3754664 0.16205 0.14279 1.54386 0.08185
3708753754664 370875 3754664 0.16502 0.14434 1.82089 0.08283
3708853754664 370885 3754664 0.16798 0.14578 2.18883 0.08403
3708953754664 370895 3754664 0.17093 0.1471 2.69714 0.08498
3709053754664 370905 3754664 0.17388 0.14831 3.43377 0.08616
3709153754664 370915 3754664 0.17686 0.14943 4.56511 0.08708
371174.863754349.87 371174.9 3754350 3.68366 8.82428 1.07719 0.58524
371172.533754117.07 371172.5 3754117 0.74769 5.62137 11.38116 17.77313
371264.363754116.05 371264.4 3754116 0.74093 5.16537 11.48179 63.32968
371265.013754192.26 371265 3754192 2.00592 18.30991 2.40365 5.75378
371315.63754191.6 371315.6 3754192 1.77449 10.86689 2.3085 6.73139
371314.953754150.28 371315 3754150 0.95581 7.99975 5.51425 23.83757
371379.043754149.02 371379 3754149 0.64306 3.45045 4.95574 22.67822
371394.323754135.4 371394.3 3754135 0.4984 2.42805 7.08443 35.35903
371394.673754113.78 371394.7 3754114 0.4006 1.62907 9.09374 57.98309
371409.193754113.9 371409.2 3754114 0.36697 1.47275 8.75041 49.34721
371410.873754303.95 371410.9 3754304 31.55096 4.75605 0.66421 0.95736
371397.233754347.91 371397.2 3754348 31.83669 4.3537 0.56611 0.60061

Unmitigated Construction HRA-Worker (02-20-19).xlsx 112 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

HHDT Trucks

Construction Phase Start End Workdays
Vendor Trip 

Number (In/Out)
Hauling Trip 

Number (In/Out)

Haul Trips 
per day 
(In/Out)

Total HHDT 
Trips per day 

(In/Out)
455 Continental 

Demolition 2/1/2021 2/15/2021 13 0 44 4 4
Site Preparation/Grading/Excavation 2/16/2021 7/15/2021 129 0 432 4 4
Building Construction 7/16/2021 9/15/2022 366 126 0 0 126
Paving 4/1/2022 7/31/2022 104 0 0 0 0
Architectural Coating 3/1/2022 9/15/2022 171 0 0 0 0

1955 Grand
Demolition 10/1/2022 1/31/2023 105 0 2578 26 26
Site Preparation/Grading/Excavation 2/1/2023 3/31/2023 51 0 445 10 10
Building Construction 4/1/2023 3/31/2024 313 60 0 0 60
Paving 10/1/2023 3/31/2024 156 0 0 0 0
Architectural Coating 11/1/2023 2/28/2024 103 0 0 0 0
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Continental Grand Campus Specific Plan Construction HRA

3rd Tri 0 <  2 2 < 16 16+

DBR
Daily Breathing Rate (L/kg 
(body weight) per day) 361 1090 572 230

A
Inhalation absorption 
factor (default = 1). 1 1 1 1

EF
Exposure Frequency 
(days/year) 0.68 0.68 0.68 0.68

ED Exposure Duration (years) 0.25 2 14 3.161643836

WAF Worker Adjustment Factor 4.20 4.20 4.20 3.5

AT
Averaged Exposure Time 
Period (years) 70 70 70 70

ASF Age Sensitvity Factor 10 10 3 1
CF Conversion Factor 1.00E-06 1.00E-06 1.00E-06 1.00E-06
DOSE

CPF
Cancer Potency Factor 
(mg/kg-day)-1 1.1 1.1 1.1 1.1

Diesel Particulate Matter
CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

370571 3753660 5.43E-04 7.40E-04 1.37E-06 2.68E-07 4.28E-07 1.21E-07 370571.00 3753660.00 3.00E-07 4.08E-07 7.58E-10 1.48E-10 2.36E-10 6.68E-11
370591 3753660 5.52E-04 7.55E-04 1.41E-06 2.75E-07 4.44E-07 1.26E-07 370591.00 3753660.00 3.05E-07 4.16E-07 7.77E-10 1.52E-10 2.45E-10 6.93E-11
370611 3753660 5.61E-04 7.69E-04 1.45E-06 2.82E-07 4.61E-07 1.31E-07 370611.00 3753660.00 3.09E-07 4.24E-07 7.98E-10 1.55E-10 2.54E-10 7.20E-11
370631 3753660 5.67E-04 7.78E-04 1.48E-06 2.89E-07 4.78E-07 1.35E-07 370631.00 3753660.00 3.12E-07 4.29E-07 8.18E-10 1.59E-10 2.63E-10 7.46E-11
370651 3753660 5.75E-04 7.91E-04 1.52E-06 2.96E-07 4.96E-07 1.40E-07 370651.00 3753660.00 3.17E-07 4.36E-07 8.38E-10 1.63E-10 2.73E-10 7.74E-11
370671 3753660 5.82E-04 8.04E-04 1.56E-06 3.03E-07 5.14E-07 1.46E-07 370671.00 3753660.00 3.21E-07 4.43E-07 8.57E-10 1.67E-10 2.84E-10 8.03E-11
370691 3753660 5.90E-04 8.16E-04 1.59E-06 3.10E-07 5.34E-07 1.51E-07 370691.00 3753660.00 3.25E-07 4.50E-07 8.77E-10 1.71E-10 2.94E-10 8.34E-11
370711 3753660 5.97E-04 8.27E-04 1.63E-06 3.17E-07 5.55E-07 1.57E-07 370711.00 3753660.00 3.29E-07 4.56E-07 8.97E-10 1.75E-10 3.06E-10 8.66E-11
370731 3753660 6.04E-04 8.39E-04 1.66E-06 3.24E-07 5.76E-07 1.63E-07 370731.00 3753660.00 3.33E-07 4.62E-07 9.16E-10 1.78E-10 3.17E-10 8.99E-11
370751 3753660 6.10E-04 8.49E-04 1.69E-06 3.30E-07 5.98E-07 1.69E-07 370751.00 3753660.00 3.36E-07 4.68E-07 9.34E-10 1.82E-10 3.29E-10 9.33E-11
370771 3753660 6.16E-04 8.58E-04 1.73E-06 3.37E-07 6.20E-07 1.76E-07 370771.00 3753660.00 3.40E-07 4.73E-07 9.52E-10 1.86E-10 3.42E-10 9.69E-11
370791 3753660 6.21E-04 8.67E-04 1.76E-06 3.43E-07 6.44E-07 1.82E-07 370791.00 3753660.00 3.43E-07 4.78E-07 9.70E-10 1.89E-10 3.55E-10 1.01E-10
370811 3753660 6.27E-04 8.75E-04 1.79E-06 3.48E-07 6.68E-07 1.89E-07 370811.00 3753660.00 3.46E-07 4.83E-07 9.86E-10 1.92E-10 3.68E-10 1.04E-10
370831 3753660 6.33E-04 8.85E-04 1.81E-06 3.52E-07 6.91E-07 1.96E-07 370831.00 3753660.00 3.49E-07 4.88E-07 9.96E-10 1.94E-10 3.81E-10 1.08E-10
370851 3753660 6.33E-04 8.82E-04 1.84E-06 3.59E-07 7.16E-07 2.03E-07 370851.00 3753660.00 3.49E-07 4.86E-07 1.01E-09 1.98E-10 3.95E-10 1.12E-10
370871 3753660 6.36E-04 8.85E-04 1.86E-06 3.63E-07 7.41E-07 2.10E-07 370871.00 3753660.00 3.51E-07 4.88E-07 1.03E-09 2.00E-10 4.09E-10 1.16E-10
370891 3753660 6.38E-04 8.86E-04 1.88E-06 3.67E-07 7.67E-07 2.17E-07 370891.00 3753660.00 3.52E-07 4.89E-07 1.04E-09 2.02E-10 4.23E-10 1.20E-10
370911 3753660 6.40E-04 8.85E-04 1.90E-06 3.70E-07 7.92E-07 2.24E-07 370911.00 3753660.00 3.53E-07 4.88E-07 1.05E-09 2.04E-10 4.37E-10 1.24E-10
370931 3753660 6.39E-04 8.79E-04 1.92E-06 3.74E-07 8.17E-07 2.31E-07 370931.00 3753660.00 3.52E-07 4.85E-07 1.06E-09 2.06E-10 4.51E-10 1.28E-10
370951 3753660 6.38E-04 8.72E-04 1.93E-06 3.76E-07 8.42E-07 2.39E-07 370951.00 3753660.00 3.52E-07 4.81E-07 1.06E-09 2.07E-10 4.64E-10 1.32E-10
370971 3753660 6.35E-04 8.63E-04 1.94E-06 3.78E-07 8.66E-07 2.45E-07 370971.00 3753660.00 3.50E-07 4.76E-07 1.07E-09 2.09E-10 4.78E-10 1.35E-10
370991 3753660 6.33E-04 8.53E-04 1.94E-06 3.79E-07 8.90E-07 2.52E-07 370991.00 3753660.00 3.49E-07 4.70E-07 1.07E-09 2.09E-10 4.91E-10 1.39E-10
371011 3753660 6.27E-04 8.38E-04 1.87E-06 3.64E-07 9.07E-07 2.57E-07 371011.00 3753660.00 3.46E-07 4.62E-07 1.03E-09 2.01E-10 5.00E-10 1.42E-10
371031 3753660 6.21E-04 8.20E-04 1.86E-06 3.63E-07 9.38E-07 2.66E-07 371031.00 3753660.00 3.43E-07 4.52E-07 1.03E-09 2.00E-10 5.17E-10 1.46E-10
371051 3753660 6.16E-04 8.03E-04 1.85E-06 3.60E-07 9.35E-07 2.65E-07 371051.00 3753660.00 3.40E-07 4.43E-07 1.02E-09 1.99E-10 5.16E-10 1.46E-10
371071 3753660 6.10E-04 7.85E-04 1.86E-06 3.62E-07 9.45E-07 2.68E-07 371071.00 3753660.00 3.37E-07 4.33E-07 1.02E-09 2.00E-10 5.21E-10 1.48E-10
371091 3753660 6.02E-04 7.62E-04 1.86E-06 3.62E-07 9.61E-07 2.72E-07 371091.00 3753660.00 3.32E-07 4.20E-07 1.02E-09 2.00E-10 5.30E-10 1.50E-10
371111 3753660 5.92E-04 7.36E-04 1.85E-06 3.60E-07 9.75E-07 2.76E-07 371111.00 3753660.00 3.26E-07 4.06E-07 1.02E-09 1.99E-10 5.38E-10 1.52E-10
371131 3753660 5.81E-04 7.09E-04 1.84E-06 3.58E-07 9.86E-07 2.79E-07 371131.00 3753660.00 3.20E-07 3.91E-07 1.01E-09 1.97E-10 5.44E-10 1.54E-10
371151 3753660 5.69E-04 6.82E-04 1.83E-06 3.56E-07 9.96E-07 2.82E-07 371151.00 3753660.00 3.13E-07 3.76E-07 1.01E-09 1.96E-10 5.49E-10 1.56E-10
371171 3753660 5.55E-04 6.52E-04 1.81E-06 3.52E-07 1.00E-06 2.84E-07 371171.00 3753660.00 3.06E-07 3.60E-07 9.96E-10 1.94E-10 5.52E-10 1.56E-10
371191 3753660 5.40E-04 6.22E-04 1.78E-06 3.47E-07 1.00E-06 2.85E-07 371191.00 3753660.00 2.98E-07 3.43E-07 9.82E-10 1.91E-10 5.54E-10 1.57E-10
371211 3753660 5.23E-04 5.92E-04 1.75E-06 3.42E-07 1.00E-06 2.85E-07 371211.00 3753660.00 2.89E-07 3.26E-07 9.67E-10 1.89E-10 5.54E-10 1.57E-10
371231 3753660 5.06E-04 5.62E-04 1.72E-06 3.36E-07 1.00E-06 2.84E-07 371231.00 3753660.00 2.79E-07 3.10E-07 9.50E-10 1.85E-10 5.52E-10 1.56E-10
371251 3753660 4.88E-04 5.32E-04 1.69E-06 3.29E-07 9.94E-07 2.82E-07 371251.00 3753660.00 2.69E-07 2.93E-07 9.32E-10 1.82E-10 5.48E-10 1.55E-10

= [CONC × WAF x DBR × A × EF × CF]  (mg/kg-day)

Parameter Age Bins

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371271 3753660 4.71E-04 5.04E-04 1.66E-06 3.24E-07 9.89E-07 2.80E-07 371271.00 3753660.00 2.60E-07 2.78E-07 9.17E-10 1.79E-10 5.46E-10 1.55E-10
371291 3753660 4.52E-04 4.77E-04 1.63E-06 3.18E-07 9.82E-07 2.78E-07 371291.00 3753660.00 2.49E-07 2.63E-07 9.00E-10 1.75E-10 5.42E-10 1.53E-10
371311 3753660 4.33E-04 4.52E-04 1.60E-06 3.11E-07 9.71E-07 2.75E-07 371311.00 3753660.00 2.39E-07 2.49E-07 8.80E-10 1.72E-10 5.36E-10 1.52E-10
371331 3753660 4.14E-04 4.28E-04 1.56E-06 3.03E-07 9.57E-07 2.71E-07 371331.00 3753660.00 2.29E-07 2.36E-07 8.59E-10 1.67E-10 5.27E-10 1.49E-10
371351 3753660 3.96E-04 4.07E-04 1.52E-06 2.95E-07 9.39E-07 2.66E-07 371351.00 3753660.00 2.18E-07 2.24E-07 8.36E-10 1.63E-10 5.18E-10 1.47E-10
371371 3753660 3.78E-04 3.87E-04 1.47E-06 2.87E-07 9.20E-07 2.61E-07 371371.00 3753660.00 2.08E-07 2.13E-07 8.13E-10 1.58E-10 5.07E-10 1.44E-10
371391 3753660 3.60E-04 3.69E-04 1.43E-06 2.79E-07 9.02E-07 2.56E-07 371391.00 3753660.00 1.98E-07 2.03E-07 7.91E-10 1.54E-10 4.97E-10 1.41E-10
371411 3753660 3.43E-04 3.52E-04 1.39E-06 2.72E-07 8.84E-07 2.50E-07 371411.00 3753660.00 1.89E-07 1.94E-07 7.69E-10 1.50E-10 4.87E-10 1.38E-10
371431 3753660 3.27E-04 3.37E-04 1.35E-06 2.63E-07 8.60E-07 2.44E-07 371431.00 3753660.00 1.80E-07 1.86E-07 7.45E-10 1.45E-10 4.74E-10 1.34E-10
371451 3753660 3.12E-04 3.24E-04 1.30E-06 2.54E-07 8.32E-07 2.36E-07 371451.00 3753660.00 1.72E-07 1.79E-07 7.19E-10 1.40E-10 4.59E-10 1.30E-10
371471 3753660 2.98E-04 3.11E-04 1.27E-06 2.47E-07 8.13E-07 2.30E-07 371471.00 3753660.00 1.64E-07 1.72E-07 6.99E-10 1.36E-10 4.48E-10 1.27E-10
371491 3753660 2.85E-04 2.99E-04 1.23E-06 2.39E-07 7.88E-07 2.23E-07 371491.00 3753660.00 1.57E-07 1.65E-07 6.76E-10 1.32E-10 4.35E-10 1.23E-10
371511 3753660 2.73E-04 2.88E-04 1.19E-06 2.31E-07 7.62E-07 2.16E-07 371511.00 3753660.00 1.50E-07 1.59E-07 6.54E-10 1.27E-10 4.20E-10 1.19E-10
371531 3753660 2.62E-04 2.78E-04 1.14E-06 2.23E-07 7.35E-07 2.08E-07 371531.00 3753660.00 1.44E-07 1.53E-07 6.31E-10 1.23E-10 4.05E-10 1.15E-10
371551 3753660 2.52E-04 2.68E-04 1.10E-06 2.15E-07 7.07E-07 2.00E-07 371551.00 3753660.00 1.39E-07 1.48E-07 6.09E-10 1.19E-10 3.90E-10 1.10E-10
371571 3753660 2.42E-04 2.58E-04 1.06E-06 2.07E-07 6.80E-07 1.92E-07 371571.00 3753660.00 1.34E-07 1.42E-07 5.87E-10 1.14E-10 3.75E-10 1.06E-10
371591 3753660 2.34E-04 2.49E-04 1.03E-06 2.00E-07 6.52E-07 1.85E-07 371591.00 3753660.00 1.29E-07 1.37E-07 5.65E-10 1.10E-10 3.59E-10 1.02E-10
371611 3753660 2.26E-04 2.40E-04 9.88E-07 1.93E-07 6.25E-07 1.77E-07 371611.00 3753660.00 1.25E-07 1.32E-07 5.45E-10 1.06E-10 3.44E-10 9.76E-11
371631 3753660 2.19E-04 2.31E-04 9.51E-07 1.85E-07 5.98E-07 1.69E-07 371631.00 3753660.00 1.21E-07 1.27E-07 5.24E-10 1.02E-10 3.30E-10 9.34E-11
371651 3753660 2.12E-04 2.23E-04 9.16E-07 1.78E-07 5.72E-07 1.62E-07 371651.00 3753660.00 1.17E-07 1.23E-07 5.05E-10 9.84E-11 3.15E-10 8.94E-11
371671 3753660 2.06E-04 2.15E-04 8.82E-07 1.72E-07 5.47E-07 1.55E-07 371671.00 3753660.00 1.13E-07 1.18E-07 4.86E-10 9.48E-11 3.02E-10 8.54E-11
371691 3753660 1.99E-04 2.07E-04 8.50E-07 1.66E-07 5.23E-07 1.48E-07 371691.00 3753660.00 1.10E-07 1.14E-07 4.68E-10 9.13E-11 2.88E-10 8.16E-11
371711 3753660 1.93E-04 1.99E-04 8.18E-07 1.59E-07 4.99E-07 1.41E-07 371711.00 3753660.00 1.07E-07 1.10E-07 4.51E-10 8.79E-11 2.75E-10 7.79E-11
371731 3753660 1.88E-04 1.92E-04 7.89E-07 1.54E-07 4.77E-07 1.35E-07 371731.00 3753660.00 1.03E-07 1.06E-07 4.35E-10 8.47E-11 2.63E-10 7.44E-11
371751 3753660 1.82E-04 1.85E-04 7.61E-07 1.48E-07 4.55E-07 1.29E-07 371751.00 3753660.00 1.00E-07 1.02E-07 4.19E-10 8.17E-11 2.51E-10 7.11E-11
371771 3753660 1.77E-04 1.79E-04 7.33E-07 1.43E-07 4.35E-07 1.23E-07 371771.00 3753660.00 9.77E-08 9.87E-08 4.04E-10 7.88E-11 2.40E-10 6.80E-11
371791 3753660 1.72E-04 1.73E-04 7.08E-07 1.38E-07 4.16E-07 1.18E-07 371791.00 3753660.00 9.48E-08 9.52E-08 3.90E-10 7.61E-11 2.29E-10 6.50E-11
371811 3753660 1.66E-04 1.66E-04 6.84E-07 1.33E-07 3.97E-07 1.13E-07 371811.00 3753660.00 9.15E-08 9.16E-08 3.77E-10 7.35E-11 2.19E-10 6.21E-11
371831 3753660 1.61E-04 1.60E-04 6.61E-07 1.29E-07 3.80E-07 1.08E-07 371831.00 3753660.00 8.87E-08 8.85E-08 3.65E-10 7.10E-11 2.10E-10 5.94E-11
370571 3753680 5.62E-04 7.70E-04 1.44E-06 2.80E-07 4.40E-07 1.25E-07 370571.00 3753680.00 3.10E-07 4.25E-07 7.92E-10 1.54E-10 2.42E-10 6.87E-11
370591 3753680 5.73E-04 7.87E-04 1.48E-06 2.88E-07 4.57E-07 1.29E-07 370591.00 3753680.00 3.16E-07 4.34E-07 8.14E-10 1.59E-10 2.52E-10 7.13E-11
370611 3753680 5.82E-04 8.03E-04 1.52E-06 2.96E-07 4.75E-07 1.35E-07 370611.00 3753680.00 3.21E-07 4.43E-07 8.38E-10 1.63E-10 2.62E-10 7.42E-11
370631 3753680 5.88E-04 8.13E-04 1.56E-06 3.04E-07 4.93E-07 1.40E-07 370631.00 3753680.00 3.24E-07 4.48E-07 8.59E-10 1.67E-10 2.72E-10 7.70E-11
370651 3753680 5.97E-04 8.29E-04 1.60E-06 3.12E-07 5.12E-07 1.45E-07 370651.00 3753680.00 3.29E-07 4.57E-07 8.82E-10 1.72E-10 2.82E-10 8.00E-11
370671 3753680 6.06E-04 8.43E-04 1.64E-06 3.19E-07 5.33E-07 1.51E-07 370671.00 3753680.00 3.34E-07 4.65E-07 9.04E-10 1.76E-10 2.94E-10 8.32E-11
370691 3753680 6.15E-04 8.58E-04 1.68E-06 3.27E-07 5.54E-07 1.57E-07 370691.00 3753680.00 3.39E-07 4.73E-07 9.26E-10 1.81E-10 3.06E-10 8.65E-11
370711 3753680 6.23E-04 8.72E-04 1.72E-06 3.35E-07 5.76E-07 1.63E-07 370711.00 3753680.00 3.44E-07 4.81E-07 9.49E-10 1.85E-10 3.18E-10 9.00E-11
370731 3753680 6.31E-04 8.85E-04 1.76E-06 3.43E-07 6.00E-07 1.70E-07 370731.00 3753680.00 3.48E-07 4.88E-07 9.71E-10 1.89E-10 3.31E-10 9.37E-11
370751 3753680 6.39E-04 8.98E-04 1.80E-06 3.51E-07 6.24E-07 1.77E-07 370751.00 3753680.00 3.52E-07 4.95E-07 9.92E-10 1.93E-10 3.44E-10 9.75E-11
370771 3753680 6.46E-04 9.10E-04 1.84E-06 3.58E-07 6.49E-07 1.84E-07 370771.00 3753680.00 3.56E-07 5.02E-07 1.01E-09 1.97E-10 3.58E-10 1.01E-10
370791 3753680 6.53E-04 9.21E-04 1.87E-06 3.65E-07 6.75E-07 1.91E-07 370791.00 3753680.00 3.60E-07 5.08E-07 1.03E-09 2.01E-10 3.72E-10 1.05E-10
370811 3753680 6.59E-04 9.31E-04 1.91E-06 3.72E-07 7.02E-07 1.99E-07 370811.00 3753680.00 3.63E-07 5.13E-07 1.05E-09 2.05E-10 3.87E-10 1.10E-10
370831 3753680 6.64E-04 9.38E-04 1.94E-06 3.78E-07 7.29E-07 2.07E-07 370831.00 3753680.00 3.66E-07 5.17E-07 1.07E-09 2.09E-10 4.02E-10 1.14E-10
370851 3753680 6.69E-04 9.44E-04 1.97E-06 3.84E-07 7.57E-07 2.15E-07 370851.00 3753680.00 3.69E-07 5.21E-07 1.09E-09 2.12E-10 4.18E-10 1.18E-10
370871 3753680 6.73E-04 9.49E-04 2.00E-06 3.89E-07 7.86E-07 2.23E-07 370871.00 3753680.00 3.71E-07 5.23E-07 1.10E-09 2.15E-10 4.33E-10 1.23E-10
370891 3753680 6.77E-04 9.53E-04 2.02E-06 3.93E-07 8.15E-07 2.31E-07 370891.00 3753680.00 3.73E-07 5.25E-07 1.11E-09 2.17E-10 4.49E-10 1.27E-10
370911 3753680 6.78E-04 9.52E-04 2.04E-06 3.97E-07 8.44E-07 2.39E-07 370911.00 3753680.00 3.74E-07 5.25E-07 1.12E-09 2.19E-10 4.65E-10 1.32E-10
370931 3753680 6.78E-04 9.47E-04 2.06E-06 4.02E-07 8.73E-07 2.47E-07 370931.00 3753680.00 3.74E-07 5.22E-07 1.14E-09 2.22E-10 4.81E-10 1.36E-10
370951 3753680 6.77E-04 9.41E-04 2.08E-06 4.05E-07 9.02E-07 2.56E-07 370951.00 3753680.00 3.74E-07 5.19E-07 1.15E-09 2.23E-10 4.97E-10 1.41E-10
370971 3753680 6.76E-04 9.32E-04 2.09E-06 4.08E-07 9.31E-07 2.64E-07 370971.00 3753680.00 3.73E-07 5.14E-07 1.15E-09 2.25E-10 5.13E-10 1.45E-10
370991 3753680 6.76E-04 9.26E-04 2.08E-06 4.06E-07 9.52E-07 2.70E-07 370991.00 3753680.00 3.73E-07 5.10E-07 1.15E-09 2.24E-10 5.25E-10 1.49E-10
371011 3753680 6.67E-04 9.04E-04 2.02E-06 3.94E-07 9.97E-07 2.82E-07 371011.00 3753680.00 3.68E-07 4.99E-07 1.11E-09 2.17E-10 5.50E-10 1.56E-10
371031 3753680 6.62E-04 8.88E-04 2.01E-06 3.92E-07 1.01E-06 2.86E-07 371031.00 3753680.00 3.65E-07 4.90E-07 1.11E-09 2.16E-10 5.58E-10 1.58E-10
371051 3753680 6.57E-04 8.70E-04 2.00E-06 3.90E-07 1.00E-06 2.85E-07 371051.00 3753680.00 3.62E-07 4.80E-07 1.10E-09 2.15E-10 5.54E-10 1.57E-10
371071 3753680 6.51E-04 8.50E-04 2.01E-06 3.92E-07 1.03E-06 2.91E-07 371071.00 3753680.00 3.59E-07 4.68E-07 1.11E-09 2.16E-10 5.66E-10 1.60E-10
371091 3753680 6.42E-04 8.24E-04 2.00E-06 3.90E-07 1.04E-06 2.96E-07 371091.00 3753680.00 3.54E-07 4.54E-07 1.10E-09 2.15E-10 5.76E-10 1.63E-10
371111 3753680 6.31E-04 7.96E-04 1.99E-06 3.88E-07 1.06E-06 3.01E-07 371111.00 3753680.00 3.48E-07 4.39E-07 1.10E-09 2.14E-10 5.85E-10 1.66E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371131 3753680 6.20E-04 7.67E-04 1.99E-06 3.87E-07 1.08E-06 3.05E-07 371131.00 3753680.00 3.42E-07 4.23E-07 1.09E-09 2.13E-10 5.93E-10 1.68E-10
371151 3753680 6.07E-04 7.37E-04 1.98E-06 3.85E-07 1.09E-06 3.09E-07 371151.00 3753680.00 3.35E-07 4.06E-07 1.09E-09 2.12E-10 6.01E-10 1.70E-10
371171 3753680 5.93E-04 7.04E-04 1.95E-06 3.81E-07 1.10E-06 3.11E-07 371171.00 3753680.00 3.27E-07 3.88E-07 1.08E-09 2.10E-10 6.05E-10 1.71E-10
371191 3753680 5.76E-04 6.71E-04 1.93E-06 3.76E-07 1.10E-06 3.12E-07 371191.00 3753680.00 3.18E-07 3.70E-07 1.06E-09 2.07E-10 6.07E-10 1.72E-10
371211 3753680 5.59E-04 6.37E-04 1.90E-06 3.70E-07 1.10E-06 3.12E-07 371211.00 3753680.00 3.08E-07 3.51E-07 1.05E-09 2.04E-10 6.08E-10 1.72E-10
371231 3753680 5.41E-04 6.04E-04 1.86E-06 3.63E-07 1.10E-06 3.11E-07 371231.00 3753680.00 2.98E-07 3.33E-07 1.03E-09 2.00E-10 6.06E-10 1.72E-10
371251 3753680 5.21E-04 5.72E-04 1.82E-06 3.55E-07 1.09E-06 3.09E-07 371251.00 3753680.00 2.87E-07 3.15E-07 1.00E-09 1.96E-10 6.02E-10 1.71E-10
371271 3753680 5.02E-04 5.41E-04 1.79E-06 3.49E-07 1.09E-06 3.08E-07 371271.00 3753680.00 2.77E-07 2.98E-07 9.87E-10 1.92E-10 5.99E-10 1.70E-10
371291 3753680 4.82E-04 5.11E-04 1.76E-06 3.42E-07 1.08E-06 3.05E-07 371291.00 3753680.00 2.66E-07 2.82E-07 9.68E-10 1.89E-10 5.95E-10 1.68E-10
371311 3753680 4.61E-04 4.83E-04 1.71E-06 3.34E-07 1.07E-06 3.02E-07 371311.00 3753680.00 2.54E-07 2.66E-07 9.46E-10 1.84E-10 5.88E-10 1.66E-10
371331 3753680 4.41E-04 4.57E-04 1.67E-06 3.26E-07 1.05E-06 2.97E-07 371331.00 3753680.00 2.43E-07 2.52E-07 9.21E-10 1.80E-10 5.78E-10 1.64E-10
371351 3753680 4.21E-04 4.34E-04 1.62E-06 3.16E-07 1.03E-06 2.91E-07 371351.00 3753680.00 2.32E-07 2.39E-07 8.94E-10 1.74E-10 5.66E-10 1.60E-10
371371 3753680 4.01E-04 4.12E-04 1.57E-06 3.07E-07 1.01E-06 2.85E-07 371371.00 3753680.00 2.21E-07 2.27E-07 8.68E-10 1.69E-10 5.54E-10 1.57E-10
371391 3753680 3.82E-04 3.92E-04 1.53E-06 2.98E-07 9.83E-07 2.78E-07 371391.00 3753680.00 2.11E-07 2.16E-07 8.42E-10 1.64E-10 5.42E-10 1.53E-10
371411 3753680 3.64E-04 3.75E-04 1.48E-06 2.89E-07 9.59E-07 2.72E-07 371411.00 3753680.00 2.00E-07 2.07E-07 8.17E-10 1.59E-10 5.29E-10 1.50E-10
371431 3753680 3.46E-04 3.58E-04 1.43E-06 2.79E-07 9.31E-07 2.64E-07 371431.00 3753680.00 1.91E-07 1.98E-07 7.90E-10 1.54E-10 5.13E-10 1.45E-10
371451 3753680 3.30E-04 3.44E-04 1.38E-06 2.69E-07 9.01E-07 2.55E-07 371451.00 3753680.00 1.82E-07 1.90E-07 7.62E-10 1.48E-10 4.97E-10 1.41E-10
371471 3753680 3.15E-04 3.30E-04 1.34E-06 2.61E-07 8.78E-07 2.49E-07 371471.00 3753680.00 1.74E-07 1.82E-07 7.39E-10 1.44E-10 4.84E-10 1.37E-10
371491 3753680 3.01E-04 3.17E-04 1.29E-06 2.52E-07 8.49E-07 2.41E-07 371491.00 3753680.00 1.66E-07 1.75E-07 7.14E-10 1.39E-10 4.68E-10 1.33E-10
371511 3753680 2.88E-04 3.05E-04 1.25E-06 2.43E-07 8.20E-07 2.32E-07 371511.00 3753680.00 1.59E-07 1.68E-07 6.89E-10 1.34E-10 4.52E-10 1.28E-10
371531 3753680 2.76E-04 2.93E-04 1.20E-06 2.35E-07 7.90E-07 2.24E-07 371531.00 3753680.00 1.52E-07 1.62E-07 6.64E-10 1.29E-10 4.35E-10 1.23E-10
371551 3753680 2.65E-04 2.82E-04 1.16E-06 2.26E-07 7.59E-07 2.15E-07 371551.00 3753680.00 1.46E-07 1.55E-07 6.39E-10 1.25E-10 4.18E-10 1.18E-10
371571 3753680 2.55E-04 2.71E-04 1.12E-06 2.18E-07 7.27E-07 2.06E-07 371571.00 3753680.00 1.41E-07 1.50E-07 6.16E-10 1.20E-10 4.01E-10 1.14E-10
371591 3753680 2.46E-04 2.61E-04 1.07E-06 2.09E-07 6.96E-07 1.97E-07 371591.00 3753680.00 1.36E-07 1.44E-07 5.92E-10 1.15E-10 3.84E-10 1.09E-10
371611 3753680 2.38E-04 2.51E-04 1.03E-06 2.01E-07 6.65E-07 1.88E-07 371611.00 3753680.00 1.31E-07 1.38E-07 5.70E-10 1.11E-10 3.67E-10 1.04E-10
371631 3753680 2.30E-04 2.42E-04 9.93E-07 1.93E-07 6.35E-07 1.80E-07 371631.00 3753680.00 1.27E-07 1.33E-07 5.47E-10 1.07E-10 3.50E-10 9.92E-11
371651 3753680 2.22E-04 2.33E-04 9.55E-07 1.86E-07 6.06E-07 1.72E-07 371651.00 3753680.00 1.23E-07 1.28E-07 5.26E-10 1.03E-10 3.34E-10 9.46E-11
371671 3753680 2.15E-04 2.24E-04 9.18E-07 1.79E-07 5.78E-07 1.64E-07 371671.00 3753680.00 1.19E-07 1.23E-07 5.06E-10 9.87E-11 3.19E-10 9.02E-11
371691 3753680 2.09E-04 2.15E-04 8.83E-07 1.72E-07 5.51E-07 1.56E-07 371691.00 3753680.00 1.15E-07 1.19E-07 4.87E-10 9.49E-11 3.04E-10 8.60E-11
371711 3753680 2.02E-04 2.07E-04 8.50E-07 1.66E-07 5.25E-07 1.49E-07 371711.00 3753680.00 1.12E-07 1.14E-07 4.69E-10 9.13E-11 2.89E-10 8.20E-11
371731 3753680 1.96E-04 1.99E-04 8.18E-07 1.59E-07 5.00E-07 1.42E-07 371731.00 3753680.00 1.08E-07 1.10E-07 4.51E-10 8.79E-11 2.76E-10 7.81E-11
371751 3753680 1.90E-04 1.92E-04 7.88E-07 1.54E-07 4.77E-07 1.35E-07 371751.00 3753680.00 1.05E-07 1.06E-07 4.34E-10 8.47E-11 2.63E-10 7.44E-11
371771 3753680 1.84E-04 1.86E-04 7.60E-07 1.48E-07 4.55E-07 1.29E-07 371771.00 3753680.00 1.02E-07 1.02E-07 4.19E-10 8.16E-11 2.51E-10 7.10E-11
371791 3753680 1.78E-04 1.79E-04 7.33E-07 1.43E-07 4.34E-07 1.23E-07 371791.00 3753680.00 9.82E-08 9.84E-08 4.04E-10 7.87E-11 2.39E-10 6.78E-11
371811 3753680 1.72E-04 1.72E-04 7.07E-07 1.38E-07 4.14E-07 1.17E-07 371811.00 3753680.00 9.51E-08 9.50E-08 3.90E-10 7.60E-11 2.28E-10 6.47E-11
371831 3753680 1.67E-04 1.66E-04 6.83E-07 1.33E-07 3.96E-07 1.12E-07 371831.00 3753680.00 9.20E-08 9.17E-08 3.77E-10 7.34E-11 2.18E-10 6.18E-11
370571 3753700 5.82E-04 8.02E-04 1.50E-06 2.93E-07 4.51E-07 1.28E-07 370571.00 3753700.00 3.21E-07 4.42E-07 8.29E-10 1.62E-10 2.49E-10 7.05E-11
370591 3753700 5.93E-04 8.20E-04 1.55E-06 3.02E-07 4.70E-07 1.33E-07 370591.00 3753700.00 3.27E-07 4.52E-07 8.53E-10 1.66E-10 2.59E-10 7.34E-11
370611 3753700 6.04E-04 8.38E-04 1.59E-06 3.11E-07 4.89E-07 1.39E-07 370611.00 3753700.00 3.33E-07 4.62E-07 8.79E-10 1.71E-10 2.70E-10 7.64E-11
370631 3753700 6.10E-04 8.49E-04 1.64E-06 3.19E-07 5.08E-07 1.44E-07 370631.00 3753700.00 3.36E-07 4.68E-07 9.03E-10 1.76E-10 2.80E-10 7.93E-11
370651 3753700 6.21E-04 8.67E-04 1.68E-06 3.28E-07 5.29E-07 1.50E-07 370651.00 3753700.00 3.42E-07 4.78E-07 9.29E-10 1.81E-10 2.92E-10 8.26E-11
370671 3753700 6.31E-04 8.85E-04 1.73E-06 3.37E-07 5.51E-07 1.56E-07 370671.00 3753700.00 3.48E-07 4.88E-07 9.54E-10 1.86E-10 3.04E-10 8.61E-11
370691 3753700 6.41E-04 9.02E-04 1.78E-06 3.46E-07 5.74E-07 1.63E-07 370691.00 3753700.00 3.53E-07 4.97E-07 9.79E-10 1.91E-10 3.17E-10 8.97E-11
370711 3753700 6.51E-04 9.18E-04 1.82E-06 3.55E-07 5.99E-07 1.70E-07 370711.00 3753700.00 3.59E-07 5.06E-07 1.00E-09 1.96E-10 3.30E-10 9.35E-11
370731 3753700 6.60E-04 9.35E-04 1.87E-06 3.64E-07 6.24E-07 1.77E-07 370731.00 3753700.00 3.64E-07 5.16E-07 1.03E-09 2.01E-10 3.44E-10 9.75E-11
370751 3753700 6.69E-04 9.51E-04 1.91E-06 3.73E-07 6.51E-07 1.84E-07 370751.00 3753700.00 3.69E-07 5.24E-07 1.06E-09 2.06E-10 3.59E-10 1.02E-10
370771 3753700 6.78E-04 9.66E-04 1.96E-06 3.82E-07 6.79E-07 1.92E-07 370771.00 3753700.00 3.74E-07 5.32E-07 1.08E-09 2.10E-10 3.74E-10 1.06E-10
370791 3753700 6.87E-04 9.80E-04 2.00E-06 3.90E-07 7.08E-07 2.01E-07 370791.00 3753700.00 3.79E-07 5.40E-07 1.10E-09 2.15E-10 3.90E-10 1.11E-10
370811 3753700 6.94E-04 9.92E-04 2.04E-06 3.98E-07 7.38E-07 2.09E-07 370811.00 3753700.00 3.83E-07 5.47E-07 1.13E-09 2.19E-10 4.07E-10 1.15E-10
370831 3753700 7.01E-04 1.00E-03 2.08E-06 4.05E-07 7.69E-07 2.18E-07 370831.00 3753700.00 3.86E-07 5.53E-07 1.15E-09 2.24E-10 4.24E-10 1.20E-10
370851 3753700 7.06E-04 1.01E-03 2.12E-06 4.12E-07 8.01E-07 2.27E-07 370851.00 3753700.00 3.89E-07 5.57E-07 1.17E-09 2.27E-10 4.41E-10 1.25E-10
370871 3753700 7.12E-04 1.02E-03 2.15E-06 4.19E-07 8.34E-07 2.36E-07 370871.00 3753700.00 3.93E-07 5.62E-07 1.18E-09 2.31E-10 4.60E-10 1.30E-10
370891 3753700 7.18E-04 1.03E-03 2.17E-06 4.22E-07 8.66E-07 2.45E-07 370891.00 3753700.00 3.96E-07 5.66E-07 1.20E-09 2.33E-10 4.77E-10 1.35E-10
370911 3753700 7.20E-04 1.03E-03 2.19E-06 4.28E-07 8.99E-07 2.55E-07 370911.00 3753700.00 3.97E-07 5.66E-07 1.21E-09 2.36E-10 4.96E-10 1.40E-10
370931 3753700 7.20E-04 1.02E-03 2.23E-06 4.34E-07 9.34E-07 2.65E-07 370931.00 3753700.00 3.97E-07 5.64E-07 1.23E-09 2.39E-10 5.15E-10 1.46E-10
370951 3753700 7.21E-04 1.02E-03 2.25E-06 4.38E-07 9.68E-07 2.74E-07 370951.00 3753700.00 3.97E-07 5.61E-07 1.24E-09 2.41E-10 5.34E-10 1.51E-10
370971 3753700 7.20E-04 1.01E-03 2.26E-06 4.41E-07 1.00E-06 2.84E-07 370971.00 3753700.00 3.97E-07 5.57E-07 1.25E-09 2.43E-10 5.52E-10 1.56E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370991 3753700 7.17E-04 1.00E-03 2.18E-06 4.25E-07 1.01E-06 2.85E-07 370991.00 3753700.00 3.95E-07 5.52E-07 1.20E-09 2.34E-10 5.55E-10 1.57E-10
371011 3753700 7.11E-04 9.81E-04 2.19E-06 4.27E-07 1.08E-06 3.06E-07 371011.00 3753700.00 3.92E-07 5.41E-07 1.21E-09 2.35E-10 5.96E-10 1.69E-10
371031 3753700 7.07E-04 9.63E-04 2.18E-06 4.25E-07 1.10E-06 3.10E-07 371031.00 3753700.00 3.90E-07 5.31E-07 1.20E-09 2.34E-10 6.04E-10 1.71E-10
371051 3753700 7.03E-04 9.46E-04 2.17E-06 4.23E-07 1.09E-06 3.09E-07 371051.00 3753700.00 3.87E-07 5.21E-07 1.20E-09 2.33E-10 6.01E-10 1.70E-10
371071 3753700 6.95E-04 9.22E-04 2.18E-06 4.24E-07 1.12E-06 3.17E-07 371071.00 3753700.00 3.83E-07 5.09E-07 1.20E-09 2.34E-10 6.16E-10 1.75E-10
371091 3753700 6.86E-04 8.94E-04 2.16E-06 4.22E-07 1.14E-06 3.23E-07 371091.00 3753700.00 3.78E-07 4.93E-07 1.19E-09 2.33E-10 6.28E-10 1.78E-10
371111 3753700 6.75E-04 8.64E-04 2.15E-06 4.19E-07 1.16E-06 3.28E-07 371111.00 3753700.00 3.72E-07 4.76E-07 1.19E-09 2.31E-10 6.39E-10 1.81E-10
371131 3753700 6.63E-04 8.32E-04 2.15E-06 4.20E-07 1.18E-06 3.34E-07 371131.00 3753700.00 3.66E-07 4.59E-07 1.19E-09 2.31E-10 6.50E-10 1.84E-10
371151 3753700 6.50E-04 7.99E-04 2.15E-06 4.18E-07 1.20E-06 3.39E-07 371151.00 3753700.00 3.58E-07 4.41E-07 1.18E-09 2.31E-10 6.60E-10 1.87E-10
371171 3753700 6.34E-04 7.63E-04 2.12E-06 4.13E-07 1.21E-06 3.42E-07 371171.00 3753700.00 3.50E-07 4.21E-07 1.17E-09 2.28E-10 6.66E-10 1.89E-10
371191 3753700 6.17E-04 7.26E-04 2.09E-06 4.08E-07 1.21E-06 3.44E-07 371191.00 3753700.00 3.40E-07 4.00E-07 1.15E-09 2.25E-10 6.69E-10 1.89E-10
371211 3753700 5.99E-04 6.89E-04 2.06E-06 4.01E-07 1.22E-06 3.44E-07 371211.00 3753700.00 3.30E-07 3.80E-07 1.13E-09 2.21E-10 6.70E-10 1.90E-10
371231 3753700 5.78E-04 6.52E-04 2.02E-06 3.93E-07 1.21E-06 3.43E-07 371231.00 3753700.00 3.19E-07 3.59E-07 1.11E-09 2.17E-10 6.68E-10 1.89E-10
371251 3753700 5.58E-04 6.16E-04 1.97E-06 3.85E-07 1.21E-06 3.42E-07 371251.00 3753700.00 3.07E-07 3.40E-07 1.09E-09 2.12E-10 6.65E-10 1.88E-10
371271 3753700 5.37E-04 5.81E-04 1.94E-06 3.77E-07 1.20E-06 3.40E-07 371271.00 3753700.00 2.96E-07 3.21E-07 1.07E-09 2.08E-10 6.61E-10 1.87E-10
371291 3753700 5.15E-04 5.49E-04 1.89E-06 3.69E-07 1.19E-06 3.36E-07 371291.00 3753700.00 2.84E-07 3.03E-07 1.04E-09 2.03E-10 6.55E-10 1.85E-10
371311 3753700 4.92E-04 5.18E-04 1.85E-06 3.60E-07 1.17E-06 3.33E-07 371311.00 3753700.00 2.71E-07 2.86E-07 1.02E-09 1.99E-10 6.47E-10 1.83E-10
371331 3753700 4.70E-04 4.89E-04 1.80E-06 3.50E-07 1.15E-06 3.27E-07 371331.00 3753700.00 2.59E-07 2.70E-07 9.91E-10 1.93E-10 6.37E-10 1.80E-10
371351 3753700 4.48E-04 4.63E-04 1.74E-06 3.40E-07 1.13E-06 3.21E-07 371351.00 3753700.00 2.47E-07 2.56E-07 9.62E-10 1.87E-10 6.24E-10 1.77E-10
371371 3753700 4.27E-04 4.40E-04 1.69E-06 3.29E-07 1.11E-06 3.13E-07 371371.00 3753700.00 2.35E-07 2.42E-07 9.32E-10 1.82E-10 6.10E-10 1.73E-10
371391 3753700 4.06E-04 4.18E-04 1.64E-06 3.19E-07 1.08E-06 3.05E-07 371391.00 3753700.00 2.24E-07 2.31E-07 9.02E-10 1.76E-10 5.95E-10 1.68E-10
371411 3753700 3.86E-04 3.99E-04 1.57E-06 3.06E-07 1.04E-06 2.95E-07 371411.00 3753700.00 2.13E-07 2.20E-07 8.67E-10 1.69E-10 5.74E-10 1.63E-10
371431 3753700 3.67E-04 3.81E-04 1.52E-06 2.97E-07 1.01E-06 2.87E-07 371431.00 3753700.00 2.03E-07 2.10E-07 8.39E-10 1.63E-10 5.58E-10 1.58E-10
371451 3753700 3.50E-04 3.65E-04 1.47E-06 2.86E-07 9.79E-07 2.77E-07 371451.00 3753700.00 1.93E-07 2.01E-07 8.09E-10 1.58E-10 5.40E-10 1.53E-10
371471 3753700 3.33E-04 3.50E-04 1.42E-06 2.77E-07 9.51E-07 2.69E-07 371471.00 3753700.00 1.84E-07 1.93E-07 7.83E-10 1.53E-10 5.24E-10 1.49E-10
371491 3753700 3.18E-04 3.36E-04 1.37E-06 2.67E-07 9.17E-07 2.60E-07 371491.00 3753700.00 1.75E-07 1.85E-07 7.55E-10 1.47E-10 5.06E-10 1.43E-10
371511 3753700 3.04E-04 3.22E-04 1.32E-06 2.57E-07 8.83E-07 2.50E-07 371511.00 3753700.00 1.68E-07 1.78E-07 7.27E-10 1.42E-10 4.87E-10 1.38E-10
371531 3753700 2.92E-04 3.10E-04 1.26E-06 2.46E-07 8.43E-07 2.39E-07 371531.00 3753700.00 1.61E-07 1.71E-07 6.96E-10 1.36E-10 4.65E-10 1.32E-10
371551 3753700 2.80E-04 2.97E-04 1.22E-06 2.38E-07 8.14E-07 2.31E-07 371551.00 3753700.00 1.54E-07 1.64E-07 6.72E-10 1.31E-10 4.49E-10 1.27E-10
371571 3753700 2.69E-04 2.86E-04 1.17E-06 2.28E-07 7.79E-07 2.21E-07 371571.00 3753700.00 1.48E-07 1.57E-07 6.46E-10 1.26E-10 4.29E-10 1.22E-10
371591 3753700 2.59E-04 2.74E-04 1.13E-06 2.19E-07 7.44E-07 2.11E-07 371591.00 3753700.00 1.43E-07 1.51E-07 6.21E-10 1.21E-10 4.10E-10 1.16E-10
371611 3753700 2.50E-04 2.63E-04 1.08E-06 2.11E-07 7.09E-07 2.01E-07 371611.00 3753700.00 1.38E-07 1.45E-07 5.96E-10 1.16E-10 3.91E-10 1.11E-10
371631 3753700 2.42E-04 2.53E-04 1.04E-06 2.02E-07 6.75E-07 1.91E-07 371631.00 3753700.00 1.33E-07 1.40E-07 5.72E-10 1.11E-10 3.72E-10 1.05E-10
371651 3753700 2.34E-04 2.43E-04 9.96E-07 1.94E-07 6.42E-07 1.82E-07 371651.00 3753700.00 1.29E-07 1.34E-07 5.49E-10 1.07E-10 3.54E-10 1.00E-10
371671 3753700 2.26E-04 2.34E-04 9.57E-07 1.86E-07 6.11E-07 1.73E-07 371671.00 3753700.00 1.25E-07 1.29E-07 5.27E-10 1.03E-10 3.37E-10 9.54E-11
371691 3753700 2.19E-04 2.25E-04 9.19E-07 1.79E-07 5.81E-07 1.65E-07 371691.00 3753700.00 1.21E-07 1.24E-07 5.07E-10 9.88E-11 3.20E-10 9.07E-11
371711 3753700 2.12E-04 2.16E-04 8.83E-07 1.72E-07 5.52E-07 1.56E-07 371711.00 3753700.00 1.17E-07 1.19E-07 4.87E-10 9.49E-11 3.05E-10 8.63E-11
371731 3753700 2.04E-04 2.07E-04 8.49E-07 1.66E-07 5.25E-07 1.49E-07 371731.00 3753700.00 1.13E-07 1.14E-07 4.68E-10 9.13E-11 2.89E-10 8.20E-11
371751 3753700 1.98E-04 1.99E-04 8.17E-07 1.59E-07 4.99E-07 1.41E-07 371751.00 3753700.00 1.09E-07 1.10E-07 4.50E-10 8.78E-11 2.75E-10 7.80E-11
371771 3753700 1.92E-04 1.92E-04 7.87E-07 1.53E-07 4.76E-07 1.35E-07 371771.00 3753700.00 1.06E-07 1.06E-07 4.34E-10 8.46E-11 2.62E-10 7.43E-11
371791 3753700 1.85E-04 1.86E-04 7.59E-07 1.48E-07 4.53E-07 1.28E-07 371791.00 3753700.00 1.02E-07 1.02E-07 4.18E-10 8.15E-11 2.50E-10 7.08E-11
371811 3753700 1.79E-04 1.79E-04 7.32E-07 1.43E-07 4.33E-07 1.23E-07 371811.00 3753700.00 9.89E-08 9.87E-08 4.04E-10 7.87E-11 2.38E-10 6.76E-11
371831 3753700 1.73E-04 1.73E-04 7.07E-07 1.38E-07 4.13E-07 1.17E-07 371831.00 3753700.00 9.55E-08 9.53E-08 3.90E-10 7.59E-11 2.28E-10 6.45E-11
370571 3753720 6.01E-04 8.33E-04 1.57E-06 3.07E-07 4.63E-07 1.31E-07 370571.00 3753720.00 3.31E-07 4.59E-07 8.68E-10 1.69E-10 2.55E-10 7.24E-11
370591 3753720 6.14E-04 8.54E-04 1.62E-06 3.16E-07 4.83E-07 1.37E-07 370591.00 3753720.00 3.38E-07 4.71E-07 8.95E-10 1.74E-10 2.66E-10 7.54E-11
370611 3753720 6.26E-04 8.76E-04 1.67E-06 3.26E-07 5.03E-07 1.43E-07 370611.00 3753720.00 3.45E-07 4.83E-07 9.23E-10 1.80E-10 2.77E-10 7.86E-11
370631 3753720 6.32E-04 8.85E-04 1.72E-06 3.36E-07 5.23E-07 1.48E-07 370631.00 3753720.00 3.49E-07 4.88E-07 9.49E-10 1.85E-10 2.88E-10 8.17E-11
370651 3753720 6.45E-04 9.07E-04 1.77E-06 3.46E-07 5.46E-07 1.55E-07 370651.00 3753720.00 3.55E-07 5.00E-07 9.79E-10 1.91E-10 3.01E-10 8.53E-11
370671 3753720 6.57E-04 9.28E-04 1.83E-06 3.56E-07 5.70E-07 1.61E-07 370671.00 3753720.00 3.62E-07 5.12E-07 1.01E-09 1.96E-10 3.14E-10 8.90E-11
370691 3753720 6.68E-04 9.47E-04 1.88E-06 3.66E-07 5.95E-07 1.69E-07 370691.00 3753720.00 3.68E-07 5.22E-07 1.04E-09 2.02E-10 3.28E-10 9.29E-11
370711 3753720 6.79E-04 9.67E-04 1.93E-06 3.77E-07 6.21E-07 1.76E-07 370711.00 3753720.00 3.74E-07 5.33E-07 1.07E-09 2.08E-10 3.43E-10 9.70E-11
370731 3753720 6.91E-04 9.87E-04 1.99E-06 3.87E-07 6.50E-07 1.84E-07 370731.00 3753720.00 3.81E-07 5.44E-07 1.09E-09 2.13E-10 3.58E-10 1.01E-10
370751 3753720 7.02E-04 1.01E-03 2.04E-06 3.97E-07 6.79E-07 1.92E-07 370751.00 3753720.00 3.87E-07 5.55E-07 1.12E-09 2.19E-10 3.74E-10 1.06E-10
370771 3753720 7.12E-04 1.02E-03 2.09E-06 4.07E-07 7.10E-07 2.01E-07 370771.00 3753720.00 3.93E-07 5.65E-07 1.15E-09 2.25E-10 3.91E-10 1.11E-10
370791 3753720 7.22E-04 1.04E-03 2.14E-06 4.17E-07 7.42E-07 2.10E-07 370791.00 3753720.00 3.98E-07 5.75E-07 1.18E-09 2.30E-10 4.09E-10 1.16E-10
370811 3753720 7.31E-04 1.06E-03 2.19E-06 4.27E-07 7.76E-07 2.20E-07 370811.00 3753720.00 4.03E-07 5.83E-07 1.21E-09 2.35E-10 4.28E-10 1.21E-10
370831 3753720 7.39E-04 1.07E-03 2.23E-06 4.35E-07 8.11E-07 2.30E-07 370831.00 3753720.00 4.08E-07 5.91E-07 1.23E-09 2.40E-10 4.47E-10 1.27E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370851 3753720 7.46E-04 1.08E-03 2.28E-06 4.44E-07 8.47E-07 2.40E-07 370851.00 3753720.00 4.11E-07 5.97E-07 1.26E-09 2.45E-10 4.67E-10 1.32E-10
370871 3753720 7.53E-04 1.09E-03 2.32E-06 4.51E-07 8.84E-07 2.50E-07 370871.00 3753720.00 4.15E-07 6.03E-07 1.28E-09 2.49E-10 4.87E-10 1.38E-10
370891 3753720 7.60E-04 1.10E-03 2.35E-06 4.57E-07 9.22E-07 2.61E-07 370891.00 3753720.00 4.19E-07 6.08E-07 1.29E-09 2.52E-10 5.08E-10 1.44E-10
370911 3753720 7.64E-04 1.11E-03 2.38E-06 4.63E-07 9.61E-07 2.72E-07 370911.00 3753720.00 4.21E-07 6.10E-07 1.31E-09 2.55E-10 5.30E-10 1.50E-10
370931 3753720 7.66E-04 1.11E-03 2.41E-06 4.70E-07 1.00E-06 2.83E-07 370931.00 3753720.00 4.22E-07 6.10E-07 1.33E-09 2.59E-10 5.51E-10 1.56E-10
370951 3753720 7.68E-04 1.10E-03 2.43E-06 4.74E-07 1.04E-06 2.94E-07 370951.00 3753720.00 4.23E-07 6.08E-07 1.34E-09 2.61E-10 5.73E-10 1.62E-10
370971 3753720 7.68E-04 1.10E-03 2.45E-06 4.78E-07 1.08E-06 3.05E-07 370971.00 3753720.00 4.23E-07 6.04E-07 1.35E-09 2.64E-10 5.95E-10 1.68E-10
370991 3753720 7.64E-04 1.08E-03 2.37E-06 4.62E-07 1.11E-06 3.15E-07 370991.00 3753720.00 4.21E-07 5.98E-07 1.31E-09 2.55E-10 6.13E-10 1.74E-10
371011 3753720 7.59E-04 1.06E-03 2.37E-06 4.62E-07 1.18E-06 3.33E-07 371011.00 3753720.00 4.18E-07 5.87E-07 1.31E-09 2.55E-10 6.48E-10 1.84E-10
371031 3753720 7.56E-04 1.05E-03 2.37E-06 4.62E-07 1.18E-06 3.34E-07 371031.00 3753720.00 4.17E-07 5.79E-07 1.31E-09 2.55E-10 6.50E-10 1.84E-10
371051 3753720 7.51E-04 1.03E-03 2.36E-06 4.60E-07 1.19E-06 3.37E-07 371051.00 3753720.00 4.14E-07 5.67E-07 1.30E-09 2.53E-10 6.56E-10 1.86E-10
371071 3753720 7.44E-04 1.00E-03 2.36E-06 4.60E-07 1.22E-06 3.45E-07 371071.00 3753720.00 4.10E-07 5.54E-07 1.30E-09 2.53E-10 6.72E-10 1.90E-10
371091 3753720 7.35E-04 9.75E-04 2.35E-06 4.59E-07 1.25E-06 3.53E-07 371091.00 3753720.00 4.05E-07 5.37E-07 1.30E-09 2.53E-10 6.88E-10 1.95E-10
371111 3753720 7.24E-04 9.42E-04 2.35E-06 4.59E-07 1.27E-06 3.61E-07 371111.00 3753720.00 3.99E-07 5.19E-07 1.30E-09 2.53E-10 7.03E-10 1.99E-10
371131 3753720 7.11E-04 9.07E-04 2.35E-06 4.57E-07 1.30E-06 3.68E-07 371131.00 3753720.00 3.92E-07 5.00E-07 1.29E-09 2.52E-10 7.15E-10 2.03E-10
371151 3753720 6.97E-04 8.69E-04 2.33E-06 4.54E-07 1.32E-06 3.73E-07 371151.00 3753720.00 3.84E-07 4.79E-07 1.28E-09 2.50E-10 7.26E-10 2.06E-10
371171 3753720 6.80E-04 8.30E-04 2.30E-06 4.49E-07 1.33E-06 3.77E-07 371171.00 3753720.00 3.75E-07 4.57E-07 1.27E-09 2.48E-10 7.34E-10 2.08E-10
371191 3753720 6.62E-04 7.88E-04 2.27E-06 4.42E-07 1.34E-06 3.79E-07 371191.00 3753720.00 3.65E-07 4.35E-07 1.25E-09 2.44E-10 7.38E-10 2.09E-10
371211 3753720 6.42E-04 7.47E-04 2.24E-06 4.36E-07 1.34E-06 3.81E-07 371211.00 3753720.00 3.54E-07 4.12E-07 1.23E-09 2.40E-10 7.41E-10 2.10E-10
371231 3753720 6.21E-04 7.06E-04 2.19E-06 4.28E-07 1.34E-06 3.81E-07 371231.00 3753720.00 3.42E-07 3.89E-07 1.21E-09 2.36E-10 7.41E-10 2.10E-10
371251 3753720 5.98E-04 6.66E-04 2.15E-06 4.19E-07 1.34E-06 3.79E-07 371251.00 3753720.00 3.30E-07 3.67E-07 1.18E-09 2.31E-10 7.38E-10 2.09E-10
371271 3753720 5.75E-04 6.27E-04 2.10E-06 4.09E-07 1.33E-06 3.76E-07 371271.00 3753720.00 3.17E-07 3.46E-07 1.16E-09 2.26E-10 7.32E-10 2.07E-10
371291 3753720 5.51E-04 5.91E-04 2.04E-06 3.98E-07 1.31E-06 3.72E-07 371291.00 3753720.00 3.04E-07 3.26E-07 1.13E-09 2.20E-10 7.24E-10 2.05E-10
371311 3753720 5.26E-04 5.57E-04 1.98E-06 3.87E-07 1.29E-06 3.66E-07 371311.00 3753720.00 2.90E-07 3.07E-07 1.09E-09 2.13E-10 7.12E-10 2.02E-10
371331 3753720 5.02E-04 5.26E-04 1.93E-06 3.75E-07 1.27E-06 3.59E-07 371331.00 3753720.00 2.77E-07 2.90E-07 1.06E-09 2.07E-10 6.99E-10 1.98E-10
371351 3753720 4.78E-04 4.97E-04 1.87E-06 3.64E-07 1.24E-06 3.52E-07 371351.00 3753720.00 2.64E-07 2.74E-07 1.03E-09 2.01E-10 6.85E-10 1.94E-10
371371 3753720 4.55E-04 4.71E-04 1.81E-06 3.52E-07 1.21E-06 3.43E-07 371371.00 3753720.00 2.51E-07 2.60E-07 9.96E-10 1.94E-10 6.68E-10 1.89E-10
371391 3753720 4.31E-04 4.47E-04 1.73E-06 3.38E-07 1.17E-06 3.32E-07 371391.00 3753720.00 2.38E-07 2.47E-07 9.56E-10 1.86E-10 6.46E-10 1.83E-10
371411 3753720 4.11E-04 4.26E-04 1.69E-06 3.29E-07 1.15E-06 3.25E-07 371411.00 3753720.00 2.26E-07 2.35E-07 9.30E-10 1.81E-10 6.32E-10 1.79E-10
371431 3753720 3.90E-04 4.06E-04 1.63E-06 3.18E-07 1.11E-06 3.15E-07 371431.00 3753720.00 2.15E-07 2.24E-07 8.98E-10 1.75E-10 6.13E-10 1.74E-10
371451 3753720 3.71E-04 3.89E-04 1.57E-06 3.05E-07 1.07E-06 3.03E-07 371451.00 3753720.00 2.05E-07 2.14E-07 8.63E-10 1.68E-10 5.91E-10 1.67E-10
371471 3753720 3.53E-04 3.72E-04 1.51E-06 2.94E-07 1.03E-06 2.93E-07 371471.00 3753720.00 1.95E-07 2.05E-07 8.31E-10 1.62E-10 5.70E-10 1.61E-10
371491 3753720 3.37E-04 3.56E-04 1.45E-06 2.82E-07 9.94E-07 2.81E-07 371491.00 3753720.00 1.86E-07 1.96E-07 7.99E-10 1.56E-10 5.48E-10 1.55E-10
371511 3753720 3.22E-04 3.41E-04 1.39E-06 2.71E-07 9.54E-07 2.70E-07 371511.00 3753720.00 1.78E-07 1.88E-07 7.68E-10 1.50E-10 5.26E-10 1.49E-10
371531 3753720 3.08E-04 3.27E-04 1.34E-06 2.61E-07 9.13E-07 2.59E-07 371531.00 3753720.00 1.70E-07 1.80E-07 7.37E-10 1.44E-10 5.03E-10 1.43E-10
371551 3753720 2.96E-04 3.14E-04 1.28E-06 2.50E-07 8.74E-07 2.47E-07 371551.00 3753720.00 1.63E-07 1.73E-07 7.08E-10 1.38E-10 4.82E-10 1.36E-10
371571 3753720 2.84E-04 3.01E-04 1.23E-06 2.40E-07 8.35E-07 2.37E-07 371571.00 3753720.00 1.57E-07 1.66E-07 6.80E-10 1.32E-10 4.61E-10 1.30E-10
371591 3753720 2.73E-04 2.88E-04 1.18E-06 2.30E-07 7.96E-07 2.25E-07 371591.00 3753720.00 1.51E-07 1.59E-07 6.52E-10 1.27E-10 4.39E-10 1.24E-10
371611 3753720 2.64E-04 2.76E-04 1.13E-06 2.21E-07 7.57E-07 2.14E-07 371611.00 3753720.00 1.45E-07 1.52E-07 6.25E-10 1.22E-10 4.17E-10 1.18E-10
371631 3753720 2.54E-04 2.65E-04 1.09E-06 2.12E-07 7.19E-07 2.04E-07 371631.00 3753720.00 1.40E-07 1.46E-07 5.99E-10 1.17E-10 3.96E-10 1.12E-10
371651 3753720 2.46E-04 2.54E-04 1.04E-06 2.03E-07 6.82E-07 1.93E-07 371651.00 3753720.00 1.35E-07 1.40E-07 5.74E-10 1.12E-10 3.76E-10 1.06E-10
371671 3753720 2.37E-04 2.44E-04 9.99E-07 1.95E-07 6.47E-07 1.83E-07 371671.00 3753720.00 1.31E-07 1.35E-07 5.51E-10 1.07E-10 3.57E-10 1.01E-10
371691 3753720 2.29E-04 2.34E-04 9.58E-07 1.87E-07 6.13E-07 1.74E-07 371691.00 3753720.00 1.26E-07 1.29E-07 5.28E-10 1.03E-10 3.38E-10 9.58E-11
371711 3753720 2.22E-04 2.25E-04 9.20E-07 1.79E-07 5.82E-07 1.65E-07 371711.00 3753720.00 1.22E-07 1.24E-07 5.07E-10 9.88E-11 3.21E-10 9.08E-11
371731 3753720 2.13E-04 2.16E-04 8.83E-07 1.72E-07 5.52E-07 1.56E-07 371731.00 3753720.00 1.18E-07 1.19E-07 4.87E-10 9.49E-11 3.04E-10 8.61E-11
371751 3753720 2.06E-04 2.07E-04 8.48E-07 1.65E-07 5.24E-07 1.48E-07 371751.00 3753720.00 1.14E-07 1.14E-07 4.68E-10 9.12E-11 2.89E-10 8.18E-11
371771 3753720 2.00E-04 2.00E-04 8.17E-07 1.59E-07 4.99E-07 1.41E-07 371771.00 3753720.00 1.10E-07 1.10E-07 4.51E-10 8.78E-11 2.75E-10 7.79E-11
371791 3753720 1.93E-04 1.93E-04 7.87E-07 1.53E-07 4.74E-07 1.34E-07 371791.00 3753720.00 1.06E-07 1.06E-07 4.34E-10 8.46E-11 2.62E-10 7.41E-11
371811 3753720 1.86E-04 1.86E-04 7.59E-07 1.48E-07 4.52E-07 1.28E-07 371811.00 3753720.00 1.03E-07 1.03E-07 4.18E-10 8.16E-11 2.49E-10 7.06E-11
371831 3753720 1.79E-04 1.80E-04 7.32E-07 1.43E-07 4.31E-07 1.22E-07 371831.00 3753720.00 9.90E-08 9.92E-08 4.04E-10 7.87E-11 2.38E-10 6.73E-11
370571 3753740 6.15E-04 8.56E-04 1.65E-06 3.21E-07 4.74E-07 1.34E-07 370571.00 3753740.00 3.39E-07 4.72E-07 9.08E-10 1.77E-10 2.61E-10 7.40E-11
370591 3753740 6.30E-04 8.80E-04 1.70E-06 3.32E-07 4.95E-07 1.40E-07 370591.00 3753740.00 3.47E-07 4.85E-07 9.39E-10 1.83E-10 2.73E-10 7.73E-11
370611 3753740 6.49E-04 9.13E-04 1.76E-06 3.43E-07 5.17E-07 1.47E-07 370611.00 3753740.00 3.58E-07 5.04E-07 9.70E-10 1.89E-10 2.85E-10 8.08E-11
370631 3753740 6.55E-04 9.24E-04 1.81E-06 3.53E-07 5.38E-07 1.53E-07 370631.00 3753740.00 3.61E-07 5.09E-07 9.99E-10 1.95E-10 2.97E-10 8.41E-11
370651 3753740 6.67E-04 9.44E-04 1.87E-06 3.64E-07 5.62E-07 1.59E-07 370651.00 3753740.00 3.68E-07 5.21E-07 1.03E-09 2.01E-10 3.10E-10 8.77E-11
370671 3753740 6.81E-04 9.69E-04 1.93E-06 3.76E-07 5.88E-07 1.67E-07 370671.00 3753740.00 3.76E-07 5.34E-07 1.06E-09 2.07E-10 3.24E-10 9.18E-11
370691 3753740 6.95E-04 9.93E-04 1.99E-06 3.88E-07 6.15E-07 1.74E-07 370691.00 3753740.00 3.83E-07 5.48E-07 1.10E-09 2.14E-10 3.39E-10 9.61E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370711 3753740 7.08E-04 1.02E-03 2.05E-06 4.00E-07 6.44E-07 1.83E-07 370711.00 3753740.00 3.91E-07 5.61E-07 1.13E-09 2.20E-10 3.55E-10 1.01E-10
370731 3753740 7.22E-04 1.04E-03 2.11E-06 4.12E-07 6.75E-07 1.91E-07 370731.00 3753740.00 3.98E-07 5.75E-07 1.17E-09 2.27E-10 3.72E-10 1.05E-10
370751 3753740 7.35E-04 1.07E-03 2.18E-06 4.24E-07 7.08E-07 2.00E-07 370751.00 3753740.00 4.05E-07 5.88E-07 1.20E-09 2.34E-10 3.90E-10 1.11E-10
370771 3753740 7.47E-04 1.09E-03 2.24E-06 4.36E-07 7.42E-07 2.10E-07 370771.00 3753740.00 4.12E-07 6.00E-07 1.23E-09 2.40E-10 4.09E-10 1.16E-10
370791 3753740 7.59E-04 1.11E-03 2.29E-06 4.47E-07 7.78E-07 2.20E-07 370791.00 3753740.00 4.19E-07 6.11E-07 1.26E-09 2.47E-10 4.29E-10 1.21E-10
370811 3753740 7.70E-04 1.13E-03 2.35E-06 4.58E-07 8.15E-07 2.31E-07 370811.00 3753740.00 4.24E-07 6.22E-07 1.30E-09 2.53E-10 4.49E-10 1.27E-10
370831 3753740 7.80E-04 1.15E-03 2.40E-06 4.69E-07 8.54E-07 2.42E-07 370831.00 3753740.00 4.30E-07 6.31E-07 1.33E-09 2.58E-10 4.71E-10 1.33E-10
370851 3753740 7.89E-04 1.16E-03 2.46E-06 4.79E-07 8.95E-07 2.53E-07 370851.00 3753740.00 4.35E-07 6.40E-07 1.35E-09 2.64E-10 4.93E-10 1.40E-10
370871 3753740 7.98E-04 1.18E-03 2.50E-06 4.88E-07 9.37E-07 2.65E-07 370871.00 3753740.00 4.40E-07 6.48E-07 1.38E-09 2.69E-10 5.17E-10 1.46E-10
370891 3753740 8.05E-04 1.19E-03 2.55E-06 4.96E-07 9.81E-07 2.78E-07 370891.00 3753740.00 4.44E-07 6.55E-07 1.40E-09 2.74E-10 5.41E-10 1.53E-10
370911 3753740 8.11E-04 1.19E-03 2.58E-06 5.04E-07 1.03E-06 2.90E-07 370911.00 3753740.00 4.47E-07 6.59E-07 1.42E-09 2.78E-10 5.65E-10 1.60E-10
370931 3753740 8.16E-04 1.20E-03 2.62E-06 5.10E-07 1.07E-06 3.03E-07 370931.00 3753740.00 4.50E-07 6.60E-07 1.44E-09 2.81E-10 5.90E-10 1.67E-10
370951 3753740 8.18E-04 1.20E-03 2.65E-06 5.16E-07 1.12E-06 3.16E-07 370951.00 3753740.00 4.51E-07 6.60E-07 1.46E-09 2.85E-10 6.16E-10 1.74E-10
370971 3753740 8.19E-04 1.19E-03 2.67E-06 5.21E-07 1.16E-06 3.30E-07 370971.00 3753740.00 4.52E-07 6.57E-07 1.47E-09 2.87E-10 6.41E-10 1.82E-10
370991 3753740 8.21E-04 1.19E-03 2.62E-06 5.10E-07 1.18E-06 3.35E-07 370991.00 3753740.00 4.53E-07 6.56E-07 1.44E-09 2.81E-10 6.53E-10 1.85E-10
371011 3753740 8.17E-04 1.17E-03 2.60E-06 5.06E-07 1.22E-06 3.46E-07 371011.00 3753740.00 4.50E-07 6.46E-07 1.43E-09 2.79E-10 6.73E-10 1.91E-10
371031 3753740 8.16E-04 1.16E-03 2.65E-06 5.16E-07 1.27E-06 3.60E-07 371031.00 3753740.00 4.50E-07 6.38E-07 1.46E-09 2.85E-10 7.01E-10 1.99E-10
371051 3753740 8.11E-04 1.13E-03 2.65E-06 5.17E-07 1.31E-06 3.72E-07 371051.00 3753740.00 4.47E-07 6.25E-07 1.46E-09 2.85E-10 7.24E-10 2.05E-10
371071 3753740 8.03E-04 1.11E-03 2.65E-06 5.17E-07 1.35E-06 3.83E-07 371071.00 3753740.00 4.43E-07 6.09E-07 1.46E-09 2.85E-10 7.45E-10 2.11E-10
371091 3753740 7.93E-04 1.07E-03 2.64E-06 5.15E-07 1.39E-06 3.93E-07 371091.00 3753740.00 4.37E-07 5.91E-07 1.46E-09 2.84E-10 7.65E-10 2.17E-10
371111 3753740 7.81E-04 1.04E-03 2.63E-06 5.12E-07 1.42E-06 4.02E-07 371111.00 3753740.00 4.31E-07 5.71E-07 1.45E-09 2.82E-10 7.82E-10 2.22E-10
371131 3753740 7.67E-04 9.94E-04 2.61E-06 5.09E-07 1.45E-06 4.10E-07 371131.00 3753740.00 4.23E-07 5.48E-07 1.44E-09 2.80E-10 7.99E-10 2.26E-10
371151 3753740 7.51E-04 9.51E-04 2.58E-06 5.03E-07 1.47E-06 4.17E-07 371151.00 3753740.00 4.14E-07 5.24E-07 1.42E-09 2.77E-10 8.12E-10 2.30E-10
371171 3753740 7.33E-04 9.06E-04 2.55E-06 4.96E-07 1.49E-06 4.21E-07 371171.00 3753740.00 4.04E-07 4.99E-07 1.40E-09 2.73E-10 8.20E-10 2.32E-10
371191 3753740 7.13E-04 8.60E-04 2.50E-06 4.88E-07 1.50E-06 4.24E-07 371191.00 3753740.00 3.93E-07 4.74E-07 1.38E-09 2.69E-10 8.26E-10 2.34E-10
371211 3753740 6.91E-04 8.13E-04 2.46E-06 4.79E-07 1.50E-06 4.25E-07 371211.00 3753740.00 3.81E-07 4.48E-07 1.35E-09 2.64E-10 8.28E-10 2.35E-10
371231 3753740 6.68E-04 7.67E-04 2.40E-06 4.68E-07 1.50E-06 4.25E-07 371231.00 3753740.00 3.68E-07 4.23E-07 1.32E-09 2.58E-10 8.27E-10 2.34E-10
371251 3753740 6.43E-04 7.22E-04 2.34E-06 4.57E-07 1.49E-06 4.23E-07 371251.00 3753740.00 3.55E-07 3.98E-07 1.29E-09 2.52E-10 8.23E-10 2.33E-10
371271 3753740 6.17E-04 6.79E-04 2.28E-06 4.45E-07 1.48E-06 4.19E-07 371271.00 3753740.00 3.40E-07 3.74E-07 1.26E-09 2.45E-10 8.16E-10 2.31E-10
371291 3753740 5.91E-04 6.38E-04 2.22E-06 4.34E-07 1.46E-06 4.14E-07 371291.00 3753740.00 3.26E-07 3.52E-07 1.23E-09 2.39E-10 8.07E-10 2.29E-10
371311 3753740 5.65E-04 6.01E-04 2.16E-06 4.21E-07 1.44E-06 4.08E-07 371311.00 3753740.00 3.11E-07 3.31E-07 1.19E-09 2.32E-10 7.94E-10 2.25E-10
371331 3753740 5.38E-04 5.66E-04 2.09E-06 4.08E-07 1.41E-06 4.01E-07 371331.00 3753740.00 2.97E-07 3.12E-07 1.15E-09 2.25E-10 7.80E-10 2.21E-10
371351 3753740 5.12E-04 5.34E-04 2.03E-06 3.95E-07 1.38E-06 3.92E-07 371351.00 3753740.00 2.82E-07 2.94E-07 1.12E-09 2.18E-10 7.63E-10 2.16E-10
371371 3753740 4.86E-04 5.05E-04 1.96E-06 3.81E-07 1.35E-06 3.82E-07 371371.00 3753740.00 2.68E-07 2.79E-07 1.08E-09 2.10E-10 7.44E-10 2.11E-10
371391 3753740 4.61E-04 4.79E-04 1.89E-06 3.68E-07 1.31E-06 3.71E-07 371391.00 3753740.00 2.54E-07 2.64E-07 1.04E-09 2.03E-10 7.23E-10 2.05E-10
371411 3753740 4.38E-04 4.55E-04 1.82E-06 3.55E-07 1.27E-06 3.60E-07 371411.00 3753740.00 2.41E-07 2.51E-07 1.00E-09 1.96E-10 7.01E-10 1.99E-10
371431 3753740 4.15E-04 4.34E-04 1.75E-06 3.41E-07 1.23E-06 3.48E-07 371431.00 3753740.00 2.29E-07 2.39E-07 9.66E-10 1.88E-10 6.78E-10 1.92E-10
371451 3753740 3.94E-04 4.14E-04 1.68E-06 3.28E-07 1.19E-06 3.36E-07 371451.00 3753740.00 2.17E-07 2.28E-07 9.29E-10 1.81E-10 6.54E-10 1.85E-10
371471 3753740 3.75E-04 3.95E-04 1.62E-06 3.16E-07 1.14E-06 3.23E-07 371471.00 3753740.00 2.07E-07 2.18E-07 8.93E-10 1.74E-10 6.29E-10 1.78E-10
371491 3753740 3.57E-04 3.78E-04 1.56E-06 3.03E-07 1.10E-06 3.11E-07 371491.00 3753740.00 1.97E-07 2.08E-07 8.58E-10 1.67E-10 6.05E-10 1.71E-10
371511 3753740 3.41E-04 3.61E-04 1.49E-06 2.91E-07 1.05E-06 2.98E-07 371511.00 3753740.00 1.88E-07 1.99E-07 8.23E-10 1.60E-10 5.79E-10 1.64E-10
371531 3753740 3.26E-04 3.45E-04 1.43E-06 2.79E-07 1.00E-06 2.84E-07 371531.00 3753740.00 1.80E-07 1.90E-07 7.88E-10 1.54E-10 5.52E-10 1.56E-10
371551 3753740 3.12E-04 3.30E-04 1.37E-06 2.67E-07 9.52E-07 2.70E-07 371551.00 3753740.00 1.72E-07 1.82E-07 7.54E-10 1.47E-10 5.25E-10 1.49E-10
371571 3753740 2.99E-04 3.16E-04 1.31E-06 2.55E-07 9.03E-07 2.56E-07 371571.00 3753740.00 1.65E-07 1.74E-07 7.21E-10 1.40E-10 4.98E-10 1.41E-10
371591 3753740 2.88E-04 3.02E-04 1.25E-06 2.43E-07 8.55E-07 2.42E-07 371591.00 3753740.00 1.59E-07 1.67E-07 6.89E-10 1.34E-10 4.71E-10 1.34E-10
371611 3753740 2.77E-04 2.89E-04 1.19E-06 2.33E-07 8.09E-07 2.29E-07 371611.00 3753740.00 1.53E-07 1.59E-07 6.58E-10 1.28E-10 4.46E-10 1.26E-10
371631 3753740 2.67E-04 2.77E-04 1.14E-06 2.22E-07 7.65E-07 2.17E-07 371631.00 3753740.00 1.47E-07 1.53E-07 6.29E-10 1.23E-10 4.22E-10 1.20E-10
371651 3753740 2.57E-04 2.65E-04 1.09E-06 2.13E-07 7.24E-07 2.05E-07 371651.00 3753740.00 1.42E-07 1.46E-07 6.02E-10 1.17E-10 3.99E-10 1.13E-10
371671 3753740 2.48E-04 2.54E-04 1.04E-06 2.03E-07 6.84E-07 1.94E-07 371671.00 3753740.00 1.37E-07 1.40E-07 5.76E-10 1.12E-10 3.77E-10 1.07E-10
371691 3753740 2.39E-04 2.44E-04 1.00E-06 1.95E-07 6.47E-07 1.83E-07 371691.00 3753740.00 1.32E-07 1.34E-07 5.51E-10 1.07E-10 3.57E-10 1.01E-10
371711 3753740 2.31E-04 2.34E-04 9.58E-07 1.87E-07 6.12E-07 1.73E-07 371711.00 3753740.00 1.27E-07 1.29E-07 5.28E-10 1.03E-10 3.38E-10 9.56E-11
371731 3753740 2.23E-04 2.25E-04 9.19E-07 1.79E-07 5.80E-07 1.64E-07 371731.00 3753740.00 1.23E-07 1.24E-07 5.07E-10 9.88E-11 3.20E-10 9.06E-11
371751 3753740 2.15E-04 2.16E-04 8.83E-07 1.72E-07 5.50E-07 1.56E-07 371751.00 3753740.00 1.19E-07 1.19E-07 4.87E-10 9.49E-11 3.03E-10 8.59E-11
371771 3753740 2.07E-04 2.08E-04 8.49E-07 1.65E-07 5.22E-07 1.48E-07 371771.00 3753740.00 1.14E-07 1.15E-07 4.68E-10 9.12E-11 2.88E-10 8.15E-11
371791 3753740 2.00E-04 2.01E-04 8.17E-07 1.59E-07 4.96E-07 1.41E-07 371791.00 3753740.00 1.10E-07 1.11E-07 4.51E-10 8.78E-11 2.74E-10 7.75E-11
371811 3753740 1.93E-04 1.94E-04 7.88E-07 1.54E-07 4.72E-07 1.34E-07 371811.00 3753740.00 1.06E-07 1.07E-07 4.34E-10 8.46E-11 2.60E-10 7.37E-11
371831 3753740 1.86E-04 1.88E-04 7.60E-07 1.48E-07 4.50E-07 1.27E-07 371831.00 3753740.00 1.02E-07 1.03E-07 4.19E-10 8.17E-11 2.48E-10 7.03E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370571 3753760 6.30E-04 8.79E-04 1.71E-06 3.34E-07 4.84E-07 1.37E-07 370571.00 3753760.00 3.47E-07 4.84E-07 9.45E-10 1.84E-10 2.67E-10 7.55E-11
370591 3753760 6.45E-04 9.04E-04 1.77E-06 3.46E-07 5.05E-07 1.43E-07 370591.00 3753760.00 3.55E-07 4.99E-07 9.78E-10 1.91E-10 2.78E-10 7.89E-11
370611 3753760 6.61E-04 9.33E-04 1.84E-06 3.59E-07 5.29E-07 1.50E-07 370611.00 3753760.00 3.65E-07 5.14E-07 1.01E-09 1.98E-10 2.91E-10 8.25E-11
370631 3753760 6.75E-04 9.58E-04 1.90E-06 3.71E-07 5.52E-07 1.56E-07 370631.00 3753760.00 3.72E-07 5.28E-07 1.05E-09 2.04E-10 3.05E-10 8.63E-11
370651 3753760 6.91E-04 9.85E-04 1.97E-06 3.84E-07 5.78E-07 1.64E-07 370651.00 3753760.00 3.81E-07 5.43E-07 1.09E-09 2.12E-10 3.19E-10 9.03E-11
370671 3753760 7.07E-04 1.01E-03 2.04E-06 3.97E-07 6.06E-07 1.72E-07 370671.00 3753760.00 3.90E-07 5.59E-07 1.12E-09 2.19E-10 3.34E-10 9.46E-11
370691 3753760 7.22E-04 1.04E-03 2.11E-06 4.11E-07 6.36E-07 1.80E-07 370691.00 3753760.00 3.98E-07 5.74E-07 1.16E-09 2.26E-10 3.50E-10 9.93E-11
370711 3753760 7.38E-04 1.07E-03 2.18E-06 4.24E-07 6.67E-07 1.89E-07 370711.00 3753760.00 4.07E-07 5.89E-07 1.20E-09 2.34E-10 3.68E-10 1.04E-10
370731 3753760 7.53E-04 1.10E-03 2.25E-06 4.38E-07 7.01E-07 1.98E-07 370731.00 3753760.00 4.15E-07 6.05E-07 1.24E-09 2.42E-10 3.86E-10 1.09E-10
370751 3753760 7.68E-04 1.13E-03 2.32E-06 4.52E-07 7.36E-07 2.08E-07 370751.00 3753760.00 4.24E-07 6.20E-07 1.28E-09 2.49E-10 4.06E-10 1.15E-10
370771 3753760 7.83E-04 1.15E-03 2.39E-06 4.66E-07 7.74E-07 2.19E-07 370771.00 3753760.00 4.32E-07 6.36E-07 1.32E-09 2.57E-10 4.27E-10 1.21E-10
370791 3753760 7.98E-04 1.18E-03 2.46E-06 4.80E-07 8.14E-07 2.30E-07 370791.00 3753760.00 4.40E-07 6.50E-07 1.36E-09 2.65E-10 4.49E-10 1.27E-10
370811 3753760 8.11E-04 1.20E-03 2.53E-06 4.93E-07 8.56E-07 2.42E-07 370811.00 3753760.00 4.47E-07 6.64E-07 1.40E-09 2.72E-10 4.72E-10 1.34E-10
370831 3753760 8.24E-04 1.23E-03 2.60E-06 5.06E-07 9.00E-07 2.55E-07 370831.00 3753760.00 4.54E-07 6.77E-07 1.43E-09 2.79E-10 4.96E-10 1.40E-10
370851 3753760 8.36E-04 1.25E-03 2.66E-06 5.18E-07 9.46E-07 2.68E-07 370851.00 3753760.00 4.61E-07 6.88E-07 1.47E-09 2.86E-10 5.21E-10 1.48E-10
370871 3753760 8.46E-04 1.27E-03 2.72E-06 5.29E-07 9.94E-07 2.81E-07 370871.00 3753760.00 4.66E-07 6.98E-07 1.50E-09 2.92E-10 5.48E-10 1.55E-10
370891 3753760 8.55E-04 1.28E-03 2.77E-06 5.39E-07 1.04E-06 2.96E-07 370891.00 3753760.00 4.72E-07 7.07E-07 1.53E-09 2.97E-10 5.75E-10 1.63E-10
370911 3753760 8.63E-04 1.29E-03 2.81E-06 5.49E-07 1.09E-06 3.10E-07 370911.00 3753760.00 4.76E-07 7.13E-07 1.55E-09 3.02E-10 6.04E-10 1.71E-10
370931 3753760 8.69E-04 1.30E-03 2.86E-06 5.57E-07 1.15E-06 3.25E-07 370931.00 3753760.00 4.79E-07 7.17E-07 1.58E-09 3.07E-10 6.33E-10 1.79E-10
370951 3753760 8.74E-04 1.30E-03 2.89E-06 5.64E-07 1.20E-06 3.40E-07 370951.00 3753760.00 4.82E-07 7.18E-07 1.59E-09 3.11E-10 6.63E-10 1.88E-10
370971 3753760 8.77E-04 1.30E-03 2.92E-06 5.69E-07 1.26E-06 3.56E-07 370971.00 3753760.00 4.83E-07 7.17E-07 1.61E-09 3.14E-10 6.92E-10 1.96E-10
370991 3753760 8.78E-04 1.29E-03 2.94E-06 5.73E-07 1.31E-06 3.71E-07 370991.00 3753760.00 4.84E-07 7.14E-07 1.62E-09 3.16E-10 7.22E-10 2.04E-10
371011 3753760 8.77E-04 1.28E-03 2.95E-06 5.76E-07 1.36E-06 3.86E-07 371011.00 3753760.00 4.84E-07 7.07E-07 1.63E-09 3.17E-10 7.51E-10 2.13E-10
371031 3753760 8.74E-04 1.26E-03 2.96E-06 5.77E-07 1.41E-06 4.00E-07 371031.00 3753760.00 4.82E-07 6.97E-07 1.63E-09 3.18E-10 7.79E-10 2.21E-10
371051 3753760 8.69E-04 1.24E-03 2.96E-06 5.77E-07 1.46E-06 4.14E-07 371051.00 3753760.00 4.79E-07 6.84E-07 1.63E-09 3.18E-10 8.06E-10 2.28E-10
371071 3753760 8.62E-04 1.21E-03 2.95E-06 5.76E-07 1.51E-06 4.27E-07 371071.00 3753760.00 4.75E-07 6.67E-07 1.63E-09 3.17E-10 8.31E-10 2.35E-10
371091 3753760 8.53E-04 1.17E-03 2.94E-06 5.73E-07 1.55E-06 4.39E-07 371091.00 3753760.00 4.70E-07 6.48E-07 1.62E-09 3.16E-10 8.54E-10 2.42E-10
371111 3753760 8.41E-04 1.14E-03 2.91E-06 5.68E-07 1.59E-06 4.49E-07 371111.00 3753760.00 4.64E-07 6.26E-07 1.61E-09 3.13E-10 8.74E-10 2.48E-10
371131 3753760 8.27E-04 1.09E-03 2.88E-06 5.62E-07 1.62E-06 4.58E-07 371131.00 3753760.00 4.56E-07 6.01E-07 1.59E-09 3.10E-10 8.92E-10 2.53E-10
371151 3753760 8.10E-04 1.04E-03 2.85E-06 5.55E-07 1.64E-06 4.66E-07 371151.00 3753760.00 4.46E-07 5.75E-07 1.57E-09 3.06E-10 9.07E-10 2.57E-10
371171 3753760 7.91E-04 9.93E-04 2.80E-06 5.46E-07 1.66E-06 4.71E-07 371171.00 3753760.00 4.36E-07 5.47E-07 1.54E-09 3.01E-10 9.17E-10 2.60E-10
371191 3753760 7.69E-04 9.41E-04 2.75E-06 5.36E-07 1.68E-06 4.75E-07 371191.00 3753760.00 4.24E-07 5.19E-07 1.52E-09 2.96E-10 9.24E-10 2.62E-10
371211 3753760 7.46E-04 8.89E-04 2.69E-06 5.25E-07 1.68E-06 4.76E-07 371211.00 3753760.00 4.11E-07 4.90E-07 1.49E-09 2.89E-10 9.27E-10 2.62E-10
371231 3753760 7.20E-04 8.37E-04 2.63E-06 5.13E-07 1.68E-06 4.76E-07 371231.00 3753760.00 3.97E-07 4.61E-07 1.45E-09 2.83E-10 9.26E-10 2.62E-10
371251 3753760 6.93E-04 7.86E-04 2.57E-06 5.00E-07 1.67E-06 4.74E-07 371251.00 3753760.00 3.82E-07 4.33E-07 1.41E-09 2.76E-10 9.22E-10 2.61E-10
371271 3753760 6.65E-04 7.38E-04 2.49E-06 4.86E-07 1.66E-06 4.69E-07 371271.00 3753760.00 3.66E-07 4.07E-07 1.37E-09 2.68E-10 9.14E-10 2.59E-10
371291 3753760 6.36E-04 6.92E-04 2.42E-06 4.72E-07 1.64E-06 4.63E-07 371291.00 3753760.00 3.51E-07 3.82E-07 1.33E-09 2.60E-10 9.02E-10 2.55E-10
371311 3753760 6.07E-04 6.50E-04 2.35E-06 4.57E-07 1.61E-06 4.56E-07 371311.00 3753760.00 3.34E-07 3.58E-07 1.29E-09 2.52E-10 8.87E-10 2.51E-10
371331 3753760 5.78E-04 6.11E-04 2.27E-06 4.43E-07 1.58E-06 4.47E-07 371331.00 3753760.00 3.18E-07 3.37E-07 1.25E-09 2.44E-10 8.70E-10 2.46E-10
371351 3753760 5.49E-04 5.75E-04 2.20E-06 4.28E-07 1.54E-06 4.37E-07 371351.00 3753760.00 3.03E-07 3.17E-07 1.21E-09 2.36E-10 8.50E-10 2.41E-10
371371 3753760 5.21E-04 5.44E-04 2.12E-06 4.13E-07 1.50E-06 4.25E-07 371371.00 3753760.00 2.87E-07 3.00E-07 1.17E-09 2.27E-10 8.27E-10 2.34E-10
371391 3753760 4.94E-04 5.15E-04 2.04E-06 3.97E-07 1.46E-06 4.13E-07 371391.00 3753760.00 2.72E-07 2.84E-07 1.12E-09 2.19E-10 8.03E-10 2.27E-10
371411 3753760 4.68E-04 4.88E-04 1.96E-06 3.82E-07 1.41E-06 3.99E-07 371411.00 3753760.00 2.58E-07 2.69E-07 1.08E-09 2.11E-10 7.76E-10 2.20E-10
371431 3753760 4.43E-04 4.64E-04 1.88E-06 3.67E-07 1.36E-06 3.85E-07 371431.00 3753760.00 2.44E-07 2.56E-07 1.04E-09 2.02E-10 7.49E-10 2.12E-10
371451 3753760 4.20E-04 4.42E-04 1.80E-06 3.52E-07 1.30E-06 3.70E-07 371451.00 3753760.00 2.32E-07 2.44E-07 9.95E-10 1.94E-10 7.19E-10 2.04E-10
371471 3753760 3.99E-04 4.22E-04 1.73E-06 3.37E-07 1.25E-06 3.54E-07 371471.00 3753760.00 2.20E-07 2.32E-07 9.54E-10 1.86E-10 6.90E-10 1.95E-10
371491 3753760 3.80E-04 4.02E-04 1.66E-06 3.23E-07 1.20E-06 3.39E-07 371491.00 3753760.00 2.09E-07 2.22E-07 9.14E-10 1.78E-10 6.61E-10 1.87E-10
371511 3753760 3.62E-04 3.84E-04 1.59E-06 3.09E-07 1.15E-06 3.24E-07 371511.00 3753760.00 2.00E-07 2.11E-07 8.76E-10 1.71E-10 6.31E-10 1.79E-10
371531 3753760 3.46E-04 3.66E-04 1.52E-06 2.96E-07 1.09E-06 3.08E-07 371531.00 3753760.00 1.91E-07 2.02E-07 8.37E-10 1.63E-10 6.00E-10 1.70E-10
371551 3753760 3.31E-04 3.49E-04 1.45E-06 2.82E-07 1.03E-06 2.92E-07 371551.00 3753760.00 1.82E-07 1.93E-07 7.99E-10 1.56E-10 5.68E-10 1.61E-10
371571 3753760 3.17E-04 3.33E-04 1.38E-06 2.69E-07 9.74E-07 2.76E-07 371571.00 3753760.00 1.75E-07 1.84E-07 7.62E-10 1.49E-10 5.37E-10 1.52E-10
371591 3753760 3.04E-04 3.18E-04 1.32E-06 2.57E-07 9.19E-07 2.60E-07 371591.00 3753760.00 1.68E-07 1.76E-07 7.27E-10 1.42E-10 5.07E-10 1.44E-10
371611 3753760 2.93E-04 3.04E-04 1.26E-06 2.45E-07 8.67E-07 2.45E-07 371611.00 3753760.00 1.61E-07 1.68E-07 6.93E-10 1.35E-10 4.78E-10 1.35E-10
371631 3753760 2.82E-04 2.91E-04 1.20E-06 2.34E-07 8.17E-07 2.31E-07 371631.00 3753760.00 1.55E-07 1.60E-07 6.61E-10 1.29E-10 4.50E-10 1.28E-10
371651 3753760 2.71E-04 2.78E-04 1.14E-06 2.23E-07 7.70E-07 2.18E-07 371651.00 3753760.00 1.49E-07 1.53E-07 6.31E-10 1.23E-10 4.25E-10 1.20E-10
371671 3753760 2.61E-04 2.66E-04 1.09E-06 2.13E-07 7.26E-07 2.06E-07 371671.00 3753760.00 1.44E-07 1.47E-07 6.03E-10 1.18E-10 4.00E-10 1.13E-10
371691 3753760 2.52E-04 2.55E-04 1.05E-06 2.04E-07 6.85E-07 1.94E-07 371691.00 3753760.00 1.39E-07 1.41E-07 5.77E-10 1.12E-10 3.78E-10 1.07E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371711 3753760 2.42E-04 2.45E-04 1.00E-06 1.95E-07 6.47E-07 1.83E-07 371711.00 3753760.00 1.34E-07 1.35E-07 5.52E-10 1.08E-10 3.57E-10 1.01E-10
371731 3753760 2.33E-04 2.35E-04 9.60E-07 1.87E-07 6.12E-07 1.73E-07 371731.00 3753760.00 1.29E-07 1.30E-07 5.29E-10 1.03E-10 3.37E-10 9.55E-11
371751 3753760 2.25E-04 2.26E-04 9.22E-07 1.80E-07 5.79E-07 1.64E-07 371751.00 3753760.00 1.24E-07 1.25E-07 5.08E-10 9.90E-11 3.19E-10 9.04E-11
371771 3753760 2.16E-04 2.18E-04 8.86E-07 1.73E-07 5.49E-07 1.55E-07 371771.00 3753760.00 1.19E-07 1.20E-07 4.88E-10 9.52E-11 3.03E-10 8.57E-11
371791 3753760 2.08E-04 2.11E-04 8.53E-07 1.66E-07 5.21E-07 1.48E-07 371791.00 3753760.00 1.15E-07 1.16E-07 4.70E-10 9.16E-11 2.87E-10 8.14E-11
371811 3753760 2.00E-04 2.04E-04 8.22E-07 1.60E-07 4.96E-07 1.40E-07 371811.00 3753760.00 1.11E-07 1.12E-07 4.53E-10 8.83E-11 2.73E-10 7.74E-11
371831 3753760 1.93E-04 1.97E-04 7.93E-07 1.54E-07 4.72E-07 1.34E-07 371831.00 3753760.00 1.06E-07 1.09E-07 4.37E-10 8.52E-11 2.60E-10 7.38E-11
370571 3753780 6.51E-04 9.14E-04 1.80E-06 3.51E-07 4.96E-07 1.41E-07 370571.00 3753780.00 3.59E-07 5.04E-07 9.92E-10 1.93E-10 2.74E-10 7.75E-11
370591 3753780 6.68E-04 9.43E-04 1.87E-06 3.64E-07 5.19E-07 1.47E-07 370591.00 3753780.00 3.68E-07 5.20E-07 1.03E-09 2.01E-10 2.86E-10 8.10E-11
370611 3753780 6.84E-04 9.72E-04 1.94E-06 3.77E-07 5.43E-07 1.54E-07 370611.00 3753780.00 3.77E-07 5.36E-07 1.07E-09 2.08E-10 2.99E-10 8.48E-11
370631 3753780 7.01E-04 1.00E-03 2.01E-06 3.92E-07 5.69E-07 1.61E-07 370631.00 3753780.00 3.87E-07 5.52E-07 1.11E-09 2.16E-10 3.14E-10 8.88E-11
370651 3753780 7.19E-04 1.03E-03 2.09E-06 4.07E-07 5.97E-07 1.69E-07 370651.00 3753780.00 3.97E-07 5.70E-07 1.15E-09 2.24E-10 3.29E-10 9.32E-11
370671 3753780 7.37E-04 1.07E-03 2.16E-06 4.22E-07 6.27E-07 1.77E-07 370671.00 3753780.00 4.06E-07 5.88E-07 1.19E-09 2.32E-10 3.45E-10 9.79E-11
370691 3753780 7.52E-04 1.09E-03 2.24E-06 4.36E-07 6.57E-07 1.86E-07 370691.00 3753780.00 4.15E-07 6.03E-07 1.23E-09 2.41E-10 3.62E-10 1.03E-10
370711 3753780 7.70E-04 1.13E-03 2.32E-06 4.52E-07 6.91E-07 1.96E-07 370711.00 3753780.00 4.25E-07 6.21E-07 1.28E-09 2.49E-10 3.81E-10 1.08E-10
370731 3753780 7.87E-04 1.16E-03 2.40E-06 4.68E-07 7.27E-07 2.06E-07 370731.00 3753780.00 4.34E-07 6.38E-07 1.32E-09 2.58E-10 4.01E-10 1.14E-10
370751 3753780 8.05E-04 1.19E-03 2.49E-06 4.84E-07 7.66E-07 2.17E-07 370751.00 3753780.00 4.44E-07 6.57E-07 1.37E-09 2.67E-10 4.22E-10 1.20E-10
370771 3753780 8.22E-04 1.22E-03 2.57E-06 5.01E-07 8.07E-07 2.29E-07 370771.00 3753780.00 4.53E-07 6.75E-07 1.42E-09 2.76E-10 4.45E-10 1.26E-10
370791 3753780 8.39E-04 1.26E-03 2.65E-06 5.17E-07 8.51E-07 2.41E-07 370791.00 3753780.00 4.62E-07 6.92E-07 1.46E-09 2.85E-10 4.69E-10 1.33E-10
370811 3753780 8.54E-04 1.28E-03 2.73E-06 5.32E-07 8.97E-07 2.54E-07 370811.00 3753780.00 4.71E-07 7.08E-07 1.51E-09 2.93E-10 4.95E-10 1.40E-10
370831 3753780 8.70E-04 1.32E-03 2.81E-06 5.48E-07 9.47E-07 2.68E-07 370831.00 3753780.00 4.80E-07 7.25E-07 1.55E-09 3.02E-10 5.22E-10 1.48E-10
370851 3753780 8.85E-04 1.34E-03 2.88E-06 5.62E-07 9.99E-07 2.83E-07 370851.00 3753780.00 4.88E-07 7.41E-07 1.59E-09 3.10E-10 5.51E-10 1.56E-10
370871 3753780 8.98E-04 1.37E-03 2.95E-06 5.76E-07 1.05E-06 2.98E-07 370871.00 3753780.00 4.95E-07 7.53E-07 1.63E-09 3.17E-10 5.81E-10 1.64E-10
370891 3753780 9.09E-04 1.39E-03 3.02E-06 5.88E-07 1.11E-06 3.14E-07 370891.00 3753780.00 5.01E-07 7.65E-07 1.66E-09 3.24E-10 6.12E-10 1.73E-10
370911 3753780 9.20E-04 1.40E-03 3.07E-06 5.99E-07 1.17E-06 3.31E-07 370911.00 3753780.00 5.07E-07 7.74E-07 1.69E-09 3.30E-10 6.45E-10 1.83E-10
370931 3753780 9.27E-04 1.41E-03 3.13E-06 6.09E-07 1.23E-06 3.49E-07 370931.00 3753780.00 5.11E-07 7.80E-07 1.72E-09 3.36E-10 6.78E-10 1.92E-10
370951 3753780 9.34E-04 1.42E-03 3.17E-06 6.18E-07 1.29E-06 3.66E-07 370951.00 3753780.00 5.15E-07 7.84E-07 1.75E-09 3.41E-10 7.13E-10 2.02E-10
370971 3753780 9.38E-04 1.42E-03 3.21E-06 6.26E-07 1.36E-06 3.85E-07 370971.00 3753780.00 5.17E-07 7.84E-07 1.77E-09 3.45E-10 7.49E-10 2.12E-10
370991 3753780 9.41E-04 1.42E-03 3.24E-06 6.31E-07 1.42E-06 4.03E-07 370991.00 3753780.00 5.19E-07 7.82E-07 1.79E-09 3.48E-10 7.84E-10 2.22E-10
371011 3753780 9.42E-04 1.41E-03 3.26E-06 6.35E-07 1.49E-06 4.21E-07 371011.00 3753780.00 5.19E-07 7.76E-07 1.80E-09 3.50E-10 8.20E-10 2.32E-10
371031 3753780 9.40E-04 1.39E-03 3.27E-06 6.38E-07 1.55E-06 4.39E-07 371031.00 3753780.00 5.18E-07 7.66E-07 1.80E-09 3.52E-10 8.55E-10 2.42E-10
371051 3753780 9.36E-04 1.37E-03 3.28E-06 6.39E-07 1.61E-06 4.56E-07 371051.00 3753780.00 5.16E-07 7.53E-07 1.81E-09 3.52E-10 8.89E-10 2.52E-10
371071 3753780 9.29E-04 1.33E-03 3.27E-06 6.38E-07 1.67E-06 4.73E-07 371071.00 3753780.00 5.12E-07 7.35E-07 1.80E-09 3.52E-10 9.21E-10 2.61E-10
371091 3753780 9.19E-04 1.30E-03 3.26E-06 6.36E-07 1.73E-06 4.89E-07 371091.00 3753780.00 5.07E-07 7.14E-07 1.80E-09 3.50E-10 9.52E-10 2.70E-10
371111 3753780 9.08E-04 1.25E-03 3.23E-06 6.30E-07 1.77E-06 5.01E-07 371111.00 3753780.00 5.00E-07 6.90E-07 1.78E-09 3.47E-10 9.76E-10 2.76E-10
371131 3753780 8.94E-04 1.21E-03 3.18E-06 6.20E-07 1.80E-06 5.10E-07 371131.00 3753780.00 4.93E-07 6.65E-07 1.75E-09 3.42E-10 9.93E-10 2.81E-10
371151 3753780 8.76E-04 1.15E-03 3.14E-06 6.11E-07 1.83E-06 5.20E-07 371151.00 3753780.00 4.83E-07 6.35E-07 1.73E-09 3.37E-10 1.01E-09 2.87E-10
371171 3753780 8.55E-04 1.09E-03 3.09E-06 6.02E-07 1.86E-06 5.27E-07 371171.00 3753780.00 4.72E-07 6.04E-07 1.70E-09 3.32E-10 1.03E-09 2.91E-10
371191 3753780 8.32E-04 1.04E-03 3.03E-06 5.91E-07 1.88E-06 5.33E-07 371191.00 3753780.00 4.59E-07 5.71E-07 1.67E-09 3.26E-10 1.04E-09 2.94E-10
371211 3753780 8.07E-04 9.76E-04 2.97E-06 5.78E-07 1.89E-06 5.36E-07 371211.00 3753780.00 4.45E-07 5.38E-07 1.64E-09 3.19E-10 1.04E-09 2.95E-10
371231 3753780 7.79E-04 9.17E-04 2.90E-06 5.64E-07 1.89E-06 5.36E-07 371231.00 3753780.00 4.29E-07 5.06E-07 1.60E-09 3.11E-10 1.04E-09 2.95E-10
371251 3753780 7.49E-04 8.60E-04 2.83E-06 5.51E-07 1.89E-06 5.35E-07 371251.00 3753780.00 4.13E-07 4.74E-07 1.56E-09 3.04E-10 1.04E-09 2.95E-10
371271 3753780 7.18E-04 8.05E-04 2.74E-06 5.35E-07 1.87E-06 5.30E-07 371271.00 3753780.00 3.96E-07 4.44E-07 1.51E-09 2.95E-10 1.03E-09 2.92E-10
371291 3753780 6.86E-04 7.53E-04 2.66E-06 5.18E-07 1.85E-06 5.23E-07 371291.00 3753780.00 3.78E-07 4.15E-07 1.46E-09 2.85E-10 1.02E-09 2.88E-10
371311 3753780 6.54E-04 7.05E-04 2.56E-06 5.00E-07 1.81E-06 5.13E-07 371311.00 3753780.00 3.60E-07 3.89E-07 1.41E-09 2.76E-10 9.99E-10 2.83E-10
371331 3753780 6.22E-04 6.62E-04 2.48E-06 4.84E-07 1.78E-06 5.04E-07 371331.00 3753780.00 3.43E-07 3.65E-07 1.37E-09 2.67E-10 9.80E-10 2.78E-10
371351 3753780 5.90E-04 6.22E-04 2.41E-06 4.70E-07 1.75E-06 4.95E-07 371351.00 3753780.00 3.26E-07 3.43E-07 1.33E-09 2.59E-10 9.63E-10 2.73E-10
371371 3753780 5.59E-04 5.87E-04 2.30E-06 4.49E-07 1.68E-06 4.77E-07 371371.00 3753780.00 3.08E-07 3.23E-07 1.27E-09 2.48E-10 9.28E-10 2.63E-10
371391 3753780 5.30E-04 5.54E-04 2.21E-06 4.31E-07 1.63E-06 4.61E-07 371391.00 3753780.00 2.92E-07 3.06E-07 1.22E-09 2.38E-10 8.98E-10 2.54E-10
371411 3753780 5.01E-04 5.25E-04 2.12E-06 4.13E-07 1.57E-06 4.44E-07 371411.00 3753780.00 2.76E-07 2.89E-07 1.17E-09 2.28E-10 8.65E-10 2.45E-10
371431 3753780 4.74E-04 4.98E-04 2.03E-06 3.96E-07 1.51E-06 4.27E-07 371431.00 3753780.00 2.61E-07 2.75E-07 1.12E-09 2.18E-10 8.32E-10 2.36E-10
371451 3753780 4.49E-04 4.74E-04 1.94E-06 3.77E-07 1.44E-06 4.07E-07 371451.00 3753780.00 2.48E-07 2.61E-07 1.07E-09 2.08E-10 7.93E-10 2.25E-10
371471 3753780 4.26E-04 4.51E-04 1.85E-06 3.60E-07 1.37E-06 3.88E-07 371471.00 3753780.00 2.35E-07 2.49E-07 1.02E-09 1.98E-10 7.54E-10 2.14E-10
371491 3753780 4.05E-04 4.29E-04 1.76E-06 3.43E-07 1.30E-06 3.68E-07 371491.00 3753780.00 2.23E-07 2.37E-07 9.70E-10 1.89E-10 7.17E-10 2.03E-10
371511 3753780 3.86E-04 4.08E-04 1.68E-06 3.28E-07 1.24E-06 3.51E-07 371511.00 3753780.00 2.13E-07 2.25E-07 9.28E-10 1.81E-10 6.83E-10 1.93E-10
371531 3753780 3.68E-04 3.89E-04 1.61E-06 3.14E-07 1.18E-06 3.35E-07 371531.00 3753780.00 2.03E-07 2.14E-07 8.89E-10 1.73E-10 6.52E-10 1.85E-10
371551 3753780 3.51E-04 3.70E-04 1.54E-06 3.00E-07 1.12E-06 3.17E-07 371551.00 3753780.00 1.94E-07 2.04E-07 8.48E-10 1.65E-10 6.17E-10 1.75E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371571 3753780 3.36E-04 3.52E-04 1.47E-06 2.86E-07 1.05E-06 2.98E-07 371571.00 3753780.00 1.85E-07 1.94E-07 8.08E-10 1.57E-10 5.80E-10 1.64E-10
371591 3753780 3.23E-04 3.36E-04 1.39E-06 2.72E-07 9.90E-07 2.80E-07 371591.00 3753780.00 1.78E-07 1.85E-07 7.68E-10 1.50E-10 5.46E-10 1.55E-10
371611 3753780 3.10E-04 3.21E-04 1.33E-06 2.59E-07 9.30E-07 2.63E-07 371611.00 3753780.00 1.71E-07 1.77E-07 7.32E-10 1.43E-10 5.13E-10 1.45E-10
371631 3753780 2.98E-04 3.06E-04 1.26E-06 2.46E-07 8.74E-07 2.47E-07 371631.00 3753780.00 1.64E-07 1.69E-07 6.97E-10 1.36E-10 4.82E-10 1.36E-10
371651 3753780 2.86E-04 2.93E-04 1.20E-06 2.35E-07 8.21E-07 2.33E-07 371651.00 3753780.00 1.58E-07 1.61E-07 6.64E-10 1.29E-10 4.53E-10 1.28E-10
371671 3753780 2.75E-04 2.80E-04 1.15E-06 2.24E-07 7.72E-07 2.19E-07 371671.00 3753780.00 1.52E-07 1.54E-07 6.34E-10 1.23E-10 4.25E-10 1.21E-10
371691 3753780 2.64E-04 2.68E-04 1.10E-06 2.14E-07 7.26E-07 2.06E-07 371691.00 3753780.00 1.46E-07 1.48E-07 6.05E-10 1.18E-10 4.01E-10 1.13E-10
371711 3753780 2.54E-04 2.58E-04 1.05E-06 2.05E-07 6.85E-07 1.94E-07 371711.00 3753780.00 1.40E-07 1.42E-07 5.79E-10 1.13E-10 3.78E-10 1.07E-10
371731 3753780 2.45E-04 2.48E-04 1.01E-06 1.96E-07 6.47E-07 1.83E-07 371731.00 3753780.00 1.35E-07 1.37E-07 5.55E-10 1.08E-10 3.57E-10 1.01E-10
371751 3753780 2.35E-04 2.38E-04 9.66E-07 1.88E-07 6.11E-07 1.73E-07 371751.00 3753780.00 1.30E-07 1.31E-07 5.33E-10 1.04E-10 3.37E-10 9.55E-11
371771 3753780 2.26E-04 2.30E-04 9.28E-07 1.81E-07 5.79E-07 1.64E-07 371771.00 3753780.00 1.25E-07 1.27E-07 5.12E-10 9.97E-11 3.19E-10 9.05E-11
371791 3753780 2.17E-04 2.22E-04 8.93E-07 1.74E-07 5.50E-07 1.56E-07 371791.00 3753780.00 1.20E-07 1.23E-07 4.92E-10 9.60E-11 3.03E-10 8.59E-11
371811 3753780 2.09E-04 2.15E-04 8.61E-07 1.68E-07 5.23E-07 1.48E-07 371811.00 3753780.00 1.15E-07 1.19E-07 4.74E-10 9.25E-11 2.88E-10 8.16E-11
371831 3753780 2.01E-04 2.09E-04 8.30E-07 1.62E-07 4.98E-07 1.41E-07 371831.00 3753780.00 1.11E-07 1.15E-07 4.58E-10 8.92E-11 2.75E-10 7.78E-11
370571 3753800 6.72E-04 9.48E-04 1.89E-06 3.68E-07 5.08E-07 1.44E-07 370571.00 3753800.00 3.70E-07 5.23E-07 1.04E-09 2.03E-10 2.80E-10 7.94E-11
370591 3753800 6.90E-04 9.80E-04 1.96E-06 3.82E-07 5.32E-07 1.51E-07 370591.00 3753800.00 3.80E-07 5.40E-07 1.08E-09 2.11E-10 2.93E-10 8.31E-11
370611 3753800 7.08E-04 1.01E-03 2.04E-06 3.98E-07 5.58E-07 1.58E-07 370611.00 3753800.00 3.90E-07 5.58E-07 1.12E-09 2.19E-10 3.08E-10 8.71E-11
370631 3753800 7.27E-04 1.05E-03 2.12E-06 4.13E-07 5.85E-07 1.66E-07 370631.00 3753800.00 4.01E-07 5.76E-07 1.17E-09 2.28E-10 3.23E-10 9.14E-11
370651 3753800 7.46E-04 1.08E-03 2.21E-06 4.30E-07 6.15E-07 1.74E-07 370651.00 3753800.00 4.12E-07 5.96E-07 1.22E-09 2.37E-10 3.39E-10 9.60E-11
370671 3753800 7.66E-04 1.12E-03 2.29E-06 4.47E-07 6.46E-07 1.83E-07 370671.00 3753800.00 4.22E-07 6.15E-07 1.27E-09 2.47E-10 3.56E-10 1.01E-10
370691 3753800 7.84E-04 1.15E-03 2.38E-06 4.64E-07 6.79E-07 1.92E-07 370691.00 3753800.00 4.32E-07 6.34E-07 1.31E-09 2.56E-10 3.75E-10 1.06E-10
370711 3753800 8.03E-04 1.19E-03 2.47E-06 4.82E-07 7.15E-07 2.03E-07 370711.00 3753800.00 4.43E-07 6.54E-07 1.36E-09 2.66E-10 3.94E-10 1.12E-10
370731 3753800 8.23E-04 1.22E-03 2.57E-06 5.01E-07 7.54E-07 2.14E-07 370731.00 3753800.00 4.54E-07 6.74E-07 1.42E-09 2.76E-10 4.16E-10 1.18E-10
370751 3753800 8.43E-04 1.26E-03 2.67E-06 5.20E-07 7.97E-07 2.26E-07 370751.00 3753800.00 4.65E-07 6.96E-07 1.47E-09 2.87E-10 4.39E-10 1.24E-10
370771 3753800 8.69E-04 1.31E-03 2.77E-06 5.40E-07 8.44E-07 2.39E-07 370771.00 3753800.00 4.79E-07 7.23E-07 1.53E-09 2.98E-10 4.65E-10 1.32E-10
370791 3753800 8.88E-04 1.35E-03 2.86E-06 5.58E-07 8.92E-07 2.53E-07 370791.00 3753800.00 4.90E-07 7.44E-07 1.58E-09 3.08E-10 4.92E-10 1.39E-10
370811 3753800 9.07E-04 1.39E-03 2.95E-06 5.75E-07 9.43E-07 2.67E-07 370811.00 3753800.00 5.00E-07 7.64E-07 1.63E-09 3.17E-10 5.20E-10 1.47E-10
370831 3753800 9.24E-04 1.42E-03 3.04E-06 5.93E-07 9.97E-07 2.82E-07 370831.00 3753800.00 5.09E-07 7.82E-07 1.68E-09 3.27E-10 5.50E-10 1.56E-10
370851 3753800 9.40E-04 1.45E-03 3.13E-06 6.10E-07 1.05E-06 2.99E-07 370851.00 3753800.00 5.18E-07 8.00E-07 1.73E-09 3.36E-10 5.81E-10 1.65E-10
370871 3753800 9.54E-04 1.48E-03 3.21E-06 6.27E-07 1.12E-06 3.16E-07 370871.00 3753800.00 5.26E-07 8.15E-07 1.77E-09 3.45E-10 6.15E-10 1.74E-10
370891 3753800 9.67E-04 1.50E-03 3.30E-06 6.43E-07 1.18E-06 3.34E-07 370891.00 3753800.00 5.33E-07 8.28E-07 1.82E-09 3.54E-10 6.51E-10 1.84E-10
370911 3753800 9.80E-04 1.53E-03 3.37E-06 6.56E-07 1.25E-06 3.54E-07 370911.00 3753800.00 5.41E-07 8.42E-07 1.86E-09 3.62E-10 6.88E-10 1.95E-10
370931 3753800 9.91E-04 1.54E-03 3.43E-06 6.69E-07 1.32E-06 3.74E-07 370931.00 3753800.00 5.46E-07 8.51E-07 1.89E-09 3.69E-10 7.27E-10 2.06E-10
370951 3753800 9.99E-04 1.55E-03 3.49E-06 6.81E-07 1.39E-06 3.95E-07 370951.00 3753800.00 5.51E-07 8.57E-07 1.93E-09 3.75E-10 7.68E-10 2.18E-10
370971 3753800 1.01E-03 1.56E-03 3.55E-06 6.92E-07 1.47E-06 4.16E-07 370971.00 3753800.00 5.54E-07 8.59E-07 1.96E-09 3.82E-10 8.10E-10 2.30E-10
370991 3753800 1.01E-03 1.56E-03 3.60E-06 7.01E-07 1.55E-06 4.39E-07 370991.00 3753800.00 5.57E-07 8.58E-07 1.98E-09 3.86E-10 8.54E-10 2.42E-10
371011 3753800 1.01E-03 1.55E-03 3.61E-06 7.04E-07 1.63E-06 4.60E-07 371011.00 3753800.00 5.59E-07 8.56E-07 1.99E-09 3.88E-10 8.96E-10 2.54E-10
371031 3753800 1.01E-03 1.53E-03 3.64E-06 7.09E-07 1.70E-06 4.83E-07 371031.00 3753800.00 5.58E-07 8.46E-07 2.01E-09 3.91E-10 9.40E-10 2.66E-10
371051 3753800 1.01E-03 1.51E-03 3.67E-06 7.15E-07 1.79E-06 5.06E-07 371051.00 3753800.00 5.55E-07 8.30E-07 2.02E-09 3.94E-10 9.85E-10 2.79E-10
371071 3753800 9.97E-04 1.46E-03 3.68E-06 7.18E-07 1.86E-06 5.27E-07 371071.00 3753800.00 5.50E-07 8.07E-07 2.03E-09 3.96E-10 1.03E-09 2.91E-10
371091 3753800 9.88E-04 1.42E-03 3.67E-06 7.16E-07 1.93E-06 5.48E-07 371091.00 3753800.00 5.45E-07 7.85E-07 2.03E-09 3.95E-10 1.07E-09 3.02E-10
371111 3753800 9.75E-04 1.37E-03 3.65E-06 7.12E-07 2.00E-06 5.67E-07 371111.00 3753800.00 5.38E-07 7.58E-07 2.01E-09 3.93E-10 1.10E-09 3.12E-10
371131 3753800 9.69E-04 1.34E-03 3.54E-06 6.90E-07 2.03E-06 5.74E-07 371131.00 3753800.00 5.34E-07 7.37E-07 1.95E-09 3.81E-10 1.12E-09 3.17E-10
371151 3753800 9.50E-04 1.28E-03 3.49E-06 6.81E-07 2.07E-06 5.86E-07 371151.00 3753800.00 5.24E-07 7.04E-07 1.93E-09 3.75E-10 1.14E-09 3.23E-10
371171 3753800 9.28E-04 1.21E-03 3.44E-06 6.70E-07 2.11E-06 5.97E-07 371171.00 3753800.00 5.12E-07 6.68E-07 1.90E-09 3.69E-10 1.16E-09 3.29E-10
371191 3753800 9.03E-04 1.14E-03 3.37E-06 6.57E-07 2.13E-06 6.05E-07 371191.00 3753800.00 4.98E-07 6.31E-07 1.86E-09 3.62E-10 1.18E-09 3.33E-10
371211 3753800 8.76E-04 1.08E-03 3.30E-06 6.43E-07 2.15E-06 6.09E-07 371211.00 3753800.00 4.83E-07 5.94E-07 1.82E-09 3.54E-10 1.19E-09 3.36E-10
371231 3753800 8.45E-04 1.01E-03 3.22E-06 6.27E-07 2.15E-06 6.10E-07 371231.00 3753800.00 4.66E-07 5.57E-07 1.77E-09 3.46E-10 1.19E-09 3.36E-10
371251 3753800 8.13E-04 9.44E-04 3.13E-06 6.10E-07 2.15E-06 6.09E-07 371251.00 3753800.00 4.48E-07 5.20E-07 1.73E-09 3.36E-10 1.18E-09 3.36E-10
371271 3753800 7.79E-04 8.81E-04 3.04E-06 5.93E-07 2.13E-06 6.05E-07 371271.00 3753800.00 4.29E-07 4.86E-07 1.68E-09 3.27E-10 1.18E-09 3.33E-10
371291 3753800 7.44E-04 8.23E-04 2.94E-06 5.73E-07 2.10E-06 5.96E-07 371291.00 3753800.00 4.10E-07 4.54E-07 1.62E-09 3.16E-10 1.16E-09 3.28E-10
371311 3753800 7.08E-04 7.69E-04 2.83E-06 5.52E-07 2.06E-06 5.84E-07 371311.00 3753800.00 3.90E-07 4.24E-07 1.56E-09 3.04E-10 1.14E-09 3.22E-10
371331 3753800 6.63E-04 7.08E-04 2.82E-06 5.49E-07 2.09E-06 5.92E-07 371331.00 3753800.00 3.65E-07 3.90E-07 1.55E-09 3.03E-10 1.15E-09 3.26E-10
371351 3753800 6.34E-04 6.71E-04 2.70E-06 5.26E-07 2.03E-06 5.76E-07 371351.00 3753800.00 3.49E-07 3.70E-07 1.49E-09 2.90E-10 1.12E-09 3.18E-10
371371 3753800 6.02E-04 6.34E-04 2.55E-06 4.97E-07 1.93E-06 5.47E-07 371371.00 3753800.00 3.32E-07 3.49E-07 1.41E-09 2.74E-10 1.06E-09 3.01E-10
371391 3753800 5.69E-04 5.99E-04 2.42E-06 4.72E-07 1.84E-06 5.21E-07 371391.00 3753800.00 3.14E-07 3.30E-07 1.33E-09 2.60E-10 1.01E-09 2.87E-10
371411 3753800 5.38E-04 5.66E-04 2.31E-06 4.51E-07 1.77E-06 5.00E-07 371411.00 3753800.00 2.97E-07 3.12E-07 1.27E-09 2.48E-10 9.74E-10 2.76E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371431 3753800 5.08E-04 5.36E-04 2.20E-06 4.29E-07 1.69E-06 4.78E-07 371431.00 3753800.00 2.80E-07 2.95E-07 1.22E-09 2.37E-10 9.30E-10 2.63E-10
371451 3753800 4.81E-04 5.08E-04 2.09E-06 4.07E-07 1.60E-06 4.52E-07 371451.00 3753800.00 2.65E-07 2.80E-07 1.15E-09 2.25E-10 8.80E-10 2.49E-10
371471 3753800 4.56E-04 4.82E-04 1.99E-06 3.88E-07 1.52E-06 4.29E-07 371471.00 3753800.00 2.51E-07 2.66E-07 1.10E-09 2.14E-10 8.36E-10 2.37E-10
371491 3753800 4.33E-04 4.58E-04 1.89E-06 3.68E-07 1.43E-06 4.06E-07 371491.00 3753800.00 2.39E-07 2.53E-07 1.04E-09 2.03E-10 7.90E-10 2.24E-10
371511 3753800 4.11E-04 4.35E-04 1.80E-06 3.51E-07 1.36E-06 3.85E-07 371511.00 3753800.00 2.27E-07 2.40E-07 9.94E-10 1.94E-10 7.50E-10 2.12E-10
371531 3753800 3.92E-04 4.13E-04 1.72E-06 3.36E-07 1.29E-06 3.66E-07 371531.00 3753800.00 2.16E-07 2.28E-07 9.50E-10 1.85E-10 7.13E-10 2.02E-10
371551 3753800 3.74E-04 3.92E-04 1.64E-06 3.20E-07 1.22E-06 3.45E-07 371551.00 3753800.00 2.06E-07 2.16E-07 9.04E-10 1.76E-10 6.71E-10 1.90E-10
371571 3753800 3.57E-04 3.73E-04 1.56E-06 3.03E-07 1.14E-06 3.23E-07 371571.00 3753800.00 1.97E-07 2.06E-07 8.59E-10 1.67E-10 6.29E-10 1.78E-10
371591 3753800 3.43E-04 3.56E-04 1.48E-06 2.88E-07 1.07E-06 3.02E-07 371591.00 3753800.00 1.89E-07 1.96E-07 8.15E-10 1.59E-10 5.89E-10 1.67E-10
371611 3753800 3.28E-04 3.39E-04 1.40E-06 2.74E-07 1.00E-06 2.83E-07 371611.00 3753800.00 1.81E-07 1.87E-07 7.74E-10 1.51E-10 5.51E-10 1.56E-10
371631 3753800 3.15E-04 3.24E-04 1.34E-06 2.60E-07 9.36E-07 2.65E-07 371631.00 3753800.00 1.74E-07 1.78E-07 7.36E-10 1.43E-10 5.16E-10 1.46E-10
371651 3753800 3.02E-04 3.09E-04 1.27E-06 2.48E-07 8.77E-07 2.48E-07 371651.00 3753800.00 1.67E-07 1.70E-07 7.01E-10 1.37E-10 4.84E-10 1.37E-10
371671 3753800 2.90E-04 2.95E-04 1.21E-06 2.36E-07 8.22E-07 2.33E-07 371671.00 3753800.00 1.60E-07 1.63E-07 6.68E-10 1.30E-10 4.53E-10 1.28E-10
371691 3753800 2.78E-04 2.83E-04 1.16E-06 2.25E-07 7.72E-07 2.19E-07 371691.00 3753800.00 1.53E-07 1.56E-07 6.38E-10 1.24E-10 4.26E-10 1.21E-10
371711 3753800 2.67E-04 2.72E-04 1.11E-06 2.16E-07 7.27E-07 2.06E-07 371711.00 3753800.00 1.47E-07 1.50E-07 6.10E-10 1.19E-10 4.01E-10 1.14E-10
371731 3753800 2.56E-04 2.62E-04 1.06E-06 2.06E-07 6.86E-07 1.94E-07 371731.00 3753800.00 1.41E-07 1.44E-07 5.84E-10 1.14E-10 3.78E-10 1.07E-10
371751 3753800 2.46E-04 2.53E-04 1.02E-06 1.98E-07 6.48E-07 1.83E-07 371751.00 3753800.00 1.36E-07 1.39E-07 5.60E-10 1.09E-10 3.57E-10 1.01E-10
371771 3753800 2.36E-04 2.44E-04 9.77E-07 1.90E-07 6.14E-07 1.74E-07 371771.00 3753800.00 1.30E-07 1.35E-07 5.38E-10 1.05E-10 3.38E-10 9.58E-11
371791 3753800 2.27E-04 2.37E-04 9.40E-07 1.83E-07 5.83E-07 1.65E-07 371791.00 3753800.00 1.25E-07 1.31E-07 5.19E-10 1.01E-10 3.21E-10 9.10E-11
371811 3753800 2.18E-04 2.30E-04 9.07E-07 1.77E-07 5.54E-07 1.57E-07 371811.00 3753800.00 1.20E-07 1.27E-07 5.00E-10 9.74E-11 3.06E-10 8.66E-11
371831 3753800 2.10E-04 2.23E-04 8.75E-07 1.71E-07 5.28E-07 1.50E-07 371831.00 3753800.00 1.16E-07 1.23E-07 4.82E-10 9.40E-11 2.91E-10 8.25E-11
370571 3753820 6.94E-04 9.86E-04 1.98E-06 3.86E-07 5.22E-07 1.48E-07 370571.00 3753820.00 3.83E-07 5.44E-07 1.09E-09 2.13E-10 2.88E-10 8.14E-11
370591 3753820 7.14E-04 1.02E-03 2.07E-06 4.03E-07 5.47E-07 1.55E-07 370591.00 3753820.00 3.94E-07 5.63E-07 1.14E-09 2.22E-10 3.01E-10 8.54E-11
370611 3753820 7.33E-04 1.05E-03 2.15E-06 4.19E-07 5.73E-07 1.62E-07 370611.00 3753820.00 4.04E-07 5.81E-07 1.19E-09 2.31E-10 3.16E-10 8.95E-11
370631 3753820 7.52E-04 1.09E-03 2.24E-06 4.36E-07 6.01E-07 1.70E-07 370631.00 3753820.00 4.15E-07 6.01E-07 1.23E-09 2.41E-10 3.32E-10 9.39E-11
370651 3753820 7.73E-04 1.13E-03 2.34E-06 4.55E-07 6.32E-07 1.79E-07 370651.00 3753820.00 4.26E-07 6.22E-07 1.29E-09 2.51E-10 3.49E-10 9.87E-11
370671 3753820 7.95E-04 1.17E-03 2.43E-06 4.74E-07 6.66E-07 1.89E-07 370671.00 3753820.00 4.38E-07 6.44E-07 1.34E-09 2.62E-10 3.67E-10 1.04E-10
370691 3753820 8.17E-04 1.21E-03 2.54E-06 4.95E-07 7.02E-07 1.99E-07 370691.00 3753820.00 4.51E-07 6.67E-07 1.40E-09 2.73E-10 3.87E-10 1.10E-10
370711 3753820 8.39E-04 1.25E-03 2.64E-06 5.15E-07 7.41E-07 2.10E-07 370711.00 3753820.00 4.62E-07 6.89E-07 1.46E-09 2.84E-10 4.08E-10 1.16E-10
370731 3753820 8.60E-04 1.29E-03 2.75E-06 5.37E-07 7.82E-07 2.22E-07 370731.00 3753820.00 4.74E-07 7.12E-07 1.52E-09 2.96E-10 4.31E-10 1.22E-10
370751 3753820 8.82E-04 1.33E-03 2.87E-06 5.58E-07 8.27E-07 2.34E-07 370751.00 3753820.00 4.87E-07 7.36E-07 1.58E-09 3.08E-10 4.56E-10 1.29E-10
370771 3753820 9.11E-04 1.39E-03 2.99E-06 5.82E-07 8.79E-07 2.49E-07 370771.00 3753820.00 5.02E-07 7.67E-07 1.65E-09 3.21E-10 4.84E-10 1.37E-10
370791 3753820 9.34E-04 1.44E-03 3.10E-06 6.03E-07 9.31E-07 2.64E-07 370791.00 3753820.00 5.15E-07 7.92E-07 1.71E-09 3.33E-10 5.13E-10 1.45E-10
370811 3753820 9.55E-04 1.48E-03 3.21E-06 6.25E-07 9.87E-07 2.80E-07 370811.00 3753820.00 5.26E-07 8.15E-07 1.77E-09 3.45E-10 5.44E-10 1.54E-10
370831 3753820 9.75E-04 1.52E-03 3.31E-06 6.46E-07 1.05E-06 2.97E-07 370831.00 3753820.00 5.38E-07 8.38E-07 1.83E-09 3.56E-10 5.77E-10 1.64E-10
370851 3753820 9.95E-04 1.56E-03 3.42E-06 6.66E-07 1.11E-06 3.15E-07 370851.00 3753820.00 5.48E-07 8.60E-07 1.88E-09 3.67E-10 6.13E-10 1.74E-10
370871 3753820 1.01E-03 1.60E-03 3.52E-06 6.86E-07 1.18E-06 3.34E-07 370871.00 3753820.00 5.58E-07 8.80E-07 1.94E-09 3.78E-10 6.51E-10 1.84E-10
370891 3753820 1.03E-03 1.63E-03 3.63E-06 7.07E-07 1.25E-06 3.55E-07 370891.00 3753820.00 5.67E-07 8.97E-07 2.00E-09 3.90E-10 6.91E-10 1.96E-10
370911 3753820 1.05E-03 1.66E-03 3.69E-06 7.19E-07 1.33E-06 3.76E-07 370911.00 3753820.00 5.77E-07 9.18E-07 2.03E-09 3.96E-10 7.32E-10 2.07E-10
370931 3753820 1.06E-03 1.68E-03 3.80E-06 7.40E-07 1.41E-06 4.01E-07 370931.00 3753820.00 5.84E-07 9.29E-07 2.09E-09 4.08E-10 7.80E-10 2.21E-10
370951 3753820 1.07E-03 1.70E-03 3.87E-06 7.55E-07 1.50E-06 4.25E-07 370951.00 3753820.00 5.90E-07 9.39E-07 2.14E-09 4.16E-10 8.28E-10 2.34E-10
370971 3753820 1.08E-03 1.71E-03 3.95E-06 7.69E-07 1.59E-06 4.51E-07 370971.00 3753820.00 5.95E-07 9.44E-07 2.18E-09 4.24E-10 8.77E-10 2.49E-10
370991 3753820 1.09E-03 1.72E-03 3.98E-06 7.75E-07 1.68E-06 4.77E-07 370991.00 3753820.00 6.00E-07 9.50E-07 2.19E-09 4.28E-10 9.28E-10 2.63E-10
371011 3753820 1.09E-03 1.72E-03 4.02E-06 7.84E-07 1.78E-06 5.04E-07 371011.00 3753820.00 6.02E-07 9.47E-07 2.22E-09 4.32E-10 9.81E-10 2.78E-10
371031 3753820 1.09E-03 1.70E-03 4.05E-06 7.90E-07 1.88E-06 5.31E-07 371031.00 3753820.00 6.03E-07 9.40E-07 2.24E-09 4.36E-10 1.03E-09 2.93E-10
371051 3753820 1.09E-03 1.68E-03 4.09E-06 7.97E-07 1.98E-06 5.60E-07 371051.00 3753820.00 6.01E-07 9.24E-07 2.26E-09 4.40E-10 1.09E-09 3.09E-10
371071 3753820 1.07E-03 1.61E-03 4.10E-06 7.99E-07 2.06E-06 5.83E-07 371071.00 3753820.00 5.89E-07 8.86E-07 2.26E-09 4.41E-10 1.13E-09 3.21E-10
371091 3753820 1.06E-03 1.57E-03 4.10E-06 7.99E-07 2.15E-06 6.10E-07 371091.00 3753820.00 5.86E-07 8.65E-07 2.26E-09 4.40E-10 1.19E-09 3.36E-10
371111 3753820 1.05E-03 1.52E-03 4.08E-06 7.96E-07 2.24E-06 6.35E-07 371111.00 3753820.00 5.80E-07 8.38E-07 2.25E-09 4.39E-10 1.24E-09 3.50E-10
371131 3753820 1.05E-03 1.49E-03 3.98E-06 7.76E-07 2.30E-06 6.51E-07 371131.00 3753820.00 5.80E-07 8.22E-07 2.19E-09 4.28E-10 1.27E-09 3.59E-10
371151 3753820 1.03E-03 1.42E-03 3.91E-06 7.62E-07 2.35E-06 6.65E-07 371151.00 3753820.00 5.70E-07 7.85E-07 2.16E-09 4.20E-10 1.29E-09 3.67E-10
371171 3753820 1.01E-03 1.35E-03 3.85E-06 7.50E-07 2.40E-06 6.79E-07 371171.00 3753820.00 5.57E-07 7.45E-07 2.12E-09 4.13E-10 1.32E-09 3.75E-10
371191 3753820 9.84E-04 1.27E-03 3.77E-06 7.35E-07 2.44E-06 6.90E-07 371191.00 3753820.00 5.42E-07 7.02E-07 2.08E-09 4.05E-10 1.34E-09 3.81E-10
371211 3753820 9.54E-04 1.20E-03 3.69E-06 7.18E-07 2.46E-06 6.97E-07 371211.00 3753820.00 5.26E-07 6.59E-07 2.03E-09 3.96E-10 1.36E-09 3.84E-10
371231 3753820 9.20E-04 1.12E-03 3.59E-06 7.00E-07 2.47E-06 6.99E-07 371231.00 3753820.00 5.07E-07 6.16E-07 1.98E-09 3.86E-10 1.36E-09 3.86E-10
371251 3753820 8.85E-04 1.04E-03 3.49E-06 6.81E-07 2.47E-06 6.99E-07 371251.00 3753820.00 4.88E-07 5.74E-07 1.93E-09 3.75E-10 1.36E-09 3.85E-10
371271 3753820 8.47E-04 9.70E-04 3.39E-06 6.60E-07 2.45E-06 6.94E-07 371271.00 3753820.00 4.67E-07 5.35E-07 1.87E-09 3.64E-10 1.35E-09 3.83E-10

Unmitigated Construction HRA-Worker (02-20-19).xlsx 123 of 321 2/21/2019 2:51 PM
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371291 3753820 8.08E-04 9.03E-04 3.27E-06 6.37E-07 2.42E-06 6.84E-07 371291.00 3753820.00 4.46E-07 4.98E-07 1.80E-09 3.51E-10 1.33E-09 3.77E-10
371311 3753820 7.68E-04 8.41E-04 3.14E-06 6.13E-07 2.37E-06 6.70E-07 371311.00 3753820.00 4.24E-07 4.64E-07 1.73E-09 3.38E-10 1.30E-09 3.69E-10
371331 3753820 7.24E-04 7.79E-04 3.12E-06 6.08E-07 2.40E-06 6.80E-07 371331.00 3753820.00 3.99E-07 4.29E-07 1.72E-09 3.35E-10 1.32E-09 3.75E-10
371351 3753820 6.86E-04 7.30E-04 2.98E-06 5.81E-07 2.33E-06 6.59E-07 371351.00 3753820.00 3.78E-07 4.03E-07 1.64E-09 3.21E-10 1.28E-09 3.63E-10
371371 3753820 6.50E-04 6.88E-04 2.82E-06 5.49E-07 2.21E-06 6.26E-07 371371.00 3753820.00 3.58E-07 3.79E-07 1.55E-09 3.03E-10 1.22E-09 3.45E-10
371391 3753820 6.14E-04 6.48E-04 2.66E-06 5.18E-07 2.09E-06 5.92E-07 371391.00 3753820.00 3.39E-07 3.57E-07 1.47E-09 2.86E-10 1.15E-09 3.26E-10
371411 3753820 5.79E-04 6.11E-04 2.53E-06 4.93E-07 2.00E-06 5.65E-07 371411.00 3753820.00 3.19E-07 3.37E-07 1.39E-09 2.72E-10 1.10E-09 3.12E-10
371431 3753820 5.46E-04 5.77E-04 2.40E-06 4.68E-07 1.90E-06 5.37E-07 371431.00 3753820.00 3.01E-07 3.18E-07 1.32E-09 2.58E-10 1.05E-09 2.96E-10
371451 3753820 5.16E-04 5.46E-04 2.27E-06 4.43E-07 1.79E-06 5.06E-07 371451.00 3753820.00 2.85E-07 3.01E-07 1.25E-09 2.44E-10 9.86E-10 2.79E-10
371471 3753820 4.89E-04 5.17E-04 2.15E-06 4.20E-07 1.69E-06 4.78E-07 371471.00 3753820.00 2.69E-07 2.85E-07 1.19E-09 2.31E-10 9.30E-10 2.64E-10
371491 3753820 4.63E-04 4.90E-04 2.04E-06 3.98E-07 1.59E-06 4.50E-07 371491.00 3753820.00 2.55E-07 2.70E-07 1.13E-09 2.19E-10 8.76E-10 2.48E-10
371511 3753820 4.40E-04 4.64E-04 1.94E-06 3.78E-07 1.50E-06 4.25E-07 371511.00 3753820.00 2.42E-07 2.56E-07 1.07E-09 2.08E-10 8.27E-10 2.34E-10
371531 3753820 4.18E-04 4.40E-04 1.85E-06 3.60E-07 1.42E-06 4.01E-07 371531.00 3753820.00 2.30E-07 2.42E-07 1.02E-09 1.99E-10 7.81E-10 2.21E-10
371551 3753820 3.99E-04 4.17E-04 1.75E-06 3.41E-07 1.33E-06 3.76E-07 371551.00 3753820.00 2.20E-07 2.30E-07 9.66E-10 1.88E-10 7.32E-10 2.07E-10
371571 3753820 3.81E-04 3.96E-04 1.66E-06 3.23E-07 1.24E-06 3.51E-07 371571.00 3753820.00 2.10E-07 2.19E-07 9.14E-10 1.78E-10 6.83E-10 1.93E-10
371591 3753820 3.64E-04 3.77E-04 1.57E-06 3.06E-07 1.15E-06 3.27E-07 371591.00 3753820.00 2.01E-07 2.08E-07 8.67E-10 1.69E-10 6.37E-10 1.80E-10
371611 3753820 3.48E-04 3.59E-04 1.49E-06 2.91E-07 1.08E-06 3.05E-07 371611.00 3753820.00 1.92E-07 1.98E-07 8.23E-10 1.60E-10 5.94E-10 1.68E-10
371631 3753820 3.34E-04 3.43E-04 1.42E-06 2.76E-07 1.01E-06 2.85E-07 371631.00 3753820.00 1.84E-07 1.89E-07 7.81E-10 1.52E-10 5.54E-10 1.57E-10
371651 3753820 3.20E-04 3.28E-04 1.35E-06 2.63E-07 9.39E-07 2.66E-07 371651.00 3753820.00 1.76E-07 1.81E-07 7.43E-10 1.45E-10 5.18E-10 1.47E-10
371671 3753820 3.06E-04 3.14E-04 1.28E-06 2.50E-07 8.79E-07 2.49E-07 371671.00 3753820.00 1.69E-07 1.73E-07 7.08E-10 1.38E-10 4.85E-10 1.37E-10
371691 3753820 2.93E-04 3.01E-04 1.22E-06 2.39E-07 8.24E-07 2.33E-07 371691.00 3753820.00 1.62E-07 1.66E-07 6.75E-10 1.32E-10 4.54E-10 1.29E-10
371711 3753820 2.81E-04 2.89E-04 1.17E-06 2.28E-07 7.75E-07 2.19E-07 371711.00 3753820.00 1.55E-07 1.60E-07 6.45E-10 1.26E-10 4.27E-10 1.21E-10
371731 3753820 2.69E-04 2.79E-04 1.12E-06 2.18E-07 7.30E-07 2.07E-07 371731.00 3753820.00 1.48E-07 1.54E-07 6.18E-10 1.20E-10 4.03E-10 1.14E-10
371751 3753820 2.58E-04 2.70E-04 1.08E-06 2.10E-07 6.90E-07 1.95E-07 371751.00 3753820.00 1.42E-07 1.49E-07 5.93E-10 1.16E-10 3.80E-10 1.08E-10
371771 3753820 2.47E-04 2.61E-04 1.03E-06 2.01E-07 6.54E-07 1.85E-07 371771.00 3753820.00 1.36E-07 1.44E-07 5.70E-10 1.11E-10 3.60E-10 1.02E-10
371791 3753820 2.37E-04 2.54E-04 9.96E-07 1.94E-07 6.21E-07 1.76E-07 371791.00 3753820.00 1.31E-07 1.40E-07 5.49E-10 1.07E-10 3.42E-10 9.70E-11
371811 3753820 2.28E-04 2.47E-04 9.60E-07 1.87E-07 5.91E-07 1.67E-07 371811.00 3753820.00 1.25E-07 1.36E-07 5.30E-10 1.03E-10 3.26E-10 9.23E-11
371831 3753820 2.18E-04 2.40E-04 9.28E-07 1.81E-07 5.64E-07 1.60E-07 371831.00 3753820.00 1.20E-07 1.32E-07 5.11E-10 9.97E-11 3.11E-10 8.81E-11
370571 3753840 7.16E-04 1.02E-03 2.08E-06 4.06E-07 5.34E-07 1.51E-07 370571.00 3753840.00 3.95E-07 5.64E-07 1.15E-09 2.24E-10 2.95E-10 8.34E-11
370591 3753840 7.38E-04 1.06E-03 2.17E-06 4.24E-07 5.61E-07 1.59E-07 370591.00 3753840.00 4.07E-07 5.86E-07 1.20E-09 2.34E-10 3.09E-10 8.76E-11
370611 3753840 7.59E-04 1.10E-03 2.27E-06 4.42E-07 5.89E-07 1.67E-07 370611.00 3753840.00 4.18E-07 6.07E-07 1.25E-09 2.44E-10 3.25E-10 9.19E-11
370631 3753840 7.80E-04 1.14E-03 2.37E-06 4.62E-07 6.19E-07 1.75E-07 370631.00 3753840.00 4.30E-07 6.28E-07 1.31E-09 2.55E-10 3.41E-10 9.66E-11
370651 3753840 8.01E-04 1.18E-03 2.47E-06 4.82E-07 6.50E-07 1.84E-07 370651.00 3753840.00 4.41E-07 6.48E-07 1.36E-09 2.66E-10 3.58E-10 1.02E-10
370671 3753840 8.24E-04 1.22E-03 2.59E-06 5.04E-07 6.86E-07 1.94E-07 370671.00 3753840.00 4.54E-07 6.73E-07 1.43E-09 2.78E-10 3.78E-10 1.07E-10
370691 3753840 8.50E-04 1.27E-03 2.71E-06 5.27E-07 7.24E-07 2.05E-07 370691.00 3753840.00 4.68E-07 6.99E-07 1.49E-09 2.91E-10 3.99E-10 1.13E-10
370711 3753840 8.75E-04 1.32E-03 2.83E-06 5.52E-07 7.66E-07 2.17E-07 370711.00 3753840.00 4.82E-07 7.26E-07 1.56E-09 3.04E-10 4.22E-10 1.20E-10
370731 3753840 8.99E-04 1.36E-03 2.95E-06 5.76E-07 8.10E-07 2.30E-07 370731.00 3753840.00 4.95E-07 7.51E-07 1.63E-09 3.17E-10 4.47E-10 1.27E-10
370751 3753840 9.24E-04 1.41E-03 3.09E-06 6.01E-07 8.59E-07 2.43E-07 370751.00 3753840.00 5.09E-07 7.78E-07 1.70E-09 3.32E-10 4.74E-10 1.34E-10
370771 3753840 9.51E-04 1.47E-03 3.22E-06 6.28E-07 9.12E-07 2.58E-07 370771.00 3753840.00 5.24E-07 8.09E-07 1.78E-09 3.46E-10 5.03E-10 1.43E-10
370791 3753840 9.77E-04 1.52E-03 3.36E-06 6.55E-07 9.70E-07 2.75E-07 370791.00 3753840.00 5.39E-07 8.38E-07 1.85E-09 3.61E-10 5.35E-10 1.51E-10
370811 3753840 1.00E-03 1.57E-03 3.50E-06 6.81E-07 1.03E-06 2.92E-07 370811.00 3753840.00 5.52E-07 8.66E-07 1.93E-09 3.76E-10 5.69E-10 1.61E-10
370831 3753840 1.03E-03 1.62E-03 3.63E-06 7.07E-07 1.10E-06 3.11E-07 370831.00 3753840.00 5.65E-07 8.93E-07 2.00E-09 3.90E-10 6.05E-10 1.71E-10
370851 3753840 1.05E-03 1.67E-03 3.76E-06 7.33E-07 1.17E-06 3.31E-07 370851.00 3753840.00 5.78E-07 9.20E-07 2.07E-09 4.04E-10 6.45E-10 1.83E-10
370871 3753840 1.07E-03 1.72E-03 3.89E-06 7.58E-07 1.25E-06 3.53E-07 370871.00 3753840.00 5.91E-07 9.46E-07 2.14E-09 4.18E-10 6.88E-10 1.95E-10
370891 3753840 1.09E-03 1.76E-03 4.01E-06 7.82E-07 1.33E-06 3.77E-07 370891.00 3753840.00 6.02E-07 9.70E-07 2.21E-09 4.31E-10 7.34E-10 2.08E-10
370911 3753840 1.11E-03 1.80E-03 4.12E-06 8.04E-07 1.42E-06 4.02E-07 370911.00 3753840.00 6.13E-07 9.94E-07 2.27E-09 4.43E-10 7.83E-10 2.22E-10
370931 3753840 1.13E-03 1.84E-03 4.22E-06 8.23E-07 1.52E-06 4.29E-07 370931.00 3753840.00 6.24E-07 1.01E-06 2.33E-09 4.54E-10 8.36E-10 2.37E-10
370951 3753840 1.15E-03 1.87E-03 4.32E-06 8.41E-07 1.62E-06 4.58E-07 370951.00 3753840.00 6.32E-07 1.03E-06 2.38E-09 4.64E-10 8.92E-10 2.53E-10
370971 3753840 1.16E-03 1.89E-03 4.41E-06 8.60E-07 1.72E-06 4.88E-07 370971.00 3753840.00 6.39E-07 1.04E-06 2.43E-09 4.74E-10 9.50E-10 2.69E-10
370991 3753840 1.17E-03 1.91E-03 4.45E-06 8.68E-07 1.83E-06 5.20E-07 370991.00 3753840.00 6.46E-07 1.05E-06 2.46E-09 4.79E-10 1.01E-09 2.87E-10
371011 3753840 1.18E-03 1.91E-03 4.51E-06 8.78E-07 1.95E-06 5.52E-07 371011.00 3753840.00 6.50E-07 1.05E-06 2.48E-09 4.84E-10 1.08E-09 3.04E-10
371031 3753840 1.18E-03 1.90E-03 4.55E-06 8.86E-07 2.07E-06 5.86E-07 371031.00 3753840.00 6.52E-07 1.05E-06 2.51E-09 4.89E-10 1.14E-09 3.23E-10
371051 3753840 1.18E-03 1.88E-03 4.58E-06 8.92E-07 2.19E-06 6.20E-07 371051.00 3753840.00 6.53E-07 1.04E-06 2.52E-09 4.92E-10 1.21E-09 3.42E-10
371071 3753840 1.15E-03 1.78E-03 4.60E-06 8.96E-07 2.29E-06 6.48E-07 371071.00 3753840.00 6.35E-07 9.84E-07 2.53E-09 4.94E-10 1.26E-09 3.57E-10
371091 3753840 1.15E-03 1.75E-03 4.61E-06 8.98E-07 2.41E-06 6.83E-07 371091.00 3753840.00 6.35E-07 9.65E-07 2.54E-09 4.95E-10 1.33E-09 3.76E-10
371111 3753840 1.14E-03 1.70E-03 4.60E-06 8.96E-07 2.53E-06 7.16E-07 371111.00 3753840.00 6.31E-07 9.40E-07 2.53E-09 4.94E-10 1.39E-09 3.95E-10
371131 3753840 1.15E-03 1.67E-03 4.49E-06 8.75E-07 2.62E-06 7.41E-07 371131.00 3753840.00 6.32E-07 9.23E-07 2.48E-09 4.83E-10 1.44E-09 4.08E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371151 3753840 1.13E-03 1.60E-03 4.41E-06 8.59E-07 2.68E-06 7.60E-07 371151.00 3753840.00 6.22E-07 8.82E-07 2.43E-09 4.74E-10 1.48E-09 4.19E-10
371171 3753840 1.10E-03 1.51E-03 4.33E-06 8.45E-07 2.75E-06 7.79E-07 371171.00 3753840.00 6.09E-07 8.35E-07 2.39E-09 4.66E-10 1.52E-09 4.30E-10
371191 3753840 1.08E-03 1.43E-03 4.25E-06 8.28E-07 2.80E-06 7.94E-07 371191.00 3753840.00 5.93E-07 7.86E-07 2.34E-09 4.57E-10 1.55E-09 4.38E-10
371211 3753840 1.04E-03 1.33E-03 4.15E-06 8.08E-07 2.84E-06 8.04E-07 371211.00 3753840.00 5.75E-07 7.36E-07 2.29E-09 4.46E-10 1.57E-09 4.43E-10
371231 3753840 1.01E-03 1.24E-03 4.04E-06 7.87E-07 2.86E-06 8.09E-07 371231.00 3753840.00 5.55E-07 6.86E-07 2.23E-09 4.34E-10 1.58E-09 4.46E-10
371251 3753840 9.66E-04 1.16E-03 3.92E-06 7.64E-07 2.86E-06 8.10E-07 371251.00 3753840.00 5.33E-07 6.37E-07 2.16E-09 4.21E-10 1.58E-09 4.46E-10
371271 3753840 9.25E-04 1.07E-03 3.80E-06 7.41E-07 2.84E-06 8.05E-07 371271.00 3753840.00 5.10E-07 5.91E-07 2.10E-09 4.08E-10 1.57E-09 4.44E-10
371291 3753840 8.81E-04 9.95E-04 3.66E-06 7.13E-07 2.80E-06 7.93E-07 371291.00 3753840.00 4.86E-07 5.49E-07 2.02E-09 3.93E-10 1.54E-09 4.37E-10
371311 3753840 8.37E-04 9.25E-04 3.51E-06 6.85E-07 2.74E-06 7.76E-07 371311.00 3753840.00 4.61E-07 5.10E-07 1.94E-09 3.78E-10 1.51E-09 4.28E-10
371331 3753840 7.89E-04 8.56E-04 3.46E-06 6.73E-07 2.76E-06 7.81E-07 371331.00 3753840.00 4.35E-07 4.72E-07 1.91E-09 3.71E-10 1.52E-09 4.30E-10
371351 3753840 7.46E-04 7.99E-04 3.30E-06 6.44E-07 2.67E-06 7.55E-07 371351.00 3753840.00 4.11E-07 4.41E-07 1.82E-09 3.55E-10 1.47E-09 4.16E-10
371371 3753840 7.05E-04 7.50E-04 3.11E-06 6.07E-07 2.53E-06 7.16E-07 371371.00 3753840.00 3.89E-07 4.13E-07 1.72E-09 3.34E-10 1.39E-09 3.95E-10
371391 3753840 6.64E-04 7.05E-04 2.94E-06 5.73E-07 2.39E-06 6.78E-07 371391.00 3753840.00 3.66E-07 3.88E-07 1.62E-09 3.16E-10 1.32E-09 3.74E-10
371411 3753840 6.26E-04 6.63E-04 2.78E-06 5.42E-07 2.27E-06 6.43E-07 371411.00 3753840.00 3.45E-07 3.65E-07 1.53E-09 2.99E-10 1.25E-09 3.55E-10
371431 3753840 5.89E-04 6.24E-04 2.64E-06 5.14E-07 2.15E-06 6.09E-07 371431.00 3753840.00 3.25E-07 3.44E-07 1.45E-09 2.83E-10 1.18E-09 3.36E-10
371451 3753840 5.56E-04 5.89E-04 2.48E-06 4.84E-07 2.01E-06 5.71E-07 371451.00 3753840.00 3.07E-07 3.25E-07 1.37E-09 2.67E-10 1.11E-09 3.15E-10
371471 3753840 5.25E-04 5.56E-04 2.34E-06 4.56E-07 1.89E-06 5.34E-07 371471.00 3753840.00 2.90E-07 3.07E-07 1.29E-09 2.52E-10 1.04E-09 2.95E-10
371491 3753840 4.97E-04 5.25E-04 2.21E-06 4.31E-07 1.77E-06 5.00E-07 371491.00 3753840.00 2.74E-07 2.90E-07 1.22E-09 2.38E-10 9.74E-10 2.76E-10
371511 3753840 4.71E-04 4.96E-04 2.09E-06 4.08E-07 1.66E-06 4.69E-07 371511.00 3753840.00 2.60E-07 2.74E-07 1.15E-09 2.25E-10 9.14E-10 2.59E-10
371531 3753840 4.48E-04 4.70E-04 1.98E-06 3.86E-07 1.55E-06 4.39E-07 371531.00 3753840.00 2.47E-07 2.59E-07 1.09E-09 2.13E-10 8.55E-10 2.42E-10
371551 3753840 4.26E-04 4.45E-04 1.87E-06 3.65E-07 1.44E-06 4.09E-07 371551.00 3753840.00 2.35E-07 2.46E-07 1.03E-09 2.01E-10 7.96E-10 2.25E-10
371571 3753840 4.06E-04 4.23E-04 1.77E-06 3.45E-07 1.34E-06 3.81E-07 371571.00 3753840.00 2.24E-07 2.33E-07 9.77E-10 1.90E-10 7.41E-10 2.10E-10
371591 3753840 3.88E-04 4.02E-04 1.68E-06 3.27E-07 1.25E-06 3.54E-07 371591.00 3753840.00 2.14E-07 2.22E-07 9.25E-10 1.80E-10 6.90E-10 1.95E-10
371611 3753840 3.70E-04 3.83E-04 1.59E-06 3.11E-07 1.16E-06 3.30E-07 371611.00 3753840.00 2.04E-07 2.11E-07 8.79E-10 1.71E-10 6.42E-10 1.82E-10
371631 3753840 3.54E-04 3.65E-04 1.51E-06 2.95E-07 1.08E-06 3.07E-07 371631.00 3753840.00 1.95E-07 2.01E-07 8.34E-10 1.62E-10 5.97E-10 1.69E-10
371651 3753840 3.38E-04 3.50E-04 1.44E-06 2.80E-07 1.01E-06 2.86E-07 371651.00 3753840.00 1.87E-07 1.93E-07 7.92E-10 1.54E-10 5.57E-10 1.58E-10
371671 3753840 3.23E-04 3.35E-04 1.37E-06 2.67E-07 9.44E-07 2.67E-07 371671.00 3753840.00 1.78E-07 1.85E-07 7.54E-10 1.47E-10 5.20E-10 1.47E-10
371691 3753840 3.10E-04 3.23E-04 1.31E-06 2.54E-07 8.85E-07 2.51E-07 371691.00 3753840.00 1.71E-07 1.78E-07 7.20E-10 1.40E-10 4.88E-10 1.38E-10
371711 3753840 2.96E-04 3.11E-04 1.25E-06 2.43E-07 8.32E-07 2.36E-07 371711.00 3753840.00 1.63E-07 1.72E-07 6.88E-10 1.34E-10 4.58E-10 1.30E-10
371731 3753840 2.83E-04 3.01E-04 1.20E-06 2.33E-07 7.84E-07 2.22E-07 371731.00 3753840.00 1.56E-07 1.66E-07 6.59E-10 1.28E-10 4.32E-10 1.22E-10
371751 3753840 2.70E-04 2.91E-04 1.15E-06 2.24E-07 7.40E-07 2.10E-07 371751.00 3753840.00 1.49E-07 1.60E-07 6.32E-10 1.23E-10 4.08E-10 1.16E-10
371771 3753840 2.59E-04 2.83E-04 1.10E-06 2.15E-07 7.02E-07 1.99E-07 371771.00 3753840.00 1.43E-07 1.56E-07 6.08E-10 1.19E-10 3.87E-10 1.10E-10
371791 3753840 2.48E-04 2.75E-04 1.06E-06 2.07E-07 6.68E-07 1.89E-07 371791.00 3753840.00 1.37E-07 1.52E-07 5.86E-10 1.14E-10 3.68E-10 1.04E-10
371811 3753840 2.38E-04 2.68E-04 1.03E-06 2.00E-07 6.37E-07 1.80E-07 371811.00 3753840.00 1.31E-07 1.48E-07 5.66E-10 1.10E-10 3.51E-10 9.95E-11
371831 3753840 2.28E-04 2.62E-04 9.91E-07 1.93E-07 6.09E-07 1.72E-07 371831.00 3753840.00 1.26E-07 1.44E-07 5.47E-10 1.07E-10 3.36E-10 9.50E-11
370571 3753860 7.37E-04 1.06E-03 2.18E-06 4.25E-07 5.47E-07 1.55E-07 370571.00 3753860.00 4.06E-07 5.85E-07 1.20E-09 2.35E-10 3.02E-10 8.54E-11
370591 3753860 7.61E-04 1.10E-03 2.29E-06 4.46E-07 5.75E-07 1.63E-07 370591.00 3753860.00 4.19E-07 6.08E-07 1.26E-09 2.46E-10 3.17E-10 8.97E-11
370611 3753860 7.85E-04 1.15E-03 2.39E-06 4.67E-07 6.04E-07 1.71E-07 370611.00 3753860.00 4.33E-07 6.32E-07 1.32E-09 2.57E-10 3.33E-10 9.44E-11
370631 3753860 8.08E-04 1.19E-03 2.51E-06 4.89E-07 6.36E-07 1.80E-07 370631.00 3753860.00 4.45E-07 6.55E-07 1.38E-09 2.69E-10 3.50E-10 9.93E-11
370651 3753860 8.33E-04 1.23E-03 2.63E-06 5.12E-07 6.70E-07 1.90E-07 370651.00 3753860.00 4.59E-07 6.81E-07 1.45E-09 2.82E-10 3.69E-10 1.05E-10
370671 3753860 8.60E-04 1.29E-03 2.76E-06 5.37E-07 7.08E-07 2.00E-07 370671.00 3753860.00 4.74E-07 7.09E-07 1.52E-09 2.96E-10 3.90E-10 1.11E-10
370691 3753860 8.86E-04 1.33E-03 2.89E-06 5.63E-07 7.48E-07 2.12E-07 370691.00 3753860.00 4.88E-07 7.36E-07 1.59E-09 3.11E-10 4.12E-10 1.17E-10
370711 3753860 9.12E-04 1.39E-03 3.03E-06 5.91E-07 7.92E-07 2.24E-07 370711.00 3753860.00 5.03E-07 7.64E-07 1.67E-09 3.26E-10 4.37E-10 1.24E-10
370731 3753860 9.39E-04 1.44E-03 3.18E-06 6.19E-07 8.39E-07 2.38E-07 370731.00 3753860.00 5.18E-07 7.94E-07 1.75E-09 3.41E-10 4.63E-10 1.31E-10
370751 3753860 9.68E-04 1.50E-03 3.33E-06 6.49E-07 8.92E-07 2.53E-07 370751.00 3753860.00 5.34E-07 8.25E-07 1.84E-09 3.58E-10 4.92E-10 1.39E-10
370771 3753860 9.97E-04 1.56E-03 3.49E-06 6.80E-07 9.49E-07 2.69E-07 370771.00 3753860.00 5.50E-07 8.58E-07 1.92E-09 3.75E-10 5.23E-10 1.48E-10
370791 3753860 1.03E-03 1.62E-03 3.65E-06 7.12E-07 1.01E-06 2.86E-07 370791.00 3753860.00 5.67E-07 8.93E-07 2.01E-09 3.93E-10 5.57E-10 1.58E-10
370811 3753860 1.06E-03 1.68E-03 3.82E-06 7.44E-07 1.08E-06 3.05E-07 370811.00 3753860.00 5.82E-07 9.26E-07 2.10E-09 4.10E-10 5.94E-10 1.68E-10
370831 3753860 1.08E-03 1.74E-03 3.98E-06 7.76E-07 1.15E-06 3.26E-07 370831.00 3753860.00 5.97E-07 9.58E-07 2.19E-09 4.28E-10 6.35E-10 1.80E-10
370851 3753860 1.11E-03 1.80E-03 4.14E-06 8.07E-07 1.23E-06 3.49E-07 370851.00 3753860.00 6.12E-07 9.90E-07 2.28E-09 4.45E-10 6.78E-10 1.92E-10
370871 3753860 1.14E-03 1.85E-03 4.30E-06 8.38E-07 1.32E-06 3.73E-07 370871.00 3753860.00 6.27E-07 1.02E-06 2.37E-09 4.62E-10 7.26E-10 2.06E-10
370891 3753860 1.16E-03 1.91E-03 4.45E-06 8.68E-07 1.41E-06 4.00E-07 370891.00 3753860.00 6.41E-07 1.05E-06 2.45E-09 4.78E-10 7.78E-10 2.20E-10
370911 3753860 1.19E-03 1.96E-03 4.59E-06 8.95E-07 1.51E-06 4.29E-07 370911.00 3753860.00 6.54E-07 1.08E-06 2.53E-09 4.94E-10 8.34E-10 2.36E-10
370931 3753860 1.21E-03 2.01E-03 4.73E-06 9.21E-07 1.62E-06 4.60E-07 370931.00 3753860.00 6.67E-07 1.11E-06 2.61E-09 5.08E-10 8.95E-10 2.53E-10
370951 3753860 1.23E-03 2.05E-03 4.85E-06 9.45E-07 1.74E-06 4.93E-07 370951.00 3753860.00 6.78E-07 1.13E-06 2.67E-09 5.21E-10 9.60E-10 2.72E-10
370971 3753860 1.24E-03 2.08E-03 4.96E-06 9.67E-07 1.87E-06 5.29E-07 370971.00 3753860.00 6.86E-07 1.15E-06 2.74E-09 5.33E-10 1.03E-09 2.91E-10
370991 3753860 1.26E-03 2.11E-03 5.05E-06 9.83E-07 2.00E-06 5.67E-07 370991.00 3753860.00 6.95E-07 1.16E-06 2.78E-09 5.42E-10 1.10E-09 3.12E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371011 3753860 1.27E-03 2.13E-03 5.09E-06 9.92E-07 2.14E-06 6.06E-07 371011.00 3753860.00 7.03E-07 1.17E-06 2.81E-09 5.47E-10 1.18E-09 3.34E-10
371031 3753860 1.28E-03 2.13E-03 5.14E-06 1.00E-06 2.28E-06 6.47E-07 371031.00 3753860.00 7.07E-07 1.17E-06 2.83E-09 5.53E-10 1.26E-09 3.57E-10
371051 3753860 1.29E-03 2.11E-03 5.17E-06 1.01E-06 2.43E-06 6.89E-07 371051.00 3753860.00 7.09E-07 1.17E-06 2.85E-09 5.56E-10 1.34E-09 3.80E-10
371071 3753860 1.28E-03 2.08E-03 5.23E-06 1.02E-06 2.59E-06 7.34E-07 371071.00 3753860.00 7.07E-07 1.14E-06 2.88E-09 5.62E-10 1.43E-09 4.04E-10
371091 3753860 1.27E-03 2.02E-03 5.25E-06 1.02E-06 2.74E-06 7.75E-07 371091.00 3753860.00 7.02E-07 1.11E-06 2.89E-09 5.64E-10 1.51E-09 4.28E-10
371111 3753860 1.26E-03 1.94E-03 5.23E-06 1.02E-06 2.88E-06 8.15E-07 371111.00 3753860.00 6.93E-07 1.07E-06 2.88E-09 5.62E-10 1.59E-09 4.49E-10
371131 3753860 1.26E-03 1.90E-03 5.10E-06 9.94E-07 2.99E-06 8.47E-07 371131.00 3753860.00 6.92E-07 1.05E-06 2.81E-09 5.48E-10 1.65E-09 4.67E-10
371151 3753860 1.24E-03 1.81E-03 5.00E-06 9.75E-07 3.09E-06 8.74E-07 371151.00 3753860.00 6.82E-07 9.99E-07 2.76E-09 5.38E-10 1.70E-09 4.82E-10
371171 3753860 1.21E-03 1.71E-03 4.92E-06 9.59E-07 3.18E-06 9.01E-07 371171.00 3753860.00 6.67E-07 9.44E-07 2.71E-09 5.29E-10 1.75E-09 4.97E-10
371191 3753860 1.18E-03 1.61E-03 4.82E-06 9.40E-07 3.26E-06 9.23E-07 371191.00 3753860.00 6.50E-07 8.86E-07 2.66E-09 5.18E-10 1.80E-09 5.09E-10
371211 3753860 1.14E-03 1.50E-03 4.71E-06 9.17E-07 3.31E-06 9.38E-07 371211.00 3753860.00 6.31E-07 8.28E-07 2.60E-09 5.06E-10 1.83E-09 5.17E-10
371231 3753860 1.10E-03 1.39E-03 4.59E-06 8.94E-07 3.34E-06 9.47E-07 371231.00 3753860.00 6.08E-07 7.69E-07 2.53E-09 4.93E-10 1.84E-09 5.22E-10
371251 3753860 1.06E-03 1.29E-03 4.45E-06 8.67E-07 3.35E-06 9.50E-07 371251.00 3753860.00 5.84E-07 7.12E-07 2.45E-09 4.78E-10 1.85E-09 5.24E-10
371271 3753860 1.01E-03 1.19E-03 4.30E-06 8.39E-07 3.34E-06 9.45E-07 371271.00 3753860.00 5.59E-07 6.58E-07 2.37E-09 4.62E-10 1.84E-09 5.21E-10
371291 3753860 9.65E-04 1.10E-03 4.14E-06 8.07E-07 3.29E-06 9.31E-07 371291.00 3753860.00 5.32E-07 6.08E-07 2.28E-09 4.45E-10 1.81E-09 5.13E-10
371311 3753860 9.15E-04 1.02E-03 3.96E-06 7.72E-07 3.21E-06 9.08E-07 371311.00 3753860.00 5.05E-07 5.63E-07 2.18E-09 4.26E-10 1.77E-09 5.01E-10
371331 3753860 8.65E-04 9.47E-04 3.80E-06 7.42E-07 3.13E-06 8.87E-07 371331.00 3753860.00 4.77E-07 5.22E-07 2.10E-09 4.09E-10 1.73E-09 4.89E-10
371351 3753860 8.15E-04 8.80E-04 3.64E-06 7.10E-07 3.04E-06 8.61E-07 371351.00 3753860.00 4.49E-07 4.85E-07 2.01E-09 3.92E-10 1.68E-09 4.75E-10
371371 3753860 7.67E-04 8.21E-04 3.46E-06 6.73E-07 2.90E-06 8.23E-07 371371.00 3753860.00 4.23E-07 4.53E-07 1.91E-09 3.71E-10 1.60E-09 4.54E-10
371391 3753860 7.21E-04 7.68E-04 3.27E-06 6.38E-07 2.76E-06 7.82E-07 371391.00 3753860.00 3.98E-07 4.24E-07 1.80E-09 3.52E-10 1.52E-09 4.31E-10
371411 3753860 6.78E-04 7.20E-04 3.09E-06 6.03E-07 2.61E-06 7.40E-07 371411.00 3753860.00 3.74E-07 3.97E-07 1.71E-09 3.32E-10 1.44E-09 4.08E-10
371431 3753860 6.37E-04 6.76E-04 2.91E-06 5.67E-07 2.45E-06 6.94E-07 371431.00 3753860.00 3.51E-07 3.73E-07 1.60E-09 3.13E-10 1.35E-09 3.82E-10
371451 3753860 6.00E-04 6.36E-04 2.72E-06 5.31E-07 2.28E-06 6.44E-07 371451.00 3753860.00 3.31E-07 3.51E-07 1.50E-09 2.93E-10 1.25E-09 3.55E-10
371471 3753860 5.66E-04 5.99E-04 2.56E-06 5.00E-07 2.12E-06 6.02E-07 371471.00 3753860.00 3.12E-07 3.30E-07 1.41E-09 2.76E-10 1.17E-09 3.32E-10
371491 3753860 5.35E-04 5.65E-04 2.41E-06 4.70E-07 1.97E-06 5.59E-07 371491.00 3753860.00 2.95E-07 3.11E-07 1.33E-09 2.59E-10 1.09E-09 3.08E-10
371511 3753860 5.06E-04 5.33E-04 2.27E-06 4.42E-07 1.83E-06 5.18E-07 371511.00 3753860.00 2.79E-07 2.94E-07 1.25E-09 2.44E-10 1.01E-09 2.86E-10
371531 3753860 4.80E-04 5.04E-04 2.14E-06 4.16E-07 1.70E-06 4.81E-07 371531.00 3753860.00 2.65E-07 2.78E-07 1.18E-09 2.29E-10 9.36E-10 2.65E-10
371551 3753860 4.56E-04 4.77E-04 2.01E-06 3.93E-07 1.58E-06 4.46E-07 371551.00 3753860.00 2.52E-07 2.63E-07 1.11E-09 2.16E-10 8.69E-10 2.46E-10
371571 3753860 4.34E-04 4.53E-04 1.90E-06 3.71E-07 1.46E-06 4.14E-07 371571.00 3753860.00 2.40E-07 2.50E-07 1.05E-09 2.04E-10 8.06E-10 2.28E-10
371591 3753860 4.14E-04 4.31E-04 1.80E-06 3.51E-07 1.36E-06 3.85E-07 371591.00 3753860.00 2.28E-07 2.38E-07 9.94E-10 1.94E-10 7.49E-10 2.12E-10
371611 3753860 3.94E-04 4.10E-04 1.71E-06 3.34E-07 1.26E-06 3.58E-07 371611.00 3753860.00 2.17E-07 2.26E-07 9.45E-10 1.84E-10 6.97E-10 1.97E-10
371631 3753860 3.76E-04 3.93E-04 1.62E-06 3.17E-07 1.17E-06 3.32E-07 371631.00 3753860.00 2.07E-07 2.17E-07 8.96E-10 1.75E-10 6.47E-10 1.83E-10
371651 3753860 3.58E-04 3.76E-04 1.54E-06 3.01E-07 1.09E-06 3.09E-07 371651.00 3753860.00 1.98E-07 2.08E-07 8.51E-10 1.66E-10 6.02E-10 1.71E-10
371671 3753860 3.42E-04 3.62E-04 1.47E-06 2.86E-07 1.02E-06 2.89E-07 371671.00 3753860.00 1.89E-07 2.00E-07 8.10E-10 1.58E-10 5.63E-10 1.59E-10
371691 3753860 3.26E-04 3.50E-04 1.40E-06 2.73E-07 9.56E-07 2.71E-07 371691.00 3753860.00 1.80E-07 1.93E-07 7.73E-10 1.51E-10 5.27E-10 1.49E-10
371711 3753860 3.12E-04 3.38E-04 1.34E-06 2.61E-07 8.99E-07 2.55E-07 371711.00 3753860.00 1.72E-07 1.86E-07 7.39E-10 1.44E-10 4.96E-10 1.40E-10
371731 3753860 2.97E-04 3.28E-04 1.29E-06 2.50E-07 8.48E-07 2.40E-07 371731.00 3753860.00 1.64E-07 1.81E-07 7.09E-10 1.38E-10 4.68E-10 1.33E-10
371751 3753860 2.84E-04 3.18E-04 1.23E-06 2.41E-07 8.03E-07 2.27E-07 371751.00 3753860.00 1.56E-07 1.75E-07 6.81E-10 1.33E-10 4.43E-10 1.25E-10
371771 3753860 2.71E-04 3.10E-04 1.19E-06 2.32E-07 7.63E-07 2.16E-07 371771.00 3753860.00 1.50E-07 1.71E-07 6.55E-10 1.28E-10 4.21E-10 1.19E-10
371791 3753860 2.60E-04 3.02E-04 1.15E-06 2.23E-07 7.27E-07 2.06E-07 371791.00 3753860.00 1.43E-07 1.67E-07 6.32E-10 1.23E-10 4.01E-10 1.13E-10
371811 3753860 2.49E-04 2.96E-04 1.11E-06 2.16E-07 6.94E-07 1.97E-07 371811.00 3753860.00 1.37E-07 1.63E-07 6.10E-10 1.19E-10 3.83E-10 1.08E-10
371831 3753860 2.38E-04 2.89E-04 1.07E-06 2.09E-07 6.65E-07 1.88E-07 371831.00 3753860.00 1.31E-07 1.60E-07 5.90E-10 1.15E-10 3.67E-10 1.04E-10
370571 3753880 7.58E-04 1.10E-03 2.29E-06 4.46E-07 5.60E-07 1.59E-07 370571.00 3753880.00 4.18E-07 6.05E-07 1.26E-09 2.46E-10 3.09E-10 8.74E-11
370591 3753880 7.83E-04 1.14E-03 2.40E-06 4.68E-07 5.88E-07 1.67E-07 370591.00 3753880.00 4.32E-07 6.30E-07 1.32E-09 2.58E-10 3.24E-10 9.19E-11
370611 3753880 8.09E-04 1.19E-03 2.52E-06 4.92E-07 6.19E-07 1.75E-07 370611.00 3753880.00 4.46E-07 6.55E-07 1.39E-09 2.71E-10 3.41E-10 9.67E-11
370631 3753880 8.35E-04 1.24E-03 2.65E-06 5.17E-07 6.53E-07 1.85E-07 370631.00 3753880.00 4.60E-07 6.81E-07 1.46E-09 2.85E-10 3.60E-10 1.02E-10
370651 3753880 8.63E-04 1.29E-03 2.79E-06 5.43E-07 6.89E-07 1.95E-07 370651.00 3753880.00 4.76E-07 7.11E-07 1.54E-09 3.00E-10 3.80E-10 1.08E-10
370671 3753880 8.92E-04 1.34E-03 2.93E-06 5.72E-07 7.29E-07 2.06E-07 370671.00 3753880.00 4.92E-07 7.41E-07 1.62E-09 3.15E-10 4.02E-10 1.14E-10
370691 3753880 9.21E-04 1.40E-03 3.09E-06 6.02E-07 7.71E-07 2.18E-07 370691.00 3753880.00 5.08E-07 7.72E-07 1.70E-09 3.32E-10 4.25E-10 1.20E-10
370711 3753880 9.52E-04 1.46E-03 3.25E-06 6.33E-07 8.18E-07 2.32E-07 370711.00 3753880.00 5.25E-07 8.05E-07 1.79E-09 3.49E-10 4.51E-10 1.28E-10
370731 3753880 9.82E-04 1.52E-03 3.42E-06 6.67E-07 8.69E-07 2.46E-07 370731.00 3753880.00 5.41E-07 8.38E-07 1.89E-09 3.68E-10 4.79E-10 1.36E-10
370751 3753880 1.01E-03 1.58E-03 3.60E-06 7.02E-07 9.24E-07 2.62E-07 370751.00 3753880.00 5.59E-07 8.74E-07 1.99E-09 3.87E-10 5.10E-10 1.44E-10
370771 3753880 1.05E-03 1.65E-03 3.79E-06 7.38E-07 9.85E-07 2.79E-07 370771.00 3753880.00 5.77E-07 9.11E-07 2.09E-09 4.07E-10 5.43E-10 1.54E-10
370791 3753880 1.08E-03 1.72E-03 3.98E-06 7.76E-07 1.05E-06 2.98E-07 370791.00 3753880.00 5.95E-07 9.49E-07 2.19E-09 4.28E-10 5.80E-10 1.64E-10
370811 3753880 1.11E-03 1.79E-03 4.18E-06 8.14E-07 1.13E-06 3.19E-07 370811.00 3753880.00 6.12E-07 9.87E-07 2.30E-09 4.49E-10 6.20E-10 1.76E-10
370831 3753880 1.14E-03 1.86E-03 4.38E-06 8.53E-07 1.20E-06 3.41E-07 370831.00 3753880.00 6.30E-07 1.03E-06 2.41E-09 4.71E-10 6.64E-10 1.88E-10
370851 3753880 1.17E-03 1.93E-03 4.58E-06 8.93E-07 1.29E-06 3.66E-07 370851.00 3753880.00 6.47E-07 1.06E-06 2.53E-09 4.92E-10 7.13E-10 2.02E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370871 3753880 1.21E-03 2.00E-03 4.78E-06 9.31E-07 1.39E-06 3.93E-07 370871.00 3753880.00 6.65E-07 1.10E-06 2.63E-09 5.13E-10 7.66E-10 2.17E-10
370891 3753880 1.24E-03 2.07E-03 4.97E-06 9.68E-07 1.49E-06 4.23E-07 370891.00 3753880.00 6.82E-07 1.14E-06 2.74E-09 5.34E-10 8.24E-10 2.33E-10
370911 3753880 1.27E-03 2.14E-03 5.15E-06 1.00E-06 1.61E-06 4.56E-07 370911.00 3753880.00 6.98E-07 1.18E-06 2.84E-09 5.53E-10 8.88E-10 2.51E-10
370931 3753880 1.29E-03 2.20E-03 5.32E-06 1.04E-06 1.74E-06 4.92E-07 370931.00 3753880.00 7.13E-07 1.21E-06 2.94E-09 5.72E-10 9.57E-10 2.71E-10
370951 3753880 1.32E-03 2.26E-03 5.48E-06 1.07E-06 1.87E-06 5.30E-07 370951.00 3753880.00 7.27E-07 1.25E-06 3.02E-09 5.89E-10 1.03E-09 2.92E-10
370971 3753880 1.34E-03 2.30E-03 5.63E-06 1.10E-06 2.02E-06 5.72E-07 370971.00 3753880.00 7.38E-07 1.27E-06 3.10E-09 6.05E-10 1.11E-09 3.16E-10
370991 3753880 1.36E-03 2.35E-03 5.75E-06 1.12E-06 2.18E-06 6.18E-07 370991.00 3753880.00 7.50E-07 1.29E-06 3.17E-09 6.17E-10 1.20E-09 3.41E-10
371011 3753880 1.38E-03 2.39E-03 5.78E-06 1.13E-06 2.35E-06 6.65E-07 371011.00 3753880.00 7.62E-07 1.32E-06 3.19E-09 6.22E-10 1.30E-09 3.67E-10
371031 3753880 1.39E-03 2.40E-03 5.86E-06 1.14E-06 2.53E-06 7.16E-07 371031.00 3753880.00 7.68E-07 1.32E-06 3.23E-09 6.29E-10 1.39E-09 3.95E-10
371051 3753880 1.40E-03 2.39E-03 5.89E-06 1.15E-06 2.71E-06 7.68E-07 371051.00 3753880.00 7.73E-07 1.32E-06 3.25E-09 6.33E-10 1.49E-09 4.23E-10
371071 3753880 1.39E-03 2.34E-03 6.01E-06 1.17E-06 2.91E-06 8.24E-07 371071.00 3753880.00 7.68E-07 1.29E-06 3.31E-09 6.45E-10 1.60E-09 4.54E-10
371091 3753880 1.38E-03 2.27E-03 6.00E-06 1.17E-06 3.09E-06 8.76E-07 371091.00 3753880.00 7.62E-07 1.25E-06 3.31E-09 6.45E-10 1.71E-09 4.83E-10
371111 3753880 1.37E-03 2.20E-03 5.98E-06 1.16E-06 3.28E-06 9.29E-07 371111.00 3753880.00 7.56E-07 1.21E-06 3.29E-09 6.42E-10 1.81E-09 5.12E-10
371131 3753880 1.38E-03 2.17E-03 5.84E-06 1.14E-06 3.44E-06 9.75E-07 371131.00 3753880.00 7.60E-07 1.19E-06 3.22E-09 6.27E-10 1.90E-09 5.37E-10
371151 3753880 1.36E-03 2.07E-03 5.73E-06 1.12E-06 3.58E-06 1.01E-06 371151.00 3753880.00 7.50E-07 1.14E-06 3.16E-09 6.16E-10 1.97E-09 5.59E-10
371171 3753880 1.33E-03 1.95E-03 5.64E-06 1.10E-06 3.71E-06 1.05E-06 371171.00 3753880.00 7.35E-07 1.08E-06 3.11E-09 6.06E-10 2.05E-09 5.80E-10
371191 3753880 1.30E-03 1.83E-03 5.49E-06 1.07E-06 3.80E-06 1.08E-06 371191.00 3753880.00 7.17E-07 1.01E-06 3.03E-09 5.90E-10 2.09E-09 5.93E-10
371211 3753880 1.26E-03 1.70E-03 5.39E-06 1.05E-06 3.90E-06 1.10E-06 371211.00 3753880.00 6.95E-07 9.39E-07 2.97E-09 5.79E-10 2.15E-09 6.08E-10
371231 3753880 1.22E-03 1.57E-03 5.27E-06 1.03E-06 3.97E-06 1.13E-06 371231.00 3753880.00 6.70E-07 8.67E-07 2.91E-09 5.67E-10 2.19E-09 6.21E-10
371251 3753880 1.17E-03 1.45E-03 5.07E-06 9.88E-07 3.95E-06 1.12E-06 371251.00 3753880.00 6.44E-07 8.01E-07 2.80E-09 5.45E-10 2.18E-09 6.17E-10
371271 3753880 1.12E-03 1.34E-03 4.90E-06 9.55E-07 3.94E-06 1.12E-06 371271.00 3753880.00 6.15E-07 7.38E-07 2.70E-09 5.26E-10 2.17E-09 6.15E-10
371291 3753880 1.06E-03 1.23E-03 4.71E-06 9.19E-07 3.89E-06 1.10E-06 371291.00 3753880.00 5.85E-07 6.79E-07 2.60E-09 5.07E-10 2.14E-09 6.07E-10
371311 3753880 1.00E-03 1.13E-03 4.53E-06 8.82E-07 3.81E-06 1.08E-06 371311.00 3753880.00 5.54E-07 6.25E-07 2.50E-09 4.86E-10 2.10E-09 5.96E-10
371331 3753880 9.49E-04 1.05E-03 4.30E-06 8.39E-07 3.68E-06 1.04E-06 371331.00 3753880.00 5.23E-07 5.78E-07 2.37E-09 4.63E-10 2.03E-09 5.75E-10
371351 3753880 8.93E-04 9.71E-04 4.11E-06 8.00E-07 3.56E-06 1.01E-06 371351.00 3753880.00 4.92E-07 5.36E-07 2.26E-09 4.41E-10 1.96E-09 5.56E-10
371371 3753880 8.38E-04 9.03E-04 3.89E-06 7.59E-07 3.40E-06 9.62E-07 371371.00 3753880.00 4.62E-07 4.98E-07 2.15E-09 4.18E-10 1.87E-09 5.30E-10
371391 3753880 7.86E-04 8.41E-04 3.67E-06 7.16E-07 3.21E-06 9.10E-07 371391.00 3753880.00 4.34E-07 4.64E-07 2.03E-09 3.95E-10 1.77E-09 5.02E-10
371411 3753880 7.37E-04 7.86E-04 3.46E-06 6.75E-07 3.03E-06 8.58E-07 371411.00 3753880.00 4.06E-07 4.33E-07 1.91E-09 3.72E-10 1.67E-09 4.73E-10
371431 3753880 6.92E-04 7.35E-04 3.24E-06 6.32E-07 2.82E-06 7.98E-07 371431.00 3753880.00 3.81E-07 4.05E-07 1.79E-09 3.49E-10 1.55E-09 4.40E-10
371451 3753880 6.50E-04 6.90E-04 3.03E-06 5.91E-07 2.61E-06 7.39E-07 371451.00 3753880.00 3.58E-07 3.80E-07 1.67E-09 3.26E-10 1.44E-09 4.07E-10
371471 3753880 6.12E-04 6.48E-04 2.83E-06 5.52E-07 2.41E-06 6.82E-07 371471.00 3753880.00 3.37E-07 3.57E-07 1.56E-09 3.04E-10 1.33E-09 3.76E-10
371491 3753880 5.77E-04 6.10E-04 2.65E-06 5.16E-07 2.21E-06 6.27E-07 371491.00 3753880.00 3.18E-07 3.36E-07 1.46E-09 2.84E-10 1.22E-09 3.46E-10
371511 3753880 5.45E-04 5.75E-04 2.48E-06 4.82E-07 2.04E-06 5.77E-07 371511.00 3753880.00 3.01E-07 3.17E-07 1.36E-09 2.66E-10 1.12E-09 3.18E-10
371531 3753880 5.17E-04 5.43E-04 2.32E-06 4.52E-07 1.87E-06 5.31E-07 371531.00 3753880.00 2.85E-07 3.00E-07 1.28E-09 2.49E-10 1.03E-09 2.93E-10
371551 3753880 4.90E-04 5.15E-04 2.19E-06 4.26E-07 1.73E-06 4.91E-07 371551.00 3753880.00 2.70E-07 2.84E-07 1.21E-09 2.35E-10 9.56E-10 2.71E-10
371571 3753880 4.65E-04 4.89E-04 2.06E-06 4.02E-07 1.60E-06 4.54E-07 371571.00 3753880.00 2.57E-07 2.70E-07 1.14E-09 2.22E-10 8.84E-10 2.50E-10
371591 3753880 4.42E-04 4.66E-04 1.96E-06 3.81E-07 1.49E-06 4.22E-07 371591.00 3753880.00 2.44E-07 2.57E-07 1.08E-09 2.10E-10 8.22E-10 2.33E-10
371611 3753880 4.19E-04 4.45E-04 1.86E-06 3.63E-07 1.38E-06 3.91E-07 371611.00 3753880.00 2.31E-07 2.45E-07 1.03E-09 2.00E-10 7.62E-10 2.16E-10
371631 3753880 3.99E-04 4.27E-04 1.76E-06 3.43E-07 1.28E-06 3.63E-07 371631.00 3753880.00 2.20E-07 2.35E-07 9.71E-10 1.89E-10 7.06E-10 2.00E-10
371651 3753880 3.80E-04 4.11E-04 1.67E-06 3.26E-07 1.19E-06 3.38E-07 371651.00 3753880.00 2.10E-07 2.27E-07 9.22E-10 1.80E-10 6.57E-10 1.86E-10
371671 3753880 3.62E-04 3.97E-04 1.59E-06 3.11E-07 1.11E-06 3.16E-07 371671.00 3753880.00 2.00E-07 2.19E-07 8.79E-10 1.71E-10 6.14E-10 1.74E-10
371691 3753880 3.45E-04 3.84E-04 1.52E-06 2.97E-07 1.05E-06 2.96E-07 371691.00 3753880.00 1.90E-07 2.12E-07 8.39E-10 1.64E-10 5.76E-10 1.63E-10
371711 3753880 3.28E-04 3.73E-04 1.46E-06 2.84E-07 9.84E-07 2.79E-07 371711.00 3753880.00 1.81E-07 2.05E-07 8.03E-10 1.57E-10 5.43E-10 1.54E-10
371731 3753880 3.13E-04 3.62E-04 1.40E-06 2.72E-07 9.31E-07 2.64E-07 371731.00 3753880.00 1.73E-07 2.00E-07 7.71E-10 1.50E-10 5.13E-10 1.45E-10
371751 3753880 2.98E-04 3.53E-04 1.34E-06 2.62E-07 8.83E-07 2.50E-07 371751.00 3753880.00 1.64E-07 1.95E-07 7.41E-10 1.44E-10 4.87E-10 1.38E-10
371771 3753880 2.85E-04 3.45E-04 1.29E-06 2.52E-07 8.41E-07 2.38E-07 371771.00 3753880.00 1.57E-07 1.90E-07 7.14E-10 1.39E-10 4.64E-10 1.31E-10
371791 3753880 2.73E-04 3.38E-04 1.25E-06 2.43E-07 8.03E-07 2.27E-07 371791.00 3753880.00 1.50E-07 1.86E-07 6.89E-10 1.34E-10 4.43E-10 1.25E-10
371811 3753880 2.61E-04 3.31E-04 1.21E-06 2.35E-07 7.69E-07 2.18E-07 371811.00 3753880.00 1.44E-07 1.83E-07 6.66E-10 1.30E-10 4.24E-10 1.20E-10
371831 3753880 2.50E-04 3.25E-04 1.17E-06 2.28E-07 7.37E-07 2.09E-07 371831.00 3753880.00 1.38E-07 1.79E-07 6.44E-10 1.26E-10 4.07E-10 1.15E-10
370571 3753900 7.79E-04 1.13E-03 2.40E-06 4.67E-07 5.73E-07 1.62E-07 370571.00 3753900.00 4.29E-07 6.25E-07 1.32E-09 2.58E-10 3.16E-10 8.94E-11
370591 3753900 8.05E-04 1.18E-03 2.52E-06 4.92E-07 6.02E-07 1.71E-07 370591.00 3753900.00 4.44E-07 6.51E-07 1.39E-09 2.71E-10 3.32E-10 9.41E-11
370611 3753900 8.32E-04 1.23E-03 2.66E-06 5.18E-07 6.35E-07 1.80E-07 370611.00 3753900.00 4.59E-07 6.79E-07 1.47E-09 2.86E-10 3.50E-10 9.91E-11
370631 3753900 8.61E-04 1.28E-03 2.80E-06 5.46E-07 6.70E-07 1.90E-07 370631.00 3753900.00 4.75E-07 7.08E-07 1.54E-09 3.01E-10 3.69E-10 1.05E-10
370651 3753900 8.93E-04 1.34E-03 2.95E-06 5.75E-07 7.08E-07 2.01E-07 370651.00 3753900.00 4.93E-07 7.42E-07 1.63E-09 3.17E-10 3.90E-10 1.11E-10
370671 3753900 9.26E-04 1.41E-03 3.11E-06 6.07E-07 7.49E-07 2.12E-07 370671.00 3753900.00 5.10E-07 7.76E-07 1.72E-09 3.34E-10 4.13E-10 1.17E-10
370691 3753900 9.57E-04 1.47E-03 3.29E-06 6.41E-07 7.95E-07 2.25E-07 370691.00 3753900.00 5.28E-07 8.10E-07 1.81E-09 3.54E-10 4.38E-10 1.24E-10
370711 3753900 9.91E-04 1.54E-03 3.48E-06 6.78E-07 8.44E-07 2.39E-07 370711.00 3753900.00 5.46E-07 8.46E-07 1.92E-09 3.74E-10 4.65E-10 1.32E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370731 3753900 1.02E-03 1.60E-03 3.68E-06 7.17E-07 8.98E-07 2.54E-07 370731.00 3753900.00 5.65E-07 8.84E-07 2.03E-09 3.95E-10 4.95E-10 1.40E-10
370751 3753900 1.06E-03 1.67E-03 3.89E-06 7.59E-07 9.57E-07 2.71E-07 370751.00 3753900.00 5.84E-07 9.23E-07 2.15E-09 4.18E-10 5.28E-10 1.49E-10
370771 3753900 1.09E-03 1.75E-03 4.12E-06 8.02E-07 1.02E-06 2.90E-07 370771.00 3753900.00 6.03E-07 9.64E-07 2.27E-09 4.42E-10 5.64E-10 1.60E-10
370791 3753900 1.13E-03 1.83E-03 4.35E-06 8.47E-07 1.09E-06 3.10E-07 370791.00 3753900.00 6.24E-07 1.01E-06 2.40E-09 4.67E-10 6.03E-10 1.71E-10
370811 3753900 1.17E-03 1.91E-03 4.59E-06 8.94E-07 1.17E-06 3.32E-07 370811.00 3753900.00 6.44E-07 1.05E-06 2.53E-09 4.93E-10 6.47E-10 1.83E-10
370831 3753900 1.20E-03 1.99E-03 4.84E-06 9.43E-07 1.26E-06 3.57E-07 370831.00 3753900.00 6.64E-07 1.10E-06 2.67E-09 5.20E-10 6.95E-10 1.97E-10
370851 3753900 1.24E-03 2.08E-03 5.09E-06 9.92E-07 1.36E-06 3.84E-07 370851.00 3753900.00 6.85E-07 1.14E-06 2.81E-09 5.47E-10 7.48E-10 2.12E-10
370871 3753900 1.28E-03 2.16E-03 5.34E-06 1.04E-06 1.46E-06 4.14E-07 370871.00 3753900.00 7.05E-07 1.19E-06 2.94E-09 5.73E-10 8.07E-10 2.28E-10
370891 3753900 1.31E-03 2.25E-03 5.58E-06 1.09E-06 1.58E-06 4.48E-07 370891.00 3753900.00 7.25E-07 1.24E-06 3.08E-09 6.00E-10 8.72E-10 2.47E-10
370911 3753900 1.35E-03 2.33E-03 5.82E-06 1.13E-06 1.71E-06 4.85E-07 370911.00 3753900.00 7.44E-07 1.29E-06 3.21E-09 6.26E-10 9.43E-10 2.67E-10
370931 3753900 1.38E-03 2.41E-03 6.05E-06 1.18E-06 1.85E-06 5.25E-07 370931.00 3753900.00 7.62E-07 1.33E-06 3.33E-09 6.50E-10 1.02E-09 2.90E-10
370951 3753900 1.41E-03 2.49E-03 6.25E-06 1.22E-06 2.01E-06 5.70E-07 370951.00 3753900.00 7.80E-07 1.37E-06 3.45E-09 6.72E-10 1.11E-09 3.14E-10
370971 3753900 1.44E-03 2.55E-03 6.44E-06 1.26E-06 2.19E-06 6.19E-07 370971.00 3753900.00 7.94E-07 1.41E-06 3.55E-09 6.92E-10 1.20E-09 3.41E-10
370991 3753900 1.48E-03 2.63E-03 6.53E-06 1.27E-06 2.38E-06 6.73E-07 370991.00 3753900.00 8.14E-07 1.45E-06 3.60E-09 7.01E-10 1.31E-09 3.71E-10
371011 3753900 1.50E-03 2.68E-03 6.64E-06 1.29E-06 2.58E-06 7.31E-07 371011.00 3753900.00 8.26E-07 1.48E-06 3.66E-09 7.14E-10 1.42E-09 4.03E-10
371031 3753900 1.52E-03 2.71E-03 6.74E-06 1.31E-06 2.80E-06 7.94E-07 371031.00 3753900.00 8.36E-07 1.49E-06 3.72E-09 7.25E-10 1.54E-09 4.38E-10
371051 3753900 1.53E-03 2.71E-03 6.84E-06 1.33E-06 3.04E-06 8.61E-07 371051.00 3753900.00 8.42E-07 1.50E-06 3.77E-09 7.35E-10 1.68E-09 4.75E-10
371071 3753900 1.50E-03 2.60E-03 6.87E-06 1.34E-06 3.24E-06 9.19E-07 371071.00 3753900.00 8.25E-07 1.43E-06 3.79E-09 7.38E-10 1.79E-09 5.06E-10
371091 3753900 1.51E-03 2.58E-03 6.90E-06 1.35E-06 3.50E-06 9.92E-07 371091.00 3753900.00 8.30E-07 1.42E-06 3.81E-09 7.42E-10 1.93E-09 5.47E-10
371111 3753900 1.51E-03 2.52E-03 6.91E-06 1.35E-06 3.77E-06 1.07E-06 371111.00 3753900.00 8.31E-07 1.39E-06 3.81E-09 7.42E-10 2.08E-09 5.88E-10
371131 3753900 1.52E-03 2.50E-03 6.77E-06 1.32E-06 4.00E-06 1.13E-06 371131.00 3753900.00 8.38E-07 1.38E-06 3.73E-09 7.27E-10 2.21E-09 6.25E-10
371151 3753900 1.50E-03 2.38E-03 6.64E-06 1.29E-06 4.19E-06 1.19E-06 371151.00 3753900.00 8.27E-07 1.31E-06 3.66E-09 7.14E-10 2.31E-09 6.55E-10
371171 3753900 1.47E-03 2.25E-03 6.54E-06 1.27E-06 4.38E-06 1.24E-06 371171.00 3753900.00 8.12E-07 1.24E-06 3.60E-09 7.02E-10 2.42E-09 6.84E-10
371191 3753900 1.44E-03 2.10E-03 6.40E-06 1.25E-06 4.54E-06 1.29E-06 371191.00 3753900.00 7.93E-07 1.16E-06 3.53E-09 6.88E-10 2.50E-09 7.09E-10
371211 3753900 1.40E-03 1.95E-03 6.25E-06 1.22E-06 4.66E-06 1.32E-06 371211.00 3753900.00 7.69E-07 1.07E-06 3.45E-09 6.72E-10 2.57E-09 7.28E-10
371231 3753900 1.35E-03 1.79E-03 6.10E-06 1.19E-06 4.75E-06 1.35E-06 371231.00 3753900.00 7.42E-07 9.89E-07 3.36E-09 6.55E-10 2.62E-09 7.42E-10
371251 3753900 1.29E-03 1.65E-03 5.84E-06 1.14E-06 4.72E-06 1.34E-06 371251.00 3753900.00 7.13E-07 9.10E-07 3.22E-09 6.27E-10 2.60E-09 7.37E-10
371271 3753900 1.24E-03 1.51E-03 5.64E-06 1.10E-06 4.71E-06 1.33E-06 371271.00 3753900.00 6.81E-07 8.33E-07 3.11E-09 6.06E-10 2.60E-09 7.35E-10
371291 3753900 1.17E-03 1.38E-03 5.42E-06 1.06E-06 4.65E-06 1.32E-06 371291.00 3753900.00 6.47E-07 7.63E-07 2.99E-09 5.82E-10 2.57E-09 7.27E-10
371311 3753900 1.11E-03 1.27E-03 5.23E-06 1.02E-06 4.59E-06 1.30E-06 371311.00 3753900.00 6.11E-07 6.99E-07 2.88E-09 5.62E-10 2.53E-09 7.17E-10
371331 3753900 1.05E-03 1.17E-03 4.95E-06 9.64E-07 4.41E-06 1.25E-06 371331.00 3753900.00 5.76E-07 6.44E-07 2.73E-09 5.31E-10 2.43E-09 6.88E-10
371351 3753900 9.82E-04 1.08E-03 4.69E-06 9.14E-07 4.22E-06 1.20E-06 371351.00 3753900.00 5.41E-07 5.94E-07 2.59E-09 5.04E-10 2.33E-09 6.59E-10
371371 3753900 9.20E-04 9.97E-04 4.43E-06 8.63E-07 4.01E-06 1.14E-06 371371.00 3753900.00 5.07E-07 5.50E-07 2.44E-09 4.76E-10 2.21E-09 6.26E-10
371391 3753900 8.61E-04 9.25E-04 4.17E-06 8.13E-07 3.78E-06 1.07E-06 371391.00 3753900.00 4.75E-07 5.10E-07 2.30E-09 4.48E-10 2.08E-09 5.90E-10
371411 3753900 8.05E-04 8.61E-04 3.91E-06 7.63E-07 3.54E-06 1.00E-06 371411.00 3753900.00 4.44E-07 4.75E-07 2.16E-09 4.21E-10 1.95E-09 5.52E-10
371431 3753900 7.54E-04 8.03E-04 3.65E-06 7.12E-07 3.27E-06 9.27E-07 371431.00 3753900.00 4.16E-07 4.43E-07 2.01E-09 3.92E-10 1.80E-09 5.11E-10
371451 3753900 7.06E-04 7.51E-04 3.40E-06 6.63E-07 3.01E-06 8.53E-07 371451.00 3753900.00 3.89E-07 4.14E-07 1.88E-09 3.66E-10 1.66E-09 4.70E-10
371471 3753900 6.64E-04 7.04E-04 3.16E-06 6.16E-07 2.75E-06 7.79E-07 371471.00 3753900.00 3.66E-07 3.88E-07 1.74E-09 3.40E-10 1.52E-09 4.30E-10
371491 3753900 6.25E-04 6.62E-04 2.93E-06 5.71E-07 2.50E-06 7.09E-07 371491.00 3753900.00 3.44E-07 3.65E-07 1.62E-09 3.15E-10 1.38E-09 3.91E-10
371511 3753900 5.89E-04 6.25E-04 2.73E-06 5.31E-07 2.28E-06 6.46E-07 371511.00 3753900.00 3.25E-07 3.44E-07 1.50E-09 2.93E-10 1.26E-09 3.56E-10
371531 3753900 5.57E-04 5.91E-04 2.55E-06 4.96E-07 2.08E-06 5.90E-07 371531.00 3753900.00 3.07E-07 3.26E-07 1.40E-09 2.73E-10 1.15E-09 3.25E-10
371551 3753900 5.27E-04 5.61E-04 2.40E-06 4.67E-07 1.92E-06 5.43E-07 371551.00 3753900.00 2.91E-07 3.10E-07 1.32E-09 2.57E-10 1.06E-09 2.99E-10
371571 3753900 4.99E-04 5.35E-04 2.26E-06 4.40E-07 1.77E-06 5.01E-07 371571.00 3753900.00 2.75E-07 2.95E-07 1.25E-09 2.43E-10 9.75E-10 2.76E-10
371591 3753900 4.73E-04 5.11E-04 2.14E-06 4.17E-07 1.64E-06 4.65E-07 371591.00 3753900.00 2.61E-07 2.82E-07 1.18E-09 2.30E-10 9.06E-10 2.57E-10
371611 3753900 4.48E-04 4.90E-04 2.04E-06 3.98E-07 1.53E-06 4.32E-07 371611.00 3753900.00 2.47E-07 2.70E-07 1.13E-09 2.19E-10 8.41E-10 2.38E-10
371631 3753900 4.26E-04 4.72E-04 1.93E-06 3.77E-07 1.41E-06 4.01E-07 371631.00 3753900.00 2.35E-07 2.60E-07 1.07E-09 2.08E-10 7.80E-10 2.21E-10
371651 3753900 4.05E-04 4.57E-04 1.84E-06 3.58E-07 1.32E-06 3.73E-07 371651.00 3753900.00 2.23E-07 2.52E-07 1.01E-09 1.97E-10 7.27E-10 2.06E-10
371671 3753900 3.84E-04 4.43E-04 1.75E-06 3.41E-07 1.23E-06 3.49E-07 371671.00 3753900.00 2.12E-07 2.44E-07 9.65E-10 1.88E-10 6.80E-10 1.93E-10
371691 3753900 3.66E-04 4.30E-04 1.67E-06 3.26E-07 1.16E-06 3.29E-07 371691.00 3753900.00 2.02E-07 2.37E-07 9.22E-10 1.80E-10 6.40E-10 1.81E-10
371711 3753900 3.47E-04 4.18E-04 1.60E-06 3.13E-07 1.10E-06 3.10E-07 371711.00 3753900.00 1.91E-07 2.31E-07 8.85E-10 1.72E-10 6.04E-10 1.71E-10
371731 3753900 3.30E-04 4.08E-04 1.54E-06 3.00E-07 1.04E-06 2.94E-07 371731.00 3753900.00 1.82E-07 2.25E-07 8.50E-10 1.66E-10 5.73E-10 1.62E-10
371751 3753900 3.14E-04 3.99E-04 1.48E-06 2.89E-07 9.88E-07 2.80E-07 371751.00 3753900.00 1.73E-07 2.20E-07 8.17E-10 1.59E-10 5.45E-10 1.54E-10
371771 3753900 3.00E-04 3.91E-04 1.43E-06 2.79E-07 9.43E-07 2.67E-07 371771.00 3753900.00 1.65E-07 2.16E-07 7.88E-10 1.54E-10 5.20E-10 1.47E-10
371791 3753900 2.87E-04 3.84E-04 1.38E-06 2.69E-07 9.03E-07 2.56E-07 371791.00 3753900.00 1.58E-07 2.12E-07 7.61E-10 1.48E-10 4.98E-10 1.41E-10
371811 3753900 2.75E-04 3.77E-04 1.33E-06 2.60E-07 8.66E-07 2.45E-07 371811.00 3753900.00 1.51E-07 2.08E-07 7.36E-10 1.43E-10 4.77E-10 1.35E-10
371831 3753900 2.63E-04 3.70E-04 1.29E-06 2.52E-07 8.32E-07 2.36E-07 371831.00 3753900.00 1.45E-07 2.04E-07 7.12E-10 1.39E-10 4.59E-10 1.30E-10
370571 3753920 7.99E-04 1.17E-03 2.51E-06 4.90E-07 5.86E-07 1.66E-07 370571.00 3753920.00 4.40E-07 6.45E-07 1.38E-09 2.70E-10 3.23E-10 9.15E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370591 3753920 8.27E-04 1.22E-03 2.65E-06 5.16E-07 6.17E-07 1.75E-07 370591.00 3753920.00 4.56E-07 6.73E-07 1.46E-09 2.85E-10 3.40E-10 9.63E-11
370611 3753920 8.57E-04 1.28E-03 2.80E-06 5.45E-07 6.50E-07 1.84E-07 370611.00 3753920.00 4.73E-07 7.04E-07 1.54E-09 3.01E-10 3.59E-10 1.02E-10
370631 3753920 8.88E-04 1.33E-03 2.96E-06 5.77E-07 6.87E-07 1.95E-07 370631.00 3753920.00 4.90E-07 7.36E-07 1.63E-09 3.18E-10 3.79E-10 1.07E-10
370651 3753920 9.22E-04 1.40E-03 3.12E-06 6.09E-07 7.27E-07 2.06E-07 370651.00 3753920.00 5.09E-07 7.72E-07 1.72E-09 3.36E-10 4.01E-10 1.13E-10
370671 3753920 9.57E-04 1.47E-03 3.31E-06 6.45E-07 7.70E-07 2.18E-07 370671.00 3753920.00 5.27E-07 8.08E-07 1.82E-09 3.55E-10 4.25E-10 1.20E-10
370691 3753920 9.92E-04 1.53E-03 3.51E-06 6.84E-07 8.18E-07 2.32E-07 370691.00 3753920.00 5.47E-07 8.46E-07 1.93E-09 3.77E-10 4.51E-10 1.28E-10
370711 3753920 1.03E-03 1.61E-03 3.72E-06 7.26E-07 8.70E-07 2.46E-07 370711.00 3753920.00 5.67E-07 8.87E-07 2.05E-09 4.00E-10 4.80E-10 1.36E-10
370731 3753920 1.07E-03 1.69E-03 3.96E-06 7.71E-07 9.27E-07 2.63E-07 370731.00 3753920.00 5.88E-07 9.29E-07 2.18E-09 4.25E-10 5.11E-10 1.45E-10
370751 3753920 1.10E-03 1.77E-03 4.21E-06 8.20E-07 9.90E-07 2.81E-07 370751.00 3753920.00 6.09E-07 9.74E-07 2.32E-09 4.52E-10 5.46E-10 1.55E-10
370771 3753920 1.14E-03 1.85E-03 4.48E-06 8.73E-07 1.06E-06 3.00E-07 370771.00 3753920.00 6.31E-07 1.02E-06 2.47E-09 4.81E-10 5.84E-10 1.65E-10
370791 3753920 1.18E-03 1.94E-03 4.76E-06 9.28E-07 1.14E-06 3.22E-07 370791.00 3753920.00 6.53E-07 1.07E-06 2.63E-09 5.12E-10 6.27E-10 1.77E-10
370811 3753920 1.23E-03 2.03E-03 5.06E-06 9.86E-07 1.22E-06 3.46E-07 370811.00 3753920.00 6.76E-07 1.12E-06 2.79E-09 5.44E-10 6.74E-10 1.91E-10
370831 3753920 1.27E-03 2.13E-03 5.37E-06 1.05E-06 1.32E-06 3.73E-07 370831.00 3753920.00 6.99E-07 1.17E-06 2.96E-09 5.77E-10 7.26E-10 2.06E-10
370851 3753920 1.31E-03 2.23E-03 5.69E-06 1.11E-06 1.42E-06 4.03E-07 370851.00 3753920.00 7.23E-07 1.23E-06 3.13E-09 6.11E-10 7.84E-10 2.22E-10
370871 3753920 1.35E-03 2.33E-03 6.01E-06 1.17E-06 1.54E-06 4.36E-07 370871.00 3753920.00 7.46E-07 1.28E-06 3.31E-09 6.46E-10 8.48E-10 2.40E-10
370891 3753920 1.40E-03 2.43E-03 6.33E-06 1.23E-06 1.67E-06 4.73E-07 370891.00 3753920.00 7.70E-07 1.34E-06 3.49E-09 6.80E-10 9.20E-10 2.61E-10
370911 3753920 1.44E-03 2.54E-03 6.63E-06 1.29E-06 1.82E-06 5.14E-07 370911.00 3753920.00 7.93E-07 1.40E-06 3.66E-09 7.13E-10 1.00E-09 2.83E-10
370931 3753920 1.48E-03 2.64E-03 6.93E-06 1.35E-06 1.98E-06 5.60E-07 370931.00 3753920.00 8.15E-07 1.46E-06 3.82E-09 7.45E-10 1.09E-09 3.09E-10
370951 3753920 1.52E-03 2.74E-03 7.21E-06 1.40E-06 2.16E-06 6.12E-07 370951.00 3753920.00 8.36E-07 1.51E-06 3.97E-09 7.74E-10 1.19E-09 3.37E-10
370971 3753920 1.55E-03 2.83E-03 7.45E-06 1.45E-06 2.36E-06 6.69E-07 370971.00 3753920.00 8.55E-07 1.56E-06 4.11E-09 8.00E-10 1.30E-09 3.69E-10
370991 3753920 1.60E-03 2.95E-03 7.55E-06 1.47E-06 2.59E-06 7.33E-07 370991.00 3753920.00 8.81E-07 1.63E-06 4.16E-09 8.11E-10 1.43E-09 4.04E-10
371011 3753920 1.63E-03 3.02E-03 7.72E-06 1.50E-06 2.84E-06 8.03E-07 371011.00 3753920.00 8.98E-07 1.67E-06 4.25E-09 8.29E-10 1.56E-09 4.43E-10
371031 3753920 1.65E-03 3.08E-03 7.85E-06 1.53E-06 3.11E-06 8.80E-07 371031.00 3753920.00 9.11E-07 1.70E-06 4.33E-09 8.43E-10 1.71E-09 4.85E-10
371051 3753920 1.67E-03 3.11E-03 7.92E-06 1.54E-06 3.40E-06 9.62E-07 371051.00 3753920.00 9.23E-07 1.71E-06 4.37E-09 8.51E-10 1.87E-09 5.30E-10
371071 3753920 1.64E-03 2.99E-03 8.02E-06 1.56E-06 3.67E-06 1.04E-06 371071.00 3753920.00 9.05E-07 1.65E-06 4.42E-09 8.62E-10 2.02E-09 5.73E-10
371091 3753920 1.66E-03 2.98E-03 8.07E-06 1.57E-06 4.01E-06 1.14E-06 371091.00 3753920.00 9.13E-07 1.64E-06 4.45E-09 8.67E-10 2.21E-09 6.26E-10
371111 3753920 1.66E-03 2.93E-03 8.08E-06 1.57E-06 4.36E-06 1.23E-06 371111.00 3753920.00 9.17E-07 1.62E-06 4.45E-09 8.68E-10 2.40E-09 6.80E-10
371131 3753920 1.68E-03 2.91E-03 7.92E-06 1.54E-06 4.69E-06 1.33E-06 371131.00 3753920.00 9.27E-07 1.60E-06 4.37E-09 8.51E-10 2.58E-09 7.32E-10
371151 3753920 1.66E-03 2.78E-03 7.77E-06 1.51E-06 4.95E-06 1.40E-06 371151.00 3753920.00 9.18E-07 1.53E-06 4.28E-09 8.35E-10 2.73E-09 7.73E-10
371171 3753920 1.64E-03 2.62E-03 7.66E-06 1.49E-06 5.23E-06 1.48E-06 371171.00 3753920.00 9.02E-07 1.44E-06 4.23E-09 8.24E-10 2.89E-09 8.17E-10
371191 3753920 1.60E-03 2.44E-03 7.52E-06 1.47E-06 5.47E-06 1.55E-06 371191.00 3753920.00 8.81E-07 1.34E-06 4.15E-09 8.08E-10 3.02E-09 8.54E-10
371211 3753920 1.55E-03 2.25E-03 7.34E-06 1.43E-06 5.65E-06 1.60E-06 371211.00 3753920.00 8.56E-07 1.24E-06 4.05E-09 7.89E-10 3.11E-09 8.82E-10
371231 3753920 1.50E-03 2.07E-03 7.14E-06 1.39E-06 5.77E-06 1.63E-06 371231.00 3753920.00 8.26E-07 1.14E-06 3.94E-09 7.67E-10 3.18E-09 9.01E-10
371251 3753920 1.44E-03 1.89E-03 6.81E-06 1.33E-06 5.72E-06 1.62E-06 371251.00 3753920.00 7.94E-07 1.04E-06 3.75E-09 7.32E-10 3.16E-09 8.94E-10
371271 3753920 1.37E-03 1.72E-03 6.61E-06 1.29E-06 5.76E-06 1.63E-06 371271.00 3753920.00 7.58E-07 9.49E-07 3.65E-09 7.11E-10 3.18E-09 8.99E-10
371291 3753920 1.30E-03 1.56E-03 6.51E-06 1.27E-06 5.86E-06 1.66E-06 371291.00 3753920.00 7.16E-07 8.59E-07 3.59E-09 7.00E-10 3.23E-09 9.15E-10
371311 3753920 1.23E-03 1.43E-03 6.14E-06 1.20E-06 5.63E-06 1.59E-06 371311.00 3753920.00 6.78E-07 7.86E-07 3.39E-09 6.60E-10 3.10E-09 8.79E-10
371331 3753920 1.16E-03 1.31E-03 5.79E-06 1.13E-06 5.38E-06 1.52E-06 371331.00 3753920.00 6.38E-07 7.21E-07 3.19E-09 6.22E-10 2.96E-09 8.40E-10
371351 3753920 1.08E-03 1.20E-03 5.47E-06 1.07E-06 5.13E-06 1.45E-06 371351.00 3753920.00 5.98E-07 6.62E-07 3.02E-09 5.88E-10 2.83E-09 8.01E-10
371371 3753920 1.01E-03 1.11E-03 5.15E-06 1.00E-06 4.85E-06 1.37E-06 371371.00 3753920.00 5.59E-07 6.10E-07 2.84E-09 5.54E-10 2.67E-09 7.57E-10
371391 3753920 9.46E-04 1.02E-03 4.83E-06 9.41E-07 4.53E-06 1.28E-06 371391.00 3753920.00 5.21E-07 5.63E-07 2.66E-09 5.19E-10 2.50E-09 7.08E-10
371411 3753920 8.82E-04 9.47E-04 4.50E-06 8.78E-07 4.20E-06 1.19E-06 371411.00 3753920.00 4.87E-07 5.22E-07 2.48E-09 4.84E-10 2.32E-09 6.56E-10
371431 3753920 8.24E-04 8.82E-04 4.18E-06 8.14E-07 3.85E-06 1.09E-06 371431.00 3753920.00 4.54E-07 4.86E-07 2.30E-09 4.49E-10 2.12E-09 6.01E-10
371451 3753920 7.71E-04 8.23E-04 3.86E-06 7.52E-07 3.50E-06 9.90E-07 371451.00 3753920.00 4.25E-07 4.54E-07 2.13E-09 4.14E-10 1.93E-09 5.46E-10
371471 3753920 7.22E-04 7.72E-04 3.56E-06 6.93E-07 3.16E-06 8.95E-07 371471.00 3753920.00 3.98E-07 4.26E-07 1.96E-09 3.82E-10 1.74E-09 4.94E-10
371491 3753920 6.78E-04 7.27E-04 3.29E-06 6.41E-07 2.86E-06 8.09E-07 371491.00 3753920.00 3.74E-07 4.01E-07 1.81E-09 3.53E-10 1.57E-09 4.46E-10
371511 3753920 6.38E-04 6.87E-04 3.05E-06 5.94E-07 2.58E-06 7.32E-07 371511.00 3753920.00 3.52E-07 3.79E-07 1.68E-09 3.28E-10 1.42E-09 4.04E-10
371531 3753920 6.02E-04 6.52E-04 2.84E-06 5.53E-07 2.34E-06 6.64E-07 371531.00 3753920.00 3.32E-07 3.59E-07 1.56E-09 3.05E-10 1.29E-09 3.66E-10
371551 3753920 5.68E-04 6.22E-04 2.66E-06 5.18E-07 2.14E-06 6.07E-07 371551.00 3753920.00 3.13E-07 3.43E-07 1.47E-09 2.86E-10 1.18E-09 3.34E-10
371571 3753920 5.37E-04 5.95E-04 2.50E-06 4.88E-07 1.97E-06 5.58E-07 371571.00 3753920.00 2.96E-07 3.28E-07 1.38E-09 2.69E-10 1.09E-09 3.08E-10
371591 3753920 5.08E-04 5.72E-04 2.36E-06 4.60E-07 1.82E-06 5.14E-07 371591.00 3753920.00 2.80E-07 3.15E-07 1.30E-09 2.54E-10 1.00E-09 2.83E-10
371611 3753920 4.80E-04 5.51E-04 2.27E-06 4.42E-07 1.71E-06 4.84E-07 371611.00 3753920.00 2.65E-07 3.04E-07 1.25E-09 2.44E-10 9.43E-10 2.67E-10
371631 3753920 4.54E-04 5.33E-04 2.15E-06 4.19E-07 1.59E-06 4.50E-07 371631.00 3753920.00 2.51E-07 2.94E-07 1.19E-09 2.31E-10 8.76E-10 2.48E-10
371651 3753920 4.31E-04 5.17E-04 2.05E-06 3.99E-07 1.48E-06 4.20E-07 371651.00 3753920.00 2.37E-07 2.85E-07 1.13E-09 2.20E-10 8.18E-10 2.32E-10
371671 3753920 4.08E-04 5.03E-04 1.96E-06 3.81E-07 1.39E-06 3.95E-07 371671.00 3753920.00 2.25E-07 2.78E-07 1.08E-09 2.10E-10 7.68E-10 2.18E-10
371691 3753920 3.87E-04 4.91E-04 1.87E-06 3.65E-07 1.31E-06 3.72E-07 371691.00 3753920.00 2.13E-07 2.71E-07 1.03E-09 2.01E-10 7.25E-10 2.05E-10
371711 3753920 3.67E-04 4.80E-04 1.80E-06 3.50E-07 1.25E-06 3.53E-07 371711.00 3753920.00 2.03E-07 2.64E-07 9.90E-10 1.93E-10 6.87E-10 1.95E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371731 3753920 3.49E-04 4.69E-04 1.73E-06 3.36E-07 1.18E-06 3.36E-07 371731.00 3753920.00 1.92E-07 2.59E-07 9.51E-10 1.85E-10 6.53E-10 1.85E-10
371751 3753920 3.32E-04 4.60E-04 1.66E-06 3.24E-07 1.13E-06 3.20E-07 371751.00 3753920.00 1.83E-07 2.53E-07 9.16E-10 1.78E-10 6.23E-10 1.76E-10
371771 3753920 3.17E-04 4.51E-04 1.60E-06 3.12E-07 1.08E-06 3.06E-07 371771.00 3753920.00 1.75E-07 2.49E-07 8.83E-10 1.72E-10 5.96E-10 1.69E-10
371791 3753920 3.03E-04 4.43E-04 1.55E-06 3.01E-07 1.04E-06 2.93E-07 371791.00 3753920.00 1.67E-07 2.44E-07 8.52E-10 1.66E-10 5.71E-10 1.62E-10
371811 3753920 2.90E-04 4.35E-04 1.49E-06 2.91E-07 9.95E-07 2.82E-07 371811.00 3753920.00 1.60E-07 2.40E-07 8.24E-10 1.61E-10 5.48E-10 1.55E-10
371831 3753920 2.79E-04 4.28E-04 1.45E-06 2.82E-07 9.57E-07 2.71E-07 371831.00 3753920.00 1.54E-07 2.36E-07 7.97E-10 1.55E-10 5.27E-10 1.49E-10
370571 3753940 8.18E-04 1.21E-03 2.63E-06 5.13E-07 5.99E-07 1.70E-07 370571.00 3753940.00 4.51E-07 6.64E-07 1.45E-09 2.83E-10 3.30E-10 9.35E-11
370591 3753940 8.49E-04 1.26E-03 2.78E-06 5.42E-07 6.31E-07 1.79E-07 370591.00 3753940.00 4.68E-07 6.95E-07 1.53E-09 2.99E-10 3.48E-10 9.86E-11
370611 3753940 8.81E-04 1.32E-03 2.94E-06 5.74E-07 6.66E-07 1.89E-07 370611.00 3753940.00 4.86E-07 7.28E-07 1.62E-09 3.16E-10 3.67E-10 1.04E-10
370631 3753940 9.15E-04 1.38E-03 3.12E-06 6.08E-07 7.04E-07 1.99E-07 370631.00 3753940.00 5.05E-07 7.63E-07 1.72E-09 3.35E-10 3.88E-10 1.10E-10
370651 3753940 9.51E-04 1.45E-03 3.31E-06 6.45E-07 7.46E-07 2.11E-07 370651.00 3753940.00 5.24E-07 8.01E-07 1.83E-09 3.56E-10 4.11E-10 1.16E-10
370671 3753940 9.88E-04 1.52E-03 3.52E-06 6.86E-07 7.91E-07 2.24E-07 370671.00 3753940.00 5.45E-07 8.41E-07 1.94E-09 3.78E-10 4.36E-10 1.24E-10
370691 3753940 1.03E-03 1.60E-03 3.74E-06 7.29E-07 8.40E-07 2.38E-07 370691.00 3753940.00 5.66E-07 8.83E-07 2.06E-09 4.02E-10 4.63E-10 1.31E-10
370711 3753940 1.07E-03 1.68E-03 3.99E-06 7.77E-07 8.95E-07 2.54E-07 370711.00 3753940.00 5.88E-07 9.28E-07 2.20E-09 4.29E-10 4.94E-10 1.40E-10
370731 3753940 1.11E-03 1.77E-03 4.26E-06 8.30E-07 9.56E-07 2.71E-07 370731.00 3753940.00 6.11E-07 9.75E-07 2.35E-09 4.58E-10 5.27E-10 1.49E-10
370751 3753940 1.15E-03 1.86E-03 4.55E-06 8.86E-07 1.02E-06 2.90E-07 370751.00 3753940.00 6.35E-07 1.03E-06 2.51E-09 4.89E-10 5.64E-10 1.60E-10
370771 3753940 1.19E-03 1.95E-03 4.88E-06 9.51E-07 1.10E-06 3.11E-07 370771.00 3753940.00 6.59E-07 1.08E-06 2.69E-09 5.24E-10 6.05E-10 1.71E-10
370791 3753940 1.24E-03 2.06E-03 5.22E-06 1.02E-06 1.18E-06 3.34E-07 370791.00 3753940.00 6.84E-07 1.13E-06 2.88E-09 5.61E-10 6.50E-10 1.84E-10
370811 3753940 1.29E-03 2.17E-03 5.57E-06 1.09E-06 1.27E-06 3.60E-07 370811.00 3753940.00 7.11E-07 1.19E-06 3.07E-09 5.99E-10 7.01E-10 1.99E-10
370831 3753940 1.34E-03 2.28E-03 5.95E-06 1.16E-06 1.37E-06 3.89E-07 370831.00 3753940.00 7.38E-07 1.26E-06 3.28E-09 6.40E-10 7.57E-10 2.15E-10
370851 3753940 1.38E-03 2.39E-03 6.39E-06 1.25E-06 1.49E-06 4.21E-07 370851.00 3753940.00 7.62E-07 1.32E-06 3.52E-09 6.87E-10 8.20E-10 2.32E-10
370871 3753940 1.43E-03 2.51E-03 6.81E-06 1.33E-06 1.62E-06 4.58E-07 370871.00 3753940.00 7.89E-07 1.38E-06 3.75E-09 7.32E-10 8.91E-10 2.52E-10
370891 3753940 1.48E-03 2.63E-03 7.23E-06 1.41E-06 1.76E-06 4.98E-07 370891.00 3753940.00 8.16E-07 1.45E-06 3.99E-09 7.77E-10 9.70E-10 2.75E-10
370911 3753940 1.53E-03 2.76E-03 7.64E-06 1.49E-06 1.92E-06 5.44E-07 370911.00 3753940.00 8.43E-07 1.52E-06 4.21E-09 8.21E-10 1.06E-09 3.00E-10
370931 3753940 1.58E-03 2.89E-03 8.04E-06 1.57E-06 2.11E-06 5.97E-07 370931.00 3753940.00 8.71E-07 1.59E-06 4.43E-09 8.64E-10 1.16E-09 3.29E-10
370951 3753940 1.63E-03 3.02E-03 8.40E-06 1.64E-06 2.31E-06 6.55E-07 370951.00 3753940.00 8.97E-07 1.66E-06 4.63E-09 9.03E-10 1.28E-09 3.61E-10
370971 3753940 1.67E-03 3.14E-03 8.73E-06 1.70E-06 2.55E-06 7.21E-07 370971.00 3753940.00 9.21E-07 1.73E-06 4.81E-09 9.38E-10 1.40E-09 3.98E-10
370991 3753940 1.73E-03 3.30E-03 8.89E-06 1.73E-06 2.82E-06 7.98E-07 370991.00 3753940.00 9.53E-07 1.82E-06 4.90E-09 9.56E-10 1.55E-09 4.40E-10
371011 3753940 1.77E-03 3.42E-03 9.09E-06 1.77E-06 3.11E-06 8.82E-07 371011.00 3753940.00 9.76E-07 1.88E-06 5.01E-09 9.76E-10 1.72E-09 4.86E-10
371031 3753940 1.80E-03 3.51E-03 9.26E-06 1.80E-06 3.45E-06 9.76E-07 371031.00 3753940.00 9.95E-07 1.93E-06 5.10E-09 9.95E-10 1.90E-09 5.38E-10
371051 3753940 1.80E-03 3.46E-03 9.47E-06 1.85E-06 3.79E-06 1.07E-06 371051.00 3753940.00 9.90E-07 1.91E-06 5.22E-09 1.02E-09 2.09E-09 5.91E-10
371071 3753940 1.80E-03 3.45E-03 9.49E-06 1.85E-06 4.16E-06 1.18E-06 371071.00 3753940.00 9.94E-07 1.90E-06 5.23E-09 1.02E-09 2.29E-09 6.50E-10
371091 3753940 1.83E-03 3.47E-03 9.55E-06 1.86E-06 4.61E-06 1.30E-06 371091.00 3753940.00 1.01E-06 1.91E-06 5.27E-09 1.03E-09 2.54E-09 7.19E-10
371111 3753940 1.84E-03 3.44E-03 9.57E-06 1.87E-06 5.07E-06 1.44E-06 371111.00 3753940.00 1.01E-06 1.90E-06 5.28E-09 1.03E-09 2.80E-09 7.92E-10
371131 3753940 1.86E-03 3.40E-03 9.54E-06 1.86E-06 5.56E-06 1.58E-06 371131.00 3753940.00 1.02E-06 1.88E-06 5.26E-09 1.02E-09 3.07E-09 8.69E-10
371151 3753940 1.85E-03 3.29E-03 9.20E-06 1.79E-06 5.90E-06 1.67E-06 371151.00 3753940.00 1.02E-06 1.81E-06 5.07E-09 9.88E-10 3.26E-09 9.22E-10
371171 3753940 1.83E-03 3.09E-03 9.09E-06 1.77E-06 6.31E-06 1.79E-06 371171.00 3753940.00 1.01E-06 1.71E-06 5.01E-09 9.76E-10 3.48E-09 9.86E-10
371191 3753940 1.79E-03 2.88E-03 8.87E-06 1.73E-06 6.61E-06 1.87E-06 371191.00 3753940.00 9.87E-07 1.59E-06 4.89E-09 9.53E-10 3.65E-09 1.03E-09
371211 3753940 1.74E-03 2.66E-03 8.58E-06 1.67E-06 6.80E-06 1.93E-06 371211.00 3753940.00 9.61E-07 1.46E-06 4.73E-09 9.21E-10 3.75E-09 1.06E-09
371231 3753940 1.68E-03 2.42E-03 8.26E-06 1.61E-06 6.91E-06 1.96E-06 371231.00 3753940.00 9.25E-07 1.33E-06 4.55E-09 8.87E-10 3.81E-09 1.08E-09
371251 3753940 1.61E-03 2.19E-03 8.06E-06 1.57E-06 7.05E-06 2.00E-06 371251.00 3753940.00 8.89E-07 1.21E-06 4.44E-09 8.66E-10 3.89E-09 1.10E-09
371271 3753940 1.53E-03 1.97E-03 7.99E-06 1.56E-06 7.26E-06 2.06E-06 371271.00 3753940.00 8.46E-07 1.09E-06 4.40E-09 8.58E-10 4.00E-09 1.13E-09
371291 3753940 1.45E-03 1.79E-03 7.68E-06 1.50E-06 7.18E-06 2.03E-06 371291.00 3753940.00 8.02E-07 9.84E-07 4.23E-09 8.25E-10 3.96E-09 1.12E-09
371311 3753940 1.37E-03 1.62E-03 7.29E-06 1.42E-06 6.96E-06 1.97E-06 371311.00 3753940.00 7.57E-07 8.93E-07 4.02E-09 7.83E-10 3.84E-09 1.09E-09
371331 3753940 1.29E-03 1.47E-03 6.89E-06 1.34E-06 6.66E-06 1.89E-06 371331.00 3753940.00 7.10E-07 8.13E-07 3.80E-09 7.40E-10 3.67E-09 1.04E-09
371351 3753940 1.20E-03 1.35E-03 6.49E-06 1.26E-06 6.32E-06 1.79E-06 371351.00 3753940.00 6.64E-07 7.42E-07 3.58E-09 6.97E-10 3.48E-09 9.87E-10
371371 3753940 1.12E-03 1.23E-03 6.08E-06 1.18E-06 5.92E-06 1.68E-06 371371.00 3753940.00 6.19E-07 6.81E-07 3.35E-09 6.53E-10 3.27E-09 9.25E-10
371391 3753940 1.04E-03 1.14E-03 5.68E-06 1.11E-06 5.51E-06 1.56E-06 371391.00 3753940.00 5.76E-07 6.26E-07 3.13E-09 6.10E-10 3.04E-09 8.61E-10
371411 3753940 9.72E-04 1.05E-03 5.26E-06 1.03E-06 5.05E-06 1.43E-06 371411.00 3753940.00 5.36E-07 5.79E-07 2.90E-09 5.66E-10 2.79E-09 7.89E-10
371431 3753940 9.05E-04 9.76E-04 4.86E-06 9.47E-07 4.60E-06 1.30E-06 371431.00 3753940.00 4.99E-07 5.38E-07 2.68E-09 5.22E-10 2.53E-09 7.18E-10
371451 3753940 8.43E-04 9.11E-04 4.52E-06 8.81E-07 4.20E-06 1.19E-06 371451.00 3753940.00 4.65E-07 5.02E-07 2.49E-09 4.86E-10 2.31E-09 6.56E-10
371471 3753940 7.88E-04 8.57E-04 4.12E-06 8.03E-07 3.73E-06 1.06E-06 371471.00 3753940.00 4.35E-07 4.72E-07 2.27E-09 4.43E-10 2.06E-09 5.83E-10
371491 3753940 7.38E-04 8.09E-04 3.80E-06 7.40E-07 3.35E-06 9.49E-07 371491.00 3753940.00 4.07E-07 4.46E-07 2.09E-09 4.08E-10 1.85E-09 5.23E-10
371511 3753940 6.93E-04 7.68E-04 3.51E-06 6.83E-07 3.01E-06 8.52E-07 371511.00 3753940.00 3.82E-07 4.24E-07 1.93E-09 3.77E-10 1.66E-09 4.70E-10
371531 3753940 6.52E-04 7.33E-04 3.25E-06 6.34E-07 2.72E-06 7.69E-07 371531.00 3753940.00 3.59E-07 4.04E-07 1.79E-09 3.49E-10 1.50E-09 4.24E-10
371551 3753940 6.14E-04 7.03E-04 3.03E-06 5.91E-07 2.47E-06 6.99E-07 371551.00 3753940.00 3.38E-07 3.88E-07 1.67E-09 3.26E-10 1.36E-09 3.85E-10
371571 3753940 5.79E-04 6.77E-04 2.83E-06 5.52E-07 2.24E-06 6.35E-07 371571.00 3753940.00 3.19E-07 3.73E-07 1.56E-09 3.04E-10 1.24E-09 3.50E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371591 3753940 5.46E-04 6.54E-04 2.68E-06 5.23E-07 2.08E-06 5.90E-07 371591.00 3753940.00 3.01E-07 3.61E-07 1.48E-09 2.88E-10 1.15E-09 3.25E-10
371611 3753940 5.15E-04 6.34E-04 2.57E-06 5.01E-07 1.96E-06 5.55E-07 371611.00 3753940.00 2.84E-07 3.49E-07 1.42E-09 2.76E-10 1.08E-09 3.06E-10
371631 3753940 4.86E-04 6.16E-04 2.44E-06 4.76E-07 1.83E-06 5.17E-07 371631.00 3753940.00 2.68E-07 3.40E-07 1.35E-09 2.62E-10 1.01E-09 2.85E-10
371651 3753940 4.59E-04 6.01E-04 2.33E-06 4.54E-07 1.71E-06 4.85E-07 371651.00 3753940.00 2.53E-07 3.31E-07 1.28E-09 2.50E-10 9.45E-10 2.68E-10
371671 3753940 4.34E-04 5.86E-04 2.22E-06 4.34E-07 1.62E-06 4.57E-07 371671.00 3753940.00 2.40E-07 3.23E-07 1.23E-09 2.39E-10 8.90E-10 2.52E-10
371691 3753940 4.11E-04 5.73E-04 2.13E-06 4.15E-07 1.53E-06 4.33E-07 371691.00 3753940.00 2.27E-07 3.16E-07 1.17E-09 2.29E-10 8.43E-10 2.39E-10
371711 3753940 3.90E-04 5.61E-04 2.04E-06 3.98E-07 1.45E-06 4.11E-07 371711.00 3753940.00 2.15E-07 3.09E-07 1.13E-09 2.20E-10 8.01E-10 2.27E-10
371731 3753940 3.70E-04 5.50E-04 1.96E-06 3.83E-07 1.38E-06 3.92E-07 371731.00 3753940.00 2.04E-07 3.03E-07 1.08E-09 2.11E-10 7.63E-10 2.16E-10
371751 3753940 3.52E-04 5.39E-04 1.89E-06 3.68E-07 1.32E-06 3.75E-07 371751.00 3753940.00 1.94E-07 2.97E-07 1.04E-09 2.03E-10 7.29E-10 2.07E-10
371771 3753940 3.37E-04 5.30E-04 1.82E-06 3.55E-07 1.27E-06 3.58E-07 371771.00 3753940.00 1.86E-07 2.92E-07 1.00E-09 1.96E-10 6.98E-10 1.98E-10
371791 3753940 3.22E-04 5.20E-04 1.76E-06 3.42E-07 1.21E-06 3.44E-07 371791.00 3753940.00 1.78E-07 2.87E-07 9.68E-10 1.89E-10 6.69E-10 1.89E-10
371811 3753940 3.09E-04 5.11E-04 1.70E-06 3.30E-07 1.16E-06 3.30E-07 371811.00 3753940.00 1.70E-07 2.82E-07 9.35E-10 1.82E-10 6.42E-10 1.82E-10
371831 3753940 2.97E-04 5.02E-04 1.64E-06 3.19E-07 1.12E-06 3.17E-07 371831.00 3753940.00 1.64E-07 2.77E-07 9.03E-10 1.76E-10 6.17E-10 1.75E-10
370571 3753960 8.39E-04 1.24E-03 2.76E-06 5.37E-07 6.12E-07 1.73E-07 370571.00 3753960.00 4.63E-07 6.85E-07 1.52E-09 2.96E-10 3.38E-10 9.56E-11
370591 3753960 8.71E-04 1.30E-03 2.92E-06 5.69E-07 6.46E-07 1.83E-07 370591.00 3753960.00 4.80E-07 7.18E-07 1.61E-09 3.14E-10 3.56E-10 1.01E-10
370611 3753960 9.06E-04 1.37E-03 3.10E-06 6.03E-07 6.82E-07 1.93E-07 370611.00 3753960.00 4.99E-07 7.54E-07 1.71E-09 3.33E-10 3.76E-10 1.06E-10
370631 3753960 9.42E-04 1.44E-03 3.29E-06 6.41E-07 7.21E-07 2.04E-07 370631.00 3753960.00 5.19E-07 7.92E-07 1.81E-09 3.53E-10 3.97E-10 1.13E-10
370651 3753960 9.79E-04 1.51E-03 3.51E-06 6.83E-07 7.65E-07 2.17E-07 370651.00 3753960.00 5.40E-07 8.31E-07 1.93E-09 3.77E-10 4.22E-10 1.19E-10
370671 3753960 1.02E-03 1.59E-03 3.74E-06 7.29E-07 8.12E-07 2.30E-07 370671.00 3753960.00 5.62E-07 8.74E-07 2.06E-09 4.02E-10 4.48E-10 1.27E-10
370691 3753960 1.06E-03 1.67E-03 3.99E-06 7.77E-07 8.62E-07 2.44E-07 370691.00 3753960.00 5.85E-07 9.21E-07 2.20E-09 4.29E-10 4.76E-10 1.35E-10
370711 3753960 1.10E-03 1.76E-03 4.27E-06 8.33E-07 9.20E-07 2.61E-07 370711.00 3753960.00 6.09E-07 9.70E-07 2.36E-09 4.59E-10 5.07E-10 1.44E-10
370731 3753960 1.15E-03 1.85E-03 4.59E-06 8.94E-07 9.85E-07 2.79E-07 370731.00 3753960.00 6.34E-07 1.02E-06 2.53E-09 4.93E-10 5.43E-10 1.54E-10
370751 3753960 1.20E-03 1.95E-03 4.94E-06 9.62E-07 1.06E-06 2.99E-07 370751.00 3753960.00 6.60E-07 1.08E-06 2.72E-09 5.30E-10 5.82E-10 1.65E-10
370771 3753960 1.25E-03 2.06E-03 5.31E-06 1.04E-06 1.14E-06 3.21E-07 370771.00 3753960.00 6.87E-07 1.14E-06 2.93E-09 5.71E-10 6.26E-10 1.77E-10
370791 3753960 1.30E-03 2.18E-03 5.73E-06 1.12E-06 1.22E-06 3.46E-07 370791.00 3753960.00 7.15E-07 1.20E-06 3.16E-09 6.16E-10 6.74E-10 1.91E-10
370811 3753960 1.35E-03 2.30E-03 6.18E-06 1.21E-06 1.32E-06 3.74E-07 370811.00 3753960.00 7.44E-07 1.27E-06 3.41E-09 6.64E-10 7.29E-10 2.06E-10
370831 3753960 1.41E-03 2.43E-03 6.66E-06 1.30E-06 1.43E-06 4.05E-07 370831.00 3753960.00 7.75E-07 1.34E-06 3.67E-09 7.16E-10 7.89E-10 2.24E-10
370851 3753960 1.46E-03 2.56E-03 7.23E-06 1.41E-06 1.55E-06 4.40E-07 370851.00 3753960.00 8.03E-07 1.41E-06 3.98E-09 7.77E-10 8.57E-10 2.43E-10
370871 3753960 1.51E-03 2.70E-03 7.78E-06 1.52E-06 1.69E-06 4.80E-07 370871.00 3753960.00 8.34E-07 1.49E-06 4.29E-09 8.36E-10 9.34E-10 2.64E-10
370891 3753960 1.57E-03 2.84E-03 8.34E-06 1.63E-06 1.85E-06 5.25E-07 370891.00 3753960.00 8.65E-07 1.57E-06 4.60E-09 8.96E-10 1.02E-09 2.89E-10
370911 3753960 1.63E-03 3.00E-03 8.90E-06 1.73E-06 2.03E-06 5.76E-07 370911.00 3753960.00 8.98E-07 1.66E-06 4.91E-09 9.56E-10 1.12E-09 3.17E-10
370931 3753960 1.69E-03 3.16E-03 9.44E-06 1.84E-06 2.24E-06 6.34E-07 370931.00 3753960.00 9.30E-07 1.74E-06 5.21E-09 1.01E-09 1.23E-09 3.50E-10
370951 3753960 1.74E-03 3.33E-03 9.95E-06 1.94E-06 2.47E-06 7.01E-07 370951.00 3753960.00 9.62E-07 1.84E-06 5.49E-09 1.07E-09 1.36E-09 3.86E-10
370971 3753960 1.80E-03 3.49E-03 1.04E-05 2.03E-06 2.74E-06 7.77E-07 370971.00 3753960.00 9.91E-07 1.92E-06 5.73E-09 1.12E-09 1.51E-09 4.28E-10
370991 3753960 1.85E-03 3.65E-03 1.08E-05 2.10E-06 3.05E-06 8.65E-07 370991.00 3753960.00 1.02E-06 2.01E-06 5.94E-09 1.16E-09 1.68E-09 4.77E-10
371011 3753960 1.89E-03 3.77E-03 1.10E-05 2.15E-06 3.40E-06 9.62E-07 371011.00 3753960.00 1.04E-06 2.08E-06 6.09E-09 1.19E-09 1.87E-09 5.31E-10
371031 3753960 1.93E-03 3.88E-03 1.12E-05 2.19E-06 3.79E-06 1.07E-06 371031.00 3753960.00 1.06E-06 2.14E-06 6.19E-09 1.21E-09 2.09E-09 5.92E-10
371051 3753960 1.96E-03 3.96E-03 1.13E-05 2.21E-06 4.23E-06 1.20E-06 371051.00 3753960.00 1.08E-06 2.19E-06 6.25E-09 1.22E-09 2.33E-09 6.61E-10
371071 3753960 1.99E-03 4.02E-03 1.14E-05 2.22E-06 4.73E-06 1.34E-06 371071.00 3753960.00 1.10E-06 2.22E-06 6.29E-09 1.23E-09 2.61E-09 7.39E-10
371091 3753960 2.02E-03 4.08E-03 1.15E-05 2.24E-06 5.32E-06 1.51E-06 371091.00 3753960.00 1.11E-06 2.25E-06 6.34E-09 1.24E-09 2.93E-09 8.31E-10
371111 3753960 2.04E-03 4.08E-03 1.15E-05 2.25E-06 5.95E-06 1.69E-06 371111.00 3753960.00 1.13E-06 2.25E-06 6.36E-09 1.24E-09 3.28E-09 9.30E-10
371131 3753960 2.07E-03 4.06E-03 1.15E-05 2.24E-06 6.64E-06 1.88E-06 371131.00 3753960.00 1.14E-06 2.24E-06 6.35E-09 1.24E-09 3.66E-09 1.04E-09
371151 3753960 2.08E-03 3.95E-03 1.11E-05 2.16E-06 7.14E-06 2.02E-06 371151.00 3753960.00 1.14E-06 2.18E-06 6.11E-09 1.19E-09 3.94E-09 1.12E-09
371171 3753960 2.05E-03 3.72E-03 1.10E-05 2.14E-06 7.73E-06 2.19E-06 371171.00 3753960.00 1.13E-06 2.05E-06 6.04E-09 1.18E-09 4.26E-09 1.21E-09
371191 3753960 2.01E-03 3.44E-03 1.09E-05 2.12E-06 8.31E-06 2.35E-06 371191.00 3753960.00 1.11E-06 1.89E-06 5.99E-09 1.17E-09 4.58E-09 1.30E-09
371211 3753960 1.95E-03 3.14E-03 1.07E-05 2.09E-06 8.78E-06 2.49E-06 371211.00 3753960.00 1.08E-06 1.73E-06 5.90E-09 1.15E-09 4.84E-09 1.37E-09
371231 3753960 1.88E-03 2.84E-03 9.87E-06 1.92E-06 8.59E-06 2.43E-06 371231.00 3753960.00 1.04E-06 1.57E-06 5.44E-09 1.06E-09 4.74E-09 1.34E-09
371251 3753960 1.81E-03 2.56E-03 9.63E-06 1.88E-06 8.78E-06 2.49E-06 371251.00 3753960.00 9.96E-07 1.41E-06 5.31E-09 1.03E-09 4.84E-09 1.37E-09
371271 3753960 1.73E-03 2.30E-03 9.77E-06 1.90E-06 9.26E-06 2.62E-06 371271.00 3753960.00 9.53E-07 1.27E-06 5.39E-09 1.05E-09 5.11E-09 1.45E-09
371291 3753960 1.64E-03 2.06E-03 9.40E-06 1.83E-06 9.17E-06 2.60E-06 371291.00 3753960.00 9.02E-07 1.14E-06 5.18E-09 1.01E-09 5.05E-09 1.43E-09
371311 3753960 1.54E-03 1.86E-03 8.89E-06 1.73E-06 8.83E-06 2.50E-06 371311.00 3753960.00 8.50E-07 1.02E-06 4.90E-09 9.56E-10 4.87E-09 1.38E-09
371331 3753960 1.44E-03 1.68E-03 8.38E-06 1.63E-06 8.42E-06 2.38E-06 371331.00 3753960.00 7.96E-07 9.25E-07 4.62E-09 9.01E-10 4.64E-09 1.31E-09
371351 3753960 1.35E-03 1.52E-03 7.88E-06 1.54E-06 7.95E-06 2.25E-06 371351.00 3753960.00 7.42E-07 8.40E-07 4.34E-09 8.47E-10 4.38E-09 1.24E-09
371371 3753960 1.25E-03 1.39E-03 7.34E-06 1.43E-06 7.39E-06 2.09E-06 371371.00 3753960.00 6.90E-07 7.67E-07 4.05E-09 7.89E-10 4.07E-09 1.15E-09
371391 3753960 1.16E-03 1.28E-03 6.86E-06 1.34E-06 6.85E-06 1.94E-06 371391.00 3753960.00 6.40E-07 7.03E-07 3.78E-09 7.37E-10 3.78E-09 1.07E-09
371411 3753960 1.08E-03 1.18E-03 6.31E-06 1.23E-06 6.22E-06 1.76E-06 371411.00 3753960.00 5.93E-07 6.50E-07 3.48E-09 6.78E-10 3.43E-09 9.71E-10
371431 3753960 9.99E-04 1.10E-03 5.79E-06 1.13E-06 5.59E-06 1.58E-06 371431.00 3753960.00 5.51E-07 6.05E-07 3.19E-09 6.22E-10 3.08E-09 8.73E-10

Unmitigated Construction HRA-Worker (02-20-19).xlsx 131 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371451 3753960 9.27E-04 1.03E-03 5.36E-06 1.04E-06 5.07E-06 1.44E-06 371451.00 3753960.00 5.11E-07 5.67E-07 2.95E-09 5.76E-10 2.80E-09 7.92E-10
371471 3753960 8.62E-04 9.70E-04 4.93E-06 9.61E-07 4.55E-06 1.29E-06 371471.00 3753960.00 4.75E-07 5.35E-07 2.72E-09 5.30E-10 2.51E-09 7.10E-10
371491 3753960 8.06E-04 9.23E-04 4.49E-06 8.76E-07 4.03E-06 1.14E-06 371491.00 3753960.00 4.44E-07 5.09E-07 2.48E-09 4.83E-10 2.22E-09 6.29E-10
371511 3753960 7.54E-04 8.82E-04 4.14E-06 8.06E-07 3.60E-06 1.02E-06 371511.00 3753960.00 4.16E-07 4.87E-07 2.28E-09 4.44E-10 1.98E-09 5.62E-10
371531 3753960 7.07E-04 8.48E-04 3.82E-06 7.45E-07 3.23E-06 9.15E-07 371531.00 3753960.00 3.90E-07 4.68E-07 2.11E-09 4.11E-10 1.78E-09 5.05E-10
371551 3753960 6.64E-04 8.19E-04 3.55E-06 6.92E-07 2.93E-06 8.29E-07 371551.00 3753960.00 3.66E-07 4.52E-07 1.96E-09 3.82E-10 1.61E-09 4.57E-10
371571 3753960 6.25E-04 7.94E-04 3.28E-06 6.40E-07 2.63E-06 7.44E-07 371571.00 3753960.00 3.45E-07 4.38E-07 1.81E-09 3.53E-10 1.45E-09 4.10E-10
371591 3753960 5.88E-04 7.71E-04 3.12E-06 6.08E-07 2.46E-06 6.96E-07 371591.00 3753960.00 3.24E-07 4.25E-07 1.72E-09 3.35E-10 1.35E-09 3.84E-10
371611 3753960 5.53E-04 7.50E-04 2.99E-06 5.82E-07 2.31E-06 6.56E-07 371611.00 3753960.00 3.05E-07 4.14E-07 1.65E-09 3.21E-10 1.28E-09 3.62E-10
371631 3753960 5.20E-04 7.32E-04 2.84E-06 5.53E-07 2.17E-06 6.14E-07 371631.00 3753960.00 2.87E-07 4.04E-07 1.57E-09 3.05E-10 1.20E-09 3.39E-10
371651 3753960 4.91E-04 7.15E-04 2.71E-06 5.28E-07 2.04E-06 5.78E-07 371651.00 3753960.00 2.71E-07 3.94E-07 1.49E-09 2.91E-10 1.13E-09 3.19E-10
371671 3753960 4.63E-04 6.99E-04 2.59E-06 5.04E-07 1.93E-06 5.46E-07 371671.00 3753960.00 2.55E-07 3.86E-07 1.43E-09 2.78E-10 1.06E-09 3.01E-10
371691 3753960 4.38E-04 6.85E-04 2.47E-06 4.82E-07 1.83E-06 5.18E-07 371691.00 3753960.00 2.42E-07 3.77E-07 1.36E-09 2.66E-10 1.01E-09 2.86E-10
371711 3753960 4.16E-04 6.71E-04 2.37E-06 4.62E-07 1.74E-06 4.93E-07 371711.00 3753960.00 2.29E-07 3.70E-07 1.31E-09 2.55E-10 9.59E-10 2.72E-10
371731 3753960 3.95E-04 6.57E-04 2.28E-06 4.43E-07 1.66E-06 4.70E-07 371731.00 3753960.00 2.18E-07 3.62E-07 1.25E-09 2.45E-10 9.14E-10 2.59E-10
371751 3753960 3.76E-04 6.44E-04 2.19E-06 4.26E-07 1.58E-06 4.48E-07 371751.00 3753960.00 2.07E-07 3.55E-07 1.21E-09 2.35E-10 8.73E-10 2.47E-10
371771 3753960 3.60E-04 6.32E-04 2.10E-06 4.10E-07 1.51E-06 4.28E-07 371771.00 3753960.00 1.98E-07 3.48E-07 1.16E-09 2.26E-10 8.34E-10 2.36E-10
371791 3753960 3.45E-04 6.20E-04 2.02E-06 3.94E-07 1.45E-06 4.10E-07 371791.00 3753960.00 1.90E-07 3.42E-07 1.11E-09 2.17E-10 7.98E-10 2.26E-10
371811 3753960 3.32E-04 6.08E-04 1.95E-06 3.79E-07 1.39E-06 3.93E-07 371811.00 3753960.00 1.83E-07 3.35E-07 1.07E-09 2.09E-10 7.64E-10 2.16E-10
371831 3753960 3.20E-04 5.96E-04 1.88E-06 3.65E-07 1.33E-06 3.76E-07 371831.00 3753960.00 1.76E-07 3.29E-07 1.03E-09 2.02E-10 7.32E-10 2.07E-10
370571 3753980 8.60E-04 1.28E-03 2.88E-06 5.62E-07 6.25E-07 1.77E-07 370571.00 3753980.00 4.74E-07 7.06E-07 1.59E-09 3.10E-10 3.45E-10 9.77E-11
370591 3753980 8.94E-04 1.34E-03 3.06E-06 5.97E-07 6.60E-07 1.87E-07 370591.00 3753980.00 4.93E-07 7.41E-07 1.69E-09 3.29E-10 3.64E-10 1.03E-10
370611 3753980 9.30E-04 1.41E-03 3.26E-06 6.35E-07 6.98E-07 1.98E-07 370611.00 3753980.00 5.13E-07 7.79E-07 1.80E-09 3.50E-10 3.85E-10 1.09E-10
370631 3753980 9.67E-04 1.48E-03 3.48E-06 6.78E-07 7.39E-07 2.09E-07 370631.00 3753980.00 5.33E-07 8.18E-07 1.92E-09 3.74E-10 4.08E-10 1.15E-10
370651 3753980 1.01E-03 1.56E-03 3.73E-06 7.26E-07 7.85E-07 2.22E-07 370651.00 3753980.00 5.55E-07 8.59E-07 2.05E-09 4.00E-10 4.33E-10 1.23E-10
370671 3753980 1.05E-03 1.64E-03 3.98E-06 7.77E-07 8.34E-07 2.36E-07 370671.00 3753980.00 5.79E-07 9.07E-07 2.20E-09 4.28E-10 4.60E-10 1.30E-10
370691 3753980 1.10E-03 1.74E-03 4.27E-06 8.31E-07 8.87E-07 2.51E-07 370691.00 3753980.00 6.04E-07 9.58E-07 2.35E-09 4.58E-10 4.89E-10 1.39E-10
370711 3753980 1.14E-03 1.84E-03 4.59E-06 8.94E-07 9.47E-07 2.68E-07 370711.00 3753980.00 6.30E-07 1.01E-06 2.53E-09 4.93E-10 5.22E-10 1.48E-10
370731 3753980 1.19E-03 1.94E-03 4.95E-06 9.65E-07 1.01E-06 2.87E-07 370731.00 3753980.00 6.57E-07 1.07E-06 2.73E-09 5.32E-10 5.60E-10 1.59E-10
370751 3753980 1.24E-03 2.05E-03 5.36E-06 1.04E-06 1.09E-06 3.09E-07 370751.00 3753980.00 6.85E-07 1.13E-06 2.96E-09 5.76E-10 6.01E-10 1.70E-10
370771 3753980 1.30E-03 2.17E-03 5.81E-06 1.13E-06 1.17E-06 3.32E-07 370771.00 3753980.00 7.15E-07 1.20E-06 3.21E-09 6.25E-10 6.47E-10 1.83E-10
370791 3753980 1.35E-03 2.30E-03 6.31E-06 1.23E-06 1.27E-06 3.59E-07 370791.00 3753980.00 7.47E-07 1.27E-06 3.48E-09 6.78E-10 6.98E-10 1.98E-10
370811 3753980 1.41E-03 2.44E-03 6.87E-06 1.34E-06 1.37E-06 3.89E-07 370811.00 3753980.00 7.79E-07 1.35E-06 3.79E-09 7.39E-10 7.56E-10 2.14E-10
370831 3753980 1.48E-03 2.59E-03 7.49E-06 1.46E-06 1.49E-06 4.22E-07 370831.00 3753980.00 8.13E-07 1.43E-06 4.13E-09 8.05E-10 8.21E-10 2.33E-10
370851 3753980 1.53E-03 2.73E-03 8.23E-06 1.60E-06 1.62E-06 4.59E-07 370851.00 3753980.00 8.45E-07 1.51E-06 4.54E-09 8.84E-10 8.94E-10 2.53E-10
370871 3753980 1.60E-03 2.89E-03 8.96E-06 1.75E-06 1.77E-06 5.02E-07 370871.00 3753980.00 8.79E-07 1.60E-06 4.94E-09 9.63E-10 9.78E-10 2.77E-10
370891 3753980 1.66E-03 3.07E-03 9.73E-06 1.90E-06 1.95E-06 5.51E-07 370891.00 3753980.00 9.16E-07 1.69E-06 5.36E-09 1.05E-09 1.07E-09 3.04E-10
370911 3753980 1.73E-03 3.26E-03 1.05E-05 2.05E-06 2.14E-06 6.07E-07 370911.00 3753980.00 9.54E-07 1.80E-06 5.80E-09 1.13E-09 1.18E-09 3.35E-10
370931 3753980 1.80E-03 3.46E-03 1.13E-05 2.20E-06 2.37E-06 6.72E-07 370931.00 3753980.00 9.92E-07 1.91E-06 6.22E-09 1.21E-09 1.31E-09 3.71E-10
370951 3753980 1.87E-03 3.67E-03 1.20E-05 2.34E-06 2.64E-06 7.48E-07 370951.00 3753980.00 1.03E-06 2.02E-06 6.62E-09 1.29E-09 1.46E-09 4.12E-10
370971 3753980 1.94E-03 3.87E-03 1.26E-05 2.46E-06 2.95E-06 8.35E-07 370971.00 3753980.00 1.07E-06 2.14E-06 6.97E-09 1.36E-09 1.62E-09 4.60E-10
370991 3753980 2.00E-03 4.08E-03 1.32E-05 2.57E-06 3.31E-06 9.36E-07 370991.00 3753980.00 1.10E-06 2.25E-06 7.26E-09 1.41E-09 1.82E-09 5.16E-10
371011 3753980 2.06E-03 4.29E-03 1.36E-05 2.64E-06 3.72E-06 1.05E-06 371011.00 3753980.00 1.14E-06 2.36E-06 7.48E-09 1.46E-09 2.05E-09 5.82E-10
371031 3753980 2.14E-03 4.54E-03 1.39E-05 2.71E-06 4.23E-06 1.20E-06 371031.00 3753980.00 1.18E-06 2.50E-06 7.68E-09 1.50E-09 2.33E-09 6.61E-10
371051 3753980 2.19E-03 4.72E-03 1.41E-05 2.75E-06 4.81E-06 1.36E-06 371051.00 3753980.00 1.21E-06 2.60E-06 7.79E-09 1.52E-09 2.65E-09 7.51E-10
371071 3753980 2.19E-03 4.71E-03 1.40E-05 2.73E-06 5.39E-06 1.53E-06 371071.00 3753980.00 1.21E-06 2.60E-06 7.71E-09 1.50E-09 2.97E-09 8.42E-10
371091 3753980 2.24E-03 4.84E-03 1.41E-05 2.75E-06 6.17E-06 1.75E-06 371091.00 3753980.00 1.23E-06 2.67E-06 7.79E-09 1.52E-09 3.40E-09 9.63E-10
371111 3753980 2.28E-03 4.89E-03 1.42E-05 2.77E-06 7.04E-06 1.99E-06 371111.00 3753980.00 1.26E-06 2.70E-06 7.83E-09 1.53E-09 3.88E-09 1.10E-09
371131 3753980 2.32E-03 4.93E-03 1.42E-05 2.77E-06 8.01E-06 2.27E-06 371131.00 3753980.00 1.28E-06 2.72E-06 7.84E-09 1.53E-09 4.42E-09 1.25E-09
371151 3753980 2.34E-03 4.84E-03 1.36E-05 2.65E-06 8.75E-06 2.48E-06 371151.00 3753980.00 1.29E-06 2.67E-06 7.50E-09 1.46E-09 4.83E-09 1.37E-09
371171 3753980 2.31E-03 4.57E-03 1.35E-05 2.62E-06 9.61E-06 2.72E-06 371171.00 3753980.00 1.28E-06 2.52E-06 7.42E-09 1.45E-09 5.30E-09 1.50E-09
371191 3753980 2.27E-03 4.18E-03 1.36E-05 2.66E-06 1.07E-05 3.02E-06 371191.00 3753980.00 1.25E-06 2.31E-06 7.52E-09 1.47E-09 5.88E-09 1.67E-09
371211 3753980 2.21E-03 3.81E-03 1.33E-05 2.60E-06 1.13E-05 3.20E-06 371211.00 3753980.00 1.22E-06 2.10E-06 7.36E-09 1.43E-09 6.22E-09 1.76E-09
371231 3753980 2.14E-03 3.44E-03 1.23E-05 2.41E-06 1.11E-05 3.15E-06 371231.00 3753980.00 1.18E-06 1.90E-06 6.81E-09 1.33E-09 6.13E-09 1.74E-09
371251 3753980 2.07E-03 3.07E-03 1.23E-05 2.40E-06 1.16E-05 3.29E-06 371251.00 3753980.00 1.14E-06 1.69E-06 6.78E-09 1.32E-09 6.41E-09 1.82E-09
371271 3753980 1.96E-03 2.71E-03 1.23E-05 2.39E-06 1.21E-05 3.43E-06 371271.00 3753980.00 1.08E-06 1.49E-06 6.77E-09 1.32E-09 6.67E-09 1.89E-09
371291 3753980 1.85E-03 2.40E-03 1.19E-05 2.32E-06 1.20E-05 3.41E-06 371291.00 3753980.00 1.02E-06 1.33E-06 6.55E-09 1.28E-09 6.64E-09 1.88E-09
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371311 3753980 1.74E-03 2.15E-03 1.12E-05 2.19E-06 1.16E-05 3.28E-06 371311.00 3753980.00 9.61E-07 1.18E-06 6.19E-09 1.21E-09 6.38E-09 1.81E-09
371331 3753980 1.63E-03 1.93E-03 1.06E-05 2.07E-06 1.11E-05 3.13E-06 371331.00 3753980.00 8.98E-07 1.06E-06 5.86E-09 1.14E-09 6.10E-09 1.73E-09
371351 3753980 1.51E-03 1.74E-03 9.98E-06 1.95E-06 1.04E-05 2.95E-06 371351.00 3753980.00 8.34E-07 9.59E-07 5.50E-09 1.07E-09 5.74E-09 1.63E-09
371371 3753980 1.40E-03 1.58E-03 9.27E-06 1.81E-06 9.61E-06 2.72E-06 371371.00 3753980.00 7.73E-07 8.74E-07 5.11E-09 9.96E-10 5.30E-09 1.50E-09
371391 3753980 1.30E-03 1.46E-03 8.58E-06 1.67E-06 8.80E-06 2.49E-06 371391.00 3753980.00 7.14E-07 8.02E-07 4.73E-09 9.21E-10 4.85E-09 1.37E-09
371411 3753980 1.20E-03 1.35E-03 7.81E-06 1.52E-06 7.87E-06 2.23E-06 371411.00 3753980.00 6.60E-07 7.45E-07 4.30E-09 8.39E-10 4.34E-09 1.23E-09
371431 3753980 1.11E-03 1.27E-03 7.12E-06 1.39E-06 7.02E-06 1.99E-06 371431.00 3753980.00 6.10E-07 6.98E-07 3.92E-09 7.65E-10 3.87E-09 1.10E-09
371451 3753980 1.03E-03 1.20E-03 6.42E-06 1.25E-06 6.15E-06 1.74E-06 371451.00 3753980.00 5.66E-07 6.60E-07 3.54E-09 6.89E-10 3.39E-09 9.60E-10
371471 3753980 9.53E-04 1.14E-03 5.76E-06 1.12E-06 5.34E-06 1.51E-06 371471.00 3753980.00 5.26E-07 6.29E-07 3.17E-09 6.19E-10 2.95E-09 8.34E-10
371491 3753980 8.87E-04 1.09E-03 5.25E-06 1.02E-06 4.73E-06 1.34E-06 371491.00 3753980.00 4.89E-07 6.03E-07 2.90E-09 5.65E-10 2.61E-09 7.38E-10
371511 3753980 8.27E-04 1.05E-03 4.83E-06 9.41E-07 4.22E-06 1.19E-06 371511.00 3753980.00 4.56E-07 5.81E-07 2.66E-09 5.19E-10 2.33E-09 6.59E-10
371531 3753980 7.72E-04 1.02E-03 4.48E-06 8.72E-07 3.81E-06 1.08E-06 371531.00 3753980.00 4.26E-07 5.62E-07 2.47E-09 4.81E-10 2.10E-09 5.95E-10
371551 3753980 7.23E-04 9.90E-04 4.17E-06 8.13E-07 3.48E-06 9.84E-07 371551.00 3753980.00 3.99E-07 5.46E-07 2.30E-09 4.49E-10 1.92E-09 5.43E-10
371571 3753980 6.78E-04 9.63E-04 3.91E-06 7.62E-07 3.19E-06 9.04E-07 371571.00 3753980.00 3.74E-07 5.31E-07 2.16E-09 4.20E-10 1.76E-09 4.99E-10
371591 3753980 6.35E-04 9.38E-04 3.72E-06 7.26E-07 3.01E-06 8.52E-07 371591.00 3753980.00 3.50E-07 5.17E-07 2.05E-09 4.00E-10 1.66E-09 4.70E-10
371611 3753980 5.95E-04 9.14E-04 3.57E-06 6.95E-07 2.84E-06 8.05E-07 371611.00 3753980.00 3.28E-07 5.04E-07 1.97E-09 3.83E-10 1.57E-09 4.44E-10
371631 3753980 5.59E-04 8.93E-04 3.39E-06 6.60E-07 2.67E-06 7.55E-07 371631.00 3753980.00 3.08E-07 4.92E-07 1.87E-09 3.64E-10 1.47E-09 4.16E-10
371651 3753980 5.26E-04 8.73E-04 3.22E-06 6.27E-07 2.51E-06 7.12E-07 371651.00 3753980.00 2.90E-07 4.81E-07 1.78E-09 3.46E-10 1.39E-09 3.93E-10
371671 3753980 4.97E-04 8.53E-04 3.07E-06 5.98E-07 2.38E-06 6.73E-07 371671.00 3753980.00 2.74E-07 4.70E-07 1.69E-09 3.30E-10 1.31E-09 3.71E-10
371691 3753980 4.70E-04 8.34E-04 2.93E-06 5.70E-07 2.25E-06 6.37E-07 371691.00 3753980.00 2.59E-07 4.60E-07 1.61E-09 3.14E-10 1.24E-09 3.51E-10
371711 3753980 4.46E-04 8.16E-04 2.80E-06 5.45E-07 2.14E-06 6.05E-07 371711.00 3753980.00 2.46E-07 4.50E-07 1.54E-09 3.00E-10 1.18E-09 3.34E-10
371731 3753980 4.24E-04 7.98E-04 2.67E-06 5.21E-07 2.03E-06 5.75E-07 371731.00 3753980.00 2.34E-07 4.40E-07 1.47E-09 2.87E-10 1.12E-09 3.17E-10
371751 3753980 4.05E-04 7.80E-04 2.56E-06 4.99E-07 1.93E-06 5.47E-07 371751.00 3753980.00 2.23E-07 4.30E-07 1.41E-09 2.75E-10 1.06E-09 3.02E-10
371771 3753980 3.88E-04 7.63E-04 2.45E-06 4.78E-07 1.84E-06 5.21E-07 371771.00 3753980.00 2.14E-07 4.21E-07 1.35E-09 2.64E-10 1.01E-09 2.87E-10
371791 3753980 3.73E-04 7.46E-04 2.35E-06 4.58E-07 1.75E-06 4.96E-07 371791.00 3753980.00 2.06E-07 4.11E-07 1.30E-09 2.53E-10 9.66E-10 2.74E-10
371811 3753980 3.60E-04 7.30E-04 2.26E-06 4.39E-07 1.67E-06 4.73E-07 371811.00 3753980.00 1.98E-07 4.02E-07 1.24E-09 2.42E-10 9.21E-10 2.61E-10
371831 3753980 3.48E-04 7.13E-04 2.16E-06 4.22E-07 1.59E-06 4.51E-07 371831.00 3753980.00 1.92E-07 3.93E-07 1.19E-09 2.33E-10 8.79E-10 2.49E-10
370571 3754000 8.81E-04 1.32E-03 3.01E-06 5.87E-07 6.38E-07 1.81E-07 370571.00 3754000.00 4.86E-07 7.27E-07 1.66E-09 3.24E-10 3.52E-10 9.97E-11
370591 3754000 9.17E-04 1.39E-03 3.21E-06 6.26E-07 6.74E-07 1.91E-07 370591.00 3754000.00 5.05E-07 7.64E-07 1.77E-09 3.45E-10 3.72E-10 1.05E-10
370611 3754000 9.54E-04 1.46E-03 3.43E-06 6.68E-07 7.13E-07 2.02E-07 370611.00 3754000.00 5.26E-07 8.04E-07 1.89E-09 3.68E-10 3.93E-10 1.11E-10
370631 3754000 9.94E-04 1.54E-03 3.67E-06 7.15E-07 7.56E-07 2.14E-07 370631.00 3754000.00 5.48E-07 8.47E-07 2.02E-09 3.94E-10 4.17E-10 1.18E-10
370651 3754000 1.04E-03 1.62E-03 3.94E-06 7.67E-07 8.04E-07 2.28E-07 370651.00 3754000.00 5.71E-07 8.92E-07 2.17E-09 4.23E-10 4.43E-10 1.26E-10
370671 3754000 1.08E-03 1.71E-03 4.24E-06 8.26E-07 8.56E-07 2.42E-07 370671.00 3754000.00 5.96E-07 9.41E-07 2.34E-09 4.55E-10 4.72E-10 1.34E-10
370691 3754000 1.13E-03 1.81E-03 4.56E-06 8.88E-07 9.12E-07 2.58E-07 370691.00 3754000.00 6.23E-07 9.96E-07 2.51E-09 4.90E-10 5.03E-10 1.42E-10
370711 3754000 1.18E-03 1.91E-03 4.93E-06 9.61E-07 9.75E-07 2.76E-07 370711.00 3754000.00 6.51E-07 1.05E-06 2.72E-09 5.30E-10 5.38E-10 1.52E-10
370731 3754000 1.23E-03 2.03E-03 5.35E-06 1.04E-06 1.05E-06 2.96E-07 370731.00 3754000.00 6.80E-07 1.12E-06 2.95E-09 5.75E-10 5.77E-10 1.63E-10
370751 3754000 1.29E-03 2.15E-03 5.82E-06 1.13E-06 1.12E-06 3.18E-07 370751.00 3754000.00 7.11E-07 1.19E-06 3.21E-09 6.26E-10 6.20E-10 1.76E-10
370771 3754000 1.35E-03 2.29E-03 6.35E-06 1.24E-06 1.21E-06 3.43E-07 370771.00 3754000.00 7.44E-07 1.26E-06 3.50E-09 6.82E-10 6.67E-10 1.89E-10
370791 3754000 1.41E-03 2.43E-03 6.95E-06 1.35E-06 1.31E-06 3.70E-07 370791.00 3754000.00 7.79E-07 1.34E-06 3.83E-09 7.47E-10 7.21E-10 2.04E-10
370811 3754000 1.48E-03 2.59E-03 7.66E-06 1.49E-06 1.42E-06 4.03E-07 370811.00 3754000.00 8.15E-07 1.43E-06 4.22E-09 8.23E-10 7.84E-10 2.22E-10
370831 3754000 1.55E-03 2.75E-03 8.46E-06 1.65E-06 1.55E-06 4.39E-07 370831.00 3754000.00 8.52E-07 1.52E-06 4.67E-09 9.10E-10 8.54E-10 2.42E-10
370851 3754000 1.61E-03 2.91E-03 9.42E-06 1.84E-06 1.69E-06 4.79E-07 370851.00 3754000.00 8.87E-07 1.61E-06 5.20E-09 1.01E-09 9.32E-10 2.64E-10
370871 3754000 1.68E-03 3.11E-03 1.04E-05 2.03E-06 1.85E-06 5.25E-07 370871.00 3754000.00 9.27E-07 1.71E-06 5.75E-09 1.12E-09 1.02E-09 2.89E-10
370891 3754000 1.76E-03 3.31E-03 1.15E-05 2.24E-06 2.04E-06 5.78E-07 370891.00 3754000.00 9.69E-07 1.83E-06 6.34E-09 1.24E-09 1.13E-09 3.19E-10
370911 3754000 1.84E-03 3.54E-03 1.26E-05 2.46E-06 2.26E-06 6.40E-07 370911.00 3754000.00 1.01E-06 1.95E-06 6.97E-09 1.36E-09 1.25E-09 3.53E-10
370931 3754000 1.92E-03 3.78E-03 1.38E-05 2.69E-06 2.51E-06 7.11E-07 370931.00 3754000.00 1.06E-06 2.08E-06 7.60E-09 1.48E-09 1.38E-09 3.92E-10
370951 3754000 2.00E-03 4.04E-03 1.49E-05 2.90E-06 2.81E-06 7.95E-07 370951.00 3754000.00 1.10E-06 2.23E-06 8.20E-09 1.60E-09 1.55E-09 4.39E-10
370971 3754000 2.08E-03 4.30E-03 1.58E-05 3.08E-06 3.16E-06 8.94E-07 370971.00 3754000.00 1.15E-06 2.37E-06 8.72E-09 1.70E-09 1.74E-09 4.93E-10
370991 3754000 2.17E-03 4.59E-03 1.66E-05 3.23E-06 3.57E-06 1.01E-06 370991.00 3754000.00 1.19E-06 2.53E-06 9.15E-09 1.78E-09 1.97E-09 5.58E-10
371011 3754000 2.26E-03 4.93E-03 1.72E-05 3.36E-06 4.08E-06 1.16E-06 371011.00 3754000.00 1.25E-06 2.72E-06 9.50E-09 1.85E-09 2.25E-09 6.38E-10
371031 3754000 2.35E-03 5.27E-03 1.75E-05 3.42E-06 4.69E-06 1.33E-06 371031.00 3754000.00 1.30E-06 2.90E-06 9.67E-09 1.88E-09 2.59E-09 7.32E-10
371051 3754000 2.42E-03 5.54E-03 1.79E-05 3.48E-06 5.40E-06 1.53E-06 371051.00 3754000.00 1.33E-06 3.05E-06 9.85E-09 1.92E-09 2.98E-09 8.44E-10
371071 3754000 2.41E-03 5.53E-03 1.75E-05 3.42E-06 6.12E-06 1.73E-06 371071.00 3754000.00 1.33E-06 3.05E-06 9.67E-09 1.88E-09 3.38E-09 9.56E-10
371091 3754000 2.48E-03 5.78E-03 1.78E-05 3.47E-06 7.17E-06 2.03E-06 371091.00 3754000.00 1.37E-06 3.18E-06 9.81E-09 1.91E-09 3.95E-09 1.12E-09
371111 3754000 2.54E-03 5.95E-03 1.80E-05 3.50E-06 8.39E-06 2.38E-06 371111.00 3754000.00 1.40E-06 3.28E-06 9.91E-09 1.93E-09 4.63E-09 1.31E-09
371131 3754000 2.61E-03 6.08E-03 1.81E-05 3.52E-06 9.81E-06 2.78E-06 371131.00 3754000.00 1.44E-06 3.35E-06 9.97E-09 1.94E-09 5.41E-09 1.53E-09
371151 3754000 2.64E-03 6.05E-03 1.72E-05 3.36E-06 1.10E-05 3.10E-06 371151.00 3754000.00 1.46E-06 3.33E-06 9.51E-09 1.85E-09 6.04E-09 1.71E-09
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X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371171 3754000 2.63E-03 5.73E-03 1.72E-05 3.34E-06 1.23E-05 3.49E-06 371171.00 3754000.00 1.45E-06 3.16E-06 9.46E-09 1.84E-09 6.79E-09 1.92E-09
371191 3754000 2.59E-03 5.28E-03 1.71E-05 3.34E-06 1.36E-05 3.86E-06 371191.00 3754000.00 1.43E-06 2.91E-06 9.44E-09 1.84E-09 7.52E-09 2.13E-09
371211 3754000 2.53E-03 4.76E-03 1.69E-05 3.30E-06 1.47E-05 4.17E-06 371211.00 3754000.00 1.40E-06 2.63E-06 9.34E-09 1.82E-09 8.12E-09 2.30E-09
371231 3754000 2.45E-03 4.23E-03 1.67E-05 3.25E-06 1.55E-05 4.40E-06 371231.00 3754000.00 1.35E-06 2.33E-06 9.20E-09 1.79E-09 8.57E-09 2.43E-09
371251 3754000 2.36E-03 3.71E-03 1.63E-05 3.19E-06 1.60E-05 4.54E-06 371251.00 3754000.00 1.30E-06 2.05E-06 9.01E-09 1.76E-09 8.85E-09 2.51E-09
371271 3754000 2.24E-03 3.24E-03 1.63E-05 3.17E-06 1.66E-05 4.71E-06 371271.00 3754000.00 1.23E-06 1.78E-06 8.97E-09 1.75E-09 9.16E-09 2.59E-09
371291 3754000 2.11E-03 2.84E-03 1.59E-05 3.09E-06 1.66E-05 4.72E-06 371291.00 3754000.00 1.16E-06 1.56E-06 8.75E-09 1.71E-09 9.18E-09 2.60E-09
371311 3754000 1.98E-03 2.51E-03 1.52E-05 2.97E-06 1.62E-05 4.60E-06 371311.00 3754000.00 1.09E-06 1.38E-06 8.39E-09 1.64E-09 8.95E-09 2.54E-09
371331 3754000 1.84E-03 2.24E-03 1.44E-05 2.81E-06 1.55E-05 4.39E-06 371331.00 3754000.00 1.02E-06 1.23E-06 7.95E-09 1.55E-09 8.55E-09 2.42E-09
371351 3754000 1.71E-03 2.02E-03 1.35E-05 2.63E-06 1.45E-05 4.11E-06 371351.00 3754000.00 9.42E-07 1.11E-06 7.44E-09 1.45E-09 8.01E-09 2.27E-09
371371 3754000 1.58E-03 1.85E-03 1.24E-05 2.42E-06 1.33E-05 3.75E-06 371371.00 3754000.00 8.71E-07 1.02E-06 6.84E-09 1.33E-09 7.31E-09 2.07E-09
371391 3754000 1.46E-03 1.71E-03 1.12E-05 2.19E-06 1.18E-05 3.36E-06 371391.00 3754000.00 8.03E-07 9.44E-07 6.20E-09 1.21E-09 6.53E-09 1.85E-09
371411 3754000 1.34E-03 1.61E-03 1.00E-05 1.96E-06 1.04E-05 2.93E-06 371411.00 3754000.00 7.40E-07 8.86E-07 5.54E-09 1.08E-09 5.71E-09 1.62E-09
371431 3754000 1.24E-03 1.52E-03 9.02E-06 1.76E-06 9.06E-06 2.57E-06 371431.00 3754000.00 6.81E-07 8.40E-07 4.97E-09 9.69E-10 5.00E-09 1.42E-09
371451 3754000 1.14E-03 1.46E-03 7.97E-06 1.55E-06 7.75E-06 2.20E-06 371451.00 3754000.00 6.29E-07 8.04E-07 4.39E-09 8.56E-10 4.28E-09 1.21E-09
371471 3754000 1.06E-03 1.40E-03 7.10E-06 1.38E-06 6.67E-06 1.89E-06 371471.00 3754000.00 5.82E-07 7.73E-07 3.91E-09 7.63E-10 3.68E-09 1.04E-09
371491 3754000 9.78E-04 1.36E-03 6.44E-06 1.25E-06 5.87E-06 1.66E-06 371491.00 3754000.00 5.39E-07 7.47E-07 3.55E-09 6.92E-10 3.24E-09 9.17E-10
371511 3754000 9.09E-04 1.31E-03 5.90E-06 1.15E-06 5.23E-06 1.48E-06 371511.00 3754000.00 5.01E-07 7.24E-07 3.25E-09 6.33E-10 2.89E-09 8.17E-10
371531 3754000 8.46E-04 1.28E-03 5.50E-06 1.07E-06 4.79E-06 1.36E-06 371531.00 3754000.00 4.66E-07 7.03E-07 3.03E-09 5.91E-10 2.64E-09 7.48E-10
371551 3754000 7.89E-04 1.24E-03 5.12E-06 9.98E-07 4.38E-06 1.24E-06 371551.00 3754000.00 4.35E-07 6.84E-07 2.82E-09 5.50E-10 2.42E-09 6.84E-10
371571 3754000 7.36E-04 1.21E-03 4.80E-06 9.36E-07 4.05E-06 1.15E-06 371571.00 3754000.00 4.06E-07 6.66E-07 2.65E-09 5.16E-10 2.23E-09 6.33E-10
371591 3754000 6.88E-04 1.18E-03 4.55E-06 8.87E-07 3.81E-06 1.08E-06 371591.00 3754000.00 3.80E-07 6.48E-07 2.51E-09 4.89E-10 2.10E-09 5.95E-10
371611 3754000 6.43E-04 1.15E-03 4.36E-06 8.51E-07 3.63E-06 1.03E-06 371611.00 3754000.00 3.54E-07 6.31E-07 2.41E-09 4.69E-10 2.00E-09 5.66E-10
371631 3754000 6.03E-04 1.12E-03 4.13E-06 8.04E-07 3.40E-06 9.62E-07 371631.00 3754000.00 3.33E-07 6.15E-07 2.27E-09 4.43E-10 1.87E-09 5.31E-10
371651 3754000 5.68E-04 1.09E-03 3.91E-06 7.61E-07 3.19E-06 9.04E-07 371651.00 3754000.00 3.13E-07 5.99E-07 2.15E-09 4.20E-10 1.76E-09 4.98E-10
371671 3754000 5.37E-04 1.06E-03 3.70E-06 7.21E-07 3.00E-06 8.50E-07 371671.00 3754000.00 2.96E-07 5.84E-07 2.04E-09 3.97E-10 1.66E-09 4.69E-10
371691 3754000 5.09E-04 1.03E-03 3.51E-06 6.84E-07 2.83E-06 8.01E-07 371691.00 3754000.00 2.80E-07 5.69E-07 1.93E-09 3.77E-10 1.56E-09 4.42E-10
371711 3754000 4.83E-04 1.01E-03 3.34E-06 6.50E-07 2.67E-06 7.56E-07 371711.00 3754000.00 2.66E-07 5.54E-07 1.84E-09 3.59E-10 1.47E-09 4.17E-10
371731 3754000 4.61E-04 9.80E-04 3.18E-06 6.19E-07 2.52E-06 7.14E-07 371731.00 3754000.00 2.54E-07 5.40E-07 1.75E-09 3.41E-10 1.39E-09 3.94E-10
371751 3754000 4.40E-04 9.54E-04 3.03E-06 5.90E-07 2.38E-06 6.75E-07 371751.00 3754000.00 2.43E-07 5.26E-07 1.67E-09 3.25E-10 1.31E-09 3.72E-10
371771 3754000 4.24E-04 9.29E-04 2.88E-06 5.62E-07 2.26E-06 6.39E-07 371771.00 3754000.00 2.34E-07 5.12E-07 1.59E-09 3.10E-10 1.24E-09 3.52E-10
371791 3754000 4.10E-04 9.05E-04 2.75E-06 5.36E-07 2.14E-06 6.05E-07 371791.00 3754000.00 2.26E-07 4.99E-07 1.52E-09 2.96E-10 1.18E-09 3.34E-10
371811 3754000 3.97E-04 8.82E-04 2.63E-06 5.12E-07 2.02E-06 5.74E-07 371811.00 3754000.00 2.19E-07 4.86E-07 1.45E-09 2.82E-10 1.12E-09 3.16E-10
371831 3754000 3.86E-04 8.59E-04 2.51E-06 4.89E-07 1.92E-06 5.44E-07 371831.00 3754000.00 2.13E-07 4.73E-07 1.38E-09 2.70E-10 1.06E-09 3.00E-10
370571 3754020 9.02E-04 1.36E-03 3.15E-06 6.14E-07 6.51E-07 1.85E-07 370571.00 3754020.00 4.97E-07 7.49E-07 1.74E-09 3.39E-10 3.59E-10 1.02E-10
370591 3754020 9.39E-04 1.43E-03 3.37E-06 6.56E-07 6.88E-07 1.95E-07 370591.00 3754020.00 5.18E-07 7.87E-07 1.86E-09 3.62E-10 3.80E-10 1.08E-10
370611 3754020 9.79E-04 1.50E-03 3.60E-06 7.02E-07 7.29E-07 2.06E-07 370611.00 3754020.00 5.40E-07 8.29E-07 1.99E-09 3.87E-10 4.02E-10 1.14E-10
370631 3754020 1.02E-03 1.59E-03 3.87E-06 7.54E-07 7.73E-07 2.19E-07 370631.00 3754020.00 5.63E-07 8.75E-07 2.13E-09 4.16E-10 4.26E-10 1.21E-10
370651 3754020 1.07E-03 1.68E-03 4.16E-06 8.11E-07 8.22E-07 2.33E-07 370651.00 3754020.00 5.88E-07 9.24E-07 2.30E-09 4.47E-10 4.53E-10 1.28E-10
370671 3754020 1.11E-03 1.77E-03 4.50E-06 8.76E-07 8.77E-07 2.48E-07 370671.00 3754020.00 6.14E-07 9.77E-07 2.48E-09 4.83E-10 4.83E-10 1.37E-10
370691 3754020 1.16E-03 1.88E-03 4.87E-06 9.48E-07 9.35E-07 2.65E-07 370691.00 3754020.00 6.42E-07 1.04E-06 2.68E-09 5.23E-10 5.16E-10 1.46E-10
370711 3754020 1.22E-03 1.99E-03 5.28E-06 1.03E-06 1.00E-06 2.83E-07 370711.00 3754020.00 6.72E-07 1.10E-06 2.91E-09 5.68E-10 5.52E-10 1.56E-10
370731 3754020 1.28E-03 2.12E-03 5.77E-06 1.12E-06 1.07E-06 3.04E-07 370731.00 3754020.00 7.04E-07 1.17E-06 3.18E-09 6.20E-10 5.92E-10 1.68E-10
370751 3754020 1.34E-03 2.25E-03 6.31E-06 1.23E-06 1.16E-06 3.27E-07 370751.00 3754020.00 7.38E-07 1.24E-06 3.48E-09 6.78E-10 6.37E-10 1.80E-10
370771 3754020 1.40E-03 2.40E-03 6.93E-06 1.35E-06 1.25E-06 3.53E-07 370771.00 3754020.00 7.74E-07 1.32E-06 3.82E-09 7.45E-10 6.87E-10 1.95E-10
370791 3754020 1.47E-03 2.56E-03 7.65E-06 1.49E-06 1.35E-06 3.82E-07 370791.00 3754020.00 8.12E-07 1.41E-06 4.22E-09 8.22E-10 7.43E-10 2.11E-10
370811 3754020 1.55E-03 2.74E-03 8.50E-06 1.66E-06 1.47E-06 4.15E-07 370811.00 3754020.00 8.52E-07 1.51E-06 4.69E-09 9.14E-10 8.08E-10 2.29E-10
370831 3754020 1.61E-03 2.91E-03 9.64E-06 1.88E-06 1.61E-06 4.55E-07 370831.00 3754020.00 8.90E-07 1.61E-06 5.31E-09 1.04E-09 8.86E-10 2.51E-10
370851 3754020 1.69E-03 3.11E-03 1.09E-05 2.12E-06 1.76E-06 4.98E-07 370851.00 3754020.00 9.32E-07 1.71E-06 5.99E-09 1.17E-09 9.69E-10 2.75E-10
370871 3754020 1.77E-03 3.33E-03 1.22E-05 2.39E-06 1.93E-06 5.47E-07 370871.00 3754020.00 9.77E-07 1.84E-06 6.75E-09 1.32E-09 1.07E-09 3.02E-10
370891 3754020 1.86E-03 3.58E-03 1.38E-05 2.69E-06 2.14E-06 6.05E-07 370891.00 3754020.00 1.03E-06 1.97E-06 7.62E-09 1.49E-09 1.18E-09 3.34E-10
370911 3754020 1.95E-03 3.84E-03 1.56E-05 3.03E-06 2.37E-06 6.72E-07 370911.00 3754020.00 1.08E-06 2.12E-06 8.58E-09 1.67E-09 1.31E-09 3.71E-10
370931 3754020 2.04E-03 4.13E-03 1.74E-05 3.38E-06 2.65E-06 7.51E-07 370931.00 3754020.00 1.13E-06 2.28E-06 9.57E-09 1.86E-09 1.46E-09 4.14E-10
370951 3754020 2.14E-03 4.44E-03 1.91E-05 3.72E-06 2.98E-06 8.44E-07 370951.00 3754020.00 1.18E-06 2.45E-06 1.05E-08 2.05E-09 1.64E-09 4.65E-10
370971 3754020 2.24E-03 4.78E-03 2.06E-05 4.01E-06 3.37E-06 9.55E-07 370971.00 3754020.00 1.23E-06 2.64E-06 1.13E-08 2.21E-09 1.86E-09 5.27E-10
370991 3754020 2.36E-03 5.21E-03 2.19E-05 4.26E-06 3.86E-06 1.09E-06 370991.00 3754020.00 1.30E-06 2.87E-06 1.21E-08 2.35E-09 2.13E-09 6.03E-10
371011 3754020 2.47E-03 5.63E-03 2.26E-05 4.41E-06 4.45E-06 1.26E-06 371011.00 3754020.00 1.36E-06 3.11E-06 1.25E-08 2.43E-09 2.45E-09 6.95E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371031 3754020 2.57E-03 6.06E-03 2.31E-05 4.51E-06 5.16E-06 1.46E-06 371031.00 3754020.00 1.42E-06 3.34E-06 1.28E-08 2.49E-09 2.85E-09 8.06E-10
371051 3754020 2.67E-03 6.49E-03 2.35E-05 4.58E-06 6.05E-06 1.71E-06 371051.00 3754020.00 1.47E-06 3.58E-06 1.30E-08 2.52E-09 3.34E-09 9.45E-10
371071 3754020 2.66E-03 6.54E-03 2.28E-05 4.44E-06 6.95E-06 1.97E-06 371071.00 3754020.00 1.47E-06 3.61E-06 1.26E-08 2.45E-09 3.83E-09 1.09E-09
371091 3754020 2.76E-03 6.97E-03 2.33E-05 4.54E-06 8.35E-06 2.36E-06 371091.00 3754020.00 1.52E-06 3.84E-06 1.28E-08 2.50E-09 4.60E-09 1.30E-09
371111 3754020 2.85E-03 7.33E-03 2.37E-05 4.62E-06 1.01E-05 2.85E-06 371111.00 3754020.00 1.57E-06 4.04E-06 1.31E-08 2.55E-09 5.56E-09 1.57E-09
371131 3754020 2.94E-03 7.64E-03 2.40E-05 4.69E-06 1.22E-05 3.45E-06 371131.00 3754020.00 1.62E-06 4.21E-06 1.33E-08 2.58E-09 6.72E-09 1.90E-09
371151 3754020 3.00E-03 7.74E-03 2.30E-05 4.48E-06 1.41E-05 4.01E-06 371151.00 3754020.00 1.65E-06 4.27E-06 1.27E-08 2.47E-09 7.80E-09 2.21E-09
371171 3754020 3.00E-03 7.40E-03 2.30E-05 4.48E-06 1.64E-05 4.64E-06 371171.00 3754020.00 1.65E-06 4.08E-06 1.27E-08 2.47E-09 9.04E-09 2.56E-09
371191 3754020 2.97E-03 6.84E-03 2.29E-05 4.46E-06 1.85E-05 5.23E-06 371191.00 3754020.00 1.64E-06 3.77E-06 1.26E-08 2.46E-09 1.02E-08 2.89E-09
371211 3754020 2.91E-03 6.13E-03 2.28E-05 4.44E-06 2.03E-05 5.74E-06 371211.00 3754020.00 1.61E-06 3.38E-06 1.26E-08 2.45E-09 1.12E-08 3.17E-09
371231 3754020 2.83E-03 5.37E-03 2.26E-05 4.40E-06 2.16E-05 6.12E-06 371231.00 3754020.00 1.56E-06 2.96E-06 1.24E-08 2.43E-09 1.19E-08 3.38E-09
371251 3754020 2.72E-03 4.63E-03 2.23E-05 4.35E-06 2.26E-05 6.39E-06 371251.00 3754020.00 1.50E-06 2.55E-06 1.23E-08 2.40E-09 1.24E-08 3.52E-09
371271 3754020 2.58E-03 3.96E-03 2.25E-05 4.38E-06 2.36E-05 6.68E-06 371271.00 3754020.00 1.42E-06 2.18E-06 1.24E-08 2.41E-09 1.30E-08 3.68E-09
371291 3754020 2.44E-03 3.45E-03 2.15E-05 4.19E-06 2.31E-05 6.54E-06 371291.00 3754020.00 1.35E-06 1.90E-06 1.18E-08 2.31E-09 1.27E-08 3.60E-09
371311 3754020 2.28E-03 3.02E-03 2.08E-05 4.05E-06 2.27E-05 6.44E-06 371311.00 3754020.00 1.26E-06 1.66E-06 1.15E-08 2.24E-09 1.25E-08 3.55E-09
371331 3754020 2.12E-03 2.69E-03 1.97E-05 3.85E-06 2.17E-05 6.15E-06 371331.00 3754020.00 1.17E-06 1.48E-06 1.09E-08 2.12E-09 1.20E-08 3.39E-09
371351 3754020 1.96E-03 2.44E-03 1.85E-05 3.60E-06 2.04E-05 5.77E-06 371351.00 3754020.00 1.08E-06 1.35E-06 1.02E-08 1.99E-09 1.12E-08 3.18E-09
371371 3754020 1.80E-03 2.26E-03 1.71E-05 3.32E-06 1.87E-05 5.29E-06 371371.00 3754020.00 9.92E-07 1.25E-06 9.40E-09 1.83E-09 1.03E-08 2.92E-09
371391 3754020 1.65E-03 2.13E-03 1.54E-05 3.01E-06 1.67E-05 4.73E-06 371391.00 3754020.00 9.10E-07 1.17E-06 8.51E-09 1.66E-09 9.21E-09 2.61E-09
371411 3754020 1.51E-03 2.03E-03 1.36E-05 2.65E-06 1.44E-05 4.08E-06 371411.00 3754020.00 8.34E-07 1.12E-06 7.50E-09 1.46E-09 7.94E-09 2.25E-09
371431 3754020 1.39E-03 1.95E-03 1.20E-05 2.34E-06 1.24E-05 3.51E-06 371431.00 3754020.00 7.64E-07 1.07E-06 6.63E-09 1.29E-09 6.84E-09 1.94E-09
371451 3754020 1.27E-03 1.88E-03 1.04E-05 2.03E-06 1.04E-05 2.94E-06 371451.00 3754020.00 7.03E-07 1.04E-06 5.75E-09 1.12E-09 5.73E-09 1.62E-09
371471 3754020 1.17E-03 1.82E-03 9.17E-06 1.79E-06 8.83E-06 2.50E-06 371471.00 3754020.00 6.48E-07 1.00E-06 5.06E-09 9.85E-10 4.87E-09 1.38E-09
371491 3754020 1.08E-03 1.76E-03 8.26E-06 1.61E-06 7.74E-06 2.19E-06 371491.00 3754020.00 5.98E-07 9.72E-07 4.56E-09 8.88E-10 4.27E-09 1.21E-09
371511 3754020 1.00E-03 1.71E-03 7.53E-06 1.47E-06 6.91E-06 1.96E-06 371511.00 3754020.00 5.53E-07 9.42E-07 4.15E-09 8.10E-10 3.81E-09 1.08E-09
371531 3754020 9.30E-04 1.66E-03 7.00E-06 1.36E-06 6.33E-06 1.79E-06 371531.00 3754020.00 5.13E-07 9.14E-07 3.86E-09 7.52E-10 3.49E-09 9.88E-10
371551 3754020 8.63E-04 1.61E-03 6.53E-06 1.27E-06 5.85E-06 1.66E-06 371551.00 3754020.00 4.76E-07 8.86E-07 3.60E-09 7.02E-10 3.22E-09 9.13E-10
371571 3754020 8.04E-04 1.56E-03 6.08E-06 1.18E-06 5.38E-06 1.52E-06 371571.00 3754020.00 4.43E-07 8.59E-07 3.35E-09 6.53E-10 2.97E-09 8.41E-10
371591 3754020 7.50E-04 1.51E-03 5.73E-06 1.12E-06 5.04E-06 1.43E-06 371591.00 3754020.00 4.13E-07 8.32E-07 3.16E-09 6.16E-10 2.78E-09 7.88E-10
371611 3754020 6.99E-04 1.46E-03 5.46E-06 1.06E-06 4.78E-06 1.36E-06 371611.00 3754020.00 3.85E-07 8.07E-07 3.01E-09 5.87E-10 2.64E-09 7.47E-10
371631 3754020 6.56E-04 1.42E-03 5.11E-06 9.96E-07 4.44E-06 1.26E-06 371631.00 3754020.00 3.62E-07 7.82E-07 2.82E-09 5.49E-10 2.45E-09 6.94E-10
371651 3754020 6.19E-04 1.37E-03 4.79E-06 9.34E-07 4.13E-06 1.17E-06 371651.00 3754020.00 3.41E-07 7.57E-07 2.64E-09 5.15E-10 2.28E-09 6.45E-10
371671 3754020 5.85E-04 1.33E-03 4.51E-06 8.79E-07 3.85E-06 1.09E-06 371671.00 3754020.00 3.22E-07 7.34E-07 2.49E-09 4.84E-10 2.12E-09 6.01E-10
371691 3754020 5.55E-04 1.29E-03 4.25E-06 8.28E-07 3.60E-06 1.02E-06 371691.00 3754020.00 3.06E-07 7.11E-07 2.34E-09 4.56E-10 1.98E-09 5.62E-10
371711 3754020 5.30E-04 1.25E-03 4.01E-06 7.82E-07 3.36E-06 9.52E-07 371711.00 3754020.00 2.92E-07 6.89E-07 2.21E-09 4.31E-10 1.85E-09 5.25E-10
371731 3754020 5.07E-04 1.21E-03 3.79E-06 7.39E-07 3.15E-06 8.92E-07 371731.00 3754020.00 2.80E-07 6.67E-07 2.09E-09 4.08E-10 1.74E-09 4.92E-10
371751 3754020 4.87E-04 1.17E-03 3.59E-06 7.00E-07 2.96E-06 8.37E-07 371751.00 3754020.00 2.69E-07 6.47E-07 1.98E-09 3.86E-10 1.63E-09 4.62E-10
371771 3754020 4.71E-04 1.14E-03 3.40E-06 6.63E-07 2.77E-06 7.86E-07 371771.00 3754020.00 2.60E-07 6.27E-07 1.88E-09 3.66E-10 1.53E-09 4.33E-10
371791 3754020 4.58E-04 1.10E-03 3.23E-06 6.29E-07 2.61E-06 7.39E-07 371791.00 3754020.00 2.52E-07 6.07E-07 1.78E-09 3.47E-10 1.44E-09 4.07E-10
371811 3754020 4.46E-04 1.07E-03 3.06E-06 5.97E-07 2.45E-06 6.95E-07 371811.00 3754020.00 2.46E-07 5.89E-07 1.69E-09 3.29E-10 1.35E-09 3.83E-10
371831 3754020 4.36E-04 1.04E-03 2.91E-06 5.68E-07 2.31E-06 6.55E-07 371831.00 3754020.00 2.40E-07 5.71E-07 1.61E-09 3.13E-10 1.28E-09 3.61E-10
370571 3754040 9.25E-04 1.40E-03 3.28E-06 6.39E-07 6.61E-07 1.87E-07 370571.00 3754040.00 5.10E-07 7.72E-07 1.81E-09 3.52E-10 3.64E-10 1.03E-10
370591 3754040 9.64E-04 1.47E-03 3.51E-06 6.84E-07 6.99E-07 1.98E-07 370591.00 3754040.00 5.31E-07 8.13E-07 1.94E-09 3.77E-10 3.85E-10 1.09E-10
370611 3754040 1.01E-03 1.55E-03 3.77E-06 7.35E-07 7.41E-07 2.10E-07 370611.00 3754040.00 5.54E-07 8.57E-07 2.08E-09 4.05E-10 4.09E-10 1.16E-10
370631 3754040 1.05E-03 1.64E-03 4.06E-06 7.91E-07 7.87E-07 2.23E-07 370631.00 3754040.00 5.79E-07 9.05E-07 2.24E-09 4.36E-10 4.34E-10 1.23E-10
370651 3754040 1.10E-03 1.74E-03 4.38E-06 8.54E-07 8.37E-07 2.37E-07 370651.00 3754040.00 6.05E-07 9.58E-07 2.41E-09 4.71E-10 4.61E-10 1.31E-10
370671 3754040 1.15E-03 1.84E-03 4.74E-06 9.24E-07 8.92E-07 2.53E-07 370671.00 3754040.00 6.33E-07 1.01E-06 2.62E-09 5.10E-10 4.92E-10 1.39E-10
370691 3754040 1.20E-03 1.95E-03 5.18E-06 1.01E-06 9.57E-07 2.71E-07 370691.00 3754040.00 6.62E-07 1.07E-06 2.86E-09 5.57E-10 5.28E-10 1.49E-10
370711 3754040 1.26E-03 2.07E-03 5.66E-06 1.10E-06 1.03E-06 2.90E-07 370711.00 3754040.00 6.94E-07 1.14E-06 3.12E-09 6.08E-10 5.65E-10 1.60E-10
370731 3754040 1.32E-03 2.21E-03 6.20E-06 1.21E-06 1.10E-06 3.12E-07 370731.00 3754040.00 7.28E-07 1.22E-06 3.42E-09 6.66E-10 6.07E-10 1.72E-10
370751 3754040 1.39E-03 2.36E-03 6.84E-06 1.33E-06 1.19E-06 3.36E-07 370751.00 3754040.00 7.65E-07 1.30E-06 3.77E-09 7.35E-10 6.54E-10 1.85E-10
370771 3754040 1.46E-03 2.52E-03 7.57E-06 1.48E-06 1.28E-06 3.63E-07 370771.00 3754040.00 8.04E-07 1.39E-06 4.18E-09 8.14E-10 7.06E-10 2.00E-10
370791 3754040 1.53E-03 2.70E-03 8.45E-06 1.65E-06 1.39E-06 3.93E-07 370791.00 3754040.00 8.45E-07 1.49E-06 4.66E-09 9.08E-10 7.66E-10 2.17E-10
370811 3754040 1.61E-03 2.89E-03 9.56E-06 1.86E-06 1.52E-06 4.30E-07 370811.00 3754040.00 8.88E-07 1.59E-06 5.27E-09 1.03E-09 8.37E-10 2.37E-10
370831 3754040 1.69E-03 3.08E-03 1.10E-05 2.14E-06 1.66E-06 4.71E-07 370831.00 3754040.00 9.30E-07 1.70E-06 6.05E-09 1.18E-09 9.16E-10 2.59E-10
370851 3754040 1.77E-03 3.31E-03 1.26E-05 2.45E-06 1.82E-06 5.16E-07 370851.00 3754040.00 9.77E-07 1.82E-06 6.93E-09 1.35E-09 1.01E-09 2.85E-10
370871 3754040 1.86E-03 3.56E-03 1.45E-05 2.83E-06 2.01E-06 5.69E-07 370871.00 3754040.00 1.03E-06 1.96E-06 8.00E-09 1.56E-09 1.11E-09 3.14E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370891 3754040 1.96E-03 3.85E-03 1.69E-05 3.29E-06 2.23E-06 6.31E-07 370891.00 3754040.00 1.08E-06 2.12E-06 9.29E-09 1.81E-09 1.23E-09 3.48E-10
370911 3754040 2.07E-03 4.16E-03 1.96E-05 3.83E-06 2.48E-06 7.04E-07 370911.00 3754040.00 1.14E-06 2.30E-06 1.08E-08 2.11E-09 1.37E-09 3.88E-10
370931 3754040 2.18E-03 4.50E-03 2.27E-05 4.42E-06 2.79E-06 7.89E-07 370931.00 3754040.00 1.20E-06 2.48E-06 1.25E-08 2.44E-09 1.54E-09 4.35E-10
370951 3754040 2.29E-03 4.88E-03 2.57E-05 5.02E-06 3.15E-06 8.91E-07 370951.00 3754040.00 1.26E-06 2.69E-06 1.42E-08 2.77E-09 1.74E-09 4.92E-10
370971 3754040 2.41E-03 5.31E-03 2.83E-05 5.52E-06 3.58E-06 1.02E-06 370971.00 3754040.00 1.33E-06 2.93E-06 1.56E-08 3.04E-09 1.98E-09 5.60E-10
370991 3754040 2.55E-03 5.86E-03 3.04E-05 5.92E-06 4.14E-06 1.17E-06 370991.00 3754040.00 1.41E-06 3.23E-06 1.68E-08 3.27E-09 2.28E-09 6.46E-10
371011 3754040 2.68E-03 6.41E-03 3.15E-05 6.14E-06 4.81E-06 1.36E-06 371011.00 3754040.00 1.48E-06 3.53E-06 1.74E-08 3.38E-09 2.65E-09 7.51E-10
371031 3754040 2.81E-03 6.99E-03 3.22E-05 6.28E-06 5.66E-06 1.60E-06 371031.00 3754040.00 1.55E-06 3.85E-06 1.78E-08 3.46E-09 3.12E-09 8.83E-10
371051 3754040 2.94E-03 7.61E-03 3.28E-05 6.39E-06 6.73E-06 1.91E-06 371051.00 3754040.00 1.62E-06 4.19E-06 1.81E-08 3.52E-09 3.71E-09 1.05E-09
371071 3754040 2.97E-03 7.89E-03 3.19E-05 6.22E-06 7.95E-06 2.25E-06 371071.00 3754040.00 1.64E-06 4.35E-06 1.76E-08 3.43E-09 4.38E-09 1.24E-09
371091 3754040 3.10E-03 8.57E-03 3.27E-05 6.38E-06 9.78E-06 2.77E-06 371091.00 3754040.00 1.71E-06 4.72E-06 1.80E-08 3.52E-09 5.39E-09 1.53E-09
371111 3754040 3.21E-03 9.20E-03 3.34E-05 6.52E-06 1.22E-05 3.46E-06 371111.00 3754040.00 1.77E-06 5.07E-06 1.84E-08 3.59E-09 6.73E-09 1.91E-09
371131 3754040 3.32E-03 9.79E-03 3.42E-05 6.66E-06 1.54E-05 4.37E-06 371131.00 3754040.00 1.83E-06 5.40E-06 1.88E-08 3.67E-09 8.50E-09 2.41E-09
371151 3754040 3.41E-03 1.02E-02 3.30E-05 6.43E-06 1.89E-05 5.37E-06 371151.00 3754040.00 1.88E-06 5.61E-06 1.82E-08 3.55E-09 1.04E-08 2.96E-09
371171 3754040 3.44E-03 9.90E-03 3.31E-05 6.45E-06 2.29E-05 6.50E-06 371171.00 3754040.00 1.89E-06 5.46E-06 1.83E-08 3.56E-09 1.26E-08 3.58E-09
371191 3754040 3.43E-03 9.23E-03 3.30E-05 6.43E-06 2.66E-05 7.54E-06 371191.00 3754040.00 1.89E-06 5.09E-06 1.82E-08 3.54E-09 1.47E-08 4.16E-09
371211 3754040 3.38E-03 8.23E-03 3.28E-05 6.40E-06 2.97E-05 8.41E-06 371211.00 3754040.00 1.86E-06 4.54E-06 1.81E-08 3.53E-09 1.64E-08 4.64E-09
371231 3754040 3.29E-03 7.08E-03 3.27E-05 6.37E-06 3.20E-05 9.05E-06 371231.00 3754040.00 1.81E-06 3.91E-06 1.80E-08 3.51E-09 1.76E-08 4.99E-09
371251 3754040 3.17E-03 5.97E-03 3.26E-05 6.36E-06 3.36E-05 9.52E-06 371251.00 3754040.00 1.75E-06 3.29E-06 1.80E-08 3.50E-09 1.85E-08 5.25E-09
371271 3754040 3.00E-03 4.99E-03 3.33E-05 6.49E-06 3.57E-05 1.01E-05 371271.00 3754040.00 1.66E-06 2.75E-06 1.84E-08 3.58E-09 1.97E-08 5.57E-09
371291 3754040 2.85E-03 4.31E-03 3.16E-05 6.16E-06 3.47E-05 9.82E-06 371291.00 3754040.00 1.57E-06 2.38E-06 1.74E-08 3.40E-09 1.91E-08 5.41E-09
371311 3754040 2.66E-03 3.78E-03 3.07E-05 5.99E-06 3.43E-05 9.71E-06 371311.00 3754040.00 1.46E-06 2.09E-06 1.69E-08 3.30E-09 1.89E-08 5.35E-09
371331 3754040 2.46E-03 3.42E-03 2.95E-05 5.75E-06 3.33E-05 9.45E-06 371331.00 3754040.00 1.36E-06 1.89E-06 1.63E-08 3.17E-09 1.84E-08 5.21E-09
371351 3754040 2.26E-03 3.17E-03 2.78E-05 5.42E-06 3.16E-05 8.96E-06 371351.00 3754040.00 1.25E-06 1.75E-06 1.53E-08 2.99E-09 1.74E-08 4.94E-09
371371 3754040 2.07E-03 3.01E-03 2.56E-05 4.99E-06 2.90E-05 8.22E-06 371371.00 3754040.00 1.14E-06 1.66E-06 1.41E-08 2.75E-09 1.60E-08 4.53E-09
371391 3754040 1.89E-03 2.88E-03 2.30E-05 4.47E-06 2.58E-05 7.30E-06 371391.00 3754040.00 1.04E-06 1.59E-06 1.27E-08 2.47E-09 1.42E-08 4.03E-09
371411 3754040 1.72E-03 2.77E-03 1.99E-05 3.87E-06 2.19E-05 6.19E-06 371411.00 3754040.00 9.48E-07 1.53E-06 1.10E-08 2.13E-09 1.21E-08 3.41E-09
371431 3754040 1.57E-03 2.67E-03 1.70E-05 3.32E-06 1.82E-05 5.16E-06 371431.00 3754040.00 8.64E-07 1.47E-06 9.38E-09 1.83E-09 1.00E-08 2.85E-09
371451 3754040 1.43E-03 2.58E-03 1.44E-05 2.80E-06 1.49E-05 4.21E-06 371451.00 3754040.00 7.91E-07 1.42E-06 7.93E-09 1.55E-09 8.20E-09 2.32E-09
371471 3754040 1.32E-03 2.48E-03 1.25E-05 2.43E-06 1.25E-05 3.53E-06 371471.00 3754040.00 7.25E-07 1.37E-06 6.87E-09 1.34E-09 6.87E-09 1.95E-09
371491 3754040 1.21E-03 2.39E-03 1.12E-05 2.18E-06 1.10E-05 3.12E-06 371491.00 3754040.00 6.66E-07 1.32E-06 6.18E-09 1.20E-09 6.06E-09 1.72E-09
371511 3754040 1.11E-03 2.30E-03 1.02E-05 1.99E-06 9.89E-06 2.80E-06 371511.00 3754040.00 6.13E-07 1.27E-06 5.63E-09 1.10E-09 5.45E-09 1.54E-09
371531 3754040 1.03E-03 2.21E-03 9.42E-06 1.84E-06 9.06E-06 2.56E-06 371531.00 3754040.00 5.66E-07 1.22E-06 5.19E-09 1.01E-09 4.99E-09 1.41E-09
371551 3754040 9.50E-04 2.13E-03 8.64E-06 1.68E-06 8.22E-06 2.33E-06 371551.00 3754040.00 5.24E-07 1.17E-06 4.76E-09 9.28E-10 4.53E-09 1.28E-09
371571 3754040 8.82E-04 2.05E-03 7.96E-06 1.55E-06 7.50E-06 2.13E-06 371571.00 3754040.00 4.86E-07 1.13E-06 4.39E-09 8.56E-10 4.14E-09 1.17E-09
371591 3754040 8.21E-04 1.97E-03 7.37E-06 1.44E-06 6.88E-06 1.95E-06 371591.00 3754040.00 4.53E-07 1.08E-06 4.06E-09 7.92E-10 3.79E-09 1.07E-09
371611 3754040 7.65E-04 1.89E-03 6.93E-06 1.35E-06 6.42E-06 1.82E-06 371611.00 3754040.00 4.22E-07 1.04E-06 3.82E-09 7.44E-10 3.54E-09 1.00E-09
371631 3754040 7.20E-04 1.82E-03 6.40E-06 1.25E-06 5.87E-06 1.66E-06 371631.00 3754040.00 3.97E-07 1.00E-06 3.53E-09 6.88E-10 3.24E-09 9.17E-10
371651 3754040 6.80E-04 1.75E-03 5.94E-06 1.16E-06 5.39E-06 1.53E-06 371651.00 3754040.00 3.75E-07 9.63E-07 3.27E-09 6.38E-10 2.97E-09 8.41E-10
371671 3754040 6.45E-04 1.68E-03 5.52E-06 1.08E-06 4.95E-06 1.40E-06 371671.00 3754040.00 3.56E-07 9.27E-07 3.05E-09 5.94E-10 2.73E-09 7.74E-10
371691 3754040 6.16E-04 1.62E-03 5.16E-06 1.01E-06 4.57E-06 1.30E-06 371691.00 3754040.00 3.40E-07 8.91E-07 2.84E-09 5.54E-10 2.52E-09 7.14E-10
371711 3754040 5.90E-04 1.56E-03 4.83E-06 9.41E-07 4.23E-06 1.20E-06 371711.00 3754040.00 3.25E-07 8.58E-07 2.66E-09 5.19E-10 2.33E-09 6.61E-10
371731 3754040 5.69E-04 1.50E-03 4.53E-06 8.82E-07 3.92E-06 1.11E-06 371731.00 3754040.00 3.14E-07 8.26E-07 2.50E-09 4.86E-10 2.16E-09 6.12E-10
371751 3754040 5.50E-04 1.44E-03 4.26E-06 8.29E-07 3.64E-06 1.03E-06 371751.00 3754040.00 3.04E-07 7.96E-07 2.35E-09 4.57E-10 2.01E-09 5.69E-10
371771 3754040 5.36E-04 1.39E-03 4.00E-06 7.80E-07 3.39E-06 9.60E-07 371771.00 3754040.00 2.96E-07 7.67E-07 2.21E-09 4.30E-10 1.87E-09 5.30E-10
371791 3754040 5.23E-04 1.34E-03 3.77E-06 7.35E-07 3.16E-06 8.96E-07 371791.00 3754040.00 2.89E-07 7.39E-07 2.08E-09 4.05E-10 1.74E-09 4.94E-10
371811 3754040 5.13E-04 1.29E-03 3.56E-06 6.94E-07 2.95E-06 8.37E-07 371811.00 3754040.00 2.83E-07 7.13E-07 1.96E-09 3.83E-10 1.63E-09 4.61E-10
371831 3754040 5.03E-04 1.25E-03 3.37E-06 6.57E-07 2.77E-06 7.84E-07 371831.00 3754040.00 2.78E-07 6.87E-07 1.86E-09 3.62E-10 1.53E-09 4.32E-10
370571 3754060 9.47E-04 1.44E-03 3.42E-06 6.66E-07 6.71E-07 1.90E-07 370571.00 3754060.00 5.22E-07 7.93E-07 1.88E-09 3.67E-10 3.70E-10 1.05E-10
370591 3754060 9.88E-04 1.52E-03 3.67E-06 7.16E-07 7.11E-07 2.01E-07 370591.00 3754060.00 5.45E-07 8.36E-07 2.02E-09 3.95E-10 3.92E-10 1.11E-10
370611 3754060 1.03E-03 1.60E-03 3.95E-06 7.70E-07 7.54E-07 2.14E-07 370611.00 3754060.00 5.69E-07 8.83E-07 2.18E-09 4.25E-10 4.16E-10 1.18E-10
370631 3754060 1.08E-03 1.69E-03 4.27E-06 8.31E-07 8.01E-07 2.27E-07 370631.00 3754060.00 5.95E-07 9.34E-07 2.35E-09 4.58E-10 4.42E-10 1.25E-10
370651 3754060 1.13E-03 1.79E-03 4.63E-06 9.02E-07 8.54E-07 2.42E-07 370651.00 3754060.00 6.22E-07 9.89E-07 2.55E-09 4.97E-10 4.71E-10 1.33E-10
370671 3754060 1.18E-03 1.90E-03 5.04E-06 9.82E-07 9.13E-07 2.59E-07 370671.00 3754060.00 6.51E-07 1.05E-06 2.78E-09 5.42E-10 5.03E-10 1.43E-10
370691 3754060 1.24E-03 2.02E-03 5.51E-06 1.07E-06 9.77E-07 2.77E-07 370691.00 3754060.00 6.82E-07 1.11E-06 3.04E-09 5.92E-10 5.39E-10 1.53E-10
370711 3754060 1.30E-03 2.15E-03 6.05E-06 1.18E-06 1.05E-06 2.97E-07 370711.00 3754060.00 7.16E-07 1.19E-06 3.33E-09 6.50E-10 5.78E-10 1.64E-10
370731 3754060 1.37E-03 2.30E-03 6.67E-06 1.30E-06 1.13E-06 3.19E-07 370731.00 3754060.00 7.53E-07 1.27E-06 3.68E-09 7.16E-10 6.21E-10 1.76E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370751 3754060 1.44E-03 2.46E-03 7.40E-06 1.44E-06 1.22E-06 3.44E-07 370751.00 3754060.00 7.92E-07 1.36E-06 4.08E-09 7.95E-10 6.70E-10 1.90E-10
370771 3754060 1.51E-03 2.64E-03 8.28E-06 1.61E-06 1.32E-06 3.73E-07 370771.00 3754060.00 8.34E-07 1.45E-06 4.56E-09 8.89E-10 7.25E-10 2.05E-10
370791 3754060 1.59E-03 2.83E-03 9.35E-06 1.82E-06 1.43E-06 4.05E-07 370791.00 3754060.00 8.78E-07 1.56E-06 5.16E-09 1.01E-09 7.89E-10 2.23E-10
370811 3754060 1.67E-03 3.03E-03 1.08E-05 2.10E-06 1.56E-06 4.43E-07 370811.00 3754060.00 9.22E-07 1.67E-06 5.94E-09 1.16E-09 8.63E-10 2.44E-10
370831 3754060 1.76E-03 3.26E-03 1.25E-05 2.43E-06 1.71E-06 4.85E-07 370831.00 3754060.00 9.71E-07 1.80E-06 6.87E-09 1.34E-09 9.44E-10 2.67E-10
370851 3754060 1.86E-03 3.51E-03 1.46E-05 2.84E-06 1.88E-06 5.33E-07 370851.00 3754060.00 1.02E-06 1.94E-06 8.03E-09 1.56E-09 1.04E-09 2.94E-10
370871 3754060 1.96E-03 3.80E-03 1.73E-05 3.37E-06 2.08E-06 5.90E-07 370871.00 3754060.00 1.08E-06 2.10E-06 9.53E-09 1.86E-09 1.15E-09 3.25E-10
370891 3754060 2.07E-03 4.13E-03 2.09E-05 4.07E-06 2.31E-06 6.55E-07 370891.00 3754060.00 1.14E-06 2.28E-06 1.15E-08 2.24E-09 1.28E-09 3.61E-10
370911 3754060 2.19E-03 4.50E-03 2.55E-05 4.98E-06 2.59E-06 7.33E-07 370911.00 3754060.00 1.21E-06 2.48E-06 1.41E-08 2.74E-09 1.43E-09 4.04E-10
370931 3754060 2.31E-03 4.90E-03 3.13E-05 6.11E-06 2.91E-06 8.25E-07 370931.00 3754060.00 1.28E-06 2.70E-06 1.73E-08 3.37E-09 1.61E-09 4.55E-10
370951 3754060 2.45E-03 5.36E-03 3.76E-05 7.33E-06 3.31E-06 9.37E-07 370951.00 3754060.00 1.35E-06 2.96E-06 2.07E-08 4.04E-09 1.82E-09 5.16E-10
370971 3754060 2.59E-03 5.88E-03 4.27E-05 8.33E-06 3.79E-06 1.07E-06 370971.00 3754060.00 1.43E-06 3.24E-06 2.36E-08 4.59E-09 2.09E-09 5.92E-10
370991 3754060 2.76E-03 6.57E-03 4.62E-05 9.01E-06 4.40E-06 1.25E-06 370991.00 3754060.00 1.52E-06 3.62E-06 2.55E-08 4.97E-09 2.43E-09 6.88E-10
371011 3754060 2.92E-03 7.28E-03 4.80E-05 9.35E-06 5.16E-06 1.46E-06 371011.00 3754060.00 1.61E-06 4.01E-06 2.64E-08 5.15E-09 2.85E-09 8.06E-10
371031 3754060 3.08E-03 8.06E-03 4.93E-05 9.61E-06 6.14E-06 1.74E-06 371031.00 3754060.00 1.70E-06 4.44E-06 2.72E-08 5.30E-09 3.38E-09 9.59E-10
371051 3754060 3.24E-03 8.93E-03 5.05E-05 9.84E-06 7.42E-06 2.10E-06 371051.00 3754060.00 1.78E-06 4.93E-06 2.78E-08 5.43E-09 4.09E-09 1.16E-09
371071 3754060 3.34E-03 9.64E-03 5.02E-05 9.79E-06 9.05E-06 2.56E-06 371071.00 3754060.00 1.84E-06 5.32E-06 2.77E-08 5.40E-09 4.99E-09 1.41E-09
371091 3754060 3.50E-03 1.07E-02 5.17E-05 1.01E-05 1.15E-05 3.24E-06 371091.00 3754060.00 1.93E-06 5.91E-06 2.85E-08 5.56E-09 6.32E-09 1.79E-09
371111 3754060 3.65E-03 1.19E-02 5.30E-05 1.03E-05 1.49E-05 4.21E-06 371111.00 3754060.00 2.01E-06 6.54E-06 2.92E-08 5.70E-09 8.20E-09 2.32E-09
371131 3754060 3.78E-03 1.28E-02 5.38E-05 1.05E-05 1.97E-05 5.59E-06 371131.00 3754060.00 2.08E-06 7.07E-06 2.97E-08 5.78E-09 1.09E-08 3.08E-09
371151 3754060 3.90E-03 1.38E-02 5.33E-05 1.04E-05 2.66E-05 7.53E-06 371151.00 3754060.00 2.15E-06 7.61E-06 2.94E-08 5.73E-09 1.47E-08 4.15E-09
371171 3754060 3.96E-03 1.38E-02 5.36E-05 1.05E-05 3.48E-05 9.87E-06 371171.00 3754060.00 2.18E-06 7.61E-06 2.96E-08 5.76E-09 1.92E-08 5.44E-09
371191 3754060 3.97E-03 1.31E-02 5.34E-05 1.04E-05 4.26E-05 1.21E-05 371191.00 3754060.00 2.19E-06 7.20E-06 2.95E-08 5.74E-09 2.35E-08 6.65E-09
371211 3754060 3.94E-03 1.16E-02 5.35E-05 1.04E-05 4.88E-05 1.38E-05 371211.00 3754060.00 2.17E-06 6.40E-06 2.95E-08 5.75E-09 2.69E-08 7.62E-09
371231 3754060 3.86E-03 9.84E-03 5.29E-05 1.03E-05 5.24E-05 1.48E-05 371231.00 3754060.00 2.13E-06 5.43E-06 2.92E-08 5.69E-09 2.89E-08 8.18E-09
371251 3754060 3.73E-03 8.05E-03 5.32E-05 1.04E-05 5.56E-05 1.57E-05 371251.00 3754060.00 2.06E-06 4.44E-06 2.93E-08 5.72E-09 3.06E-08 8.68E-09
371271 3754060 3.54E-03 6.62E-03 5.48E-05 1.07E-05 5.97E-05 1.69E-05 371271.00 3754060.00 1.95E-06 3.65E-06 3.02E-08 5.89E-09 3.29E-08 9.33E-09
371291 3754060 3.34E-03 5.73E-03 5.38E-05 1.05E-05 6.06E-05 1.72E-05 371291.00 3754060.00 1.84E-06 3.16E-06 2.97E-08 5.78E-09 3.34E-08 9.46E-09
371311 3754060 3.11E-03 5.17E-03 5.28E-05 1.03E-05 6.09E-05 1.73E-05 371311.00 3754060.00 1.72E-06 2.85E-06 2.91E-08 5.68E-09 3.36E-08 9.52E-09
371331 3754060 2.87E-03 4.86E-03 5.07E-05 9.88E-06 5.95E-05 1.69E-05 371331.00 3754060.00 1.58E-06 2.68E-06 2.79E-08 5.45E-09 3.28E-08 9.30E-09
371351 3754060 2.63E-03 4.64E-03 4.85E-05 9.46E-06 5.77E-05 1.64E-05 371351.00 3754060.00 1.45E-06 2.56E-06 2.68E-08 5.22E-09 3.18E-08 9.02E-09
371371 3754060 2.40E-03 4.45E-03 4.44E-05 8.65E-06 5.29E-05 1.50E-05 371371.00 3754060.00 1.32E-06 2.45E-06 2.45E-08 4.77E-09 2.92E-08 8.26E-09
371391 3754060 2.17E-03 4.27E-03 3.92E-05 7.63E-06 4.64E-05 1.31E-05 371391.00 3754060.00 1.20E-06 2.35E-06 2.16E-08 4.21E-09 2.56E-08 7.24E-09
371411 3754060 1.97E-03 4.08E-03 3.19E-05 6.22E-06 3.70E-05 1.05E-05 371411.00 3754060.00 1.09E-06 2.25E-06 1.76E-08 3.43E-09 2.04E-08 5.77E-09
371431 3754060 1.78E-03 3.88E-03 2.66E-05 5.18E-06 3.00E-05 8.50E-06 371431.00 3754060.00 9.84E-07 2.14E-06 1.46E-08 2.85E-09 1.65E-08 4.69E-09
371451 3754060 1.62E-03 3.69E-03 2.17E-05 4.23E-06 2.37E-05 6.71E-06 371451.00 3754060.00 8.96E-07 2.04E-06 1.20E-08 2.33E-09 1.31E-08 3.70E-09
371471 3754060 1.48E-03 3.51E-03 1.85E-05 3.61E-06 1.98E-05 5.60E-06 371471.00 3754060.00 8.17E-07 1.93E-06 1.02E-08 1.99E-09 1.09E-08 3.09E-09
371491 3754060 1.35E-03 3.33E-03 1.64E-05 3.19E-06 1.73E-05 4.89E-06 371491.00 3754060.00 7.46E-07 1.84E-06 9.03E-09 1.76E-09 9.53E-09 2.70E-09
371511 3754060 1.24E-03 3.16E-03 1.45E-05 2.83E-06 1.51E-05 4.29E-06 371511.00 3754060.00 6.84E-07 1.74E-06 8.01E-09 1.56E-09 8.35E-09 2.37E-09
371531 3754060 1.14E-03 3.00E-03 1.30E-05 2.54E-06 1.35E-05 3.81E-06 371531.00 3754060.00 6.28E-07 1.65E-06 7.19E-09 1.40E-09 7.42E-09 2.10E-09
371551 3754060 1.05E-03 2.85E-03 1.16E-05 2.27E-06 1.19E-05 3.36E-06 371551.00 3754060.00 5.80E-07 1.57E-06 6.42E-09 1.25E-09 6.53E-09 1.85E-09
371571 3754060 9.76E-04 2.70E-03 1.05E-05 2.05E-06 1.05E-05 2.98E-06 371571.00 3754060.00 5.38E-07 1.49E-06 5.79E-09 1.13E-09 5.81E-09 1.65E-09
371591 3754060 9.09E-04 2.57E-03 9.55E-06 1.86E-06 9.47E-06 2.68E-06 371591.00 3754060.00 5.01E-07 1.42E-06 5.26E-09 1.03E-09 5.22E-09 1.48E-09
371611 3754060 8.48E-04 2.45E-03 8.76E-06 1.71E-06 8.57E-06 2.43E-06 371611.00 3754060.00 4.68E-07 1.35E-06 4.83E-09 9.41E-10 4.72E-09 1.34E-09
371631 3754060 8.01E-04 2.33E-03 7.98E-06 1.56E-06 7.70E-06 2.18E-06 371631.00 3754060.00 4.42E-07 1.29E-06 4.40E-09 8.58E-10 4.24E-09 1.20E-09
371651 3754060 7.61E-04 2.22E-03 7.31E-06 1.42E-06 6.95E-06 1.97E-06 371651.00 3754060.00 4.19E-07 1.23E-06 4.03E-09 7.85E-10 3.83E-09 1.09E-09
371671 3754060 7.27E-04 2.12E-03 6.72E-06 1.31E-06 6.30E-06 1.78E-06 371671.00 3754060.00 4.01E-07 1.17E-06 3.71E-09 7.22E-10 3.47E-09 9.84E-10
371691 3754060 6.98E-04 2.02E-03 6.21E-06 1.21E-06 5.74E-06 1.63E-06 371691.00 3754060.00 3.85E-07 1.12E-06 3.42E-09 6.67E-10 3.16E-09 8.96E-10
371711 3754060 6.75E-04 1.93E-03 5.76E-06 1.12E-06 5.25E-06 1.49E-06 371711.00 3754060.00 3.72E-07 1.07E-06 3.18E-09 6.19E-10 2.89E-09 8.20E-10
371731 3754060 6.55E-04 1.85E-03 5.36E-06 1.04E-06 4.81E-06 1.36E-06 371731.00 3754060.00 3.61E-07 1.02E-06 2.95E-09 5.76E-10 2.65E-09 7.52E-10
371751 3754060 6.38E-04 1.77E-03 5.00E-06 9.74E-07 4.43E-06 1.26E-06 371751.00 3754060.00 3.52E-07 9.76E-07 2.76E-09 5.37E-10 2.44E-09 6.92E-10
371771 3754060 6.26E-04 1.69E-03 4.67E-06 9.10E-07 4.09E-06 1.16E-06 371771.00 3754060.00 3.45E-07 9.34E-07 2.57E-09 5.02E-10 2.26E-09 6.39E-10
371791 3754060 6.14E-04 1.62E-03 4.37E-06 8.52E-07 3.78E-06 1.07E-06 371791.00 3754060.00 3.39E-07 8.95E-07 2.41E-09 4.70E-10 2.09E-09 5.91E-10
371811 3754060 6.04E-04 1.56E-03 4.11E-06 8.01E-07 3.51E-06 9.95E-07 371811.00 3754060.00 3.33E-07 8.59E-07 2.27E-09 4.41E-10 1.94E-09 5.49E-10
371831 3754060 5.96E-04 1.49E-03 3.87E-06 7.54E-07 3.27E-06 9.25E-07 371831.00 3754060.00 3.28E-07 8.24E-07 2.13E-09 4.16E-10 1.80E-09 5.10E-10
370571 3754080 9.69E-04 1.48E-03 3.56E-06 6.94E-07 6.82E-07 1.93E-07 370571.00 3754080.00 5.34E-07 8.14E-07 1.96E-09 3.83E-10 3.76E-10 1.07E-10
370591 3754080 1.01E-03 1.56E-03 3.83E-06 7.46E-07 7.22E-07 2.05E-07 370591.00 3754080.00 5.58E-07 8.60E-07 2.11E-09 4.12E-10 3.98E-10 1.13E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370611 3754080 1.06E-03 1.65E-03 4.13E-06 8.05E-07 7.66E-07 2.17E-07 370611.00 3754080.00 5.83E-07 9.09E-07 2.28E-09 4.44E-10 4.22E-10 1.20E-10
370631 3754080 1.11E-03 1.74E-03 4.48E-06 8.74E-07 8.16E-07 2.31E-07 370631.00 3754080.00 6.10E-07 9.62E-07 2.47E-09 4.82E-10 4.50E-10 1.27E-10
370651 3754080 1.16E-03 1.85E-03 4.87E-06 9.49E-07 8.69E-07 2.46E-07 370651.00 3754080.00 6.39E-07 1.02E-06 2.69E-09 5.23E-10 4.79E-10 1.36E-10
370671 3754080 1.22E-03 1.97E-03 5.32E-06 1.04E-06 9.29E-07 2.63E-07 370671.00 3754080.00 6.70E-07 1.08E-06 2.94E-09 5.72E-10 5.12E-10 1.45E-10
370691 3754080 1.28E-03 2.09E-03 5.85E-06 1.14E-06 9.95E-07 2.82E-07 370691.00 3754080.00 7.03E-07 1.15E-06 3.22E-09 6.28E-10 5.49E-10 1.55E-10
370711 3754080 1.34E-03 2.23E-03 6.45E-06 1.26E-06 1.07E-06 3.03E-07 370711.00 3754080.00 7.39E-07 1.23E-06 3.55E-09 6.93E-10 5.89E-10 1.67E-10
370731 3754080 1.41E-03 2.39E-03 7.15E-06 1.39E-06 1.15E-06 3.26E-07 370731.00 3754080.00 7.78E-07 1.32E-06 3.94E-09 7.69E-10 6.34E-10 1.80E-10
370751 3754080 1.48E-03 2.56E-03 8.01E-06 1.56E-06 1.24E-06 3.52E-07 370751.00 3754080.00 8.19E-07 1.41E-06 4.42E-09 8.61E-10 6.86E-10 1.94E-10
370771 3754080 1.56E-03 2.75E-03 9.06E-06 1.76E-06 1.35E-06 3.82E-07 370771.00 3754080.00 8.63E-07 1.51E-06 4.99E-09 9.73E-10 7.44E-10 2.11E-10
370791 3754080 1.65E-03 2.96E-03 1.03E-05 2.01E-06 1.47E-06 4.16E-07 370791.00 3754080.00 9.11E-07 1.63E-06 5.70E-09 1.11E-09 8.10E-10 2.29E-10
370811 3754080 1.74E-03 3.18E-03 1.20E-05 2.34E-06 1.60E-06 4.54E-07 370811.00 3754080.00 9.59E-07 1.75E-06 6.62E-09 1.29E-09 8.84E-10 2.51E-10
370831 3754080 1.84E-03 3.43E-03 1.41E-05 2.75E-06 1.76E-06 4.98E-07 370831.00 3754080.00 1.01E-06 1.89E-06 7.77E-09 1.51E-09 9.69E-10 2.75E-10
370851 3754080 1.94E-03 3.72E-03 1.68E-05 3.28E-06 1.94E-06 5.48E-07 370851.00 3754080.00 1.07E-06 2.05E-06 9.28E-09 1.81E-09 1.07E-09 3.02E-10
370871 3754080 2.06E-03 4.05E-03 2.06E-05 4.01E-06 2.14E-06 6.07E-07 370871.00 3754080.00 1.13E-06 2.23E-06 1.13E-08 2.21E-09 1.18E-09 3.35E-10
370891 3754080 2.18E-03 4.42E-03 2.60E-05 5.06E-06 2.39E-06 6.77E-07 370891.00 3754080.00 1.20E-06 2.44E-06 1.43E-08 2.79E-09 1.32E-09 3.73E-10
370911 3754080 2.32E-03 4.84E-03 3.41E-05 6.64E-06 2.68E-06 7.59E-07 370911.00 3754080.00 1.28E-06 2.67E-06 1.88E-08 3.66E-09 1.48E-09 4.18E-10
370931 3754080 2.46E-03 5.32E-03 4.64E-05 9.04E-06 3.03E-06 8.57E-07 370931.00 3754080.00 1.36E-06 2.94E-06 2.56E-08 4.99E-09 1.67E-09 4.73E-10
370951 3754080 2.62E-03 5.88E-03 6.28E-05 1.22E-05 3.45E-06 9.77E-07 370951.00 3754080.00 1.44E-06 3.24E-06 3.46E-08 6.75E-09 1.90E-09 5.39E-10
370971 3754080 2.78E-03 6.51E-03 7.58E-05 1.48E-05 3.97E-06 1.12E-06 370971.00 3754080.00 1.53E-06 3.59E-06 4.18E-08 8.15E-09 2.19E-09 6.20E-10
370991 3754080 2.97E-03 7.32E-03 8.34E-05 1.63E-05 4.63E-06 1.31E-06 370991.00 3754080.00 1.64E-06 4.03E-06 4.60E-08 8.96E-09 2.55E-09 7.23E-10
371011 3754080 3.17E-03 8.21E-03 8.73E-05 1.70E-05 5.47E-06 1.55E-06 371011.00 3754080.00 1.75E-06 4.53E-06 4.81E-08 9.38E-09 3.02E-09 8.54E-10
371031 3754080 3.36E-03 9.25E-03 9.11E-05 1.78E-05 6.57E-06 1.86E-06 371031.00 3754080.00 1.85E-06 5.10E-06 5.02E-08 9.79E-09 3.62E-09 1.03E-09
371051 3754080 3.57E-03 1.05E-02 9.43E-05 1.84E-05 8.05E-06 2.28E-06 371051.00 3754080.00 1.97E-06 5.77E-06 5.20E-08 1.01E-08 4.44E-09 1.26E-09
371071 3754080 3.76E-03 1.18E-02 9.64E-05 1.88E-05 1.01E-05 2.86E-06 371071.00 3754080.00 2.07E-06 6.52E-06 5.32E-08 1.04E-08 5.57E-09 1.58E-09
371091 3754080 3.96E-03 1.35E-02 9.88E-05 1.93E-05 1.31E-05 3.72E-06 371091.00 3754080.00 2.19E-06 7.45E-06 5.45E-08 1.06E-08 7.24E-09 2.05E-09
371111 3754080 4.15E-03 1.54E-02 1.00E-04 1.95E-05 1.78E-05 5.03E-06 371111.00 3754080.00 2.29E-06 8.47E-06 5.52E-08 1.07E-08 9.80E-09 2.78E-09
371131 3754080 4.32E-03 1.74E-02 1.02E-04 1.98E-05 2.55E-05 7.21E-06 371131.00 3754080.00 2.38E-06 9.61E-06 5.61E-08 1.09E-08 1.40E-08 3.98E-09
371151 3754080 4.49E-03 1.95E-02 1.03E-04 2.01E-05 3.88E-05 1.10E-05 371151.00 3754080.00 2.47E-06 1.08E-05 5.68E-08 1.11E-08 2.14E-08 6.07E-09
371171 3754080 4.58E-03 2.03E-02 1.04E-04 2.03E-05 5.97E-05 1.69E-05 371171.00 3754080.00 2.53E-06 1.12E-05 5.75E-08 1.12E-08 3.29E-08 9.33E-09
371191 3754080 4.63E-03 1.95E-02 1.05E-04 2.05E-05 8.17E-05 2.31E-05 371191.00 3754080.00 2.56E-06 1.08E-05 5.80E-08 1.13E-08 4.51E-08 1.28E-08
371211 3754080 4.63E-03 1.74E-02 1.06E-04 2.06E-05 9.65E-05 2.73E-05 371211.00 3754080.00 2.55E-06 9.60E-06 5.84E-08 1.14E-08 5.32E-08 1.51E-08
371231 3754080 4.55E-03 1.44E-02 1.06E-04 2.07E-05 1.07E-04 3.02E-05 371231.00 3754080.00 2.51E-06 7.96E-06 5.86E-08 1.14E-08 5.88E-08 1.66E-08
371251 3754080 4.42E-03 1.17E-02 1.07E-04 2.08E-05 1.14E-04 3.24E-05 371251.00 3754080.00 2.44E-06 6.44E-06 5.88E-08 1.15E-08 6.30E-08 1.78E-08
371271 3754080 4.22E-03 9.86E-03 1.07E-04 2.08E-05 1.20E-04 3.41E-05 371271.00 3754080.00 2.32E-06 5.44E-06 5.89E-08 1.15E-08 6.63E-08 1.88E-08
371291 3754080 3.98E-03 9.00E-03 1.06E-04 2.07E-05 1.24E-04 3.52E-05 371291.00 3754080.00 2.20E-06 4.96E-06 5.86E-08 1.14E-08 6.86E-08 1.94E-08
371311 3754080 3.70E-03 8.56E-03 1.05E-04 2.05E-05 1.27E-04 3.60E-05 371311.00 3754080.00 2.04E-06 4.72E-06 5.81E-08 1.13E-08 7.00E-08 1.98E-08
371331 3754080 3.41E-03 8.19E-03 1.04E-04 2.02E-05 1.28E-04 3.62E-05 371331.00 3754080.00 1.88E-06 4.52E-06 5.71E-08 1.11E-08 7.04E-08 1.99E-08
371351 3754080 3.10E-03 7.75E-03 1.00E-04 1.96E-05 1.26E-04 3.56E-05 371351.00 3754080.00 1.71E-06 4.27E-06 5.54E-08 1.08E-08 6.94E-08 1.96E-08
371371 3754080 2.81E-03 7.26E-03 9.44E-05 1.84E-05 1.19E-04 3.37E-05 371371.00 3754080.00 1.55E-06 4.00E-06 5.20E-08 1.01E-08 6.57E-08 1.86E-08
371391 3754080 2.53E-03 6.75E-03 8.26E-05 1.61E-05 1.04E-04 2.94E-05 371391.00 3754080.00 1.40E-06 3.72E-06 4.55E-08 8.88E-09 5.72E-08 1.62E-08
371411 3754080 2.28E-03 6.26E-03 6.39E-05 1.25E-05 7.89E-05 2.23E-05 371411.00 3754080.00 1.26E-06 3.45E-06 3.52E-08 6.87E-09 4.35E-08 1.23E-08
371431 3754080 2.05E-03 5.81E-03 4.80E-05 9.35E-06 5.75E-05 1.63E-05 371431.00 3754080.00 1.13E-06 3.20E-06 2.65E-08 5.16E-09 3.17E-08 8.99E-09
371451 3754080 1.85E-03 5.39E-03 3.79E-05 7.38E-06 4.47E-05 1.27E-05 371451.00 3754080.00 1.02E-06 2.97E-06 2.09E-08 4.07E-09 2.47E-08 6.98E-09
371471 3754080 1.68E-03 5.01E-03 3.03E-05 5.91E-06 3.53E-05 9.99E-06 371471.00 3754080.00 9.25E-07 2.76E-06 1.67E-08 3.26E-09 1.94E-08 5.51E-09
371491 3754080 1.52E-03 4.66E-03 2.50E-05 4.87E-06 2.86E-05 8.11E-06 371491.00 3754080.00 8.41E-07 2.57E-06 1.38E-08 2.69E-09 1.58E-08 4.47E-09
371511 3754080 1.39E-03 4.34E-03 2.09E-05 4.08E-06 2.36E-05 6.67E-06 371511.00 3754080.00 7.68E-07 2.39E-06 1.16E-08 2.25E-09 1.30E-08 3.68E-09
371531 3754080 1.28E-03 4.06E-03 1.80E-05 3.50E-06 1.99E-05 5.62E-06 371531.00 3754080.00 7.04E-07 2.24E-06 9.91E-09 1.93E-09 1.09E-08 3.10E-09
371551 3754080 1.18E-03 3.80E-03 1.55E-05 3.03E-06 1.68E-05 4.76E-06 371551.00 3754080.00 6.50E-07 2.09E-06 8.56E-09 1.67E-09 9.27E-09 2.63E-09
371571 3754080 1.09E-03 3.56E-03 1.36E-05 2.65E-06 1.44E-05 4.09E-06 371571.00 3754080.00 6.03E-07 1.96E-06 7.50E-09 1.46E-09 7.96E-09 2.26E-09
371591 3754080 1.02E-03 3.34E-03 1.21E-05 2.35E-06 1.26E-05 3.56E-06 371591.00 3754080.00 5.63E-07 1.84E-06 6.66E-09 1.30E-09 6.94E-09 1.96E-09
371611 3754080 9.59E-04 3.15E-03 1.09E-05 2.12E-06 1.11E-05 3.15E-06 371611.00 3754080.00 5.29E-07 1.74E-06 5.99E-09 1.17E-09 6.13E-09 1.74E-09
371631 3754080 9.10E-04 2.97E-03 9.77E-06 1.90E-06 9.81E-06 2.78E-06 371631.00 3754080.00 5.02E-07 1.64E-06 5.38E-09 1.05E-09 5.41E-09 1.53E-09
371651 3754080 8.72E-04 2.81E-03 8.84E-06 1.72E-06 8.73E-06 2.47E-06 371651.00 3754080.00 4.81E-07 1.55E-06 4.87E-09 9.50E-10 4.81E-09 1.36E-09
371671 3754080 8.41E-04 2.65E-03 8.04E-06 1.57E-06 7.81E-06 2.21E-06 371671.00 3754080.00 4.64E-07 1.46E-06 4.43E-09 8.64E-10 4.31E-09 1.22E-09
371691 3754080 8.16E-04 2.51E-03 7.35E-06 1.43E-06 7.03E-06 1.99E-06 371691.00 3754080.00 4.50E-07 1.39E-06 4.05E-09 7.90E-10 3.87E-09 1.10E-09
371711 3754080 7.95E-04 2.39E-03 6.76E-06 1.32E-06 6.36E-06 1.80E-06 371711.00 3754080.00 4.38E-07 1.32E-06 3.73E-09 7.27E-10 3.51E-09 9.93E-10
371731 3754080 7.78E-04 2.27E-03 6.24E-06 1.22E-06 5.78E-06 1.64E-06 371731.00 3754080.00 4.29E-07 1.25E-06 3.44E-09 6.71E-10 3.19E-09 9.03E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371751 3754080 7.63E-04 2.15E-03 5.79E-06 1.13E-06 5.28E-06 1.50E-06 371751.00 3754080.00 4.21E-07 1.19E-06 3.19E-09 6.22E-10 2.91E-09 8.25E-10
371771 3754080 7.52E-04 2.05E-03 5.38E-06 1.05E-06 4.84E-06 1.37E-06 371771.00 3754080.00 4.14E-07 1.13E-06 2.96E-09 5.78E-10 2.67E-09 7.56E-10
371791 3754080 7.41E-04 1.95E-03 5.01E-06 9.76E-07 4.45E-06 1.26E-06 371791.00 3754080.00 4.09E-07 1.08E-06 2.76E-09 5.38E-10 2.45E-09 6.95E-10
371811 3754080 7.31E-04 1.86E-03 4.68E-06 9.13E-07 4.10E-06 1.16E-06 371811.00 3754080.00 4.03E-07 1.03E-06 2.58E-09 5.03E-10 2.26E-09 6.41E-10
371831 3754080 7.22E-04 1.78E-03 4.39E-06 8.56E-07 3.80E-06 1.08E-06 371831.00 3754080.00 3.98E-07 9.82E-07 2.42E-09 4.72E-10 2.09E-09 5.93E-10
370571 3754100 9.92E-04 1.51E-03 3.71E-06 7.23E-07 6.92E-07 1.96E-07 370571.00 3754100.00 5.47E-07 8.35E-07 2.05E-09 3.99E-10 3.82E-10 1.08E-10
370591 3754100 1.04E-03 1.60E-03 4.00E-06 7.80E-07 7.34E-07 2.08E-07 370591.00 3754100.00 5.72E-07 8.82E-07 2.21E-09 4.30E-10 4.04E-10 1.15E-10
370611 3754100 1.08E-03 1.69E-03 4.33E-06 8.44E-07 7.79E-07 2.21E-07 370611.00 3754100.00 5.98E-07 9.33E-07 2.39E-09 4.65E-10 4.30E-10 1.22E-10
370631 3754100 1.13E-03 1.79E-03 4.71E-06 9.17E-07 8.29E-07 2.35E-07 370631.00 3754100.00 6.26E-07 9.88E-07 2.60E-09 5.06E-10 4.57E-10 1.30E-10
370651 3754100 1.19E-03 1.90E-03 5.14E-06 1.00E-06 8.85E-07 2.51E-07 370651.00 3754100.00 6.56E-07 1.05E-06 2.83E-09 5.52E-10 4.88E-10 1.38E-10
370671 3754100 1.25E-03 2.03E-03 5.63E-06 1.10E-06 9.46E-07 2.68E-07 370671.00 3754100.00 6.88E-07 1.12E-06 3.10E-09 6.05E-10 5.21E-10 1.48E-10
370691 3754100 1.31E-03 2.16E-03 6.20E-06 1.21E-06 1.01E-06 2.87E-07 370691.00 3754100.00 7.23E-07 1.19E-06 3.42E-09 6.66E-10 5.59E-10 1.58E-10
370711 3754100 1.38E-03 2.31E-03 6.87E-06 1.34E-06 1.09E-06 3.08E-07 370711.00 3754100.00 7.61E-07 1.27E-06 3.79E-09 7.39E-10 6.00E-10 1.70E-10
370731 3754100 1.45E-03 2.47E-03 7.68E-06 1.50E-06 1.17E-06 3.32E-07 370731.00 3754100.00 8.02E-07 1.36E-06 4.23E-09 8.25E-10 6.47E-10 1.83E-10
370751 3754100 1.53E-03 2.65E-03 8.66E-06 1.69E-06 1.27E-06 3.59E-07 370751.00 3754100.00 8.45E-07 1.46E-06 4.77E-09 9.30E-10 7.00E-10 1.98E-10
370771 3754100 1.62E-03 2.85E-03 9.86E-06 1.92E-06 1.38E-06 3.90E-07 370771.00 3754100.00 8.92E-07 1.57E-06 5.44E-09 1.06E-09 7.59E-10 2.15E-10
370791 3754100 1.71E-03 3.07E-03 1.14E-05 2.21E-06 1.50E-06 4.24E-07 370791.00 3754100.00 9.42E-07 1.69E-06 6.26E-09 1.22E-09 8.26E-10 2.34E-10
370811 3754100 1.81E-03 3.32E-03 1.33E-05 2.59E-06 1.64E-06 4.63E-07 370811.00 3754100.00 9.96E-07 1.83E-06 7.32E-09 1.43E-09 9.02E-10 2.55E-10
370831 3754100 1.91E-03 3.60E-03 1.58E-05 3.08E-06 1.79E-06 5.08E-07 370831.00 3754100.00 1.05E-06 1.99E-06 8.70E-09 1.70E-09 9.89E-10 2.80E-10
370851 3754100 2.03E-03 3.92E-03 1.92E-05 3.75E-06 1.98E-06 5.61E-07 370851.00 3754100.00 1.12E-06 2.16E-06 1.06E-08 2.07E-09 1.09E-09 3.09E-10
370871 3754100 2.16E-03 4.29E-03 2.42E-05 4.72E-06 2.19E-06 6.22E-07 370871.00 3754100.00 1.19E-06 2.36E-06 1.34E-08 2.60E-09 1.21E-09 3.43E-10
370891 3754100 2.30E-03 4.71E-03 3.20E-05 6.23E-06 2.45E-06 6.93E-07 370891.00 3754100.00 1.27E-06 2.60E-06 1.76E-08 3.44E-09 1.35E-09 3.82E-10
370911 3754100 2.45E-03 5.19E-03 4.53E-05 8.83E-06 2.75E-06 7.79E-07 370911.00 3754100.00 1.35E-06 2.86E-06 2.50E-08 4.87E-09 1.52E-09 4.29E-10
370931 3754100 2.61E-03 5.74E-03 7.20E-05 1.40E-05 3.11E-06 8.82E-07 370931.00 3754100.00 1.44E-06 3.17E-06 3.97E-08 7.74E-09 1.72E-09 4.86E-10
370951 3754100 2.79E-03 6.41E-03 9.29E-05 1.81E-05 3.56E-06 1.01E-06 370951.00 3754100.00 1.54E-06 3.53E-06 5.12E-08 9.98E-09 1.96E-09 5.56E-10
370971 3754100 2.98E-03 7.16E-03 1.41E-04 2.76E-05 4.11E-06 1.16E-06 370971.00 3754100.00 1.64E-06 3.95E-06 7.79E-08 1.52E-08 2.26E-09 6.41E-10
370991 3754100 3.20E-03 8.09E-03 1.31E-04 2.55E-05 4.80E-06 1.36E-06 370991.00 3754100.00 1.76E-06 4.46E-06 7.21E-08 1.40E-08 2.65E-09 7.50E-10
371011 3754100 3.43E-03 9.21E-03 1.86E-04 3.63E-05 5.70E-06 1.62E-06 371011.00 3754100.00 1.89E-06 5.08E-06 1.03E-07 2.00E-08 3.15E-09 8.91E-10
371031 3754100 3.67E-03 1.05E-02 1.54E-04 3.00E-05 6.89E-06 1.95E-06 371031.00 3754100.00 2.03E-06 5.81E-06 8.50E-08 1.66E-08 3.80E-09 1.08E-09
371051 3754100 3.93E-03 1.22E-02 2.02E-04 3.94E-05 8.52E-06 2.41E-06 371051.00 3754100.00 2.16E-06 6.71E-06 1.12E-07 2.17E-08 4.70E-09 1.33E-09
371071 3754100 4.19E-03 1.42E-02 1.64E-04 3.20E-05 1.09E-05 3.07E-06 371071.00 3754100.00 2.31E-06 7.81E-06 9.06E-08 1.76E-08 5.98E-09 1.69E-09
371091 3754100 4.45E-03 1.67E-02 2.11E-04 4.11E-05 1.44E-05 4.08E-06 371091.00 3754100.00 2.45E-06 9.21E-06 1.16E-07 2.27E-08 7.94E-09 2.25E-09
371111 3754100 4.71E-03 1.99E-02 1.70E-04 3.32E-05 2.03E-05 5.74E-06 371111.00 3754100.00 2.60E-06 1.10E-05 9.39E-08 1.83E-08 1.12E-08 3.16E-09
371131 3754100 4.96E-03 2.40E-02 2.17E-04 4.23E-05 3.13E-05 8.85E-06 371131.00 3754100.00 2.74E-06 1.32E-05 1.20E-07 2.33E-08 1.72E-08 4.88E-09
371151 3754100 5.18E-03 2.87E-02 1.75E-04 3.40E-05 5.64E-05 1.60E-05 371151.00 3754100.00 2.86E-06 1.58E-05 9.63E-08 1.88E-08 3.11E-08 8.81E-09
371171 3754100 5.35E-03 3.20E-02 2.22E-04 4.33E-05 1.22E-04 3.46E-05 371171.00 3754100.00 2.95E-06 1.77E-05 1.22E-07 2.39E-08 6.73E-08 1.91E-08
371191 3754100 5.47E-03 3.18E-02 1.78E-04 3.47E-05 2.03E-04 5.75E-05 371191.00 3754100.00 3.02E-06 1.76E-05 9.81E-08 1.91E-08 1.12E-07 3.17E-08
371211 3754100 5.51E-03 2.90E-02 2.26E-04 4.41E-05 2.55E-04 7.21E-05 371211.00 3754100.00 3.04E-06 1.60E-05 1.25E-07 2.43E-08 1.40E-07 3.98E-08
371231 3754100 5.46E-03 2.51E-02 1.81E-04 3.52E-05 2.88E-04 8.14E-05 371231.00 3754100.00 3.01E-06 1.38E-05 9.96E-08 1.94E-08 1.59E-07 4.49E-08
371251 3754100 5.32E-03 2.11E-02 1.76E-04 3.44E-05 3.10E-04 8.77E-05 371251.00 3754100.00 2.94E-06 1.17E-05 9.72E-08 1.90E-08 1.71E-07 4.84E-08
371271 3754100 5.11E-03 1.95E-02 1.82E-04 3.55E-05 3.25E-04 9.20E-05 371271.00 3754100.00 2.82E-06 1.07E-05 1.01E-07 1.96E-08 1.79E-07 5.08E-08
371291 3754100 4.82E-03 1.89E-02 1.77E-04 3.44E-05 3.36E-04 9.52E-05 371291.00 3754100.00 2.66E-06 1.04E-05 9.74E-08 1.90E-08 1.85E-07 5.25E-08
371311 3754100 4.48E-03 1.75E-02 1.82E-04 3.55E-05 3.45E-04 9.78E-05 371311.00 3754100.00 2.47E-06 9.64E-06 1.01E-07 1.96E-08 1.90E-07 5.39E-08
371331 3754100 4.10E-03 1.56E-02 1.74E-04 3.39E-05 3.51E-04 9.94E-05 371331.00 3754100.00 2.26E-06 8.61E-06 9.60E-08 1.87E-08 1.93E-07 5.48E-08
371351 3754100 3.72E-03 1.38E-02 1.78E-04 3.46E-05 3.53E-04 1.00E-04 371351.00 3754100.00 2.05E-06 7.60E-06 9.80E-08 1.91E-08 1.95E-07 5.51E-08
371371 3754100 3.34E-03 1.22E-02 1.62E-04 3.15E-05 3.46E-04 9.80E-05 371371.00 3754100.00 1.84E-06 6.71E-06 8.91E-08 1.74E-08 1.91E-07 5.40E-08
371391 3754100 2.99E-03 1.08E-02 1.46E-04 2.84E-05 3.14E-04 8.90E-05 371391.00 3754100.00 1.65E-06 5.94E-06 8.04E-08 1.57E-08 1.73E-07 4.90E-08
371411 3754100 2.67E-03 9.61E-03 1.21E-04 2.36E-05 2.21E-04 6.27E-05 371411.00 3754100.00 1.47E-06 5.30E-06 6.67E-08 1.30E-08 1.22E-07 3.46E-08
371431 3754100 2.38E-03 8.62E-03 1.02E-04 1.98E-05 1.35E-04 3.83E-05 371431.00 3754100.00 1.31E-06 4.75E-06 5.62E-08 1.09E-08 7.45E-08 2.11E-08
371451 3754100 2.13E-03 7.77E-03 6.52E-05 1.27E-05 8.49E-05 2.41E-05 371451.00 3754100.00 1.18E-06 4.29E-06 3.59E-08 7.00E-09 4.68E-08 1.33E-08
371471 3754100 1.92E-03 7.05E-03 4.64E-05 9.05E-06 5.87E-05 1.66E-05 371471.00 3754100.00 1.06E-06 3.89E-06 2.56E-08 4.99E-09 3.24E-08 9.17E-09
371491 3754100 1.73E-03 6.42E-03 3.54E-05 6.90E-06 4.35E-05 1.23E-05 371491.00 3754100.00 9.56E-07 3.54E-06 1.95E-08 3.81E-09 2.40E-08 6.80E-09
371511 3754100 1.58E-03 5.88E-03 2.83E-05 5.51E-06 3.38E-05 9.57E-06 371511.00 3754100.00 8.71E-07 3.24E-06 1.56E-08 3.04E-09 1.86E-08 5.28E-09
371531 3754100 1.45E-03 5.41E-03 2.33E-05 4.54E-06 2.71E-05 7.68E-06 371531.00 3754100.00 7.99E-07 2.98E-06 1.29E-08 2.51E-09 1.50E-08 4.24E-09
371551 3754100 1.34E-03 4.99E-03 1.97E-05 3.83E-06 2.23E-05 6.32E-06 371551.00 3754100.00 7.38E-07 2.75E-06 1.08E-08 2.11E-09 1.23E-08 3.48E-09
371571 3754100 1.25E-03 4.62E-03 1.69E-05 3.29E-06 1.87E-05 5.29E-06 371571.00 3754100.00 6.89E-07 2.55E-06 9.31E-09 1.81E-09 1.03E-08 2.92E-09
371591 3754100 1.18E-03 4.30E-03 1.47E-05 2.87E-06 1.59E-05 4.51E-06 371591.00 3754100.00 6.49E-07 2.37E-06 8.11E-09 1.58E-09 8.77E-09 2.48E-09
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371611 3754100 1.12E-03 4.00E-03 1.30E-05 2.53E-06 1.37E-05 3.89E-06 371611.00 3754100.00 6.17E-07 2.21E-06 7.15E-09 1.39E-09 7.56E-09 2.14E-09
371631 3754100 1.07E-03 3.74E-03 1.15E-05 2.25E-06 1.20E-05 3.39E-06 371631.00 3754100.00 5.92E-07 2.06E-06 6.36E-09 1.24E-09 6.60E-09 1.87E-09
371651 3754100 1.04E-03 3.50E-03 1.04E-05 2.02E-06 1.05E-05 2.98E-06 371651.00 3754100.00 5.72E-07 1.93E-06 5.71E-09 1.11E-09 5.80E-09 1.64E-09
371671 3754100 1.01E-03 3.29E-03 9.36E-06 1.82E-06 9.34E-06 2.64E-06 371671.00 3754100.00 5.57E-07 1.81E-06 5.16E-09 1.01E-09 5.15E-09 1.46E-09
371691 3754100 9.88E-04 3.09E-03 8.51E-06 1.66E-06 8.33E-06 2.36E-06 371691.00 3754100.00 5.45E-07 1.70E-06 4.69E-09 9.14E-10 4.59E-09 1.30E-09
371711 3754100 9.70E-04 2.91E-03 7.77E-06 1.51E-06 7.48E-06 2.12E-06 371711.00 3754100.00 5.35E-07 1.61E-06 4.29E-09 8.35E-10 4.13E-09 1.17E-09
371731 3754100 9.56E-04 2.75E-03 7.13E-06 1.39E-06 6.75E-06 1.91E-06 371731.00 3754100.00 5.27E-07 1.52E-06 3.93E-09 7.66E-10 3.72E-09 1.05E-09
371751 3754100 9.42E-04 2.60E-03 6.58E-06 1.28E-06 6.13E-06 1.74E-06 371751.00 3754100.00 5.19E-07 1.43E-06 3.63E-09 7.07E-10 3.38E-09 9.58E-10
371771 3754100 9.30E-04 2.46E-03 6.09E-06 1.19E-06 5.59E-06 1.58E-06 371771.00 3754100.00 5.13E-07 1.36E-06 3.36E-09 6.54E-10 3.08E-09 8.72E-10
371791 3754100 9.18E-04 2.33E-03 5.65E-06 1.10E-06 5.11E-06 1.45E-06 371791.00 3754100.00 5.06E-07 1.28E-06 3.12E-09 6.07E-10 2.82E-09 7.98E-10
371811 3754100 9.05E-04 2.21E-03 5.26E-06 1.03E-06 4.69E-06 1.33E-06 371811.00 3754100.00 4.99E-07 1.22E-06 2.90E-09 5.65E-10 2.59E-09 7.33E-10
371831 3754100 8.93E-04 2.10E-03 4.92E-06 9.58E-07 4.32E-06 1.22E-06 371831.00 3754100.00 4.92E-07 1.16E-06 2.71E-09 5.28E-10 2.38E-09 6.75E-10
370571 3754120 1.02E-03 1.55E-03 3.85E-06 7.50E-07 6.99E-07 1.98E-07 370571.00 3754120.00 5.60E-07 8.55E-07 2.12E-09 4.13E-10 3.86E-10 1.09E-10
370591 3754120 1.06E-03 1.64E-03 4.16E-06 8.10E-07 7.41E-07 2.10E-07 370591.00 3754120.00 5.86E-07 9.04E-07 2.29E-09 4.47E-10 4.09E-10 1.16E-10
370611 3754120 1.11E-03 1.74E-03 4.50E-06 8.77E-07 7.86E-07 2.23E-07 370611.00 3754120.00 6.13E-07 9.58E-07 2.48E-09 4.84E-10 4.33E-10 1.23E-10
370631 3754120 1.17E-03 1.84E-03 4.90E-06 9.55E-07 8.37E-07 2.37E-07 370631.00 3754120.00 6.43E-07 1.02E-06 2.70E-09 5.27E-10 4.61E-10 1.31E-10
370651 3754120 1.22E-03 1.96E-03 5.36E-06 1.04E-06 8.92E-07 2.53E-07 370651.00 3754120.00 6.75E-07 1.08E-06 2.95E-09 5.76E-10 4.92E-10 1.39E-10
370671 3754120 1.29E-03 2.09E-03 5.89E-06 1.15E-06 9.54E-07 2.70E-07 370671.00 3754120.00 7.09E-07 1.15E-06 3.25E-09 6.33E-10 5.26E-10 1.49E-10
370691 3754120 1.35E-03 2.23E-03 6.52E-06 1.27E-06 1.02E-06 2.90E-07 370691.00 3754120.00 7.45E-07 1.23E-06 3.60E-09 7.01E-10 5.64E-10 1.60E-10
370711 3754120 1.42E-03 2.39E-03 7.26E-06 1.41E-06 1.10E-06 3.12E-07 370711.00 3754120.00 7.85E-07 1.32E-06 4.00E-09 7.80E-10 6.07E-10 1.72E-10
370731 3754120 1.50E-03 2.56E-03 8.13E-06 1.59E-06 1.19E-06 3.36E-07 370731.00 3754120.00 8.29E-07 1.41E-06 4.49E-09 8.74E-10 6.54E-10 1.85E-10
370751 3754120 1.59E-03 2.75E-03 9.24E-06 1.80E-06 1.28E-06 3.64E-07 370751.00 3754120.00 8.74E-07 1.52E-06 5.09E-09 9.93E-10 7.08E-10 2.01E-10
370771 3754120 1.67E-03 2.96E-03 1.06E-05 2.07E-06 1.39E-06 3.95E-07 370771.00 3754120.00 9.23E-07 1.63E-06 5.85E-09 1.14E-09 7.69E-10 2.18E-10
370791 3754120 1.77E-03 3.18E-03 1.23E-05 2.40E-06 1.52E-06 4.29E-07 370791.00 3754120.00 9.74E-07 1.76E-06 6.78E-09 1.32E-09 8.36E-10 2.37E-10
370811 3754120 1.87E-03 3.45E-03 1.45E-05 2.82E-06 1.66E-06 4.69E-07 370811.00 3754120.00 1.03E-06 1.90E-06 7.97E-09 1.55E-09 9.13E-10 2.59E-10
370831 3754120 1.98E-03 3.75E-03 1.74E-05 3.39E-06 1.82E-06 5.15E-07 370831.00 3754120.00 1.09E-06 2.07E-06 9.58E-09 1.87E-09 1.00E-09 2.84E-10
370851 3754120 2.12E-03 4.12E-03 2.16E-05 4.21E-06 2.01E-06 5.69E-07 370851.00 3754120.00 1.17E-06 2.27E-06 1.19E-08 2.32E-09 1.11E-09 3.14E-10
370871 3754120 2.27E-03 4.54E-03 2.79E-05 5.43E-06 2.23E-06 6.32E-07 370871.00 3754120.00 1.25E-06 2.50E-06 1.54E-08 3.00E-09 1.23E-09 3.48E-10
370891 3754120 2.42E-03 5.00E-03 3.81E-05 7.42E-06 2.49E-06 7.05E-07 370891.00 3754120.00 1.33E-06 2.76E-06 2.10E-08 4.09E-09 1.37E-09 3.89E-10
370911 3754120 2.59E-03 5.55E-03 5.72E-05 1.12E-05 2.80E-06 7.93E-07 370911.00 3754120.00 1.43E-06 3.06E-06 3.16E-08 6.15E-09 1.54E-09 4.37E-10
370931 3754120 2.77E-03 6.18E-03 1.02E-04 1.98E-05 3.17E-06 8.98E-07 370931.00 3754120.00 1.53E-06 3.41E-06 5.61E-08 1.09E-08 1.75E-09 4.95E-10
370951 3754120 2.98E-03 6.94E-03 1.14E-04 2.22E-05 3.63E-06 1.03E-06 370951.00 3754120.00 1.64E-06 3.82E-06 6.28E-08 1.22E-08 2.00E-09 5.66E-10
370971 3754120 3.20E-03 7.82E-03 1.22E-04 2.38E-05 4.19E-06 1.19E-06 370971.00 3754120.00 1.76E-06 4.31E-06 6.74E-08 1.31E-08 2.31E-09 6.54E-10
370991 3754120 3.45E-03 8.94E-03 2.11E-04 4.12E-05 4.91E-06 1.39E-06 370991.00 3754120.00 1.90E-06 4.93E-06 1.17E-07 2.27E-08 2.71E-09 7.67E-10
371011 3754120 3.73E-03 1.03E-02 2.79E-04 5.44E-05 5.83E-06 1.65E-06 371011.00 3754120.00 2.06E-06 5.68E-06 1.54E-07 3.00E-08 3.22E-09 9.11E-10
371031 3754120 4.02E-03 1.20E-02 2.23E-04 4.34E-05 7.06E-06 2.00E-06 371031.00 3754120.00 2.22E-06 6.60E-06 1.23E-07 2.39E-08 3.89E-09 1.10E-09
371051 3754120 4.34E-03 1.41E-02 2.86E-04 5.57E-05 8.75E-06 2.48E-06 371051.00 3754120.00 2.39E-06 7.76E-06 1.58E-07 3.07E-08 4.83E-09 1.37E-09
371071 3754120 4.67E-03 1.68E-02 2.28E-04 4.44E-05 1.12E-05 3.17E-06 371071.00 3754120.00 2.57E-06 9.26E-06 1.26E-07 2.45E-08 6.17E-09 1.75E-09
371091 3754120 5.01E-03 2.04E-02 2.88E-04 5.62E-05 1.49E-05 4.22E-06 371091.00 3754120.00 2.76E-06 1.13E-05 1.59E-07 3.10E-08 8.22E-09 2.33E-09
371111 3754120 5.36E-03 2.54E-02 2.30E-04 4.48E-05 2.12E-05 6.00E-06 371111.00 3754120.00 2.95E-06 1.40E-05 1.27E-07 2.47E-08 1.17E-08 3.31E-09
371131 3754120 5.71E-03 3.27E-02 2.88E-04 5.62E-05 3.33E-05 9.43E-06 371131.00 3754120.00 3.15E-06 1.80E-05 1.59E-07 3.10E-08 1.84E-08 5.20E-09
371151 3754120 6.04E-03 4.34E-02 2.31E-04 4.51E-05 6.36E-05 1.80E-05 371151.00 3754120.00 3.33E-06 2.39E-05 1.28E-07 2.49E-08 3.50E-08 9.93E-09
371171 3754120 6.33E-03 5.25E-02 2.88E-04 5.61E-05 1.00E-04 2.84E-05 371171.00 3754120.00 3.49E-06 2.89E-05 1.59E-07 3.09E-08 5.52E-08 1.56E-08
371271 3754120 6.32E-03 5.62E-02 2.70E-04 5.27E-05 3.96E-04 1.12E-04 371271.00 3754120.00 3.48E-06 3.10E-05 1.49E-07 2.90E-08 2.18E-07 6.18E-08
371291 3754120 6.00E-03 4.81E-02 2.80E-04 5.46E-05 4.00E-04 1.13E-04 371291.00 3754120.00 3.31E-06 2.65E-05 1.54E-07 3.01E-08 2.21E-07 6.25E-08
371311 3754120 5.57E-03 3.73E-02 2.66E-04 5.18E-05 4.00E-04 1.13E-04 371311.00 3754120.00 3.07E-06 2.06E-05 1.47E-07 2.86E-08 2.20E-07 6.24E-08
371331 3754120 5.09E-03 2.93E-02 2.73E-04 5.33E-05 3.96E-04 1.12E-04 371331.00 3754120.00 2.81E-06 1.62E-05 1.51E-07 2.94E-08 2.18E-07 6.18E-08
371351 3754120 4.57E-03 2.36E-02 2.57E-04 5.00E-05 4.66E-04 1.32E-04 371351.00 3754120.00 2.52E-06 1.30E-05 1.41E-07 2.76E-08 2.57E-07 7.28E-08
371371 3754120 4.08E-03 1.96E-02 2.57E-04 5.00E-05 4.49E-04 1.27E-04 371371.00 3754120.00 2.25E-06 1.08E-05 1.42E-07 2.76E-08 2.48E-07 7.02E-08
371391 3754120 3.61E-03 1.65E-02 2.21E-04 4.31E-05 4.03E-04 1.14E-04 371391.00 3754120.00 1.99E-06 9.11E-06 1.22E-07 2.38E-08 2.22E-07 6.29E-08
371411 3754120 3.17E-03 1.42E-02 2.15E-04 4.19E-05 3.48E-04 9.86E-05 371411.00 3754120.00 1.75E-06 7.81E-06 1.19E-07 2.31E-08 1.92E-07 5.43E-08
371431 3754120 2.80E-03 1.23E-02 1.28E-04 2.50E-05 1.96E-04 5.56E-05 371431.00 3754120.00 1.55E-06 6.79E-06 7.08E-08 1.38E-08 1.08E-07 3.07E-08
371451 3754120 2.50E-03 1.08E-02 8.13E-05 1.58E-05 1.14E-04 3.24E-05 371451.00 3754120.00 1.38E-06 5.98E-06 4.48E-08 8.73E-09 6.30E-08 1.78E-08
371471 3754120 2.24E-03 9.63E-03 5.75E-05 1.12E-05 7.68E-05 2.18E-05 371471.00 3754120.00 1.23E-06 5.31E-06 3.17E-08 6.18E-09 4.24E-08 1.20E-08
371491 3754120 2.01E-03 8.62E-03 4.31E-05 8.39E-06 5.52E-05 1.56E-05 371491.00 3754120.00 1.11E-06 4.75E-06 2.37E-08 4.63E-09 3.04E-08 8.62E-09
371511 3754120 1.83E-03 7.77E-03 3.39E-05 6.60E-06 4.19E-05 1.19E-05 371511.00 3754120.00 1.01E-06 4.28E-06 1.87E-08 3.64E-09 2.31E-08 6.55E-09
371531 3754120 1.69E-03 7.04E-03 2.76E-05 5.37E-06 3.31E-05 9.36E-06 371531.00 3754120.00 9.29E-07 3.88E-06 1.52E-08 2.96E-09 1.82E-08 5.16E-09
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371551 3754120 1.57E-03 6.42E-03 2.30E-05 4.48E-06 2.67E-05 7.57E-06 371551.00 3754120.00 8.64E-07 3.54E-06 1.27E-08 2.47E-09 1.47E-08 4.18E-09
371571 3754120 1.48E-03 5.88E-03 1.96E-05 3.81E-06 2.22E-05 6.28E-06 371571.00 3754120.00 8.15E-07 3.24E-06 1.08E-08 2.10E-09 1.22E-08 3.46E-09
371591 3754120 1.41E-03 5.41E-03 1.69E-05 3.30E-06 1.87E-05 5.30E-06 371591.00 3754120.00 7.77E-07 2.98E-06 9.33E-09 1.82E-09 1.03E-08 2.92E-09
371611 3754120 1.36E-03 5.00E-03 1.48E-05 2.89E-06 1.60E-05 4.53E-06 371611.00 3754120.00 7.49E-07 2.76E-06 8.17E-09 1.59E-09 8.82E-09 2.50E-09
371631 3754120 1.32E-03 4.63E-03 1.31E-05 2.56E-06 1.38E-05 3.92E-06 371631.00 3754120.00 7.27E-07 2.55E-06 7.23E-09 1.41E-09 7.63E-09 2.16E-09
371651 3754120 1.29E-03 4.30E-03 1.17E-05 2.28E-06 1.21E-05 3.43E-06 371651.00 3754120.00 7.11E-07 2.37E-06 6.46E-09 1.26E-09 6.68E-09 1.89E-09
371671 3754120 1.27E-03 4.01E-03 1.05E-05 2.06E-06 1.07E-05 3.03E-06 371671.00 3754120.00 6.98E-07 2.21E-06 5.81E-09 1.13E-09 5.89E-09 1.67E-09
371691 3754120 1.25E-03 3.75E-03 9.55E-06 1.86E-06 9.50E-06 2.69E-06 371691.00 3754120.00 6.87E-07 2.07E-06 5.27E-09 1.03E-09 5.24E-09 1.48E-09
371711 3754120 1.23E-03 3.51E-03 8.70E-06 1.70E-06 8.50E-06 2.41E-06 371711.00 3754120.00 6.78E-07 1.93E-06 4.80E-09 9.35E-10 4.69E-09 1.33E-09
371731 3754120 1.21E-03 3.29E-03 7.96E-06 1.55E-06 7.65E-06 2.17E-06 371731.00 3754120.00 6.69E-07 1.81E-06 4.39E-09 8.56E-10 4.22E-09 1.19E-09
371751 3754120 1.20E-03 3.09E-03 7.32E-06 1.43E-06 6.91E-06 1.96E-06 371751.00 3754120.00 6.60E-07 1.71E-06 4.04E-09 7.86E-10 3.81E-09 1.08E-09
371771 3754120 1.18E-03 2.91E-03 6.75E-06 1.32E-06 6.28E-06 1.78E-06 371771.00 3754120.00 6.50E-07 1.61E-06 3.72E-09 7.26E-10 3.46E-09 9.80E-10
371791 3754120 1.16E-03 2.75E-03 6.25E-06 1.22E-06 5.72E-06 1.62E-06 371791.00 3754120.00 6.40E-07 1.52E-06 3.45E-09 6.72E-10 3.16E-09 8.94E-10
371811 3754120 1.14E-03 2.60E-03 5.81E-06 1.13E-06 5.24E-06 1.48E-06 371811.00 3754120.00 6.30E-07 1.43E-06 3.20E-09 6.25E-10 2.89E-09 8.19E-10
371831 3754120 1.12E-03 2.46E-03 5.42E-06 1.06E-06 4.82E-06 1.36E-06 371831.00 3754120.00 6.19E-07 1.35E-06 2.99E-09 5.82E-10 2.66E-09 7.52E-10
370571 3754140 1.04E-03 1.58E-03 3.98E-06 7.76E-07 7.05E-07 2.00E-07 370571.00 3754140.00 5.73E-07 8.74E-07 2.20E-09 4.28E-10 3.89E-10 1.10E-10
370591 3754140 1.09E-03 1.68E-03 4.30E-06 8.39E-07 7.47E-07 2.11E-07 370591.00 3754140.00 6.00E-07 9.25E-07 2.37E-09 4.63E-10 4.12E-10 1.17E-10
370611 3754140 1.14E-03 1.78E-03 4.66E-06 9.09E-07 7.91E-07 2.24E-07 370611.00 3754140.00 6.29E-07 9.81E-07 2.57E-09 5.01E-10 4.36E-10 1.24E-10
370631 3754140 1.20E-03 1.89E-03 5.09E-06 9.91E-07 8.40E-07 2.38E-07 370631.00 3754140.00 6.60E-07 1.04E-06 2.80E-09 5.47E-10 4.63E-10 1.31E-10
370651 3754140 1.26E-03 2.01E-03 5.57E-06 1.09E-06 8.96E-07 2.54E-07 370651.00 3754140.00 6.93E-07 1.11E-06 3.07E-09 5.98E-10 4.94E-10 1.40E-10
370671 3754140 1.32E-03 2.15E-03 6.13E-06 1.20E-06 9.58E-07 2.71E-07 370671.00 3754140.00 7.29E-07 1.18E-06 3.38E-09 6.59E-10 5.28E-10 1.50E-10
370691 3754140 1.39E-03 2.30E-03 6.79E-06 1.32E-06 1.03E-06 2.91E-07 370691.00 3754140.00 7.68E-07 1.27E-06 3.74E-09 7.30E-10 5.66E-10 1.60E-10
370711 3754140 1.47E-03 2.46E-03 7.60E-06 1.48E-06 1.10E-06 3.13E-07 370711.00 3754140.00 8.10E-07 1.36E-06 4.19E-09 8.16E-10 6.09E-10 1.72E-10
370731 3754140 1.55E-03 2.64E-03 8.60E-06 1.68E-06 1.20E-06 3.39E-07 370731.00 3754140.00 8.55E-07 1.46E-06 4.74E-09 9.24E-10 6.59E-10 1.87E-10
370751 3754140 1.63E-03 2.83E-03 9.82E-06 1.91E-06 1.30E-06 3.67E-07 370751.00 3754140.00 9.01E-07 1.56E-06 5.42E-09 1.06E-09 7.14E-10 2.02E-10
370771 3754140 1.72E-03 3.04E-03 1.13E-05 2.20E-06 1.40E-06 3.97E-07 370771.00 3754140.00 9.50E-07 1.68E-06 6.22E-09 1.21E-09 7.74E-10 2.19E-10
370791 3754140 1.83E-03 3.29E-03 1.31E-05 2.56E-06 1.53E-06 4.32E-07 370791.00 3754140.00 1.01E-06 1.81E-06 7.24E-09 1.41E-09 8.42E-10 2.38E-10
370811 3754140 1.94E-03 3.58E-03 1.56E-05 3.03E-06 1.67E-06 4.72E-07 370811.00 3754140.00 1.07E-06 1.97E-06 8.58E-09 1.67E-09 9.19E-10 2.60E-10
370831 3754140 2.06E-03 3.90E-03 1.89E-05 3.68E-06 1.83E-06 5.18E-07 370831.00 3754140.00 1.14E-06 2.15E-06 1.04E-08 2.03E-09 1.01E-09 2.86E-10
370851 3754140 2.21E-03 4.30E-03 2.37E-05 4.62E-06 2.02E-06 5.72E-07 370851.00 3754140.00 1.22E-06 2.37E-06 1.31E-08 2.55E-09 1.11E-09 3.16E-10
370871 3754140 2.37E-03 4.76E-03 3.11E-05 6.06E-06 2.24E-06 6.36E-07 370871.00 3754140.00 1.31E-06 2.63E-06 1.71E-08 3.34E-09 1.24E-09 3.51E-10
370891 3754140 2.54E-03 5.27E-03 4.32E-05 8.41E-06 2.51E-06 7.10E-07 370891.00 3754140.00 1.40E-06 2.91E-06 2.38E-08 4.64E-09 1.38E-09 3.91E-10
370911 3754140 2.73E-03 5.87E-03 6.62E-05 1.29E-05 2.81E-06 7.97E-07 370911.00 3754140.00 1.50E-06 3.24E-06 3.65E-08 7.12E-09 1.55E-09 4.40E-10
370931 3754140 2.94E-03 6.59E-03 1.20E-04 2.34E-05 3.19E-06 9.03E-07 370931.00 3754140.00 1.62E-06 3.63E-06 6.63E-08 1.29E-08 1.76E-09 4.98E-10
370951 3754140 3.17E-03 7.45E-03 1.25E-04 2.45E-05 3.64E-06 1.03E-06 370951.00 3754140.00 1.75E-06 4.11E-06 6.92E-08 1.35E-08 2.01E-09 5.69E-10
370971 3754140 3.44E-03 8.50E-03 2.62E-04 5.10E-05 4.21E-06 1.19E-06 370971.00 3754140.00 1.89E-06 4.69E-06 1.44E-07 2.81E-08 2.32E-09 6.57E-10
370991 3754140 3.74E-03 9.82E-03 1.88E-04 3.66E-05 4.92E-06 1.39E-06 370991.00 3754140.00 2.06E-06 5.42E-06 1.04E-07 2.02E-08 2.71E-09 7.68E-10
371011 3754140 4.06E-03 1.14E-02 1.64E-04 3.19E-05 5.82E-06 1.65E-06 371011.00 3754140.00 2.24E-06 6.30E-06 9.03E-08 1.76E-08 3.21E-09 9.10E-10
371031 3754140 4.41E-03 1.35E-02 1.56E-04 3.04E-05 7.01E-06 1.99E-06 371031.00 3754140.00 2.43E-06 7.43E-06 8.61E-08 1.68E-08 3.87E-09 1.10E-09
371051 3754140 4.80E-03 1.61E-02 1.54E-04 3.00E-05 8.64E-06 2.45E-06 371051.00 3754140.00 2.65E-06 8.87E-06 8.50E-08 1.66E-08 4.76E-09 1.35E-09
371071 3754140 5.22E-03 1.96E-02 1.54E-04 3.00E-05 1.09E-05 3.10E-06 371071.00 3754140.00 2.88E-06 1.08E-05 8.48E-08 1.65E-08 6.03E-09 1.71E-09
371091 3754140 5.67E-03 2.45E-02 1.53E-04 2.98E-05 1.43E-05 4.06E-06 371091.00 3754140.00 3.13E-06 1.35E-05 8.42E-08 1.64E-08 7.90E-09 2.24E-09
371111 3754140 6.15E-03 3.19E-02 1.52E-04 2.97E-05 1.98E-05 5.60E-06 371111.00 3754140.00 3.39E-06 1.76E-05 8.40E-08 1.64E-08 1.09E-08 3.09E-09
371131 3754140 6.64E-03 4.34E-02 1.53E-04 2.98E-05 2.92E-05 8.28E-06 371131.00 3754140.00 3.66E-06 2.39E-05 8.42E-08 1.64E-08 1.61E-08 4.56E-09
371151 3754140 7.11E-03 6.16E-02 1.54E-04 3.01E-05 4.74E-05 1.34E-05 371151.00 3754140.00 3.92E-06 3.40E-05 8.52E-08 1.66E-08 2.61E-08 7.41E-09
371171 3754140 7.53E-03 7.79E-02 1.56E-04 3.05E-05 8.01E-05 2.27E-05 371171.00 3754140.00 4.15E-06 4.29E-05 8.62E-08 1.68E-08 4.42E-08 1.25E-08
371271 3754140 7.98E-03 1.09E-01 1.53E-04 2.98E-05 2.17E-04 6.13E-05 371271.00 3754140.00 4.40E-06 6.00E-05 8.44E-08 1.64E-08 1.19E-07 3.38E-08
371291 3754140 7.60E-03 8.76E-02 1.50E-04 2.92E-05 2.20E-04 6.23E-05 371291.00 3754140.00 4.19E-06 4.83E-05 8.27E-08 1.61E-08 1.21E-07 3.43E-08
371311 3754140 7.07E-03 6.31E-02 1.47E-04 2.87E-05 2.21E-04 6.27E-05 371311.00 3754140.00 3.90E-06 3.48E-05 8.12E-08 1.58E-08 1.22E-07 3.46E-08
371331 3754140 6.43E-03 4.65E-02 1.44E-04 2.81E-05 2.21E-04 6.26E-05 371331.00 3754140.00 3.55E-06 2.57E-05 7.96E-08 1.55E-08 1.22E-07 3.45E-08
371351 3754140 5.75E-03 3.58E-02 1.40E-04 2.73E-05 2.17E-04 6.14E-05 371351.00 3754140.00 3.17E-06 1.97E-05 7.73E-08 1.51E-08 1.19E-07 3.38E-08
371371 3754140 5.06E-03 2.85E-02 1.33E-04 2.60E-05 2.07E-04 5.87E-05 371371.00 3754140.00 2.79E-06 1.57E-05 7.35E-08 1.43E-08 1.14E-07 3.23E-08
371411 3754140 3.86E-03 1.96E-02 1.05E-04 2.05E-05 1.59E-04 4.50E-05 371411.00 3754140.00 2.13E-06 1.08E-05 5.79E-08 1.13E-08 8.75E-08 2.48E-08
371431 3754140 3.36E-03 1.67E-02 8.79E-05 1.71E-05 1.29E-04 3.65E-05 371431.00 3754140.00 1.85E-06 9.20E-06 4.85E-08 9.45E-09 7.10E-08 2.01E-08
371451 3754140 2.97E-03 1.44E-02 6.97E-05 1.36E-05 9.77E-05 2.77E-05 371451.00 3754140.00 1.64E-06 7.96E-06 3.85E-08 7.49E-09 5.39E-08 1.53E-08
371471 3754140 2.65E-03 1.26E-02 5.48E-05 1.07E-05 7.36E-05 2.09E-05 371471.00 3754140.00 1.46E-06 6.96E-06 3.02E-08 5.89E-09 4.06E-08 1.15E-08
371491 3754140 2.39E-03 1.11E-02 4.36E-05 8.50E-06 5.63E-05 1.59E-05 371491.00 3754140.00 1.32E-06 6.15E-06 2.40E-08 4.69E-09 3.10E-08 8.79E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371511 3754140 2.19E-03 9.93E-03 3.54E-05 6.90E-06 4.41E-05 1.25E-05 371511.00 3754140.00 1.21E-06 5.47E-06 1.95E-08 3.80E-09 2.43E-08 6.89E-09
371531 3754140 2.03E-03 8.91E-03 2.93E-05 5.72E-06 3.54E-05 1.00E-05 371531.00 3754140.00 1.12E-06 4.91E-06 1.62E-08 3.15E-09 1.95E-08 5.53E-09
371551 3754140 1.92E-03 8.05E-03 2.46E-05 4.80E-06 2.88E-05 8.16E-06 371551.00 3754140.00 1.06E-06 4.44E-06 1.36E-08 2.65E-09 1.59E-08 4.50E-09
371571 3754140 1.84E-03 7.31E-03 2.12E-05 4.12E-06 2.41E-05 6.83E-06 371571.00 3754140.00 1.01E-06 4.03E-06 1.17E-08 2.27E-09 1.33E-08 3.77E-09
371591 3754140 1.78E-03 6.67E-03 1.84E-05 3.58E-06 2.04E-05 5.78E-06 371591.00 3754140.00 9.81E-07 3.68E-06 1.01E-08 1.97E-09 1.13E-08 3.19E-09
371611 3754140 1.74E-03 6.11E-03 1.61E-05 3.13E-06 1.74E-05 4.94E-06 371611.00 3754140.00 9.57E-07 3.37E-06 8.87E-09 1.73E-09 9.62E-09 2.72E-09
371631 3754140 1.70E-03 5.62E-03 1.43E-05 2.78E-06 1.51E-05 4.29E-06 371631.00 3754140.00 9.40E-07 3.10E-06 7.86E-09 1.53E-09 8.34E-09 2.36E-09
371651 3754140 1.68E-03 5.19E-03 1.27E-05 2.48E-06 1.32E-05 3.75E-06 371651.00 3754140.00 9.26E-07 2.86E-06 7.03E-09 1.37E-09 7.30E-09 2.07E-09
371671 3754140 1.66E-03 4.81E-03 1.15E-05 2.24E-06 1.17E-05 3.31E-06 371671.00 3754140.00 9.13E-07 2.65E-06 6.33E-09 1.23E-09 6.45E-09 1.83E-09
371691 3754140 1.63E-03 4.47E-03 1.04E-05 2.03E-06 1.04E-05 2.94E-06 371691.00 3754140.00 9.00E-07 2.46E-06 5.73E-09 1.12E-09 5.73E-09 1.62E-09
371711 3754140 1.61E-03 4.16E-03 9.46E-06 1.84E-06 9.29E-06 2.63E-06 371711.00 3754140.00 8.87E-07 2.29E-06 5.22E-09 1.02E-09 5.12E-09 1.45E-09
371731 3754140 1.58E-03 3.88E-03 8.65E-06 1.69E-06 8.35E-06 2.36E-06 371731.00 3754140.00 8.73E-07 2.14E-06 4.77E-09 9.30E-10 4.60E-09 1.30E-09
371751 3754140 1.55E-03 3.63E-03 7.95E-06 1.55E-06 7.54E-06 2.14E-06 371751.00 3754140.00 8.57E-07 2.00E-06 4.38E-09 8.54E-10 4.16E-09 1.18E-09
371771 3754140 1.52E-03 3.41E-03 7.33E-06 1.43E-06 6.84E-06 1.94E-06 371771.00 3754140.00 8.41E-07 1.88E-06 4.04E-09 7.88E-10 3.77E-09 1.07E-09
371791 3754140 1.49E-03 3.20E-03 6.78E-06 1.32E-06 6.24E-06 1.77E-06 371791.00 3754140.00 8.23E-07 1.76E-06 3.74E-09 7.29E-10 3.44E-09 9.74E-10
371811 3754140 1.46E-03 3.01E-03 6.30E-06 1.23E-06 5.71E-06 1.62E-06 371811.00 3754140.00 8.05E-07 1.66E-06 3.47E-09 6.77E-10 3.15E-09 8.91E-10
371831 3754140 1.43E-03 2.84E-03 5.87E-06 1.14E-06 5.24E-06 1.48E-06 371831.00 3754140.00 7.86E-07 1.57E-06 3.23E-09 6.30E-10 2.89E-09 8.18E-10
370571 3754160 1.06E-03 1.61E-03 4.11E-06 8.02E-07 7.10E-07 2.01E-07 370571.00 3754160.00 5.86E-07 8.90E-07 2.27E-09 4.42E-10 3.91E-10 1.11E-10
370591 3754160 1.11E-03 1.71E-03 4.45E-06 8.67E-07 7.50E-07 2.13E-07 370591.00 3754160.00 6.14E-07 9.44E-07 2.45E-09 4.78E-10 4.14E-10 1.17E-10
370611 3754160 1.17E-03 1.82E-03 4.83E-06 9.41E-07 7.95E-07 2.25E-07 370611.00 3754160.00 6.45E-07 1.00E-06 2.66E-09 5.19E-10 4.38E-10 1.24E-10
370631 3754160 1.23E-03 1.93E-03 5.31E-06 1.04E-06 8.42E-07 2.38E-07 370631.00 3754160.00 6.75E-07 1.07E-06 2.93E-09 5.71E-10 4.64E-10 1.31E-10
370651 3754160 1.29E-03 2.06E-03 5.83E-06 1.14E-06 8.96E-07 2.54E-07 370651.00 3754160.00 7.10E-07 1.13E-06 3.22E-09 6.27E-10 4.94E-10 1.40E-10
370671 3754160 1.36E-03 2.20E-03 6.42E-06 1.25E-06 9.57E-07 2.71E-07 370671.00 3754160.00 7.48E-07 1.21E-06 3.54E-09 6.90E-10 5.28E-10 1.50E-10
370691 3754160 1.43E-03 2.36E-03 7.10E-06 1.38E-06 1.03E-06 2.91E-07 370691.00 3754160.00 7.89E-07 1.30E-06 3.92E-09 7.63E-10 5.66E-10 1.60E-10
370711 3754160 1.51E-03 2.53E-03 7.95E-06 1.55E-06 1.11E-06 3.14E-07 370711.00 3754160.00 8.35E-07 1.39E-06 4.38E-09 8.54E-10 6.11E-10 1.73E-10
370731 3754160 1.60E-03 2.71E-03 9.02E-06 1.76E-06 1.20E-06 3.40E-07 370731.00 3754160.00 8.81E-07 1.50E-06 4.97E-09 9.69E-10 6.61E-10 1.87E-10
370751 3754160 1.69E-03 2.91E-03 1.03E-05 2.01E-06 1.30E-06 3.67E-07 370751.00 3754160.00 9.30E-07 1.61E-06 5.70E-09 1.11E-09 7.15E-10 2.03E-10
370771 3754160 1.78E-03 3.13E-03 1.19E-05 2.32E-06 1.40E-06 3.98E-07 370771.00 3754160.00 9.81E-07 1.73E-06 6.55E-09 1.28E-09 7.74E-10 2.19E-10
370791 3754160 1.89E-03 3.39E-03 1.39E-05 2.71E-06 1.53E-06 4.33E-07 370791.00 3754160.00 1.04E-06 1.87E-06 7.66E-09 1.49E-09 8.42E-10 2.38E-10
370811 3754160 2.01E-03 3.70E-03 1.66E-05 3.23E-06 1.67E-06 4.72E-07 370811.00 3754160.00 1.11E-06 2.04E-06 9.13E-09 1.78E-09 9.20E-10 2.60E-10
370831 3754160 2.15E-03 4.05E-03 2.02E-05 3.94E-06 1.83E-06 5.18E-07 370831.00 3754160.00 1.18E-06 2.23E-06 1.11E-08 2.17E-09 1.01E-09 2.86E-10
370851 3754160 2.30E-03 4.46E-03 2.55E-05 4.96E-06 2.02E-06 5.71E-07 370851.00 3754160.00 1.27E-06 2.46E-06 1.40E-08 2.74E-09 1.11E-09 3.15E-10
370871 3754160 2.48E-03 4.97E-03 3.36E-05 6.56E-06 2.24E-06 6.34E-07 370871.00 3754160.00 1.37E-06 2.74E-06 1.85E-08 3.61E-09 1.23E-09 3.50E-10
370891 3754160 2.67E-03 5.52E-03 4.70E-05 9.17E-06 2.50E-06 7.07E-07 370891.00 3754160.00 1.47E-06 3.04E-06 2.59E-08 5.05E-09 1.38E-09 3.90E-10
370911 3754160 2.88E-03 6.20E-03 7.27E-05 1.42E-05 2.80E-06 7.93E-07 370911.00 3754160.00 1.59E-06 3.42E-06 4.01E-08 7.82E-09 1.54E-09 4.37E-10
370931 3754160 3.11E-03 6.97E-03 1.32E-04 2.58E-05 3.16E-06 8.96E-07 370931.00 3754160.00 1.72E-06 3.84E-06 7.30E-08 1.42E-08 1.74E-09 4.94E-10
370951 3754160 3.37E-03 7.90E-03 1.17E-04 2.28E-05 3.61E-06 1.02E-06 370951.00 3754160.00 1.86E-06 4.36E-06 6.46E-08 1.26E-08 1.99E-09 5.63E-10
370971 3754160 3.68E-03 9.12E-03 2.26E-04 4.40E-05 4.15E-06 1.18E-06 370971.00 3754160.00 2.03E-06 5.03E-06 1.25E-07 2.43E-08 2.29E-09 6.48E-10
370991 3754160 4.02E-03 1.06E-02 1.51E-04 2.93E-05 4.82E-06 1.37E-06 370991.00 3754160.00 2.21E-06 5.83E-06 8.30E-08 1.62E-08 2.66E-09 7.53E-10
371011 3754160 4.39E-03 1.24E-02 1.17E-04 2.29E-05 5.67E-06 1.61E-06 371011.00 3754160.00 2.42E-06 6.85E-06 6.47E-08 1.26E-08 3.13E-09 8.86E-10
371031 3754160 4.81E-03 1.48E-02 1.02E-04 1.98E-05 6.77E-06 1.92E-06 371031.00 3754160.00 2.65E-06 8.14E-06 5.61E-08 1.09E-08 3.73E-09 1.06E-09
371051 3754160 5.28E-03 1.78E-02 9.47E-05 1.85E-05 8.23E-06 2.33E-06 371051.00 3754160.00 2.91E-06 9.84E-06 5.22E-08 1.02E-08 4.54E-09 1.29E-09
371071 3754160 5.80E-03 2.20E-02 9.13E-05 1.78E-05 1.02E-05 2.90E-06 371071.00 3754160.00 3.20E-06 1.22E-05 5.03E-08 9.81E-09 5.65E-09 1.60E-09
371091 3754160 6.39E-03 2.81E-02 8.84E-05 1.72E-05 1.30E-05 3.68E-06 371091.00 3754160.00 3.52E-06 1.55E-05 4.87E-08 9.50E-09 7.16E-09 2.03E-09
371111 3754160 6.99E-03 3.73E-02 8.47E-05 1.65E-05 1.68E-05 4.75E-06 371111.00 3754160.00 3.86E-06 2.06E-05 4.67E-08 9.10E-09 9.24E-09 2.62E-09
371131 3754160 7.68E-03 5.24E-02 8.49E-05 1.65E-05 2.27E-05 6.43E-06 371131.00 3754160.00 4.23E-06 2.89E-05 4.68E-08 9.12E-09 1.25E-08 3.54E-09
371151 3754160 8.39E-03 7.61E-02 8.75E-05 1.71E-05 3.19E-05 9.04E-06 371151.00 3754160.00 4.63E-06 4.20E-05 4.83E-08 9.41E-09 1.76E-08 4.98E-09
371171 3754160 9.01E-03 9.45E-02 9.01E-05 1.76E-05 4.42E-05 1.25E-05 371171.00 3754160.00 4.97E-06 5.21E-05 4.97E-08 9.68E-09 2.44E-08 6.91E-09
371271 3754160 1.03E-02 1.37E-01 8.79E-05 1.71E-05 9.71E-05 2.75E-05 371271.00 3754160.00 5.68E-06 7.58E-05 4.85E-08 9.45E-09 5.36E-08 1.52E-08
371291 3754160 9.84E-03 1.12E-01 8.68E-05 1.69E-05 1.03E-04 2.91E-05 371291.00 3754160.00 5.42E-06 6.19E-05 4.78E-08 9.32E-09 5.67E-08 1.61E-08
371311 3754160 9.16E-03 8.28E-02 8.52E-05 1.66E-05 1.06E-04 3.01E-05 371311.00 3754160.00 5.05E-06 4.57E-05 4.70E-08 9.15E-09 5.86E-08 1.66E-08
371411 3754160 4.78E-03 2.53E-02 6.37E-05 1.24E-05 8.54E-05 2.42E-05 371411.00 3754160.00 2.64E-06 1.39E-05 3.51E-08 6.84E-09 4.71E-08 1.33E-08
371431 3754160 4.13E-03 2.13E-02 5.79E-05 1.13E-05 7.70E-05 2.18E-05 371431.00 3754160.00 2.28E-06 1.17E-05 3.19E-08 6.22E-09 4.25E-08 1.20E-08
371451 3754160 3.62E-03 1.83E-02 5.14E-05 1.00E-05 6.74E-05 1.91E-05 371451.00 3754160.00 2.00E-06 1.01E-05 2.83E-08 5.52E-09 3.71E-08 1.05E-08
371471 3754160 3.24E-03 1.58E-02 4.47E-05 8.71E-06 5.73E-05 1.62E-05 371471.00 3754160.00 1.79E-06 8.73E-06 2.46E-08 4.80E-09 3.16E-08 8.94E-09
371491 3754160 2.95E-03 1.39E-02 3.84E-05 7.48E-06 4.80E-05 1.36E-05 371491.00 3754160.00 1.63E-06 7.64E-06 2.12E-08 4.13E-09 2.65E-08 7.50E-09
371511 3754160 2.74E-03 1.22E-02 3.29E-05 6.42E-06 4.01E-05 1.13E-05 371511.00 3754160.00 1.51E-06 6.75E-06 1.82E-08 3.54E-09 2.21E-08 6.26E-09
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371531 3754160 2.60E-03 1.09E-02 2.83E-05 5.52E-06 3.36E-05 9.50E-06 371531.00 3754160.00 1.43E-06 6.02E-06 1.56E-08 3.04E-09 1.85E-08 5.24E-09
371551 3754160 2.50E-03 9.79E-03 2.44E-05 4.76E-06 2.82E-05 7.98E-06 371551.00 3754160.00 1.38E-06 5.40E-06 1.35E-08 2.63E-09 1.55E-08 4.40E-09
371571 3754160 2.44E-03 8.83E-03 2.14E-05 4.17E-06 2.41E-05 6.82E-06 371571.00 3754160.00 1.34E-06 4.87E-06 1.18E-08 2.30E-09 1.33E-08 3.76E-09
371591 3754160 2.39E-03 8.01E-03 1.88E-05 3.66E-06 2.07E-05 5.86E-06 371591.00 3754160.00 1.32E-06 4.42E-06 1.04E-08 2.02E-09 1.14E-08 3.23E-09
371611 3754160 2.35E-03 7.31E-03 1.66E-05 3.24E-06 1.79E-05 5.06E-06 371611.00 3754160.00 1.30E-06 4.03E-06 9.16E-09 1.78E-09 9.84E-09 2.79E-09
371631 3754160 2.32E-03 6.68E-03 1.48E-05 2.89E-06 1.56E-05 4.42E-06 371631.00 3754160.00 1.28E-06 3.68E-06 8.18E-09 1.59E-09 8.61E-09 2.44E-09
371651 3754160 2.28E-03 6.14E-03 1.33E-05 2.60E-06 1.38E-05 3.90E-06 371651.00 3754160.00 1.26E-06 3.38E-06 7.35E-09 1.43E-09 7.58E-09 2.15E-09
371671 3754160 2.24E-03 5.66E-03 1.20E-05 2.35E-06 1.22E-05 3.45E-06 371671.00 3754160.00 1.24E-06 3.12E-06 6.64E-09 1.29E-09 6.72E-09 1.90E-09
371691 3754160 2.20E-03 5.23E-03 1.09E-05 2.13E-06 1.09E-05 3.08E-06 371691.00 3754160.00 1.21E-06 2.88E-06 6.03E-09 1.18E-09 6.00E-09 1.70E-09
371711 3754160 2.15E-03 4.85E-03 9.99E-06 1.95E-06 9.76E-06 2.76E-06 371711.00 3754160.00 1.19E-06 2.67E-06 5.51E-09 1.07E-09 5.38E-09 1.52E-09
371731 3754160 2.10E-03 4.51E-03 9.15E-06 1.78E-06 8.79E-06 2.49E-06 371731.00 3754160.00 1.16E-06 2.49E-06 5.05E-09 9.84E-10 4.85E-09 1.37E-09
371751 3754160 2.05E-03 4.20E-03 8.43E-06 1.64E-06 7.97E-06 2.26E-06 371751.00 3754160.00 1.13E-06 2.32E-06 4.65E-09 9.06E-10 4.39E-09 1.24E-09
371771 3754160 1.99E-03 3.93E-03 7.78E-06 1.52E-06 7.24E-06 2.05E-06 371771.00 3754160.00 1.10E-06 2.16E-06 4.29E-09 8.36E-10 3.99E-09 1.13E-09
371791 3754160 1.93E-03 3.67E-03 7.20E-06 1.40E-06 6.60E-06 1.87E-06 371791.00 3754160.00 1.07E-06 2.03E-06 3.97E-09 7.74E-10 3.64E-09 1.03E-09
371811 3754160 1.88E-03 3.45E-03 6.70E-06 1.31E-06 6.05E-06 1.71E-06 371811.00 3754160.00 1.03E-06 1.90E-06 3.69E-09 7.20E-10 3.34E-09 9.45E-10
371831 3754160 1.82E-03 3.24E-03 6.24E-06 1.22E-06 5.56E-06 1.58E-06 371831.00 3754160.00 1.00E-06 1.79E-06 3.44E-09 6.71E-10 3.07E-09 8.69E-10
370571 3754180 1.09E-03 1.64E-03 4.24E-06 8.26E-07 7.12E-07 2.02E-07 370571.00 3754180.00 5.99E-07 9.05E-07 2.34E-09 4.55E-10 3.93E-10 1.11E-10
370591 3754180 1.14E-03 1.74E-03 4.59E-06 8.94E-07 7.52E-07 2.13E-07 370591.00 3754180.00 6.28E-07 9.60E-07 2.53E-09 4.93E-10 4.15E-10 1.17E-10
370611 3754180 1.20E-03 1.85E-03 4.98E-06 9.70E-07 7.95E-07 2.25E-07 370611.00 3754180.00 6.60E-07 1.02E-06 2.74E-09 5.35E-10 4.38E-10 1.24E-10
370631 3754180 1.26E-03 1.97E-03 5.48E-06 1.07E-06 8.42E-07 2.38E-07 370631.00 3754180.00 6.92E-07 1.09E-06 3.02E-09 5.88E-10 4.64E-10 1.31E-10
370651 3754180 1.32E-03 2.10E-03 6.03E-06 1.18E-06 8.95E-07 2.54E-07 370651.00 3754180.00 7.28E-07 1.16E-06 3.32E-09 6.48E-10 4.94E-10 1.40E-10
370671 3754180 1.39E-03 2.24E-03 6.65E-06 1.30E-06 9.56E-07 2.71E-07 370671.00 3754180.00 7.68E-07 1.24E-06 3.67E-09 7.15E-10 5.27E-10 1.49E-10
370691 3754180 1.47E-03 2.41E-03 7.37E-06 1.44E-06 1.02E-06 2.90E-07 370691.00 3754180.00 8.11E-07 1.33E-06 4.06E-09 7.92E-10 5.65E-10 1.60E-10
370711 3754180 1.56E-03 2.58E-03 8.26E-06 1.61E-06 1.11E-06 3.13E-07 370711.00 3754180.00 8.59E-07 1.42E-06 4.56E-09 8.88E-10 6.10E-10 1.73E-10
370731 3754180 1.65E-03 2.77E-03 9.40E-06 1.83E-06 1.20E-06 3.39E-07 370731.00 3754180.00 9.07E-07 1.53E-06 5.19E-09 1.01E-09 6.60E-10 1.87E-10
370751 3754180 1.74E-03 2.98E-03 1.08E-05 2.10E-06 1.29E-06 3.66E-07 370751.00 3754180.00 9.59E-07 1.65E-06 5.94E-09 1.16E-09 7.12E-10 2.02E-10
370771 3754180 1.84E-03 3.21E-03 1.24E-05 2.42E-06 1.40E-06 3.96E-07 370771.00 3754180.00 1.01E-06 1.77E-06 6.85E-09 1.33E-09 7.71E-10 2.18E-10
370791 3754180 1.95E-03 3.49E-03 1.46E-05 2.84E-06 1.52E-06 4.30E-07 370791.00 3754180.00 1.08E-06 1.92E-06 8.03E-09 1.56E-09 8.37E-10 2.37E-10
370811 3754180 2.09E-03 3.82E-03 1.74E-05 3.40E-06 1.66E-06 4.69E-07 370811.00 3754180.00 1.15E-06 2.10E-06 9.61E-09 1.87E-09 9.14E-10 2.59E-10
370831 3754180 2.23E-03 4.17E-03 2.13E-05 4.14E-06 1.81E-06 5.14E-07 370831.00 3754180.00 1.23E-06 2.30E-06 1.17E-08 2.28E-09 1.00E-09 2.83E-10
370851 3754180 2.40E-03 4.61E-03 2.69E-05 5.24E-06 2.00E-06 5.66E-07 370851.00 3754180.00 1.32E-06 2.54E-06 1.48E-08 2.89E-09 1.10E-09 3.12E-10
370871 3754180 2.59E-03 5.14E-03 3.56E-05 6.94E-06 2.21E-06 6.26E-07 370871.00 3754180.00 1.43E-06 2.83E-06 1.96E-08 3.83E-09 1.22E-09 3.45E-10
370891 3754180 2.79E-03 5.74E-03 5.00E-05 9.75E-06 2.46E-06 6.97E-07 370891.00 3754180.00 1.54E-06 3.16E-06 2.76E-08 5.37E-09 1.36E-09 3.84E-10
370911 3754180 3.03E-03 6.47E-03 7.78E-05 1.52E-05 2.75E-06 7.80E-07 370911.00 3754180.00 1.67E-06 3.57E-06 4.29E-08 8.36E-09 1.52E-09 4.30E-10
370931 3754180 3.29E-03 7.30E-03 1.44E-04 2.81E-05 3.10E-06 8.78E-07 370931.00 3754180.00 1.81E-06 4.03E-06 7.95E-08 1.55E-08 1.71E-09 4.84E-10
370951 3754180 3.57E-03 8.30E-03 1.22E-04 2.37E-05 3.52E-06 9.96E-07 370951.00 3754180.00 1.97E-06 4.58E-06 6.72E-08 1.31E-08 1.94E-09 5.49E-10
370971 3754180 3.93E-03 9.64E-03 2.03E-04 3.96E-05 4.02E-06 1.14E-06 370971.00 3754180.00 2.16E-06 5.31E-06 1.12E-07 2.18E-08 2.22E-09 6.28E-10
370991 3754180 4.31E-03 1.13E-02 1.32E-04 2.57E-05 4.63E-06 1.31E-06 370991.00 3754180.00 2.38E-06 6.20E-06 7.27E-08 1.42E-08 2.55E-09 7.23E-10
371011 3754180 4.75E-03 1.33E-02 9.88E-05 1.93E-05 5.39E-06 1.53E-06 371011.00 3754180.00 2.62E-06 7.33E-06 5.45E-08 1.06E-08 2.97E-09 8.41E-10
371031 3754180 5.24E-03 1.59E-02 8.16E-05 1.59E-05 6.35E-06 1.80E-06 371031.00 3754180.00 2.89E-06 8.77E-06 4.50E-08 8.77E-09 3.50E-09 9.91E-10
371051 3754180 5.80E-03 1.94E-02 7.20E-05 1.40E-05 7.59E-06 2.15E-06 371051.00 3754180.00 3.20E-06 1.07E-05 3.97E-08 7.74E-09 4.18E-09 1.18E-09
371071 3754180 6.44E-03 2.41E-02 6.65E-05 1.30E-05 9.22E-06 2.61E-06 371071.00 3754180.00 3.55E-06 1.33E-05 3.67E-08 7.15E-09 5.08E-09 1.44E-09
371091 3754180 7.15E-03 3.10E-02 6.23E-05 1.21E-05 1.13E-05 3.19E-06 371091.00 3754180.00 3.94E-06 1.71E-05 3.44E-08 6.70E-09 6.22E-09 1.76E-09
371111 3754180 7.96E-03 4.12E-02 6.05E-05 1.18E-05 1.41E-05 3.99E-06 371111.00 3754180.00 4.39E-06 2.27E-05 3.34E-08 6.50E-09 7.78E-09 2.20E-09
371131 3754180 8.89E-03 5.76E-02 5.99E-05 1.17E-05 1.79E-05 5.06E-06 371131.00 3754180.00 4.90E-06 3.18E-05 3.30E-08 6.44E-09 9.86E-09 2.79E-09
371151 3754180 9.86E-03 8.26E-02 6.02E-05 1.17E-05 2.27E-05 6.44E-06 371151.00 3754180.00 5.44E-06 4.55E-05 3.32E-08 6.47E-09 1.25E-08 3.55E-09
371171 3754180 1.08E-02 1.04E-01 6.07E-05 1.18E-05 2.83E-05 8.01E-06 371171.00 3754180.00 5.97E-06 5.74E-05 3.35E-08 6.53E-09 1.56E-08 4.42E-09
371271 3754180 1.37E-02 1.53E-01 5.79E-05 1.13E-05 5.10E-05 1.44E-05 371271.00 3754180.00 7.55E-06 8.44E-05 3.19E-08 6.22E-09 2.81E-08 7.96E-09
371291 3754180 1.32E-02 1.27E-01 5.70E-05 1.11E-05 5.45E-05 1.54E-05 371291.00 3754180.00 7.28E-06 7.02E-05 3.14E-08 6.12E-09 3.01E-08 8.52E-09
371311 3754180 1.24E-02 9.60E-02 5.58E-05 1.09E-05 5.71E-05 1.62E-05 371311.00 3754180.00 6.82E-06 5.29E-05 3.08E-08 6.00E-09 3.15E-08 8.92E-09
371411 3754180 6.14E-03 3.05E-02 4.39E-05 8.55E-06 5.16E-05 1.46E-05 371411.00 3754180.00 3.39E-06 1.68E-05 2.42E-08 4.71E-09 2.84E-08 8.06E-09
371431 3754180 5.27E-03 2.57E-02 4.11E-05 8.00E-06 4.86E-05 1.38E-05 371431.00 3754180.00 2.91E-06 1.42E-05 2.26E-08 4.41E-09 2.68E-08 7.60E-09
371451 3754180 4.66E-03 2.20E-02 3.79E-05 7.39E-06 4.49E-05 1.27E-05 371451.00 3754180.00 2.57E-06 1.21E-05 2.09E-08 4.07E-09 2.48E-08 7.02E-09
371471 3754180 4.21E-03 1.90E-02 3.49E-05 6.80E-06 4.12E-05 1.17E-05 371471.00 3754180.00 2.32E-06 1.05E-05 1.93E-08 3.75E-09 2.27E-08 6.44E-09
371491 3754180 3.91E-03 1.66E-02 3.17E-05 6.17E-06 3.70E-05 1.05E-05 371491.00 3754180.00 2.16E-06 9.14E-06 1.75E-08 3.40E-09 2.04E-08 5.78E-09
371511 3754180 3.72E-03 1.46E-02 2.85E-05 5.56E-06 3.29E-05 9.31E-06 371511.00 3754180.00 2.05E-06 8.04E-06 1.57E-08 3.06E-09 1.81E-08 5.13E-09
371531 3754180 3.60E-03 1.29E-02 2.55E-05 4.98E-06 2.89E-05 8.20E-06 371531.00 3754180.00 1.99E-06 7.13E-06 1.41E-08 2.74E-09 1.60E-08 4.52E-09
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371551 3754180 3.53E-03 1.16E-02 2.28E-05 4.45E-06 2.54E-05 7.19E-06 371551.00 3754180.00 1.94E-06 6.37E-06 1.26E-08 2.45E-09 1.40E-08 3.97E-09
371571 3754180 3.47E-03 1.04E-02 2.04E-05 3.98E-06 2.23E-05 6.31E-06 371571.00 3754180.00 1.91E-06 5.73E-06 1.13E-08 2.19E-09 1.23E-08 3.48E-09
371591 3754180 3.41E-03 9.38E-03 1.83E-05 3.57E-06 1.96E-05 5.55E-06 371591.00 3754180.00 1.88E-06 5.17E-06 1.01E-08 1.97E-09 1.08E-08 3.06E-09
371611 3754180 3.35E-03 8.52E-03 1.64E-05 3.20E-06 1.72E-05 4.87E-06 371611.00 3754180.00 1.85E-06 4.70E-06 9.05E-09 1.76E-09 9.49E-09 2.69E-09
371631 3754180 3.28E-03 7.77E-03 1.48E-05 2.89E-06 1.53E-05 4.33E-06 371631.00 3754180.00 1.81E-06 4.28E-06 8.17E-09 1.59E-09 8.42E-09 2.38E-09
371651 3754180 3.20E-03 7.11E-03 1.34E-05 2.62E-06 1.36E-05 3.85E-06 371651.00 3754180.00 1.76E-06 3.92E-06 7.41E-09 1.44E-09 7.50E-09 2.13E-09
371671 3754180 3.11E-03 6.53E-03 1.22E-05 2.39E-06 1.22E-05 3.45E-06 371671.00 3754180.00 1.72E-06 3.60E-06 6.75E-09 1.32E-09 6.71E-09 1.90E-09
371691 3754180 3.02E-03 6.01E-03 1.12E-05 2.18E-06 1.09E-05 3.10E-06 371691.00 3754180.00 1.66E-06 3.31E-06 6.17E-09 1.20E-09 6.04E-09 1.71E-09
371711 3754180 2.92E-03 5.56E-03 1.03E-05 2.00E-06 9.88E-06 2.80E-06 371711.00 3754180.00 1.61E-06 3.06E-06 5.66E-09 1.10E-09 5.45E-09 1.54E-09
371731 3754180 2.81E-03 5.15E-03 9.44E-06 1.84E-06 8.95E-06 2.53E-06 371731.00 3754180.00 1.55E-06 2.84E-06 5.21E-09 1.01E-09 4.93E-09 1.40E-09
371751 3754180 2.71E-03 4.79E-03 8.73E-06 1.70E-06 8.15E-06 2.31E-06 371751.00 3754180.00 1.49E-06 2.64E-06 4.81E-09 9.38E-10 4.50E-09 1.27E-09
371771 3754180 2.61E-03 4.46E-03 8.08E-06 1.57E-06 7.44E-06 2.11E-06 371771.00 3754180.00 1.44E-06 2.46E-06 4.46E-09 8.68E-10 4.10E-09 1.16E-09
371791 3754180 2.50E-03 4.16E-03 7.50E-06 1.46E-06 6.81E-06 1.93E-06 371791.00 3754180.00 1.38E-06 2.29E-06 4.14E-09 8.06E-10 3.75E-09 1.06E-09
371811 3754180 2.40E-03 3.89E-03 6.99E-06 1.36E-06 6.25E-06 1.77E-06 371811.00 3754180.00 1.32E-06 2.15E-06 3.85E-09 7.51E-10 3.45E-09 9.76E-10
371831 3754180 2.31E-03 3.65E-03 6.52E-06 1.27E-06 5.76E-06 1.63E-06 371831.00 3754180.00 1.27E-06 2.01E-06 3.60E-09 7.01E-10 3.18E-09 9.00E-10
370571 3754200 1.11E-03 1.66E-03 4.35E-06 8.47E-07 7.11E-07 2.01E-07 370571.00 3754200.00 6.10E-07 9.15E-07 2.40E-09 4.67E-10 3.92E-10 1.11E-10
370591 3754200 1.16E-03 1.76E-03 4.72E-06 9.20E-07 7.52E-07 2.13E-07 370591.00 3754200.00 6.41E-07 9.71E-07 2.60E-09 5.07E-10 4.15E-10 1.18E-10
370611 3754200 1.22E-03 1.87E-03 5.14E-06 1.00E-06 7.96E-07 2.26E-07 370611.00 3754200.00 6.74E-07 1.03E-06 2.83E-09 5.52E-10 4.39E-10 1.24E-10
370631 3754200 1.29E-03 2.00E-03 5.61E-06 1.09E-06 8.39E-07 2.38E-07 370631.00 3754200.00 7.10E-07 1.10E-06 3.09E-09 6.03E-10 4.62E-10 1.31E-10
370651 3754200 1.35E-03 2.13E-03 6.19E-06 1.21E-06 8.91E-07 2.52E-07 370651.00 3754200.00 7.46E-07 1.18E-06 3.41E-09 6.65E-10 4.91E-10 1.39E-10
370671 3754200 1.43E-03 2.28E-03 6.84E-06 1.33E-06 9.50E-07 2.69E-07 370671.00 3754200.00 7.87E-07 1.26E-06 3.77E-09 7.35E-10 5.24E-10 1.48E-10
370691 3754200 1.51E-03 2.45E-03 7.60E-06 1.48E-06 1.02E-06 2.88E-07 370691.00 3754200.00 8.32E-07 1.35E-06 4.19E-09 8.16E-10 5.61E-10 1.59E-10
370711 3754200 1.60E-03 2.63E-03 8.52E-06 1.66E-06 1.10E-06 3.10E-07 370711.00 3754200.00 8.83E-07 1.45E-06 4.70E-09 9.16E-10 6.04E-10 1.71E-10
370731 3754200 1.69E-03 2.83E-03 9.72E-06 1.89E-06 1.19E-06 3.36E-07 370731.00 3754200.00 9.34E-07 1.56E-06 5.36E-09 1.04E-09 6.54E-10 1.85E-10
370751 3754200 1.79E-03 3.05E-03 1.11E-05 2.17E-06 1.28E-06 3.62E-07 370751.00 3754200.00 9.89E-07 1.68E-06 6.15E-09 1.20E-09 7.06E-10 2.00E-10
370771 3754200 1.90E-03 3.29E-03 1.29E-05 2.51E-06 1.38E-06 3.92E-07 370771.00 3754200.00 1.05E-06 1.81E-06 7.11E-09 1.38E-09 7.62E-10 2.16E-10
370791 3754200 2.02E-03 3.57E-03 1.51E-05 2.95E-06 1.50E-06 4.25E-07 370791.00 3754200.00 1.12E-06 1.97E-06 8.34E-09 1.63E-09 8.27E-10 2.34E-10
370811 3754200 2.16E-03 3.90E-03 1.81E-05 3.52E-06 1.63E-06 4.62E-07 370811.00 3754200.00 1.19E-06 2.15E-06 9.96E-09 1.94E-09 9.00E-10 2.55E-10
370831 3754200 2.31E-03 4.28E-03 2.21E-05 4.31E-06 1.78E-06 5.05E-07 370831.00 3754200.00 1.28E-06 2.36E-06 1.22E-08 2.38E-09 9.84E-10 2.79E-10
370851 3754200 2.49E-03 4.74E-03 2.80E-05 5.46E-06 1.96E-06 5.55E-07 370851.00 3754200.00 1.37E-06 2.61E-06 1.55E-08 3.01E-09 1.08E-09 3.06E-10
370871 3754200 2.70E-03 5.29E-03 3.72E-05 7.25E-06 2.16E-06 6.13E-07 370871.00 3754200.00 1.49E-06 2.91E-06 2.05E-08 4.00E-09 1.19E-09 3.38E-10
370891 3754200 2.93E-03 5.93E-03 5.26E-05 1.03E-05 2.40E-06 6.80E-07 370891.00 3754200.00 1.62E-06 3.27E-06 2.90E-08 5.65E-09 1.32E-09 3.75E-10
370911 3754200 3.18E-03 6.67E-03 8.27E-05 1.61E-05 2.68E-06 7.58E-07 370911.00 3754200.00 1.75E-06 3.68E-06 4.56E-08 8.89E-09 1.48E-09 4.18E-10
370931 3754200 3.46E-03 7.56E-03 1.57E-04 3.07E-05 3.00E-06 8.50E-07 370931.00 3754200.00 1.91E-06 4.17E-06 8.67E-08 1.69E-08 1.65E-09 4.69E-10
370951 3754200 3.78E-03 8.62E-03 1.10E-04 2.14E-05 3.39E-06 9.59E-07 370951.00 3754200.00 2.08E-06 4.75E-06 6.05E-08 1.18E-08 1.87E-09 5.29E-10
370971 3754200 4.17E-03 1.00E-02 1.88E-04 3.66E-05 3.84E-06 1.09E-06 370971.00 3754200.00 2.30E-06 5.53E-06 1.04E-07 2.02E-08 2.12E-09 6.00E-10
370991 3754200 4.62E-03 1.18E-02 1.17E-04 2.27E-05 4.34E-06 1.23E-06 370991.00 3754200.00 2.55E-06 6.51E-06 6.42E-08 1.25E-08 2.40E-09 6.78E-10
371011 3754200 5.09E-03 1.39E-02 8.60E-05 1.68E-05 4.98E-06 1.41E-06 371011.00 3754200.00 2.81E-06 7.69E-06 4.74E-08 9.24E-09 2.75E-09 7.78E-10
371031 3754200 5.65E-03 1.67E-02 7.05E-05 1.37E-05 5.80E-06 1.64E-06 371031.00 3754200.00 3.12E-06 9.22E-06 3.89E-08 7.58E-09 3.20E-09 9.06E-10
371051 3754200 6.31E-03 2.04E-02 6.09E-05 1.19E-05 6.82E-06 1.93E-06 371051.00 3754200.00 3.48E-06 1.13E-05 3.36E-08 6.55E-09 3.76E-09 1.06E-09
371071 3754200 7.07E-03 2.55E-02 5.46E-05 1.06E-05 8.08E-06 2.29E-06 371071.00 3754200.00 3.90E-06 1.40E-05 3.01E-08 5.87E-09 4.45E-09 1.26E-09
371091 3754200 7.96E-03 3.27E-02 5.05E-05 9.85E-06 9.65E-06 2.73E-06 371091.00 3754200.00 4.39E-06 1.80E-05 2.79E-08 5.43E-09 5.32E-09 1.51E-09
371111 3754200 9.03E-03 4.36E-02 4.81E-05 9.38E-06 1.16E-05 3.30E-06 371111.00 3754200.00 4.98E-06 2.40E-05 2.65E-08 5.17E-09 6.42E-09 1.82E-09
371131 3754200 1.03E-02 6.05E-02 4.68E-05 9.12E-06 1.41E-05 3.98E-06 371131.00 3754200.00 5.66E-06 3.34E-05 2.58E-08 5.03E-09 7.75E-09 2.19E-09
371151 3754200 1.16E-02 8.63E-02 4.60E-05 8.96E-06 1.68E-05 4.76E-06 371151.00 3754200.00 6.41E-06 4.76E-05 2.53E-08 4.94E-09 9.27E-09 2.62E-09
371171 3754200 1.31E-02 1.11E-01 4.52E-05 8.81E-06 1.96E-05 5.55E-06 371171.00 3754200.00 7.24E-06 6.12E-05 2.49E-08 4.86E-09 1.08E-08 3.06E-09
371411 3754200 8.35E-03 3.49E-02 3.27E-05 6.37E-06 3.33E-05 9.44E-06 371411.00 3754200.00 4.60E-06 1.92E-05 1.80E-08 3.51E-09 1.84E-08 5.20E-09
371431 3754200 7.24E-03 2.95E-02 3.08E-05 6.00E-06 3.19E-05 9.03E-06 371431.00 3754200.00 3.99E-06 1.63E-05 1.70E-08 3.31E-09 1.76E-08 4.98E-09
371451 3754200 6.47E-03 2.53E-02 2.92E-05 5.68E-06 3.06E-05 8.67E-06 371451.00 3754200.00 3.57E-06 1.39E-05 1.61E-08 3.13E-09 1.69E-08 4.78E-09
371471 3754200 6.00E-03 2.19E-02 2.75E-05 5.36E-06 2.91E-05 8.25E-06 371471.00 3754200.00 3.31E-06 1.21E-05 1.52E-08 2.96E-09 1.61E-08 4.55E-09
371491 3754200 5.74E-03 1.91E-02 2.57E-05 5.02E-06 2.74E-05 7.76E-06 371491.00 3754200.00 3.16E-06 1.05E-05 1.42E-08 2.77E-09 1.51E-08 4.28E-09
371511 3754200 5.58E-03 1.68E-02 2.40E-05 4.67E-06 2.55E-05 7.22E-06 371511.00 3754200.00 3.08E-06 9.25E-06 1.32E-08 2.58E-09 1.41E-08 3.98E-09
371531 3754200 5.47E-03 1.49E-02 2.22E-05 4.32E-06 2.34E-05 6.64E-06 371531.00 3754200.00 3.02E-06 8.20E-06 1.22E-08 2.38E-09 1.29E-08 3.66E-09
371551 3754200 5.36E-03 1.33E-02 2.04E-05 3.97E-06 2.14E-05 6.06E-06 371551.00 3754200.00 2.96E-06 7.31E-06 1.12E-08 2.19E-09 1.18E-08 3.34E-09
371571 3754200 5.24E-03 1.19E-02 1.87E-05 3.64E-06 1.94E-05 5.49E-06 371571.00 3754200.00 2.89E-06 6.55E-06 1.03E-08 2.01E-09 1.07E-08 3.03E-09
371591 3754200 5.09E-03 1.07E-02 1.71E-05 3.34E-06 1.75E-05 4.96E-06 371591.00 3754200.00 2.81E-06 5.91E-06 9.44E-09 1.84E-09 9.66E-09 2.74E-09
371611 3754200 4.92E-03 9.71E-03 1.56E-05 3.05E-06 1.58E-05 4.47E-06 371611.00 3754200.00 2.71E-06 5.35E-06 8.62E-09 1.68E-09 8.69E-09 2.46E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371631 3754200 4.74E-03 8.83E-03 1.43E-05 2.79E-06 1.42E-05 4.03E-06 371631.00 3754200.00 2.61E-06 4.87E-06 7.90E-09 1.54E-09 7.85E-09 2.22E-09
371651 3754200 4.54E-03 8.06E-03 1.31E-05 2.56E-06 1.29E-05 3.65E-06 371651.00 3754200.00 2.50E-06 4.44E-06 7.24E-09 1.41E-09 7.10E-09 2.01E-09
371671 3754200 4.34E-03 7.38E-03 1.21E-05 2.35E-06 1.17E-05 3.31E-06 371671.00 3754200.00 2.39E-06 4.07E-06 6.66E-09 1.30E-09 6.43E-09 1.82E-09
371691 3754200 4.14E-03 6.78E-03 1.11E-05 2.17E-06 1.06E-05 3.00E-06 371691.00 3754200.00 2.28E-06 3.74E-06 6.14E-09 1.20E-09 5.85E-09 1.66E-09
371711 3754200 3.94E-03 6.26E-03 1.03E-05 2.00E-06 9.66E-06 2.74E-06 371711.00 3754200.00 2.17E-06 3.45E-06 5.67E-09 1.10E-09 5.33E-09 1.51E-09
371731 3754200 3.75E-03 5.79E-03 9.52E-06 1.86E-06 8.83E-06 2.50E-06 371731.00 3754200.00 2.07E-06 3.19E-06 5.25E-09 1.02E-09 4.87E-09 1.38E-09
371751 3754200 3.56E-03 5.36E-03 8.84E-06 1.72E-06 8.09E-06 2.29E-06 371751.00 3754200.00 1.96E-06 2.96E-06 4.88E-09 9.50E-10 4.46E-09 1.26E-09
371771 3754200 3.38E-03 4.98E-03 8.22E-06 1.60E-06 7.42E-06 2.10E-06 371771.00 3754200.00 1.87E-06 2.75E-06 4.53E-09 8.83E-10 4.09E-09 1.16E-09
371791 3754200 3.21E-03 4.64E-03 7.66E-06 1.49E-06 6.83E-06 1.93E-06 371791.00 3754200.00 1.77E-06 2.56E-06 4.22E-09 8.23E-10 3.76E-09 1.07E-09
371811 3754200 3.05E-03 4.33E-03 7.16E-06 1.39E-06 6.30E-06 1.78E-06 371811.00 3754200.00 1.68E-06 2.39E-06 3.95E-09 7.69E-10 3.47E-09 9.83E-10
371831 3754200 2.90E-03 4.05E-03 6.70E-06 1.31E-06 5.83E-06 1.65E-06 371831.00 3754200.00 1.60E-06 2.24E-06 3.70E-09 7.20E-10 3.21E-09 9.10E-10
370571 3754220 1.13E-03 1.67E-03 4.43E-06 8.63E-07 7.06E-07 2.00E-07 370571.00 3754220.00 6.21E-07 9.22E-07 2.44E-09 4.76E-10 3.89E-10 1.10E-10
370591 3754220 1.18E-03 1.78E-03 4.82E-06 9.39E-07 7.47E-07 2.12E-07 370591.00 3754220.00 6.53E-07 9.79E-07 2.66E-09 5.18E-10 4.12E-10 1.17E-10
370611 3754220 1.25E-03 1.89E-03 5.26E-06 1.02E-06 7.91E-07 2.24E-07 370611.00 3754220.00 6.88E-07 1.04E-06 2.90E-09 5.65E-10 4.36E-10 1.24E-10
370631 3754220 1.32E-03 2.02E-03 5.73E-06 1.12E-06 8.35E-07 2.36E-07 370631.00 3754220.00 7.26E-07 1.12E-06 3.16E-09 6.16E-10 4.60E-10 1.30E-10
370651 3754220 1.39E-03 2.16E-03 6.32E-06 1.23E-06 8.83E-07 2.50E-07 370651.00 3754220.00 7.64E-07 1.19E-06 3.48E-09 6.79E-10 4.87E-10 1.38E-10
370671 3754220 1.46E-03 2.31E-03 6.99E-06 1.36E-06 9.41E-07 2.67E-07 370671.00 3754220.00 8.07E-07 1.27E-06 3.85E-09 7.51E-10 5.19E-10 1.47E-10
370691 3754220 1.55E-03 2.48E-03 7.77E-06 1.51E-06 1.01E-06 2.85E-07 370691.00 3754220.00 8.55E-07 1.37E-06 4.28E-09 8.35E-10 5.55E-10 1.57E-10
370711 3754220 1.64E-03 2.67E-03 8.75E-06 1.70E-06 1.08E-06 3.06E-07 370711.00 3754220.00 9.06E-07 1.47E-06 4.82E-09 9.40E-10 5.96E-10 1.69E-10
370731 3754220 1.74E-03 2.87E-03 9.97E-06 1.94E-06 1.17E-06 3.31E-07 370731.00 3754220.00 9.60E-07 1.58E-06 5.50E-09 1.07E-09 6.44E-10 1.82E-10
370751 3754220 1.85E-03 3.09E-03 1.15E-05 2.23E-06 1.26E-06 3.57E-07 370751.00 3754220.00 1.02E-06 1.70E-06 6.32E-09 1.23E-09 6.95E-10 1.97E-10
370771 3754220 1.96E-03 3.34E-03 1.33E-05 2.59E-06 1.36E-06 3.85E-07 370771.00 3754220.00 1.08E-06 1.84E-06 7.32E-09 1.43E-09 7.50E-10 2.12E-10
370791 3754220 2.09E-03 3.64E-03 1.56E-05 3.04E-06 1.47E-06 4.17E-07 370791.00 3754220.00 1.15E-06 2.01E-06 8.60E-09 1.68E-09 8.12E-10 2.30E-10
370811 3754220 2.23E-03 3.97E-03 1.86E-05 3.63E-06 1.60E-06 4.53E-07 370811.00 3754220.00 1.23E-06 2.19E-06 1.03E-08 2.00E-09 8.81E-10 2.50E-10
370831 3754220 2.40E-03 4.36E-03 2.28E-05 4.45E-06 1.74E-06 4.94E-07 370831.00 3754220.00 1.32E-06 2.41E-06 1.26E-08 2.46E-09 9.61E-10 2.72E-10
370851 3754220 2.59E-03 4.83E-03 2.90E-05 5.65E-06 1.91E-06 5.41E-07 370851.00 3754220.00 1.43E-06 2.66E-06 1.60E-08 3.11E-09 1.05E-09 2.98E-10
370871 3754220 2.81E-03 5.39E-03 3.85E-05 7.50E-06 2.10E-06 5.95E-07 370871.00 3754220.00 1.55E-06 2.97E-06 2.12E-08 4.14E-09 1.16E-09 3.28E-10
370891 3754220 3.05E-03 6.05E-03 5.48E-05 1.07E-05 2.32E-06 6.57E-07 370891.00 3754220.00 1.68E-06 3.33E-06 3.02E-08 5.89E-09 1.28E-09 3.62E-10
370911 3754220 3.33E-03 6.82E-03 8.78E-05 1.71E-05 2.57E-06 7.29E-07 370911.00 3754220.00 1.83E-06 3.76E-06 4.84E-08 9.44E-09 1.42E-09 4.02E-10
370931 3754220 3.64E-03 7.74E-03 1.73E-04 3.37E-05 2.87E-06 8.14E-07 370931.00 3754220.00 2.00E-06 4.27E-06 9.52E-08 1.86E-08 1.58E-09 4.49E-10
370951 3754220 3.98E-03 8.84E-03 1.19E-04 2.32E-05 3.22E-06 9.12E-07 370951.00 3754220.00 2.19E-06 4.87E-06 6.57E-08 1.28E-08 1.78E-09 5.03E-10
370971 3754220 4.41E-03 1.03E-02 1.75E-04 3.41E-05 3.62E-06 1.03E-06 370971.00 3754220.00 2.43E-06 5.67E-06 9.65E-08 1.88E-08 2.00E-09 5.66E-10
370991 3754220 4.91E-03 1.21E-02 1.09E-04 2.13E-05 4.05E-06 1.15E-06 370991.00 3754220.00 2.71E-06 6.69E-06 6.02E-08 1.17E-08 2.23E-09 6.33E-10
371011 3754220 5.44E-03 1.43E-02 8.09E-05 1.58E-05 4.60E-06 1.30E-06 371011.00 3754220.00 3.00E-06 7.90E-06 4.46E-08 8.69E-09 2.54E-09 7.19E-10
371031 3754220 6.09E-03 1.72E-02 6.55E-05 1.28E-05 5.28E-06 1.50E-06 371031.00 3754220.00 3.36E-06 9.49E-06 3.61E-08 7.04E-09 2.91E-09 8.25E-10
371051 3754220 6.85E-03 2.11E-02 5.56E-05 1.08E-05 6.10E-06 1.73E-06 371051.00 3754220.00 3.78E-06 1.16E-05 3.07E-08 5.98E-09 3.36E-09 9.53E-10
371071 3754220 7.75E-03 2.63E-02 4.89E-05 9.52E-06 7.07E-06 2.00E-06 371071.00 3754220.00 4.27E-06 1.45E-05 2.69E-08 5.25E-09 3.90E-09 1.10E-09
371091 3754220 8.84E-03 3.37E-02 4.43E-05 8.64E-06 8.22E-06 2.33E-06 371091.00 3754220.00 4.88E-06 1.86E-05 2.44E-08 4.76E-09 4.53E-09 1.28E-09
371111 3754220 1.02E-02 4.48E-02 4.11E-05 8.01E-06 9.55E-06 2.71E-06 371111.00 3754220.00 5.60E-06 2.47E-05 2.27E-08 4.42E-09 5.27E-09 1.49E-09
371131 3754220 1.18E-02 6.21E-02 3.92E-05 7.65E-06 1.11E-05 3.16E-06 371131.00 3754220.00 6.51E-06 3.43E-05 2.16E-08 4.22E-09 6.14E-09 1.74E-09
371151 3754220 1.36E-02 8.72E-02 3.80E-05 7.40E-06 1.29E-05 3.66E-06 371151.00 3754220.00 7.52E-06 4.81E-05 2.09E-08 4.08E-09 7.12E-09 2.02E-09
371171 3754220 1.59E-02 1.12E-01 3.67E-05 7.16E-06 1.46E-05 4.12E-06 371171.00 3754220.00 8.75E-06 6.19E-05 2.02E-08 3.95E-09 8.02E-09 2.27E-09
371411 3754220 1.26E-02 3.83E-02 2.55E-05 4.96E-06 2.22E-05 6.28E-06 371411.00 3754220.00 6.97E-06 2.11E-05 1.40E-08 2.73E-09 1.22E-08 3.46E-09
371431 3754220 1.11E-02 3.26E-02 2.43E-05 4.73E-06 2.17E-05 6.13E-06 371431.00 3754220.00 6.14E-06 1.80E-05 1.34E-08 2.61E-09 1.19E-08 3.38E-09
371451 3754220 1.02E-02 2.80E-02 2.33E-05 4.55E-06 2.14E-05 6.06E-06 371451.00 3754220.00 5.63E-06 1.55E-05 1.29E-08 2.51E-09 1.18E-08 3.34E-09
371471 3754220 9.76E-03 2.43E-02 2.22E-05 4.33E-06 2.08E-05 5.88E-06 371471.00 3754220.00 5.38E-06 1.34E-05 1.23E-08 2.39E-09 1.14E-08 3.24E-09
371491 3754220 9.51E-03 2.12E-02 2.11E-05 4.11E-06 2.00E-05 5.66E-06 371491.00 3754220.00 5.24E-06 1.17E-05 1.16E-08 2.27E-09 1.10E-08 3.12E-09
371511 3754220 9.26E-03 1.87E-02 2.00E-05 3.91E-06 1.92E-05 5.44E-06 371511.00 3754220.00 5.10E-06 1.03E-05 1.10E-08 2.15E-09 1.06E-08 3.00E-09
371531 3754220 8.95E-03 1.66E-02 1.90E-05 3.69E-06 1.83E-05 5.18E-06 371531.00 3754220.00 4.93E-06 9.14E-06 1.05E-08 2.04E-09 1.01E-08 2.86E-09
371551 3754220 8.58E-03 1.48E-02 1.78E-05 3.47E-06 1.72E-05 4.88E-06 371551.00 3754220.00 4.73E-06 8.15E-06 9.83E-09 1.92E-09 9.51E-09 2.69E-09
371571 3754220 8.16E-03 1.32E-02 1.67E-05 3.25E-06 1.61E-05 4.56E-06 371571.00 3754220.00 4.50E-06 7.30E-06 9.20E-09 1.79E-09 8.88E-09 2.52E-09
371591 3754220 7.72E-03 1.19E-02 1.56E-05 3.03E-06 1.50E-05 4.24E-06 371591.00 3754220.00 4.26E-06 6.57E-06 8.58E-09 1.67E-09 8.25E-09 2.34E-09
371611 3754220 7.27E-03 1.08E-02 1.45E-05 2.82E-06 1.38E-05 3.92E-06 371611.00 3754220.00 4.01E-06 5.94E-06 7.99E-09 1.56E-09 7.63E-09 2.16E-09
371631 3754220 6.84E-03 9.81E-03 1.35E-05 2.63E-06 1.28E-05 3.61E-06 371631.00 3754220.00 3.77E-06 5.41E-06 7.43E-09 1.45E-09 7.03E-09 1.99E-09
371651 3754220 6.41E-03 8.94E-03 1.25E-05 2.44E-06 1.17E-05 3.32E-06 371651.00 3754220.00 3.53E-06 4.93E-06 6.90E-09 1.35E-09 6.46E-09 1.83E-09
371671 3754220 6.00E-03 8.19E-03 1.16E-05 2.27E-06 1.08E-05 3.05E-06 371671.00 3754220.00 3.31E-06 4.51E-06 6.41E-09 1.25E-09 5.95E-09 1.68E-09
371691 3754220 5.62E-03 7.51E-03 1.08E-05 2.11E-06 9.92E-06 2.81E-06 371691.00 3754220.00 3.10E-06 4.14E-06 5.97E-09 1.16E-09 5.47E-09 1.55E-09
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371711 3754220 5.26E-03 6.92E-03 1.01E-05 1.96E-06 9.15E-06 2.59E-06 371711.00 3754220.00 2.90E-06 3.81E-06 5.56E-09 1.08E-09 5.04E-09 1.43E-09
371731 3754220 4.93E-03 6.39E-03 9.40E-06 1.83E-06 8.44E-06 2.39E-06 371731.00 3754220.00 2.72E-06 3.52E-06 5.18E-09 1.01E-09 4.65E-09 1.32E-09
371751 3754220 4.62E-03 5.91E-03 8.78E-06 1.71E-06 7.80E-06 2.21E-06 371751.00 3754220.00 2.55E-06 3.26E-06 4.84E-09 9.44E-10 4.30E-09 1.22E-09
371771 3754220 4.33E-03 5.48E-03 8.21E-06 1.60E-06 7.20E-06 2.04E-06 371771.00 3754220.00 2.39E-06 3.02E-06 4.53E-09 8.82E-10 3.97E-09 1.13E-09
371791 3754220 4.07E-03 5.10E-03 7.69E-06 1.50E-06 6.67E-06 1.89E-06 371791.00 3754220.00 2.24E-06 2.81E-06 4.24E-09 8.26E-10 3.68E-09 1.04E-09
371811 3754220 3.82E-03 4.75E-03 7.21E-06 1.41E-06 6.19E-06 1.75E-06 371811.00 3754220.00 2.11E-06 2.62E-06 3.98E-09 7.75E-10 3.41E-09 9.66E-10
371831 3754220 3.60E-03 4.44E-03 6.78E-06 1.32E-06 5.76E-06 1.63E-06 371831.00 3754220.00 1.98E-06 2.45E-06 3.74E-09 7.29E-10 3.18E-09 8.99E-10
370571 3754240 1.14E-03 1.68E-03 4.49E-06 8.75E-07 6.98E-07 1.98E-07 370571.00 3754240.00 6.31E-07 9.25E-07 2.48E-09 4.83E-10 3.85E-10 1.09E-10
370591 3754240 1.20E-03 1.78E-03 4.89E-06 9.54E-07 7.38E-07 2.09E-07 370591.00 3754240.00 6.63E-07 9.83E-07 2.70E-09 5.26E-10 4.07E-10 1.15E-10
370611 3754240 1.27E-03 1.91E-03 5.36E-06 1.04E-06 7.82E-07 2.22E-07 370611.00 3754240.00 7.01E-07 1.05E-06 2.95E-09 5.76E-10 4.31E-10 1.22E-10
370631 3754240 1.34E-03 2.03E-03 5.87E-06 1.14E-06 8.30E-07 2.35E-07 370631.00 3754240.00 7.39E-07 1.12E-06 3.24E-09 6.31E-10 4.57E-10 1.30E-10
370651 3754240 1.42E-03 2.18E-03 6.43E-06 1.25E-06 8.74E-07 2.48E-07 370651.00 3754240.00 7.82E-07 1.20E-06 3.54E-09 6.91E-10 4.82E-10 1.37E-10
370671 3754240 1.50E-03 2.33E-03 7.12E-06 1.39E-06 9.30E-07 2.63E-07 370671.00 3754240.00 8.27E-07 1.29E-06 3.92E-09 7.65E-10 5.13E-10 1.45E-10
370691 3754240 1.59E-03 2.50E-03 7.94E-06 1.55E-06 9.92E-07 2.81E-07 370691.00 3754240.00 8.75E-07 1.38E-06 4.38E-09 8.53E-10 5.47E-10 1.55E-10
370711 3754240 1.68E-03 2.69E-03 8.95E-06 1.74E-06 1.06E-06 3.01E-07 370711.00 3754240.00 9.28E-07 1.48E-06 4.93E-09 9.61E-10 5.86E-10 1.66E-10
370731 3754240 1.79E-03 2.89E-03 1.02E-05 1.99E-06 1.14E-06 3.24E-07 370731.00 3754240.00 9.84E-07 1.60E-06 5.62E-09 1.09E-09 6.31E-10 1.79E-10
370751 3754240 1.89E-03 3.12E-03 1.17E-05 2.28E-06 1.23E-06 3.49E-07 370751.00 3754240.00 1.04E-06 1.72E-06 6.46E-09 1.26E-09 6.80E-10 1.93E-10
370771 3754240 2.02E-03 3.38E-03 1.36E-05 2.64E-06 1.33E-06 3.76E-07 370771.00 3754240.00 1.11E-06 1.86E-06 7.48E-09 1.46E-09 7.32E-10 2.07E-10
370791 3754240 2.15E-03 3.67E-03 1.59E-05 3.11E-06 1.44E-06 4.06E-07 370791.00 3754240.00 1.19E-06 2.02E-06 8.79E-09 1.71E-09 7.91E-10 2.24E-10
370811 3754240 2.30E-03 4.01E-03 1.91E-05 3.71E-06 1.55E-06 4.40E-07 370811.00 3754240.00 1.27E-06 2.21E-06 1.05E-08 2.05E-09 8.57E-10 2.43E-10
370831 3754240 2.48E-03 4.41E-03 2.34E-05 4.56E-06 1.69E-06 4.79E-07 370831.00 3754240.00 1.37E-06 2.43E-06 1.29E-08 2.52E-09 9.33E-10 2.64E-10
370851 3754240 2.68E-03 4.89E-03 2.97E-05 5.80E-06 1.85E-06 5.23E-07 370851.00 3754240.00 1.48E-06 2.70E-06 1.64E-08 3.20E-09 1.02E-09 2.88E-10
370871 3754240 2.92E-03 5.47E-03 3.97E-05 7.74E-06 2.02E-06 5.73E-07 370871.00 3754240.00 1.61E-06 3.01E-06 2.19E-08 4.27E-09 1.12E-09 3.16E-10
370891 3754240 3.17E-03 6.11E-03 5.69E-05 1.11E-05 2.22E-06 6.30E-07 370891.00 3754240.00 1.75E-06 3.37E-06 3.14E-08 6.11E-09 1.23E-09 3.47E-10
370911 3754240 3.47E-03 6.90E-03 9.30E-05 1.81E-05 2.46E-06 6.96E-07 370911.00 3754240.00 1.91E-06 3.81E-06 5.13E-08 1.00E-08 1.35E-09 3.84E-10
370931 3754240 3.80E-03 7.83E-03 1.38E-04 2.69E-05 2.72E-06 7.72E-07 370931.00 3754240.00 2.10E-06 4.32E-06 7.62E-08 1.49E-08 1.50E-09 4.25E-10
370951 3754240 4.18E-03 8.95E-03 1.03E-04 2.02E-05 3.04E-06 8.60E-07 370951.00 3754240.00 2.30E-06 4.93E-06 5.70E-08 1.11E-08 1.67E-09 4.74E-10
370971 3754240 4.64E-03 1.04E-02 1.64E-04 3.20E-05 3.38E-06 9.58E-07 370971.00 3754240.00 2.56E-06 5.74E-06 9.06E-08 1.76E-08 1.86E-09 5.28E-10
370991 3754240 5.19E-03 1.22E-02 1.07E-04 2.08E-05 3.77E-06 1.07E-06 370991.00 3754240.00 2.86E-06 6.74E-06 5.88E-08 1.15E-08 2.08E-09 5.89E-10
371011 3754240 5.81E-03 1.45E-02 7.91E-05 1.54E-05 4.25E-06 1.20E-06 371011.00 3754240.00 3.20E-06 7.99E-06 4.36E-08 8.50E-09 2.34E-09 6.63E-10
371031 3754240 6.55E-03 1.74E-02 6.33E-05 1.23E-05 4.81E-06 1.36E-06 371031.00 3754240.00 3.61E-06 9.60E-06 3.49E-08 6.80E-09 2.65E-09 7.51E-10
371051 3754240 7.41E-03 2.13E-02 5.23E-05 1.02E-05 5.42E-06 1.54E-06 371051.00 3754240.00 4.08E-06 1.18E-05 2.89E-08 5.62E-09 2.99E-09 8.47E-10
371071 3754240 8.45E-03 2.65E-02 4.53E-05 8.83E-06 6.15E-06 1.74E-06 371071.00 3754240.00 4.66E-06 1.46E-05 2.50E-08 4.87E-09 3.39E-09 9.61E-10
371091 3754240 9.75E-03 3.40E-02 4.05E-05 7.89E-06 6.99E-06 1.98E-06 371091.00 3754240.00 5.38E-06 1.88E-05 2.23E-08 4.35E-09 3.85E-09 1.09E-09
371111 3754240 1.14E-02 4.50E-02 3.69E-05 7.19E-06 7.90E-06 2.24E-06 371111.00 3754240.00 6.26E-06 2.48E-05 2.03E-08 3.96E-09 4.36E-09 1.23E-09
371131 3754240 1.34E-02 6.10E-02 3.52E-05 6.87E-06 9.16E-06 2.59E-06 371131.00 3754240.00 7.38E-06 3.36E-05 1.94E-08 3.79E-09 5.05E-09 1.43E-09
371151 3754240 1.60E-02 8.72E-02 3.30E-05 6.44E-06 1.02E-05 2.88E-06 371151.00 3754240.00 8.80E-06 4.81E-05 1.82E-08 3.55E-09 5.60E-09 1.59E-09
371171 3754240 1.92E-02 1.14E-01 3.14E-05 6.11E-06 1.11E-05 3.15E-06 371171.00 3754240.00 1.06E-05 6.27E-05 1.73E-08 3.37E-09 6.13E-09 1.74E-09
371411 3754240 2.24E-02 4.06E-02 2.08E-05 4.04E-06 1.54E-05 4.37E-06 371411.00 3754240.00 1.23E-05 2.24E-05 1.14E-08 2.23E-09 8.51E-09 2.41E-09
371431 3754240 2.01E-02 3.48E-02 2.00E-05 3.90E-06 1.54E-05 4.36E-06 371431.00 3754240.00 1.11E-05 1.92E-05 1.10E-08 2.15E-09 8.49E-09 2.41E-09
371451 3754240 1.91E-02 3.01E-02 1.92E-05 3.74E-06 1.52E-05 4.31E-06 371451.00 3754240.00 1.05E-05 1.66E-05 1.06E-08 2.06E-09 8.40E-09 2.38E-09
371471 3754240 1.84E-02 2.62E-02 1.84E-05 3.58E-06 1.49E-05 4.22E-06 371471.00 3754240.00 1.01E-05 1.44E-05 1.01E-08 1.97E-09 8.21E-09 2.32E-09
371491 3754240 1.75E-02 2.29E-02 1.76E-05 3.43E-06 1.46E-05 4.14E-06 371491.00 3754240.00 9.62E-06 1.26E-05 9.71E-09 1.89E-09 8.06E-09 2.28E-09
371511 3754240 1.63E-02 2.02E-02 1.69E-05 3.30E-06 1.44E-05 4.07E-06 371511.00 3754240.00 8.99E-06 1.12E-05 9.32E-09 1.82E-09 7.92E-09 2.24E-09
371531 3754240 1.51E-02 1.80E-02 1.62E-05 3.16E-06 1.40E-05 3.97E-06 371531.00 3754240.00 8.30E-06 9.91E-06 8.94E-09 1.74E-09 7.73E-09 2.19E-09
371551 3754240 1.38E-02 1.60E-02 1.55E-05 3.01E-06 1.35E-05 3.83E-06 371551.00 3754240.00 7.62E-06 8.84E-06 8.52E-09 1.66E-09 7.46E-09 2.11E-09
371571 3754240 1.26E-02 1.44E-02 1.47E-05 2.87E-06 1.30E-05 3.68E-06 371571.00 3754240.00 6.97E-06 7.93E-06 8.11E-09 1.58E-09 7.16E-09 2.03E-09
371591 3754240 1.16E-02 1.30E-02 1.40E-05 2.72E-06 1.24E-05 3.51E-06 371591.00 3754240.00 6.37E-06 7.15E-06 7.70E-09 1.50E-09 6.82E-09 1.93E-09
371611 3754240 1.06E-02 1.17E-02 1.32E-05 2.58E-06 1.17E-05 3.33E-06 371611.00 3754240.00 5.82E-06 6.47E-06 7.29E-09 1.42E-09 6.48E-09 1.83E-09
371631 3754240 9.66E-03 1.07E-02 1.24E-05 2.43E-06 1.10E-05 3.13E-06 371631.00 3754240.00 5.32E-06 5.88E-06 6.86E-09 1.34E-09 6.08E-09 1.72E-09
371651 3754240 8.84E-03 9.73E-03 1.17E-05 2.28E-06 1.03E-05 2.93E-06 371651.00 3754240.00 4.88E-06 5.36E-06 6.45E-09 1.26E-09 5.70E-09 1.61E-09
371671 3754240 8.11E-03 8.90E-03 1.10E-05 2.14E-06 9.67E-06 2.74E-06 371671.00 3754240.00 4.47E-06 4.91E-06 6.07E-09 1.18E-09 5.33E-09 1.51E-09
371691 3754240 7.46E-03 8.16E-03 1.03E-05 2.01E-06 9.02E-06 2.55E-06 371691.00 3754240.00 4.11E-06 4.50E-06 5.70E-09 1.11E-09 4.97E-09 1.41E-09
371711 3754240 6.87E-03 7.51E-03 9.71E-06 1.89E-06 8.41E-06 2.38E-06 371711.00 3754240.00 3.79E-06 4.14E-06 5.35E-09 1.04E-09 4.64E-09 1.31E-09
371731 3754240 6.34E-03 6.93E-03 9.12E-06 1.78E-06 7.85E-06 2.22E-06 371731.00 3754240.00 3.50E-06 3.82E-06 5.03E-09 9.80E-10 4.33E-09 1.23E-09
371751 3754240 5.87E-03 6.41E-03 8.58E-06 1.67E-06 7.32E-06 2.07E-06 371751.00 3754240.00 3.24E-06 3.53E-06 4.73E-09 9.22E-10 4.04E-09 1.14E-09
371771 3754240 5.44E-03 5.94E-03 8.07E-06 1.57E-06 6.82E-06 1.93E-06 371771.00 3754240.00 3.00E-06 3.28E-06 4.45E-09 8.67E-10 3.76E-09 1.07E-09
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371791 3754240 5.05E-03 5.52E-03 7.60E-06 1.48E-06 6.37E-06 1.81E-06 371791.00 3754240.00 2.79E-06 3.05E-06 4.19E-09 8.17E-10 3.51E-09 9.96E-10
371811 3754240 4.70E-03 5.14E-03 7.16E-06 1.39E-06 5.95E-06 1.68E-06 371811.00 3754240.00 2.59E-06 2.84E-06 3.95E-09 7.69E-10 3.28E-09 9.29E-10
371831 3754240 4.39E-03 4.80E-03 6.76E-06 1.32E-06 5.57E-06 1.58E-06 371831.00 3754240.00 2.42E-06 2.65E-06 3.73E-09 7.26E-10 3.07E-09 8.70E-10
370571 3754260 1.16E-03 1.68E-03 4.55E-06 8.86E-07 6.88E-07 1.95E-07 370571.00 3754260.00 6.40E-07 9.27E-07 2.51E-09 4.88E-10 3.80E-10 1.08E-10
370591 3754260 1.22E-03 1.79E-03 4.96E-06 9.66E-07 7.28E-07 2.06E-07 370591.00 3754260.00 6.74E-07 9.86E-07 2.73E-09 5.33E-10 4.01E-10 1.14E-10
370611 3754260 1.29E-03 1.91E-03 5.43E-06 1.06E-06 7.70E-07 2.18E-07 370611.00 3754260.00 7.12E-07 1.05E-06 2.99E-09 5.84E-10 4.25E-10 1.20E-10
370631 3754260 1.37E-03 2.04E-03 5.97E-06 1.16E-06 8.16E-07 2.31E-07 370631.00 3754260.00 7.53E-07 1.12E-06 3.29E-09 6.41E-10 4.50E-10 1.27E-10
370651 3754260 1.44E-03 2.18E-03 6.56E-06 1.28E-06 8.63E-07 2.44E-07 370651.00 3754260.00 7.96E-07 1.20E-06 3.62E-09 7.05E-10 4.76E-10 1.35E-10
370671 3754260 1.53E-03 2.34E-03 7.26E-06 1.42E-06 9.15E-07 2.59E-07 370671.00 3754260.00 8.43E-07 1.29E-06 4.01E-09 7.81E-10 5.05E-10 1.43E-10
370691 3754260 1.62E-03 2.51E-03 8.10E-06 1.58E-06 9.74E-07 2.76E-07 370691.00 3754260.00 8.93E-07 1.38E-06 4.47E-09 8.71E-10 5.37E-10 1.52E-10
370711 3754260 1.72E-03 2.69E-03 9.13E-06 1.78E-06 1.04E-06 2.95E-07 370711.00 3754260.00 9.47E-07 1.48E-06 5.03E-09 9.81E-10 5.75E-10 1.63E-10
370731 3754260 1.82E-03 2.90E-03 1.04E-05 2.02E-06 1.12E-06 3.17E-07 370731.00 3754260.00 1.00E-06 1.60E-06 5.72E-09 1.12E-09 6.17E-10 1.75E-10
370751 3754260 1.94E-03 3.12E-03 1.19E-05 2.32E-06 1.20E-06 3.40E-07 370751.00 3754260.00 1.07E-06 1.72E-06 6.56E-09 1.28E-09 6.62E-10 1.88E-10
370771 3754260 2.07E-03 3.39E-03 1.38E-05 2.69E-06 1.29E-06 3.66E-07 370771.00 3754260.00 1.14E-06 1.87E-06 7.60E-09 1.48E-09 7.12E-10 2.02E-10
370791 3754260 2.21E-03 3.68E-03 1.62E-05 3.15E-06 1.39E-06 3.94E-07 370791.00 3754260.00 1.22E-06 2.03E-06 8.92E-09 1.74E-09 7.67E-10 2.17E-10
370811 3754260 2.36E-03 4.01E-03 1.93E-05 3.77E-06 1.50E-06 4.26E-07 370811.00 3754260.00 1.30E-06 2.21E-06 1.07E-08 2.08E-09 8.29E-10 2.35E-10
370831 3754260 2.55E-03 4.42E-03 2.37E-05 4.63E-06 1.63E-06 4.62E-07 370831.00 3754260.00 1.41E-06 2.43E-06 1.31E-08 2.55E-09 8.99E-10 2.55E-10
370851 3754260 2.76E-03 4.89E-03 3.02E-05 5.89E-06 1.77E-06 5.02E-07 370851.00 3754260.00 1.52E-06 2.70E-06 1.67E-08 3.25E-09 9.78E-10 2.77E-10
370871 3754260 3.01E-03 5.46E-03 4.05E-05 7.89E-06 1.94E-06 5.48E-07 370871.00 3754260.00 1.66E-06 3.01E-06 2.23E-08 4.35E-09 1.07E-09 3.02E-10
370891 3754260 3.29E-03 6.13E-03 5.85E-05 1.14E-05 2.12E-06 6.00E-07 370891.00 3754260.00 1.81E-06 3.38E-06 3.23E-08 6.29E-09 1.17E-09 3.31E-10
370911 3754260 3.60E-03 6.90E-03 9.71E-05 1.89E-05 2.32E-06 6.58E-07 370911.00 3754260.00 1.98E-06 3.81E-06 5.35E-08 1.04E-08 1.28E-09 3.63E-10
370931 3754260 3.95E-03 7.83E-03 1.42E-04 2.76E-05 2.56E-06 7.26E-07 370931.00 3754260.00 2.18E-06 4.31E-06 7.81E-08 1.52E-08 1.41E-09 4.00E-10
370951 3754260 4.35E-03 8.93E-03 1.58E-04 3.08E-05 2.84E-06 8.04E-07 370951.00 3754260.00 2.40E-06 4.93E-06 8.71E-08 1.70E-08 1.57E-09 4.43E-10
370971 3754260 4.84E-03 1.03E-02 1.58E-04 3.09E-05 3.15E-06 8.92E-07 370971.00 3754260.00 2.67E-06 5.69E-06 8.73E-08 1.70E-08 1.74E-09 4.92E-10
370991 3754260 5.41E-03 1.21E-02 1.05E-04 2.05E-05 3.51E-06 9.93E-07 370991.00 3754260.00 2.98E-06 6.65E-06 5.79E-08 1.13E-08 1.93E-09 5.48E-10
371011 3754260 6.09E-03 1.43E-02 7.75E-05 1.51E-05 3.91E-06 1.11E-06 371011.00 3754260.00 3.36E-06 7.87E-06 4.27E-08 8.32E-09 2.16E-09 6.11E-10
371031 3754260 6.91E-03 1.71E-02 6.14E-05 1.20E-05 4.37E-06 1.24E-06 371031.00 3754260.00 3.81E-06 9.45E-06 3.39E-08 6.60E-09 2.41E-09 6.82E-10
371051 3754260 7.94E-03 2.11E-02 5.05E-05 9.83E-06 4.83E-06 1.37E-06 371051.00 3754260.00 4.38E-06 1.16E-05 2.78E-08 5.42E-09 2.66E-09 7.54E-10
371071 3754260 9.11E-03 2.63E-02 4.29E-05 8.35E-06 5.34E-06 1.51E-06 371071.00 3754260.00 5.02E-06 1.45E-05 2.36E-08 4.61E-09 2.95E-09 8.34E-10
371091 3754260 1.06E-02 3.36E-02 3.79E-05 7.39E-06 5.95E-06 1.69E-06 371091.00 3754260.00 5.86E-06 1.85E-05 2.09E-08 4.07E-09 3.28E-09 9.29E-10
371111 3754260 1.26E-02 4.45E-02 3.42E-05 6.67E-06 6.60E-06 1.87E-06 371111.00 3754260.00 6.93E-06 2.45E-05 1.89E-08 3.68E-09 3.64E-09 1.03E-09
371131 3754260 1.52E-02 6.19E-02 3.16E-05 6.17E-06 7.31E-06 2.07E-06 371131.00 3754260.00 8.37E-06 3.41E-05 1.74E-08 3.40E-09 4.03E-09 1.14E-09
371151 3754260 1.85E-02 8.80E-02 2.97E-05 5.78E-06 8.06E-06 2.28E-06 371151.00 3754260.00 1.02E-05 4.85E-05 1.64E-08 3.19E-09 4.44E-09 1.26E-09
371171 3754260 2.30E-02 1.14E-01 2.79E-05 5.43E-06 8.71E-06 2.47E-06 371171.00 3754260.00 1.27E-05 6.31E-05 1.54E-08 3.00E-09 4.80E-09 1.36E-09
371411 3754260 4.87E-02 4.20E-02 1.75E-05 3.40E-06 1.11E-05 3.14E-06 371411.00 3754260.00 2.69E-05 2.31E-05 9.62E-09 1.88E-09 6.12E-09 1.73E-09
371431 3754260 4.56E-02 3.61E-02 1.68E-05 3.28E-06 1.11E-05 3.13E-06 371431.00 3754260.00 2.51E-05 1.99E-05 9.27E-09 1.81E-09 6.09E-09 1.73E-09
371451 3754260 4.25E-02 3.13E-02 1.62E-05 3.16E-06 1.10E-05 3.12E-06 371451.00 3754260.00 2.34E-05 1.73E-05 8.93E-09 1.74E-09 6.07E-09 1.72E-09
371471 3754260 3.78E-02 2.74E-02 1.55E-05 3.03E-06 1.09E-05 3.07E-06 371471.00 3754260.00 2.09E-05 1.51E-05 8.57E-09 1.67E-09 5.98E-09 1.70E-09
371491 3754260 3.28E-02 2.41E-02 1.50E-05 2.93E-06 1.08E-05 3.07E-06 371491.00 3754260.00 1.81E-05 1.33E-05 8.28E-09 1.61E-09 5.97E-09 1.69E-09
371511 3754260 2.84E-02 2.13E-02 1.45E-05 2.83E-06 1.08E-05 3.06E-06 371511.00 3754260.00 1.56E-05 1.18E-05 8.00E-09 1.56E-09 5.95E-09 1.69E-09
371531 3754260 2.46E-02 1.90E-02 1.40E-05 2.73E-06 1.07E-05 3.04E-06 371531.00 3754260.00 1.36E-05 1.05E-05 7.74E-09 1.51E-09 5.91E-09 1.68E-09
371551 3754260 2.15E-02 1.70E-02 1.35E-05 2.63E-06 1.05E-05 2.98E-06 371551.00 3754260.00 1.18E-05 9.36E-06 7.43E-09 1.45E-09 5.80E-09 1.64E-09
371571 3754260 1.88E-02 1.52E-02 1.30E-05 2.53E-06 1.03E-05 2.92E-06 371571.00 3754260.00 1.04E-05 8.41E-06 7.16E-09 1.39E-09 5.69E-09 1.61E-09
371591 3754260 1.66E-02 1.38E-02 1.24E-05 2.43E-06 1.00E-05 2.84E-06 371591.00 3754260.00 9.15E-06 7.59E-06 6.86E-09 1.34E-09 5.53E-09 1.57E-09
371611 3754260 1.47E-02 1.25E-02 1.20E-05 2.33E-06 9.76E-06 2.76E-06 371611.00 3754260.00 8.11E-06 6.89E-06 6.59E-09 1.29E-09 5.38E-09 1.52E-09
371631 3754260 1.31E-02 1.14E-02 1.14E-05 2.22E-06 9.34E-06 2.65E-06 371631.00 3754260.00 7.24E-06 6.26E-06 6.28E-09 1.22E-09 5.15E-09 1.46E-09
371651 3754260 1.18E-02 1.04E-02 1.08E-05 2.11E-06 8.90E-06 2.52E-06 371651.00 3754260.00 6.49E-06 5.71E-06 5.97E-09 1.16E-09 4.91E-09 1.39E-09
371671 3754260 1.06E-02 9.48E-03 1.03E-05 2.00E-06 8.45E-06 2.39E-06 371671.00 3754260.00 5.85E-06 5.23E-06 5.66E-09 1.10E-09 4.66E-09 1.32E-09
371691 3754260 9.59E-03 8.70E-03 9.73E-06 1.90E-06 8.00E-06 2.27E-06 371691.00 3754260.00 5.29E-06 4.80E-06 5.37E-09 1.05E-09 4.41E-09 1.25E-09
371711 3754260 8.71E-03 8.01E-03 9.22E-06 1.80E-06 7.55E-06 2.14E-06 371711.00 3754260.00 4.80E-06 4.42E-06 5.08E-09 9.90E-10 4.17E-09 1.18E-09
371731 3754260 7.94E-03 7.39E-03 8.73E-06 1.70E-06 7.12E-06 2.02E-06 371731.00 3754260.00 4.38E-06 4.07E-06 4.81E-09 9.38E-10 3.93E-09 1.11E-09
371751 3754260 7.26E-03 6.84E-03 8.26E-06 1.61E-06 6.71E-06 1.90E-06 371751.00 3754260.00 4.00E-06 3.77E-06 4.55E-09 8.88E-10 3.70E-09 1.05E-09
371771 3754260 6.66E-03 6.34E-03 7.82E-06 1.52E-06 6.32E-06 1.79E-06 371771.00 3754260.00 3.67E-06 3.49E-06 4.31E-09 8.40E-10 3.48E-09 9.87E-10
371791 3754260 6.13E-03 5.89E-03 7.40E-06 1.44E-06 5.95E-06 1.69E-06 371791.00 3754260.00 3.38E-06 3.25E-06 4.08E-09 7.96E-10 3.28E-09 9.29E-10
371811 3754260 5.66E-03 5.48E-03 7.01E-06 1.37E-06 5.60E-06 1.59E-06 371811.00 3754260.00 3.12E-06 3.02E-06 3.87E-09 7.54E-10 3.09E-09 8.75E-10
371831 3754260 5.24E-03 5.12E-03 6.66E-06 1.30E-06 5.28E-06 1.50E-06 371831.00 3754260.00 2.89E-06 2.82E-06 3.67E-09 7.15E-10 2.91E-09 8.25E-10
370571 3754280 1.18E-03 1.68E-03 4.59E-06 8.95E-07 6.77E-07 1.92E-07 370571.00 3754280.00 6.50E-07 9.27E-07 2.53E-09 4.94E-10 3.73E-10 1.06E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370591 3754280 1.24E-03 1.79E-03 5.01E-06 9.76E-07 7.15E-07 2.02E-07 370591.00 3754280.00 6.84E-07 9.85E-07 2.76E-09 5.38E-10 3.94E-10 1.12E-10
370611 3754280 1.31E-03 1.91E-03 5.49E-06 1.07E-06 7.56E-07 2.14E-07 370611.00 3754280.00 7.23E-07 1.05E-06 3.03E-09 5.90E-10 4.17E-10 1.18E-10
370631 3754280 1.39E-03 2.03E-03 6.04E-06 1.18E-06 8.00E-07 2.27E-07 370631.00 3754280.00 7.64E-07 1.12E-06 3.33E-09 6.49E-10 4.41E-10 1.25E-10
370651 3754280 1.47E-03 2.17E-03 6.66E-06 1.30E-06 8.47E-07 2.40E-07 370651.00 3754280.00 8.08E-07 1.20E-06 3.67E-09 7.15E-10 4.67E-10 1.32E-10
370671 3754280 1.55E-03 2.33E-03 7.37E-06 1.44E-06 8.98E-07 2.54E-07 370671.00 3754280.00 8.56E-07 1.28E-06 4.07E-09 7.92E-10 4.95E-10 1.40E-10
370691 3754280 1.65E-03 2.50E-03 8.22E-06 1.60E-06 9.53E-07 2.70E-07 370691.00 3754280.00 9.08E-07 1.38E-06 4.53E-09 8.83E-10 5.25E-10 1.49E-10
370711 3754280 1.75E-03 2.68E-03 9.24E-06 1.80E-06 1.02E-06 2.87E-07 370711.00 3754280.00 9.64E-07 1.48E-06 5.10E-09 9.93E-10 5.60E-10 1.59E-10
370731 3754280 1.86E-03 2.89E-03 1.05E-05 2.05E-06 1.09E-06 3.08E-07 370731.00 3754280.00 1.02E-06 1.59E-06 5.79E-09 1.13E-09 6.00E-10 1.70E-10
370751 3754280 1.98E-03 3.11E-03 1.20E-05 2.35E-06 1.16E-06 3.30E-07 370751.00 3754280.00 1.09E-06 1.72E-06 6.64E-09 1.29E-09 6.42E-10 1.82E-10
370771 3754280 2.11E-03 3.38E-03 1.40E-05 2.72E-06 1.25E-06 3.54E-07 370771.00 3754280.00 1.17E-06 1.86E-06 7.69E-09 1.50E-09 6.89E-10 1.95E-10
370791 3754280 2.25E-03 3.66E-03 1.64E-05 3.19E-06 1.34E-06 3.80E-07 370791.00 3754280.00 1.24E-06 2.02E-06 9.02E-09 1.76E-09 7.40E-10 2.10E-10
370811 3754280 2.42E-03 4.00E-03 1.96E-05 3.81E-06 1.45E-06 4.10E-07 370811.00 3754280.00 1.34E-06 2.20E-06 1.08E-08 2.10E-09 7.98E-10 2.26E-10
370831 3754280 2.61E-03 4.39E-03 2.40E-05 4.68E-06 1.56E-06 4.43E-07 370831.00 3754280.00 1.44E-06 2.42E-06 1.32E-08 2.58E-09 8.62E-10 2.44E-10
370851 3754280 2.83E-03 4.84E-03 3.04E-05 5.93E-06 1.69E-06 4.80E-07 370851.00 3754280.00 1.56E-06 2.67E-06 1.68E-08 3.27E-09 9.34E-10 2.65E-10
370871 3754280 3.09E-03 5.41E-03 4.10E-05 8.00E-06 1.84E-06 5.22E-07 370871.00 3754280.00 1.70E-06 2.98E-06 2.26E-08 4.41E-09 1.02E-09 2.88E-10
370891 3754280 3.38E-03 6.07E-03 5.96E-05 1.16E-05 2.00E-06 5.67E-07 370891.00 3754280.00 1.86E-06 3.35E-06 3.29E-08 6.41E-09 1.10E-09 3.13E-10
370911 3754280 3.71E-03 6.83E-03 9.96E-05 1.94E-05 2.18E-06 6.18E-07 370911.00 3754280.00 2.04E-06 3.77E-06 5.49E-08 1.07E-08 1.20E-09 3.41E-10
370931 3754280 4.08E-03 7.73E-03 1.01E-04 1.97E-05 2.40E-06 6.78E-07 370931.00 3754280.00 2.25E-06 4.26E-06 5.59E-08 1.09E-08 1.32E-09 3.74E-10
370951 3754280 4.51E-03 8.81E-03 1.00E-04 1.96E-05 2.64E-06 7.46E-07 370951.00 3754280.00 2.49E-06 4.86E-06 5.54E-08 1.08E-08 1.45E-09 4.12E-10
370971 3754280 5.04E-03 1.02E-02 1.53E-04 2.99E-05 2.88E-06 8.17E-07 370971.00 3754280.00 2.78E-06 5.62E-06 8.45E-08 1.65E-08 1.59E-09 4.50E-10
370991 3754280 5.64E-03 1.19E-02 1.02E-04 1.99E-05 3.18E-06 9.01E-07 370991.00 3754280.00 3.11E-06 6.54E-06 5.62E-08 1.10E-08 1.75E-09 4.97E-10
371011 3754280 6.37E-03 1.40E-02 7.50E-05 1.46E-05 3.53E-06 9.98E-07 371011.00 3754280.00 3.51E-06 7.70E-06 4.14E-08 8.06E-09 1.94E-09 5.51E-10
371031 3754280 7.24E-03 1.67E-02 5.92E-05 1.15E-05 3.90E-06 1.11E-06 371031.00 3754280.00 3.99E-06 9.21E-06 3.27E-08 6.36E-09 2.15E-09 6.09E-10
371051 3754280 8.37E-03 2.05E-02 4.87E-05 9.48E-06 4.25E-06 1.21E-06 371051.00 3754280.00 4.61E-06 1.13E-05 2.68E-08 5.23E-09 2.35E-09 6.64E-10
371071 3754280 9.68E-03 2.54E-02 4.11E-05 8.02E-06 4.64E-06 1.32E-06 371071.00 3754280.00 5.34E-06 1.40E-05 2.27E-08 4.42E-09 2.56E-09 7.25E-10
371091 3754280 1.14E-02 3.25E-02 3.62E-05 7.05E-06 5.09E-06 1.44E-06 371091.00 3754280.00 6.28E-06 1.79E-05 1.99E-08 3.88E-09 2.81E-09 7.95E-10
371111 3754280 1.36E-02 4.31E-02 3.24E-05 6.31E-06 5.55E-06 1.57E-06 371111.00 3754280.00 7.52E-06 2.37E-05 1.79E-08 3.48E-09 3.06E-09 8.67E-10
371131 3754280 1.67E-02 6.00E-02 2.96E-05 5.77E-06 6.04E-06 1.71E-06 371131.00 3754280.00 9.20E-06 3.31E-05 1.63E-08 3.18E-09 3.33E-09 9.43E-10
371151 3754280 2.08E-02 8.64E-02 2.74E-05 5.35E-06 6.55E-06 1.85E-06 371151.00 3754280.00 1.15E-05 4.76E-05 1.51E-08 2.95E-09 3.61E-09 1.02E-09
371171 3754280 2.67E-02 1.13E-01 2.56E-05 4.98E-06 6.99E-06 1.98E-06 371171.00 3754280.00 1.47E-05 6.26E-05 1.41E-08 2.75E-09 3.85E-09 1.09E-09
371411 3754280 1.31E-01 4.23E-02 1.51E-05 2.94E-06 8.23E-06 2.33E-06 371411.00 3754280.00 7.25E-05 2.33E-05 8.32E-09 1.62E-09 4.54E-09 1.29E-09
371431 3754280 1.21E-01 3.66E-02 1.45E-05 2.84E-06 8.22E-06 2.33E-06 371431.00 3754280.00 6.68E-05 2.02E-05 8.02E-09 1.56E-09 4.53E-09 1.28E-09
371451 3754280 9.48E-02 3.19E-02 1.40E-05 2.73E-06 8.19E-06 2.32E-06 371451.00 3754280.00 5.23E-05 1.76E-05 7.73E-09 1.51E-09 4.52E-09 1.28E-09
371471 3754280 7.25E-02 2.79E-02 1.35E-05 2.63E-06 8.13E-06 2.30E-06 371471.00 3754280.00 4.00E-05 1.54E-05 7.44E-09 1.45E-09 4.49E-09 1.27E-09
371491 3754280 5.65E-02 2.47E-02 1.31E-05 2.55E-06 8.18E-06 2.32E-06 371491.00 3754280.00 3.12E-05 1.36E-05 7.21E-09 1.41E-09 4.51E-09 1.28E-09
371511 3754280 4.53E-02 2.19E-02 1.27E-05 2.47E-06 8.21E-06 2.33E-06 371511.00 3754280.00 2.50E-05 1.21E-05 6.99E-09 1.36E-09 4.53E-09 1.28E-09
371531 3754280 3.71E-02 1.96E-02 1.23E-05 2.40E-06 8.24E-06 2.33E-06 371531.00 3754280.00 2.05E-05 1.08E-05 6.78E-09 1.32E-09 4.54E-09 1.29E-09
371551 3754280 3.10E-02 1.75E-02 1.19E-05 2.32E-06 8.19E-06 2.32E-06 371551.00 3754280.00 1.71E-05 9.66E-06 6.55E-09 1.28E-09 4.51E-09 1.28E-09
371571 3754280 2.62E-02 1.58E-02 1.15E-05 2.25E-06 8.18E-06 2.32E-06 371571.00 3754280.00 1.45E-05 8.71E-06 6.36E-09 1.24E-09 4.51E-09 1.28E-09
371591 3754280 2.25E-02 1.43E-02 1.12E-05 2.17E-06 8.09E-06 2.29E-06 371591.00 3754280.00 1.24E-05 7.88E-06 6.15E-09 1.20E-09 4.46E-09 1.26E-09
371611 3754280 1.94E-02 1.30E-02 1.08E-05 2.10E-06 7.99E-06 2.26E-06 371611.00 3754280.00 1.07E-05 7.16E-06 5.95E-09 1.16E-09 4.40E-09 1.25E-09
371631 3754280 1.70E-02 1.18E-02 1.04E-05 2.02E-06 7.76E-06 2.20E-06 371631.00 3754280.00 9.38E-06 6.52E-06 5.71E-09 1.11E-09 4.28E-09 1.21E-09
371651 3754280 1.50E-02 1.08E-02 9.93E-06 1.94E-06 7.51E-06 2.13E-06 371651.00 3754280.00 8.26E-06 5.96E-06 5.48E-09 1.07E-09 4.14E-09 1.17E-09
371671 3754280 1.33E-02 9.90E-03 9.50E-06 1.85E-06 7.23E-06 2.05E-06 371671.00 3754280.00 7.33E-06 5.46E-06 5.24E-09 1.02E-09 3.99E-09 1.13E-09
371691 3754280 1.19E-02 9.10E-03 9.08E-06 1.77E-06 6.94E-06 1.97E-06 371691.00 3754280.00 6.55E-06 5.02E-06 5.01E-09 9.76E-10 3.83E-09 1.08E-09
371711 3754280 1.07E-02 8.39E-03 8.67E-06 1.69E-06 6.64E-06 1.88E-06 371711.00 3754280.00 5.88E-06 4.62E-06 4.78E-09 9.31E-10 3.66E-09 1.04E-09
371731 3754280 9.62E-03 7.74E-03 8.26E-06 1.61E-06 6.34E-06 1.80E-06 371731.00 3754280.00 5.30E-06 4.27E-06 4.56E-09 8.88E-10 3.49E-09 9.90E-10
371751 3754280 8.72E-03 7.17E-03 7.87E-06 1.53E-06 6.04E-06 1.71E-06 371751.00 3754280.00 4.81E-06 3.95E-06 4.34E-09 8.46E-10 3.33E-09 9.43E-10
371771 3754280 7.94E-03 6.65E-03 7.50E-06 1.46E-06 5.74E-06 1.63E-06 371771.00 3754280.00 4.38E-06 3.67E-06 4.14E-09 8.06E-10 3.17E-09 8.96E-10
371791 3754280 7.25E-03 6.18E-03 7.14E-06 1.39E-06 5.45E-06 1.54E-06 371791.00 3754280.00 4.00E-06 3.41E-06 3.94E-09 7.68E-10 3.01E-09 8.52E-10
371811 3754280 6.65E-03 5.76E-03 6.80E-06 1.33E-06 5.18E-06 1.47E-06 371811.00 3754280.00 3.67E-06 3.18E-06 3.75E-09 7.31E-10 2.86E-09 8.09E-10
371831 3754280 6.12E-03 5.38E-03 6.48E-06 1.26E-06 4.92E-06 1.39E-06 371831.00 3754280.00 3.37E-06 2.97E-06 3.57E-09 6.97E-10 2.71E-09 7.68E-10
370571 3754300 1.19E-03 1.68E-03 4.63E-06 9.03E-07 6.64E-07 1.88E-07 370571.00 3754300.00 6.58E-07 9.25E-07 2.55E-09 4.98E-10 3.66E-10 1.04E-10
370591 3754300 1.26E-03 1.78E-03 5.06E-06 9.85E-07 7.01E-07 1.98E-07 370591.00 3754300.00 6.94E-07 9.82E-07 2.79E-09 5.43E-10 3.86E-10 1.09E-10
370611 3754300 1.33E-03 1.90E-03 5.54E-06 1.08E-06 7.40E-07 2.09E-07 370611.00 3754300.00 7.33E-07 1.05E-06 3.06E-09 5.95E-10 4.08E-10 1.15E-10
370631 3754300 1.40E-03 2.02E-03 6.09E-06 1.19E-06 7.81E-07 2.21E-07 370631.00 3754300.00 7.74E-07 1.11E-06 3.36E-09 6.54E-10 4.31E-10 1.22E-10
370651 3754300 1.48E-03 2.16E-03 6.71E-06 1.31E-06 8.27E-07 2.34E-07 370651.00 3754300.00 8.18E-07 1.19E-06 3.70E-09 7.22E-10 4.56E-10 1.29E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370671 3754300 1.57E-03 2.31E-03 7.45E-06 1.45E-06 8.76E-07 2.48E-07 370671.00 3754300.00 8.66E-07 1.27E-06 4.11E-09 8.00E-10 4.83E-10 1.37E-10
370691 3754300 1.67E-03 2.47E-03 8.30E-06 1.62E-06 9.28E-07 2.63E-07 370691.00 3754300.00 9.20E-07 1.36E-06 4.58E-09 8.92E-10 5.12E-10 1.45E-10
370711 3754300 1.77E-03 2.66E-03 9.33E-06 1.82E-06 9.85E-07 2.79E-07 370711.00 3754300.00 9.78E-07 1.47E-06 5.14E-09 1.00E-09 5.43E-10 1.54E-10
370731 3754300 1.88E-03 2.86E-03 1.06E-05 2.06E-06 1.05E-06 2.98E-07 370731.00 3754300.00 1.04E-06 1.58E-06 5.84E-09 1.14E-09 5.81E-10 1.64E-10
370751 3754300 2.01E-03 3.08E-03 1.21E-05 2.36E-06 1.13E-06 3.19E-07 370751.00 3754300.00 1.11E-06 1.70E-06 6.69E-09 1.30E-09 6.20E-10 1.76E-10
370771 3754300 2.15E-03 3.34E-03 1.41E-05 2.74E-06 1.20E-06 3.41E-07 370771.00 3754300.00 1.18E-06 1.84E-06 7.75E-09 1.51E-09 6.64E-10 1.88E-10
370791 3754300 2.29E-03 3.61E-03 1.65E-05 3.21E-06 1.29E-06 3.65E-07 370791.00 3754300.00 1.26E-06 1.99E-06 9.07E-09 1.77E-09 7.11E-10 2.01E-10
370811 3754300 2.46E-03 3.94E-03 1.97E-05 3.83E-06 1.39E-06 3.93E-07 370811.00 3754300.00 1.36E-06 2.17E-06 1.08E-08 2.11E-09 7.64E-10 2.16E-10
370831 3754300 2.66E-03 4.31E-03 2.41E-05 4.69E-06 1.49E-06 4.23E-07 370831.00 3754300.00 1.46E-06 2.38E-06 1.33E-08 2.59E-09 8.23E-10 2.33E-10
370851 3754300 2.87E-03 4.75E-03 3.04E-05 5.92E-06 1.61E-06 4.56E-07 370851.00 3754300.00 1.58E-06 2.62E-06 1.68E-08 3.27E-09 8.88E-10 2.52E-10
370871 3754300 3.15E-03 5.31E-03 4.13E-05 8.04E-06 1.74E-06 4.94E-07 370871.00 3754300.00 1.74E-06 2.93E-06 2.28E-08 4.43E-09 9.62E-10 2.72E-10
370891 3754300 3.45E-03 5.94E-03 6.04E-05 1.18E-05 1.89E-06 5.34E-07 370891.00 3754300.00 1.90E-06 3.28E-06 3.33E-08 6.49E-09 1.04E-09 2.95E-10
370911 3754300 3.79E-03 6.67E-03 1.02E-04 1.98E-05 2.05E-06 5.79E-07 370911.00 3754300.00 2.09E-06 3.68E-06 5.60E-08 1.09E-08 1.13E-09 3.19E-10
370931 3754300 4.18E-03 7.53E-03 1.05E-04 2.05E-05 2.23E-06 6.31E-07 370931.00 3754300.00 2.30E-06 4.15E-06 5.81E-08 1.13E-08 1.23E-09 3.48E-10
370951 3754300 4.63E-03 8.56E-03 1.54E-04 3.00E-05 2.44E-06 6.90E-07 370951.00 3754300.00 2.55E-06 4.72E-06 8.49E-08 1.66E-08 1.34E-09 3.80E-10
370971 3754300 5.17E-03 9.85E-03 1.50E-04 2.93E-05 2.65E-06 7.50E-07 370971.00 3754300.00 2.85E-06 5.43E-06 8.30E-08 1.62E-08 1.46E-09 4.14E-10
370991 3754300 5.81E-03 1.14E-02 9.99E-05 1.95E-05 2.90E-06 8.20E-07 370991.00 3754300.00 3.20E-06 6.31E-06 5.51E-08 1.07E-08 1.60E-09 4.52E-10
371011 3754300 6.57E-03 1.34E-02 7.34E-05 1.43E-05 3.17E-06 8.99E-07 371011.00 3754300.00 3.62E-06 7.40E-06 4.04E-08 7.88E-09 1.75E-09 4.96E-10
371031 3754300 7.50E-03 1.60E-02 5.77E-05 1.12E-05 3.47E-06 9.84E-07 371031.00 3754300.00 4.14E-06 8.81E-06 3.18E-08 6.20E-09 1.92E-09 5.43E-10
371051 3754300 8.69E-03 1.95E-02 4.74E-05 9.23E-06 3.75E-06 1.06E-06 371051.00 3754300.00 4.79E-06 1.07E-05 2.61E-08 5.09E-09 2.07E-09 5.86E-10
371071 3754300 1.01E-02 2.41E-02 3.99E-05 7.78E-06 4.04E-06 1.15E-06 371071.00 3754300.00 5.57E-06 1.33E-05 2.20E-08 4.29E-09 2.23E-09 6.32E-10
371091 3754300 1.20E-02 3.07E-02 3.49E-05 6.80E-06 4.38E-06 1.24E-06 371091.00 3754300.00 6.59E-06 1.69E-05 1.92E-08 3.75E-09 2.41E-09 6.84E-10
371111 3754300 1.44E-02 4.06E-02 3.11E-05 6.06E-06 4.71E-06 1.33E-06 371111.00 3754300.00 7.95E-06 2.24E-05 1.71E-08 3.34E-09 2.60E-09 7.36E-10
371131 3754300 1.78E-02 5.66E-02 2.82E-05 5.49E-06 5.05E-06 1.43E-06 371131.00 3754300.00 9.82E-06 3.12E-05 1.55E-08 3.03E-09 2.79E-09 7.89E-10
371151 3754300 2.26E-02 8.27E-02 2.59E-05 5.04E-06 5.40E-06 1.53E-06 371151.00 3754300.00 1.25E-05 4.56E-05 1.43E-08 2.78E-09 2.98E-09 8.43E-10
371171 3754300 2.96E-02 1.11E-01 2.39E-05 4.66E-06 5.69E-06 1.61E-06 371171.00 3754300.00 1.63E-05 6.11E-05 1.32E-08 2.57E-09 3.14E-09 8.89E-10
371411 3754300 2.46E-01 4.16E-02 1.33E-05 2.60E-06 6.30E-06 1.78E-06 371411.00 3754300.00 1.35E-04 2.29E-05 7.36E-09 1.43E-09 3.47E-09 9.83E-10
371431 3754300 2.18E-01 3.60E-02 1.29E-05 2.51E-06 6.30E-06 1.78E-06 371431.00 3754300.00 1.20E-04 1.99E-05 7.11E-09 1.38E-09 3.47E-09 9.83E-10
371451 3754300 1.58E-01 3.15E-02 1.24E-05 2.42E-06 6.24E-06 1.77E-06 371451.00 3754300.00 8.72E-05 1.74E-05 6.84E-09 1.33E-09 3.44E-09 9.75E-10
371471 3754300 1.12E-01 2.77E-02 1.20E-05 2.33E-06 6.24E-06 1.77E-06 371471.00 3754300.00 6.16E-05 1.53E-05 6.60E-09 1.29E-09 3.44E-09 9.75E-10
371491 3754300 8.22E-02 2.46E-02 1.16E-05 2.27E-06 6.32E-06 1.79E-06 371491.00 3754300.00 4.53E-05 1.36E-05 6.41E-09 1.25E-09 3.48E-09 9.87E-10
371511 3754300 6.32E-02 2.19E-02 1.13E-05 2.20E-06 6.36E-06 1.80E-06 371511.00 3754300.00 3.48E-05 1.21E-05 6.22E-09 1.21E-09 3.51E-09 9.93E-10
371531 3754300 5.01E-02 1.96E-02 1.09E-05 2.13E-06 6.40E-06 1.81E-06 371531.00 3754300.00 2.76E-05 1.08E-05 6.03E-09 1.18E-09 3.53E-09 9.99E-10
371551 3754300 4.06E-02 1.77E-02 1.06E-05 2.07E-06 6.45E-06 1.83E-06 371551.00 3754300.00 2.24E-05 9.75E-06 5.87E-09 1.14E-09 3.55E-09 1.01E-09
371571 3754300 3.37E-02 1.60E-02 1.04E-05 2.03E-06 6.54E-06 1.85E-06 371571.00 3754300.00 1.86E-05 8.82E-06 5.73E-09 1.12E-09 3.61E-09 1.02E-09
371591 3754300 2.83E-02 1.45E-02 1.01E-05 1.97E-06 6.54E-06 1.85E-06 371591.00 3754300.00 1.56E-05 8.01E-06 5.57E-09 1.08E-09 3.61E-09 1.02E-09
371611 3754300 2.41E-02 1.32E-02 9.77E-06 1.90E-06 6.48E-06 1.84E-06 371611.00 3754300.00 1.33E-05 7.29E-06 5.39E-09 1.05E-09 3.57E-09 1.01E-09
371631 3754300 2.08E-02 1.21E-02 9.44E-06 1.84E-06 6.38E-06 1.81E-06 371631.00 3754300.00 1.15E-05 6.66E-06 5.20E-09 1.01E-09 3.52E-09 9.97E-10
371651 3754300 1.81E-02 1.11E-02 9.10E-06 1.77E-06 6.25E-06 1.77E-06 371651.00 3754300.00 1.00E-05 6.09E-06 5.02E-09 9.78E-10 3.45E-09 9.77E-10
371671 3754300 1.59E-02 1.01E-02 8.77E-06 1.71E-06 6.10E-06 1.73E-06 371671.00 3754300.00 8.79E-06 5.60E-06 4.83E-09 9.42E-10 3.36E-09 9.53E-10
371691 3754300 1.41E-02 9.35E-03 8.43E-06 1.64E-06 5.93E-06 1.68E-06 371691.00 3754300.00 7.78E-06 5.15E-06 4.65E-09 9.06E-10 3.27E-09 9.26E-10
371711 3754300 1.26E-02 8.63E-03 8.10E-06 1.58E-06 5.74E-06 1.63E-06 371711.00 3754300.00 6.93E-06 4.76E-06 4.47E-09 8.70E-10 3.17E-09 8.97E-10
371731 3754300 1.13E-02 7.98E-03 7.77E-06 1.51E-06 5.54E-06 1.57E-06 371731.00 3754300.00 6.21E-06 4.40E-06 4.28E-09 8.35E-10 3.06E-09 8.65E-10
371751 3754300 1.01E-02 7.40E-03 7.45E-06 1.45E-06 5.34E-06 1.51E-06 371751.00 3754300.00 5.59E-06 4.08E-06 4.11E-09 8.01E-10 2.94E-09 8.34E-10
371771 3754300 9.18E-03 6.87E-03 7.14E-06 1.39E-06 5.13E-06 1.45E-06 371771.00 3754300.00 5.06E-06 3.79E-06 3.94E-09 7.67E-10 2.83E-09 8.01E-10
371791 3754300 8.35E-03 6.40E-03 6.83E-06 1.33E-06 4.91E-06 1.39E-06 371791.00 3754300.00 4.60E-06 3.53E-06 3.77E-09 7.34E-10 2.71E-09 7.68E-10
371811 3754300 7.62E-03 5.97E-03 6.54E-06 1.27E-06 4.71E-06 1.33E-06 371811.00 3754300.00 4.20E-06 3.29E-06 3.61E-09 7.03E-10 2.59E-09 7.35E-10
371831 3754300 6.98E-03 5.58E-03 6.26E-06 1.22E-06 4.50E-06 1.28E-06 371831.00 3754300.00 3.85E-06 3.07E-06 3.45E-09 6.73E-10 2.48E-09 7.03E-10
370571 3754320 1.21E-03 1.67E-03 4.67E-06 9.09E-07 6.50E-07 1.84E-07 370571.00 3754320.00 6.66E-07 9.19E-07 2.57E-09 5.01E-10 3.59E-10 1.02E-10
370591 3754320 1.27E-03 1.77E-03 5.09E-06 9.92E-07 6.85E-07 1.94E-07 370591.00 3754320.00 7.01E-07 9.75E-07 2.81E-09 5.47E-10 3.77E-10 1.07E-10
370611 3754320 1.34E-03 1.88E-03 5.57E-06 1.09E-06 7.21E-07 2.04E-07 370611.00 3754320.00 7.40E-07 1.04E-06 3.07E-09 5.99E-10 3.98E-10 1.13E-10
370631 3754320 1.42E-03 2.00E-03 6.12E-06 1.19E-06 7.61E-07 2.16E-07 370631.00 3754320.00 7.81E-07 1.10E-06 3.37E-09 6.58E-10 4.20E-10 1.19E-10
370651 3754320 1.50E-03 2.13E-03 6.75E-06 1.32E-06 8.04E-07 2.28E-07 370651.00 3754320.00 8.26E-07 1.18E-06 3.72E-09 7.26E-10 4.43E-10 1.26E-10
370671 3754320 1.59E-03 2.28E-03 7.49E-06 1.46E-06 8.51E-07 2.41E-07 370671.00 3754320.00 8.75E-07 1.26E-06 4.13E-09 8.05E-10 4.69E-10 1.33E-10
370691 3754320 1.68E-03 2.44E-03 8.36E-06 1.63E-06 9.00E-07 2.55E-07 370691.00 3754320.00 9.29E-07 1.35E-06 4.61E-09 8.98E-10 4.96E-10 1.41E-10
370711 3754320 1.79E-03 2.62E-03 9.39E-06 1.83E-06 9.55E-07 2.71E-07 370711.00 3754320.00 9.87E-07 1.44E-06 5.18E-09 1.01E-09 5.27E-10 1.49E-10
370731 3754320 1.91E-03 2.81E-03 1.06E-05 2.07E-06 1.02E-06 2.88E-07 370731.00 3754320.00 1.05E-06 1.55E-06 5.87E-09 1.14E-09 5.60E-10 1.59E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370751 3754320 2.03E-03 3.02E-03 1.22E-05 2.37E-06 1.08E-06 3.07E-07 370751.00 3754320.00 1.12E-06 1.67E-06 6.72E-09 1.31E-09 5.97E-10 1.69E-10
370771 3754320 2.16E-03 3.26E-03 1.41E-05 2.74E-06 1.16E-06 3.27E-07 370771.00 3754320.00 1.19E-06 1.80E-06 7.75E-09 1.51E-09 6.37E-10 1.80E-10
370791 3754320 2.31E-03 3.53E-03 1.64E-05 3.21E-06 1.23E-06 3.50E-07 370791.00 3754320.00 1.27E-06 1.95E-06 9.07E-09 1.77E-09 6.81E-10 1.93E-10
370811 3754320 2.48E-03 3.84E-03 1.96E-05 3.82E-06 1.32E-06 3.75E-07 370811.00 3754320.00 1.37E-06 2.12E-06 1.08E-08 2.11E-09 7.29E-10 2.07E-10
370831 3754320 2.68E-03 4.20E-03 2.39E-05 4.67E-06 1.42E-06 4.02E-07 370831.00 3754320.00 1.48E-06 2.31E-06 1.32E-08 2.57E-09 7.83E-10 2.22E-10
370851 3754320 2.90E-03 4.61E-03 3.02E-05 5.89E-06 1.53E-06 4.32E-07 370851.00 3754320.00 1.60E-06 2.54E-06 1.67E-08 3.25E-09 8.42E-10 2.38E-10
370871 3754320 3.18E-03 5.15E-03 4.12E-05 8.03E-06 1.65E-06 4.66E-07 370871.00 3754320.00 1.76E-06 2.84E-06 2.27E-08 4.43E-09 9.08E-10 2.57E-10
370891 3754320 3.50E-03 5.76E-03 6.07E-05 1.18E-05 1.76E-06 4.99E-07 370891.00 3754320.00 1.93E-06 3.18E-06 3.35E-08 6.53E-09 9.72E-10 2.75E-10
370911 3754320 3.84E-03 6.44E-03 1.03E-04 2.01E-05 1.90E-06 5.39E-07 370911.00 3754320.00 2.12E-06 3.55E-06 5.68E-08 1.11E-08 1.05E-09 2.97E-10
370931 3754320 4.24E-03 7.24E-03 1.02E-04 1.98E-05 2.07E-06 5.85E-07 370931.00 3754320.00 2.34E-06 3.99E-06 5.61E-08 1.09E-08 1.14E-09 3.23E-10
370951 3754320 4.70E-03 8.21E-03 1.75E-04 3.41E-05 2.24E-06 6.36E-07 370951.00 3754320.00 2.59E-06 4.52E-06 9.64E-08 1.88E-08 1.24E-09 3.50E-10
370971 3754320 5.25E-03 9.39E-03 1.48E-04 2.89E-05 2.43E-06 6.87E-07 370971.00 3754320.00 2.89E-06 5.18E-06 8.17E-08 1.59E-08 1.34E-09 3.79E-10
370991 3754320 5.90E-03 1.08E-02 9.83E-05 1.92E-05 2.63E-06 7.46E-07 370991.00 3754320.00 3.25E-06 5.98E-06 5.42E-08 1.06E-08 1.45E-09 4.11E-10
371011 3754320 6.68E-03 1.27E-02 7.21E-05 1.41E-05 2.85E-06 8.09E-07 371011.00 3754320.00 3.69E-06 6.98E-06 3.98E-08 7.75E-09 1.57E-09 4.46E-10
371031 3754320 7.64E-03 1.50E-02 5.66E-05 1.10E-05 3.09E-06 8.76E-07 371031.00 3754320.00 4.21E-06 8.26E-06 3.12E-08 6.08E-09 1.71E-09 4.83E-10
371051 3754320 8.84E-03 1.80E-02 4.65E-05 9.06E-06 3.33E-06 9.45E-07 371051.00 3754320.00 4.87E-06 9.95E-06 2.56E-08 5.00E-09 1.84E-09 5.21E-10
371071 3754320 1.03E-02 2.22E-02 3.95E-05 7.69E-06 3.58E-06 1.01E-06 371071.00 3754320.00 5.71E-06 1.22E-05 2.18E-08 4.24E-09 1.97E-09 5.59E-10
371091 3754320 1.23E-02 2.81E-02 3.43E-05 6.68E-06 3.82E-06 1.08E-06 371091.00 3754320.00 6.78E-06 1.55E-05 1.89E-08 3.68E-09 2.11E-09 5.97E-10
371111 3754320 1.49E-02 3.70E-02 3.03E-05 5.90E-06 4.06E-06 1.15E-06 371111.00 3754320.00 8.20E-06 2.04E-05 1.67E-08 3.26E-09 2.24E-09 6.34E-10
371131 3754320 1.84E-02 5.13E-02 2.72E-05 5.30E-06 4.29E-06 1.21E-06 371131.00 3754320.00 1.01E-05 2.83E-05 1.50E-08 2.92E-09 2.36E-09 6.69E-10
371151 3754320 2.34E-02 7.58E-02 2.48E-05 4.82E-06 4.51E-06 1.28E-06 371151.00 3754320.00 1.29E-05 4.18E-05 1.36E-08 2.66E-09 2.49E-09 7.05E-10
371171 3754320 3.08E-02 1.04E-01 2.27E-05 4.43E-06 4.71E-06 1.33E-06 371171.00 3754320.00 1.70E-05 5.71E-05 1.25E-08 2.44E-09 2.60E-09 7.36E-10
371411 3754320 2.96E-01 3.96E-02 1.21E-05 2.36E-06 4.99E-06 1.41E-06 371411.00 3754320.00 1.63E-04 2.18E-05 6.67E-09 1.30E-09 2.75E-09 7.79E-10
371431 3754320 2.56E-01 3.45E-02 1.17E-05 2.27E-06 4.97E-06 1.41E-06 371431.00 3754320.00 1.41E-04 1.90E-05 6.43E-09 1.25E-09 2.74E-09 7.76E-10
371451 3754320 1.87E-01 3.03E-02 1.12E-05 2.19E-06 4.94E-06 1.40E-06 371451.00 3754320.00 1.03E-04 1.67E-05 6.19E-09 1.21E-09 2.72E-09 7.71E-10
371471 3754320 1.34E-01 2.68E-02 1.09E-05 2.11E-06 4.94E-06 1.40E-06 371471.00 3754320.00 7.40E-05 1.48E-05 5.98E-09 1.17E-09 2.72E-09 7.71E-10
371491 3754320 9.93E-02 2.39E-02 1.05E-05 2.05E-06 4.95E-06 1.40E-06 371491.00 3754320.00 5.47E-05 1.32E-05 5.79E-09 1.13E-09 2.73E-09 7.73E-10
371511 3754320 7.59E-02 2.14E-02 1.02E-05 1.98E-06 4.98E-06 1.41E-06 371511.00 3754320.00 4.18E-05 1.18E-05 5.61E-09 1.09E-09 2.75E-09 7.78E-10
371531 3754320 5.97E-02 1.92E-02 9.87E-06 1.92E-06 5.02E-06 1.42E-06 371531.00 3754320.00 3.29E-05 1.06E-05 5.44E-09 1.06E-09 2.77E-09 7.84E-10
371551 3754320 4.81E-02 1.74E-02 9.60E-06 1.87E-06 5.08E-06 1.44E-06 371551.00 3754320.00 2.65E-05 9.59E-06 5.30E-09 1.03E-09 2.80E-09 7.93E-10
371571 3754320 3.95E-02 1.58E-02 9.40E-06 1.83E-06 5.20E-06 1.47E-06 371571.00 3754320.00 2.18E-05 8.72E-06 5.18E-09 1.01E-09 2.87E-09 8.12E-10
371591 3754320 3.31E-02 1.44E-02 9.16E-06 1.79E-06 5.25E-06 1.49E-06 371591.00 3754320.00 1.82E-05 7.95E-06 5.05E-09 9.85E-10 2.90E-09 8.20E-10
371611 3754320 2.80E-02 1.32E-02 8.90E-06 1.73E-06 5.25E-06 1.49E-06 371611.00 3754320.00 1.54E-05 7.26E-06 4.91E-09 9.56E-10 2.89E-09 8.19E-10
371631 3754320 2.40E-02 1.21E-02 8.63E-06 1.68E-06 5.22E-06 1.48E-06 371631.00 3754320.00 1.33E-05 6.65E-06 4.76E-09 9.27E-10 2.88E-09 8.15E-10
371651 3754320 2.08E-02 1.11E-02 8.36E-06 1.63E-06 5.17E-06 1.46E-06 371651.00 3754320.00 1.15E-05 6.11E-06 4.61E-09 8.98E-10 2.85E-09 8.08E-10
371671 3754320 1.82E-02 1.02E-02 8.09E-06 1.58E-06 5.10E-06 1.44E-06 371671.00 3754320.00 1.00E-05 5.63E-06 4.46E-09 8.69E-10 2.81E-09 7.97E-10
371691 3754320 1.60E-02 9.42E-03 7.82E-06 1.52E-06 5.01E-06 1.42E-06 371691.00 3754320.00 8.85E-06 5.20E-06 4.31E-09 8.40E-10 2.76E-09 7.83E-10
371711 3754320 1.42E-02 8.72E-03 7.55E-06 1.47E-06 4.91E-06 1.39E-06 371711.00 3754320.00 7.85E-06 4.81E-06 4.16E-09 8.11E-10 2.71E-09 7.66E-10
371731 3754320 1.27E-02 8.08E-03 7.28E-06 1.42E-06 4.78E-06 1.36E-06 371731.00 3754320.00 7.01E-06 4.46E-06 4.01E-09 7.82E-10 2.64E-09 7.47E-10
371751 3754320 1.14E-02 7.52E-03 7.02E-06 1.37E-06 4.66E-06 1.32E-06 371751.00 3754320.00 6.29E-06 4.14E-06 3.87E-09 7.55E-10 2.57E-09 7.27E-10
371771 3754320 1.03E-02 6.99E-03 6.76E-06 1.32E-06 4.51E-06 1.28E-06 371771.00 3754320.00 5.68E-06 3.86E-06 3.73E-09 7.26E-10 2.49E-09 7.05E-10
371791 3754320 9.33E-03 6.52E-03 6.50E-06 1.27E-06 4.37E-06 1.24E-06 371791.00 3754320.00 5.14E-06 3.60E-06 3.58E-09 6.99E-10 2.41E-09 6.82E-10
371811 3754320 8.49E-03 6.09E-03 6.25E-06 1.22E-06 4.22E-06 1.19E-06 371811.00 3754320.00 4.68E-06 3.36E-06 3.45E-09 6.72E-10 2.33E-09 6.59E-10
371831 3754320 7.76E-03 5.70E-03 6.01E-06 1.17E-06 4.07E-06 1.15E-06 371831.00 3754320.00 4.28E-06 3.14E-06 3.32E-09 6.46E-10 2.24E-09 6.35E-10
370571 3754340 1.22E-03 1.65E-03 4.69E-06 9.13E-07 6.35E-07 1.80E-07 370571.00 3754340.00 6.71E-07 9.10E-07 2.58E-09 5.03E-10 3.50E-10 9.91E-11
370591 3754340 1.28E-03 1.75E-03 5.11E-06 9.96E-07 6.67E-07 1.89E-07 370591.00 3754340.00 7.07E-07 9.65E-07 2.82E-09 5.49E-10 3.68E-10 1.04E-10
370611 3754340 1.35E-03 1.86E-03 5.59E-06 1.09E-06 7.02E-07 1.99E-07 370611.00 3754340.00 7.46E-07 1.02E-06 3.08E-09 6.01E-10 3.87E-10 1.10E-10
370631 3754340 1.43E-03 1.97E-03 6.14E-06 1.20E-06 7.40E-07 2.09E-07 370631.00 3754340.00 7.87E-07 1.09E-06 3.39E-09 6.60E-10 4.08E-10 1.15E-10
370651 3754340 1.51E-03 2.10E-03 6.77E-06 1.32E-06 7.80E-07 2.21E-07 370651.00 3754340.00 8.32E-07 1.16E-06 3.74E-09 7.28E-10 4.30E-10 1.22E-10
370671 3754340 1.60E-03 2.24E-03 7.51E-06 1.46E-06 8.23E-07 2.33E-07 370671.00 3754340.00 8.81E-07 1.24E-06 4.14E-09 8.07E-10 4.54E-10 1.29E-10
370691 3754340 1.70E-03 2.40E-03 8.38E-06 1.63E-06 8.69E-07 2.46E-07 370691.00 3754340.00 9.35E-07 1.32E-06 4.62E-09 9.00E-10 4.79E-10 1.36E-10
370711 3754340 1.80E-03 2.57E-03 9.41E-06 1.83E-06 9.19E-07 2.60E-07 370711.00 3754340.00 9.94E-07 1.42E-06 5.19E-09 1.01E-09 5.07E-10 1.44E-10
370731 3754340 1.92E-03 2.75E-03 1.07E-05 2.08E-06 9.78E-07 2.77E-07 370731.00 3754340.00 1.06E-06 1.52E-06 5.88E-09 1.15E-09 5.39E-10 1.53E-10
370751 3754340 2.04E-03 2.95E-03 1.22E-05 2.38E-06 1.04E-06 2.95E-07 370751.00 3754340.00 1.12E-06 1.63E-06 6.73E-09 1.31E-09 5.74E-10 1.62E-10
370771 3754340 2.18E-03 3.18E-03 1.41E-05 2.75E-06 1.11E-06 3.14E-07 370771.00 3754340.00 1.20E-06 1.75E-06 7.77E-09 1.51E-09 6.10E-10 1.73E-10
370791 3754340 2.32E-03 3.43E-03 1.64E-05 3.20E-06 1.18E-06 3.34E-07 370791.00 3754340.00 1.28E-06 1.89E-06 9.06E-09 1.77E-09 6.50E-10 1.84E-10
370811 3754340 2.49E-03 3.72E-03 1.95E-05 3.80E-06 1.26E-06 3.56E-07 370811.00 3754340.00 1.37E-06 2.05E-06 1.07E-08 2.09E-09 6.94E-10 1.97E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370831 3754340 2.69E-03 4.06E-03 2.38E-05 4.64E-06 1.35E-06 3.81E-07 370831.00 3754340.00 1.48E-06 2.24E-06 1.31E-08 2.56E-09 7.43E-10 2.10E-10
370851 3754340 2.91E-03 4.45E-03 3.00E-05 5.85E-06 1.44E-06 4.09E-07 370851.00 3754340.00 1.61E-06 2.45E-06 1.65E-08 3.22E-09 7.96E-10 2.25E-10
370871 3754340 3.19E-03 4.94E-03 4.06E-05 7.91E-06 1.55E-06 4.39E-07 370871.00 3754340.00 1.76E-06 2.72E-06 2.24E-08 4.36E-09 8.55E-10 2.42E-10
370891 3754340 3.52E-03 5.53E-03 6.05E-05 1.18E-05 1.64E-06 4.66E-07 370891.00 3754340.00 1.94E-06 3.05E-06 3.34E-08 6.50E-09 9.06E-10 2.57E-10
370911 3754340 3.86E-03 6.16E-03 1.03E-04 2.00E-05 1.77E-06 5.01E-07 370911.00 3754340.00 2.13E-06 3.39E-06 5.66E-08 1.10E-08 9.75E-10 2.76E-10
370931 3754340 4.25E-03 6.89E-03 1.07E-04 2.08E-05 1.91E-06 5.42E-07 370931.00 3754340.00 2.35E-06 3.80E-06 5.89E-08 1.15E-08 1.05E-09 2.99E-10
370951 3754340 4.71E-03 7.76E-03 1.54E-04 2.99E-05 2.06E-06 5.85E-07 370951.00 3754340.00 2.60E-06 4.28E-06 8.46E-08 1.65E-08 1.14E-09 3.22E-10
370971 3754340 5.26E-03 8.82E-03 1.47E-04 2.87E-05 2.22E-06 6.29E-07 370971.00 3754340.00 2.90E-06 4.86E-06 8.11E-08 1.58E-08 1.23E-09 3.47E-10
370991 3754340 5.91E-03 1.01E-02 9.75E-05 1.90E-05 2.39E-06 6.77E-07 370991.00 3754340.00 3.26E-06 5.58E-06 5.38E-08 1.05E-08 1.32E-09 3.73E-10
371011 3754340 6.70E-03 1.17E-02 7.13E-05 1.39E-05 2.57E-06 7.27E-07 371011.00 3754340.00 3.69E-06 6.47E-06 3.93E-08 7.67E-09 1.42E-09 4.01E-10
371031 3754340 7.65E-03 1.38E-02 5.59E-05 1.09E-05 2.76E-06 7.81E-07 371031.00 3754340.00 4.22E-06 7.59E-06 3.08E-08 6.00E-09 1.52E-09 4.30E-10
371051 3754340 8.83E-03 1.64E-02 4.58E-05 8.92E-06 2.95E-06 8.34E-07 371051.00 3754340.00 4.87E-06 9.04E-06 2.52E-08 4.92E-09 1.62E-09 4.60E-10
371071 3754340 1.03E-02 1.99E-02 3.87E-05 7.54E-06 3.13E-06 8.87E-07 371071.00 3754340.00 5.69E-06 1.10E-05 2.13E-08 4.16E-09 1.73E-09 4.89E-10
371091 3754340 1.22E-02 2.48E-02 3.35E-05 6.53E-06 3.32E-06 9.39E-07 371091.00 3754340.00 6.75E-06 1.37E-05 1.85E-08 3.60E-09 1.83E-09 5.18E-10
371111 3754340 1.47E-02 3.20E-02 2.95E-05 5.75E-06 3.49E-06 9.88E-07 371111.00 3754340.00 8.13E-06 1.77E-05 1.63E-08 3.17E-09 1.92E-09 5.45E-10
371131 3754340 1.81E-02 4.35E-02 2.64E-05 5.14E-06 3.65E-06 1.03E-06 371131.00 3754340.00 9.99E-06 2.40E-05 1.45E-08 2.84E-09 2.01E-09 5.71E-10
371151 3754340 2.29E-02 6.33E-02 2.39E-05 4.66E-06 3.81E-06 1.08E-06 371151.00 3754340.00 1.26E-05 3.49E-05 1.32E-08 2.57E-09 2.10E-09 5.95E-10
371171 3754340 3.00E-02 8.73E-02 2.19E-05 4.26E-06 3.95E-06 1.12E-06 371171.00 3754340.00 1.65E-05 4.81E-05 1.21E-08 2.35E-09 2.18E-09 6.16E-10
371411 3754340 2.82E-01 3.62E-02 1.11E-05 2.17E-06 4.04E-06 1.15E-06 371411.00 3754340.00 1.55E-04 2.00E-05 6.15E-09 1.20E-09 2.23E-09 6.32E-10
371431 3754340 2.32E-01 3.18E-02 1.07E-05 2.09E-06 4.02E-06 1.14E-06 371431.00 3754340.00 1.28E-04 1.75E-05 5.92E-09 1.15E-09 2.22E-09 6.27E-10
371451 3754340 1.74E-01 2.81E-02 1.03E-05 2.01E-06 3.99E-06 1.13E-06 371451.00 3754340.00 9.62E-05 1.55E-05 5.70E-09 1.11E-09 2.20E-09 6.23E-10
371471 3754340 1.31E-01 2.51E-02 9.98E-06 1.95E-06 3.99E-06 1.13E-06 371471.00 3754340.00 7.23E-05 1.38E-05 5.50E-09 1.07E-09 2.20E-09 6.23E-10
371491 3754340 1.01E-01 2.25E-02 9.67E-06 1.88E-06 4.01E-06 1.14E-06 371491.00 3754340.00 5.54E-05 1.24E-05 5.33E-09 1.04E-09 2.21E-09 6.26E-10
371511 3754340 7.88E-02 2.03E-02 9.37E-06 1.83E-06 4.04E-06 1.14E-06 371511.00 3754340.00 4.34E-05 1.12E-05 5.17E-09 1.01E-09 2.23E-09 6.30E-10
371531 3754340 6.31E-02 1.84E-02 9.09E-06 1.77E-06 4.07E-06 1.15E-06 371531.00 3754340.00 3.48E-05 1.01E-05 5.01E-09 9.76E-10 2.24E-09 6.35E-10
371551 3754340 5.14E-02 1.67E-02 8.84E-06 1.72E-06 4.12E-06 1.17E-06 371551.00 3754340.00 2.83E-05 9.23E-06 4.87E-09 9.50E-10 2.27E-09 6.44E-10
371571 3754340 4.26E-02 1.53E-02 8.63E-06 1.68E-06 4.20E-06 1.19E-06 371571.00 3754340.00 2.35E-05 8.42E-06 4.76E-09 9.27E-10 2.31E-09 6.56E-10
371591 3754340 3.57E-02 1.40E-02 8.40E-06 1.64E-06 4.24E-06 1.20E-06 371591.00 3754340.00 1.97E-05 7.71E-06 4.63E-09 9.03E-10 2.34E-09 6.62E-10
371611 3754340 3.04E-02 1.28E-02 8.17E-06 1.59E-06 4.27E-06 1.21E-06 371611.00 3754340.00 1.68E-05 7.08E-06 4.51E-09 8.78E-10 2.35E-09 6.66E-10
371631 3754340 2.61E-02 1.18E-02 7.94E-06 1.55E-06 4.27E-06 1.21E-06 371631.00 3754340.00 1.44E-05 6.52E-06 4.38E-09 8.54E-10 2.36E-09 6.67E-10
371651 3754340 2.27E-02 1.09E-02 7.72E-06 1.50E-06 4.27E-06 1.21E-06 371651.00 3754340.00 1.25E-05 6.01E-06 4.25E-09 8.29E-10 2.35E-09 6.67E-10
371671 3754340 1.98E-02 1.01E-02 7.49E-06 1.46E-06 4.25E-06 1.20E-06 371671.00 3754340.00 1.09E-05 5.56E-06 4.13E-09 8.05E-10 2.34E-09 6.63E-10
371691 3754340 1.75E-02 9.34E-03 7.27E-06 1.42E-06 4.21E-06 1.19E-06 371691.00 3754340.00 9.63E-06 5.15E-06 4.01E-09 7.81E-10 2.32E-09 6.58E-10
371711 3754340 1.55E-02 8.67E-03 7.05E-06 1.37E-06 4.16E-06 1.18E-06 371711.00 3754340.00 8.55E-06 4.78E-06 3.89E-09 7.57E-10 2.30E-09 6.50E-10
371731 3754340 1.38E-02 8.06E-03 6.83E-06 1.33E-06 4.10E-06 1.16E-06 371731.00 3754340.00 7.63E-06 4.45E-06 3.76E-09 7.33E-10 2.26E-09 6.40E-10
371751 3754340 1.24E-02 7.51E-03 6.61E-06 1.29E-06 4.02E-06 1.14E-06 371751.00 3754340.00 6.84E-06 4.14E-06 3.64E-09 7.10E-10 2.22E-09 6.29E-10
371771 3754340 1.12E-02 7.01E-03 6.38E-06 1.24E-06 3.93E-06 1.11E-06 371771.00 3754340.00 6.17E-06 3.87E-06 3.52E-09 6.86E-10 2.17E-09 6.15E-10
371791 3754340 1.01E-02 6.55E-03 6.17E-06 1.20E-06 3.84E-06 1.09E-06 371791.00 3754340.00 5.59E-06 3.61E-06 3.40E-09 6.63E-10 2.12E-09 5.99E-10
371811 3754340 9.21E-03 6.14E-03 5.96E-06 1.16E-06 3.74E-06 1.06E-06 371811.00 3754340.00 5.08E-06 3.38E-06 3.28E-09 6.40E-10 2.06E-09 5.84E-10
371831 3754340 8.41E-03 5.75E-03 5.75E-06 1.12E-06 3.63E-06 1.03E-06 371831.00 3754340.00 4.64E-06 3.17E-06 3.17E-09 6.18E-10 2.00E-09 5.67E-10
370571 3754360 1.22E-03 1.63E-03 4.70E-06 9.16E-07 6.19E-07 1.75E-07 370571.00 3754360.00 6.75E-07 8.97E-07 2.59E-09 5.05E-10 3.41E-10 9.66E-11
370591 3754360 1.29E-03 1.72E-03 5.12E-06 9.99E-07 6.49E-07 1.84E-07 370591.00 3754360.00 7.11E-07 9.50E-07 2.83E-09 5.51E-10 3.58E-10 1.01E-10
370611 3754360 1.36E-03 1.83E-03 5.60E-06 1.09E-06 6.82E-07 1.93E-07 370611.00 3754360.00 7.49E-07 1.01E-06 3.09E-09 6.02E-10 3.76E-10 1.06E-10
370631 3754360 1.43E-03 1.94E-03 6.15E-06 1.20E-06 7.17E-07 2.03E-07 370631.00 3754360.00 7.90E-07 1.07E-06 3.39E-09 6.61E-10 3.95E-10 1.12E-10
370651 3754360 1.51E-03 2.06E-03 6.78E-06 1.32E-06 7.53E-07 2.13E-07 370651.00 3754360.00 8.35E-07 1.14E-06 3.74E-09 7.28E-10 4.15E-10 1.18E-10
370671 3754360 1.60E-03 2.19E-03 7.51E-06 1.46E-06 7.93E-07 2.25E-07 370671.00 3754360.00 8.84E-07 1.21E-06 4.14E-09 8.07E-10 4.37E-10 1.24E-10
370691 3754360 1.70E-03 2.34E-03 8.37E-06 1.63E-06 8.35E-07 2.37E-07 370691.00 3754360.00 9.37E-07 1.29E-06 4.62E-09 9.00E-10 4.61E-10 1.30E-10
370711 3754360 1.80E-03 2.50E-03 9.41E-06 1.83E-06 8.83E-07 2.50E-07 370711.00 3754360.00 9.95E-07 1.38E-06 5.19E-09 1.01E-09 4.87E-10 1.38E-10
370731 3754360 1.92E-03 2.68E-03 1.07E-05 2.08E-06 9.39E-07 2.66E-07 370731.00 3754360.00 1.06E-06 1.48E-06 5.88E-09 1.15E-09 5.18E-10 1.47E-10
370751 3754360 2.04E-03 2.86E-03 1.22E-05 2.37E-06 9.97E-07 2.82E-07 370751.00 3754360.00 1.12E-06 1.58E-06 6.72E-09 1.31E-09 5.50E-10 1.56E-10
370771 3754360 2.17E-03 3.08E-03 1.40E-05 2.73E-06 1.06E-06 3.00E-07 370771.00 3754360.00 1.20E-06 1.70E-06 7.74E-09 1.51E-09 5.83E-10 1.65E-10
370791 3754360 2.32E-03 3.31E-03 1.64E-05 3.19E-06 1.12E-06 3.18E-07 370791.00 3754360.00 1.28E-06 1.83E-06 9.02E-09 1.76E-09 6.20E-10 1.76E-10
370811 3754360 2.48E-03 3.57E-03 1.93E-05 3.77E-06 1.20E-06 3.39E-07 370811.00 3754360.00 1.37E-06 1.97E-06 1.07E-08 2.08E-09 6.59E-10 1.87E-10
370831 3754360 2.68E-03 3.89E-03 2.36E-05 4.61E-06 1.28E-06 3.61E-07 370831.00 3754360.00 1.48E-06 2.15E-06 1.30E-08 2.54E-09 7.03E-10 1.99E-10
370851 3754360 2.91E-03 4.26E-03 2.98E-05 5.80E-06 1.36E-06 3.86E-07 370851.00 3754360.00 1.60E-06 2.35E-06 1.64E-08 3.20E-09 7.51E-10 2.13E-10
370871 3754360 3.17E-03 4.70E-03 3.99E-05 7.78E-06 1.46E-06 4.13E-07 370871.00 3754360.00 1.75E-06 2.59E-06 2.20E-08 4.29E-09 8.03E-10 2.28E-10
370891 3754360 3.51E-03 5.25E-03 6.03E-05 1.17E-05 1.54E-06 4.35E-07 370891.00 3754360.00 1.93E-06 2.89E-06 3.32E-08 6.48E-09 8.47E-10 2.40E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370911 3754360 3.84E-03 5.81E-03 1.01E-04 1.97E-05 1.64E-06 4.65E-07 370911.00 3754360.00 2.12E-06 3.21E-06 5.57E-08 1.08E-08 9.05E-10 2.56E-10
370931 3754360 4.23E-03 6.47E-03 1.01E-04 1.97E-05 1.77E-06 5.01E-07 370931.00 3754360.00 2.33E-06 3.57E-06 5.57E-08 1.09E-08 9.75E-10 2.76E-10
370951 3754360 4.68E-03 7.25E-03 1.76E-04 3.43E-05 1.90E-06 5.37E-07 370951.00 3754360.00 2.58E-06 4.00E-06 9.71E-08 1.89E-08 1.05E-09 2.96E-10
370971 3754360 5.19E-03 8.16E-03 1.43E-04 2.79E-05 2.00E-06 5.67E-07 370971.00 3754360.00 2.86E-06 4.50E-06 7.90E-08 1.54E-08 1.10E-09 3.12E-10
370991 3754360 5.82E-03 9.28E-03 9.61E-05 1.87E-05 2.14E-06 6.06E-07 370991.00 3754360.00 3.21E-06 5.12E-06 5.30E-08 1.03E-08 1.18E-09 3.34E-10
371011 3754360 6.57E-03 1.06E-02 7.04E-05 1.37E-05 2.28E-06 6.47E-07 371011.00 3754360.00 3.62E-06 5.87E-06 3.88E-08 7.57E-09 1.26E-09 3.57E-10
371031 3754360 7.51E-03 1.24E-02 5.54E-05 1.08E-05 2.44E-06 6.92E-07 371031.00 3754360.00 4.14E-06 6.83E-06 3.06E-08 5.96E-09 1.35E-09 3.81E-10
371051 3754360 8.57E-03 1.44E-02 4.48E-05 8.73E-06 2.57E-06 7.28E-07 371051.00 3754360.00 4.73E-06 7.95E-06 2.47E-08 4.81E-09 1.42E-09 4.02E-10
371071 3754360 9.97E-03 1.72E-02 3.79E-05 7.38E-06 2.72E-06 7.71E-07 371071.00 3754360.00 5.50E-06 9.48E-06 2.09E-08 4.07E-09 1.50E-09 4.25E-10
371091 3754360 1.17E-02 2.09E-02 3.27E-05 6.36E-06 2.86E-06 8.10E-07 371091.00 3754360.00 6.47E-06 1.15E-05 1.80E-08 3.51E-09 1.58E-09 4.47E-10
371111 3754360 1.41E-02 2.63E-02 2.89E-05 5.64E-06 3.02E-06 8.56E-07 371111.00 3754360.00 7.80E-06 1.45E-05 1.60E-08 3.11E-09 1.67E-09 4.72E-10
371131 3754360 1.72E-02 3.39E-02 2.59E-05 5.04E-06 3.17E-06 8.98E-07 371131.00 3754360.00 9.50E-06 1.87E-05 1.43E-08 2.78E-09 1.75E-09 4.95E-10
371151 3754360 2.14E-02 4.50E-02 2.34E-05 4.55E-06 3.30E-06 9.34E-07 371151.00 3754360.00 1.18E-05 2.48E-05 1.29E-08 2.51E-09 1.82E-09 5.15E-10
371171 3754360 2.73E-02 5.74E-02 2.13E-05 4.15E-06 3.40E-06 9.63E-07 371171.00 3754360.00 1.51E-05 3.16E-05 1.17E-08 2.29E-09 1.87E-09 5.31E-10
371191 3754360 3.60E-02 6.45E-02 1.96E-05 3.81E-06 3.48E-06 9.86E-07 371191.00 3754360.00 1.98E-05 3.55E-05 1.08E-08 2.10E-09 1.92E-09 5.44E-10
371211 3754360 4.92E-02 7.70E-02 1.81E-05 3.53E-06 3.54E-06 1.00E-06 371211.00 3754360.00 2.71E-05 4.24E-05 9.98E-09 1.95E-09 1.95E-09 5.53E-10
371231 3754360 6.98E-02 8.63E-02 1.68E-05 3.28E-06 3.58E-06 1.01E-06 371231.00 3754360.00 3.85E-05 4.76E-05 9.29E-09 1.81E-09 1.97E-09 5.59E-10
371251 3754360 9.56E-02 8.74E-02 1.58E-05 3.07E-06 3.61E-06 1.02E-06 371251.00 3754360.00 5.27E-05 4.82E-05 8.69E-09 1.69E-09 1.99E-09 5.64E-10
371271 3754360 1.15E-01 8.86E-02 1.48E-05 2.89E-06 3.62E-06 1.02E-06 371271.00 3754360.00 6.31E-05 4.88E-05 8.16E-09 1.59E-09 1.99E-09 5.65E-10
371291 3754360 1.44E-01 8.01E-02 1.40E-05 2.72E-06 3.61E-06 1.02E-06 371291.00 3754360.00 7.91E-05 4.42E-05 7.70E-09 1.50E-09 1.99E-09 5.63E-10
371311 3754360 1.76E-01 6.70E-02 1.32E-05 2.57E-06 3.58E-06 1.01E-06 371311.00 3754360.00 9.68E-05 3.70E-05 7.28E-09 1.42E-09 1.97E-09 5.59E-10
371331 3754360 1.96E-01 5.60E-02 1.25E-05 2.44E-06 3.54E-06 1.00E-06 371331.00 3754360.00 1.08E-04 3.09E-05 6.92E-09 1.35E-09 1.95E-09 5.54E-10
371351 3754360 2.06E-01 4.75E-02 1.19E-05 2.33E-06 3.50E-06 9.92E-07 371351.00 3754360.00 1.14E-04 2.62E-05 6.59E-09 1.28E-09 1.93E-09 5.47E-10
371371 3754360 2.05E-01 4.10E-02 1.14E-05 2.22E-06 3.45E-06 9.78E-07 371371.00 3754360.00 1.13E-04 2.26E-05 6.28E-09 1.22E-09 1.90E-09 5.39E-10
371391 3754360 1.95E-01 3.58E-02 1.09E-05 2.12E-06 3.38E-06 9.59E-07 371391.00 3754360.00 1.07E-04 1.97E-05 6.00E-09 1.17E-09 1.87E-09 5.29E-10
371411 3754360 1.82E-01 3.16E-02 1.04E-05 2.03E-06 3.35E-06 9.48E-07 371411.00 3754360.00 1.00E-04 1.74E-05 5.75E-09 1.12E-09 1.84E-09 5.23E-10
371431 3754360 1.61E-01 2.81E-02 1.00E-05 1.95E-06 3.32E-06 9.40E-07 371431.00 3754360.00 8.86E-05 1.55E-05 5.53E-09 1.08E-09 1.83E-09 5.19E-10
371451 3754360 1.32E-01 2.52E-02 9.69E-06 1.89E-06 3.34E-06 9.45E-07 371451.00 3754360.00 7.26E-05 1.39E-05 5.34E-09 1.04E-09 1.84E-09 5.21E-10
371471 3754360 1.07E-01 2.27E-02 9.36E-06 1.82E-06 3.33E-06 9.44E-07 371471.00 3754360.00 5.92E-05 1.25E-05 5.16E-09 1.01E-09 1.84E-09 5.20E-10
371491 3754360 8.76E-02 2.06E-02 9.05E-06 1.76E-06 3.33E-06 9.44E-07 371491.00 3754360.00 4.83E-05 1.14E-05 4.99E-09 9.72E-10 1.84E-09 5.20E-10
371511 3754360 7.20E-02 1.88E-02 8.76E-06 1.71E-06 3.35E-06 9.47E-07 371511.00 3754360.00 3.97E-05 1.03E-05 4.83E-09 9.41E-10 1.84E-09 5.22E-10
371531 3754360 5.96E-02 1.71E-02 8.49E-06 1.65E-06 3.37E-06 9.53E-07 371531.00 3754360.00 3.29E-05 9.45E-06 4.68E-09 9.12E-10 1.86E-09 5.26E-10
371551 3754360 4.99E-02 1.57E-02 8.24E-06 1.61E-06 3.39E-06 9.61E-07 371551.00 3754360.00 2.75E-05 8.66E-06 4.54E-09 8.86E-10 1.87E-09 5.30E-10
371571 3754360 4.21E-02 1.44E-02 8.01E-06 1.56E-06 3.42E-06 9.70E-07 371571.00 3754360.00 2.32E-05 7.96E-06 4.42E-09 8.61E-10 1.89E-09 5.35E-10
371591 3754360 3.59E-02 1.33E-02 7.79E-06 1.52E-06 3.46E-06 9.79E-07 371591.00 3754360.00 1.98E-05 7.33E-06 4.29E-09 8.37E-10 1.91E-09 5.40E-10
371611 3754360 3.09E-02 1.23E-02 7.58E-06 1.48E-06 3.49E-06 9.88E-07 371611.00 3754360.00 1.70E-05 6.77E-06 4.18E-09 8.14E-10 1.92E-09 5.45E-10
371631 3754360 2.68E-02 1.14E-02 7.37E-06 1.44E-06 3.51E-06 9.95E-07 371631.00 3754360.00 1.48E-05 6.26E-06 4.06E-09 7.92E-10 1.94E-09 5.49E-10
371651 3754360 2.34E-02 1.05E-02 7.17E-06 1.40E-06 3.53E-06 1.00E-06 371651.00 3754360.00 1.29E-05 5.81E-06 3.95E-09 7.71E-10 1.95E-09 5.51E-10
371671 3754360 2.06E-02 9.78E-03 6.97E-06 1.36E-06 3.53E-06 1.00E-06 371671.00 3754360.00 1.14E-05 5.39E-06 3.85E-09 7.49E-10 1.95E-09 5.52E-10
371691 3754360 1.82E-02 9.10E-03 6.78E-06 1.32E-06 3.53E-06 1.00E-06 371691.00 3754360.00 1.00E-05 5.02E-06 3.74E-09 7.29E-10 1.95E-09 5.51E-10
371711 3754360 1.62E-02 8.48E-03 6.59E-06 1.29E-06 3.52E-06 9.96E-07 371711.00 3754360.00 8.94E-06 4.68E-06 3.64E-09 7.09E-10 1.94E-09 5.49E-10
371731 3754360 1.45E-02 7.92E-03 6.41E-06 1.25E-06 3.49E-06 9.89E-07 371731.00 3754360.00 8.00E-06 4.36E-06 3.53E-09 6.88E-10 1.92E-09 5.45E-10
371751 3754360 1.31E-02 7.40E-03 6.22E-06 1.21E-06 3.45E-06 9.78E-07 371751.00 3754360.00 7.20E-06 4.08E-06 3.43E-09 6.68E-10 1.90E-09 5.39E-10
371771 3754360 1.18E-02 6.92E-03 6.03E-06 1.18E-06 3.40E-06 9.64E-07 371771.00 3754360.00 6.50E-06 3.82E-06 3.32E-09 6.48E-10 1.88E-09 5.32E-10
371791 3754360 1.07E-02 6.49E-03 5.84E-06 1.14E-06 3.35E-06 9.48E-07 371791.00 3754360.00 5.89E-06 3.58E-06 3.22E-09 6.28E-10 1.85E-09 5.23E-10
371811 3754360 9.73E-03 6.09E-03 5.66E-06 1.10E-06 3.28E-06 9.30E-07 371811.00 3754360.00 5.37E-06 3.36E-06 3.12E-09 6.09E-10 1.81E-09 5.13E-10
371831 3754360 8.89E-03 5.73E-03 5.49E-06 1.07E-06 3.22E-06 9.11E-07 371831.00 3754360.00 4.90E-06 3.16E-06 3.02E-09 5.89E-10 1.77E-09 5.02E-10
370571 3754380 1.22E-03 1.60E-03 4.70E-06 9.16E-07 6.01E-07 1.70E-07 370571.00 3754380.00 6.75E-07 8.80E-07 2.59E-09 5.05E-10 3.32E-10 9.39E-11
370591 3754380 1.29E-03 1.69E-03 5.12E-06 9.98E-07 6.30E-07 1.79E-07 370591.00 3754380.00 7.10E-07 9.30E-07 2.82E-09 5.50E-10 3.47E-10 9.84E-11
370611 3754380 1.36E-03 1.79E-03 5.60E-06 1.09E-06 6.60E-07 1.87E-07 370611.00 3754380.00 7.49E-07 9.84E-07 3.09E-09 6.01E-10 3.64E-10 1.03E-10
370631 3754380 1.43E-03 1.89E-03 6.14E-06 1.20E-06 6.92E-07 1.96E-07 370631.00 3754380.00 7.89E-07 1.04E-06 3.38E-09 6.60E-10 3.82E-10 1.08E-10
370651 3754380 1.51E-03 2.01E-03 6.76E-06 1.32E-06 7.26E-07 2.06E-07 370651.00 3754380.00 8.33E-07 1.11E-06 3.73E-09 7.27E-10 4.01E-10 1.13E-10
370671 3754380 1.60E-03 2.13E-03 7.49E-06 1.46E-06 7.62E-07 2.16E-07 370671.00 3754380.00 8.82E-07 1.18E-06 4.13E-09 8.05E-10 4.20E-10 1.19E-10
370691 3754380 1.69E-03 2.27E-03 8.35E-06 1.63E-06 8.02E-07 2.27E-07 370691.00 3754380.00 9.34E-07 1.25E-06 4.60E-09 8.97E-10 4.42E-10 1.25E-10
370711 3754380 1.80E-03 2.42E-03 9.39E-06 1.83E-06 8.48E-07 2.40E-07 370711.00 3754380.00 9.91E-07 1.34E-06 5.18E-09 1.01E-09 4.68E-10 1.32E-10
370731 3754380 1.91E-03 2.59E-03 1.06E-05 2.07E-06 9.00E-07 2.55E-07 370731.00 3754380.00 1.05E-06 1.43E-06 5.87E-09 1.14E-09 4.96E-10 1.41E-10
370751 3754380 2.03E-03 2.76E-03 1.21E-05 2.37E-06 9.53E-07 2.70E-07 370751.00 3754380.00 1.12E-06 1.52E-06 6.70E-09 1.31E-09 5.26E-10 1.49E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370771 3754380 2.16E-03 2.96E-03 1.40E-05 2.72E-06 1.01E-06 2.86E-07 370771.00 3754380.00 1.19E-06 1.63E-06 7.71E-09 1.50E-09 5.57E-10 1.58E-10
370791 3754380 2.30E-03 3.18E-03 1.63E-05 3.17E-06 1.07E-06 3.03E-07 370791.00 3754380.00 1.27E-06 1.75E-06 8.97E-09 1.75E-09 5.90E-10 1.67E-10

2.47E-03 3.43E-03 1.93E-05 3.76E-06 1.14E-06 3.21E-07 1.36E-06 1.89E-06 1.06E-08 2.07E-09 6.26E-10 1.77E-10
370831 3754380 2.66E-03 3.72E-03 2.35E-05 4.59E-06 1.21E-06 3.42E-07 370831 3754380 1.47E-06 2.05E-06 1.30E-08 2.53E-09 6.65E-10 1.88E-10
370851 3754380 2.88E-03 4.05E-03 2.95E-05 5.76E-06 1.28E-06 3.64E-07 370851 3754380 1.59E-06 2.23E-06 1.63E-08 3.17E-09 7.08E-10 2.00E-10
370871 3754380 3.13E-03 4.43E-03 3.90E-05 7.61E-06 1.37E-06 3.87E-07 370871 3754380 1.73E-06 2.44E-06 2.15E-08 4.20E-09 7.54E-10 2.14E-10
370891 3754380 3.43E-03 4.89E-03 5.69E-05 1.11E-05 1.46E-06 4.13E-07 370891 3754380 1.89E-06 2.69E-06 3.14E-08 6.11E-09 8.04E-10 2.28E-10
370911 3754380 3.78E-03 5.43E-03 1.01E-04 1.97E-05 1.53E-06 4.34E-07 370911 3754380 2.08E-06 2.99E-06 5.56E-08 1.08E-08 8.45E-10 2.39E-10
370931 3754380 4.15E-03 6.01E-03 1.44E-04 2.81E-05 1.63E-06 4.63E-07 370931 3754380 2.29E-06 3.31E-06 7.94E-08 1.55E-08 9.01E-10 2.55E-10
370951 3754380 4.59E-03 6.68E-03 1.55E-04 3.02E-05 1.74E-06 4.93E-07 370951 3754380 2.53E-06 3.69E-06 8.54E-08 1.66E-08 9.61E-10 2.72E-10
370971 3754380 5.07E-03 7.45E-03 1.46E-04 2.84E-05 1.83E-06 5.18E-07 370971 3754380 2.79E-06 4.11E-06 8.03E-08 1.57E-08 1.01E-09 2.86E-10
370991 3754380 5.66E-03 8.39E-03 9.67E-05 1.89E-05 1.94E-06 5.50E-07 370991 3754380 3.12E-06 4.62E-06 5.33E-08 1.04E-08 1.07E-09 3.04E-10
371011 3754380 6.36E-03 9.50E-03 7.06E-05 1.38E-05 2.06E-06 5.83E-07 371011 3754380 3.51E-06 5.24E-06 3.89E-08 7.58E-09 1.14E-09 3.22E-10
371031 3754380 7.22E-03 1.09E-02 5.52E-05 1.08E-05 2.18E-06 6.18E-07 371031 3754380 3.98E-06 6.00E-06 3.04E-08 5.93E-09 1.20E-09 3.41E-10
371051 3754380 8.23E-03 1.25E-02 4.48E-05 8.73E-06 2.29E-06 6.50E-07 371051 3754380 4.54E-06 6.90E-06 2.47E-08 4.81E-09 1.27E-09 3.58E-10
371071 3754380 9.48E-03 1.45E-02 3.75E-05 7.32E-06 2.40E-06 6.81E-07 371071 3754380 5.22E-06 8.01E-06 2.07E-08 4.03E-09 1.32E-09 3.75E-10
371091 3754380 1.11E-02 1.72E-02 3.24E-05 6.32E-06 2.52E-06 7.13E-07 371091 3754380 6.10E-06 9.47E-06 1.79E-08 3.48E-09 1.39E-09 3.93E-10
371111 3754380 1.32E-02 2.07E-02 2.85E-05 5.56E-06 2.64E-06 7.48E-07 371111 3754380 7.27E-06 1.14E-05 1.57E-08 3.07E-09 1.46E-09 4.12E-10
371131 3754380 1.58E-02 2.49E-02 2.54E-05 4.95E-06 2.75E-06 7.80E-07 371131 3754380 8.70E-06 1.37E-05 1.40E-08 2.73E-09 1.52E-09 4.30E-10
371151 3754380 1.91E-02 2.98E-02 2.29E-05 4.47E-06 2.86E-06 8.10E-07 371151 3754380 1.06E-05 1.64E-05 1.26E-08 2.46E-09 1.58E-09 4.47E-10
371171 3754380 2.37E-02 3.44E-02 2.08E-05 4.05E-06 2.91E-06 8.25E-07 371171 3754380 1.31E-05 1.90E-05 1.15E-08 2.23E-09 1.61E-09 4.55E-10
371191 3754380 2.99E-02 3.66E-02 1.91E-05 3.71E-06 2.97E-06 8.40E-07 371191 3754380 1.65E-05 2.02E-05 1.05E-08 2.05E-09 1.64E-09 4.63E-10
371211 3754380 3.81E-02 3.80E-02 1.76E-05 3.43E-06 3.01E-06 8.52E-07 371211 3754380 2.10E-05 2.10E-05 9.69E-09 1.89E-09 1.66E-09 4.70E-10
371231 3754380 4.85E-02 4.00E-02 1.63E-05 3.18E-06 3.04E-06 8.60E-07 371231 3754380 2.67E-05 2.21E-05 8.99E-09 1.75E-09 1.67E-09 4.74E-10
371251 3754380 5.94E-02 4.20E-02 1.52E-05 2.96E-06 3.05E-06 8.64E-07 371251 3754380 3.27E-05 2.31E-05 8.38E-09 1.63E-09 1.68E-09 4.76E-10
371271 3754380 6.79E-02 4.41E-02 1.42E-05 2.78E-06 3.05E-06 8.63E-07 371271 3754380 3.74E-05 2.43E-05 7.85E-09 1.53E-09 1.68E-09 4.76E-10
371291 3754380 7.59E-02 4.48E-02 1.34E-05 2.61E-06 3.03E-06 8.59E-07 371291 3754380 4.19E-05 2.47E-05 7.38E-09 1.44E-09 1.67E-09 4.74E-10
371311 3754380 8.64E-02 4.29E-02 1.26E-05 2.46E-06 3.00E-06 8.50E-07 371311 3754380 4.76E-05 2.36E-05 6.96E-09 1.36E-09 1.66E-09 4.69E-10
371331 3754380 9.56E-02 3.93E-02 1.20E-05 2.33E-06 2.97E-06 8.42E-07 371331 3754380 5.27E-05 2.17E-05 6.60E-09 1.29E-09 1.64E-09 4.64E-10
371351 3754380 1.01E-01 3.55E-02 1.14E-05 2.22E-06 2.96E-06 8.37E-07 371351 3754380 5.54E-05 1.96E-05 6.28E-09 1.22E-09 1.63E-09 4.62E-10
371371 3754380 1.01E-01 3.20E-02 1.09E-05 2.12E-06 2.93E-06 8.30E-07 371371 3754380 5.59E-05 1.76E-05 5.99E-09 1.17E-09 1.61E-09 4.57E-10
371391 3754380 1.00E-01 2.89E-02 1.04E-05 2.02E-06 2.88E-06 8.16E-07 371391 3754380 5.52E-05 1.59E-05 5.71E-09 1.11E-09 1.59E-09 4.50E-10
371411 3754380 9.85E-02 2.62E-02 9.90E-06 1.93E-06 2.83E-06 8.03E-07 371411 3754380 5.43E-05 1.44E-05 5.46E-09 1.06E-09 1.56E-09 4.43E-10
371431 3754380 9.47E-02 2.38E-02 9.52E-06 1.86E-06 2.82E-06 7.99E-07 371431 3754380 5.22E-05 1.31E-05 5.25E-09 1.02E-09 1.56E-09 4.41E-10
371451 3754380 8.78E-02 2.17E-02 9.15E-06 1.78E-06 2.79E-06 7.91E-07 371451 3754380 4.84E-05 1.20E-05 5.04E-09 9.83E-10 1.54E-09 4.36E-10
371471 3754380 7.86E-02 1.99E-02 8.80E-06 1.72E-06 2.77E-06 7.85E-07 371471 3754380 4.33E-05 1.10E-05 4.85E-09 9.46E-10 1.53E-09 4.33E-10
371491 3754380 6.89E-02 1.83E-02 8.49E-06 1.65E-06 2.76E-06 7.81E-07 371491 3754380 3.80E-05 1.01E-05 4.68E-09 9.12E-10 1.52E-09 4.31E-10
371511 3754380 5.98E-02 1.68E-02 8.20E-06 1.60E-06 2.76E-06 7.81E-07 371511 3754380 3.30E-05 9.28E-06 4.52E-09 8.81E-10 1.52E-09 4.30E-10
371531 3754380 5.17E-02 1.55E-02 7.94E-06 1.55E-06 2.77E-06 7.84E-07 371531 3754380 2.85E-05 8.56E-06 4.38E-09 8.53E-10 1.53E-09 4.32E-10
371551 3754380 4.47E-02 1.44E-02 7.71E-06 1.50E-06 2.79E-06 7.92E-07 371551 3754380 2.47E-05 7.92E-06 4.25E-09 8.28E-10 1.54E-09 4.36E-10
371571 3754380 3.88E-02 1.33E-02 7.49E-06 1.46E-06 2.82E-06 7.99E-07 371571 3754380 2.14E-05 7.34E-06 4.13E-09 8.05E-10 1.56E-09 4.41E-10
371591 3754380 3.38E-02 1.24E-02 7.29E-06 1.42E-06 2.85E-06 8.07E-07 371591 3754380 1.86E-05 6.81E-06 4.02E-09 7.83E-10 1.57E-09 4.45E-10
371611 3754380 2.96E-02 1.15E-02 7.09E-06 1.38E-06 2.88E-06 8.16E-07 371611 3754380 1.63E-05 6.34E-06 3.91E-09 7.62E-10 1.59E-09 4.50E-10
371631 3754380 2.60E-02 1.07E-02 6.90E-06 1.34E-06 2.91E-06 8.23E-07 371631 3754380 1.44E-05 5.90E-06 3.80E-09 7.41E-10 1.60E-09 4.54E-10
371651 3754380 2.30E-02 9.98E-03 6.71E-06 1.31E-06 2.93E-06 8.30E-07 371651 3754380 1.27E-05 5.50E-06 3.70E-09 7.21E-10 1.62E-09 4.58E-10
371671 3754380 2.04E-02 9.32E-03 6.53E-06 1.27E-06 2.95E-06 8.35E-07 371671 3754380 1.13E-05 5.14E-06 3.60E-09 7.02E-10 1.63E-09 4.60E-10
371691 3754380 1.82E-02 8.71E-03 6.36E-06 1.24E-06 2.96E-06 8.39E-07 371691 3754380 1.01E-05 4.80E-06 3.51E-09 6.84E-10 1.63E-09 4.62E-10
371711 3754380 1.63E-02 8.16E-03 6.20E-06 1.21E-06 2.97E-06 8.40E-07 371711 3754380 9.01E-06 4.50E-06 3.42E-09 6.66E-10 1.64E-09 4.63E-10
371731 3754380 1.47E-02 7.65E-03 6.03E-06 1.18E-06 2.96E-06 8.39E-07 371731 3754380 8.11E-06 4.22E-06 3.32E-09 6.48E-10 1.63E-09 4.63E-10
371751 3754380 1.33E-02 7.18E-03 5.87E-06 1.14E-06 2.95E-06 8.36E-07 371751 3754380 7.33E-06 3.96E-06 3.24E-09 6.30E-10 1.63E-09 4.61E-10
371771 3754380 1.21E-02 6.74E-03 5.70E-06 1.11E-06 2.93E-06 8.30E-07 371771 3754380 6.64E-06 3.72E-06 3.14E-09 6.13E-10 1.62E-09 4.57E-10
371791 3754380 1.10E-02 6.35E-03 5.55E-06 1.08E-06 2.90E-06 8.22E-07 371791 3754380 6.05E-06 3.50E-06 3.06E-09 5.96E-10 1.60E-09 4.53E-10
371811 3754380 1.00E-02 5.97E-03 5.39E-06 1.05E-06 2.87E-06 8.12E-07 371811 3754380 5.52E-06 3.29E-06 2.97E-09 5.79E-10 1.58E-09 4.48E-10
371831 3754380 9.17E-03 5.63E-03 5.23E-06 1.02E-06 2.82E-06 8.00E-07 371831 3754380 5.06E-06 3.11E-06 2.88E-09 5.62E-10 1.56E-09 4.41E-10
370571 3754400 1.22E-03 1.56E-03 4.69E-06 9.14E-07 5.84E-07 1.65E-07 370571 3754400 6.72E-07 8.59E-07 2.58E-09 5.04E-10 3.22E-10 9.12E-11
370591 3754400 1.28E-03 1.64E-03 5.11E-06 9.95E-07 6.11E-07 1.73E-07 370591 3754400 7.07E-07 9.06E-07 2.82E-09 5.49E-10 3.37E-10 9.54E-11
370611 3754400 1.35E-03 1.74E-03 5.58E-06 1.09E-06 6.39E-07 1.81E-07 370611 3754400 7.44E-07 9.57E-07 3.08E-09 5.99E-10 3.52E-10 9.98E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370631 3754400 1.42E-03 1.84E-03 6.12E-06 1.19E-06 6.68E-07 1.89E-07 370631 3754400 7.85E-07 1.01E-06 3.37E-09 6.57E-10 3.68E-10 1.04E-10
370651 3754400 1.50E-03 1.94E-03 6.74E-06 1.31E-06 7.00E-07 1.98E-07 370651 3754400 8.28E-07 1.07E-06 3.72E-09 7.24E-10 3.86E-10 1.09E-10
370671 3754400 1.59E-03 2.06E-03 7.46E-06 1.45E-06 7.33E-07 2.08E-07 370671 3754400 8.75E-07 1.14E-06 4.11E-09 8.02E-10 4.04E-10 1.14E-10
370691 3754400 1.68E-03 2.19E-03 8.32E-06 1.62E-06 7.70E-07 2.18E-07 370691 3754400 9.26E-07 1.21E-06 4.59E-09 8.94E-10 4.25E-10 1.20E-10
370711 3754400 1.78E-03 2.33E-03 9.35E-06 1.82E-06 8.13E-07 2.30E-07 370711 3754400 9.81E-07 1.29E-06 5.15E-09 1.00E-09 4.48E-10 1.27E-10
370731 3754400 1.89E-03 2.48E-03 1.06E-05 2.06E-06 8.61E-07 2.44E-07 370731 3754400 1.04E-06 1.37E-06 5.84E-09 1.14E-09 4.75E-10 1.34E-10
370751 3754400 2.01E-03 2.65E-03 1.21E-05 2.36E-06 9.11E-07 2.58E-07 370751 3754400 1.11E-06 1.46E-06 6.67E-09 1.30E-09 5.02E-10 1.42E-10
370771 3754400 2.14E-03 2.83E-03 1.39E-05 2.71E-06 9.62E-07 2.72E-07 370771 3754400 1.18E-06 1.56E-06 7.68E-09 1.50E-09 5.30E-10 1.50E-10
370791 3754400 2.28E-03 3.03E-03 1.62E-05 3.16E-06 1.02E-06 2.88E-07 370791 3754400 1.26E-06 1.67E-06 8.94E-09 1.74E-09 5.61E-10 1.59E-10
370811 3754400 2.44E-03 3.26E-03 1.92E-05 3.74E-06 1.08E-06 3.05E-07 370811 3754400 1.34E-06 1.80E-06 1.06E-08 2.06E-09 5.93E-10 1.68E-10
370831 3754400 2.62E-03 3.52E-03 2.34E-05 4.55E-06 1.14E-06 3.23E-07 370831 3754400 1.45E-06 1.94E-06 1.29E-08 2.51E-09 6.29E-10 1.78E-10
370851 3754400 2.83E-03 3.82E-03 2.93E-05 5.71E-06 1.21E-06 3.42E-07 370851 3754400 1.56E-06 2.10E-06 1.61E-08 3.15E-09 6.67E-10 1.89E-10
370871 3754400 3.06E-03 4.15E-03 3.84E-05 7.49E-06 1.28E-06 3.63E-07 370871 3754400 1.69E-06 2.29E-06 2.12E-08 4.13E-09 7.07E-10 2.00E-10
370891 3754400 3.33E-03 4.53E-03 5.35E-05 1.04E-05 1.36E-06 3.86E-07 370891 3754400 1.84E-06 2.50E-06 2.95E-08 5.75E-09 7.51E-10 2.13E-10
370911 3754400 3.67E-03 5.01E-03 9.22E-05 1.80E-05 1.44E-06 4.09E-07 370911 3754400 2.02E-06 2.76E-06 5.09E-08 9.91E-09 7.96E-10 2.26E-10
370931 3754400 4.04E-03 5.53E-03 9.95E-05 1.94E-05 1.51E-06 4.27E-07 370931 3754400 2.23E-06 3.05E-06 5.49E-08 1.07E-08 8.32E-10 2.36E-10
370951 3754400 4.44E-03 6.10E-03 9.97E-05 1.94E-05 1.60E-06 4.53E-07 370951 3754400 2.45E-06 3.36E-06 5.50E-08 1.07E-08 8.83E-10 2.50E-10
370971 3754400 4.89E-03 6.74E-03 1.49E-04 2.90E-05 1.68E-06 4.75E-07 370971 3754400 2.70E-06 3.71E-06 8.20E-08 1.60E-08 9.25E-10 2.62E-10
370991 3754400 5.43E-03 7.49E-03 9.78E-05 1.91E-05 1.77E-06 5.01E-07 370991 3754400 2.99E-06 4.13E-06 5.39E-08 1.05E-08 9.75E-10 2.76E-10
371011 3754400 6.07E-03 8.37E-03 7.10E-05 1.38E-05 1.86E-06 5.27E-07 371011 3754400 3.35E-06 4.62E-06 3.91E-08 7.63E-09 1.03E-09 2.91E-10
371031 3754400 6.83E-03 9.42E-03 5.52E-05 1.07E-05 1.96E-06 5.54E-07 371031 3754400 3.77E-06 5.19E-06 3.04E-08 5.93E-09 1.08E-09 3.06E-10
371051 3754400 7.76E-03 1.07E-02 4.48E-05 8.73E-06 2.05E-06 5.82E-07 371051 3754400 4.28E-06 5.89E-06 2.47E-08 4.82E-09 1.13E-09 3.21E-10
371071 3754400 8.83E-03 1.21E-02 3.74E-05 7.29E-06 2.13E-06 6.04E-07 371071 3754400 4.87E-06 6.65E-06 2.06E-08 4.02E-09 1.18E-09 3.33E-10
371091 3754400 1.02E-02 1.38E-02 3.22E-05 6.28E-06 2.22E-06 6.30E-07 371091 3754400 5.63E-06 7.62E-06 1.78E-08 3.46E-09 1.23E-09 3.47E-10
371111 3754400 1.20E-02 1.59E-02 2.82E-05 5.50E-06 2.32E-06 6.57E-07 371111 3754400 6.59E-06 8.76E-06 1.56E-08 3.03E-09 1.28E-09 3.62E-10
371131 3754400 1.40E-02 1.80E-02 2.51E-05 4.88E-06 2.41E-06 6.81E-07 371131 3754400 7.74E-06 9.94E-06 1.38E-08 2.69E-09 1.33E-09 3.76E-10
371151 3754400 1.66E-02 1.99E-02 2.26E-05 4.40E-06 2.49E-06 7.05E-07 371151 3754400 9.15E-06 1.10E-05 1.24E-08 2.43E-09 1.37E-09 3.89E-10
371171 3754400 1.99E-02 2.13E-02 2.04E-05 3.98E-06 2.52E-06 7.15E-07 371171 3754400 1.09E-05 1.17E-05 1.13E-08 2.19E-09 1.39E-09 3.94E-10
371191 3754400 2.38E-02 2.16E-02 1.87E-05 3.64E-06 2.56E-06 7.26E-07 371191 3754400 1.31E-05 1.19E-05 1.03E-08 2.01E-09 1.41E-09 4.00E-10
371211 3754400 2.85E-02 2.11E-02 1.72E-05 3.35E-06 2.59E-06 7.33E-07 371211 3754400 1.57E-05 1.17E-05 9.47E-09 1.85E-09 1.43E-09 4.04E-10
371231 3754400 3.36E-02 2.09E-02 1.59E-05 3.10E-06 2.61E-06 7.38E-07 371231 3754400 1.85E-05 1.15E-05 8.77E-09 1.71E-09 1.44E-09 4.07E-10
371251 3754400 3.81E-02 2.15E-02 1.48E-05 2.88E-06 2.61E-06 7.41E-07 371251 3754400 2.10E-05 1.19E-05 8.16E-09 1.59E-09 1.44E-09 4.08E-10
371271 3754400 4.14E-02 2.29E-02 1.38E-05 2.69E-06 2.61E-06 7.39E-07 371271 3754400 2.29E-05 1.26E-05 7.62E-09 1.49E-09 1.44E-09 4.07E-10
371291 3754400 4.39E-02 2.45E-02 1.30E-05 2.53E-06 2.60E-06 7.36E-07 371291 3754400 2.42E-05 1.35E-05 7.15E-09 1.39E-09 1.43E-09 4.06E-10
371311 3754400 4.63E-02 2.55E-02 1.22E-05 2.38E-06 2.57E-06 7.29E-07 371311 3754400 2.56E-05 1.41E-05 6.73E-09 1.31E-09 1.42E-09 4.02E-10
371331 3754400 4.88E-02 2.55E-02 1.16E-05 2.25E-06 2.57E-06 7.27E-07 371331 3754400 2.69E-05 1.40E-05 6.38E-09 1.24E-09 1.42E-09 4.01E-10
371351 3754400 5.08E-02 2.47E-02 1.10E-05 2.14E-06 2.56E-06 7.24E-07 371351 3754400 2.80E-05 1.36E-05 6.06E-09 1.18E-09 1.41E-09 3.99E-10
371371 3754400 5.25E-02 2.35E-02 1.05E-05 2.04E-06 2.52E-06 7.15E-07 371371 3754400 2.89E-05 1.30E-05 5.76E-09 1.12E-09 1.39E-09 3.94E-10
371391 3754400 5.38E-02 2.21E-02 9.95E-06 1.94E-06 2.48E-06 7.01E-07 371391 3754400 2.97E-05 1.22E-05 5.48E-09 1.07E-09 1.37E-09 3.87E-10
371411 3754400 5.49E-02 2.07E-02 9.51E-06 1.85E-06 2.45E-06 6.93E-07 371411 3754400 3.03E-05 1.14E-05 5.24E-09 1.02E-09 1.35E-09 3.82E-10
371431 3754400 5.57E-02 1.94E-02 9.10E-06 1.77E-06 2.41E-06 6.82E-07 371431 3754400 3.07E-05 1.07E-05 5.02E-09 9.78E-10 1.33E-09 3.76E-10
371451 3754400 5.53E-02 1.81E-02 8.73E-06 1.70E-06 2.38E-06 6.75E-07 371451 3754400 3.05E-05 9.97E-06 4.81E-09 9.38E-10 1.31E-09 3.72E-10
371471 3754400 5.33E-02 1.69E-02 8.39E-06 1.64E-06 2.36E-06 6.68E-07 371471 3754400 2.94E-05 9.30E-06 4.63E-09 9.02E-10 1.30E-09 3.68E-10
371491 3754400 5.00E-02 1.57E-02 8.07E-06 1.57E-06 2.34E-06 6.62E-07 371491 3754400 2.76E-05 8.68E-06 4.45E-09 8.68E-10 1.29E-09 3.65E-10
371511 3754400 4.60E-02 1.47E-02 7.79E-06 1.52E-06 2.33E-06 6.59E-07 371511 3754400 2.53E-05 8.10E-06 4.29E-09 8.37E-10 1.28E-09 3.64E-10
371531 3754400 4.17E-02 1.37E-02 7.53E-06 1.47E-06 2.33E-06 6.59E-07 371531 3754400 2.30E-05 7.57E-06 4.15E-09 8.09E-10 1.28E-09 3.64E-10
371551 3754400 3.75E-02 1.28E-02 7.29E-06 1.42E-06 2.34E-06 6.63E-07 371551 3754400 2.07E-05 7.07E-06 4.02E-09 7.84E-10 1.29E-09 3.65E-10
371571 3754400 3.36E-02 1.20E-02 7.08E-06 1.38E-06 2.36E-06 6.68E-07 371571 3754400 1.85E-05 6.62E-06 3.91E-09 7.61E-10 1.30E-09 3.68E-10
371591 3754400 3.00E-02 1.13E-02 6.88E-06 1.34E-06 2.38E-06 6.74E-07 371591 3754400 1.66E-05 6.20E-06 3.79E-09 7.39E-10 1.31E-09 3.72E-10
371611 3754400 2.69E-02 1.05E-02 6.69E-06 1.30E-06 2.40E-06 6.80E-07 371611 3754400 1.48E-05 5.82E-06 3.69E-09 7.19E-10 1.32E-09 3.75E-10
371631 3754400 2.41E-02 9.90E-03 6.50E-06 1.27E-06 2.43E-06 6.87E-07 371631 3754400 1.33E-05 5.46E-06 3.59E-09 6.99E-10 1.34E-09 3.79E-10
371651 3754400 2.16E-02 9.29E-03 6.33E-06 1.23E-06 2.45E-06 6.94E-07 371651 3754400 1.19E-05 5.12E-06 3.49E-09 6.80E-10 1.35E-09 3.83E-10
371671 3754400 1.95E-02 8.73E-03 6.16E-06 1.20E-06 2.47E-06 7.00E-07 371671 3754400 1.07E-05 4.81E-06 3.40E-09 6.62E-10 1.36E-09 3.86E-10
371691 3754400 1.76E-02 8.21E-03 6.00E-06 1.17E-06 2.49E-06 7.06E-07 371691 3754400 9.68E-06 4.53E-06 3.31E-09 6.45E-10 1.37E-09 3.89E-10
371711 3754400 1.59E-02 7.73E-03 5.85E-06 1.14E-06 2.51E-06 7.10E-07 371711 3754400 8.76E-06 4.26E-06 3.23E-09 6.29E-10 1.38E-09 3.91E-10
371731 3754400 1.44E-02 7.28E-03 5.70E-06 1.11E-06 2.52E-06 7.13E-07 371731 3754400 7.95E-06 4.01E-06 3.14E-09 6.13E-10 1.39E-09 3.93E-10
371751 3754400 1.31E-02 6.86E-03 5.55E-06 1.08E-06 2.52E-06 7.13E-07 371751 3754400 7.23E-06 3.78E-06 3.06E-09 5.97E-10 1.39E-09 3.93E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371771 3754400 1.20E-02 6.48E-03 5.41E-06 1.05E-06 2.52E-06 7.13E-07 371771 3754400 6.60E-06 3.57E-06 2.98E-09 5.81E-10 1.39E-09 3.93E-10
371791 3754400 1.10E-02 6.12E-03 5.27E-06 1.03E-06 2.51E-06 7.10E-07 371791 3754400 6.04E-06 3.37E-06 2.90E-09 5.66E-10 1.38E-09 3.91E-10
371811 3754400 1.00E-02 5.78E-03 5.13E-06 9.99E-07 2.49E-06 7.05E-07 371811 3754400 5.54E-06 3.19E-06 2.83E-09 5.51E-10 1.37E-09 3.89E-10
371831 3754400 9.24E-03 5.47E-03 4.99E-06 9.73E-07 2.47E-06 6.99E-07 371831 3754400 5.09E-06 3.02E-06 2.75E-09 5.36E-10 1.36E-09 3.86E-10
370571 3754420 1.21E-03 1.51E-03 4.66E-06 9.07E-07 5.66E-07 1.60E-07 370571 3754420 6.65E-07 8.32E-07 2.57E-09 5.00E-10 3.12E-10 8.83E-11
370591 3754420 1.27E-03 1.59E-03 5.07E-06 9.89E-07 5.91E-07 1.67E-07 370591 3754420 6.99E-07 8.77E-07 2.80E-09 5.45E-10 3.26E-10 9.23E-11
370611 3754420 1.33E-03 1.68E-03 5.55E-06 1.08E-06 6.18E-07 1.75E-07 370611 3754420 7.36E-07 9.25E-07 3.06E-09 5.96E-10 3.41E-10 9.66E-11
370631 3754420 1.41E-03 1.77E-03 6.09E-06 1.19E-06 6.47E-07 1.83E-07 370631 3754420 7.75E-07 9.77E-07 3.36E-09 6.54E-10 3.57E-10 1.01E-10
370651 3754420 1.48E-03 1.87E-03 6.71E-06 1.31E-06 6.75E-07 1.91E-07 370651 3754420 8.18E-07 1.03E-06 3.70E-09 7.21E-10 3.72E-10 1.05E-10
370671 3754420 1.57E-03 1.99E-03 7.43E-06 1.45E-06 7.06E-07 2.00E-07 370671 3754420 8.64E-07 1.09E-06 4.10E-09 7.98E-10 3.89E-10 1.10E-10
370691 3754420 1.66E-03 2.10E-03 8.28E-06 1.61E-06 7.41E-07 2.10E-07 370691 3754420 9.13E-07 1.16E-06 4.56E-09 8.89E-10 4.08E-10 1.16E-10
370711 3754420 1.75E-03 2.23E-03 9.29E-06 1.81E-06 7.79E-07 2.21E-07 370711 3754420 9.67E-07 1.23E-06 5.12E-09 9.99E-10 4.29E-10 1.22E-10
370731 3754420 1.86E-03 2.38E-03 1.05E-05 2.05E-06 8.21E-07 2.33E-07 370731 3754420 1.03E-06 1.31E-06 5.80E-09 1.13E-09 4.53E-10 1.28E-10
370751 3754420 1.97E-03 2.53E-03 1.20E-05 2.34E-06 8.68E-07 2.46E-07 370751 3754420 1.09E-06 1.39E-06 6.62E-09 1.29E-09 4.79E-10 1.36E-10
370771 3754420 2.10E-03 2.70E-03 1.39E-05 2.70E-06 9.16E-07 2.59E-07 370771 3754420 1.16E-06 1.49E-06 7.64E-09 1.49E-09 5.05E-10 1.43E-10
370791 3754420 2.24E-03 2.88E-03 1.62E-05 3.15E-06 9.66E-07 2.74E-07 370791 3754420 1.23E-06 1.59E-06 8.91E-09 1.74E-09 5.33E-10 1.51E-10
370811 3754420 2.39E-03 3.09E-03 1.92E-05 3.74E-06 1.02E-06 2.89E-07 370811 3754420 1.32E-06 1.70E-06 1.06E-08 2.06E-09 5.62E-10 1.59E-10
370831 3754420 2.56E-03 3.31E-03 2.32E-05 4.52E-06 1.08E-06 3.05E-07 370831 3754420 1.41E-06 1.83E-06 1.28E-08 2.49E-09 5.94E-10 1.68E-10
370851 3754420 2.76E-03 3.58E-03 2.91E-05 5.67E-06 1.14E-06 3.22E-07 370851 3754420 1.52E-06 1.97E-06 1.60E-08 3.13E-09 6.27E-10 1.78E-10
370871 3754420 3.01E-03 3.90E-03 3.97E-05 7.74E-06 1.20E-06 3.40E-07 370871 3754420 1.66E-06 2.15E-06 2.19E-08 4.27E-09 6.63E-10 1.88E-10
370891 3754420 3.26E-03 4.23E-03 5.65E-05 1.10E-05 1.27E-06 3.60E-07 370891 3754420 1.80E-06 2.33E-06 3.12E-08 6.07E-09 7.00E-10 1.98E-10
370911 3754420 3.56E-03 4.62E-03 9.73E-05 1.90E-05 1.32E-06 3.75E-07 370911 3754420 1.96E-06 2.54E-06 5.37E-08 1.05E-08 7.29E-10 2.07E-10
370931 3754420 3.88E-03 5.04E-03 1.41E-04 2.74E-05 1.39E-06 3.95E-07 370931 3754420 2.14E-06 2.78E-06 7.75E-08 1.51E-08 7.68E-10 2.18E-10
370951 3754420 4.25E-03 5.51E-03 1.56E-04 3.03E-05 1.47E-06 4.17E-07 370951 3754420 2.35E-06 3.04E-06 8.58E-08 1.67E-08 8.11E-10 2.30E-10
370971 3754420 4.67E-03 6.04E-03 1.52E-04 2.96E-05 1.54E-06 4.36E-07 370971 3754420 2.57E-06 3.33E-06 8.38E-08 1.63E-08 8.49E-10 2.40E-10
370991 3754420 5.14E-03 6.62E-03 9.89E-05 1.93E-05 1.61E-06 4.57E-07 370991 3754420 2.84E-06 3.65E-06 5.45E-08 1.06E-08 8.89E-10 2.52E-10
371011 3754420 5.71E-03 7.31E-03 7.15E-05 1.39E-05 1.69E-06 4.78E-07 371011 3754420 3.15E-06 4.03E-06 3.94E-08 7.68E-09 9.31E-10 2.64E-10
371031 3754420 6.39E-03 8.11E-03 5.53E-05 1.08E-05 1.77E-06 5.01E-07 371031 3754420 3.53E-06 4.47E-06 3.05E-08 5.95E-09 9.75E-10 2.76E-10
371051 3754420 7.18E-03 8.99E-03 4.48E-05 8.72E-06 1.84E-06 5.22E-07 371051 3754420 3.96E-06 4.95E-06 2.47E-08 4.81E-09 1.02E-09 2.88E-10
371071 3754420 8.08E-03 9.90E-03 3.73E-05 7.28E-06 1.90E-06 5.39E-07 371071 3754420 4.46E-06 5.46E-06 2.06E-08 4.01E-09 1.05E-09 2.97E-10
371091 3754420 9.22E-03 1.10E-02 3.20E-05 6.24E-06 1.97E-06 5.59E-07 371091 3754420 5.08E-06 6.06E-06 1.77E-08 3.44E-09 1.09E-09 3.08E-10
371111 3754420 1.06E-02 1.22E-02 2.80E-05 5.45E-06 2.05E-06 5.81E-07 371111 3754420 5.85E-06 6.70E-06 1.54E-08 3.01E-09 1.13E-09 3.20E-10
371131 3754420 1.22E-02 1.31E-02 2.48E-05 4.84E-06 2.12E-06 6.00E-07 371131 3754420 6.73E-06 7.25E-06 1.37E-08 2.67E-09 1.17E-09 3.31E-10
371151 3754420 1.41E-02 1.39E-02 2.23E-05 4.35E-06 2.18E-06 6.17E-07 371151 3754420 7.76E-06 7.64E-06 1.23E-08 2.40E-09 1.20E-09 3.40E-10
371171 3754420 1.63E-02 1.42E-02 2.01E-05 3.92E-06 2.20E-06 6.24E-07 371171 3754420 8.97E-06 7.80E-06 1.11E-08 2.16E-09 1.22E-09 3.44E-10
371191 3754420 1.87E-02 1.39E-02 1.84E-05 3.58E-06 2.23E-06 6.33E-07 371191 3754420 1.03E-05 7.68E-06 1.01E-08 1.97E-09 1.23E-09 3.49E-10
371211 3754420 2.14E-02 1.34E-02 1.69E-05 3.29E-06 2.25E-06 6.36E-07 371211 3754420 1.18E-05 7.38E-06 9.30E-09 1.81E-09 1.24E-09 3.51E-10
371231 3754420 2.38E-02 1.29E-02 1.56E-05 3.04E-06 2.27E-06 6.42E-07 371231 3754420 1.31E-05 7.10E-06 8.60E-09 1.68E-09 1.25E-09 3.54E-10
371251 3754420 2.58E-02 1.29E-02 1.45E-05 2.82E-06 2.27E-06 6.43E-07 371251 3754420 1.42E-05 7.09E-06 7.99E-09 1.56E-09 1.25E-09 3.55E-10
371271 3754420 2.71E-02 1.34E-02 1.35E-05 2.63E-06 2.26E-06 6.40E-07 371271 3754420 1.50E-05 7.40E-06 7.45E-09 1.45E-09 1.25E-09 3.53E-10
371291 3754420 2.78E-02 1.44E-02 1.27E-05 2.47E-06 2.26E-06 6.41E-07 371291 3754420 1.53E-05 7.92E-06 6.99E-09 1.36E-09 1.25E-09 3.54E-10
371311 3754420 2.81E-02 1.54E-02 1.19E-05 2.33E-06 2.26E-06 6.39E-07 371311 3754420 1.55E-05 8.50E-06 6.58E-09 1.28E-09 1.24E-09 3.53E-10
371331 3754420 2.82E-02 1.62E-02 1.13E-05 2.20E-06 2.26E-06 6.40E-07 371331 3754420 1.56E-05 8.91E-06 6.24E-09 1.22E-09 1.25E-09 3.53E-10
371351 3754420 2.89E-02 1.66E-02 1.07E-05 2.08E-06 2.22E-06 6.30E-07 371351 3754420 1.59E-05 9.14E-06 5.89E-09 1.15E-09 1.23E-09 3.47E-10
371371 3754420 2.98E-02 1.66E-02 1.01E-05 1.97E-06 2.19E-06 6.20E-07 371371 3754420 1.64E-05 9.15E-06 5.59E-09 1.09E-09 1.21E-09 3.42E-10
371391 3754420 3.10E-02 1.63E-02 9.62E-06 1.87E-06 2.15E-06 6.08E-07 371391 3754420 1.71E-05 8.99E-06 5.30E-09 1.03E-09 1.18E-09 3.35E-10
371411 3754420 3.22E-02 1.58E-02 9.20E-06 1.79E-06 2.13E-06 6.03E-07 371411 3754420 1.78E-05 8.72E-06 5.07E-09 9.88E-10 1.17E-09 3.32E-10
371431 3754420 3.37E-02 1.52E-02 8.78E-06 1.71E-06 2.09E-06 5.93E-07 371431 3754420 1.86E-05 8.40E-06 4.84E-09 9.44E-10 1.15E-09 3.27E-10
371451 3754420 3.48E-02 1.46E-02 8.41E-06 1.64E-06 2.06E-06 5.84E-07 371451 3754420 1.92E-05 8.03E-06 4.64E-09 9.03E-10 1.14E-09 3.22E-10
371471 3754420 3.52E-02 1.39E-02 8.07E-06 1.57E-06 2.04E-06 5.78E-07 371471 3754420 1.94E-05 7.65E-06 4.45E-09 8.68E-10 1.12E-09 3.18E-10
371491 3754420 3.48E-02 1.32E-02 7.76E-06 1.51E-06 2.02E-06 5.72E-07 371491 3754420 1.92E-05 7.27E-06 4.28E-09 8.34E-10 1.11E-09 3.15E-10
371511 3754420 3.36E-02 1.25E-02 7.48E-06 1.46E-06 2.00E-06 5.68E-07 371511 3754420 1.85E-05 6.90E-06 4.12E-09 8.03E-10 1.11E-09 3.13E-10
371531 3754420 3.19E-02 1.18E-02 7.21E-06 1.41E-06 2.00E-06 5.66E-07 371531 3754420 1.76E-05 6.53E-06 3.98E-09 7.75E-10 1.10E-09 3.12E-10
371551 3754420 2.98E-02 1.12E-02 6.97E-06 1.36E-06 2.00E-06 5.65E-07 371551 3754420 1.64E-05 6.18E-06 3.85E-09 7.49E-10 1.10E-09 3.12E-10
371571 3754420 2.76E-02 1.06E-02 6.76E-06 1.32E-06 2.00E-06 5.67E-07 371571 3754420 1.52E-05 5.85E-06 3.73E-09 7.26E-10 1.10E-09 3.12E-10
371591 3754420 2.54E-02 1.00E-02 6.55E-06 1.28E-06 2.01E-06 5.70E-07 371591 3754420 1.40E-05 5.54E-06 3.61E-09 7.04E-10 1.11E-09 3.14E-10
371611 3754420 2.33E-02 9.50E-03 6.36E-06 1.24E-06 2.03E-06 5.74E-07 371611 3754420 1.29E-05 5.24E-06 3.51E-09 6.84E-10 1.12E-09 3.17E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371631 3754420 2.14E-02 8.99E-03 6.18E-06 1.20E-06 2.05E-06 5.80E-07 371631 3754420 1.18E-05 4.96E-06 3.41E-09 6.64E-10 1.13E-09 3.20E-10
371651 3754420 1.95E-02 8.50E-03 6.01E-06 1.17E-06 2.07E-06 5.85E-07 371651 3754420 1.08E-05 4.69E-06 3.31E-09 6.46E-10 1.14E-09 3.23E-10
371671 3754420 1.78E-02 8.04E-03 5.85E-06 1.14E-06 2.09E-06 5.91E-07 371671 3754420 9.84E-06 4.44E-06 3.23E-09 6.29E-10 1.15E-09 3.26E-10
371691 3754420 1.63E-02 7.62E-03 5.70E-06 1.11E-06 2.11E-06 5.97E-07 371691 3754420 9.00E-06 4.20E-06 3.14E-09 6.13E-10 1.16E-09 3.29E-10
371711 3754420 1.49E-02 7.21E-03 5.56E-06 1.08E-06 2.13E-06 6.02E-07 371711 3754420 8.24E-06 3.98E-06 3.06E-09 5.97E-10 1.17E-09 3.32E-10
371731 3754420 1.37E-02 6.83E-03 5.42E-06 1.06E-06 2.14E-06 6.06E-07 371731 3754420 7.55E-06 3.77E-06 2.99E-09 5.82E-10 1.18E-09 3.34E-10
371751 3754420 1.26E-02 6.47E-03 5.28E-06 1.03E-06 2.15E-06 6.10E-07 371751 3754420 6.93E-06 3.57E-06 2.91E-09 5.67E-10 1.19E-09 3.36E-10
371771 3754420 1.16E-02 6.14E-03 5.15E-06 1.00E-06 2.16E-06 6.11E-07 371771 3754420 6.38E-06 3.38E-06 2.84E-09 5.53E-10 1.19E-09 3.37E-10
371791 3754420 1.07E-02 5.82E-03 5.02E-06 9.78E-07 2.16E-06 6.12E-07 371791 3754420 5.87E-06 3.21E-06 2.77E-09 5.39E-10 1.19E-09 3.37E-10
371811 3754420 9.83E-03 5.53E-03 4.89E-06 9.53E-07 2.16E-06 6.11E-07 371811 3754420 5.42E-06 3.05E-06 2.70E-09 5.26E-10 1.19E-09 3.37E-10
371831 3754420 9.09E-03 5.25E-03 4.77E-06 9.29E-07 2.15E-06 6.09E-07 371831 3754420 5.01E-06 2.89E-06 2.63E-09 5.12E-10 1.19E-09 3.36E-10
370571 3754440 1.19E-03 1.46E-03 4.62E-06 9.01E-07 5.48E-07 1.55E-07 370571 3754440 6.57E-07 8.06E-07 2.55E-09 4.97E-10 3.02E-10 8.55E-11
370591 3754440 1.25E-03 1.54E-03 5.03E-06 9.81E-07 5.72E-07 1.62E-07 370591 3754440 6.89E-07 8.46E-07 2.78E-09 5.41E-10 3.15E-10 8.93E-11
370611 3754440 1.32E-03 1.62E-03 5.51E-06 1.07E-06 5.97E-07 1.69E-07 370611 3754440 7.25E-07 8.92E-07 3.04E-09 5.92E-10 3.29E-10 9.32E-11
370631 3754440 1.38E-03 1.71E-03 6.05E-06 1.18E-06 6.24E-07 1.77E-07 370631 3754440 7.63E-07 9.40E-07 3.33E-09 6.50E-10 3.44E-10 9.74E-11
370651 3754440 1.46E-03 1.80E-03 6.66E-06 1.30E-06 6.52E-07 1.85E-07 370651 3754440 8.04E-07 9.92E-07 3.67E-09 7.16E-10 3.59E-10 1.02E-10
370671 3754440 1.54E-03 1.90E-03 7.38E-06 1.44E-06 6.81E-07 1.93E-07 370671 3754440 8.48E-07 1.05E-06 4.07E-09 7.93E-10 3.75E-10 1.06E-10
370691 3754440 1.62E-03 2.01E-03 8.22E-06 1.60E-06 7.12E-07 2.02E-07 370691 3754440 8.96E-07 1.11E-06 4.53E-09 8.84E-10 3.93E-10 1.11E-10
370711 3754440 1.72E-03 2.13E-03 9.22E-06 1.80E-06 7.45E-07 2.11E-07 370711 3754440 9.48E-07 1.17E-06 5.09E-09 9.91E-10 4.11E-10 1.16E-10
370731 3754440 1.82E-03 2.26E-03 1.04E-05 2.03E-06 7.83E-07 2.22E-07 370731 3754440 1.00E-06 1.25E-06 5.75E-09 1.12E-09 4.32E-10 1.22E-10
370751 3754440 1.93E-03 2.40E-03 1.19E-05 2.32E-06 8.27E-07 2.34E-07 370751 3754440 1.06E-06 1.32E-06 6.57E-09 1.28E-09 4.56E-10 1.29E-10
370771 3754440 2.05E-03 2.55E-03 1.37E-05 2.67E-06 8.71E-07 2.47E-07 370771 3754440 1.13E-06 1.40E-06 7.56E-09 1.47E-09 4.80E-10 1.36E-10
370791 3754440 2.18E-03 2.72E-03 1.61E-05 3.13E-06 9.17E-07 2.60E-07 370791 3754440 1.20E-06 1.50E-06 8.86E-09 1.73E-09 5.05E-10 1.43E-10
370811 3754440 2.33E-03 2.90E-03 1.91E-05 3.73E-06 9.65E-07 2.73E-07 370811 3754440 1.29E-06 1.60E-06 1.05E-08 2.06E-09 5.32E-10 1.51E-10
370831 3754440 2.49E-03 3.11E-03 2.32E-05 4.52E-06 1.02E-06 2.88E-07 370831 3754440 1.38E-06 1.71E-06 1.28E-08 2.49E-09 5.60E-10 1.59E-10
370851 3754440 2.68E-03 3.33E-03 2.91E-05 5.66E-06 1.07E-06 3.03E-07 370851 3754440 1.48E-06 1.84E-06 1.60E-08 3.12E-09 5.90E-10 1.67E-10
370871 3754440 2.90E-03 3.60E-03 3.92E-05 7.64E-06 1.13E-06 3.19E-07 370871 3754440 1.60E-06 1.99E-06 2.16E-08 4.21E-09 6.21E-10 1.76E-10
370891 3754440 3.14E-03 3.90E-03 5.76E-05 1.12E-05 1.17E-06 3.31E-07 370891 3754440 1.73E-06 2.15E-06 3.18E-08 6.19E-09 6.44E-10 1.83E-10
370911 3754440 3.39E-03 4.21E-03 9.60E-05 1.87E-05 1.22E-06 3.47E-07 370911 3754440 1.87E-06 2.32E-06 5.29E-08 1.03E-08 6.75E-10 1.91E-10
370931 3754440 3.69E-03 4.56E-03 9.78E-05 1.91E-05 1.29E-06 3.65E-07 370931 3754440 2.03E-06 2.51E-06 5.39E-08 1.05E-08 7.10E-10 2.01E-10
370951 3754440 4.03E-03 4.94E-03 9.98E-05 1.95E-05 1.35E-06 3.83E-07 370951 3754440 2.22E-06 2.73E-06 5.50E-08 1.07E-08 7.46E-10 2.11E-10
370971 3754440 4.39E-03 5.35E-03 1.54E-04 2.99E-05 1.41E-06 3.99E-07 370971 3754440 2.42E-06 2.95E-06 8.46E-08 1.65E-08 7.78E-10 2.20E-10
370991 3754440 4.83E-03 5.83E-03 9.97E-05 1.94E-05 1.47E-06 4.18E-07 370991 3754440 2.66E-06 3.21E-06 5.50E-08 1.07E-08 8.13E-10 2.30E-10
371011 3754440 5.33E-03 6.35E-03 7.17E-05 1.40E-05 1.54E-06 4.36E-07 371011 3754440 2.94E-06 3.50E-06 3.96E-08 7.71E-09 8.48E-10 2.40E-10
371031 3754440 5.90E-03 6.92E-03 5.53E-05 1.08E-05 1.60E-06 4.53E-07 371031 3754440 3.26E-06 3.82E-06 3.05E-08 5.94E-09 8.83E-10 2.50E-10
371051 3754440 6.56E-03 7.52E-03 4.47E-05 8.70E-06 1.66E-06 4.70E-07 371051 3754440 3.62E-06 4.15E-06 2.46E-08 4.80E-09 9.15E-10 2.59E-10
371071 3754440 7.30E-03 8.10E-03 3.73E-05 7.26E-06 1.71E-06 4.84E-07 371071 3754440 4.03E-06 4.47E-06 2.06E-08 4.01E-09 9.41E-10 2.67E-10
371091 3754440 8.20E-03 8.75E-03 3.19E-05 6.21E-06 1.76E-06 4.99E-07 371091 3754440 4.52E-06 4.83E-06 1.76E-08 3.42E-09 9.71E-10 2.75E-10
371111 3754440 9.28E-03 9.37E-03 2.79E-05 5.43E-06 1.83E-06 5.19E-07 371111 3754440 5.12E-06 5.16E-06 1.54E-08 2.99E-09 1.01E-09 2.86E-10
371131 3754440 1.05E-02 9.80E-03 2.47E-05 4.81E-06 1.88E-06 5.33E-07 371131 3754440 5.76E-06 5.40E-06 1.36E-08 2.65E-09 1.04E-09 2.94E-10
371151 3754440 1.18E-02 1.00E-02 2.21E-05 4.30E-06 1.91E-06 5.42E-07 371151 3754440 6.49E-06 5.53E-06 1.22E-08 2.37E-09 1.06E-09 2.99E-10
371171 3754440 1.32E-02 9.98E-03 1.99E-05 3.88E-06 1.93E-06 5.48E-07 371171 3754440 7.29E-06 5.50E-06 1.10E-08 2.14E-09 1.07E-09 3.02E-10
371191 3754440 1.47E-02 9.68E-03 1.81E-05 3.53E-06 1.95E-06 5.53E-07 371191 3754440 8.12E-06 5.34E-06 9.98E-09 1.95E-09 1.08E-09 3.05E-10
371211 3754440 1.62E-02 9.24E-03 1.66E-05 3.24E-06 1.97E-06 5.59E-07 371211 3754440 8.91E-06 5.10E-06 9.17E-09 1.79E-09 1.09E-09 3.08E-10
371231 3754440 1.74E-02 8.84E-03 1.54E-05 2.99E-06 1.99E-06 5.63E-07 371231 3754440 9.59E-06 4.87E-06 8.47E-09 1.65E-09 1.10E-09 3.11E-10
371251 3754440 1.83E-02 8.65E-03 1.43E-05 2.78E-06 2.00E-06 5.68E-07 371251 3754440 1.01E-05 4.77E-06 7.87E-09 1.53E-09 1.11E-09 3.13E-10
371271 3754440 1.87E-02 8.77E-03 1.33E-05 2.60E-06 2.01E-06 5.70E-07 371271 3754440 1.03E-05 4.84E-06 7.35E-09 1.43E-09 1.11E-09 3.15E-10
371291 3754440 1.88E-02 9.23E-03 1.25E-05 2.43E-06 2.00E-06 5.65E-07 371291 3754440 1.04E-05 5.09E-06 6.87E-09 1.34E-09 1.10E-09 3.12E-10
371311 3754440 1.86E-02 9.86E-03 1.17E-05 2.29E-06 1.99E-06 5.65E-07 371311 3754440 1.02E-05 5.44E-06 6.47E-09 1.26E-09 1.10E-09 3.11E-10
371331 3754440 1.83E-02 1.06E-02 1.10E-05 2.15E-06 1.97E-06 5.59E-07 371331 3754440 1.01E-05 5.82E-06 6.09E-09 1.19E-09 1.09E-09 3.08E-10
371351 3754440 1.82E-02 1.11E-02 1.04E-05 2.04E-06 1.95E-06 5.52E-07 371351 3754440 1.01E-05 6.14E-06 5.76E-09 1.12E-09 1.07E-09 3.04E-10
371371 3754440 1.84E-02 1.15E-02 9.91E-06 1.93E-06 1.92E-06 5.45E-07 371371 3754440 1.01E-05 6.35E-06 5.46E-09 1.06E-09 1.06E-09 3.00E-10
371391 3754440 1.90E-02 1.17E-02 9.41E-06 1.83E-06 1.89E-06 5.36E-07 371391 3754440 1.05E-05 6.47E-06 5.19E-09 1.01E-09 1.04E-09 2.96E-10
371411 3754440 2.00E-02 1.18E-02 8.96E-06 1.75E-06 1.86E-06 5.28E-07 371411 3754440 1.10E-05 6.49E-06 4.94E-09 9.63E-10 1.03E-09 2.91E-10
371431 3754440 2.11E-02 1.17E-02 8.55E-06 1.67E-06 1.83E-06 5.19E-07 371431 3754440 1.16E-05 6.42E-06 4.71E-09 9.19E-10 1.01E-09 2.86E-10
371451 3754440 2.23E-02 1.14E-02 8.18E-06 1.59E-06 1.81E-06 5.11E-07 371451 3754440 1.23E-05 6.30E-06 4.51E-09 8.78E-10 9.96E-10 2.82E-10
371471 3754440 2.33E-02 1.11E-02 7.83E-06 1.53E-06 1.78E-06 5.04E-07 371471 3754440 1.28E-05 6.14E-06 4.32E-09 8.41E-10 9.81E-10 2.78E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371491 3754440 2.38E-02 1.08E-02 7.51E-06 1.46E-06 1.76E-06 4.98E-07 371491 3754440 1.31E-05 5.95E-06 4.14E-09 8.07E-10 9.69E-10 2.75E-10
371511 3754440 2.39E-02 1.04E-02 7.23E-06 1.41E-06 1.74E-06 4.93E-07 371511 3754440 1.32E-05 5.74E-06 3.98E-09 7.76E-10 9.60E-10 2.72E-10
371531 3754440 2.36E-02 1.00E-02 6.96E-06 1.36E-06 1.73E-06 4.90E-07 371531 3754440 1.30E-05 5.52E-06 3.84E-09 7.48E-10 9.53E-10 2.70E-10
371551 3754440 2.29E-02 9.61E-03 6.72E-06 1.31E-06 1.72E-06 4.88E-07 371551 3754440 1.26E-05 5.30E-06 3.71E-09 7.22E-10 9.50E-10 2.69E-10
371571 3754440 2.19E-02 9.21E-03 6.50E-06 1.27E-06 1.72E-06 4.87E-07 371571 3754440 1.21E-05 5.08E-06 3.58E-09 6.98E-10 9.49E-10 2.69E-10
371591 3754440 2.08E-02 8.80E-03 6.29E-06 1.23E-06 1.73E-06 4.89E-07 371591 3754440 1.14E-05 4.85E-06 3.47E-09 6.76E-10 9.51E-10 2.69E-10
371611 3754440 1.95E-02 8.41E-03 6.10E-06 1.19E-06 1.73E-06 4.91E-07 371611 3754440 1.08E-05 4.64E-06 3.36E-09 6.55E-10 9.56E-10 2.71E-10
371631 3754440 1.83E-02 8.03E-03 5.92E-06 1.15E-06 1.75E-06 4.95E-07 371631 3754440 1.01E-05 4.43E-06 3.26E-09 6.36E-10 9.63E-10 2.73E-10
371651 3754440 1.70E-02 7.66E-03 5.75E-06 1.12E-06 1.76E-06 4.99E-07 371651 3754440 9.40E-06 4.22E-06 3.17E-09 6.18E-10 9.71E-10 2.75E-10
371671 3754440 1.58E-02 7.30E-03 5.60E-06 1.09E-06 1.78E-06 5.04E-07 371671 3754440 8.74E-06 4.03E-06 3.09E-09 6.01E-10 9.81E-10 2.78E-10
371691 3754440 1.47E-02 6.96E-03 5.45E-06 1.06E-06 1.80E-06 5.09E-07 371691 3754440 8.11E-06 3.84E-06 3.00E-09 5.85E-10 9.91E-10 2.81E-10
371711 3754440 1.36E-02 6.63E-03 5.31E-06 1.03E-06 1.81E-06 5.14E-07 371711 3754440 7.52E-06 3.66E-06 2.93E-09 5.70E-10 1.00E-09 2.83E-10
371731 3754440 1.27E-02 6.32E-03 5.17E-06 1.01E-06 1.83E-06 5.18E-07 371731 3754440 6.98E-06 3.49E-06 2.85E-09 5.56E-10 1.01E-09 2.86E-10
371751 3754440 1.17E-02 6.03E-03 5.04E-06 9.83E-07 1.84E-06 5.22E-07 371751 3754440 6.47E-06 3.32E-06 2.78E-09 5.42E-10 1.02E-09 2.88E-10
371771 3754440 1.09E-02 5.74E-03 4.92E-06 9.58E-07 1.86E-06 5.26E-07 371771 3754440 6.01E-06 3.17E-06 2.71E-09 5.28E-10 1.02E-09 2.90E-10
371791 3754440 1.01E-02 5.47E-03 4.80E-06 9.35E-07 1.86E-06 5.28E-07 371791 3754440 5.58E-06 3.02E-06 2.64E-09 5.15E-10 1.03E-09 2.91E-10
371811 3754440 9.40E-03 5.22E-03 4.68E-06 9.12E-07 1.87E-06 5.29E-07 371811 3754440 5.19E-06 2.88E-06 2.58E-09 5.03E-10 1.03E-09 2.92E-10
371831 3754440 8.76E-03 4.98E-03 4.57E-06 8.90E-07 1.87E-06 5.30E-07 371831 3754440 4.83E-06 2.74E-06 2.52E-09 4.91E-10 1.03E-09 2.92E-10
370571 3754460 1.17E-03 1.41E-03 4.58E-06 8.92E-07 5.30E-07 1.50E-07 370571 3754460 6.46E-07 7.76E-07 2.52E-09 4.92E-10 2.92E-10 8.27E-11
370591 3754460 1.23E-03 1.48E-03 4.98E-06 9.71E-07 5.52E-07 1.56E-07 370591 3754460 6.77E-07 8.14E-07 2.75E-09 5.36E-10 3.04E-10 8.62E-11
370611 3754460 1.29E-03 1.55E-03 5.46E-06 1.06E-06 5.76E-07 1.63E-07 370611 3754460 7.11E-07 8.56E-07 3.01E-09 5.86E-10 3.18E-10 9.00E-11
370631 3754460 1.36E-03 1.63E-03 5.99E-06 1.17E-06 6.01E-07 1.70E-07 370631 3754460 7.48E-07 9.01E-07 3.30E-09 6.44E-10 3.32E-10 9.39E-11
370651 3754460 1.43E-03 1.72E-03 6.60E-06 1.29E-06 6.28E-07 1.78E-07 370651 3754460 7.86E-07 9.48E-07 3.64E-09 7.09E-10 3.46E-10 9.81E-11
370671 3754460 1.50E-03 1.81E-03 7.31E-06 1.43E-06 6.55E-07 1.85E-07 370671 3754460 8.29E-07 1.00E-06 4.03E-09 7.86E-10 3.61E-10 1.02E-10
370691 3754460 1.59E-03 1.91E-03 8.15E-06 1.59E-06 6.83E-07 1.94E-07 370691 3754460 8.74E-07 1.05E-06 4.49E-09 8.75E-10 3.77E-10 1.07E-10
370711 3754460 1.68E-03 2.02E-03 9.14E-06 1.78E-06 7.13E-07 2.02E-07 370711 3754460 9.24E-07 1.11E-06 5.04E-09 9.82E-10 3.93E-10 1.11E-10
370731 3754460 1.77E-03 2.14E-03 1.03E-05 2.01E-06 7.47E-07 2.12E-07 370731 3754460 9.77E-07 1.18E-06 5.70E-09 1.11E-09 4.12E-10 1.17E-10
370751 3754460 1.88E-03 2.27E-03 1.18E-05 2.30E-06 7.83E-07 2.22E-07 370751 3754460 1.04E-06 1.25E-06 6.51E-09 1.27E-09 4.32E-10 1.22E-10
370771 3754460 1.99E-03 2.40E-03 1.36E-05 2.66E-06 8.23E-07 2.33E-07 370771 3754460 1.10E-06 1.33E-06 7.52E-09 1.47E-09 4.54E-10 1.29E-10
370791 3754460 2.12E-03 2.55E-03 1.59E-05 3.11E-06 8.68E-07 2.46E-07 370791 3754460 1.17E-06 1.41E-06 8.79E-09 1.71E-09 4.79E-10 1.36E-10
370811 3754460 2.25E-03 2.71E-03 1.90E-05 3.70E-06 9.12E-07 2.58E-07 370811 3754460 1.24E-06 1.50E-06 1.05E-08 2.04E-09 5.03E-10 1.42E-10
370831 3754460 2.41E-03 2.89E-03 2.31E-05 4.51E-06 9.58E-07 2.71E-07 370831 3754460 1.33E-06 1.60E-06 1.28E-08 2.49E-09 5.28E-10 1.50E-10
370851 3754460 2.58E-03 3.09E-03 2.90E-05 5.66E-06 1.01E-06 2.85E-07 370851 3754460 1.42E-06 1.70E-06 1.60E-08 3.12E-09 5.55E-10 1.57E-10
370871 3754460 2.77E-03 3.31E-03 3.87E-05 7.55E-06 1.05E-06 2.99E-07 370871 3754460 1.53E-06 1.83E-06 2.14E-08 4.16E-09 5.81E-10 1.65E-10
370891 3754460 2.98E-03 3.56E-03 5.70E-05 1.11E-05 1.09E-06 3.08E-07 370891 3754460 1.65E-06 1.96E-06 3.14E-08 6.12E-09 5.99E-10 1.70E-10
370911 3754460 3.21E-03 3.80E-03 9.45E-05 1.84E-05 1.14E-06 3.22E-07 370911 3754460 1.77E-06 2.10E-06 5.21E-08 1.02E-08 6.26E-10 1.77E-10
370931 3754460 3.48E-03 4.09E-03 1.37E-04 2.67E-05 1.19E-06 3.37E-07 370931 3754460 1.92E-06 2.26E-06 7.55E-08 1.47E-08 6.56E-10 1.86E-10
370951 3754460 3.78E-03 4.41E-03 1.57E-04 3.06E-05 1.25E-06 3.53E-07 370951 3754460 2.08E-06 2.43E-06 8.66E-08 1.69E-08 6.87E-10 1.94E-10
370971 3754460 4.09E-03 4.72E-03 1.55E-04 3.02E-05 1.29E-06 3.66E-07 370971 3754460 2.26E-06 2.60E-06 8.55E-08 1.67E-08 7.13E-10 2.02E-10
370991 3754460 4.47E-03 5.08E-03 1.00E-04 1.95E-05 1.35E-06 3.81E-07 370991 3754460 2.46E-06 2.80E-06 5.53E-08 1.08E-08 7.43E-10 2.10E-10
371011 3754460 4.90E-03 5.46E-03 7.20E-05 1.40E-05 1.40E-06 3.96E-07 371011 3754460 2.70E-06 3.01E-06 3.97E-08 7.73E-09 7.72E-10 2.19E-10
371031 3754460 5.38E-03 5.87E-03 5.54E-05 1.08E-05 1.45E-06 4.11E-07 371031 3754460 2.97E-06 3.24E-06 3.05E-08 5.95E-09 7.99E-10 2.26E-10
371051 3754460 5.93E-03 6.28E-03 4.46E-05 8.70E-06 1.50E-06 4.24E-07 371051 3754460 3.27E-06 3.46E-06 2.46E-08 4.80E-09 8.26E-10 2.34E-10
371071 3754460 6.51E-03 6.63E-03 3.72E-05 7.24E-06 1.54E-06 4.35E-07 371071 3754460 3.59E-06 3.65E-06 2.05E-08 3.99E-09 8.46E-10 2.40E-10
371091 3754460 7.22E-03 7.01E-03 3.17E-05 6.18E-06 1.58E-06 4.47E-07 371091 3754460 3.98E-06 3.86E-06 1.75E-08 3.41E-09 8.70E-10 2.46E-10
371111 3754460 8.03E-03 7.32E-03 2.78E-05 5.41E-06 1.64E-06 4.65E-07 371111 3754460 4.43E-06 4.04E-06 1.53E-08 2.98E-09 9.06E-10 2.57E-10
371131 3754460 8.88E-03 7.49E-03 2.45E-05 4.78E-06 1.68E-06 4.76E-07 371131 3754460 4.89E-06 4.13E-06 1.35E-08 2.64E-09 9.27E-10 2.63E-10
371151 3754460 9.78E-03 7.50E-03 2.19E-05 4.27E-06 1.71E-06 4.84E-07 371151 3754460 5.39E-06 4.14E-06 1.21E-08 2.35E-09 9.42E-10 2.67E-10
371171 3754460 1.07E-02 7.37E-03 1.98E-05 3.85E-06 1.73E-06 4.90E-07 371171 3754460 5.91E-06 4.06E-06 1.09E-08 2.12E-09 9.53E-10 2.70E-10
371191 3754460 1.16E-02 7.10E-03 1.80E-05 3.50E-06 1.74E-06 4.93E-07 371191 3754460 6.41E-06 3.92E-06 9.91E-09 1.93E-09 9.59E-10 2.72E-10
371211 3754460 1.24E-02 6.78E-03 1.65E-05 3.21E-06 1.75E-06 4.95E-07 371211 3754460 6.85E-06 3.74E-06 9.07E-09 1.77E-09 9.64E-10 2.73E-10
371231 3754460 1.30E-02 6.48E-03 1.52E-05 2.96E-06 1.75E-06 4.97E-07 371231 3754460 7.19E-06 3.57E-06 8.36E-09 1.63E-09 9.67E-10 2.74E-10
371251 3754460 1.34E-02 6.30E-03 1.41E-05 2.74E-06 1.76E-06 4.98E-07 371251 3754460 7.40E-06 3.47E-06 7.75E-09 1.51E-09 9.69E-10 2.74E-10
371271 3754460 1.35E-02 6.28E-03 1.31E-05 2.55E-06 1.75E-06 4.97E-07 371271 3754460 7.46E-06 3.46E-06 7.21E-09 1.41E-09 9.67E-10 2.74E-10
371291 3754460 1.33E-02 6.43E-03 1.23E-05 2.40E-06 1.77E-06 5.01E-07 371291 3754460 7.36E-06 3.55E-06 6.78E-09 1.32E-09 9.75E-10 2.76E-10
371311 3754460 1.31E-02 6.78E-03 1.15E-05 2.25E-06 1.75E-06 4.97E-07 371311 3754460 7.21E-06 3.74E-06 6.35E-09 1.24E-09 9.67E-10 2.74E-10
371331 3754460 1.27E-02 7.22E-03 1.08E-05 2.11E-06 1.74E-06 4.92E-07 371331 3754460 7.03E-06 3.98E-06 5.98E-09 1.16E-09 9.58E-10 2.71E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371351 3754460 1.25E-02 7.68E-03 1.02E-05 2.00E-06 1.72E-06 4.86E-07 371351 3754460 6.87E-06 4.23E-06 5.65E-09 1.10E-09 9.47E-10 2.68E-10
371371 3754460 1.24E-02 8.10E-03 9.69E-06 1.89E-06 1.69E-06 4.80E-07 371371 3754460 6.86E-06 4.47E-06 5.34E-09 1.04E-09 9.34E-10 2.65E-10
371391 3754460 1.27E-02 8.44E-03 9.20E-06 1.79E-06 1.67E-06 4.73E-07 371391 3754460 7.00E-06 4.66E-06 5.07E-09 9.88E-10 9.20E-10 2.61E-10
371411 3754460 1.32E-02 8.68E-03 8.74E-06 1.70E-06 1.64E-06 4.65E-07 371411 3754460 7.30E-06 4.78E-06 4.82E-09 9.40E-10 9.06E-10 2.57E-10
371431 3754460 1.40E-02 8.80E-03 8.34E-06 1.62E-06 1.62E-06 4.58E-07 371431 3754460 7.71E-06 4.85E-06 4.60E-09 8.96E-10 8.92E-10 2.53E-10
371451 3754460 1.48E-02 8.83E-03 7.96E-06 1.55E-06 1.59E-06 4.51E-07 371451 3754460 8.17E-06 4.87E-06 4.39E-09 8.56E-10 8.78E-10 2.49E-10
371471 3754460 1.57E-02 8.79E-03 7.62E-06 1.48E-06 1.57E-06 4.44E-07 371471 3754460 8.66E-06 4.85E-06 4.20E-09 8.19E-10 8.65E-10 2.45E-10
371491 3754460 1.65E-02 8.68E-03 7.30E-06 1.42E-06 1.55E-06 4.38E-07 371491 3754460 9.07E-06 4.78E-06 4.03E-09 7.85E-10 8.53E-10 2.42E-10
371511 3754460 1.70E-02 8.52E-03 7.01E-06 1.37E-06 1.53E-06 4.33E-07 371511 3754460 9.35E-06 4.70E-06 3.87E-09 7.54E-10 8.43E-10 2.39E-10
371531 3754460 1.72E-02 8.32E-03 6.75E-06 1.31E-06 1.51E-06 4.29E-07 371531 3754460 9.49E-06 4.59E-06 3.72E-09 7.25E-10 8.35E-10 2.36E-10
371551 3754460 1.72E-02 8.09E-03 6.50E-06 1.27E-06 1.50E-06 4.26E-07 371551 3754460 9.48E-06 4.46E-06 3.59E-09 6.99E-10 8.29E-10 2.35E-10
371571 3754460 1.69E-02 7.85E-03 6.28E-06 1.22E-06 1.50E-06 4.24E-07 371571 3754460 9.34E-06 4.33E-06 3.46E-09 6.75E-10 8.26E-10 2.34E-10
371591 3754460 1.65E-02 7.59E-03 6.07E-06 1.18E-06 1.50E-06 4.24E-07 371591 3754460 9.09E-06 4.19E-06 3.35E-09 6.53E-10 8.25E-10 2.34E-10
371611 3754460 1.59E-02 7.33E-03 5.88E-06 1.15E-06 1.50E-06 4.25E-07 371611 3754460 8.76E-06 4.04E-06 3.24E-09 6.32E-10 8.27E-10 2.34E-10
371631 3754460 1.52E-02 7.06E-03 5.70E-06 1.11E-06 1.51E-06 4.27E-07 371631 3754460 8.38E-06 3.90E-06 3.14E-09 6.13E-10 8.31E-10 2.35E-10
371651 3754460 1.45E-02 6.80E-03 5.54E-06 1.08E-06 1.52E-06 4.30E-07 371651 3754460 7.97E-06 3.75E-06 3.05E-09 5.95E-10 8.36E-10 2.37E-10
371671 3754460 1.37E-02 6.54E-03 5.38E-06 1.05E-06 1.53E-06 4.33E-07 371671 3754460 7.54E-06 3.60E-06 2.97E-09 5.78E-10 8.43E-10 2.39E-10
371691 3754460 1.29E-02 6.28E-03 5.23E-06 1.02E-06 1.54E-06 4.37E-07 371691 3754460 7.11E-06 3.46E-06 2.89E-09 5.62E-10 8.51E-10 2.41E-10
371711 3754460 1.21E-02 6.02E-03 5.09E-06 9.93E-07 1.56E-06 4.41E-07 371711 3754460 6.69E-06 3.32E-06 2.81E-09 5.47E-10 8.59E-10 2.43E-10
371731 3754460 1.14E-02 5.78E-03 4.96E-06 9.67E-07 1.57E-06 4.46E-07 371731 3754460 6.29E-06 3.19E-06 2.74E-09 5.33E-10 8.68E-10 2.46E-10
371751 3754460 1.07E-02 5.54E-03 4.84E-06 9.43E-07 1.59E-06 4.50E-07 371751 3754460 5.90E-06 3.05E-06 2.67E-09 5.20E-10 8.76E-10 2.48E-10
371771 3754460 1.00E-02 5.31E-03 4.72E-06 9.20E-07 1.60E-06 4.54E-07 371771 3754460 5.53E-06 2.93E-06 2.60E-09 5.07E-10 8.83E-10 2.50E-10
371791 3754460 9.40E-03 5.09E-03 4.60E-06 8.97E-07 1.61E-06 4.57E-07 371791 3754460 5.18E-06 2.80E-06 2.54E-09 4.95E-10 8.89E-10 2.52E-10
371811 3754460 8.82E-03 4.87E-03 4.49E-06 8.76E-07 1.62E-06 4.60E-07 371811 3754460 4.86E-06 2.69E-06 2.48E-09 4.83E-10 8.95E-10 2.53E-10
371831 3754460 8.27E-03 4.67E-03 4.39E-06 8.55E-07 1.63E-06 4.62E-07 371831 3754460 4.56E-06 2.58E-06 2.42E-09 4.71E-10 8.99E-10 2.55E-10
370571 3754480 1.15E-03 1.35E-03 4.53E-06 8.82E-07 5.12E-07 1.45E-07 370571 3754480 6.33E-07 7.45E-07 2.50E-09 4.86E-10 2.82E-10 8.00E-11
370591 3754480 1.20E-03 1.42E-03 4.93E-06 9.60E-07 5.33E-07 1.51E-07 370591 3754480 6.62E-07 7.80E-07 2.72E-09 5.30E-10 2.94E-10 8.33E-11
370611 3754480 1.26E-03 1.48E-03 5.39E-06 1.05E-06 5.56E-07 1.57E-07 370611 3754480 6.94E-07 8.18E-07 2.97E-09 5.79E-10 3.06E-10 8.68E-11
370631 3754480 1.32E-03 1.56E-03 5.91E-06 1.15E-06 5.79E-07 1.64E-07 370631 3754480 7.29E-07 8.59E-07 3.26E-09 6.35E-10 3.19E-10 9.04E-11
370651 3754480 1.39E-03 1.64E-03 6.52E-06 1.27E-06 6.04E-07 1.71E-07 370651 3754480 7.66E-07 9.03E-07 3.60E-09 7.01E-10 3.33E-10 9.43E-11
370671 3754480 1.46E-03 1.72E-03 7.23E-06 1.41E-06 6.30E-07 1.78E-07 370671 3754480 8.06E-07 9.50E-07 3.99E-09 7.77E-10 3.47E-10 9.83E-11
370691 3754480 1.54E-03 1.81E-03 8.06E-06 1.57E-06 6.56E-07 1.86E-07 370691 3754480 8.50E-07 1.00E-06 4.44E-09 8.66E-10 3.62E-10 1.02E-10
370711 3754480 1.63E-03 1.91E-03 9.04E-06 1.76E-06 6.82E-07 1.93E-07 370711 3754480 8.96E-07 1.05E-06 4.98E-09 9.71E-10 3.76E-10 1.07E-10
370731 3754480 1.72E-03 2.02E-03 1.02E-05 1.99E-06 7.13E-07 2.02E-07 370731 3754480 9.46E-07 1.11E-06 5.64E-09 1.10E-09 3.93E-10 1.11E-10
370751 3754480 1.82E-03 2.13E-03 1.17E-05 2.27E-06 7.44E-07 2.11E-07 370751 3754480 1.00E-06 1.17E-06 6.43E-09 1.25E-09 4.10E-10 1.16E-10
370771 3754480 1.92E-03 2.25E-03 1.35E-05 2.63E-06 7.78E-07 2.20E-07 370771 3754480 1.06E-06 1.24E-06 7.43E-09 1.45E-09 4.29E-10 1.22E-10
370791 3754480 2.04E-03 2.39E-03 1.58E-05 3.08E-06 8.15E-07 2.31E-07 370791 3754480 1.12E-06 1.32E-06 8.72E-09 1.70E-09 4.50E-10 1.27E-10
370811 3754480 2.17E-03 2.53E-03 1.89E-05 3.68E-06 8.56E-07 2.42E-07 370811 3754480 1.20E-06 1.39E-06 1.04E-08 2.03E-09 4.72E-10 1.34E-10
370831 3754480 2.31E-03 2.68E-03 2.30E-05 4.49E-06 8.98E-07 2.54E-07 370831 3754480 1.27E-06 1.48E-06 1.27E-08 2.48E-09 4.95E-10 1.40E-10
370851 3754480 2.46E-03 2.85E-03 2.90E-05 5.65E-06 9.43E-07 2.67E-07 370851 3754480 1.36E-06 1.57E-06 1.60E-08 3.12E-09 5.20E-10 1.47E-10
370871 3754480 2.64E-03 3.03E-03 3.86E-05 7.53E-06 9.82E-07 2.78E-07 370871 3754480 1.45E-06 1.67E-06 2.13E-08 4.15E-09 5.41E-10 1.53E-10
370891 3754480 2.82E-03 3.23E-03 5.62E-05 1.10E-05 1.01E-06 2.87E-07 370891 3754480 1.55E-06 1.78E-06 3.10E-08 6.04E-09 5.59E-10 1.58E-10
370911 3754480 3.02E-03 3.43E-03 9.30E-05 1.81E-05 1.06E-06 2.99E-07 370911 3754480 1.66E-06 1.89E-06 5.13E-08 9.99E-09 5.82E-10 1.65E-10
370931 3754480 3.25E-03 3.66E-03 9.61E-05 1.87E-05 1.10E-06 3.12E-07 370931 3754480 1.79E-06 2.02E-06 5.30E-08 1.03E-08 6.07E-10 1.72E-10
370951 3754480 3.51E-03 3.90E-03 1.00E-04 1.96E-05 1.15E-06 3.25E-07 370951 3754480 1.94E-06 2.15E-06 5.53E-08 1.08E-08 6.32E-10 1.79E-10
370971 3754480 3.78E-03 4.14E-03 1.57E-04 3.05E-05 1.19E-06 3.36E-07 370971 3754480 2.08E-06 2.28E-06 8.64E-08 1.68E-08 6.54E-10 1.85E-10
370991 3754480 4.10E-03 4.40E-03 1.01E-04 1.97E-05 1.23E-06 3.49E-07 370991 3754480 2.26E-06 2.43E-06 5.57E-08 1.08E-08 6.79E-10 1.92E-10
371011 3754480 4.46E-03 4.68E-03 7.22E-05 1.41E-05 1.27E-06 3.61E-07 371011 3754480 2.46E-06 2.58E-06 3.98E-08 7.76E-09 7.02E-10 1.99E-10
371031 3754480 4.86E-03 4.97E-03 5.54E-05 1.08E-05 1.32E-06 3.73E-07 371031 3754480 2.68E-06 2.74E-06 3.06E-08 5.96E-09 7.26E-10 2.06E-10
371051 3754480 5.31E-03 5.26E-03 4.47E-05 8.70E-06 1.36E-06 3.84E-07 371051 3754480 2.93E-06 2.90E-06 2.46E-08 4.80E-09 7.48E-10 2.12E-10
371071 3754480 5.77E-03 5.45E-03 3.71E-05 7.22E-06 1.39E-06 3.92E-07 371071 3754480 3.18E-06 3.01E-06 2.04E-08 3.98E-09 7.64E-10 2.16E-10
371091 3754480 6.31E-03 5.66E-03 3.16E-05 6.16E-06 1.42E-06 4.02E-07 371091 3754480 3.48E-06 3.12E-06 1.74E-08 3.40E-09 7.83E-10 2.22E-10
371111 3754480 6.92E-03 5.81E-03 2.76E-05 5.38E-06 1.47E-06 4.17E-07 371111 3754480 3.81E-06 3.21E-06 1.52E-08 2.97E-09 8.13E-10 2.30E-10
371131 3754480 7.52E-03 5.85E-03 2.44E-05 4.75E-06 1.51E-06 4.26E-07 371131 3754480 4.14E-06 3.23E-06 1.34E-08 2.62E-09 8.30E-10 2.35E-10
371151 3754480 8.13E-03 5.79E-03 2.17E-05 4.24E-06 1.52E-06 4.30E-07 371151 3754480 4.48E-06 3.19E-06 1.20E-08 2.34E-09 8.37E-10 2.37E-10
371171 3754480 8.73E-03 5.64E-03 1.96E-05 3.82E-06 1.53E-06 4.35E-07 371171 3754480 4.81E-06 3.11E-06 1.08E-08 2.11E-09 8.46E-10 2.40E-10
371191 3754480 9.27E-03 5.43E-03 1.78E-05 3.47E-06 1.54E-06 4.38E-07 371191 3754480 5.11E-06 2.99E-06 9.81E-09 1.91E-09 8.52E-10 2.41E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371211 3754480 9.71E-03 5.19E-03 1.63E-05 3.17E-06 1.55E-06 4.39E-07 371211 3754480 5.36E-06 2.86E-06 8.98E-09 1.75E-09 8.55E-10 2.42E-10
371231 3754480 1.00E-02 4.97E-03 1.50E-05 2.92E-06 1.55E-06 4.40E-07 371231 3754480 5.52E-06 2.74E-06 8.26E-09 1.61E-09 8.57E-10 2.43E-10
371251 3754480 1.01E-02 4.82E-03 1.39E-05 2.71E-06 1.56E-06 4.43E-07 371251 3754480 5.59E-06 2.66E-06 7.66E-09 1.49E-09 8.61E-10 2.44E-10
371271 3754480 1.01E-02 4.75E-03 1.30E-05 2.53E-06 1.57E-06 4.46E-07 371271 3754480 5.56E-06 2.62E-06 7.14E-09 1.39E-09 8.68E-10 2.46E-10
371291 3754480 9.89E-03 4.80E-03 1.21E-05 2.36E-06 1.57E-06 4.43E-07 371291 3754480 5.46E-06 2.64E-06 6.68E-09 1.30E-09 8.63E-10 2.45E-10
371311 3754480 9.62E-03 4.95E-03 1.13E-05 2.21E-06 1.55E-06 4.40E-07 371311 3754480 5.30E-06 2.73E-06 6.26E-09 1.22E-09 8.57E-10 2.43E-10
371331 3754480 9.31E-03 5.20E-03 1.07E-05 2.08E-06 1.54E-06 4.36E-07 371331 3754480 5.13E-06 2.87E-06 5.88E-09 1.15E-09 8.49E-10 2.41E-10
371351 3754480 9.05E-03 5.51E-03 1.01E-05 1.96E-06 1.52E-06 4.31E-07 371351 3754480 4.99E-06 3.04E-06 5.55E-09 1.08E-09 8.40E-10 2.38E-10
371371 3754480 8.93E-03 5.84E-03 9.51E-06 1.85E-06 1.50E-06 4.26E-07 371371 3754480 4.92E-06 3.22E-06 5.25E-09 1.02E-09 8.29E-10 2.35E-10
371391 3754480 8.99E-03 6.15E-03 9.02E-06 1.76E-06 1.48E-06 4.20E-07 371391 3754480 4.96E-06 3.39E-06 4.97E-09 9.69E-10 8.18E-10 2.32E-10
371411 3754480 9.26E-03 6.42E-03 8.57E-06 1.67E-06 1.46E-06 4.14E-07 371411 3754480 5.10E-06 3.54E-06 4.72E-09 9.21E-10 8.05E-10 2.28E-10
371431 3754480 9.70E-03 6.63E-03 8.16E-06 1.59E-06 1.44E-06 4.07E-07 371431 3754480 5.35E-06 3.65E-06 4.50E-09 8.77E-10 7.93E-10 2.25E-10
371451 3754480 1.02E-02 6.77E-03 7.79E-06 1.52E-06 1.42E-06 4.01E-07 371451 3754480 5.65E-06 3.73E-06 4.29E-09 8.37E-10 7.80E-10 2.21E-10
371471 3754480 1.09E-02 6.86E-03 7.44E-06 1.45E-06 1.39E-06 3.95E-07 371471 3754480 6.01E-06 3.78E-06 4.10E-09 8.00E-10 7.68E-10 2.18E-10
371491 3754480 1.15E-02 6.89E-03 7.13E-06 1.39E-06 1.37E-06 3.89E-07 371491 3754480 6.36E-06 3.80E-06 3.93E-09 7.66E-10 7.57E-10 2.14E-10
371511 3754480 1.21E-02 6.87E-03 6.84E-06 1.33E-06 1.36E-06 3.84E-07 371511 3754480 6.66E-06 3.79E-06 3.77E-09 7.35E-10 7.47E-10 2.12E-10
371531 3754480 1.25E-02 6.81E-03 6.57E-06 1.28E-06 1.34E-06 3.79E-07 371531 3754480 6.90E-06 3.76E-06 3.62E-09 7.06E-10 7.39E-10 2.09E-10
371551 3754480 1.28E-02 6.72E-03 6.33E-06 1.23E-06 1.33E-06 3.76E-07 371551 3754480 7.05E-06 3.70E-06 3.49E-09 6.80E-10 7.32E-10 2.07E-10
371571 3754480 1.29E-02 6.60E-03 6.10E-06 1.19E-06 1.32E-06 3.74E-07 371571 3754480 7.11E-06 3.64E-06 3.37E-09 6.56E-10 7.27E-10 2.06E-10
371591 3754480 1.28E-02 6.46E-03 5.90E-06 1.15E-06 1.31E-06 3.72E-07 371591 3754480 7.08E-06 3.56E-06 3.25E-09 6.34E-10 7.25E-10 2.05E-10
371611 3754480 1.27E-02 6.30E-03 5.70E-06 1.11E-06 1.31E-06 3.72E-07 371611 3754480 6.98E-06 3.47E-06 3.14E-09 6.13E-10 7.24E-10 2.05E-10
371631 3754480 1.24E-02 6.13E-03 5.52E-06 1.08E-06 1.31E-06 3.72E-07 371631 3754480 6.81E-06 3.38E-06 3.04E-09 5.93E-10 7.25E-10 2.05E-10
371651 3754480 1.20E-02 5.96E-03 5.35E-06 1.04E-06 1.32E-06 3.74E-07 371651 3754480 6.61E-06 3.28E-06 2.95E-09 5.75E-10 7.28E-10 2.06E-10
371671 3754480 1.15E-02 5.77E-03 5.20E-06 1.01E-06 1.33E-06 3.76E-07 371671 3754480 6.36E-06 3.18E-06 2.87E-09 5.59E-10 7.32E-10 2.07E-10
371691 3754480 1.11E-02 5.59E-03 5.05E-06 9.85E-07 1.34E-06 3.79E-07 371691 3754480 6.10E-06 3.08E-06 2.79E-09 5.43E-10 7.38E-10 2.09E-10
371711 3754480 1.06E-02 5.40E-03 4.91E-06 9.58E-07 1.35E-06 3.82E-07 371711 3754480 5.82E-06 2.98E-06 2.71E-09 5.28E-10 7.44E-10 2.11E-10
371731 3754480 1.01E-02 5.22E-03 4.79E-06 9.33E-07 1.36E-06 3.86E-07 371731 3754480 5.54E-06 2.88E-06 2.64E-09 5.14E-10 7.52E-10 2.13E-10
371751 3754480 9.55E-03 5.03E-03 4.66E-06 9.09E-07 1.38E-06 3.90E-07 371751 3754480 5.26E-06 2.78E-06 2.57E-09 5.01E-10 7.59E-10 2.15E-10
371771 3754480 9.05E-03 4.85E-03 4.55E-06 8.86E-07 1.39E-06 3.93E-07 371771 3754480 4.99E-06 2.68E-06 2.51E-09 4.89E-10 7.66E-10 2.17E-10
371791 3754480 8.57E-03 4.68E-03 4.44E-06 8.65E-07 1.40E-06 3.97E-07 371791 3754480 4.72E-06 2.58E-06 2.45E-09 4.77E-10 7.73E-10 2.19E-10
371811 3754480 8.10E-03 4.51E-03 4.33E-06 8.44E-07 1.41E-06 4.00E-07 371811 3754480 4.47E-06 2.48E-06 2.39E-09 4.65E-10 7.79E-10 2.21E-10
371831 3754480 7.66E-03 4.34E-03 4.23E-06 8.24E-07 1.42E-06 4.03E-07 371831 3754480 4.22E-06 2.39E-06 2.33E-09 4.54E-10 7.84E-10 2.22E-10
370571 3754500 1.12E-03 1.30E-03 4.47E-06 8.72E-07 4.95E-07 1.40E-07 370571 3754500 6.18E-07 7.15E-07 2.47E-09 4.81E-10 2.73E-10 7.73E-11
370591 3754500 1.17E-03 1.35E-03 4.87E-06 9.49E-07 5.15E-07 1.46E-07 370591 3754500 6.46E-07 7.47E-07 2.68E-09 5.23E-10 2.84E-10 8.04E-11
370611 3754500 1.23E-03 1.42E-03 5.32E-06 1.04E-06 5.36E-07 1.52E-07 370611 3754500 6.76E-07 7.81E-07 2.93E-09 5.71E-10 2.95E-10 8.36E-11
370631 3754500 1.29E-03 1.48E-03 5.84E-06 1.14E-06 5.57E-07 1.58E-07 370631 3754500 7.09E-07 8.18E-07 3.22E-09 6.27E-10 3.07E-10 8.71E-11
370651 3754500 1.35E-03 1.56E-03 6.44E-06 1.25E-06 5.81E-07 1.64E-07 370651 3754500 7.44E-07 8.57E-07 3.55E-09 6.92E-10 3.20E-10 9.07E-11
370671 3754500 1.42E-03 1.63E-03 7.14E-06 1.39E-06 6.05E-07 1.71E-07 370671 3754500 7.82E-07 9.00E-07 3.94E-09 7.67E-10 3.33E-10 9.44E-11
370691 3754500 1.49E-03 1.71E-03 7.95E-06 1.55E-06 6.28E-07 1.78E-07 370691 3754500 8.22E-07 9.46E-07 4.39E-09 8.55E-10 3.46E-10 9.81E-11
370711 3754500 1.57E-03 1.80E-03 8.92E-06 1.74E-06 6.53E-07 1.85E-07 370711 3754500 8.65E-07 9.94E-07 4.92E-09 9.59E-10 3.60E-10 1.02E-10
370731 3754500 1.65E-03 1.90E-03 1.01E-05 1.97E-06 6.80E-07 1.93E-07 370731 3754500 9.12E-07 1.04E-06 5.56E-09 1.08E-09 3.75E-10 1.06E-10
370751 3754500 1.75E-03 2.00E-03 1.15E-05 2.25E-06 7.09E-07 2.01E-07 370751 3754500 9.62E-07 1.10E-06 6.35E-09 1.24E-09 3.91E-10 1.11E-10
370771 3754500 1.84E-03 2.10E-03 1.33E-05 2.60E-06 7.39E-07 2.09E-07 370771 3754500 1.02E-06 1.16E-06 7.34E-09 1.43E-09 4.07E-10 1.15E-10
370791 3754500 1.95E-03 2.22E-03 1.56E-05 3.04E-06 7.72E-07 2.19E-07 370791 3754500 1.08E-06 1.22E-06 8.61E-09 1.68E-09 4.26E-10 1.21E-10
370811 3754500 2.07E-03 2.34E-03 1.87E-05 3.63E-06 8.07E-07 2.29E-07 370811 3754500 1.14E-06 1.29E-06 1.03E-08 2.00E-09 4.45E-10 1.26E-10
370831 3754500 2.20E-03 2.47E-03 2.28E-05 4.45E-06 8.43E-07 2.39E-07 370831 3754500 1.21E-06 1.36E-06 1.26E-08 2.45E-09 4.65E-10 1.32E-10
370851 3754500 2.34E-03 2.62E-03 2.88E-05 5.62E-06 8.81E-07 2.49E-07 370851 3754500 1.29E-06 1.44E-06 1.59E-08 3.10E-09 4.85E-10 1.38E-10
370871 3754500 2.49E-03 2.77E-03 3.84E-05 7.49E-06 9.14E-07 2.59E-07 370871 3754500 1.37E-06 1.53E-06 2.12E-08 4.13E-09 5.04E-10 1.43E-10
370891 3754500 2.64E-03 2.91E-03 5.55E-05 1.08E-05 9.44E-07 2.67E-07 370891 3754500 1.46E-06 1.61E-06 3.06E-08 5.96E-09 5.21E-10 1.47E-10
370911 3754500 2.82E-03 3.08E-03 9.16E-05 1.79E-05 9.81E-07 2.78E-07 370911 3754500 1.55E-06 1.70E-06 5.05E-08 9.84E-09 5.41E-10 1.53E-10
370931 3754500 3.02E-03 3.26E-03 1.34E-04 2.61E-05 1.02E-06 2.89E-07 370931 3754500 1.67E-06 1.80E-06 7.38E-08 1.44E-08 5.62E-10 1.59E-10
370951 3754500 3.24E-03 3.45E-03 1.60E-04 3.12E-05 1.06E-06 3.00E-07 370951 3754500 1.79E-06 1.90E-06 8.81E-08 1.72E-08 5.83E-10 1.65E-10
370971 3754500 3.47E-03 3.62E-03 1.58E-04 3.08E-05 1.09E-06 3.08E-07 370971 3754500 1.91E-06 2.00E-06 8.73E-08 1.70E-08 6.00E-10 1.70E-10
370991 3754500 3.73E-03 3.81E-03 1.02E-04 1.98E-05 1.12E-06 3.18E-07 370991 3754500 2.06E-06 2.10E-06 5.60E-08 1.09E-08 6.20E-10 1.76E-10
371011 3754500 4.03E-03 4.01E-03 7.25E-05 1.41E-05 1.16E-06 3.29E-07 371011 3754500 2.22E-06 2.21E-06 4.00E-08 7.79E-09 6.40E-10 1.81E-10
371031 3754500 4.38E-03 4.24E-03 5.56E-05 1.08E-05 1.20E-06 3.40E-07 371031 3754500 2.41E-06 2.34E-06 3.07E-08 5.98E-09 6.63E-10 1.88E-10
371051 3754500 4.73E-03 4.41E-03 4.47E-05 8.71E-06 1.23E-06 3.49E-07 371051 3754500 2.61E-06 2.43E-06 2.46E-08 4.80E-09 6.80E-10 1.92E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371071 3754500 5.10E-03 4.54E-03 3.71E-05 7.23E-06 1.26E-06 3.56E-07 371071 3754500 2.81E-06 2.50E-06 2.04E-08 3.98E-09 6.94E-10 1.97E-10
371091 3754500 5.50E-03 4.64E-03 3.16E-05 6.15E-06 1.28E-06 3.64E-07 371091 3754500 3.03E-06 2.56E-06 1.74E-08 3.39E-09 7.08E-10 2.00E-10
371111 3754500 5.94E-03 4.69E-03 2.75E-05 5.36E-06 1.33E-06 3.76E-07 371111 3754500 3.28E-06 2.59E-06 1.52E-08 2.95E-09 7.32E-10 2.07E-10
371131 3754500 6.36E-03 4.67E-03 2.42E-05 4.72E-06 1.35E-06 3.83E-07 371131 3754500 3.51E-06 2.57E-06 1.34E-08 2.60E-09 7.46E-10 2.11E-10
371151 3754500 6.78E-03 4.58E-03 2.16E-05 4.21E-06 1.36E-06 3.85E-07 371151 3754500 3.74E-06 2.53E-06 1.19E-08 2.32E-09 7.50E-10 2.12E-10
371171 3754500 7.16E-03 4.45E-03 1.94E-05 3.79E-06 1.37E-06 3.89E-07 371171 3754500 3.95E-06 2.45E-06 1.07E-08 2.09E-09 7.57E-10 2.14E-10
371191 3754500 7.48E-03 4.28E-03 1.76E-05 3.44E-06 1.38E-06 3.91E-07 371191 3754500 4.12E-06 2.36E-06 9.73E-09 1.90E-09 7.61E-10 2.16E-10
371211 3754500 7.71E-03 4.10E-03 1.61E-05 3.14E-06 1.38E-06 3.92E-07 371211 3754500 4.25E-06 2.26E-06 8.89E-09 1.73E-09 7.64E-10 2.16E-10
371231 3754500 7.84E-03 3.94E-03 1.48E-05 2.89E-06 1.39E-06 3.93E-07 371231 3754500 4.32E-06 2.17E-06 8.18E-09 1.59E-09 7.66E-10 2.17E-10
371251 3754500 7.85E-03 3.82E-03 1.37E-05 2.68E-06 1.40E-06 3.96E-07 371251 3754500 4.33E-06 2.10E-06 7.58E-09 1.48E-09 7.70E-10 2.18E-10
371271 3754500 7.74E-03 3.74E-03 1.28E-05 2.50E-06 1.40E-06 3.97E-07 371271 3754500 4.27E-06 2.06E-06 7.06E-09 1.38E-09 7.73E-10 2.19E-10
371291 3754500 7.56E-03 3.74E-03 1.20E-05 2.33E-06 1.40E-06 3.95E-07 371291 3754500 4.17E-06 2.06E-06 6.59E-09 1.28E-09 7.70E-10 2.18E-10
371311 3754500 7.32E-03 3.80E-03 1.12E-05 2.18E-06 1.39E-06 3.93E-07 371311 3754500 4.04E-06 2.10E-06 6.17E-09 1.20E-09 7.64E-10 2.16E-10
371331 3754500 7.07E-03 3.93E-03 1.05E-05 2.05E-06 1.37E-06 3.89E-07 371331 3754500 3.90E-06 2.17E-06 5.80E-09 1.13E-09 7.58E-10 2.15E-10
371351 3754500 6.85E-03 4.12E-03 9.91E-06 1.93E-06 1.36E-06 3.85E-07 371351 3754500 3.78E-06 2.27E-06 5.46E-09 1.06E-09 7.50E-10 2.12E-10
371371 3754500 6.71E-03 4.34E-03 9.36E-06 1.82E-06 1.34E-06 3.81E-07 371371 3754500 3.70E-06 2.39E-06 5.16E-09 1.01E-09 7.41E-10 2.10E-10
371391 3754500 6.69E-03 4.58E-03 8.87E-06 1.73E-06 1.33E-06 3.75E-07 371391 3754500 3.69E-06 2.52E-06 4.89E-09 9.53E-10 7.31E-10 2.07E-10
371411 3754500 6.80E-03 4.81E-03 8.42E-06 1.64E-06 1.31E-06 3.70E-07 371411 3754500 3.75E-06 2.65E-06 4.64E-09 9.05E-10 7.20E-10 2.04E-10
371431 3754500 7.04E-03 5.02E-03 8.01E-06 1.56E-06 1.29E-06 3.65E-07 371431 3754500 3.88E-06 2.77E-06 4.42E-09 8.61E-10 7.10E-10 2.01E-10
371451 3754500 7.37E-03 5.20E-03 7.64E-06 1.49E-06 1.27E-06 3.59E-07 371451 3754500 4.07E-06 2.86E-06 4.21E-09 8.21E-10 6.99E-10 1.98E-10
371471 3754500 7.81E-03 5.34E-03 7.30E-06 1.42E-06 1.25E-06 3.53E-07 371471 3754500 4.31E-06 2.94E-06 4.02E-09 7.84E-10 6.88E-10 1.95E-10
371491 3754500 8.28E-03 5.44E-03 6.98E-06 1.36E-06 1.23E-06 3.48E-07 371491 3754500 4.56E-06 3.00E-06 3.85E-09 7.50E-10 6.77E-10 1.92E-10
371511 3754500 8.74E-03 5.50E-03 6.70E-06 1.30E-06 1.21E-06 3.43E-07 371511 3754500 4.82E-06 3.03E-06 3.69E-09 7.19E-10 6.68E-10 1.89E-10
371531 3754500 9.16E-03 5.52E-03 6.43E-06 1.25E-06 1.20E-06 3.39E-07 371531 3754500 5.05E-06 3.05E-06 3.54E-09 6.91E-10 6.59E-10 1.87E-10
371551 3754500 9.51E-03 5.52E-03 6.18E-06 1.20E-06 1.18E-06 3.35E-07 371551 3754500 5.24E-06 3.04E-06 3.41E-09 6.64E-10 6.52E-10 1.85E-10
371571 3754500 9.76E-03 5.49E-03 5.96E-06 1.16E-06 1.17E-06 3.32E-07 371571 3754500 5.38E-06 3.03E-06 3.28E-09 6.40E-10 6.47E-10 1.83E-10
371591 3754500 9.90E-03 5.43E-03 5.75E-06 1.12E-06 1.17E-06 3.30E-07 371591 3754500 5.46E-06 3.00E-06 3.17E-09 6.18E-10 6.43E-10 1.82E-10
371611 3754500 9.95E-03 5.36E-03 5.55E-06 1.08E-06 1.16E-06 3.29E-07 371611 3754500 5.49E-06 2.95E-06 3.06E-09 5.97E-10 6.40E-10 1.81E-10
371631 3754500 9.90E-03 5.26E-03 5.37E-06 1.05E-06 1.16E-06 3.28E-07 371631 3754500 5.46E-06 2.90E-06 2.96E-09 5.77E-10 6.39E-10 1.81E-10
371651 3754500 9.77E-03 5.16E-03 5.20E-06 1.01E-06 1.16E-06 3.29E-07 371651 3754500 5.38E-06 2.84E-06 2.87E-09 5.59E-10 6.40E-10 1.81E-10
371671 3754500 9.56E-03 5.04E-03 5.05E-06 9.84E-07 1.17E-06 3.30E-07 371671 3754500 5.27E-06 2.78E-06 2.78E-09 5.42E-10 6.42E-10 1.82E-10
371691 3754500 9.31E-03 4.92E-03 4.90E-06 9.55E-07 1.17E-06 3.32E-07 371691 3754500 5.13E-06 2.71E-06 2.70E-09 5.27E-10 6.46E-10 1.83E-10
371711 3754500 9.02E-03 4.79E-03 4.76E-06 9.28E-07 1.18E-06 3.34E-07 371711 3754500 4.97E-06 2.64E-06 2.63E-09 5.12E-10 6.51E-10 1.84E-10
371731 3754500 8.70E-03 4.66E-03 4.64E-06 9.03E-07 1.19E-06 3.37E-07 371731 3754500 4.80E-06 2.57E-06 2.56E-09 4.98E-10 6.56E-10 1.86E-10
371751 3754500 8.36E-03 4.53E-03 4.51E-06 8.80E-07 1.20E-06 3.40E-07 371751 3754500 4.61E-06 2.50E-06 2.49E-09 4.85E-10 6.62E-10 1.88E-10
371771 3754500 8.02E-03 4.39E-03 4.40E-06 8.57E-07 1.21E-06 3.43E-07 371771 3754500 4.42E-06 2.42E-06 2.43E-09 4.73E-10 6.68E-10 1.89E-10
371791 3754500 7.67E-03 4.26E-03 4.29E-06 8.36E-07 1.22E-06 3.46E-07 371791 3754500 4.23E-06 2.35E-06 2.36E-09 4.61E-10 6.74E-10 1.91E-10
371811 3754500 7.32E-03 4.12E-03 4.19E-06 8.16E-07 1.23E-06 3.50E-07 371811 3754500 4.04E-06 2.27E-06 2.31E-09 4.50E-10 6.81E-10 1.93E-10
371831 3754500 6.98E-03 3.99E-03 4.09E-06 7.96E-07 1.24E-06 3.53E-07 371831 3754500 3.85E-06 2.20E-06 2.25E-09 4.39E-10 6.86E-10 1.94E-10
370571 3754520 1.09E-03 1.24E-03 4.42E-06 8.61E-07 4.79E-07 1.36E-07 370571 3754520 6.02E-07 6.84E-07 2.44E-09 4.75E-10 2.64E-10 7.47E-11
370591 3754520 1.14E-03 1.29E-03 4.80E-06 9.36E-07 4.97E-07 1.41E-07 370591 3754520 6.28E-07 7.13E-07 2.65E-09 5.16E-10 2.74E-10 7.76E-11
370611 3754520 1.19E-03 1.35E-03 5.25E-06 1.02E-06 5.16E-07 1.46E-07 370611 3754520 6.57E-07 7.44E-07 2.89E-09 5.64E-10 2.85E-10 8.06E-11
370631 3754520 1.25E-03 1.41E-03 5.76E-06 1.12E-06 5.37E-07 1.52E-07 370631 3754520 6.87E-07 7.77E-07 3.17E-09 6.19E-10 2.96E-10 8.38E-11
370651 3754520 1.30E-03 1.47E-03 6.34E-06 1.24E-06 5.58E-07 1.58E-07 370651 3754520 7.19E-07 8.13E-07 3.50E-09 6.82E-10 3.08E-10 8.71E-11
370671 3754520 1.37E-03 1.54E-03 7.03E-06 1.37E-06 5.80E-07 1.64E-07 370671 3754520 7.54E-07 8.51E-07 3.88E-09 7.55E-10 3.20E-10 9.06E-11
370691 3754520 1.44E-03 1.62E-03 7.83E-06 1.53E-06 6.04E-07 1.71E-07 370691 3754520 7.92E-07 8.91E-07 4.32E-09 8.42E-10 3.33E-10 9.43E-11
370711 3754520 1.51E-03 1.69E-03 8.79E-06 1.71E-06 6.25E-07 1.77E-07 370711 3754520 8.32E-07 9.34E-07 4.85E-09 9.45E-10 3.45E-10 9.76E-11
370731 3754520 1.59E-03 1.78E-03 9.95E-06 1.94E-06 6.49E-07 1.84E-07 370731 3754520 8.75E-07 9.79E-07 5.48E-09 1.07E-09 3.58E-10 1.01E-10
370751 3754520 1.67E-03 1.86E-03 1.14E-05 2.21E-06 6.76E-07 1.91E-07 370751 3754520 9.21E-07 1.03E-06 6.26E-09 1.22E-09 3.73E-10 1.06E-10
370771 3754520 1.76E-03 1.96E-03 1.31E-05 2.56E-06 7.04E-07 1.99E-07 370771 3754520 9.71E-07 1.08E-06 7.24E-09 1.41E-09 3.88E-10 1.10E-10
370791 3754520 1.86E-03 2.06E-03 1.54E-05 3.00E-06 7.32E-07 2.07E-07 370791 3754520 1.02E-06 1.13E-06 8.49E-09 1.66E-09 4.04E-10 1.14E-10
370811 3754520 1.96E-03 2.16E-03 1.84E-05 3.59E-06 7.62E-07 2.16E-07 370811 3754520 1.08E-06 1.19E-06 1.02E-08 1.98E-09 4.20E-10 1.19E-10
370831 3754520 2.08E-03 2.27E-03 2.26E-05 4.40E-06 7.92E-07 2.24E-07 370831 3754520 1.15E-06 1.25E-06 1.24E-08 2.42E-09 4.37E-10 1.24E-10
370851 3754520 2.20E-03 2.39E-03 2.86E-05 5.57E-06 8.24E-07 2.33E-07 370851 3754520 1.21E-06 1.32E-06 1.57E-08 3.07E-09 4.54E-10 1.29E-10
370871 3754520 2.32E-03 2.50E-03 3.80E-05 7.41E-06 8.50E-07 2.41E-07 370871 3754520 1.28E-06 1.38E-06 2.10E-08 4.09E-09 4.68E-10 1.33E-10
370891 3754520 2.46E-03 2.63E-03 5.48E-05 1.07E-05 8.81E-07 2.50E-07 370891 3754520 1.36E-06 1.45E-06 3.02E-08 5.88E-09 4.86E-10 1.38E-10
370911 3754520 2.62E-03 2.77E-03 9.02E-05 1.76E-05 9.14E-07 2.59E-07 370911 3754520 1.45E-06 1.52E-06 4.97E-08 9.69E-09 5.04E-10 1.43E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370931 3754520 2.79E-03 2.90E-03 9.48E-05 1.85E-05 9.46E-07 2.68E-07 370931 3754520 1.54E-06 1.60E-06 5.23E-08 1.02E-08 5.22E-10 1.48E-10
370951 3754520 2.98E-03 3.05E-03 1.01E-04 1.97E-05 9.78E-07 2.77E-07 370951 3754520 1.64E-06 1.68E-06 5.57E-08 1.09E-08 5.40E-10 1.53E-10
370971 3754520 3.18E-03 3.18E-03 1.60E-04 3.13E-05 1.00E-06 2.84E-07 370971 3754520 1.75E-06 1.75E-06 8.84E-08 1.72E-08 5.54E-10 1.57E-10
370991 3754520 3.39E-03 3.31E-03 1.02E-04 1.99E-05 1.02E-06 2.88E-07 370991 3754520 1.87E-06 1.83E-06 5.64E-08 1.10E-08 5.61E-10 1.59E-10
371011 3754520 3.62E-03 3.44E-03 7.27E-05 1.42E-05 1.05E-06 2.97E-07 371011 3754520 2.00E-06 1.90E-06 4.01E-08 7.81E-09 5.79E-10 1.64E-10
371031 3754520 3.92E-03 3.61E-03 5.57E-05 1.09E-05 1.10E-06 3.11E-07 371031 3754520 2.16E-06 1.99E-06 3.07E-08 5.99E-09 6.05E-10 1.71E-10
371051 3754520 4.19E-03 3.71E-03 4.47E-05 8.71E-06 1.12E-06 3.17E-07 371051 3754520 2.31E-06 2.04E-06 2.46E-08 4.80E-09 6.18E-10 1.75E-10
371071 3754520 4.47E-03 3.78E-03 3.70E-05 7.22E-06 1.14E-06 3.24E-07 371071 3754520 2.47E-06 2.09E-06 2.04E-08 3.98E-09 6.30E-10 1.78E-10
371091 3754520 4.78E-03 3.83E-03 3.15E-05 6.14E-06 1.16E-06 3.29E-07 371091 3754520 2.63E-06 2.11E-06 1.74E-08 3.38E-09 6.41E-10 1.82E-10
371111 3754520 5.11E-03 3.84E-03 2.74E-05 5.33E-06 1.20E-06 3.40E-07 371111 3754520 2.81E-06 2.12E-06 1.51E-08 2.94E-09 6.62E-10 1.87E-10
371131 3754520 5.40E-03 3.79E-03 2.41E-05 4.70E-06 1.22E-06 3.46E-07 371131 3754520 2.98E-06 2.09E-06 1.33E-08 2.59E-09 6.74E-10 1.91E-10
371151 3754520 5.67E-03 3.71E-03 2.15E-05 4.18E-06 1.23E-06 3.48E-07 371151 3754520 3.13E-06 2.04E-06 1.18E-08 2.31E-09 6.78E-10 1.92E-10
371171 3754520 5.91E-03 3.59E-03 1.93E-05 3.76E-06 1.24E-06 3.50E-07 371171 3754520 3.26E-06 1.98E-06 1.06E-08 2.08E-09 6.82E-10 1.93E-10
371191 3754520 6.09E-03 3.46E-03 1.75E-05 3.41E-06 1.24E-06 3.52E-07 371191 3754520 3.36E-06 1.91E-06 9.66E-09 1.88E-09 6.86E-10 1.94E-10
371211 3754520 6.21E-03 3.32E-03 1.60E-05 3.12E-06 1.25E-06 3.54E-07 371211 3754520 3.42E-06 1.83E-06 8.83E-09 1.72E-09 6.89E-10 1.95E-10
371231 3754520 6.25E-03 3.20E-03 1.47E-05 2.87E-06 1.25E-06 3.55E-07 371231 3754520 3.44E-06 1.76E-06 8.12E-09 1.58E-09 6.91E-10 1.96E-10
371251 3754520 6.21E-03 3.10E-03 1.36E-05 2.66E-06 1.26E-06 3.57E-07 371251 3754520 3.42E-06 1.71E-06 7.51E-09 1.46E-09 6.95E-10 1.97E-10
371271 3754520 6.09E-03 3.04E-03 1.27E-05 2.47E-06 1.26E-06 3.56E-07 371271 3754520 3.36E-06 1.67E-06 6.98E-09 1.36E-09 6.93E-10 1.96E-10
371291 3754520 5.92E-03 3.01E-03 1.18E-05 2.30E-06 1.25E-06 3.54E-07 371291 3754520 3.27E-06 1.66E-06 6.51E-09 1.27E-09 6.90E-10 1.95E-10
371311 3754520 5.73E-03 3.03E-03 1.11E-05 2.15E-06 1.24E-06 3.52E-07 371311 3754520 3.16E-06 1.67E-06 6.10E-09 1.19E-09 6.85E-10 1.94E-10
371331 3754520 5.53E-03 3.09E-03 1.04E-05 2.02E-06 1.23E-06 3.49E-07 371331 3754520 3.05E-06 1.71E-06 5.73E-09 1.12E-09 6.80E-10 1.93E-10
371351 3754520 5.35E-03 3.20E-03 9.78E-06 1.91E-06 1.22E-06 3.46E-07 371351 3754520 2.95E-06 1.76E-06 5.39E-09 1.05E-09 6.73E-10 1.91E-10
371371 3754520 5.22E-03 3.34E-03 9.23E-06 1.80E-06 1.21E-06 3.42E-07 371371 3754520 2.88E-06 1.84E-06 5.09E-09 9.92E-10 6.66E-10 1.89E-10
371391 3754520 5.17E-03 3.50E-03 8.74E-06 1.70E-06 1.19E-06 3.38E-07 371391 3754520 2.85E-06 1.93E-06 4.82E-09 9.40E-10 6.57E-10 1.86E-10
371411 3754520 5.20E-03 3.68E-03 8.30E-06 1.62E-06 1.18E-06 3.33E-07 371411 3754520 2.87E-06 2.03E-06 4.57E-09 8.91E-10 6.48E-10 1.84E-10
371431 3754520 5.32E-03 3.86E-03 7.89E-06 1.54E-06 1.16E-06 3.28E-07 371431 3754520 2.93E-06 2.13E-06 4.35E-09 8.48E-10 6.39E-10 1.81E-10
371451 3754520 5.51E-03 4.02E-03 7.52E-06 1.47E-06 1.14E-06 3.23E-07 371451 3754520 3.04E-06 2.22E-06 4.15E-09 8.08E-10 6.29E-10 1.78E-10
371471 3754520 5.79E-03 4.17E-03 7.18E-06 1.40E-06 1.12E-06 3.18E-07 371471 3754520 3.19E-06 2.30E-06 3.96E-09 7.71E-10 6.20E-10 1.76E-10
371491 3754520 6.11E-03 4.29E-03 6.86E-06 1.34E-06 1.11E-06 3.14E-07 371491 3754520 3.37E-06 2.37E-06 3.78E-09 7.37E-10 6.10E-10 1.73E-10
371511 3754520 6.46E-03 4.39E-03 6.57E-06 1.28E-06 1.09E-06 3.09E-07 371511 3754520 3.56E-06 2.42E-06 3.62E-09 7.06E-10 6.01E-10 1.70E-10
371531 3754520 6.80E-03 4.46E-03 6.31E-06 1.23E-06 1.08E-06 3.05E-07 371531 3754520 3.75E-06 2.46E-06 3.48E-09 6.78E-10 5.93E-10 1.68E-10
371551 3754520 7.13E-03 4.51E-03 6.06E-06 1.18E-06 1.06E-06 3.01E-07 371551 3754520 3.93E-06 2.48E-06 3.34E-09 6.51E-10 5.86E-10 1.66E-10
371571 3754520 7.40E-03 4.53E-03 5.83E-06 1.14E-06 1.05E-06 2.98E-07 371571 3754520 4.08E-06 2.50E-06 3.22E-09 6.27E-10 5.80E-10 1.64E-10
371591 3754520 7.62E-03 4.53E-03 5.62E-06 1.10E-06 1.04E-06 2.95E-07 371591 3754520 4.20E-06 2.50E-06 3.10E-09 6.04E-10 5.75E-10 1.63E-10
371611 3754520 7.77E-03 4.51E-03 5.43E-06 1.06E-06 1.04E-06 2.94E-07 371611 3754520 4.29E-06 2.49E-06 2.99E-09 5.83E-10 5.71E-10 1.62E-10
371631 3754520 7.85E-03 4.48E-03 5.25E-06 1.02E-06 1.03E-06 2.92E-07 371631 3754520 4.33E-06 2.47E-06 2.89E-09 5.64E-10 5.69E-10 1.61E-10
371651 3754520 7.87E-03 4.43E-03 5.08E-06 9.90E-07 1.03E-06 2.92E-07 371651 3754520 4.34E-06 2.44E-06 2.80E-09 5.46E-10 5.69E-10 1.61E-10
371671 3754520 7.83E-03 4.37E-03 4.92E-06 9.59E-07 1.03E-06 2.92E-07 371671 3754520 4.32E-06 2.41E-06 2.71E-09 5.29E-10 5.69E-10 1.61E-10
371691 3754520 7.73E-03 4.29E-03 4.77E-06 9.30E-07 1.04E-06 2.93E-07 371691 3754520 4.26E-06 2.37E-06 2.63E-09 5.13E-10 5.71E-10 1.62E-10
371711 3754520 7.59E-03 4.21E-03 4.64E-06 9.03E-07 1.04E-06 2.95E-07 371711 3754520 4.19E-06 2.32E-06 2.56E-09 4.98E-10 5.74E-10 1.63E-10
371731 3754520 7.42E-03 4.13E-03 4.51E-06 8.78E-07 1.05E-06 2.97E-07 371731 3754520 4.09E-06 2.28E-06 2.48E-09 4.84E-10 5.78E-10 1.64E-10
371751 3754520 7.22E-03 4.04E-03 4.39E-06 8.55E-07 1.06E-06 2.99E-07 371751 3754520 3.98E-06 2.23E-06 2.42E-09 4.71E-10 5.82E-10 1.65E-10
371771 3754520 6.99E-03 3.94E-03 4.27E-06 8.32E-07 1.06E-06 3.02E-07 371771 3754520 3.86E-06 2.17E-06 2.35E-09 4.59E-10 5.87E-10 1.66E-10
371791 3754520 6.76E-03 3.84E-03 4.16E-06 8.11E-07 1.07E-06 3.04E-07 371791 3754520 3.73E-06 2.12E-06 2.29E-09 4.47E-10 5.92E-10 1.68E-10
371811 3754520 6.51E-03 3.74E-03 4.06E-06 7.91E-07 1.08E-06 3.07E-07 371811 3754520 3.59E-06 2.06E-06 2.24E-09 4.36E-10 5.98E-10 1.69E-10
371831 3754520 6.27E-03 3.64E-03 3.96E-06 7.72E-07 1.09E-06 3.10E-07 371831 3754520 3.46E-06 2.01E-06 2.18E-09 4.26E-10 6.03E-10 1.71E-10
370571 3754540 1.06E-03 1.19E-03 4.36E-06 8.50E-07 4.62E-07 1.31E-07 370571 3754540 5.86E-07 6.54E-07 2.41E-09 4.69E-10 2.55E-10 7.22E-11
370591 3754540 1.11E-03 1.23E-03 4.74E-06 9.24E-07 4.80E-07 1.36E-07 370591 3754540 6.10E-07 6.80E-07 2.61E-09 5.10E-10 2.64E-10 7.49E-11
370611 3754540 1.15E-03 1.28E-03 5.17E-06 1.01E-06 4.97E-07 1.41E-07 370611 3754540 6.36E-07 7.08E-07 2.85E-09 5.56E-10 2.74E-10 7.77E-11
370631 3754540 1.20E-03 1.34E-03 5.67E-06 1.11E-06 5.16E-07 1.46E-07 370631 3754540 6.64E-07 7.38E-07 3.13E-09 6.09E-10 2.85E-10 8.06E-11
370651 3754540 1.26E-03 1.39E-03 6.24E-06 1.22E-06 5.36E-07 1.52E-07 370651 3754540 6.94E-07 7.69E-07 3.44E-09 6.71E-10 2.96E-10 8.37E-11
370671 3754540 1.32E-03 1.46E-03 6.91E-06 1.35E-06 5.57E-07 1.58E-07 370671 3754540 7.26E-07 8.02E-07 3.81E-09 7.43E-10 3.07E-10 8.70E-11
370691 3754540 1.38E-03 1.52E-03 7.70E-06 1.50E-06 5.78E-07 1.64E-07 370691 3754540 7.60E-07 8.38E-07 4.25E-09 8.28E-10 3.19E-10 9.02E-11
370711 3754540 1.45E-03 1.59E-03 8.65E-06 1.69E-06 5.97E-07 1.69E-07 370711 3754540 7.97E-07 8.76E-07 4.77E-09 9.29E-10 3.29E-10 9.33E-11
370731 3754540 1.52E-03 1.66E-03 9.79E-06 1.91E-06 6.19E-07 1.75E-07 370731 3754540 8.36E-07 9.16E-07 5.40E-09 1.05E-09 3.41E-10 9.67E-11
370751 3754540 1.59E-03 1.74E-03 1.12E-05 2.18E-06 6.45E-07 1.83E-07 370751 3754540 8.78E-07 9.57E-07 6.16E-09 1.20E-09 3.55E-10 1.01E-10
370771 3754540 1.67E-03 1.82E-03 1.29E-05 2.52E-06 6.73E-07 1.91E-07 370771 3754540 9.22E-07 1.00E-06 7.12E-09 1.39E-09 3.71E-10 1.05E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370791 3754540 1.76E-03 1.90E-03 1.51E-05 2.95E-06 6.99E-07 1.98E-07 370791 3754540 9.71E-07 1.05E-06 8.35E-09 1.63E-09 3.85E-10 1.09E-10
370811 3754540 1.85E-03 1.99E-03 1.81E-05 3.54E-06 7.18E-07 2.03E-07 370811 3754540 1.02E-06 1.10E-06 1.00E-08 1.95E-09 3.96E-10 1.12E-10
370831 3754540 1.95E-03 2.08E-03 2.22E-05 4.33E-06 7.44E-07 2.11E-07 370831 3754540 1.08E-06 1.15E-06 1.23E-08 2.39E-09 4.10E-10 1.16E-10
370851 3754540 2.06E-03 2.18E-03 2.82E-05 5.50E-06 7.73E-07 2.19E-07 370851 3754540 1.14E-06 1.20E-06 1.56E-08 3.03E-09 4.26E-10 1.21E-10
370871 3754540 2.17E-03 2.28E-03 3.76E-05 7.32E-06 7.98E-07 2.26E-07 370871 3754540 1.20E-06 1.26E-06 2.07E-08 4.04E-09 4.40E-10 1.25E-10
370891 3754540 2.29E-03 2.37E-03 5.40E-05 1.05E-05 8.22E-07 2.33E-07 370891 3754540 1.26E-06 1.31E-06 2.98E-08 5.81E-09 4.53E-10 1.28E-10
370911 3754540 2.43E-03 2.48E-03 8.88E-05 1.73E-05 8.52E-07 2.41E-07 370911 3754540 1.34E-06 1.37E-06 4.90E-08 9.55E-09 4.70E-10 1.33E-10
370931 3754540 2.57E-03 2.59E-03 1.31E-04 2.55E-05 8.77E-07 2.48E-07 370931 3754540 1.42E-06 1.43E-06 7.21E-08 1.40E-08 4.83E-10 1.37E-10
370951 3754540 2.73E-03 2.70E-03 1.61E-04 3.14E-05 9.06E-07 2.57E-07 370951 3754540 1.51E-06 1.49E-06 8.89E-08 1.73E-08 5.00E-10 1.42E-10
370971 3754540 2.89E-03 2.79E-03 1.62E-04 3.15E-05 9.06E-07 2.57E-07 370971 3754540 1.59E-06 1.54E-06 8.92E-08 1.74E-08 5.00E-10 1.41E-10
370991 3754540 3.07E-03 2.89E-03 1.03E-04 2.01E-05 9.31E-07 2.64E-07 370991 3754540 1.69E-06 1.59E-06 5.68E-08 1.11E-08 5.13E-10 1.45E-10
371011 3754540 3.26E-03 2.98E-03 7.30E-05 1.42E-05 9.64E-07 2.73E-07 371011 3754540 1.80E-06 1.64E-06 4.03E-08 7.85E-09 5.31E-10 1.51E-10
371031 3754540 3.49E-03 3.09E-03 5.59E-05 1.09E-05 1.00E-06 2.84E-07 371031 3754540 1.93E-06 1.70E-06 3.08E-08 6.00E-09 5.54E-10 1.57E-10
371051 3754540 3.71E-03 3.15E-03 4.47E-05 8.71E-06 1.02E-06 2.90E-07 371051 3754540 2.05E-06 1.74E-06 2.47E-08 4.80E-09 5.65E-10 1.60E-10
371071 3754540 3.94E-03 3.20E-03 3.70E-05 7.22E-06 1.04E-06 2.96E-07 371071 3754540 2.17E-06 1.76E-06 2.04E-08 3.98E-09 5.75E-10 1.63E-10
371091 3754540 4.17E-03 3.21E-03 3.15E-05 6.13E-06 1.06E-06 3.01E-07 371091 3754540 2.30E-06 1.77E-06 1.73E-08 3.38E-09 5.85E-10 1.66E-10
371111 3754540 4.39E-03 3.19E-03 2.73E-05 5.31E-06 1.09E-06 3.08E-07 371111 3754540 2.42E-06 1.76E-06 1.50E-08 2.93E-09 5.99E-10 1.70E-10
371131 3754540 4.60E-03 3.13E-03 2.40E-05 4.67E-06 1.10E-06 3.13E-07 371131 3754540 2.53E-06 1.73E-06 1.32E-08 2.57E-09 6.09E-10 1.73E-10
371151 3754540 4.78E-03 3.05E-03 2.13E-05 4.16E-06 1.12E-06 3.16E-07 371151 3754540 2.63E-06 1.68E-06 1.18E-08 2.29E-09 6.16E-10 1.74E-10
371171 3754540 4.92E-03 2.96E-03 1.92E-05 3.74E-06 1.13E-06 3.19E-07 371171 3754540 2.71E-06 1.63E-06 1.06E-08 2.06E-09 6.21E-10 1.76E-10
371191 3754540 5.02E-03 2.85E-03 1.74E-05 3.39E-06 1.13E-06 3.21E-07 371191 3754540 2.77E-06 1.57E-06 9.59E-09 1.87E-09 6.25E-10 1.77E-10
371211 3754540 5.07E-03 2.74E-03 1.59E-05 3.10E-06 1.14E-06 3.22E-07 371211 3754540 2.79E-06 1.51E-06 8.76E-09 1.71E-09 6.27E-10 1.78E-10
371231 3754540 5.06E-03 2.65E-03 1.46E-05 2.85E-06 1.14E-06 3.22E-07 371231 3754540 2.79E-06 1.46E-06 8.06E-09 1.57E-09 6.28E-10 1.78E-10
371251 3754540 5.00E-03 2.57E-03 1.35E-05 2.63E-06 1.14E-06 3.22E-07 371251 3754540 2.75E-06 1.42E-06 7.44E-09 1.45E-09 6.27E-10 1.78E-10
371271 3754540 4.89E-03 2.52E-03 1.25E-05 2.44E-06 1.13E-06 3.21E-07 371271 3754540 2.69E-06 1.39E-06 6.91E-09 1.35E-09 6.25E-10 1.77E-10
371291 3754540 4.74E-03 2.49E-03 1.17E-05 2.28E-06 1.13E-06 3.20E-07 371291 3754540 2.62E-06 1.37E-06 6.44E-09 1.26E-09 6.22E-10 1.76E-10
371311 3754540 4.59E-03 2.48E-03 1.09E-05 2.13E-06 1.12E-06 3.18E-07 371311 3754540 2.53E-06 1.37E-06 6.03E-09 1.17E-09 6.18E-10 1.75E-10
371331 3754540 4.43E-03 2.51E-03 1.03E-05 2.00E-06 1.11E-06 3.15E-07 371331 3754540 2.44E-06 1.38E-06 5.66E-09 1.10E-09 6.13E-10 1.74E-10
371351 3754540 4.28E-03 2.57E-03 9.66E-06 1.88E-06 1.10E-06 3.12E-07 371351 3754540 2.36E-06 1.42E-06 5.33E-09 1.04E-09 6.08E-10 1.72E-10
371371 3754540 4.17E-03 2.65E-03 9.12E-06 1.78E-06 1.09E-06 3.09E-07 371371 3754540 2.30E-06 1.46E-06 5.03E-09 9.80E-10 6.01E-10 1.70E-10
371391 3754540 4.11E-03 2.76E-03 8.63E-06 1.68E-06 1.08E-06 3.05E-07 371391 3754540 2.27E-06 1.52E-06 4.76E-09 9.28E-10 5.94E-10 1.68E-10
371411 3754540 4.10E-03 2.88E-03 8.19E-06 1.60E-06 1.06E-06 3.01E-07 371411 3754540 2.26E-06 1.59E-06 4.51E-09 8.80E-10 5.87E-10 1.66E-10
371431 3754540 4.15E-03 3.02E-03 7.78E-06 1.52E-06 1.05E-06 2.97E-07 371431 3754540 2.29E-06 1.66E-06 4.29E-09 8.36E-10 5.78E-10 1.64E-10
371451 3754540 4.27E-03 3.15E-03 7.41E-06 1.44E-06 1.03E-06 2.93E-07 371451 3754540 2.35E-06 1.74E-06 4.09E-09 7.96E-10 5.70E-10 1.61E-10
371471 3754540 4.43E-03 3.28E-03 7.07E-06 1.38E-06 1.02E-06 2.89E-07 371471 3754540 2.44E-06 1.81E-06 3.90E-09 7.60E-10 5.62E-10 1.59E-10
371491 3754540 4.64E-03 3.40E-03 6.76E-06 1.32E-06 1.00E-06 2.84E-07 371491 3754540 2.56E-06 1.88E-06 3.73E-09 7.26E-10 5.53E-10 1.57E-10
371511 3754540 4.89E-03 3.51E-03 6.47E-06 1.26E-06 9.89E-07 2.80E-07 371511 3754540 2.69E-06 1.94E-06 3.57E-09 6.95E-10 5.45E-10 1.54E-10
371531 3754540 5.15E-03 3.60E-03 6.20E-06 1.21E-06 9.75E-07 2.76E-07 371531 3754540 2.84E-06 1.98E-06 3.42E-09 6.66E-10 5.37E-10 1.52E-10
371551 3754540 5.41E-03 3.67E-03 5.96E-06 1.16E-06 9.62E-07 2.72E-07 371551 3754540 2.98E-06 2.02E-06 3.28E-09 6.40E-10 5.30E-10 1.50E-10
371571 3754540 5.66E-03 3.73E-03 5.73E-06 1.12E-06 9.50E-07 2.69E-07 371571 3754540 3.12E-06 2.05E-06 3.16E-09 6.16E-10 5.24E-10 1.48E-10
371591 3754540 5.89E-03 3.76E-03 5.52E-06 1.08E-06 9.41E-07 2.66E-07 371591 3754540 3.25E-06 2.07E-06 3.04E-09 5.93E-10 5.19E-10 1.47E-10
371611 3754540 6.07E-03 3.78E-03 5.32E-06 1.04E-06 9.33E-07 2.64E-07 371611 3754540 3.35E-06 2.08E-06 2.93E-09 5.72E-10 5.14E-10 1.46E-10
371631 3754540 6.21E-03 3.78E-03 5.14E-06 1.00E-06 9.27E-07 2.63E-07 371631 3754540 3.42E-06 2.09E-06 2.83E-09 5.52E-10 5.11E-10 1.45E-10
371651 3754540 6.30E-03 3.77E-03 4.97E-06 9.68E-07 9.24E-07 2.62E-07 371651 3754540 3.48E-06 2.08E-06 2.74E-09 5.34E-10 5.09E-10 1.44E-10
371671 3754540 6.35E-03 3.75E-03 4.81E-06 9.37E-07 9.22E-07 2.61E-07 371671 3754540 3.50E-06 2.07E-06 2.65E-09 5.17E-10 5.09E-10 1.44E-10
371691 3754540 6.36E-03 3.72E-03 4.66E-06 9.09E-07 9.23E-07 2.61E-07 371691 3754540 3.50E-06 2.05E-06 2.57E-09 5.01E-10 5.09E-10 1.44E-10
371711 3754540 6.32E-03 3.68E-03 4.53E-06 8.82E-07 9.26E-07 2.62E-07 371711 3754540 3.48E-06 2.03E-06 2.50E-09 4.86E-10 5.10E-10 1.45E-10
371731 3754540 6.25E-03 3.63E-03 4.40E-06 8.57E-07 9.30E-07 2.63E-07 371731 3754540 3.45E-06 2.00E-06 2.42E-09 4.72E-10 5.13E-10 1.45E-10
371751 3754540 6.15E-03 3.57E-03 4.27E-06 8.33E-07 9.35E-07 2.65E-07 371751 3754540 3.39E-06 1.97E-06 2.36E-09 4.59E-10 5.16E-10 1.46E-10
371771 3754540 6.03E-03 3.50E-03 4.16E-06 8.11E-07 9.42E-07 2.67E-07 371771 3754540 3.32E-06 1.93E-06 2.29E-09 4.47E-10 5.20E-10 1.47E-10
371791 3754540 5.88E-03 3.44E-03 4.05E-06 7.89E-07 9.50E-07 2.69E-07 371791 3754540 3.24E-06 1.89E-06 2.23E-09 4.35E-10 5.24E-10 1.48E-10
371811 3754540 5.73E-03 3.37E-03 3.95E-06 7.69E-07 9.58E-07 2.71E-07 371811 3754540 3.16E-06 1.86E-06 2.18E-09 4.24E-10 5.28E-10 1.50E-10
371831 3754540 5.56E-03 3.29E-03 3.85E-06 7.51E-07 9.67E-07 2.74E-07 371831 3754540 3.07E-06 1.82E-06 2.12E-09 4.14E-10 5.33E-10 1.51E-10
370571 3754560 1.03E-03 1.13E-03 4.30E-06 8.38E-07 4.47E-07 1.26E-07 370571 3754560 5.68E-07 6.24E-07 2.37E-09 4.62E-10 2.46E-10 6.97E-11
370591 3754560 1.07E-03 1.17E-03 4.67E-06 9.10E-07 4.62E-07 1.31E-07 370591 3754560 5.91E-07 6.48E-07 2.57E-09 5.02E-10 2.55E-10 7.22E-11
370611 3754560 1.12E-03 1.22E-03 5.09E-06 9.92E-07 4.79E-07 1.36E-07 370611 3754560 6.15E-07 6.72E-07 2.81E-09 5.47E-10 2.64E-10 7.48E-11
370631 3754560 1.16E-03 1.27E-03 5.57E-06 1.09E-06 4.96E-07 1.41E-07 370631 3754560 6.40E-07 6.99E-07 3.07E-09 5.99E-10 2.74E-10 7.75E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370651 3754560 1.21E-03 1.32E-03 6.13E-06 1.20E-06 5.14E-07 1.46E-07 370651 3754560 6.68E-07 7.27E-07 3.38E-09 6.59E-10 2.84E-10 8.03E-11
370671 3754560 1.26E-03 1.37E-03 6.79E-06 1.32E-06 5.33E-07 1.51E-07 370671 3754560 6.97E-07 7.56E-07 3.74E-09 7.30E-10 2.94E-10 8.32E-11
370691 3754560 1.32E-03 1.43E-03 7.56E-06 1.47E-06 5.52E-07 1.56E-07 370691 3754560 7.28E-07 7.87E-07 4.17E-09 8.13E-10 3.04E-10 8.62E-11
370711 3754560 1.38E-03 1.49E-03 8.49E-06 1.65E-06 5.72E-07 1.62E-07 370711 3754560 7.61E-07 8.20E-07 4.68E-09 9.12E-10 3.15E-10 8.93E-11
370731 3754560 1.44E-03 1.55E-03 9.60E-06 1.87E-06 5.92E-07 1.68E-07 370731 3754560 7.96E-07 8.55E-07 5.30E-09 1.03E-09 3.26E-10 9.25E-11
370751 3754560 1.51E-03 1.62E-03 1.10E-05 2.14E-06 6.14E-07 1.74E-07 370751 3754560 8.34E-07 8.91E-07 6.05E-09 1.18E-09 3.39E-10 9.59E-11
370771 3754560 1.59E-03 1.69E-03 1.27E-05 2.48E-06 6.35E-07 1.80E-07 370771 3754560 8.75E-07 9.29E-07 7.00E-09 1.37E-09 3.50E-10 9.92E-11
370791 3754560 1.66E-03 1.76E-03 1.49E-05 2.91E-06 6.57E-07 1.86E-07 370791 3754560 9.18E-07 9.69E-07 8.23E-09 1.60E-09 3.62E-10 1.03E-10
370811 3754560 1.75E-03 1.83E-03 1.79E-05 3.48E-06 6.80E-07 1.93E-07 370811 3754560 9.63E-07 1.01E-06 9.85E-09 1.92E-09 3.75E-10 1.06E-10
370831 3754560 1.83E-03 1.91E-03 2.19E-05 4.27E-06 7.02E-07 1.99E-07 370831 3754560 1.01E-06 1.05E-06 1.21E-08 2.35E-09 3.87E-10 1.10E-10
370851 3754560 1.93E-03 1.99E-03 2.78E-05 5.42E-06 7.26E-07 2.06E-07 370851 3754560 1.06E-06 1.10E-06 1.53E-08 2.99E-09 4.00E-10 1.13E-10
370871 3754560 2.02E-03 2.06E-03 3.71E-05 7.22E-06 7.49E-07 2.12E-07 370871 3754560 1.12E-06 1.14E-06 2.04E-08 3.98E-09 4.13E-10 1.17E-10
370891 3754560 2.13E-03 2.14E-03 5.33E-05 1.04E-05 7.70E-07 2.18E-07 370891 3754560 1.17E-06 1.18E-06 2.94E-08 5.73E-09 4.24E-10 1.20E-10
370911 3754560 2.24E-03 2.22E-03 8.74E-05 1.70E-05 7.84E-07 2.22E-07 370911 3754560 1.23E-06 1.22E-06 4.82E-08 9.39E-09 4.32E-10 1.22E-10
370931 3754560 2.36E-03 2.31E-03 1.35E-04 2.63E-05 8.10E-07 2.29E-07 370931 3754560 1.30E-06 1.27E-06 7.45E-08 1.45E-08 4.47E-10 1.27E-10
370951 3754560 2.50E-03 2.39E-03 1.01E-04 1.97E-05 8.41E-07 2.38E-07 370951 3754560 1.38E-06 1.32E-06 5.59E-08 1.09E-08 4.64E-10 1.31E-10
370971 3754560 2.63E-03 2.46E-03 1.64E-04 3.20E-05 8.46E-07 2.40E-07 370971 3754560 1.45E-06 1.36E-06 9.05E-08 1.76E-08 4.66E-10 1.32E-10
370991 3754560 2.78E-03 2.53E-03 1.04E-04 2.03E-05 8.61E-07 2.44E-07 370991 3754560 1.53E-06 1.39E-06 5.73E-08 1.12E-08 4.75E-10 1.34E-10
371011 3754560 2.93E-03 2.59E-03 7.35E-05 1.43E-05 8.90E-07 2.52E-07 371011 3754560 1.62E-06 1.43E-06 4.05E-08 7.89E-09 4.91E-10 1.39E-10
371031 3754560 3.10E-03 2.64E-03 5.59E-05 1.09E-05 9.19E-07 2.60E-07 371031 3754560 1.71E-06 1.46E-06 3.08E-08 6.01E-09 5.07E-10 1.43E-10
371051 3754560 3.28E-03 2.69E-03 4.47E-05 8.71E-06 9.38E-07 2.66E-07 371051 3754560 1.81E-06 1.48E-06 2.46E-08 4.80E-09 5.17E-10 1.46E-10
371071 3754560 3.47E-03 2.72E-03 3.70E-05 7.21E-06 9.56E-07 2.71E-07 371071 3754560 1.91E-06 1.50E-06 2.04E-08 3.97E-09 5.27E-10 1.49E-10
371091 3754560 3.64E-03 2.71E-03 3.14E-05 6.11E-06 9.73E-07 2.76E-07 371091 3754560 2.01E-06 1.49E-06 1.73E-08 3.37E-09 5.36E-10 1.52E-10
371111 3754560 3.79E-03 2.68E-03 2.71E-05 5.29E-06 9.89E-07 2.80E-07 371111 3754560 2.09E-06 1.48E-06 1.50E-08 2.92E-09 5.45E-10 1.54E-10
371131 3754560 3.93E-03 2.62E-03 2.38E-05 4.64E-06 1.00E-06 2.84E-07 371131 3754560 2.17E-06 1.45E-06 1.31E-08 2.56E-09 5.53E-10 1.57E-10
371151 3754560 4.04E-03 2.55E-03 2.12E-05 4.13E-06 1.02E-06 2.88E-07 371151 3754560 2.23E-06 1.41E-06 1.17E-08 2.28E-09 5.61E-10 1.59E-10
371171 3754560 4.13E-03 2.47E-03 1.90E-05 3.71E-06 1.03E-06 2.90E-07 371171 3754560 2.28E-06 1.36E-06 1.05E-08 2.05E-09 5.65E-10 1.60E-10
371191 3754560 4.18E-03 2.39E-03 1.73E-05 3.36E-06 1.03E-06 2.92E-07 371191 3754560 2.30E-06 1.32E-06 9.51E-09 1.85E-09 5.67E-10 1.61E-10
371211 3754560 4.19E-03 2.31E-03 1.58E-05 3.07E-06 1.03E-06 2.92E-07 371211 3754560 2.31E-06 1.27E-06 8.69E-09 1.69E-09 5.69E-10 1.61E-10
371231 3754560 4.16E-03 2.23E-03 1.45E-05 2.82E-06 1.03E-06 2.92E-07 371231 3754560 2.29E-06 1.23E-06 7.98E-09 1.56E-09 5.69E-10 1.61E-10
371251 3754560 4.09E-03 2.17E-03 1.34E-05 2.61E-06 1.03E-06 2.92E-07 371251 3754560 2.25E-06 1.20E-06 7.37E-09 1.44E-09 5.68E-10 1.61E-10
371271 3754560 3.99E-03 2.12E-03 1.24E-05 2.42E-06 1.03E-06 2.91E-07 371271 3754560 2.20E-06 1.17E-06 6.84E-09 1.33E-09 5.66E-10 1.60E-10
371291 3754560 3.87E-03 2.09E-03 1.16E-05 2.25E-06 1.02E-06 2.89E-07 371291 3754560 2.13E-06 1.15E-06 6.38E-09 1.24E-09 5.63E-10 1.60E-10
371311 3754560 3.74E-03 2.08E-03 1.08E-05 2.11E-06 1.02E-06 2.88E-07 371311 3754560 2.06E-06 1.15E-06 5.96E-09 1.16E-09 5.60E-10 1.59E-10
371331 3754560 3.61E-03 2.09E-03 1.02E-05 1.98E-06 1.01E-06 2.86E-07 371331 3754560 1.99E-06 1.15E-06 5.60E-09 1.09E-09 5.56E-10 1.57E-10
371351 3754560 3.50E-03 2.12E-03 9.55E-06 1.86E-06 1.00E-06 2.83E-07 371351 3754560 1.93E-06 1.17E-06 5.27E-09 1.03E-09 5.51E-10 1.56E-10
371371 3754560 3.41E-03 2.16E-03 9.02E-06 1.76E-06 9.90E-07 2.80E-07 371371 3754560 1.88E-06 1.19E-06 4.97E-09 9.69E-10 5.46E-10 1.55E-10
371391 3754560 3.35E-03 2.23E-03 8.53E-06 1.66E-06 9.79E-07 2.77E-07 371391 3754560 1.85E-06 1.23E-06 4.70E-09 9.16E-10 5.40E-10 1.53E-10
371411 3754560 3.32E-03 2.32E-03 8.09E-06 1.58E-06 9.67E-07 2.74E-07 371411 3754560 1.83E-06 1.28E-06 4.46E-09 8.69E-10 5.33E-10 1.51E-10
371431 3754560 3.34E-03 2.41E-03 7.68E-06 1.50E-06 9.54E-07 2.70E-07 371431 3754560 1.84E-06 1.33E-06 4.24E-09 8.25E-10 5.26E-10 1.49E-10
371451 3754560 3.40E-03 2.52E-03 7.31E-06 1.43E-06 9.41E-07 2.67E-07 371451 3754560 1.87E-06 1.39E-06 4.03E-09 7.86E-10 5.19E-10 1.47E-10
371471 3754560 3.49E-03 2.62E-03 6.97E-06 1.36E-06 9.28E-07 2.63E-07 371471 3754560 1.93E-06 1.45E-06 3.85E-09 7.49E-10 5.11E-10 1.45E-10
371491 3754560 3.63E-03 2.73E-03 6.66E-06 1.30E-06 9.14E-07 2.59E-07 371491 3754560 2.00E-06 1.50E-06 3.67E-09 7.16E-10 5.04E-10 1.43E-10
371511 3754560 3.79E-03 2.83E-03 6.37E-06 1.24E-06 9.00E-07 2.55E-07 371511 3754560 2.09E-06 1.56E-06 3.51E-09 6.85E-10 4.96E-10 1.41E-10
371531 3754560 3.98E-03 2.92E-03 6.11E-06 1.19E-06 8.88E-07 2.51E-07 371531 3754560 2.20E-06 1.61E-06 3.37E-09 6.56E-10 4.89E-10 1.39E-10
371551 3754560 4.18E-03 2.99E-03 5.86E-06 1.14E-06 8.75E-07 2.48E-07 371551 3754560 2.31E-06 1.65E-06 3.23E-09 6.30E-10 4.83E-10 1.37E-10
371571 3754560 4.39E-03 3.06E-03 5.64E-06 1.10E-06 8.64E-07 2.45E-07 371571 3754560 2.42E-06 1.69E-06 3.11E-09 6.06E-10 4.77E-10 1.35E-10
371591 3754560 4.58E-03 3.11E-03 5.42E-06 1.06E-06 8.54E-07 2.42E-07 371591 3754560 2.53E-06 1.72E-06 2.99E-09 5.83E-10 4.71E-10 1.33E-10
371611 3754560 4.76E-03 3.16E-03 5.23E-06 1.02E-06 8.46E-07 2.40E-07 371611 3754560 2.63E-06 1.74E-06 2.88E-09 5.62E-10 4.66E-10 1.32E-10
371631 3754560 4.92E-03 3.18E-03 5.04E-06 9.83E-07 8.39E-07 2.38E-07 371631 3754560 2.71E-06 1.76E-06 2.78E-09 5.42E-10 4.63E-10 1.31E-10
371651 3754560 5.04E-03 3.20E-03 4.87E-06 9.50E-07 8.34E-07 2.36E-07 371651 3754560 2.78E-06 1.76E-06 2.69E-09 5.24E-10 4.60E-10 1.30E-10
371671 3754560 5.13E-03 3.21E-03 4.71E-06 9.19E-07 8.31E-07 2.35E-07 371671 3754560 2.83E-06 1.77E-06 2.60E-09 5.07E-10 4.58E-10 1.30E-10
371691 3754560 5.19E-03 3.20E-03 4.57E-06 8.90E-07 8.30E-07 2.35E-07 371691 3754560 2.86E-06 1.76E-06 2.52E-09 4.91E-10 4.57E-10 1.30E-10
371711 3754560 5.22E-03 3.19E-03 4.43E-06 8.63E-07 8.30E-07 2.35E-07 371711 3754560 2.88E-06 1.76E-06 2.44E-09 4.76E-10 4.58E-10 1.30E-10
371731 3754560 5.22E-03 3.16E-03 4.30E-06 8.37E-07 8.32E-07 2.36E-07 371731 3754560 2.88E-06 1.74E-06 2.37E-09 4.62E-10 4.59E-10 1.30E-10
371751 3754560 5.19E-03 3.13E-03 4.18E-06 8.14E-07 8.35E-07 2.37E-07 371751 3754560 2.86E-06 1.73E-06 2.30E-09 4.49E-10 4.61E-10 1.30E-10
371771 3754560 5.14E-03 3.10E-03 4.06E-06 7.91E-07 8.40E-07 2.38E-07 371771 3754560 2.83E-06 1.71E-06 2.24E-09 4.36E-10 4.63E-10 1.31E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371791 3754560 5.07E-03 3.06E-03 3.95E-06 7.70E-07 8.46E-07 2.40E-07 371791 3754560 2.80E-06 1.68E-06 2.18E-09 4.25E-10 4.66E-10 1.32E-10
371811 3754560 4.98E-03 3.01E-03 3.85E-06 7.50E-07 8.52E-07 2.41E-07 371811 3754560 2.75E-06 1.66E-06 2.12E-09 4.14E-10 4.70E-10 1.33E-10
371831 3754560 4.88E-03 2.96E-03 3.75E-06 7.32E-07 8.59E-07 2.43E-07 371831 3754560 2.69E-06 1.63E-06 2.07E-09 4.03E-10 4.74E-10 1.34E-10
370571 3754580 9.95E-04 1.08E-03 4.22E-06 8.22E-07 4.30E-07 1.22E-07 370571 3754580 5.49E-07 5.94E-07 2.33E-09 4.53E-10 2.37E-10 6.71E-11
370591 3754580 1.03E-03 1.12E-03 4.58E-06 8.92E-07 4.43E-07 1.25E-07 370591 3754580 5.70E-07 6.15E-07 2.52E-09 4.92E-10 2.44E-10 6.91E-11
370611 3754580 1.07E-03 1.16E-03 4.99E-06 9.72E-07 4.59E-07 1.30E-07 370611 3754580 5.92E-07 6.37E-07 2.75E-09 5.36E-10 2.53E-10 7.18E-11
370631 3754580 1.12E-03 1.20E-03 5.46E-06 1.06E-06 4.75E-07 1.34E-07 370631 3754580 6.15E-07 6.61E-07 3.01E-09 5.87E-10 2.62E-10 7.41E-11
370651 3754580 1.16E-03 1.24E-03 6.01E-06 1.17E-06 4.91E-07 1.39E-07 370651 3754580 6.40E-07 6.85E-07 3.31E-09 6.46E-10 2.71E-10 7.66E-11
370671 3754580 1.21E-03 1.29E-03 6.65E-06 1.30E-06 5.07E-07 1.44E-07 370671 3754580 6.67E-07 7.11E-07 3.67E-09 7.15E-10 2.80E-10 7.92E-11
370691 3754580 1.26E-03 1.34E-03 7.41E-06 1.44E-06 5.27E-07 1.49E-07 370691 3754580 6.95E-07 7.38E-07 4.08E-09 7.96E-10 2.90E-10 8.22E-11
370711 3754580 1.31E-03 1.39E-03 8.31E-06 1.62E-06 5.44E-07 1.54E-07 370711 3754580 7.25E-07 7.67E-07 4.58E-09 8.93E-10 3.00E-10 8.49E-11
370731 3754580 1.37E-03 1.45E-03 9.41E-06 1.83E-06 5.62E-07 1.59E-07 370731 3754580 7.57E-07 7.97E-07 5.19E-09 1.01E-09 3.10E-10 8.78E-11
370751 3754580 1.43E-03 1.50E-03 1.08E-05 2.10E-06 5.81E-07 1.65E-07 370751 3754580 7.89E-07 8.28E-07 5.93E-09 1.16E-09 3.20E-10 9.08E-11
370771 3754580 1.49E-03 1.56E-03 1.24E-05 2.42E-06 6.00E-07 1.70E-07 370771 3754580 8.23E-07 8.59E-07 6.86E-09 1.34E-09 3.31E-10 9.37E-11
370791 3754580 1.56E-03 1.62E-03 1.46E-05 2.85E-06 6.21E-07 1.76E-07 370791 3754580 8.62E-07 8.93E-07 8.07E-09 1.57E-09 3.42E-10 9.70E-11
370811 3754580 1.63E-03 1.68E-03 1.75E-05 3.41E-06 6.40E-07 1.81E-07 370811 3754580 8.99E-07 9.24E-07 9.65E-09 1.88E-09 3.53E-10 1.00E-10
370831 3754580 1.71E-03 1.74E-03 2.15E-05 4.19E-06 6.60E-07 1.87E-07 370831 3754580 9.41E-07 9.58E-07 1.19E-08 2.31E-09 3.64E-10 1.03E-10
370851 3754580 1.79E-03 1.81E-03 2.74E-05 5.33E-06 6.82E-07 1.93E-07 370851 3754580 9.87E-07 9.95E-07 1.51E-08 2.94E-09 3.76E-10 1.06E-10
370871 3754580 1.88E-03 1.87E-03 3.65E-05 7.12E-06 7.00E-07 1.98E-07 370871 3754580 1.03E-06 1.03E-06 2.01E-08 3.92E-09 3.86E-10 1.09E-10
370891 3754580 1.97E-03 1.93E-03 5.25E-05 1.02E-05 7.10E-07 2.01E-07 370891 3754580 1.08E-06 1.06E-06 2.90E-08 5.64E-09 3.91E-10 1.11E-10
370911 3754580 2.06E-03 1.99E-03 8.59E-05 1.67E-05 7.25E-07 2.05E-07 370911 3754580 1.14E-06 1.10E-06 4.74E-08 9.23E-09 3.99E-10 1.13E-10
370931 3754580 2.17E-03 2.06E-03 1.27E-04 2.48E-05 7.53E-07 2.13E-07 370931 3754580 1.20E-06 1.14E-06 7.01E-08 1.37E-08 4.15E-10 1.18E-10
370951 3754580 2.28E-03 2.12E-03 1.20E-04 2.34E-05 7.79E-07 2.21E-07 370951 3754580 1.26E-06 1.17E-06 6.63E-08 1.29E-08 4.30E-10 1.22E-10
370971 3754580 2.39E-03 2.17E-03 1.66E-04 3.24E-05 7.79E-07 2.21E-07 370971 3754580 1.32E-06 1.20E-06 9.16E-08 1.78E-08 4.29E-10 1.22E-10
370991 3754580 2.51E-03 2.22E-03 1.05E-04 2.04E-05 7.94E-07 2.25E-07 370991 3754580 1.38E-06 1.22E-06 5.78E-08 1.13E-08 4.38E-10 1.24E-10
371011 3754580 2.63E-03 2.26E-03 7.37E-05 1.44E-05 8.12E-07 2.30E-07 371011 3754580 1.45E-06 1.24E-06 4.07E-08 7.92E-09 4.48E-10 1.27E-10
371031 3754580 2.76E-03 2.29E-03 5.59E-05 1.09E-05 8.43E-07 2.39E-07 371031 3754580 1.52E-06 1.26E-06 3.08E-08 6.01E-09 4.65E-10 1.32E-10
371051 3754580 2.90E-03 2.31E-03 4.46E-05 8.70E-06 8.61E-07 2.44E-07 371051 3754580 1.60E-06 1.27E-06 2.46E-08 4.80E-09 4.75E-10 1.34E-10
371071 3754580 3.05E-03 2.33E-03 3.69E-05 7.19E-06 8.78E-07 2.49E-07 371071 3754580 1.68E-06 1.28E-06 2.03E-08 3.96E-09 4.84E-10 1.37E-10
371091 3754580 3.18E-03 2.31E-03 3.13E-05 6.09E-06 8.90E-07 2.52E-07 371091 3754580 1.75E-06 1.27E-06 1.72E-08 3.36E-09 4.91E-10 1.39E-10
371111 3754580 3.28E-03 2.27E-03 2.70E-05 5.26E-06 9.05E-07 2.56E-07 371111 3754580 1.81E-06 1.25E-06 1.49E-08 2.90E-09 4.99E-10 1.41E-10
371131 3754580 3.38E-03 2.23E-03 2.37E-05 4.61E-06 9.18E-07 2.60E-07 371131 3754580 1.86E-06 1.23E-06 1.31E-08 2.54E-09 5.06E-10 1.43E-10
371151 3754580 3.45E-03 2.16E-03 2.10E-05 4.10E-06 9.29E-07 2.63E-07 371151 3754580 1.90E-06 1.19E-06 1.16E-08 2.26E-09 5.12E-10 1.45E-10
371171 3754580 3.49E-03 2.10E-03 1.89E-05 3.68E-06 9.34E-07 2.65E-07 371171 3754580 1.93E-06 1.16E-06 1.04E-08 2.03E-09 5.15E-10 1.46E-10
371191 3754580 3.51E-03 2.03E-03 1.71E-05 3.34E-06 9.37E-07 2.65E-07 371191 3754580 1.94E-06 1.12E-06 9.44E-09 1.84E-09 5.17E-10 1.46E-10
371211 3754580 3.50E-03 1.96E-03 1.56E-05 3.05E-06 9.38E-07 2.66E-07 371211 3754580 1.93E-06 1.08E-06 8.61E-09 1.68E-09 5.17E-10 1.47E-10
371231 3754580 3.46E-03 1.90E-03 1.44E-05 2.80E-06 9.38E-07 2.66E-07 371231 3754580 1.91E-06 1.05E-06 7.91E-09 1.54E-09 5.17E-10 1.47E-10
371251 3754580 3.39E-03 1.85E-03 1.33E-05 2.58E-06 9.37E-07 2.65E-07 371251 3754580 1.87E-06 1.02E-06 7.31E-09 1.42E-09 5.17E-10 1.46E-10
371271 3754580 3.30E-03 1.81E-03 1.23E-05 2.40E-06 9.34E-07 2.65E-07 371271 3754580 1.82E-06 9.99E-07 6.78E-09 1.32E-09 5.15E-10 1.46E-10
371291 3754580 3.20E-03 1.78E-03 1.15E-05 2.23E-06 9.30E-07 2.63E-07 371291 3754580 1.77E-06 9.84E-07 6.32E-09 1.23E-09 5.13E-10 1.45E-10
371311 3754580 3.10E-03 1.77E-03 1.07E-05 2.09E-06 9.25E-07 2.62E-07 371311 3754580 1.71E-06 9.75E-07 5.90E-09 1.15E-09 5.10E-10 1.44E-10
371331 3754580 3.00E-03 1.77E-03 1.00E-05 1.96E-06 9.18E-07 2.60E-07 371331 3754580 1.65E-06 9.75E-07 5.54E-09 1.08E-09 5.06E-10 1.43E-10
371351 3754580 2.91E-03 1.78E-03 9.45E-06 1.84E-06 9.11E-07 2.58E-07 371351 3754580 1.60E-06 9.81E-07 5.21E-09 1.02E-09 5.02E-10 1.42E-10
371371 3754580 2.83E-03 1.81E-03 8.91E-06 1.74E-06 9.02E-07 2.56E-07 371371 3754580 1.56E-06 9.96E-07 4.92E-09 9.58E-10 4.98E-10 1.41E-10
371391 3754580 2.78E-03 1.85E-03 8.43E-06 1.64E-06 8.93E-07 2.53E-07 371391 3754580 1.53E-06 1.02E-06 4.65E-09 9.06E-10 4.92E-10 1.39E-10
371411 3754580 2.75E-03 1.90E-03 7.99E-06 1.56E-06 8.83E-07 2.50E-07 371411 3754580 1.52E-06 1.05E-06 4.40E-09 8.58E-10 4.87E-10 1.38E-10
371431 3754580 2.75E-03 1.97E-03 7.59E-06 1.48E-06 8.72E-07 2.47E-07 371431 3754580 1.51E-06 1.09E-06 4.18E-09 8.15E-10 4.81E-10 1.36E-10
371451 3754580 2.77E-03 2.05E-03 7.22E-06 1.41E-06 8.60E-07 2.44E-07 371451 3754580 1.53E-06 1.13E-06 3.98E-09 7.76E-10 4.74E-10 1.34E-10
371471 3754580 2.83E-03 2.13E-03 6.88E-06 1.34E-06 8.48E-07 2.40E-07 371471 3754580 1.56E-06 1.17E-06 3.79E-09 7.40E-10 4.68E-10 1.32E-10
371491 3754580 2.91E-03 2.21E-03 6.57E-06 1.28E-06 8.36E-07 2.37E-07 371491 3754580 1.60E-06 1.22E-06 3.62E-09 7.06E-10 4.61E-10 1.31E-10
371511 3754580 3.02E-03 2.30E-03 6.29E-06 1.22E-06 8.24E-07 2.33E-07 371511 3754580 1.66E-06 1.27E-06 3.47E-09 6.75E-10 4.54E-10 1.29E-10
371531 3754580 3.15E-03 2.38E-03 6.02E-06 1.17E-06 8.12E-07 2.30E-07 371531 3754580 1.74E-06 1.31E-06 3.32E-09 6.47E-10 4.48E-10 1.27E-10
371551 3754580 3.30E-03 2.45E-03 5.77E-06 1.13E-06 8.01E-07 2.27E-07 371551 3754580 1.82E-06 1.35E-06 3.18E-09 6.21E-10 4.42E-10 1.25E-10
371571 3754580 3.45E-03 2.52E-03 5.55E-06 1.08E-06 7.90E-07 2.24E-07 371571 3754580 1.90E-06 1.39E-06 3.06E-09 5.96E-10 4.36E-10 1.23E-10
371591 3754580 3.61E-03 2.58E-03 5.34E-06 1.04E-06 7.81E-07 2.21E-07 371591 3754580 1.99E-06 1.42E-06 2.94E-09 5.73E-10 4.30E-10 1.22E-10
371611 3754580 3.77E-03 2.63E-03 5.14E-06 1.00E-06 7.72E-07 2.19E-07 371611 3754580 2.08E-06 1.45E-06 2.83E-09 5.52E-10 4.26E-10 1.21E-10
371631 3754580 3.91E-03 2.67E-03 4.96E-06 9.66E-07 7.65E-07 2.17E-07 371631 3754580 2.16E-06 1.47E-06 2.73E-09 5.33E-10 4.22E-10 1.19E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371651 3754580 4.04E-03 2.71E-03 4.79E-06 9.33E-07 7.59E-07 2.15E-07 371651 3754580 2.23E-06 1.49E-06 2.64E-09 5.14E-10 4.18E-10 1.18E-10
371671 3754580 4.15E-03 2.73E-03 4.63E-06 9.02E-07 7.54E-07 2.14E-07 371671 3754580 2.29E-06 1.50E-06 2.55E-09 4.97E-10 4.16E-10 1.18E-10
371691 3754580 4.24E-03 2.74E-03 4.48E-06 8.73E-07 7.51E-07 2.13E-07 371691 3754580 2.34E-06 1.51E-06 2.47E-09 4.81E-10 4.14E-10 1.17E-10
371711 3754580 4.30E-03 2.75E-03 4.34E-06 8.45E-07 7.50E-07 2.12E-07 371711 3754580 2.37E-06 1.51E-06 2.39E-09 4.66E-10 4.13E-10 1.17E-10
371731 3754580 4.34E-03 2.74E-03 4.21E-06 8.20E-07 7.50E-07 2.12E-07 371731 3754580 2.39E-06 1.51E-06 2.32E-09 4.52E-10 4.13E-10 1.17E-10
371751 3754580 4.36E-03 2.74E-03 4.09E-06 7.96E-07 7.52E-07 2.13E-07 371751 3754580 2.40E-06 1.51E-06 2.25E-09 4.39E-10 4.14E-10 1.17E-10
371771 3754580 4.35E-03 2.72E-03 3.97E-06 7.74E-07 7.54E-07 2.14E-07 371771 3754580 2.40E-06 1.50E-06 2.19E-09 4.27E-10 4.16E-10 1.18E-10
371791 3754580 4.33E-03 2.70E-03 3.86E-06 7.53E-07 7.58E-07 2.15E-07 371791 3754580 2.39E-06 1.49E-06 2.13E-09 4.15E-10 4.18E-10 1.18E-10
371811 3754580 4.29E-03 2.67E-03 3.76E-06 7.33E-07 7.63E-07 2.16E-07 371811 3754580 2.37E-06 1.47E-06 2.07E-09 4.04E-10 4.21E-10 1.19E-10
371831 3754580 4.24E-03 2.64E-03 3.66E-06 7.14E-07 7.68E-07 2.18E-07 371831 3754580 2.34E-06 1.46E-06 2.02E-09 3.94E-10 4.24E-10 1.20E-10
370571 3754600 9.57E-04 1.02E-03 4.12E-06 8.03E-07 4.12E-07 1.17E-07 370571 3754600 5.28E-07 5.64E-07 2.27E-09 4.43E-10 2.27E-10 6.43E-11
370591 3754600 9.92E-04 1.06E-03 4.47E-06 8.71E-07 4.25E-07 1.20E-07 370591 3754600 5.47E-07 5.83E-07 2.46E-09 4.80E-10 2.34E-10 6.64E-11
370611 3754600 1.03E-03 1.09E-03 4.88E-06 9.50E-07 4.40E-07 1.25E-07 370611 3754600 5.68E-07 6.03E-07 2.69E-09 5.24E-10 2.43E-10 6.87E-11
370631 3754600 1.07E-03 1.13E-03 5.34E-06 1.04E-06 4.55E-07 1.29E-07 370631 3754600 5.89E-07 6.23E-07 2.94E-09 5.74E-10 2.51E-10 7.11E-11
370651 3754600 1.11E-03 1.17E-03 5.85E-06 1.14E-06 4.68E-07 1.33E-07 370651 3754600 6.10E-07 6.43E-07 3.23E-09 6.29E-10 2.58E-10 7.31E-11
370671 3754600 1.15E-03 1.21E-03 6.48E-06 1.26E-06 4.84E-07 1.37E-07 370671 3754600 6.34E-07 6.66E-07 3.57E-09 6.96E-10 2.67E-10 7.56E-11
370691 3754600 1.20E-03 1.25E-03 7.22E-06 1.41E-06 5.01E-07 1.42E-07 370691 3754600 6.60E-07 6.91E-07 3.98E-09 7.76E-10 2.76E-10 7.82E-11
370711 3754600 1.24E-03 1.29E-03 8.08E-06 1.58E-06 5.17E-07 1.46E-07 370711 3754600 6.85E-07 7.13E-07 4.46E-09 8.69E-10 2.85E-10 8.07E-11
370731 3754600 1.29E-03 1.34E-03 9.15E-06 1.78E-06 5.33E-07 1.51E-07 370731 3754600 7.12E-07 7.38E-07 5.04E-09 9.83E-10 2.94E-10 8.33E-11
370751 3754600 1.34E-03 1.39E-03 1.05E-05 2.04E-06 5.51E-07 1.56E-07 370751 3754600 7.42E-07 7.64E-07 5.77E-09 1.12E-09 3.04E-10 8.60E-11
370771 3754600 1.40E-03 1.43E-03 1.21E-05 2.36E-06 5.67E-07 1.61E-07 370771 3754600 7.73E-07 7.91E-07 6.68E-09 1.30E-09 3.13E-10 8.86E-11
370791 3754600 1.46E-03 1.48E-03 1.43E-05 2.78E-06 5.81E-07 1.65E-07 370791 3754600 8.05E-07 8.18E-07 7.86E-09 1.53E-09 3.20E-10 9.07E-11
370811 3754600 1.52E-03 1.53E-03 1.71E-05 3.32E-06 5.86E-07 1.66E-07 370811 3754600 8.38E-07 8.43E-07 9.40E-09 1.83E-09 3.23E-10 9.15E-11
370831 3754600 1.59E-03 1.58E-03 2.10E-05 4.09E-06 6.02E-07 1.71E-07 370831 3754600 8.75E-07 8.72E-07 1.16E-08 2.26E-09 3.32E-10 9.41E-11
370851 3754600 1.66E-03 1.64E-03 2.69E-05 5.24E-06 6.35E-07 1.80E-07 370851 3754600 9.17E-07 9.05E-07 1.48E-08 2.89E-09 3.50E-10 9.91E-11
370871 3754600 1.74E-03 1.69E-03 3.59E-05 7.00E-06 6.46E-07 1.83E-07 370871 3754600 9.58E-07 9.34E-07 1.98E-08 3.86E-09 3.56E-10 1.01E-10
370891 3754600 1.81E-03 1.74E-03 5.17E-05 1.01E-05 6.60E-07 1.87E-07 370891 3754600 1.00E-06 9.62E-07 2.85E-08 5.55E-09 3.64E-10 1.03E-10
370911 3754600 1.90E-03 1.79E-03 8.45E-05 1.65E-05 6.77E-07 1.92E-07 370911 3754600 1.05E-06 9.90E-07 4.66E-08 9.08E-09 3.73E-10 1.06E-10
370931 3754600 1.99E-03 1.84E-03 1.71E-04 3.33E-05 6.98E-07 1.98E-07 370931 3754600 1.10E-06 1.02E-06 9.41E-08 1.83E-08 3.85E-10 1.09E-10
370951 3754600 2.08E-03 1.89E-03 1.01E-04 1.98E-05 7.18E-07 2.03E-07 370951 3754600 1.15E-06 1.04E-06 5.59E-08 1.09E-08 3.96E-10 1.12E-10
370971 3754600 2.17E-03 1.93E-03 1.68E-04 3.27E-05 7.30E-07 2.07E-07 370971 3754600 1.20E-06 1.06E-06 9.24E-08 1.80E-08 4.03E-10 1.14E-10
370991 3754600 2.27E-03 1.95E-03 1.06E-04 2.06E-05 7.33E-07 2.08E-07 370991 3754600 1.25E-06 1.08E-06 5.82E-08 1.13E-08 4.04E-10 1.15E-10
371011 3754600 2.36E-03 1.97E-03 7.40E-05 1.44E-05 7.45E-07 2.11E-07 371011 3754600 1.30E-06 1.09E-06 4.08E-08 7.95E-09 4.11E-10 1.16E-10
371031 3754600 2.46E-03 1.99E-03 5.59E-05 1.09E-05 7.58E-07 2.15E-07 371031 3754600 1.36E-06 1.09E-06 3.08E-08 6.01E-09 4.18E-10 1.18E-10
371051 3754600 2.57E-03 2.00E-03 4.46E-05 8.68E-06 7.92E-07 2.24E-07 371051 3754600 1.42E-06 1.10E-06 2.46E-08 4.79E-09 4.37E-10 1.24E-10
371071 3754600 2.65E-03 1.98E-03 3.67E-05 7.14E-06 7.97E-07 2.26E-07 371071 3754600 1.46E-06 1.09E-06 2.02E-08 3.94E-09 4.39E-10 1.24E-10
371091 3754600 2.78E-03 1.99E-03 3.10E-05 6.05E-06 8.23E-07 2.33E-07 371091 3754600 1.53E-06 1.10E-06 1.71E-08 3.34E-09 4.54E-10 1.29E-10
371111 3754600 2.86E-03 1.95E-03 2.67E-05 5.20E-06 8.41E-07 2.38E-07 371111 3754600 1.57E-06 1.08E-06 1.47E-08 2.87E-09 4.64E-10 1.31E-10
371131 3754600 2.92E-03 1.91E-03 2.35E-05 4.57E-06 8.47E-07 2.40E-07 371131 3754600 1.61E-06 1.05E-06 1.29E-08 2.52E-09 4.67E-10 1.32E-10
371151 3754600 2.96E-03 1.86E-03 2.09E-05 4.07E-06 8.51E-07 2.41E-07 371151 3754600 1.63E-06 1.02E-06 1.15E-08 2.24E-09 4.69E-10 1.33E-10
371171 3754600 2.98E-03 1.80E-03 1.87E-05 3.65E-06 8.55E-07 2.42E-07 371171 3754600 1.64E-06 9.92E-07 1.03E-08 2.01E-09 4.71E-10 1.34E-10
371191 3754600 2.98E-03 1.74E-03 1.70E-05 3.31E-06 8.57E-07 2.43E-07 371191 3754600 1.64E-06 9.61E-07 9.36E-09 1.82E-09 4.72E-10 1.34E-10
371211 3754600 2.95E-03 1.69E-03 1.55E-05 3.02E-06 8.58E-07 2.43E-07 371211 3754600 1.63E-06 9.31E-07 8.54E-09 1.66E-09 4.73E-10 1.34E-10
371231 3754600 2.91E-03 1.64E-03 1.42E-05 2.77E-06 8.57E-07 2.43E-07 371231 3754600 1.60E-06 9.04E-07 7.84E-09 1.53E-09 4.73E-10 1.34E-10
371251 3754600 2.85E-03 1.60E-03 1.31E-05 2.56E-06 8.56E-07 2.42E-07 371251 3754600 1.57E-06 8.81E-07 7.24E-09 1.41E-09 4.72E-10 1.34E-10
371271 3754600 2.77E-03 1.57E-03 1.22E-05 2.37E-06 8.53E-07 2.42E-07 371271 3754600 1.53E-06 8.63E-07 6.71E-09 1.31E-09 4.71E-10 1.33E-10
371291 3754600 2.69E-03 1.54E-03 1.13E-05 2.21E-06 8.50E-07 2.41E-07 371291 3754600 1.48E-06 8.49E-07 6.25E-09 1.22E-09 4.69E-10 1.33E-10
371311 3754600 2.60E-03 1.52E-03 1.06E-05 2.07E-06 8.45E-07 2.39E-07 371311 3754600 1.44E-06 8.41E-07 5.84E-09 1.14E-09 4.66E-10 1.32E-10
371331 3754600 2.52E-03 1.52E-03 9.94E-06 1.94E-06 8.40E-07 2.38E-07 371331 3754600 1.39E-06 8.37E-07 5.48E-09 1.07E-09 4.63E-10 1.31E-10
371351 3754600 2.45E-03 1.52E-03 9.35E-06 1.82E-06 8.33E-07 2.36E-07 371351 3754600 1.35E-06 8.39E-07 5.15E-09 1.00E-09 4.59E-10 1.30E-10
371371 3754600 2.39E-03 1.54E-03 8.81E-06 1.72E-06 8.26E-07 2.34E-07 371371 3754600 1.32E-06 8.47E-07 4.86E-09 9.47E-10 4.55E-10 1.29E-10
371391 3754600 2.34E-03 1.56E-03 8.33E-06 1.62E-06 8.18E-07 2.32E-07 371391 3754600 1.29E-06 8.61E-07 4.59E-09 8.95E-10 4.51E-10 1.28E-10
371411 3754600 2.31E-03 1.60E-03 7.89E-06 1.54E-06 8.09E-07 2.29E-07 371411 3754600 1.27E-06 8.80E-07 4.35E-09 8.48E-10 4.46E-10 1.26E-10
371431 3754600 2.30E-03 1.64E-03 7.49E-06 1.46E-06 7.99E-07 2.26E-07 371431 3754600 1.27E-06 9.05E-07 4.13E-09 8.05E-10 4.41E-10 1.25E-10
371451 3754600 2.31E-03 1.70E-03 7.13E-06 1.39E-06 7.89E-07 2.24E-07 371451 3754600 1.27E-06 9.35E-07 3.93E-09 7.66E-10 4.35E-10 1.23E-10
371471 3754600 2.34E-03 1.76E-03 6.79E-06 1.32E-06 7.79E-07 2.21E-07 371471 3754600 1.29E-06 9.68E-07 3.75E-09 7.30E-10 4.30E-10 1.22E-10
371491 3754600 2.39E-03 1.82E-03 6.48E-06 1.26E-06 7.68E-07 2.18E-07 371491 3754600 1.32E-06 1.00E-06 3.58E-09 6.97E-10 4.24E-10 1.20E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371511 3754600 2.46E-03 1.89E-03 6.20E-06 1.21E-06 7.57E-07 2.15E-07 371511 3754600 1.35E-06 1.04E-06 3.42E-09 6.66E-10 4.18E-10 1.18E-10
371531 3754600 2.54E-03 1.96E-03 5.94E-06 1.16E-06 7.47E-07 2.12E-07 371531 3754600 1.40E-06 1.08E-06 3.27E-09 6.38E-10 4.12E-10 1.17E-10
371551 3754600 2.65E-03 2.02E-03 5.69E-06 1.11E-06 7.36E-07 2.09E-07 371551 3754600 1.46E-06 1.12E-06 3.14E-09 6.12E-10 4.06E-10 1.15E-10
371571 3754600 2.77E-03 2.09E-03 5.46E-06 1.07E-06 7.26E-07 2.06E-07 371571 3754600 1.52E-06 1.15E-06 3.01E-09 5.87E-10 4.00E-10 1.13E-10
371591 3754600 2.89E-03 2.15E-03 5.25E-06 1.02E-06 7.17E-07 2.03E-07 371591 3754600 1.59E-06 1.18E-06 2.90E-09 5.65E-10 3.95E-10 1.12E-10
371611 3754600 3.02E-03 2.20E-03 5.06E-06 9.86E-07 7.08E-07 2.01E-07 371611 3754600 1.66E-06 1.21E-06 2.79E-09 5.43E-10 3.91E-10 1.11E-10
371631 3754600 3.14E-03 2.25E-03 4.88E-06 9.50E-07 7.01E-07 1.99E-07 371631 3754600 1.73E-06 1.24E-06 2.69E-09 5.24E-10 3.86E-10 1.09E-10
371651 3754600 3.26E-03 2.29E-03 4.70E-06 9.17E-07 6.94E-07 1.97E-07 371651 3754600 1.80E-06 1.26E-06 2.59E-09 5.06E-10 3.83E-10 1.08E-10
371671 3754600 3.36E-03 2.32E-03 4.55E-06 8.86E-07 6.89E-07 1.95E-07 371671 3754600 1.85E-06 1.28E-06 2.51E-09 4.88E-10 3.80E-10 1.08E-10
371691 3754600 3.46E-03 2.34E-03 4.40E-06 8.57E-07 6.85E-07 1.94E-07 371691 3754600 1.91E-06 1.29E-06 2.42E-09 4.72E-10 3.78E-10 1.07E-10
371711 3754600 3.53E-03 2.36E-03 4.26E-06 8.29E-07 6.82E-07 1.93E-07 371711 3754600 1.95E-06 1.30E-06 2.35E-09 4.57E-10 3.76E-10 1.07E-10
371731 3754600 3.59E-03 2.37E-03 4.13E-06 8.04E-07 6.81E-07 1.93E-07 371731 3754600 1.98E-06 1.31E-06 2.27E-09 4.43E-10 3.75E-10 1.06E-10
371751 3754600 3.64E-03 2.38E-03 4.01E-06 7.81E-07 6.81E-07 1.93E-07 371751 3754600 2.01E-06 1.31E-06 2.21E-09 4.30E-10 3.75E-10 1.06E-10
371771 3754600 3.67E-03 2.38E-03 3.89E-06 7.58E-07 6.82E-07 1.93E-07 371771 3754600 2.02E-06 1.31E-06 2.15E-09 4.18E-10 3.76E-10 1.07E-10
371791 3754600 3.68E-03 2.37E-03 3.78E-06 7.37E-07 6.84E-07 1.94E-07 371791 3754600 2.03E-06 1.31E-06 2.09E-09 4.06E-10 3.77E-10 1.07E-10
371811 3754600 3.68E-03 2.36E-03 3.68E-06 7.17E-07 6.87E-07 1.95E-07 371811 3754600 2.03E-06 1.30E-06 2.03E-09 3.95E-10 3.79E-10 1.07E-10
371831 3754600 3.66E-03 2.35E-03 3.58E-06 6.98E-07 6.91E-07 1.96E-07 371831 3754600 2.02E-06 1.29E-06 1.98E-09 3.85E-10 3.81E-10 1.08E-10
370571 3754620 9.19E-04 9.69E-04 4.03E-06 7.84E-07 3.98E-07 1.13E-07 370571 3754620 5.06E-07 5.34E-07 2.22E-09 4.33E-10 2.19E-10 6.21E-11
370591 3754620 9.48E-04 9.96E-04 4.35E-06 8.48E-07 4.09E-07 1.16E-07 370591 3754620 5.23E-07 5.49E-07 2.40E-09 4.67E-10 2.26E-10 6.39E-11
370611 3754620 9.81E-04 1.03E-03 4.74E-06 9.23E-07 4.22E-07 1.20E-07 370611 3754620 5.41E-07 5.67E-07 2.61E-09 5.09E-10 2.33E-10 6.59E-11
370631 3754620 1.01E-03 1.06E-03 5.16E-06 1.01E-06 4.34E-07 1.23E-07 370631 3754620 5.59E-07 5.84E-07 2.85E-09 5.55E-10 2.39E-10 6.78E-11
370651 3754620 1.05E-03 1.09E-03 5.66E-06 1.10E-06 4.44E-07 1.26E-07 370651 3754620 5.79E-07 6.01E-07 3.12E-09 6.09E-10 2.45E-10 6.93E-11
370671 3754620 1.09E-03 1.13E-03 6.26E-06 1.22E-06 4.56E-07 1.29E-07 370671 3754620 6.00E-07 6.21E-07 3.45E-09 6.72E-10 2.51E-10 7.12E-11
370691 3754620 1.13E-03 1.17E-03 6.99E-06 1.36E-06 4.74E-07 1.34E-07 370691 3754620 6.23E-07 6.42E-07 3.85E-09 7.51E-10 2.62E-10 7.41E-11
370711 3754620 1.17E-03 1.20E-03 7.80E-06 1.52E-06 4.81E-07 1.36E-07 370711 3754620 6.45E-07 6.61E-07 4.30E-09 8.39E-10 2.65E-10 7.51E-11
370731 3754620 1.21E-03 1.24E-03 8.82E-06 1.72E-06 4.93E-07 1.40E-07 370731 3754620 6.69E-07 6.81E-07 4.86E-09 9.48E-10 2.72E-10 7.70E-11
370751 3754620 1.26E-03 1.27E-03 1.00E-05 1.96E-06 5.04E-07 1.43E-07 370751 3754620 6.93E-07 7.01E-07 5.53E-09 1.08E-09 2.78E-10 7.87E-11
370771 3754620 1.31E-03 1.31E-03 1.16E-05 2.27E-06 5.18E-07 1.47E-07 370771 3754620 7.20E-07 7.24E-07 6.42E-09 1.25E-09 2.86E-10 8.09E-11
370791 3754620 1.36E-03 1.36E-03 1.37E-05 2.68E-06 5.33E-07 1.51E-07 370791 3754620 7.50E-07 7.48E-07 7.58E-09 1.48E-09 2.94E-10 8.32E-11
370811 3754620 1.41E-03 1.40E-03 1.64E-05 3.20E-06 5.44E-07 1.54E-07 370811 3754620 7.79E-07 7.69E-07 9.05E-09 1.76E-09 3.00E-10 8.50E-11
370831 3754620 1.47E-03 1.44E-03 2.02E-05 3.94E-06 5.57E-07 1.58E-07 370831 3754620 8.10E-07 7.93E-07 1.11E-08 2.17E-09 3.07E-10 8.70E-11
370851 3754620 1.54E-03 1.50E-03 2.63E-05 5.13E-06 5.88E-07 1.66E-07 370851 3754620 8.51E-07 8.25E-07 1.45E-08 2.83E-09 3.24E-10 9.18E-11
370871 3754620 1.61E-03 1.54E-03 3.52E-05 6.87E-06 6.01E-07 1.70E-07 370871 3754620 8.86E-07 8.48E-07 1.94E-08 3.79E-09 3.31E-10 9.39E-11
370891 3754620 1.67E-03 1.58E-03 5.08E-05 9.90E-06 6.14E-07 1.74E-07 370891 3754620 9.23E-07 8.70E-07 2.80E-08 5.46E-09 3.38E-10 9.59E-11
370911 3754620 1.75E-03 1.62E-03 8.30E-05 1.62E-05 6.30E-07 1.78E-07 370911 3754620 9.63E-07 8.92E-07 4.58E-08 8.92E-09 3.47E-10 9.84E-11
370931 3754620 1.82E-03 1.65E-03 1.23E-04 2.39E-05 6.49E-07 1.84E-07 370931 3754620 1.00E-06 9.12E-07 6.77E-08 1.32E-08 3.58E-10 1.01E-10
370951 3754620 1.90E-03 1.69E-03 1.21E-04 2.36E-05 6.61E-07 1.87E-07 370951 3754620 1.05E-06 9.30E-07 6.68E-08 1.30E-08 3.64E-10 1.03E-10
370971 3754620 1.97E-03 1.71E-03 1.69E-04 3.30E-05 6.70E-07 1.90E-07 370971 3754620 1.09E-06 9.42E-07 9.34E-08 1.82E-08 3.70E-10 1.05E-10
370991 3754620 2.05E-03 1.73E-03 1.06E-04 2.07E-05 6.83E-07 1.93E-07 370991 3754620 1.13E-06 9.53E-07 5.85E-08 1.14E-08 3.77E-10 1.07E-10
371011 3754620 2.13E-03 1.74E-03 7.42E-05 1.45E-05 7.02E-07 1.99E-07 371011 3754620 1.17E-06 9.60E-07 4.09E-08 7.97E-09 3.87E-10 1.10E-10
371031 3754620 2.21E-03 1.75E-03 5.60E-05 1.09E-05 7.20E-07 2.04E-07 371031 3754620 1.22E-06 9.63E-07 3.09E-08 6.01E-09 3.97E-10 1.13E-10
371051 3754620 2.28E-03 1.74E-03 4.44E-05 8.66E-06 7.32E-07 2.07E-07 371051 3754620 1.26E-06 9.61E-07 2.45E-08 4.78E-09 4.03E-10 1.14E-10
371071 3754620 2.34E-03 1.72E-03 3.65E-05 7.12E-06 7.31E-07 2.07E-07 371071 3754620 1.29E-06 9.48E-07 2.01E-08 3.92E-09 4.03E-10 1.14E-10
371091 3754620 2.44E-03 1.72E-03 3.08E-05 6.01E-06 7.60E-07 2.15E-07 371091 3754620 1.35E-06 9.51E-07 1.70E-08 3.31E-09 4.19E-10 1.19E-10
371111 3754620 2.49E-03 1.69E-03 2.65E-05 5.16E-06 7.74E-07 2.19E-07 371111 3754620 1.37E-06 9.33E-07 1.46E-08 2.85E-09 4.27E-10 1.21E-10
371131 3754620 2.53E-03 1.65E-03 2.33E-05 4.54E-06 7.78E-07 2.20E-07 371131 3754620 1.40E-06 9.10E-07 1.29E-08 2.50E-09 4.29E-10 1.21E-10
371151 3754620 2.55E-03 1.61E-03 2.07E-05 4.04E-06 7.82E-07 2.22E-07 371151 3754620 1.41E-06 8.86E-07 1.14E-08 2.23E-09 4.31E-10 1.22E-10
371171 3754620 2.56E-03 1.56E-03 1.86E-05 3.62E-06 7.85E-07 2.22E-07 371171 3754620 1.41E-06 8.60E-07 1.03E-08 2.00E-09 4.33E-10 1.23E-10
371191 3754620 2.55E-03 1.51E-03 1.68E-05 3.28E-06 7.86E-07 2.23E-07 371191 3754620 1.40E-06 8.34E-07 9.28E-09 1.81E-09 4.34E-10 1.23E-10
371211 3754620 2.52E-03 1.47E-03 1.54E-05 2.99E-06 7.87E-07 2.23E-07 371211 3754620 1.39E-06 8.10E-07 8.46E-09 1.65E-09 4.34E-10 1.23E-10
371231 3754620 2.47E-03 1.43E-03 1.41E-05 2.75E-06 7.86E-07 2.23E-07 371231 3754620 1.36E-06 7.87E-07 7.77E-09 1.51E-09 4.34E-10 1.23E-10
371251 3754620 2.42E-03 1.39E-03 1.30E-05 2.53E-06 7.85E-07 2.22E-07 371251 3754620 1.33E-06 7.68E-07 7.17E-09 1.40E-09 4.33E-10 1.23E-10
371271 3754620 2.35E-03 1.37E-03 1.21E-05 2.35E-06 7.83E-07 2.22E-07 371271 3754620 1.30E-06 7.53E-07 6.65E-09 1.30E-09 4.32E-10 1.22E-10
371291 3754620 2.28E-03 1.34E-03 1.12E-05 2.19E-06 7.79E-07 2.21E-07 371291 3754620 1.26E-06 7.41E-07 6.19E-09 1.21E-09 4.30E-10 1.22E-10
371311 3754620 2.21E-03 1.33E-03 1.05E-05 2.04E-06 7.75E-07 2.20E-07 371311 3754620 1.22E-06 7.32E-07 5.78E-09 1.13E-09 4.28E-10 1.21E-10
371331 3754620 2.15E-03 1.32E-03 9.83E-06 1.92E-06 7.71E-07 2.18E-07 371331 3754620 1.18E-06 7.28E-07 5.42E-09 1.06E-09 4.25E-10 1.20E-10
371351 3754620 2.09E-03 1.32E-03 9.24E-06 1.80E-06 7.65E-07 2.17E-07 371351 3754620 1.15E-06 7.27E-07 5.09E-09 9.93E-10 4.22E-10 1.19E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371371 3754620 2.04E-03 1.33E-03 8.71E-06 1.70E-06 7.59E-07 2.15E-07 371371 3754620 1.12E-06 7.31E-07 4.80E-09 9.36E-10 4.18E-10 1.19E-10
371391 3754620 2.00E-03 1.34E-03 8.23E-06 1.60E-06 7.52E-07 2.13E-07 371391 3754620 1.10E-06 7.38E-07 4.54E-09 8.85E-10 4.15E-10 1.17E-10
371411 3754620 1.97E-03 1.36E-03 7.80E-06 1.52E-06 7.44E-07 2.11E-07 371411 3754620 1.08E-06 7.51E-07 4.30E-09 8.38E-10 4.10E-10 1.16E-10
371431 3754620 1.95E-03 1.39E-03 7.40E-06 1.44E-06 7.36E-07 2.08E-07 371431 3754620 1.08E-06 7.67E-07 4.08E-09 7.95E-10 4.06E-10 1.15E-10
371451 3754620 1.95E-03 1.43E-03 7.04E-06 1.37E-06 7.27E-07 2.06E-07 371451 3754620 1.08E-06 7.88E-07 3.88E-09 7.56E-10 4.01E-10 1.14E-10
371471 3754620 1.97E-03 1.47E-03 6.70E-06 1.31E-06 7.18E-07 2.03E-07 371471 3754620 1.08E-06 8.12E-07 3.70E-09 7.20E-10 3.96E-10 1.12E-10
371491 3754620 1.99E-03 1.52E-03 6.40E-06 1.25E-06 7.08E-07 2.01E-07 371491 3754620 1.10E-06 8.39E-07 3.53E-09 6.87E-10 3.91E-10 1.11E-10
371511 3754620 2.04E-03 1.57E-03 6.11E-06 1.19E-06 6.99E-07 1.98E-07 371511 3754620 1.12E-06 8.68E-07 3.37E-09 6.57E-10 3.85E-10 1.09E-10
371531 3754620 2.10E-03 1.63E-03 5.85E-06 1.14E-06 6.89E-07 1.95E-07 371531 3754620 1.16E-06 8.99E-07 3.23E-09 6.29E-10 3.80E-10 1.08E-10
371551 3754620 2.17E-03 1.69E-03 5.61E-06 1.09E-06 6.80E-07 1.92E-07 371551 3754620 1.20E-06 9.30E-07 3.09E-09 6.03E-10 3.75E-10 1.06E-10
371571 3754620 2.25E-03 1.74E-03 5.38E-06 1.05E-06 6.70E-07 1.90E-07 371571 3754620 1.24E-06 9.60E-07 2.97E-09 5.78E-10 3.70E-10 1.05E-10
371591 3754620 2.35E-03 1.79E-03 5.17E-06 1.01E-06 6.61E-07 1.87E-07 371591 3754620 1.29E-06 9.89E-07 2.85E-09 5.56E-10 3.65E-10 1.03E-10
371611 3754620 2.45E-03 1.84E-03 4.98E-06 9.70E-07 6.53E-07 1.85E-07 371611 3754620 1.35E-06 1.02E-06 2.74E-09 5.35E-10 3.60E-10 1.02E-10
371631 3754620 2.55E-03 1.89E-03 4.80E-06 9.35E-07 6.46E-07 1.83E-07 371631 3754620 1.40E-06 1.04E-06 2.64E-09 5.15E-10 3.56E-10 1.01E-10
371651 3754620 2.65E-03 1.93E-03 4.63E-06 9.02E-07 6.39E-07 1.81E-07 371651 3754620 1.46E-06 1.07E-06 2.55E-09 4.97E-10 3.52E-10 9.98E-11
371671 3754620 2.74E-03 1.97E-03 4.47E-06 8.71E-07 6.33E-07 1.79E-07 371671 3754620 1.51E-06 1.09E-06 2.46E-09 4.80E-10 3.49E-10 9.89E-11
371691 3754620 2.83E-03 2.00E-03 4.32E-06 8.42E-07 6.28E-07 1.78E-07 371691 3754620 1.56E-06 1.10E-06 2.38E-09 4.64E-10 3.47E-10 9.82E-11
371711 3754620 2.91E-03 2.03E-03 4.18E-06 8.15E-07 6.25E-07 1.77E-07 371711 3754620 1.61E-06 1.12E-06 2.30E-09 4.49E-10 3.45E-10 9.76E-11
371731 3754620 2.98E-03 2.05E-03 4.05E-06 7.89E-07 6.22E-07 1.76E-07 371731 3754620 1.64E-06 1.13E-06 2.23E-09 4.35E-10 3.43E-10 9.72E-11
371751 3754620 3.04E-03 2.06E-03 3.93E-06 7.66E-07 6.21E-07 1.76E-07 371751 3754620 1.68E-06 1.14E-06 2.17E-09 4.22E-10 3.42E-10 9.70E-11
371771 3754620 3.08E-03 2.07E-03 3.81E-06 7.43E-07 6.21E-07 1.76E-07 371771 3754620 1.70E-06 1.14E-06 2.10E-09 4.10E-10 3.42E-10 9.70E-11
371791 3754620 3.12E-03 2.08E-03 3.71E-06 7.22E-07 6.22E-07 1.76E-07 371791 3754620 1.72E-06 1.15E-06 2.04E-09 3.98E-10 3.43E-10 9.71E-11
371811 3754620 3.14E-03 2.08E-03 3.60E-06 7.02E-07 6.23E-07 1.77E-07 371811 3754620 1.73E-06 1.15E-06 1.99E-09 3.87E-10 3.44E-10 9.74E-11
371831 3754620 3.14E-03 2.08E-03 3.51E-06 6.84E-07 6.26E-07 1.77E-07 371831 3754620 1.73E-06 1.14E-06 1.93E-09 3.77E-10 3.45E-10 9.78E-11
370571 3754640 8.82E-04 9.18E-04 3.93E-06 7.67E-07 3.85E-07 1.09E-07 370571 3754640 4.86E-07 5.06E-07 2.17E-09 4.23E-10 2.12E-10 6.01E-11
370591 3754640 9.09E-04 9.45E-04 4.25E-06 8.29E-07 3.96E-07 1.12E-07 370591 3754640 5.01E-07 5.21E-07 2.35E-09 4.57E-10 2.18E-10 6.18E-11
370611 3754640 9.39E-04 9.72E-04 4.62E-06 9.00E-07 4.07E-07 1.15E-07 370611 3754640 5.18E-07 5.36E-07 2.55E-09 4.96E-10 2.25E-10 6.36E-11
370631 3754640 9.68E-04 9.98E-04 5.03E-06 9.81E-07 4.19E-07 1.19E-07 370631 3754640 5.34E-07 5.50E-07 2.77E-09 5.41E-10 2.31E-10 6.54E-11
370651 3754640 9.99E-04 1.03E-03 5.51E-06 1.07E-06 4.26E-07 1.21E-07 370651 3754640 5.51E-07 5.66E-07 3.04E-09 5.92E-10 2.35E-10 6.65E-11
370671 3754640 1.03E-03 1.06E-03 6.08E-06 1.18E-06 4.36E-07 1.23E-07 370671 3754640 5.69E-07 5.82E-07 3.35E-09 6.53E-10 2.40E-10 6.80E-11
370691 3754640 1.07E-03 1.09E-03 6.76E-06 1.32E-06 4.47E-07 1.26E-07 370691 3754640 5.89E-07 5.99E-07 3.73E-09 7.26E-10 2.46E-10 6.97E-11
370711 3754640 1.10E-03 1.11E-03 7.50E-06 1.46E-06 4.54E-07 1.29E-07 370711 3754640 6.07E-07 6.13E-07 4.13E-09 8.06E-10 2.50E-10 7.09E-11
370731 3754640 1.14E-03 1.14E-03 8.45E-06 1.65E-06 4.64E-07 1.31E-07 370731 3754640 6.28E-07 6.30E-07 4.66E-09 9.08E-10 2.56E-10 7.25E-11
370751 3754640 1.15E-03 1.14E-03 9.53E-06 1.86E-06 4.70E-07 1.33E-07 370751 3754640 6.31E-07 6.28E-07 5.25E-09 1.02E-09 2.59E-10 7.35E-11
370771 3754640 1.19E-03 1.17E-03 1.10E-05 2.15E-06 4.82E-07 1.37E-07 370771 3754640 6.54E-07 6.46E-07 6.09E-09 1.19E-09 2.66E-10 7.53E-11
370791 3754640 1.23E-03 1.24E-03 1.31E-05 2.55E-06 4.96E-07 1.41E-07 370791 3754640 6.81E-07 6.85E-07 7.23E-09 1.41E-09 2.74E-10 7.75E-11
370811 3754640 1.27E-03 1.24E-03 1.56E-05 3.03E-06 5.04E-07 1.43E-07 370811 3754640 7.01E-07 6.82E-07 8.58E-09 1.67E-09 2.78E-10 7.86E-11
370831 3754640 1.32E-03 1.27E-03 1.91E-05 3.73E-06 5.14E-07 1.46E-07 370831 3754640 7.26E-07 7.00E-07 1.06E-08 2.06E-09 2.84E-10 8.03E-11
370851 3754640 1.43E-03 1.36E-03 2.57E-05 5.00E-06 5.45E-07 1.55E-07 370851 3754640 7.89E-07 7.52E-07 1.42E-08 2.76E-09 3.01E-10 8.52E-11
370871 3754640 1.49E-03 1.40E-03 3.45E-05 6.72E-06 5.58E-07 1.58E-07 370871 3754640 8.20E-07 7.70E-07 1.90E-08 3.70E-09 3.08E-10 8.71E-11
370891 3754640 1.54E-03 1.43E-03 4.98E-05 9.71E-06 5.72E-07 1.62E-07 370891 3754640 8.52E-07 7.88E-07 2.75E-08 5.35E-09 3.15E-10 8.93E-11
370911 3754640 1.60E-03 1.46E-03 8.14E-05 1.59E-05 5.86E-07 1.66E-07 370911 3754640 8.85E-07 8.05E-07 4.49E-08 8.75E-09 3.23E-10 9.15E-11
370931 3754640 1.67E-03 1.49E-03 1.63E-04 3.17E-05 6.06E-07 1.72E-07 370931 3754640 9.20E-07 8.20E-07 8.96E-08 1.75E-08 3.34E-10 9.46E-11
370951 3754640 1.73E-03 1.51E-03 1.01E-04 1.97E-05 6.13E-07 1.74E-07 370951 3754640 9.53E-07 8.31E-07 5.57E-08 1.09E-08 3.38E-10 9.58E-11
370971 3754640 1.79E-03 1.52E-03 1.71E-04 3.33E-05 6.14E-07 1.74E-07 370971 3754640 9.86E-07 8.38E-07 9.42E-08 1.84E-08 3.38E-10 9.59E-11
370991 3754640 1.86E-03 1.54E-03 1.06E-04 2.07E-05 6.40E-07 1.81E-07 370991 3754640 1.02E-06 8.47E-07 5.86E-08 1.14E-08 3.53E-10 1.00E-10
371011 3754640 1.92E-03 1.54E-03 7.41E-05 1.44E-05 6.54E-07 1.85E-07 371011 3754640 1.06E-06 8.50E-07 4.09E-08 7.97E-09 3.61E-10 1.02E-10
371031 3754640 1.98E-03 1.54E-03 5.58E-05 1.09E-05 6.68E-07 1.89E-07 371031 3754640 1.09E-06 8.48E-07 3.08E-08 6.00E-09 3.68E-10 1.04E-10
371051 3754640 2.03E-03 1.53E-03 4.43E-05 8.62E-06 6.78E-07 1.92E-07 371051 3754640 1.12E-06 8.43E-07 2.44E-08 4.76E-09 3.74E-10 1.06E-10
371071 3754640 2.07E-03 1.50E-03 3.63E-05 7.08E-06 6.71E-07 1.90E-07 371071 3754640 1.14E-06 8.29E-07 2.00E-08 3.90E-09 3.70E-10 1.05E-10
371091 3754640 2.15E-03 1.51E-03 3.07E-05 5.98E-06 7.00E-07 1.98E-07 371091 3754640 1.19E-06 8.31E-07 1.69E-08 3.30E-09 3.86E-10 1.09E-10
371111 3754640 2.19E-03 1.48E-03 2.63E-05 5.12E-06 7.14E-07 2.02E-07 371111 3754640 1.21E-06 8.15E-07 1.45E-08 2.82E-09 3.94E-10 1.12E-10
371131 3754640 2.21E-03 1.44E-03 2.31E-05 4.50E-06 7.18E-07 2.03E-07 371131 3754640 1.22E-06 7.95E-07 1.27E-08 2.48E-09 3.96E-10 1.12E-10
371151 3754640 2.22E-03 1.40E-03 2.05E-05 4.00E-06 7.21E-07 2.04E-07 371151 3754640 1.22E-06 7.74E-07 1.13E-08 2.20E-09 3.98E-10 1.13E-10
371171 3754640 2.21E-03 1.36E-03 1.84E-05 3.59E-06 7.23E-07 2.05E-07 371171 3754640 1.22E-06 7.52E-07 1.02E-08 1.98E-09 3.99E-10 1.13E-10
371191 3754640 2.20E-03 1.32E-03 1.67E-05 3.25E-06 7.24E-07 2.05E-07 371191 3754640 1.21E-06 7.30E-07 9.19E-09 1.79E-09 3.99E-10 1.13E-10
371211 3754640 2.16E-03 1.29E-03 1.52E-05 2.96E-06 7.24E-07 2.05E-07 371211 3754640 1.19E-06 7.10E-07 8.38E-09 1.63E-09 3.99E-10 1.13E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371231 3754640 2.12E-03 1.25E-03 1.39E-05 2.72E-06 7.24E-07 2.05E-07 371231 3754640 1.17E-06 6.91E-07 7.69E-09 1.50E-09 3.99E-10 1.13E-10
371251 3754640 2.07E-03 1.22E-03 1.29E-05 2.51E-06 7.22E-07 2.05E-07 371251 3754640 1.14E-06 6.75E-07 7.09E-09 1.38E-09 3.98E-10 1.13E-10
371271 3754640 2.02E-03 1.20E-03 1.19E-05 2.32E-06 7.20E-07 2.04E-07 371271 3754640 1.11E-06 6.62E-07 6.57E-09 1.28E-09 3.97E-10 1.13E-10
371291 3754640 1.96E-03 1.18E-03 1.11E-05 2.16E-06 7.18E-07 2.03E-07 371291 3754640 1.08E-06 6.51E-07 6.12E-09 1.19E-09 3.96E-10 1.12E-10
371311 3754640 1.90E-03 1.17E-03 1.04E-05 2.02E-06 7.14E-07 2.02E-07 371311 3754640 1.05E-06 6.44E-07 5.71E-09 1.11E-09 3.94E-10 1.12E-10
371331 3754640 1.85E-03 1.16E-03 9.71E-06 1.89E-06 7.10E-07 2.01E-07 371331 3754640 1.02E-06 6.39E-07 5.35E-09 1.04E-09 3.91E-10 1.11E-10
371351 3754640 1.80E-03 1.16E-03 9.12E-06 1.78E-06 7.05E-07 2.00E-07 371351 3754640 9.91E-07 6.37E-07 5.03E-09 9.80E-10 3.89E-10 1.10E-10
371371 3754640 1.75E-03 1.16E-03 8.60E-06 1.68E-06 7.00E-07 1.98E-07 371371 3754640 9.67E-07 6.38E-07 4.74E-09 9.24E-10 3.86E-10 1.09E-10
371391 3754640 1.72E-03 1.16E-03 8.12E-06 1.58E-06 6.93E-07 1.96E-07 371391 3754640 9.48E-07 6.42E-07 4.48E-09 8.73E-10 3.82E-10 1.08E-10
371411 3754640 1.69E-03 1.18E-03 7.69E-06 1.50E-06 6.87E-07 1.95E-07 371411 3754640 9.34E-07 6.49E-07 4.24E-09 8.26E-10 3.79E-10 1.07E-10
371431 3754640 1.68E-03 1.20E-03 7.30E-06 1.42E-06 6.80E-07 1.92E-07 371431 3754640 9.25E-07 6.60E-07 4.02E-09 7.84E-10 3.75E-10 1.06E-10
371451 3754640 1.67E-03 1.22E-03 6.94E-06 1.35E-06 6.72E-07 1.90E-07 371451 3754640 9.22E-07 6.74E-07 3.82E-09 7.45E-10 3.70E-10 1.05E-10
371471 3754640 1.68E-03 1.25E-03 6.61E-06 1.29E-06 6.64E-07 1.88E-07 371471 3754640 9.25E-07 6.91E-07 3.64E-09 7.10E-10 3.66E-10 1.04E-10
371491 3754640 1.69E-03 1.29E-03 6.30E-06 1.23E-06 6.55E-07 1.86E-07 371491 3754640 9.34E-07 7.11E-07 3.48E-09 6.77E-10 3.61E-10 1.02E-10
371511 3754640 1.72E-03 1.33E-03 6.02E-06 1.17E-06 6.47E-07 1.83E-07 371511 3754640 9.49E-07 7.33E-07 3.32E-09 6.47E-10 3.57E-10 1.01E-10
371531 3754640 1.76E-03 1.37E-03 5.76E-06 1.12E-06 6.38E-07 1.81E-07 371531 3754640 9.70E-07 7.57E-07 3.18E-09 6.19E-10 3.52E-10 9.96E-11
371551 3754640 1.81E-03 1.42E-03 5.52E-06 1.08E-06 6.29E-07 1.78E-07 371551 3754640 9.98E-07 7.82E-07 3.05E-09 5.93E-10 3.47E-10 9.83E-11
371571 3754640 1.87E-03 1.47E-03 5.30E-06 1.03E-06 6.21E-07 1.76E-07 371571 3754640 1.03E-06 8.08E-07 2.92E-09 5.69E-10 3.42E-10 9.70E-11
371591 3754640 1.94E-03 1.51E-03 5.09E-06 9.92E-07 6.13E-07 1.74E-07 371591 3754640 1.07E-06 8.33E-07 2.81E-09 5.47E-10 3.38E-10 9.57E-11
371611 3754640 2.01E-03 1.56E-03 4.90E-06 9.54E-07 6.05E-07 1.71E-07 371611 3754640 1.11E-06 8.58E-07 2.70E-09 5.26E-10 3.33E-10 9.44E-11
371631 3754640 2.09E-03 1.60E-03 4.72E-06 9.19E-07 5.97E-07 1.69E-07 371631 3754640 1.15E-06 8.82E-07 2.60E-09 5.07E-10 3.29E-10 9.33E-11
371651 3754640 2.17E-03 1.64E-03 4.55E-06 8.87E-07 5.91E-07 1.67E-07 371651 3754640 1.20E-06 9.05E-07 2.51E-09 4.89E-10 3.26E-10 9.23E-11
371671 3754640 2.26E-03 1.68E-03 4.39E-06 8.56E-07 5.85E-07 1.66E-07 371671 3754640 1.24E-06 9.25E-07 2.42E-09 4.72E-10 3.22E-10 9.13E-11
371691 3754640 2.34E-03 1.71E-03 4.24E-06 8.27E-07 5.80E-07 1.64E-07 371691 3754640 1.29E-06 9.44E-07 2.34E-09 4.56E-10 3.20E-10 9.05E-11
371711 3754640 2.41E-03 1.74E-03 4.11E-06 8.00E-07 5.76E-07 1.63E-07 371711 3754640 1.33E-06 9.60E-07 2.26E-09 4.41E-10 3.17E-10 8.99E-11
371731 3754640 2.48E-03 1.77E-03 3.98E-06 7.75E-07 5.72E-07 1.62E-07 371731 3754640 1.37E-06 9.74E-07 2.19E-09 4.27E-10 3.16E-10 8.94E-11
371751 3754640 2.54E-03 1.79E-03 3.85E-06 7.51E-07 5.70E-07 1.61E-07 371751 3754640 1.40E-06 9.86E-07 2.13E-09 4.14E-10 3.14E-10 8.90E-11
371771 3754640 2.59E-03 1.81E-03 3.74E-06 7.29E-07 5.69E-07 1.61E-07 371771 3754640 1.43E-06 9.95E-07 2.06E-09 4.02E-10 3.14E-10 8.88E-11
371791 3754640 2.63E-03 1.82E-03 3.63E-06 7.08E-07 5.68E-07 1.61E-07 371791 3754640 1.45E-06 1.00E-06 2.00E-09 3.90E-10 3.13E-10 8.88E-11
371811 3754640 2.67E-03 1.83E-03 3.53E-06 6.88E-07 5.69E-07 1.61E-07 371811 3754640 1.47E-06 1.01E-06 1.95E-09 3.79E-10 3.14E-10 8.89E-11
371831 3754640 2.69E-03 1.83E-03 3.44E-06 6.70E-07 5.70E-07 1.62E-07 371831 3754640 1.48E-06 1.01E-06 1.89E-09 3.69E-10 3.14E-10 8.91E-11
370571 3754660 8.44E-04 8.69E-04 3.83E-06 7.46E-07 3.73E-07 1.06E-07 370571 3754660 4.65E-07 4.79E-07 2.11E-09 4.11E-10 2.05E-10 5.82E-11
370591 3754660 8.71E-04 8.94E-04 4.14E-06 8.07E-07 3.83E-07 1.08E-07 370591 3754660 4.80E-07 4.93E-07 2.28E-09 4.45E-10 2.11E-10 5.97E-11
370611 3754660 8.96E-04 9.18E-04 4.49E-06 8.75E-07 3.93E-07 1.11E-07 370611 3754660 4.94E-07 5.06E-07 2.48E-09 4.83E-10 2.16E-10 6.13E-11
370631 3754660 9.23E-04 9.41E-04 4.89E-06 9.53E-07 4.03E-07 1.14E-07 370631 3754660 5.09E-07 5.19E-07 2.70E-09 5.25E-10 2.22E-10 6.30E-11
370651 3754660 9.50E-04 9.65E-04 5.35E-06 1.04E-06 4.11E-07 1.16E-07 370651 3754660 5.24E-07 5.32E-07 2.95E-09 5.74E-10 2.26E-10 6.41E-11
370671 3754660 9.80E-04 9.90E-04 5.89E-06 1.15E-06 4.17E-07 1.18E-07 370671 3754660 5.40E-07 5.46E-07 3.25E-09 6.33E-10 2.30E-10 6.52E-11
370691 3754660 1.01E-03 1.02E-03 6.53E-06 1.27E-06 4.25E-07 1.20E-07 370691 3754660 5.57E-07 5.60E-07 3.60E-09 7.01E-10 2.35E-10 6.64E-11
370711 3754660 1.04E-03 1.04E-03 7.22E-06 1.41E-06 4.31E-07 1.22E-07 370711 3754660 5.73E-07 5.71E-07 3.98E-09 7.76E-10 2.38E-10 6.73E-11
370731 3754660 1.05E-03 1.06E-03 8.12E-06 1.58E-06 4.39E-07 1.24E-07 370731 3754660 5.77E-07 5.85E-07 4.48E-09 8.72E-10 2.42E-10 6.86E-11
370751 3754660 1.07E-03 1.05E-03 9.13E-06 1.78E-06 4.44E-07 1.26E-07 370751 3754660 5.90E-07 5.80E-07 5.04E-09 9.82E-10 2.45E-10 6.93E-11
370771 3754660 1.10E-03 1.08E-03 1.06E-05 2.06E-06 4.53E-07 1.28E-07 370771 3754660 6.09E-07 5.95E-07 5.83E-09 1.14E-09 2.50E-10 7.08E-11
370791 3754660 1.14E-03 1.11E-03 1.25E-05 2.44E-06 4.64E-07 1.32E-07 370791 3754660 6.31E-07 6.12E-07 6.89E-09 1.34E-09 2.56E-10 7.25E-11
370811 3754660 1.18E-03 1.14E-03 1.50E-05 2.92E-06 4.73E-07 1.34E-07 370811 3754660 6.51E-07 6.26E-07 8.26E-09 1.61E-09 2.61E-10 7.39E-11
370831 3754660 1.22E-03 1.16E-03 1.84E-05 3.59E-06 4.82E-07 1.37E-07 370831 3754660 6.73E-07 6.41E-07 1.02E-08 1.98E-09 2.66E-10 7.53E-11
370851 3754660 1.33E-03 1.25E-03 2.49E-05 4.86E-06 5.11E-07 1.45E-07 370851 3754660 7.32E-07 6.87E-07 1.37E-08 2.68E-09 2.82E-10 7.98E-11
370871 3754660 1.38E-03 1.27E-03 3.37E-05 6.56E-06 5.23E-07 1.48E-07 370871 3754660 7.59E-07 7.02E-07 1.86E-08 3.62E-09 2.89E-10 8.17E-11
370891 3754660 1.43E-03 1.30E-03 4.89E-05 9.52E-06 5.37E-07 1.52E-07 370891 3754660 7.87E-07 7.17E-07 2.69E-08 5.25E-09 2.96E-10 8.39E-11
370911 3754660 1.48E-03 1.32E-03 8.00E-05 1.56E-05 5.51E-07 1.56E-07 370911 3754660 8.15E-07 7.29E-07 4.41E-08 8.59E-09 3.04E-10 8.60E-11
370931 3754660 1.53E-03 1.34E-03 1.59E-04 3.10E-05 5.66E-07 1.60E-07 370931 3754660 8.43E-07 7.39E-07 8.77E-08 1.71E-08 3.12E-10 8.84E-11
370951 3754660 1.58E-03 1.35E-03 1.21E-04 2.36E-05 5.66E-07 1.60E-07 370951 3754660 8.70E-07 7.46E-07 6.66E-08 1.30E-08 3.12E-10 8.85E-11
370971 3754660 1.63E-03 1.36E-03 1.71E-04 3.34E-05 5.78E-07 1.64E-07 370971 3754660 8.98E-07 7.51E-07 9.46E-08 1.84E-08 3.19E-10 9.02E-11
370991 3754660 1.68E-03 1.37E-03 1.06E-04 2.07E-05 5.97E-07 1.69E-07 370991 3754660 9.27E-07 7.55E-07 5.86E-08 1.14E-08 3.29E-10 9.32E-11
371011 3754660 1.73E-03 1.37E-03 7.40E-05 1.44E-05 6.02E-07 1.70E-07 371011 3754660 9.53E-07 7.54E-07 4.08E-08 7.95E-09 3.32E-10 9.40E-11
371031 3754660 1.77E-03 1.36E-03 5.55E-05 1.08E-05 6.13E-07 1.74E-07 371031 3754660 9.77E-07 7.50E-07 3.06E-08 5.97E-09 3.38E-10 9.58E-11
371051 3754660 1.81E-03 1.35E-03 4.40E-05 8.57E-06 6.18E-07 1.75E-07 371051 3754660 9.99E-07 7.42E-07 2.42E-08 4.72E-09 3.41E-10 9.66E-11
371071 3754660 1.84E-03 1.33E-03 3.60E-05 7.03E-06 6.19E-07 1.75E-07 371071 3754660 1.02E-06 7.31E-07 1.99E-08 3.87E-09 3.41E-10 9.66E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371091 3754660 1.91E-03 1.33E-03 3.04E-05 5.93E-06 6.48E-07 1.84E-07 371091 3754660 1.05E-06 7.31E-07 1.68E-08 3.27E-09 3.57E-10 1.01E-10
371111 3754660 1.93E-03 1.30E-03 2.59E-05 5.04E-06 6.62E-07 1.87E-07 371111 3754660 1.06E-06 7.17E-07 1.43E-08 2.78E-09 3.65E-10 1.03E-10
371131 3754660 1.94E-03 1.27E-03 2.28E-05 4.43E-06 6.65E-07 1.88E-07 371131 3754660 1.07E-06 7.00E-07 1.25E-08 2.45E-09 3.66E-10 1.04E-10
371151 3754660 1.94E-03 1.24E-03 2.02E-05 3.95E-06 6.67E-07 1.89E-07 371151 3754660 1.07E-06 6.81E-07 1.12E-08 2.18E-09 3.68E-10 1.04E-10
371171 3754660 1.93E-03 1.20E-03 1.82E-05 3.54E-06 6.68E-07 1.89E-07 371171 3754660 1.06E-06 6.63E-07 1.00E-08 1.95E-09 3.68E-10 1.04E-10
371191 3754660 1.91E-03 1.17E-03 1.65E-05 3.21E-06 6.69E-07 1.89E-07 371191 3754660 1.05E-06 6.44E-07 9.08E-09 1.77E-09 3.69E-10 1.04E-10
371211 3754660 1.88E-03 1.14E-03 1.50E-05 2.93E-06 6.69E-07 1.89E-07 371211 3754660 1.03E-06 6.27E-07 8.28E-09 1.61E-09 3.69E-10 1.04E-10
371231 3754660 1.84E-03 1.11E-03 1.38E-05 2.68E-06 6.68E-07 1.89E-07 371231 3754660 1.01E-06 6.11E-07 7.59E-09 1.48E-09 3.69E-10 1.04E-10
371251 3754660 1.79E-03 1.08E-03 1.27E-05 2.47E-06 6.67E-07 1.89E-07 371251 3754660 9.89E-07 5.98E-07 7.00E-09 1.36E-09 3.68E-10 1.04E-10
371271 3754660 1.75E-03 1.06E-03 1.18E-05 2.29E-06 6.65E-07 1.88E-07 371271 3754660 9.63E-07 5.87E-07 6.48E-09 1.26E-09 3.67E-10 1.04E-10
371291 3754660 1.70E-03 1.05E-03 1.09E-05 2.13E-06 6.63E-07 1.88E-07 371291 3754660 9.36E-07 5.77E-07 6.03E-09 1.18E-09 3.65E-10 1.04E-10
371311 3754660 1.65E-03 1.03E-03 1.02E-05 1.99E-06 6.60E-07 1.87E-07 371311 3754660 9.09E-07 5.70E-07 5.63E-09 1.10E-09 3.64E-10 1.03E-10
371331 3754660 1.60E-03 1.03E-03 9.57E-06 1.86E-06 6.56E-07 1.86E-07 371331 3754660 8.84E-07 5.66E-07 5.27E-09 1.03E-09 3.62E-10 1.02E-10
371351 3754660 1.56E-03 1.02E-03 8.99E-06 1.75E-06 6.52E-07 1.85E-07 371351 3754660 8.61E-07 5.63E-07 4.96E-09 9.66E-10 3.59E-10 1.02E-10
371371 3754660 1.53E-03 1.02E-03 8.47E-06 1.65E-06 6.47E-07 1.83E-07 371371 3754660 8.41E-07 5.62E-07 4.67E-09 9.10E-10 3.57E-10 1.01E-10
371391 3754660 1.50E-03 1.02E-03 8.00E-06 1.56E-06 6.42E-07 1.82E-07 371391 3754660 8.25E-07 5.64E-07 4.41E-09 8.59E-10 3.54E-10 1.00E-10
371411 3754660 1.47E-03 1.03E-03 7.57E-06 1.48E-06 6.36E-07 1.80E-07 371411 3754660 8.12E-07 5.69E-07 4.17E-09 8.14E-10 3.51E-10 9.93E-11
371431 3754660 1.46E-03 1.04E-03 7.18E-06 1.40E-06 6.29E-07 1.78E-07 371431 3754660 8.04E-07 5.75E-07 3.96E-09 7.72E-10 3.47E-10 9.83E-11
371451 3754660 1.45E-03 1.06E-03 6.83E-06 1.33E-06 6.23E-07 1.76E-07 371451 3754660 7.99E-07 5.85E-07 3.76E-09 7.33E-10 3.43E-10 9.72E-11
371471 3754660 1.45E-03 1.08E-03 6.50E-06 1.27E-06 6.16E-07 1.74E-07 371471 3754660 7.99E-07 5.97E-07 3.58E-09 6.98E-10 3.39E-10 9.61E-11
371491 3754660 1.46E-03 1.11E-03 6.20E-06 1.21E-06 6.08E-07 1.72E-07 371491 3754660 8.04E-07 6.11E-07 3.42E-09 6.66E-10 3.35E-10 9.50E-11
371511 3754660 1.47E-03 1.14E-03 5.92E-06 1.15E-06 6.00E-07 1.70E-07 371511 3754660 8.13E-07 6.28E-07 3.27E-09 6.36E-10 3.31E-10 9.38E-11
371531 3754660 1.50E-03 1.17E-03 5.67E-06 1.10E-06 5.93E-07 1.68E-07 371531 3754660 8.26E-07 6.46E-07 3.12E-09 6.09E-10 3.27E-10 9.26E-11
371551 3754660 1.53E-03 1.21E-03 5.43E-06 1.06E-06 5.85E-07 1.66E-07 371551 3754660 8.45E-07 6.66E-07 2.99E-09 5.83E-10 3.22E-10 9.13E-11
371571 3754660 1.57E-03 1.25E-03 5.21E-06 1.02E-06 5.77E-07 1.63E-07 371571 3754660 8.68E-07 6.87E-07 2.87E-09 5.60E-10 3.18E-10 9.01E-11
371591 3754660 1.62E-03 1.28E-03 5.00E-06 9.75E-07 5.69E-07 1.61E-07 371591 3754660 8.95E-07 7.08E-07 2.76E-09 5.38E-10 3.14E-10 8.89E-11
371611 3754660 1.68E-03 1.32E-03 4.81E-06 9.38E-07 5.62E-07 1.59E-07 371611 3754660 9.26E-07 7.29E-07 2.65E-09 5.17E-10 3.10E-10 8.78E-11
371631 3754660 1.74E-03 1.36E-03 4.63E-06 9.03E-07 5.55E-07 1.57E-07 371631 3754660 9.60E-07 7.51E-07 2.56E-09 4.98E-10 3.06E-10 8.67E-11
371651 3754660 1.81E-03 1.40E-03 4.47E-06 8.71E-07 5.48E-07 1.55E-07 371651 3754660 9.96E-07 7.71E-07 2.46E-09 4.80E-10 3.02E-10 8.57E-11
371671 3754660 1.87E-03 1.43E-03 4.31E-06 8.40E-07 5.43E-07 1.54E-07 371671 3754660 1.03E-06 7.91E-07 2.38E-09 4.63E-10 2.99E-10 8.47E-11
371691 3754660 1.94E-03 1.47E-03 4.17E-06 8.12E-07 5.37E-07 1.52E-07 371691 3754660 1.07E-06 8.09E-07 2.30E-09 4.48E-10 2.96E-10 8.39E-11
371711 3754660 2.01E-03 1.50E-03 4.03E-06 7.85E-07 5.33E-07 1.51E-07 371711 3754660 1.11E-06 8.26E-07 2.22E-09 4.33E-10 2.94E-10 8.32E-11
371731 3754660 2.07E-03 1.53E-03 3.90E-06 7.60E-07 5.29E-07 1.50E-07 371731 3754660 1.14E-06 8.41E-07 2.15E-09 4.19E-10 2.92E-10 8.26E-11
371751 3754660 2.13E-03 1.55E-03 3.78E-06 7.37E-07 5.26E-07 1.49E-07 371751 3754660 1.17E-06 8.54E-07 2.08E-09 4.06E-10 2.90E-10 8.22E-11
371771 3754660 2.18E-03 1.57E-03 3.67E-06 7.15E-07 5.24E-07 1.48E-07 371771 3754660 1.20E-06 8.66E-07 2.02E-09 3.94E-10 2.89E-10 8.18E-11
371791 3754660 2.23E-03 1.59E-03 3.56E-06 6.94E-07 5.23E-07 1.48E-07 371791 3754660 1.23E-06 8.76E-07 1.96E-09 3.83E-10 2.88E-10 8.16E-11
371811 3754660 2.27E-03 1.60E-03 3.46E-06 6.74E-07 5.22E-07 1.48E-07 371811 3754660 1.25E-06 8.83E-07 1.91E-09 3.72E-10 2.88E-10 8.16E-11
371831 3754660 2.30E-03 1.61E-03 3.36E-06 6.56E-07 5.23E-07 1.48E-07 371831 3754660 1.27E-06 8.89E-07 1.86E-09 3.62E-10 2.88E-10 8.16E-11
370571 3754680 8.06E-04 8.22E-04 3.72E-06 7.25E-07 3.62E-07 1.02E-07 370571 3754680 4.44E-07 4.53E-07 2.05E-09 3.99E-10 1.99E-10 5.65E-11
370591 3754680 8.31E-04 8.45E-04 4.02E-06 7.83E-07 3.70E-07 1.05E-07 370591 3754680 4.58E-07 4.66E-07 2.22E-09 4.32E-10 2.04E-10 5.78E-11
370611 3754680 8.54E-04 8.67E-04 4.35E-06 8.48E-07 3.79E-07 1.07E-07 370611 3754680 4.71E-07 4.78E-07 2.40E-09 4.68E-10 2.09E-10 5.91E-11
370631 3754680 8.78E-04 8.87E-04 4.73E-06 9.22E-07 3.88E-07 1.10E-07 370631 3754680 4.84E-07 4.89E-07 2.61E-09 5.09E-10 2.14E-10 6.06E-11
370651 3754680 9.03E-04 9.07E-04 5.17E-06 1.01E-06 3.96E-07 1.12E-07 370651 3754680 4.98E-07 5.00E-07 2.85E-09 5.55E-10 2.18E-10 6.18E-11
370671 3754680 9.28E-04 9.28E-04 5.68E-06 1.11E-06 3.99E-07 1.13E-07 370671 3754680 5.12E-07 5.12E-07 3.13E-09 6.10E-10 2.20E-10 6.23E-11
370691 3754680 9.56E-04 9.51E-04 6.30E-06 1.23E-06 4.07E-07 1.15E-07 370691 3754680 5.27E-07 5.24E-07 3.47E-09 6.77E-10 2.24E-10 6.36E-11
370711 3754680 9.82E-04 9.70E-04 6.98E-06 1.36E-06 4.12E-07 1.17E-07 370711 3754680 5.41E-07 5.35E-07 3.85E-09 7.50E-10 2.27E-10 6.44E-11
370731 3754680 9.84E-04 9.90E-04 7.82E-06 1.52E-06 4.18E-07 1.18E-07 370731 3754680 5.43E-07 5.46E-07 4.31E-09 8.40E-10 2.31E-10 6.53E-11
370751 3754680 1.01E-03 9.81E-04 8.83E-06 1.72E-06 4.23E-07 1.20E-07 370751 3754680 5.55E-07 5.41E-07 4.87E-09 9.48E-10 2.33E-10 6.60E-11
370771 3754680 1.04E-03 1.00E-03 1.02E-05 1.99E-06 4.31E-07 1.22E-07 370771 3754680 5.72E-07 5.53E-07 5.63E-09 1.10E-09 2.38E-10 6.73E-11
370791 3754680 1.07E-03 1.03E-03 1.20E-05 2.34E-06 4.39E-07 1.24E-07 370791 3754680 5.89E-07 5.65E-07 6.61E-09 1.29E-09 2.42E-10 6.85E-11
370811 3754680 1.10E-03 1.04E-03 1.43E-05 2.79E-06 4.45E-07 1.26E-07 370811 3754680 6.05E-07 5.75E-07 7.89E-09 1.54E-09 2.45E-10 6.94E-11
370831 3754680 1.13E-03 1.07E-03 1.76E-05 3.44E-06 4.52E-07 1.28E-07 370831 3754680 6.24E-07 5.87E-07 9.72E-09 1.90E-09 2.49E-10 7.06E-11
370851 3754680 1.23E-03 1.14E-03 2.39E-05 4.67E-06 4.79E-07 1.36E-07 370851 3754680 6.78E-07 6.27E-07 1.32E-08 2.57E-09 2.64E-10 7.48E-11
370871 3754680 1.27E-03 1.16E-03 3.25E-05 6.34E-06 4.89E-07 1.39E-07 370871 3754680 7.01E-07 6.39E-07 1.79E-08 3.50E-09 2.70E-10 7.64E-11
370891 3754680 1.31E-03 1.18E-03 4.77E-05 9.29E-06 4.99E-07 1.41E-07 370891 3754680 7.25E-07 6.50E-07 2.63E-08 5.12E-09 2.75E-10 7.80E-11
370911 3754680 1.36E-03 1.20E-03 7.86E-05 1.53E-05 5.08E-07 1.44E-07 370911 3754680 7.49E-07 6.60E-07 4.34E-08 8.45E-09 2.80E-10 7.94E-11
370931 3754680 1.40E-03 1.21E-03 1.57E-04 3.06E-05 5.27E-07 1.49E-07 370931 3754680 7.74E-07 6.68E-07 8.66E-08 1.69E-08 2.91E-10 8.23E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370951 3754680 1.44E-03 1.22E-03 9.93E-05 1.93E-05 5.25E-07 1.49E-07 370951 3754680 7.95E-07 6.71E-07 5.47E-08 1.07E-08 2.89E-10 8.20E-11
370971 3754680 1.48E-03 1.22E-03 1.70E-04 3.32E-05 5.39E-07 1.53E-07 370971 3754680 8.18E-07 6.74E-07 9.39E-08 1.83E-08 2.97E-10 8.41E-11
370991 3754680 1.52E-03 1.22E-03 1.06E-04 2.06E-05 5.52E-07 1.56E-07 370991 3754680 8.40E-07 6.75E-07 5.82E-08 1.13E-08 3.05E-10 8.63E-11
371011 3754680 1.56E-03 1.22E-03 7.34E-05 1.43E-05 5.58E-07 1.58E-07 371011 3754680 8.60E-07 6.72E-07 4.04E-08 7.88E-09 3.08E-10 8.71E-11
371031 3754680 1.60E-03 1.21E-03 5.50E-05 1.07E-05 5.71E-07 1.62E-07 371031 3754680 8.79E-07 6.68E-07 3.03E-08 5.91E-09 3.15E-10 8.92E-11
371051 3754680 1.62E-03 1.20E-03 4.35E-05 8.48E-06 5.76E-07 1.63E-07 371051 3754680 8.95E-07 6.60E-07 2.40E-08 4.67E-09 3.17E-10 8.99E-11
371071 3754680 1.65E-03 1.18E-03 3.57E-05 6.95E-06 5.85E-07 1.66E-07 371071 3754680 9.08E-07 6.50E-07 1.97E-08 3.83E-09 3.23E-10 9.14E-11
371091 3754680 1.69E-03 1.17E-03 3.00E-05 5.85E-06 6.02E-07 1.71E-07 371091 3754680 9.33E-07 6.48E-07 1.66E-08 3.23E-09 3.32E-10 9.40E-11
371111 3754680 1.70E-03 1.15E-03 2.57E-05 5.00E-06 6.14E-07 1.74E-07 371111 3754680 9.40E-07 6.35E-07 1.42E-08 2.76E-09 3.38E-10 9.59E-11
371131 3754680 1.71E-03 1.12E-03 2.26E-05 4.40E-06 6.16E-07 1.74E-07 371131 3754680 9.41E-07 6.19E-07 1.24E-08 2.42E-09 3.40E-10 9.62E-11
371151 3754680 1.70E-03 1.09E-03 2.00E-05 3.90E-06 6.18E-07 1.75E-07 371151 3754680 9.38E-07 6.04E-07 1.10E-08 2.15E-09 3.41E-10 9.65E-11
371171 3754680 1.69E-03 1.07E-03 1.79E-05 3.50E-06 6.19E-07 1.75E-07 371171 3754680 9.30E-07 5.88E-07 9.90E-09 1.93E-09 3.41E-10 9.67E-11
371191 3754680 1.67E-03 1.04E-03 1.62E-05 3.16E-06 6.20E-07 1.76E-07 371191 3754680 9.18E-07 5.72E-07 8.95E-09 1.74E-09 3.42E-10 9.68E-11
371211 3754680 1.64E-03 1.01E-03 1.48E-05 2.88E-06 6.20E-07 1.76E-07 371211 3754680 9.03E-07 5.58E-07 8.15E-09 1.59E-09 3.42E-10 9.68E-11
371231 3754680 1.60E-03 9.88E-04 1.36E-05 2.64E-06 6.19E-07 1.75E-07 371231 3754680 8.84E-07 5.44E-07 7.47E-09 1.46E-09 3.41E-10 9.67E-11
371251 3754680 1.56E-03 9.66E-04 1.25E-05 2.43E-06 6.18E-07 1.75E-07 371251 3754680 8.63E-07 5.33E-07 6.89E-09 1.34E-09 3.41E-10 9.65E-11
371271 3754680 1.52E-03 9.49E-04 1.16E-05 2.25E-06 6.16E-07 1.75E-07 371271 3754680 8.40E-07 5.23E-07 6.38E-09 1.24E-09 3.40E-10 9.62E-11
371291 3754680 1.48E-03 9.34E-04 1.08E-05 2.10E-06 6.14E-07 1.74E-07 371291 3754680 8.17E-07 5.15E-07 5.93E-09 1.16E-09 3.39E-10 9.59E-11
371311 3754680 1.44E-03 9.22E-04 1.00E-05 1.96E-06 6.11E-07 1.73E-07 371311 3754680 7.94E-07 5.09E-07 5.53E-09 1.08E-09 3.37E-10 9.55E-11
371331 3754680 1.40E-03 9.14E-04 9.40E-06 1.83E-06 6.08E-07 1.72E-07 371331 3754680 7.73E-07 5.04E-07 5.18E-09 1.01E-09 3.35E-10 9.50E-11
371351 3754680 1.37E-03 9.09E-04 8.83E-06 1.72E-06 6.04E-07 1.71E-07 371351 3754680 7.54E-07 5.01E-07 4.87E-09 9.49E-10 3.33E-10 9.44E-11
371371 3754680 1.34E-03 9.07E-04 8.32E-06 1.62E-06 6.00E-07 1.70E-07 371371 3754680 7.37E-07 5.00E-07 4.59E-09 8.94E-10 3.31E-10 9.37E-11
371391 3754680 1.31E-03 9.08E-04 7.85E-06 1.53E-06 5.95E-07 1.69E-07 371391 3754680 7.23E-07 5.00E-07 4.33E-09 8.44E-10 3.28E-10 9.30E-11
371411 3754680 1.29E-03 9.12E-04 7.43E-06 1.45E-06 5.90E-07 1.67E-07 371411 3754680 7.12E-07 5.03E-07 4.10E-09 7.99E-10 3.25E-10 9.22E-11
371431 3754680 1.28E-03 9.19E-04 7.05E-06 1.37E-06 5.85E-07 1.66E-07 371431 3754680 7.04E-07 5.07E-07 3.89E-09 7.57E-10 3.22E-10 9.13E-11
371451 3754680 1.27E-03 9.31E-04 6.70E-06 1.31E-06 5.79E-07 1.64E-07 371451 3754680 7.00E-07 5.13E-07 3.69E-09 7.20E-10 3.19E-10 9.04E-11
371471 3754680 1.27E-03 9.46E-04 6.38E-06 1.24E-06 5.72E-07 1.62E-07 371471 3754680 6.98E-07 5.21E-07 3.52E-09 6.85E-10 3.16E-10 8.94E-11
371491 3754680 1.27E-03 9.64E-04 6.08E-06 1.19E-06 5.66E-07 1.60E-07 371491 3754680 7.00E-07 5.32E-07 3.35E-09 6.54E-10 3.12E-10 8.84E-11
371511 3754680 1.28E-03 9.86E-04 5.81E-06 1.13E-06 5.59E-07 1.58E-07 371511 3754680 7.05E-07 5.44E-07 3.20E-09 6.25E-10 3.08E-10 8.73E-11
371531 3754680 1.29E-03 1.01E-03 5.56E-06 1.08E-06 5.52E-07 1.56E-07 371531 3754680 7.13E-07 5.58E-07 3.07E-09 5.97E-10 3.04E-10 8.62E-11
371551 3754680 1.32E-03 1.04E-03 5.33E-06 1.04E-06 5.45E-07 1.54E-07 371551 3754680 7.25E-07 5.73E-07 2.94E-09 5.72E-10 3.00E-10 8.51E-11
371571 3754680 1.34E-03 1.07E-03 5.11E-06 9.96E-07 5.38E-07 1.52E-07 371571 3754680 7.41E-07 5.90E-07 2.82E-09 5.49E-10 2.97E-10 8.40E-11
371591 3754680 1.38E-03 1.10E-03 4.91E-06 9.57E-07 5.31E-07 1.50E-07 371591 3754680 7.61E-07 6.07E-07 2.71E-09 5.27E-10 2.93E-10 8.29E-11
371611 3754680 1.42E-03 1.13E-03 4.72E-06 9.20E-07 5.24E-07 1.48E-07 371611 3754680 7.84E-07 6.25E-07 2.60E-09 5.07E-10 2.89E-10 8.18E-11
371631 3754680 1.47E-03 1.17E-03 4.55E-06 8.86E-07 5.17E-07 1.47E-07 371631 3754680 8.09E-07 6.43E-07 2.51E-09 4.88E-10 2.85E-10 8.08E-11
371651 3754680 1.52E-03 1.20E-03 4.38E-06 8.54E-07 5.11E-07 1.45E-07 371651 3754680 8.37E-07 6.61E-07 2.42E-09 4.71E-10 2.82E-10 7.98E-11
371671 3754680 1.57E-03 1.23E-03 4.23E-06 8.24E-07 5.05E-07 1.43E-07 371671 3754680 8.67E-07 6.79E-07 2.33E-09 4.54E-10 2.79E-10 7.89E-11
371691 3754680 1.63E-03 1.26E-03 4.08E-06 7.96E-07 5.00E-07 1.42E-07 371691 3754680 8.98E-07 6.96E-07 2.25E-09 4.39E-10 2.76E-10 7.81E-11
371711 3754680 1.68E-03 1.29E-03 3.95E-06 7.70E-07 4.95E-07 1.40E-07 371711 3754680 9.28E-07 7.12E-07 2.18E-09 4.24E-10 2.73E-10 7.74E-11
371731 3754680 1.74E-03 1.32E-03 3.82E-06 7.45E-07 4.91E-07 1.39E-07 371731 3754680 9.59E-07 7.27E-07 2.11E-09 4.11E-10 2.71E-10 7.67E-11
371751 3754680 1.79E-03 1.34E-03 3.70E-06 7.22E-07 4.88E-07 1.38E-07 371751 3754680 9.88E-07 7.41E-07 2.04E-09 3.98E-10 2.69E-10 7.62E-11
371771 3754680 1.84E-03 1.37E-03 3.59E-06 7.00E-07 4.85E-07 1.37E-07 371771 3754680 1.02E-06 7.54E-07 1.98E-09 3.86E-10 2.68E-10 7.58E-11
371791 3754680 1.89E-03 1.39E-03 3.49E-06 6.80E-07 4.83E-07 1.37E-07 371791 3754680 1.04E-06 7.65E-07 1.92E-09 3.75E-10 2.66E-10 7.55E-11
371811 3754680 1.93E-03 1.40E-03 3.39E-06 6.60E-07 4.82E-07 1.37E-07 371811 3754680 1.06E-06 7.74E-07 1.87E-09 3.64E-10 2.66E-10 7.53E-11
371831 3754680 1.97E-03 1.42E-03 3.29E-06 6.42E-07 4.82E-07 1.36E-07 371831 3754680 1.08E-06 7.82E-07 1.82E-09 3.54E-10 2.66E-10 7.52E-11
370571 3754700 7.69E-04 7.78E-04 3.60E-06 7.01E-07 3.50E-07 9.92E-08 370571 3754700 4.24E-07 4.29E-07 1.98E-09 3.86E-10 1.93E-10 5.47E-11
370591 3754700 7.91E-04 7.98E-04 3.88E-06 7.57E-07 3.59E-07 1.02E-07 370591 3754700 4.36E-07 4.40E-07 2.14E-09 4.17E-10 1.98E-10 5.61E-11
370611 3754700 8.15E-04 8.18E-04 4.21E-06 8.21E-07 3.67E-07 1.04E-07 370611 3754700 4.49E-07 4.51E-07 2.32E-09 4.53E-10 2.02E-10 5.73E-11
370631 3754700 8.39E-04 8.39E-04 4.59E-06 8.94E-07 3.76E-07 1.06E-07 370631 3754700 4.62E-07 4.62E-07 2.53E-09 4.93E-10 2.07E-10 5.87E-11
370651 3754700 8.63E-04 8.59E-04 5.02E-06 9.78E-07 3.85E-07 1.09E-07 370651 3754700 4.76E-07 4.74E-07 2.77E-09 5.39E-10 2.12E-10 6.01E-11
370671 3754700 8.82E-04 8.74E-04 5.49E-06 1.07E-06 3.92E-07 1.11E-07 370671 3754700 4.86E-07 4.82E-07 3.03E-09 5.90E-10 2.16E-10 6.12E-11
370691 3754700 9.07E-04 8.94E-04 6.08E-06 1.18E-06 3.96E-07 1.12E-07 370691 3754700 5.00E-07 4.93E-07 3.35E-09 6.53E-10 2.18E-10 6.18E-11
370711 3754700 9.30E-04 9.10E-04 6.76E-06 1.32E-06 3.97E-07 1.12E-07 370711 3754700 5.13E-07 5.02E-07 3.72E-09 7.26E-10 2.19E-10 6.19E-11
370731 3754700 9.54E-04 9.26E-04 7.55E-06 1.47E-06 4.01E-07 1.14E-07 370731 3754700 5.26E-07 5.11E-07 4.16E-09 8.12E-10 2.21E-10 6.26E-11
370751 3754700 9.49E-04 9.16E-04 8.49E-06 1.65E-06 4.03E-07 1.14E-07 370751 3754700 5.23E-07 5.05E-07 4.68E-09 9.12E-10 2.22E-10 6.30E-11
370771 3754700 9.73E-04 9.32E-04 9.77E-06 1.90E-06 4.09E-07 1.16E-07 370771 3754700 5.36E-07 5.14E-07 5.39E-09 1.05E-09 2.26E-10 6.39E-11
370791 3754700 9.98E-04 9.48E-04 1.14E-05 2.23E-06 4.15E-07 1.18E-07 370791 3754700 5.50E-07 5.23E-07 6.30E-09 1.23E-09 2.29E-10 6.48E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370811 3754700 1.02E-03 9.62E-04 1.36E-05 2.65E-06 4.19E-07 1.19E-07 370811 3754700 5.63E-07 5.30E-07 7.49E-09 1.46E-09 2.31E-10 6.54E-11
370831 3754700 1.05E-03 9.80E-04 1.68E-05 3.27E-06 4.26E-07 1.21E-07 370831 3754700 5.80E-07 5.40E-07 9.26E-09 1.80E-09 2.35E-10 6.65E-11
370851 3754700 1.14E-03 1.04E-03 2.27E-05 4.42E-06 4.48E-07 1.27E-07 370851 3754700 6.28E-07 5.73E-07 1.25E-08 2.44E-09 2.47E-10 6.99E-11
370871 3754700 1.18E-03 1.06E-03 3.12E-05 6.08E-06 4.59E-07 1.30E-07 370871 3754700 6.49E-07 5.84E-07 1.72E-08 3.35E-09 2.53E-10 7.17E-11
370891 3754700 1.21E-03 1.07E-03 4.58E-05 8.93E-06 4.66E-07 1.32E-07 370891 3754700 6.68E-07 5.91E-07 2.53E-08 4.92E-09 2.57E-10 7.28E-11
370911 3754700 1.25E-03 1.08E-03 7.65E-05 1.49E-05 4.74E-07 1.34E-07 370911 3754700 6.88E-07 5.97E-07 4.22E-08 8.22E-09 2.61E-10 7.40E-11
370931 3754700 1.29E-03 1.10E-03 1.57E-04 3.05E-05 4.95E-07 1.40E-07 370931 3754700 7.10E-07 6.05E-07 8.63E-08 1.68E-08 2.73E-10 7.72E-11
370951 3754700 1.32E-03 1.10E-03 6.73E-05 1.31E-05 4.92E-07 1.39E-07 370951 3754700 7.27E-07 6.06E-07 3.71E-08 7.23E-09 2.71E-10 7.68E-11
370971 3754700 1.35E-03 1.10E-03 1.68E-04 3.28E-05 4.90E-07 1.39E-07 370971 3754700 7.43E-07 6.04E-07 9.27E-08 1.81E-08 2.70E-10 7.65E-11
370991 3754700 1.38E-03 1.09E-03 1.04E-04 2.03E-05 4.95E-07 1.40E-07 370991 3754700 7.60E-07 6.03E-07 5.75E-08 1.12E-08 2.73E-10 7.73E-11
371011 3754700 1.42E-03 1.10E-03 7.21E-05 1.40E-05 5.35E-07 1.52E-07 371011 3754700 7.81E-07 6.04E-07 3.97E-08 7.74E-09 2.95E-10 8.35E-11
371031 3754700 1.46E-03 1.10E-03 5.21E-05 1.02E-05 5.53E-07 1.57E-07 371031 3754700 8.06E-07 6.07E-07 2.87E-08 5.60E-09 3.05E-10 8.64E-11
371051 3754700 1.48E-03 1.09E-03 4.18E-05 8.15E-06 5.58E-07 1.58E-07 371051 3754700 8.18E-07 5.99E-07 2.31E-08 4.50E-09 3.08E-10 8.71E-11
371071 3754700 1.50E-03 1.07E-03 3.46E-05 6.75E-06 5.62E-07 1.59E-07 371071 3754700 8.26E-07 5.89E-07 1.91E-08 3.72E-09 3.10E-10 8.78E-11
371091 3754700 1.51E-03 1.05E-03 2.93E-05 5.72E-06 5.66E-07 1.60E-07 371091 3754700 8.32E-07 5.78E-07 1.62E-08 3.15E-09 3.12E-10 8.83E-11
371111 3754700 1.51E-03 1.03E-03 2.53E-05 4.93E-06 5.70E-07 1.61E-07 371111 3754700 8.34E-07 5.65E-07 1.40E-08 2.72E-09 3.14E-10 8.90E-11
371131 3754700 1.51E-03 1.00E-03 2.22E-05 4.32E-06 5.73E-07 1.62E-07 371131 3754700 8.33E-07 5.52E-07 1.22E-08 2.38E-09 3.16E-10 8.94E-11
371151 3754700 1.50E-03 9.76E-04 1.96E-05 3.83E-06 5.75E-07 1.63E-07 371151 3754700 8.28E-07 5.38E-07 1.08E-08 2.11E-09 3.17E-10 8.97E-11
371171 3754700 1.49E-03 9.52E-04 1.76E-05 3.43E-06 5.76E-07 1.63E-07 371171 3754700 8.20E-07 5.25E-07 9.70E-09 1.89E-09 3.17E-10 8.99E-11
371191 3754700 1.46E-03 9.27E-04 1.59E-05 3.10E-06 5.76E-07 1.63E-07 371191 3754700 8.08E-07 5.11E-07 8.78E-09 1.71E-09 3.18E-10 8.99E-11
371211 3754700 1.44E-03 9.05E-04 1.45E-05 2.82E-06 5.76E-07 1.63E-07 371211 3754700 7.93E-07 4.99E-07 7.99E-09 1.56E-09 3.17E-10 8.99E-11
371231 3754700 1.41E-03 8.84E-04 1.33E-05 2.59E-06 5.75E-07 1.63E-07 371231 3754700 7.76E-07 4.88E-07 7.32E-09 1.43E-09 3.17E-10 8.98E-11
371251 3754700 1.37E-03 8.66E-04 1.22E-05 2.38E-06 5.74E-07 1.63E-07 371251 3754700 7.58E-07 4.78E-07 6.74E-09 1.31E-09 3.17E-10 8.96E-11
371271 3754700 1.34E-03 8.51E-04 1.13E-05 2.20E-06 5.73E-07 1.62E-07 371271 3754700 7.38E-07 4.69E-07 6.24E-09 1.22E-09 3.16E-10 8.94E-11
371291 3754700 1.30E-03 8.38E-04 1.05E-05 2.05E-06 5.71E-07 1.62E-07 371291 3754700 7.19E-07 4.62E-07 5.80E-09 1.13E-09 3.15E-10 8.91E-11
371311 3754700 1.27E-03 8.28E-04 9.82E-06 1.91E-06 5.68E-07 1.61E-07 371311 3754700 7.00E-07 4.57E-07 5.41E-09 1.05E-09 3.13E-10 8.87E-11
371331 3754700 1.24E-03 8.20E-04 9.19E-06 1.79E-06 5.65E-07 1.60E-07 371331 3754700 6.82E-07 4.52E-07 5.07E-09 9.88E-10 3.12E-10 8.83E-11
371351 3754700 1.21E-03 8.15E-04 8.63E-06 1.68E-06 5.62E-07 1.59E-07 371351 3754700 6.65E-07 4.49E-07 4.76E-09 9.28E-10 3.10E-10 8.78E-11
371371 3754700 1.18E-03 8.12E-04 8.13E-06 1.58E-06 5.58E-07 1.58E-07 371371 3754700 6.51E-07 4.47E-07 4.48E-09 8.74E-10 3.08E-10 8.72E-11
371391 3754700 1.16E-03 8.11E-04 7.68E-06 1.50E-06 5.54E-07 1.57E-07 371391 3754700 6.39E-07 4.47E-07 4.23E-09 8.25E-10 3.05E-10 8.65E-11
371411 3754700 1.14E-03 8.13E-04 7.27E-06 1.42E-06 5.49E-07 1.56E-07 371411 3754700 6.29E-07 4.48E-07 4.01E-09 7.81E-10 3.03E-10 8.58E-11
371431 3754700 1.13E-03 8.18E-04 6.89E-06 1.34E-06 5.45E-07 1.54E-07 371431 3754700 6.22E-07 4.51E-07 3.80E-09 7.41E-10 3.00E-10 8.50E-11
371451 3754700 1.12E-03 8.25E-04 6.55E-06 1.28E-06 5.39E-07 1.53E-07 371451 3754700 6.17E-07 4.55E-07 3.61E-09 7.04E-10 2.97E-10 8.42E-11
371471 3754700 1.11E-03 8.35E-04 6.24E-06 1.22E-06 5.34E-07 1.51E-07 371471 3754700 6.15E-07 4.60E-07 3.44E-09 6.70E-10 2.94E-10 8.34E-11
371491 3754700 1.11E-03 8.48E-04 5.95E-06 1.16E-06 5.28E-07 1.50E-07 371491 3754700 6.15E-07 4.68E-07 3.28E-09 6.40E-10 2.91E-10 8.24E-11
371511 3754700 1.12E-03 8.64E-04 5.69E-06 1.11E-06 5.22E-07 1.48E-07 371511 3754700 6.17E-07 4.76E-07 3.13E-09 6.11E-10 2.88E-10 8.15E-11
371531 3754700 1.13E-03 8.83E-04 5.44E-06 1.06E-06 5.16E-07 1.46E-07 371531 3754700 6.22E-07 4.87E-07 3.00E-09 5.85E-10 2.84E-10 8.05E-11
371551 3754700 1.14E-03 9.04E-04 5.21E-06 1.02E-06 5.09E-07 1.44E-07 371551 3754700 6.30E-07 4.99E-07 2.87E-09 5.60E-10 2.81E-10 7.95E-11
371571 3754700 1.16E-03 9.28E-04 5.00E-06 9.75E-07 5.03E-07 1.42E-07 371571 3754700 6.41E-07 5.11E-07 2.76E-09 5.37E-10 2.77E-10 7.85E-11
371591 3754700 1.19E-03 9.52E-04 4.80E-06 9.36E-07 4.96E-07 1.41E-07 371591 3754700 6.55E-07 5.25E-07 2.65E-09 5.16E-10 2.74E-10 7.75E-11
371611 3754700 1.22E-03 9.80E-04 4.62E-06 9.01E-07 4.90E-07 1.39E-07 371611 3754700 6.72E-07 5.40E-07 2.55E-09 4.97E-10 2.70E-10 7.65E-11
371631 3754700 1.25E-03 1.01E-03 4.45E-06 8.67E-07 4.84E-07 1.37E-07 371631 3754700 6.91E-07 5.55E-07 2.45E-09 4.78E-10 2.67E-10 7.56E-11
371651 3754700 1.29E-03 1.04E-03 4.29E-06 8.36E-07 4.78E-07 1.35E-07 371651 3754700 7.12E-07 5.71E-07 2.36E-09 4.61E-10 2.64E-10 7.46E-11
371671 3754700 1.33E-03 1.06E-03 4.14E-06 8.07E-07 4.72E-07 1.34E-07 371671 3754700 7.36E-07 5.86E-07 2.28E-09 4.45E-10 2.60E-10 7.38E-11
371691 3754700 1.38E-03 1.09E-03 4.00E-06 7.79E-07 4.67E-07 1.32E-07 371691 3754700 7.60E-07 6.02E-07 2.20E-09 4.30E-10 2.58E-10 7.29E-11
371711 3754700 1.43E-03 1.12E-03 3.87E-06 7.54E-07 4.62E-07 1.31E-07 371711 3754700 7.86E-07 6.17E-07 2.13E-09 4.15E-10 2.55E-10 7.22E-11
371731 3754700 1.47E-03 1.14E-03 3.74E-06 7.29E-07 4.58E-07 1.30E-07 371731 3754700 8.12E-07 6.31E-07 2.06E-09 4.02E-10 2.53E-10 7.15E-11
371751 3754700 1.52E-03 1.17E-03 3.63E-06 7.07E-07 4.54E-07 1.29E-07 371751 3754700 8.37E-07 6.44E-07 2.00E-09 3.90E-10 2.51E-10 7.10E-11
371771 3754700 1.56E-03 1.19E-03 3.51E-06 6.85E-07 4.51E-07 1.28E-07 371771 3754700 8.62E-07 6.57E-07 1.94E-09 3.78E-10 2.49E-10 7.05E-11
371791 3754700 1.61E-03 1.21E-03 3.41E-06 6.65E-07 4.49E-07 1.27E-07 371791 3754700 8.86E-07 6.68E-07 1.88E-09 3.67E-10 2.48E-10 7.01E-11
371811 3754700 1.65E-03 1.23E-03 3.31E-06 6.46E-07 4.47E-07 1.27E-07 371811 3754700 9.08E-07 6.79E-07 1.83E-09 3.56E-10 2.47E-10 6.98E-11
371831 3754700 1.68E-03 1.25E-03 3.22E-06 6.28E-07 4.46E-07 1.26E-07 371831 3754700 9.28E-07 6.88E-07 1.78E-09 3.46E-10 2.46E-10 6.97E-11
370571 3754720 7.33E-04 7.36E-04 3.47E-06 6.76E-07 3.38E-07 9.58E-08 370571 3754720 4.04E-07 4.06E-07 1.91E-09 3.73E-10 1.86E-10 5.28E-11
370591 3754720 7.53E-04 7.54E-04 3.74E-06 7.29E-07 3.47E-07 9.83E-08 370591 3754720 4.15E-07 4.16E-07 2.06E-09 4.02E-10 1.91E-10 5.42E-11
370611 3754720 7.75E-04 7.72E-04 4.05E-06 7.90E-07 3.55E-07 1.01E-07 370611 3754720 4.27E-07 4.26E-07 2.24E-09 4.36E-10 1.96E-10 5.55E-11
370631 3754720 7.96E-04 7.90E-04 4.41E-06 8.59E-07 3.63E-07 1.03E-07 370631 3754720 4.39E-07 4.36E-07 2.43E-09 4.74E-10 2.00E-10 5.66E-11
370651 3754720 8.19E-04 8.08E-04 4.82E-06 9.39E-07 3.71E-07 1.05E-07 370651 3754720 4.51E-07 4.46E-07 2.66E-09 5.18E-10 2.05E-10 5.80E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370671 3754720 8.40E-04 8.26E-04 5.29E-06 1.03E-06 3.79E-07 1.07E-07 370671 3754720 4.63E-07 4.55E-07 2.92E-09 5.68E-10 2.09E-10 5.91E-11
370691 3754720 8.61E-04 8.42E-04 5.84E-06 1.14E-06 3.87E-07 1.10E-07 370691 3754720 4.75E-07 4.64E-07 3.22E-09 6.28E-10 2.13E-10 6.05E-11
370711 3754720 8.82E-04 8.56E-04 6.49E-06 1.26E-06 3.90E-07 1.10E-07 370711 3754720 4.86E-07 4.72E-07 3.58E-09 6.97E-10 2.15E-10 6.09E-11
370731 3754720 9.02E-04 8.69E-04 7.26E-06 1.42E-06 3.86E-07 1.09E-07 370731 3754720 4.97E-07 4.79E-07 4.00E-09 7.80E-10 2.13E-10 6.03E-11
370751 3754720 9.22E-04 8.80E-04 8.16E-06 1.59E-06 3.88E-07 1.10E-07 370751 3754720 5.08E-07 4.85E-07 4.50E-09 8.76E-10 2.14E-10 6.05E-11
370771 3754720 9.17E-04 8.71E-04 9.34E-06 1.82E-06 3.91E-07 1.11E-07 370771 3754720 5.06E-07 4.80E-07 5.15E-09 1.00E-09 2.16E-10 6.11E-11
370791 3754720 9.39E-04 8.84E-04 1.09E-05 2.13E-06 3.96E-07 1.12E-07 370791 3754720 5.18E-07 4.87E-07 6.02E-09 1.17E-09 2.18E-10 6.18E-11
370811 3754720 9.60E-04 8.94E-04 1.30E-05 2.53E-06 3.99E-07 1.13E-07 370811 3754720 5.29E-07 4.93E-07 7.17E-09 1.40E-09 2.20E-10 6.23E-11
370831 3754720 9.87E-04 9.09E-04 1.61E-05 3.14E-06 4.06E-07 1.15E-07 370831 3754720 5.44E-07 5.01E-07 8.87E-09 1.73E-09 2.24E-10 6.34E-11
370851 3754720 1.03E-03 9.51E-04 2.12E-05 4.13E-06 4.18E-07 1.18E-07 370851 3754720 5.65E-07 5.24E-07 1.17E-08 2.27E-09 2.31E-10 6.53E-11
370871 3754720 1.09E-03 9.68E-04 2.94E-05 5.72E-06 4.30E-07 1.22E-07 370871 3754720 6.00E-07 5.34E-07 1.62E-08 3.16E-09 2.37E-10 6.71E-11
370891 3754720 1.12E-03 9.81E-04 4.41E-05 8.59E-06 4.40E-07 1.25E-07 370891 3754720 6.18E-07 5.41E-07 2.43E-08 4.74E-09 2.42E-10 6.86E-11
370911 3754720 1.15E-03 9.90E-04 7.51E-05 1.46E-05 4.48E-07 1.27E-07 370911 3754720 6.36E-07 5.46E-07 4.14E-08 8.07E-09 2.47E-10 7.00E-11
370931 3754720 1.18E-03 9.97E-04 1.55E-04 3.02E-05 4.63E-07 1.31E-07 370931 3754720 6.53E-07 5.50E-07 8.55E-08 1.67E-08 2.55E-10 7.23E-11
370951 3754720 1.21E-03 9.97E-04 9.51E-05 1.85E-05 4.62E-07 1.31E-07 370951 3754720 6.67E-07 5.50E-07 5.24E-08 1.02E-08 2.55E-10 7.22E-11
370971 3754720 1.24E-03 1.00E-03 1.61E-04 3.13E-05 4.89E-07 1.39E-07 370971 3754720 6.84E-07 5.51E-07 8.86E-08 1.73E-08 2.70E-10 7.64E-11
370991 3754720 1.28E-03 1.01E-03 9.13E-05 1.78E-05 5.08E-07 1.44E-07 370991 3754720 7.07E-07 5.56E-07 5.03E-08 9.81E-09 2.80E-10 7.94E-11
371011 3754720 1.30E-03 1.00E-03 6.58E-05 1.28E-05 5.14E-07 1.46E-07 371011 3754720 7.19E-07 5.52E-07 3.63E-08 7.07E-09 2.83E-10 8.02E-11
371031 3754720 1.32E-03 9.89E-04 5.06E-05 9.85E-06 5.19E-07 1.47E-07 371031 3754720 7.29E-07 5.45E-07 2.79E-08 5.43E-09 2.86E-10 8.10E-11
371051 3754720 1.34E-03 9.75E-04 4.06E-05 7.91E-06 5.23E-07 1.48E-07 371051 3754720 7.37E-07 5.38E-07 2.24E-08 4.36E-09 2.88E-10 8.17E-11
371071 3754720 1.35E-03 9.58E-04 3.37E-05 6.58E-06 5.25E-07 1.49E-07 371071 3754720 7.42E-07 5.28E-07 1.86E-08 3.63E-09 2.90E-10 8.20E-11
371091 3754720 1.35E-03 9.39E-04 2.86E-05 5.58E-06 5.28E-07 1.50E-07 371091 3754720 7.44E-07 5.18E-07 1.58E-08 3.07E-09 2.91E-10 8.24E-11
371111 3754720 1.35E-03 9.19E-04 2.46E-05 4.80E-06 5.32E-07 1.51E-07 371111 3754720 7.44E-07 5.07E-07 1.36E-08 2.65E-09 2.93E-10 8.31E-11
371131 3754720 1.34E-03 8.98E-04 2.15E-05 4.20E-06 5.35E-07 1.51E-07 371131 3754720 7.41E-07 4.95E-07 1.19E-08 2.31E-09 2.95E-10 8.35E-11
371151 3754720 1.33E-03 8.76E-04 1.91E-05 3.72E-06 5.36E-07 1.52E-07 371151 3754720 7.35E-07 4.83E-07 1.05E-08 2.05E-09 2.95E-10 8.37E-11
371171 3754720 1.32E-03 8.54E-04 1.71E-05 3.33E-06 5.36E-07 1.52E-07 371171 3754720 7.26E-07 4.71E-07 9.43E-09 1.84E-09 2.96E-10 8.38E-11
371191 3754720 1.30E-03 8.34E-04 1.55E-05 3.01E-06 5.37E-07 1.52E-07 371191 3754720 7.15E-07 4.60E-07 8.52E-09 1.66E-09 2.96E-10 8.38E-11
371211 3754720 1.27E-03 8.14E-04 1.41E-05 2.74E-06 5.36E-07 1.52E-07 371211 3754720 7.01E-07 4.49E-07 7.76E-09 1.51E-09 2.96E-10 8.38E-11
371231 3754720 1.24E-03 7.97E-04 1.29E-05 2.51E-06 5.36E-07 1.52E-07 371231 3754720 6.86E-07 4.39E-07 7.11E-09 1.39E-09 2.95E-10 8.37E-11
371251 3754720 1.21E-03 7.81E-04 1.19E-05 2.31E-06 5.35E-07 1.51E-07 371251 3754720 6.70E-07 4.31E-07 6.55E-09 1.28E-09 2.95E-10 8.35E-11
371271 3754720 1.18E-03 7.68E-04 1.10E-05 2.14E-06 5.33E-07 1.51E-07 371271 3754720 6.53E-07 4.23E-07 6.06E-09 1.18E-09 2.94E-10 8.33E-11
371291 3754720 1.15E-03 7.56E-04 1.02E-05 1.99E-06 5.32E-07 1.51E-07 371291 3754720 6.36E-07 4.17E-07 5.64E-09 1.10E-09 2.93E-10 8.30E-11
371311 3754720 1.12E-03 7.47E-04 9.54E-06 1.86E-06 5.29E-07 1.50E-07 371311 3754720 6.20E-07 4.12E-07 5.26E-09 1.03E-09 2.92E-10 8.27E-11
371331 3754720 1.10E-03 7.40E-04 8.94E-06 1.74E-06 5.27E-07 1.49E-07 371331 3754720 6.05E-07 4.08E-07 4.93E-09 9.60E-10 2.90E-10 8.23E-11
371351 3754720 1.07E-03 7.34E-04 8.39E-06 1.64E-06 5.24E-07 1.48E-07 371351 3754720 5.91E-07 4.05E-07 4.63E-09 9.02E-10 2.89E-10 8.18E-11
371371 3754720 1.05E-03 7.31E-04 7.91E-06 1.54E-06 5.21E-07 1.47E-07 371371 3754720 5.78E-07 4.03E-07 4.36E-09 8.50E-10 2.87E-10 8.13E-11
371391 3754720 1.03E-03 7.30E-04 7.47E-06 1.46E-06 5.17E-07 1.46E-07 371391 3754720 5.68E-07 4.02E-07 4.12E-09 8.03E-10 2.85E-10 8.07E-11
371411 3754720 1.01E-03 7.30E-04 7.07E-06 1.38E-06 5.13E-07 1.45E-07 371411 3754720 5.60E-07 4.03E-07 3.90E-09 7.60E-10 2.83E-10 8.01E-11
371431 3754720 1.00E-03 7.32E-04 6.71E-06 1.31E-06 5.08E-07 1.44E-07 371431 3754720 5.53E-07 4.04E-07 3.70E-09 7.21E-10 2.80E-10 7.94E-11
371451 3754720 9.94E-04 7.37E-04 6.38E-06 1.24E-06 5.04E-07 1.43E-07 371451 3754720 5.48E-07 4.06E-07 3.52E-09 6.86E-10 2.78E-10 7.87E-11
371471 3754720 9.89E-04 7.44E-04 6.08E-06 1.18E-06 4.99E-07 1.41E-07 371471 3754720 5.45E-07 4.10E-07 3.35E-09 6.53E-10 2.75E-10 7.79E-11
371491 3754720 9.87E-04 7.53E-04 5.80E-06 1.13E-06 4.94E-07 1.40E-07 371491 3754720 5.44E-07 4.15E-07 3.20E-09 6.23E-10 2.72E-10 7.71E-11
371511 3754720 9.89E-04 7.65E-04 5.54E-06 1.08E-06 4.88E-07 1.38E-07 371511 3754720 5.45E-07 4.22E-07 3.06E-09 5.95E-10 2.69E-10 7.62E-11
371531 3754720 9.95E-04 7.78E-04 5.30E-06 1.03E-06 4.83E-07 1.37E-07 371531 3754720 5.48E-07 4.29E-07 2.92E-09 5.70E-10 2.66E-10 7.54E-11
371551 3754720 1.00E-03 7.94E-04 5.08E-06 9.91E-07 4.77E-07 1.35E-07 371551 3754720 5.54E-07 4.38E-07 2.80E-09 5.46E-10 2.63E-10 7.45E-11
371571 3754720 1.02E-03 8.13E-04 4.88E-06 9.51E-07 4.71E-07 1.33E-07 371571 3754720 5.61E-07 4.48E-07 2.69E-09 5.24E-10 2.60E-10 7.36E-11
371591 3754720 1.03E-03 8.32E-04 4.69E-06 9.13E-07 4.65E-07 1.32E-07 371591 3754720 5.70E-07 4.59E-07 2.58E-09 5.04E-10 2.57E-10 7.27E-11
371611 3754720 1.06E-03 8.54E-04 4.51E-06 8.79E-07 4.59E-07 1.30E-07 371611 3754720 5.82E-07 4.71E-07 2.49E-09 4.85E-10 2.53E-10 7.17E-11
371631 3754720 1.08E-03 8.77E-04 4.34E-06 8.46E-07 4.54E-07 1.28E-07 371631 3754720 5.97E-07 4.83E-07 2.39E-09 4.67E-10 2.50E-10 7.08E-11
371651 3754720 1.11E-03 9.00E-04 4.19E-06 8.16E-07 4.48E-07 1.27E-07 371651 3754720 6.13E-07 4.96E-07 2.31E-09 4.50E-10 2.47E-10 7.00E-11
371671 3754720 1.14E-03 9.25E-04 4.04E-06 7.88E-07 4.43E-07 1.25E-07 371671 3754720 6.31E-07 5.10E-07 2.23E-09 4.34E-10 2.44E-10 6.91E-11
371691 3754720 1.18E-03 9.49E-04 3.90E-06 7.61E-07 4.38E-07 1.24E-07 371691 3754720 6.50E-07 5.23E-07 2.15E-09 4.20E-10 2.41E-10 6.84E-11
371711 3754720 1.22E-03 9.73E-04 3.78E-06 7.36E-07 4.33E-07 1.23E-07 371711 3754720 6.71E-07 5.36E-07 2.08E-09 4.06E-10 2.39E-10 6.76E-11
371731 3754720 1.26E-03 9.97E-04 3.66E-06 7.12E-07 4.29E-07 1.21E-07 371731 3754720 6.93E-07 5.49E-07 2.02E-09 3.93E-10 2.36E-10 6.70E-11
371751 3754720 1.30E-03 1.02E-03 3.54E-06 6.90E-07 4.25E-07 1.20E-07 371751 3754720 7.14E-07 5.62E-07 1.95E-09 3.81E-10 2.34E-10 6.64E-11
371771 3754720 1.33E-03 1.04E-03 3.43E-06 6.69E-07 4.22E-07 1.19E-07 371771 3754720 7.35E-07 5.74E-07 1.89E-09 3.69E-10 2.32E-10 6.59E-11
371791 3754720 1.37E-03 1.06E-03 3.33E-06 6.49E-07 4.19E-07 1.19E-07 371791 3754720 7.57E-07 5.85E-07 1.84E-09 3.58E-10 2.31E-10 6.54E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371811 3754720 1.41E-03 1.08E-03 3.24E-06 6.31E-07 4.17E-07 1.18E-07 371811 3754720 7.77E-07 5.96E-07 1.78E-09 3.48E-10 2.30E-10 6.51E-11
371831 3754720 1.44E-03 1.10E-03 3.15E-06 6.13E-07 4.15E-07 1.18E-07 371831 3754720 7.97E-07 6.05E-07 1.73E-09 3.38E-10 2.29E-10 6.48E-11
370571 3754740 6.99E-04 6.97E-04 3.33E-06 6.50E-07 3.27E-07 9.25E-08 370571 3754740 3.85E-07 3.84E-07 1.84E-09 3.58E-10 1.80E-10 5.10E-11
370591 3754740 7.17E-04 7.12E-04 3.59E-06 7.00E-07 3.35E-07 9.48E-08 370591 3754740 3.95E-07 3.93E-07 1.98E-09 3.86E-10 1.85E-10 5.23E-11
370611 3754740 7.36E-04 7.28E-04 3.88E-06 7.57E-07 3.43E-07 9.71E-08 370611 3754740 4.06E-07 4.01E-07 2.14E-09 4.17E-10 1.89E-10 5.36E-11
370631 3754740 7.56E-04 7.44E-04 4.22E-06 8.22E-07 3.51E-07 9.94E-08 370631 3754740 4.17E-07 4.10E-07 2.33E-09 4.53E-10 1.94E-10 5.48E-11
370651 3754740 7.76E-04 7.60E-04 4.60E-06 8.97E-07 3.58E-07 1.01E-07 370651 3754740 4.28E-07 4.19E-07 2.54E-09 4.94E-10 1.97E-10 5.59E-11
370671 3754740 7.97E-04 7.76E-04 5.05E-06 9.83E-07 3.65E-07 1.03E-07 370671 3754740 4.39E-07 4.28E-07 2.78E-09 5.42E-10 2.01E-10 5.70E-11
370691 3754740 8.18E-04 7.92E-04 5.57E-06 1.09E-06 3.72E-07 1.06E-07 370691 3754740 4.51E-07 4.37E-07 3.07E-09 5.98E-10 2.05E-10 5.82E-11
370711 3754740 8.35E-04 8.04E-04 6.17E-06 1.20E-06 3.79E-07 1.07E-07 370711 3754740 4.60E-07 4.43E-07 3.40E-09 6.63E-10 2.09E-10 5.92E-11
370731 3754740 8.53E-04 8.15E-04 6.90E-06 1.35E-06 3.76E-07 1.07E-07 370731 3754740 4.70E-07 4.49E-07 3.81E-09 7.42E-10 2.08E-10 5.88E-11
370751 3754740 8.72E-04 8.26E-04 7.80E-06 1.52E-06 3.75E-07 1.06E-07 370751 3754740 4.81E-07 4.55E-07 4.30E-09 8.39E-10 2.07E-10 5.86E-11
370771 3754740 8.89E-04 8.33E-04 8.85E-06 1.73E-06 3.75E-07 1.06E-07 370771 3754740 4.90E-07 4.59E-07 4.88E-09 9.51E-10 2.07E-10 5.86E-11
370791 3754740 8.82E-04 8.23E-04 1.03E-05 2.00E-06 3.77E-07 1.07E-07 370791 3754740 4.87E-07 4.54E-07 5.66E-09 1.10E-09 2.08E-10 5.89E-11
370811 3754740 9.04E-04 8.34E-04 1.23E-05 2.39E-06 3.82E-07 1.08E-07 370811 3754740 4.98E-07 4.60E-07 6.77E-09 1.32E-09 2.11E-10 5.96E-11
370831 3754740 9.26E-04 8.45E-04 1.51E-05 2.95E-06 3.87E-07 1.10E-07 370831 3754740 5.11E-07 4.66E-07 8.34E-09 1.63E-09 2.13E-10 6.04E-11
370851 3754740 9.55E-04 8.76E-04 1.97E-05 3.83E-06 3.96E-07 1.12E-07 370851 3754740 5.27E-07 4.83E-07 1.08E-08 2.11E-09 2.18E-10 6.18E-11
370871 3754740 1.01E-03 8.88E-04 2.72E-05 5.30E-06 4.05E-07 1.15E-07 370871 3754740 5.57E-07 4.90E-07 1.50E-08 2.92E-09 2.23E-10 6.33E-11
370891 3754740 1.04E-03 8.99E-04 4.14E-05 8.06E-06 4.16E-07 1.18E-07 370891 3754740 5.73E-07 4.96E-07 2.28E-08 4.44E-09 2.29E-10 6.49E-11
370911 3754740 1.07E-03 9.05E-04 7.13E-05 1.39E-05 4.23E-07 1.20E-07 370911 3754740 5.87E-07 4.99E-07 3.93E-08 7.66E-09 2.33E-10 6.60E-11
370931 3754740 1.09E-03 9.08E-04 1.51E-04 2.95E-05 4.34E-07 1.23E-07 370931 3754740 6.01E-07 5.01E-07 8.35E-08 1.63E-08 2.40E-10 6.78E-11
370951 3754740 1.11E-03 9.06E-04 9.92E-05 1.93E-05 4.35E-07 1.23E-07 370951 3754740 6.12E-07 5.00E-07 5.47E-08 1.07E-08 2.40E-10 6.79E-11
370971 3754740 1.14E-03 9.08E-04 1.55E-04 3.02E-05 4.63E-07 1.31E-07 370971 3754740 6.26E-07 5.00E-07 8.53E-08 1.66E-08 2.55E-10 7.23E-11
370991 3754740 1.17E-03 9.13E-04 8.80E-05 1.71E-05 4.77E-07 1.35E-07 370991 3754740 6.44E-07 5.03E-07 4.85E-08 9.46E-09 2.63E-10 7.46E-11
371011 3754740 1.18E-03 9.04E-04 6.33E-05 1.23E-05 4.82E-07 1.37E-07 371011 3754740 6.53E-07 4.98E-07 3.49E-08 6.80E-09 2.66E-10 7.53E-11
371031 3754740 1.20E-03 8.92E-04 4.87E-05 9.50E-06 4.86E-07 1.38E-07 371031 3754740 6.60E-07 4.92E-07 2.69E-08 5.24E-09 2.68E-10 7.59E-11
371051 3754740 1.21E-03 8.79E-04 3.91E-05 7.63E-06 4.89E-07 1.39E-07 371051 3754740 6.65E-07 4.84E-07 2.16E-08 4.21E-09 2.70E-10 7.64E-11
371071 3754740 1.21E-03 8.63E-04 3.24E-05 6.32E-06 4.91E-07 1.39E-07 371071 3754740 6.68E-07 4.76E-07 1.79E-08 3.49E-09 2.71E-10 7.67E-11
371091 3754740 1.21E-03 8.46E-04 2.74E-05 5.35E-06 4.94E-07 1.40E-07 371091 3754740 6.68E-07 4.66E-07 1.51E-08 2.95E-09 2.72E-10 7.72E-11
371111 3754740 1.21E-03 8.28E-04 2.36E-05 4.60E-06 4.98E-07 1.41E-07 371111 3754740 6.67E-07 4.56E-07 1.30E-08 2.54E-09 2.74E-10 7.77E-11
371131 3754740 1.20E-03 8.09E-04 2.06E-05 4.02E-06 5.00E-07 1.42E-07 371131 3754740 6.62E-07 4.46E-07 1.14E-08 2.22E-09 2.75E-10 7.80E-11
371151 3754740 1.19E-03 7.90E-04 1.83E-05 3.57E-06 5.01E-07 1.42E-07 371151 3754740 6.56E-07 4.35E-07 1.01E-08 1.97E-09 2.76E-10 7.82E-11
371171 3754740 1.17E-03 7.71E-04 1.64E-05 3.20E-06 5.01E-07 1.42E-07 371171 3754740 6.47E-07 4.25E-07 9.04E-09 1.76E-09 2.76E-10 7.82E-11
371191 3754740 1.15E-03 7.53E-04 1.48E-05 2.89E-06 5.01E-07 1.42E-07 371191 3754740 6.36E-07 4.15E-07 8.18E-09 1.59E-09 2.76E-10 7.83E-11
371211 3754740 1.13E-03 7.36E-04 1.35E-05 2.63E-06 5.01E-07 1.42E-07 371211 3754740 6.24E-07 4.06E-07 7.45E-09 1.45E-09 2.76E-10 7.82E-11
371231 3754740 1.11E-03 7.21E-04 1.24E-05 2.42E-06 5.00E-07 1.42E-07 371231 3754740 6.10E-07 3.97E-07 6.83E-09 1.33E-09 2.76E-10 7.81E-11
371251 3754740 1.08E-03 7.07E-04 1.14E-05 2.23E-06 4.99E-07 1.41E-07 371251 3754740 5.96E-07 3.90E-07 6.30E-09 1.23E-09 2.75E-10 7.80E-11
371271 3754740 1.05E-03 6.95E-04 1.06E-05 2.06E-06 4.98E-07 1.41E-07 371271 3754740 5.81E-07 3.83E-07 5.83E-09 1.14E-09 2.75E-10 7.78E-11
371291 3754740 1.03E-03 6.85E-04 9.85E-06 1.92E-06 4.96E-07 1.41E-07 371291 3754740 5.67E-07 3.78E-07 5.43E-09 1.06E-09 2.74E-10 7.75E-11
371311 3754740 1.00E-03 6.77E-04 9.20E-06 1.79E-06 4.95E-07 1.40E-07 371311 3754740 5.52E-07 3.73E-07 5.07E-09 9.88E-10 2.73E-10 7.72E-11
371331 3754740 9.78E-04 6.70E-04 8.62E-06 1.68E-06 4.92E-07 1.39E-07 371331 3754740 5.39E-07 3.70E-07 4.75E-09 9.26E-10 2.71E-10 7.69E-11
371351 3754740 9.57E-04 6.65E-04 8.10E-06 1.58E-06 4.90E-07 1.39E-07 371351 3754740 5.28E-07 3.67E-07 4.47E-09 8.71E-10 2.70E-10 7.65E-11
371371 3754740 9.38E-04 6.62E-04 7.64E-06 1.49E-06 4.87E-07 1.38E-07 371371 3754740 5.17E-07 3.65E-07 4.21E-09 8.21E-10 2.68E-10 7.60E-11
371391 3754740 9.21E-04 6.60E-04 7.22E-06 1.41E-06 4.83E-07 1.37E-07 371391 3754740 5.08E-07 3.64E-07 3.98E-09 7.76E-10 2.67E-10 7.55E-11
371411 3754740 9.08E-04 6.60E-04 6.84E-06 1.33E-06 4.80E-07 1.36E-07 371411 3754740 5.00E-07 3.64E-07 3.77E-09 7.35E-10 2.65E-10 7.49E-11
371431 3754740 8.97E-04 6.61E-04 6.50E-06 1.27E-06 4.76E-07 1.35E-07 371431 3754740 4.94E-07 3.64E-07 3.58E-09 6.98E-10 2.62E-10 7.43E-11
371451 3754740 8.89E-04 6.63E-04 6.18E-06 1.20E-06 4.72E-07 1.34E-07 371451 3754740 4.90E-07 3.66E-07 3.41E-09 6.64E-10 2.60E-10 7.37E-11
371471 3754740 8.83E-04 6.68E-04 5.89E-06 1.15E-06 4.67E-07 1.32E-07 371471 3754740 4.87E-07 3.68E-07 3.25E-09 6.33E-10 2.58E-10 7.30E-11
371491 3754740 8.81E-04 6.74E-04 5.62E-06 1.10E-06 4.63E-07 1.31E-07 371491 3754740 4.86E-07 3.72E-07 3.10E-09 6.04E-10 2.55E-10 7.23E-11
371511 3754740 8.81E-04 6.83E-04 5.38E-06 1.05E-06 4.58E-07 1.30E-07 371511 3754740 4.86E-07 3.76E-07 2.96E-09 5.78E-10 2.52E-10 7.15E-11
371531 3754740 8.83E-04 6.93E-04 5.15E-06 1.00E-06 4.53E-07 1.28E-07 371531 3754740 4.87E-07 3.82E-07 2.84E-09 5.53E-10 2.50E-10 7.07E-11
371551 3754740 8.89E-04 7.05E-04 4.94E-06 9.62E-07 4.48E-07 1.27E-07 371551 3754740 4.90E-07 3.89E-07 2.72E-09 5.30E-10 2.47E-10 6.99E-11
371571 3754740 8.98E-04 7.18E-04 4.74E-06 9.24E-07 4.42E-07 1.25E-07 371571 3754740 4.95E-07 3.96E-07 2.61E-09 5.09E-10 2.44E-10 6.91E-11
371591 3754740 9.10E-04 7.34E-04 4.56E-06 8.88E-07 4.37E-07 1.24E-07 371591 3754740 5.02E-07 4.05E-07 2.51E-09 4.90E-10 2.41E-10 6.83E-11
371611 3754740 9.26E-04 7.51E-04 4.39E-06 8.55E-07 4.32E-07 1.22E-07 371611 3754740 5.11E-07 4.14E-07 2.42E-09 4.71E-10 2.38E-10 6.74E-11
371631 3754740 9.44E-04 7.69E-04 4.22E-06 8.23E-07 4.26E-07 1.21E-07 371631 3754740 5.20E-07 4.24E-07 2.33E-09 4.54E-10 2.35E-10 6.66E-11
371651 3754740 9.65E-04 7.88E-04 4.07E-06 7.93E-07 4.21E-07 1.19E-07 371651 3754740 5.32E-07 4.35E-07 2.24E-09 4.37E-10 2.32E-10 6.58E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371671 3754740 9.91E-04 8.09E-04 3.93E-06 7.66E-07 4.16E-07 1.18E-07 371671 3754740 5.46E-07 4.46E-07 2.17E-09 4.23E-10 2.30E-10 6.50E-11
371691 3754740 1.02E-03 8.30E-04 3.80E-06 7.41E-07 4.11E-07 1.17E-07 371691 3754740 5.62E-07 4.57E-07 2.10E-09 4.08E-10 2.27E-10 6.43E-11
371711 3754740 1.05E-03 8.51E-04 3.68E-06 7.17E-07 4.07E-07 1.15E-07 371711 3754740 5.78E-07 4.69E-07 2.03E-09 3.95E-10 2.24E-10 6.35E-11
371731 3754740 1.08E-03 8.72E-04 3.56E-06 6.94E-07 4.03E-07 1.14E-07 371731 3754740 5.96E-07 4.81E-07 1.96E-09 3.82E-10 2.22E-10 6.29E-11
371751 3754740 1.11E-03 8.93E-04 3.45E-06 6.73E-07 3.99E-07 1.13E-07 371751 3754740 6.14E-07 4.92E-07 1.90E-09 3.71E-10 2.20E-10 6.23E-11
371771 3754740 1.15E-03 9.12E-04 3.35E-06 6.52E-07 3.95E-07 1.12E-07 371771 3754740 6.32E-07 5.03E-07 1.84E-09 3.59E-10 2.18E-10 6.17E-11
371791 3754740 1.18E-03 9.32E-04 3.25E-06 6.33E-07 3.92E-07 1.11E-07 371791 3754740 6.51E-07 5.14E-07 1.79E-09 3.49E-10 2.16E-10 6.13E-11
371811 3754740 1.21E-03 9.50E-04 3.15E-06 6.15E-07 3.90E-07 1.10E-07 371811 3754740 6.69E-07 5.24E-07 1.74E-09 3.39E-10 2.15E-10 6.09E-11
371831 3754740 1.25E-03 9.68E-04 3.07E-06 5.98E-07 3.88E-07 1.10E-07 371831 3754740 6.87E-07 5.34E-07 1.69E-09 3.30E-10 2.14E-10 6.06E-11
370571 3754760 6.66E-04 6.60E-04 3.20E-06 6.24E-07 3.16E-07 8.94E-08 370571 3754760 3.67E-07 3.64E-07 1.76E-09 3.44E-10 1.74E-10 4.93E-11
370591 3754760 6.83E-04 6.74E-04 3.44E-06 6.71E-07 3.23E-07 9.15E-08 370591 3754760 3.76E-07 3.71E-07 1.90E-09 3.70E-10 1.78E-10 5.04E-11
370611 3754760 7.00E-04 6.88E-04 3.71E-06 7.24E-07 3.31E-07 9.36E-08 370611 3754760 3.86E-07 3.79E-07 2.05E-09 3.99E-10 1.82E-10 5.16E-11
370631 3754760 7.18E-04 7.02E-04 4.02E-06 7.84E-07 3.38E-07 9.58E-08 370631 3754760 3.96E-07 3.87E-07 2.22E-09 4.32E-10 1.86E-10 5.28E-11
370651 3754760 7.36E-04 7.16E-04 4.38E-06 8.53E-07 3.45E-07 9.76E-08 370651 3754760 4.06E-07 3.95E-07 2.41E-09 4.70E-10 1.90E-10 5.38E-11
370671 3754760 7.54E-04 7.30E-04 4.79E-06 9.33E-07 3.51E-07 9.95E-08 370671 3754760 4.16E-07 4.02E-07 2.64E-09 5.14E-10 1.94E-10 5.48E-11
370691 3754760 7.73E-04 7.43E-04 5.27E-06 1.03E-06 3.58E-07 1.01E-07 370691 3754760 4.26E-07 4.10E-07 2.90E-09 5.66E-10 1.97E-10 5.59E-11
370711 3754760 7.87E-04 7.52E-04 5.81E-06 1.13E-06 3.63E-07 1.03E-07 370711 3754760 4.34E-07 4.14E-07 3.20E-09 6.24E-10 2.00E-10 5.66E-11
370731 3754760 8.05E-04 7.63E-04 6.49E-06 1.26E-06 3.65E-07 1.04E-07 370731 3754760 4.44E-07 4.21E-07 3.58E-09 6.97E-10 2.02E-10 5.71E-11
370751 3754760 8.23E-04 7.73E-04 7.33E-06 1.43E-06 3.65E-07 1.03E-07 370751 3754760 4.54E-07 4.26E-07 4.04E-09 7.87E-10 2.01E-10 5.70E-11
370771 3754760 8.35E-04 7.76E-04 8.24E-06 1.61E-06 3.57E-07 1.01E-07 370771 3754760 4.61E-07 4.28E-07 4.55E-09 8.86E-10 1.97E-10 5.58E-11
370791 3754760 8.30E-04 7.84E-04 9.55E-06 1.86E-06 3.60E-07 1.02E-07 370791 3754760 4.58E-07 4.32E-07 5.26E-09 1.03E-09 1.99E-10 5.63E-11
370811 3754760 8.50E-04 7.93E-04 1.14E-05 2.21E-06 3.65E-07 1.03E-07 370811 3754760 4.68E-07 4.37E-07 6.26E-09 1.22E-09 2.01E-10 5.70E-11
370831 3754760 8.68E-04 7.85E-04 1.39E-05 2.71E-06 3.69E-07 1.04E-07 370831 3754760 4.79E-07 4.33E-07 7.65E-09 1.49E-09 2.03E-10 5.76E-11
370851 3754760 9.16E-04 8.10E-04 1.79E-05 3.49E-06 3.77E-07 1.07E-07 370851 3754760 5.05E-07 4.47E-07 9.87E-09 1.92E-09 2.08E-10 5.88E-11
370871 3754760 9.39E-04 8.18E-04 2.44E-05 4.76E-06 3.84E-07 1.09E-07 370871 3754760 5.18E-07 4.51E-07 1.35E-08 2.63E-09 2.12E-10 6.00E-11
370891 3754760 9.63E-04 8.25E-04 3.68E-05 7.17E-06 3.93E-07 1.11E-07 370891 3754760 5.31E-07 4.55E-07 2.03E-08 3.96E-09 2.17E-10 6.13E-11
370911 3754760 9.84E-04 8.28E-04 6.39E-05 1.25E-05 3.98E-07 1.13E-07 370911 3754760 5.42E-07 4.57E-07 3.53E-08 6.87E-09 2.20E-10 6.22E-11
370931 3754760 1.00E-03 8.29E-04 1.41E-04 2.75E-05 4.07E-07 1.15E-07 370931 3754760 5.53E-07 4.57E-07 7.77E-08 1.51E-08 2.24E-10 6.35E-11
370951 3754760 1.02E-03 8.26E-04 7.77E-05 1.51E-05 4.10E-07 1.16E-07 370951 3754760 5.63E-07 4.55E-07 4.28E-08 8.35E-09 2.26E-10 6.40E-11
370971 3754760 1.04E-03 8.24E-04 1.48E-04 2.88E-05 4.28E-07 1.21E-07 370971 3754760 5.73E-07 4.54E-07 8.15E-08 1.59E-08 2.36E-10 6.68E-11
370991 3754760 1.07E-03 8.29E-04 8.32E-05 1.62E-05 4.49E-07 1.27E-07 370991 3754760 5.89E-07 4.57E-07 4.59E-08 8.94E-09 2.47E-10 7.01E-11
371011 3754760 1.08E-03 8.20E-04 5.96E-05 1.16E-05 4.53E-07 1.28E-07 371011 3754760 5.95E-07 4.52E-07 3.29E-08 6.41E-09 2.50E-10 7.07E-11
371031 3754760 1.09E-03 8.08E-04 4.58E-05 8.93E-06 4.55E-07 1.29E-07 371031 3754760 5.99E-07 4.46E-07 2.53E-08 4.92E-09 2.51E-10 7.11E-11
371051 3754760 1.09E-03 7.95E-04 3.66E-05 7.13E-06 4.58E-07 1.30E-07 371051 3754760 6.02E-07 4.38E-07 2.02E-08 3.93E-09 2.53E-10 7.16E-11
371071 3754760 1.09E-03 7.81E-04 3.02E-05 5.88E-06 4.61E-07 1.31E-07 371071 3754760 6.03E-07 4.31E-07 1.66E-08 3.24E-09 2.54E-10 7.20E-11
371091 3754760 1.09E-03 7.66E-04 2.54E-05 4.96E-06 4.65E-07 1.32E-07 371091 3754760 6.02E-07 4.22E-07 1.40E-08 2.73E-09 2.57E-10 7.27E-11
371111 3754760 1.09E-03 7.49E-04 2.21E-05 4.30E-06 4.66E-07 1.32E-07 371111 3754760 5.99E-07 4.13E-07 1.22E-08 2.37E-09 2.57E-10 7.28E-11
371131 3754760 1.08E-03 7.32E-04 1.93E-05 3.77E-06 4.68E-07 1.33E-07 371131 3754760 5.94E-07 4.04E-07 1.07E-08 2.08E-09 2.58E-10 7.31E-11
371151 3754760 1.07E-03 7.15E-04 1.72E-05 3.35E-06 4.69E-07 1.33E-07 371151 3754760 5.87E-07 3.95E-07 9.48E-09 1.85E-09 2.58E-10 7.32E-11
371171 3754760 1.05E-03 6.99E-04 1.54E-05 3.01E-06 4.69E-07 1.33E-07 371171 3754760 5.79E-07 3.85E-07 8.52E-09 1.66E-09 2.59E-10 7.33E-11
371191 3754760 1.03E-03 6.83E-04 1.40E-05 2.73E-06 4.69E-07 1.33E-07 371191 3754760 5.69E-07 3.77E-07 7.72E-09 1.50E-09 2.59E-10 7.33E-11
371211 3754760 1.01E-03 6.69E-04 1.28E-05 2.49E-06 4.69E-07 1.33E-07 371211 3754760 5.57E-07 3.69E-07 7.04E-09 1.37E-09 2.59E-10 7.32E-11
371231 3754760 9.89E-04 6.55E-04 1.17E-05 2.29E-06 4.68E-07 1.33E-07 371231 3754760 5.45E-07 3.61E-07 6.47E-09 1.26E-09 2.58E-10 7.31E-11
371251 3754760 9.66E-04 6.43E-04 1.08E-05 2.11E-06 4.67E-07 1.32E-07 371251 3754760 5.33E-07 3.55E-07 5.98E-09 1.17E-09 2.58E-10 7.30E-11
371271 3754760 9.43E-04 6.33E-04 1.01E-05 1.96E-06 4.66E-07 1.32E-07 371271 3754760 5.20E-07 3.49E-07 5.55E-09 1.08E-09 2.57E-10 7.28E-11
371291 3754760 9.20E-04 6.24E-04 9.38E-06 1.83E-06 4.65E-07 1.32E-07 371291 3754760 5.07E-07 3.44E-07 5.17E-09 1.01E-09 2.56E-10 7.26E-11
371311 3754760 8.98E-04 6.16E-04 8.78E-06 1.71E-06 4.63E-07 1.31E-07 371311 3754760 4.95E-07 3.40E-07 4.84E-09 9.43E-10 2.55E-10 7.23E-11
371331 3754760 8.78E-04 6.10E-04 8.24E-06 1.61E-06 4.61E-07 1.31E-07 371331 3754760 4.84E-07 3.37E-07 4.54E-09 8.85E-10 2.54E-10 7.20E-11
371351 3754760 8.59E-04 6.06E-04 7.75E-06 1.51E-06 4.59E-07 1.30E-07 371351 3754760 4.74E-07 3.34E-07 4.28E-09 8.33E-10 2.53E-10 7.16E-11
371371 3754760 8.43E-04 6.02E-04 7.32E-06 1.43E-06 4.56E-07 1.29E-07 371371 3754760 4.65E-07 3.32E-07 4.04E-09 7.87E-10 2.51E-10 7.12E-11
371391 3754760 8.28E-04 6.00E-04 6.93E-06 1.35E-06 4.53E-07 1.28E-07 371391 3754760 4.57E-07 3.31E-07 3.82E-09 7.44E-10 2.50E-10 7.08E-11
371411 3754760 8.16E-04 5.99E-04 6.57E-06 1.28E-06 4.50E-07 1.27E-07 371411 3754760 4.50E-07 3.30E-07 3.62E-09 7.06E-10 2.48E-10 7.03E-11
371431 3754760 8.06E-04 5.99E-04 6.25E-06 1.22E-06 4.46E-07 1.26E-07 371431 3754760 4.45E-07 3.30E-07 3.44E-09 6.71E-10 2.46E-10 6.97E-11
371451 3754760 7.99E-04 6.01E-04 5.95E-06 1.16E-06 4.43E-07 1.25E-07 371451 3754760 4.40E-07 3.31E-07 3.28E-09 6.39E-10 2.44E-10 6.91E-11
371471 3754760 7.94E-04 6.04E-04 5.67E-06 1.11E-06 4.39E-07 1.24E-07 371471 3754760 4.38E-07 3.33E-07 3.13E-09 6.10E-10 2.42E-10 6.85E-11
371491 3754760 7.90E-04 6.08E-04 5.42E-06 1.06E-06 4.35E-07 1.23E-07 371491 3754760 4.36E-07 3.35E-07 2.99E-09 5.83E-10 2.40E-10 6.79E-11
371511 3754760 7.89E-04 6.14E-04 5.19E-06 1.01E-06 4.30E-07 1.22E-07 371511 3754760 4.35E-07 3.38E-07 2.86E-09 5.58E-10 2.37E-10 6.72E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371531 3754760 7.90E-04 6.21E-04 4.97E-06 9.69E-07 4.26E-07 1.21E-07 371531 3754760 4.36E-07 3.43E-07 2.74E-09 5.34E-10 2.35E-10 6.65E-11
371551 3754760 7.94E-04 6.30E-04 4.77E-06 9.30E-07 4.21E-07 1.19E-07 371551 3754760 4.38E-07 3.47E-07 2.63E-09 5.13E-10 2.32E-10 6.58E-11
371571 3754760 8.00E-04 6.41E-04 4.58E-06 8.93E-07 4.16E-07 1.18E-07 371571 3754760 4.41E-07 3.53E-07 2.53E-09 4.93E-10 2.30E-10 6.50E-11
371591 3754760 8.08E-04 6.53E-04 4.41E-06 8.60E-07 4.12E-07 1.17E-07 371591 3754760 4.46E-07 3.60E-07 2.43E-09 4.74E-10 2.27E-10 6.43E-11
371611 3754760 8.19E-04 6.66E-04 4.25E-06 8.28E-07 4.07E-07 1.15E-07 371611 3754760 4.52E-07 3.67E-07 2.34E-09 4.56E-10 2.24E-10 6.35E-11
371631 3754760 8.32E-04 6.81E-04 4.09E-06 7.98E-07 4.02E-07 1.14E-07 371631 3754760 4.59E-07 3.75E-07 2.26E-09 4.40E-10 2.22E-10 6.28E-11
371651 3754760 8.49E-04 6.96E-04 3.95E-06 7.70E-07 3.97E-07 1.12E-07 371651 3754760 4.68E-07 3.84E-07 2.18E-09 4.24E-10 2.19E-10 6.20E-11
371671 3754760 8.68E-04 7.13E-04 3.82E-06 7.44E-07 3.92E-07 1.11E-07 371671 3754760 4.78E-07 3.93E-07 2.10E-09 4.10E-10 2.16E-10 6.13E-11
371691 3754760 8.89E-04 7.31E-04 3.69E-06 7.19E-07 3.88E-07 1.10E-07 371691 3754760 4.90E-07 4.03E-07 2.03E-09 3.97E-10 2.14E-10 6.05E-11
371711 3754760 9.13E-04 7.49E-04 3.57E-06 6.96E-07 3.83E-07 1.09E-07 371711 3754760 5.03E-07 4.13E-07 1.97E-09 3.84E-10 2.11E-10 5.99E-11
371731 3754760 9.38E-04 7.67E-04 3.46E-06 6.74E-07 3.79E-07 1.07E-07 371731 3754760 5.17E-07 4.23E-07 1.91E-09 3.72E-10 2.09E-10 5.92E-11
371751 3754760 9.65E-04 7.86E-04 3.35E-06 6.54E-07 3.75E-07 1.06E-07 371751 3754760 5.32E-07 4.33E-07 1.85E-09 3.60E-10 2.07E-10 5.86E-11
371771 3754760 9.93E-04 8.03E-04 3.25E-06 6.34E-07 3.72E-07 1.05E-07 371771 3754760 5.47E-07 4.43E-07 1.79E-09 3.50E-10 2.05E-10 5.81E-11
371791 3754760 1.02E-03 8.21E-04 3.16E-06 6.16E-07 3.69E-07 1.04E-07 371791 3754760 5.63E-07 4.53E-07 1.74E-09 3.39E-10 2.03E-10 5.76E-11
371811 3754760 1.05E-03 8.39E-04 3.07E-06 5.98E-07 3.66E-07 1.04E-07 371811 3754760 5.79E-07 4.62E-07 1.69E-09 3.30E-10 2.02E-10 5.72E-11
371831 3754760 1.08E-03 8.55E-04 2.98E-06 5.82E-07 3.64E-07 1.03E-07 371831 3754760 5.95E-07 4.72E-07 1.65E-09 3.21E-10 2.01E-10 5.68E-11
370571 3754780 6.35E-04 6.25E-04 3.06E-06 5.97E-07 3.05E-07 8.63E-08 370571 3754780 3.50E-07 3.45E-07 1.69E-09 3.29E-10 1.68E-10 4.76E-11
370591 3754780 6.50E-04 6.38E-04 3.29E-06 6.40E-07 3.12E-07 8.83E-08 370591 3754780 3.58E-07 3.52E-07 1.81E-09 3.53E-10 1.72E-10 4.87E-11
370611 3754780 6.65E-04 6.50E-04 3.54E-06 6.89E-07 3.19E-07 9.02E-08 370611 3754780 3.67E-07 3.58E-07 1.95E-09 3.80E-10 1.76E-10 4.98E-11
370631 3754780 6.81E-04 6.62E-04 3.82E-06 7.44E-07 3.26E-07 9.22E-08 370631 3754780 3.76E-07 3.65E-07 2.11E-09 4.10E-10 1.80E-10 5.08E-11
370651 3754780 6.98E-04 6.74E-04 4.14E-06 8.08E-07 3.32E-07 9.40E-08 370651 3754780 3.85E-07 3.72E-07 2.28E-09 4.45E-10 1.83E-10 5.18E-11
370671 3754780 7.14E-04 6.86E-04 4.52E-06 8.80E-07 3.37E-07 9.55E-08 370671 3754780 3.94E-07 3.78E-07 2.49E-09 4.85E-10 1.86E-10 5.26E-11
370691 3754780 7.31E-04 6.98E-04 4.95E-06 9.65E-07 3.43E-07 9.73E-08 370691 3754780 4.03E-07 3.85E-07 2.73E-09 5.32E-10 1.89E-10 5.36E-11
370711 3754780 7.43E-04 7.04E-04 5.43E-06 1.06E-06 3.47E-07 9.84E-08 370711 3754780 4.10E-07 3.88E-07 3.00E-09 5.84E-10 1.92E-10 5.42E-11
370731 3754780 7.59E-04 7.13E-04 6.04E-06 1.18E-06 3.48E-07 9.86E-08 370731 3754780 4.18E-07 3.93E-07 3.33E-09 6.49E-10 1.92E-10 5.44E-11
370751 3754780 7.75E-04 7.22E-04 6.78E-06 1.32E-06 3.47E-07 9.84E-08 370751 3754780 4.27E-07 3.98E-07 3.74E-09 7.28E-10 1.92E-10 5.43E-11
370771 3754780 7.86E-04 7.24E-04 7.59E-06 1.48E-06 3.41E-07 9.66E-08 370771 3754780 4.33E-07 3.99E-07 4.19E-09 8.16E-10 1.88E-10 5.33E-11
370791 3754780 8.01E-04 7.30E-04 8.73E-06 1.70E-06 3.44E-07 9.73E-08 370791 3754780 4.42E-07 4.03E-07 4.81E-09 9.38E-10 1.89E-10 5.37E-11
370811 3754780 7.96E-04 7.36E-04 1.03E-05 2.00E-06 3.47E-07 9.82E-08 370811 3754780 4.39E-07 4.06E-07 5.65E-09 1.10E-09 1.91E-10 5.42E-11
370831 3754780 8.14E-04 7.43E-04 1.24E-05 2.42E-06 3.52E-07 9.96E-08 370831 3754780 4.49E-07 4.10E-07 6.85E-09 1.33E-09 1.94E-10 5.49E-11
370851 3754780 8.55E-04 7.50E-04 1.57E-05 3.06E-06 3.58E-07 1.02E-07 370851 3754780 4.72E-07 4.13E-07 8.66E-09 1.69E-09 1.98E-10 5.60E-11
370871 3754780 8.76E-04 7.56E-04 2.10E-05 4.09E-06 3.66E-07 1.04E-07 370871 3754780 4.83E-07 4.17E-07 1.16E-08 2.26E-09 2.02E-10 5.72E-11
370891 3754780 8.92E-04 7.58E-04 3.02E-05 5.88E-06 3.70E-07 1.05E-07 370891 3754780 4.92E-07 4.18E-07 1.66E-08 3.24E-09 2.04E-10 5.78E-11
370911 3754780 9.10E-04 7.60E-04 5.02E-05 9.79E-06 3.75E-07 1.06E-07 370911 3754780 5.02E-07 4.19E-07 2.77E-08 5.40E-09 2.07E-10 5.86E-11
370931 3754780 9.26E-04 7.59E-04 6.51E-05 1.27E-05 3.82E-07 1.08E-07 370931 3754780 5.11E-07 4.19E-07 3.59E-08 6.99E-09 2.11E-10 5.97E-11
370951 3754780 9.39E-04 7.55E-04 3.93E-05 7.66E-06 3.86E-07 1.09E-07 370951 3754780 5.18E-07 4.16E-07 2.17E-08 4.23E-09 2.13E-10 6.03E-11
370971 3754780 9.51E-04 7.50E-04 1.23E-04 2.40E-05 3.93E-07 1.11E-07 370971 3754780 5.25E-07 4.14E-07 6.80E-08 1.32E-08 2.17E-10 6.14E-11
370991 3754780 9.77E-04 7.55E-04 6.96E-05 1.36E-05 4.22E-07 1.20E-07 370991 3754780 5.39E-07 4.16E-07 3.84E-08 7.48E-09 2.33E-10 6.59E-11
371011 3754780 9.85E-04 7.46E-04 5.04E-05 9.82E-06 4.26E-07 1.21E-07 371011 3754780 5.43E-07 4.11E-07 2.78E-08 5.41E-09 2.35E-10 6.65E-11
371031 3754780 9.90E-04 7.35E-04 3.93E-05 7.66E-06 4.28E-07 1.21E-07 371031 3754780 5.46E-07 4.05E-07 2.17E-08 4.22E-09 2.36E-10 6.69E-11
371051 3754780 9.92E-04 7.23E-04 3.17E-05 6.18E-06 4.32E-07 1.22E-07 371051 3754780 5.47E-07 3.99E-07 1.75E-08 3.41E-09 2.38E-10 6.74E-11
371071 3754780 9.91E-04 7.10E-04 2.65E-05 5.17E-06 4.35E-07 1.23E-07 371071 3754780 5.47E-07 3.91E-07 1.46E-08 2.85E-09 2.40E-10 6.79E-11
371091 3754780 9.88E-04 6.96E-04 2.26E-05 4.41E-06 4.37E-07 1.24E-07 371091 3754780 5.45E-07 3.84E-07 1.25E-08 2.43E-09 2.41E-10 6.83E-11
371111 3754780 9.81E-04 6.81E-04 1.98E-05 3.87E-06 4.38E-07 1.24E-07 371111 3754780 5.41E-07 3.75E-07 1.09E-08 2.13E-09 2.41E-10 6.84E-11
371131 3754780 9.71E-04 6.66E-04 1.76E-05 3.43E-06 4.38E-07 1.24E-07 371131 3754780 5.35E-07 3.67E-07 9.70E-09 1.89E-09 2.42E-10 6.84E-11
371151 3754780 9.58E-04 6.51E-04 1.57E-05 3.07E-06 4.39E-07 1.24E-07 371151 3754780 5.28E-07 3.59E-07 8.68E-09 1.69E-09 2.42E-10 6.85E-11
371171 3754780 9.43E-04 6.36E-04 1.42E-05 2.77E-06 4.40E-07 1.24E-07 371171 3754780 5.20E-07 3.51E-07 7.84E-09 1.53E-09 2.42E-10 6.86E-11
371191 3754780 9.27E-04 6.23E-04 1.29E-05 2.52E-06 4.40E-07 1.25E-07 371191 3754780 5.11E-07 3.43E-07 7.13E-09 1.39E-09 2.43E-10 6.87E-11
371211 3754780 9.08E-04 6.10E-04 1.18E-05 2.31E-06 4.40E-07 1.25E-07 371211 3754780 5.01E-07 3.36E-07 6.53E-09 1.27E-09 2.43E-10 6.87E-11
371231 3754780 8.89E-04 5.98E-04 1.09E-05 2.13E-06 4.39E-07 1.24E-07 371231 3754780 4.90E-07 3.30E-07 6.03E-09 1.17E-09 2.42E-10 6.86E-11
371251 3754780 8.68E-04 5.88E-04 1.01E-05 1.97E-06 4.39E-07 1.24E-07 371251 3754780 4.79E-07 3.24E-07 5.59E-09 1.09E-09 2.42E-10 6.85E-11
371271 3754780 8.48E-04 5.79E-04 9.43E-06 1.84E-06 4.38E-07 1.24E-07 371271 3754780 4.68E-07 3.19E-07 5.20E-09 1.01E-09 2.41E-10 6.83E-11
371291 3754780 8.28E-04 5.70E-04 8.82E-06 1.72E-06 4.36E-07 1.24E-07 371291 3754780 4.57E-07 3.15E-07 4.86E-09 9.48E-10 2.40E-10 6.81E-11
371311 3754780 8.09E-04 5.64E-04 8.27E-06 1.61E-06 4.35E-07 1.23E-07 371311 3754780 4.46E-07 3.11E-07 4.56E-09 8.89E-10 2.40E-10 6.79E-11
371331 3754780 7.91E-04 5.58E-04 7.79E-06 1.52E-06 4.33E-07 1.23E-07 371331 3754780 4.36E-07 3.08E-07 4.29E-09 8.37E-10 2.39E-10 6.76E-11
371351 3754780 7.75E-04 5.54E-04 7.35E-06 1.43E-06 4.31E-07 1.22E-07 371351 3754780 4.27E-07 3.05E-07 4.05E-09 7.89E-10 2.37E-10 6.72E-11
371371 3754780 7.61E-04 5.50E-04 6.95E-06 1.35E-06 4.28E-07 1.21E-07 371371 3754780 4.19E-07 3.03E-07 3.83E-09 7.47E-10 2.36E-10 6.69E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371391 3754780 7.48E-04 5.48E-04 6.59E-06 1.28E-06 4.26E-07 1.21E-07 371391 3754780 4.12E-07 3.02E-07 3.63E-09 7.08E-10 2.35E-10 6.65E-11
371411 3754780 7.37E-04 5.47E-04 6.26E-06 1.22E-06 4.23E-07 1.20E-07 371411 3754780 4.06E-07 3.01E-07 3.45E-09 6.73E-10 2.33E-10 6.60E-11
371431 3754780 7.29E-04 5.46E-04 5.96E-06 1.16E-06 4.20E-07 1.19E-07 371431 3754780 4.02E-07 3.01E-07 3.29E-09 6.40E-10 2.31E-10 6.55E-11
371451 3754780 7.22E-04 5.47E-04 5.68E-06 1.11E-06 4.16E-07 1.18E-07 371451 3754780 3.98E-07 3.02E-07 3.13E-09 6.11E-10 2.30E-10 6.50E-11
371471 3754780 7.17E-04 5.49E-04 5.43E-06 1.06E-06 4.13E-07 1.17E-07 371471 3754780 3.95E-07 3.03E-07 2.99E-09 5.83E-10 2.28E-10 6.45E-11
371491 3754780 7.13E-04 5.52E-04 5.20E-06 1.01E-06 4.09E-07 1.16E-07 371491 3754780 3.93E-07 3.04E-07 2.86E-09 5.58E-10 2.26E-10 6.39E-11
371511 3754780 7.11E-04 5.56E-04 4.98E-06 9.70E-07 4.05E-07 1.15E-07 371511 3754780 3.92E-07 3.06E-07 2.74E-09 5.35E-10 2.23E-10 6.33E-11
371531 3754780 7.11E-04 5.61E-04 4.77E-06 9.30E-07 4.01E-07 1.14E-07 371531 3754780 3.92E-07 3.09E-07 2.63E-09 5.13E-10 2.21E-10 6.26E-11
371551 3754780 7.13E-04 5.68E-04 4.59E-06 8.94E-07 3.97E-07 1.12E-07 371551 3754780 3.93E-07 3.13E-07 2.53E-09 4.93E-10 2.19E-10 6.20E-11
371571 3754780 7.17E-04 5.76E-04 4.41E-06 8.60E-07 3.93E-07 1.11E-07 371571 3754780 3.95E-07 3.17E-07 2.43E-09 4.74E-10 2.16E-10 6.13E-11
371591 3754780 7.23E-04 5.85E-04 4.25E-06 8.28E-07 3.88E-07 1.10E-07 371591 3754780 3.99E-07 3.23E-07 2.34E-09 4.57E-10 2.14E-10 6.06E-11
371611 3754780 7.31E-04 5.96E-04 4.10E-06 7.98E-07 3.84E-07 1.09E-07 371611 3754780 4.03E-07 3.28E-07 2.26E-09 4.40E-10 2.12E-10 5.99E-11
371631 3754780 7.40E-04 6.07E-04 3.95E-06 7.70E-07 3.79E-07 1.07E-07 371631 3754780 4.08E-07 3.35E-07 2.18E-09 4.25E-10 2.09E-10 5.92E-11
371651 3754780 7.52E-04 6.20E-04 3.82E-06 7.44E-07 3.75E-07 1.06E-07 371651 3754780 4.15E-07 3.42E-07 2.10E-09 4.10E-10 2.07E-10 5.85E-11
371671 3754780 7.67E-04 6.34E-04 3.69E-06 7.19E-07 3.70E-07 1.05E-07 371671 3754780 4.23E-07 3.49E-07 2.03E-09 3.96E-10 2.04E-10 5.79E-11
371691 3754780 7.83E-04 6.48E-04 3.57E-06 6.96E-07 3.66E-07 1.04E-07 371691 3754780 4.32E-07 3.57E-07 1.97E-09 3.84E-10 2.02E-10 5.72E-11
371711 3754780 8.01E-04 6.63E-04 3.46E-06 6.74E-07 3.62E-07 1.03E-07 371711 3754780 4.42E-07 3.66E-07 1.91E-09 3.72E-10 2.00E-10 5.65E-11
371731 3754780 8.22E-04 6.79E-04 3.35E-06 6.53E-07 3.58E-07 1.01E-07 371731 3754780 4.53E-07 3.74E-07 1.85E-09 3.60E-10 1.97E-10 5.59E-11
371751 3754780 8.43E-04 6.95E-04 3.25E-06 6.33E-07 3.54E-07 1.00E-07 371751 3754780 4.65E-07 3.83E-07 1.79E-09 3.49E-10 1.95E-10 5.53E-11
371771 3754780 8.66E-04 7.11E-04 3.15E-06 6.15E-07 3.51E-07 9.94E-08 371771 3754780 4.78E-07 3.92E-07 1.74E-09 3.39E-10 1.93E-10 5.48E-11
371791 3754780 8.90E-04 7.27E-04 3.06E-06 5.97E-07 3.48E-07 9.85E-08 371791 3754780 4.91E-07 4.01E-07 1.69E-09 3.29E-10 1.92E-10 5.43E-11
371811 3754780 9.15E-04 7.43E-04 2.98E-06 5.81E-07 3.45E-07 9.77E-08 371811 3754780 5.04E-07 4.10E-07 1.64E-09 3.20E-10 1.90E-10 5.39E-11
371831 3754780 9.39E-04 7.58E-04 2.90E-06 5.65E-07 3.42E-07 9.70E-08 371831 3754780 5.18E-07 4.18E-07 1.60E-09 3.11E-10 1.89E-10 5.35E-11
370571 3754800 6.05E-04 5.93E-04 2.93E-06 5.70E-07 2.95E-07 8.34E-08 370571 3754800 3.34E-07 3.27E-07 1.61E-09 3.14E-10 1.62E-10 4.60E-11
370591 3754800 6.19E-04 6.04E-04 3.13E-06 6.10E-07 3.01E-07 8.52E-08 370591 3754800 3.41E-07 3.33E-07 1.73E-09 3.36E-10 1.66E-10 4.70E-11
370611 3754800 6.33E-04 6.15E-04 3.36E-06 6.54E-07 3.07E-07 8.70E-08 370611 3754800 3.49E-07 3.39E-07 1.85E-09 3.61E-10 1.69E-10 4.80E-11
370631 3754800 6.47E-04 6.25E-04 3.62E-06 7.05E-07 3.13E-07 8.88E-08 370631 3754800 3.57E-07 3.45E-07 1.99E-09 3.88E-10 1.73E-10 4.90E-11
370651 3754800 6.62E-04 6.36E-04 3.91E-06 7.62E-07 3.19E-07 9.04E-08 370651 3754800 3.65E-07 3.50E-07 2.16E-09 4.20E-10 1.76E-10 4.98E-11
370671 3754800 6.77E-04 6.46E-04 4.24E-06 8.27E-07 3.24E-07 9.19E-08 370671 3754800 3.73E-07 3.56E-07 2.34E-09 4.56E-10 1.79E-10 5.07E-11
370691 3754800 6.92E-04 6.55E-04 4.63E-06 9.02E-07 3.30E-07 9.34E-08 370691 3754800 3.81E-07 3.61E-07 2.55E-09 4.98E-10 1.82E-10 5.15E-11
370711 3754800 7.02E-04 6.61E-04 5.05E-06 9.85E-07 3.33E-07 9.43E-08 370711 3754800 3.87E-07 3.64E-07 2.79E-09 5.43E-10 1.84E-10 5.20E-11
370731 3754800 7.15E-04 6.67E-04 5.57E-06 1.09E-06 3.31E-07 9.37E-08 370731 3754800 3.94E-07 3.68E-07 3.07E-09 5.99E-10 1.82E-10 5.17E-11
370751 3754800 7.29E-04 6.74E-04 6.21E-06 1.21E-06 3.29E-07 9.32E-08 370751 3754800 4.02E-07 3.72E-07 3.42E-09 6.67E-10 1.81E-10 5.14E-11
370771 3754800 7.38E-04 6.75E-04 6.89E-06 1.34E-06 3.25E-07 9.20E-08 370771 3754800 4.07E-07 3.72E-07 3.80E-09 7.41E-10 1.79E-10 5.07E-11
370791 3754800 7.52E-04 6.80E-04 7.84E-06 1.53E-06 3.27E-07 9.26E-08 370791 3754800 4.15E-07 3.75E-07 4.32E-09 8.42E-10 1.80E-10 5.11E-11
370811 3754800 7.47E-04 6.85E-04 9.08E-06 1.77E-06 3.30E-07 9.35E-08 370811 3754800 4.12E-07 3.77E-07 5.01E-09 9.76E-10 1.82E-10 5.16E-11
370831 3754800 7.81E-04 6.89E-04 1.08E-05 2.10E-06 3.34E-07 9.45E-08 370831 3754800 4.31E-07 3.80E-07 5.94E-09 1.16E-09 1.84E-10 5.21E-11
370851 3754800 7.99E-04 6.95E-04 1.33E-05 2.59E-06 3.42E-07 9.68E-08 370851 3754800 4.41E-07 3.83E-07 7.33E-09 1.43E-09 1.88E-10 5.34E-11
370871 3754800 8.17E-04 7.00E-04 1.70E-05 3.32E-06 3.50E-07 9.90E-08 370871 3754800 4.51E-07 3.86E-07 9.39E-09 1.83E-09 1.93E-10 5.46E-11
370891 3754800 8.30E-04 6.99E-04 2.27E-05 4.42E-06 3.51E-07 9.95E-08 370891 3754800 4.57E-07 3.86E-07 1.25E-08 2.44E-09 1.94E-10 5.48E-11
370911 3754800 8.43E-04 6.99E-04 3.26E-05 6.35E-06 3.55E-07 1.01E-07 370911 3754800 4.65E-07 3.85E-07 1.80E-08 3.50E-09 1.96E-10 5.54E-11
370931 3754800 8.55E-04 6.97E-04 4.86E-05 9.46E-06 3.59E-07 1.02E-07 370931 3754800 4.72E-07 3.84E-07 2.68E-08 5.22E-09 1.98E-10 5.61E-11
370951 3754800 8.65E-04 6.92E-04 5.69E-05 1.11E-05 3.63E-07 1.03E-07 370951 3754800 4.77E-07 3.82E-07 3.14E-08 6.11E-09 2.00E-10 5.68E-11
370971 3754800 8.74E-04 6.86E-04 5.71E-05 1.11E-05 3.66E-07 1.04E-07 370971 3754800 4.82E-07 3.78E-07 3.15E-08 6.13E-09 2.02E-10 5.72E-11
370991 3754800 8.96E-04 6.90E-04 4.34E-05 8.45E-06 3.98E-07 1.13E-07 370991 3754800 4.94E-07 3.81E-07 2.39E-08 4.66E-09 2.20E-10 6.22E-11
371011 3754800 9.01E-04 6.81E-04 3.55E-05 6.92E-06 4.02E-07 1.14E-07 371011 3754800 4.97E-07 3.76E-07 1.96E-08 3.82E-09 2.22E-10 6.27E-11
371031 3754800 9.03E-04 6.71E-04 2.98E-05 5.80E-06 4.04E-07 1.14E-07 371031 3754800 4.98E-07 3.70E-07 1.64E-08 3.20E-09 2.23E-10 6.31E-11
371051 3754800 9.04E-04 6.60E-04 2.51E-05 4.90E-06 4.08E-07 1.15E-07 371051 3754800 4.98E-07 3.64E-07 1.39E-08 2.70E-09 2.25E-10 6.36E-11
371071 3754800 9.01E-04 6.47E-04 2.18E-05 4.25E-06 4.09E-07 1.16E-07 371071 3754800 4.97E-07 3.57E-07 1.20E-08 2.34E-09 2.26E-10 6.39E-11
371091 3754800 8.96E-04 6.35E-04 1.91E-05 3.72E-06 4.12E-07 1.17E-07 371091 3754800 4.94E-07 3.50E-07 1.05E-08 2.05E-09 2.27E-10 6.43E-11
371111 3754800 8.88E-04 6.21E-04 1.71E-05 3.33E-06 4.12E-07 1.17E-07 371111 3754800 4.90E-07 3.43E-07 9.41E-09 1.83E-09 2.27E-10 6.43E-11
371131 3754800 8.78E-04 6.08E-04 1.53E-05 2.99E-06 4.12E-07 1.17E-07 371131 3754800 4.84E-07 3.35E-07 8.46E-09 1.65E-09 2.27E-10 6.44E-11
371151 3754800 8.66E-04 5.95E-04 1.39E-05 2.71E-06 4.13E-07 1.17E-07 371151 3754800 4.77E-07 3.28E-07 7.67E-09 1.49E-09 2.27E-10 6.44E-11
371171 3754800 8.52E-04 5.82E-04 1.27E-05 2.47E-06 4.13E-07 1.17E-07 371171 3754800 4.70E-07 3.21E-07 7.00E-09 1.36E-09 2.28E-10 6.45E-11
371191 3754800 8.37E-04 5.70E-04 1.16E-05 2.27E-06 4.14E-07 1.17E-07 371191 3754800 4.61E-07 3.14E-07 6.42E-09 1.25E-09 2.28E-10 6.46E-11
371211 3754800 8.20E-04 5.59E-04 1.08E-05 2.10E-06 4.14E-07 1.17E-07 371211 3754800 4.52E-07 3.08E-07 5.93E-09 1.16E-09 2.28E-10 6.46E-11
371231 3754800 8.02E-04 5.48E-04 9.98E-06 1.95E-06 4.13E-07 1.17E-07 371231 3754800 4.42E-07 3.02E-07 5.50E-09 1.07E-09 2.28E-10 6.45E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371251 3754800 7.84E-04 5.39E-04 9.31E-06 1.81E-06 4.12E-07 1.17E-07 371251 3754800 4.32E-07 2.97E-07 5.13E-09 1.00E-09 2.27E-10 6.44E-11
371271 3754800 7.66E-04 5.31E-04 8.71E-06 1.70E-06 4.11E-07 1.17E-07 371271 3754800 4.23E-07 2.93E-07 4.80E-09 9.36E-10 2.27E-10 6.42E-11
371291 3754800 7.49E-04 5.23E-04 8.18E-06 1.59E-06 4.10E-07 1.16E-07 371291 3754800 4.13E-07 2.89E-07 4.51E-09 8.79E-10 2.26E-10 6.41E-11
371311 3754800 7.32E-04 5.17E-04 7.70E-06 1.50E-06 4.09E-07 1.16E-07 371311 3754800 4.04E-07 2.85E-07 4.24E-09 8.27E-10 2.25E-10 6.38E-11
371331 3754800 7.17E-04 5.12E-04 7.27E-06 1.42E-06 4.07E-07 1.15E-07 371331 3754800 3.95E-07 2.82E-07 4.01E-09 7.81E-10 2.24E-10 6.36E-11
371351 3754800 7.02E-04 5.08E-04 6.88E-06 1.34E-06 4.05E-07 1.15E-07 371351 3754800 3.87E-07 2.80E-07 3.79E-09 7.39E-10 2.23E-10 6.33E-11
371371 3754800 6.90E-04 5.05E-04 6.53E-06 1.27E-06 4.03E-07 1.14E-07 371371 3754800 3.80E-07 2.78E-07 3.60E-09 7.01E-10 2.22E-10 6.29E-11
371391 3754800 6.79E-04 5.03E-04 6.21E-06 1.21E-06 4.01E-07 1.13E-07 371391 3754800 3.74E-07 2.77E-07 3.42E-09 6.67E-10 2.21E-10 6.26E-11
371411 3754800 6.69E-04 5.01E-04 5.91E-06 1.15E-06 3.98E-07 1.13E-07 371411 3754800 3.69E-07 2.76E-07 3.26E-09 6.35E-10 2.19E-10 6.22E-11
371431 3754800 6.61E-04 5.00E-04 5.64E-06 1.10E-06 3.95E-07 1.12E-07 371431 3754800 3.65E-07 2.76E-07 3.11E-09 6.06E-10 2.18E-10 6.17E-11
371451 3754800 6.55E-04 5.01E-04 5.39E-06 1.05E-06 3.92E-07 1.11E-07 371451 3754800 3.61E-07 2.76E-07 2.97E-09 5.79E-10 2.16E-10 6.13E-11
371471 3754800 6.50E-04 5.02E-04 5.16E-06 1.01E-06 3.89E-07 1.10E-07 371471 3754800 3.58E-07 2.77E-07 2.84E-09 5.54E-10 2.15E-10 6.08E-11
371491 3754800 6.47E-04 5.04E-04 4.94E-06 9.64E-07 3.86E-07 1.09E-07 371491 3754800 3.57E-07 2.78E-07 2.73E-09 5.31E-10 2.13E-10 6.02E-11
371511 3754800 6.45E-04 5.06E-04 4.74E-06 9.25E-07 3.82E-07 1.08E-07 371511 3754800 3.55E-07 2.79E-07 2.62E-09 5.10E-10 2.11E-10 5.97E-11
371531 3754800 6.44E-04 5.10E-04 4.56E-06 8.88E-07 3.79E-07 1.07E-07 371531 3754800 3.55E-07 2.81E-07 2.51E-09 4.90E-10 2.09E-10 5.91E-11
371551 3754800 6.45E-04 5.15E-04 4.39E-06 8.55E-07 3.75E-07 1.06E-07 371551 3754800 3.55E-07 2.84E-07 2.42E-09 4.71E-10 2.07E-10 5.85E-11
371571 3754800 6.47E-04 5.21E-04 4.23E-06 8.23E-07 3.71E-07 1.05E-07 371571 3754800 3.57E-07 2.87E-07 2.33E-09 4.54E-10 2.05E-10 5.79E-11
371591 3754800 6.51E-04 5.28E-04 4.07E-06 7.94E-07 3.67E-07 1.04E-07 371591 3754800 3.59E-07 2.91E-07 2.25E-09 4.38E-10 2.02E-10 5.73E-11
371611 3754800 6.56E-04 5.36E-04 3.93E-06 7.66E-07 3.63E-07 1.03E-07 371611 3754800 3.62E-07 2.96E-07 2.17E-09 4.22E-10 2.00E-10 5.67E-11
371631 3754800 6.63E-04 5.45E-04 3.80E-06 7.40E-07 3.59E-07 1.02E-07 371631 3754800 3.66E-07 3.01E-07 2.09E-09 4.08E-10 1.98E-10 5.60E-11
371651 3754800 6.72E-04 5.55E-04 3.67E-06 7.15E-07 3.55E-07 1.00E-07 371651 3754800 3.71E-07 3.06E-07 2.02E-09 3.94E-10 1.96E-10 5.54E-11
371671 3754800 6.83E-04 5.67E-04 3.55E-06 6.92E-07 3.51E-07 9.93E-08 371671 3754800 3.76E-07 3.12E-07 1.96E-09 3.82E-10 1.93E-10 5.48E-11
371691 3754800 6.95E-04 5.78E-04 3.44E-06 6.70E-07 3.47E-07 9.82E-08 371691 3754800 3.83E-07 3.19E-07 1.90E-09 3.70E-10 1.91E-10 5.41E-11
371711 3754800 7.09E-04 5.91E-04 3.33E-06 6.50E-07 3.43E-07 9.71E-08 371711 3754800 3.91E-07 3.26E-07 1.84E-09 3.58E-10 1.89E-10 5.35E-11
371731 3754800 7.25E-04 6.04E-04 3.23E-06 6.30E-07 3.39E-07 9.60E-08 371731 3754800 4.00E-07 3.33E-07 1.78E-09 3.47E-10 1.87E-10 5.29E-11
371751 3754800 7.43E-04 6.18E-04 3.14E-06 6.12E-07 3.35E-07 9.50E-08 371751 3754800 4.10E-07 3.41E-07 1.73E-09 3.37E-10 1.85E-10 5.24E-11
371771 3754800 7.61E-04 6.32E-04 3.05E-06 5.94E-07 3.32E-07 9.40E-08 371771 3754800 4.20E-07 3.49E-07 1.68E-09 3.28E-10 1.83E-10 5.18E-11
371791 3754800 7.81E-04 6.46E-04 2.96E-06 5.77E-07 3.29E-07 9.31E-08 371791 3754800 4.31E-07 3.56E-07 1.63E-09 3.18E-10 1.81E-10 5.13E-11
371811 3754800 8.01E-04 6.60E-04 2.88E-06 5.62E-07 3.26E-07 9.23E-08 371811 3754800 4.42E-07 3.64E-07 1.59E-09 3.10E-10 1.80E-10 5.09E-11
371831 3754800 8.23E-04 6.74E-04 2.80E-06 5.46E-07 3.23E-07 9.16E-08 371831 3754800 4.54E-07 3.72E-07 1.55E-09 3.01E-10 1.78E-10 5.05E-11
370571 3754820 5.78E-04 5.63E-04 2.79E-06 5.43E-07 2.85E-07 8.06E-08 370571 3754820 3.19E-07 3.10E-07 1.54E-09 3.00E-10 1.57E-10 4.45E-11
370591 3754820 5.90E-04 5.72E-04 2.97E-06 5.79E-07 2.90E-07 8.23E-08 370591 3754820 3.25E-07 3.15E-07 1.64E-09 3.19E-10 1.60E-10 4.54E-11
370611 3754820 6.02E-04 5.81E-04 3.18E-06 6.19E-07 2.96E-07 8.39E-08 370611 3754820 3.32E-07 3.21E-07 1.75E-09 3.41E-10 1.63E-10 4.63E-11
370631 3754820 6.15E-04 5.91E-04 3.41E-06 6.65E-07 3.02E-07 8.55E-08 370631 3754820 3.39E-07 3.26E-07 1.88E-09 3.66E-10 1.66E-10 4.71E-11
370651 3754820 6.28E-04 6.00E-04 3.67E-06 7.16E-07 3.07E-07 8.68E-08 370651 3754820 3.46E-07 3.31E-07 2.02E-09 3.95E-10 1.69E-10 4.79E-11
370671 3754820 6.41E-04 6.08E-04 3.97E-06 7.73E-07 3.12E-07 8.83E-08 370671 3754820 3.54E-07 3.35E-07 2.19E-09 4.26E-10 1.72E-10 4.87E-11
370691 3754820 6.55E-04 6.16E-04 4.31E-06 8.39E-07 3.17E-07 8.97E-08 370691 3754820 3.61E-07 3.40E-07 2.37E-09 4.63E-10 1.75E-10 4.94E-11
370711 3754820 6.63E-04 6.20E-04 4.67E-06 9.10E-07 3.19E-07 9.04E-08 370711 3754820 3.66E-07 3.42E-07 2.58E-09 5.02E-10 1.76E-10 4.98E-11
370731 3754820 6.74E-04 6.24E-04 5.10E-06 9.95E-07 3.12E-07 8.83E-08 370731 3754820 3.71E-07 3.44E-07 2.81E-09 5.48E-10 1.72E-10 4.87E-11
370751 3754820 6.85E-04 6.29E-04 5.63E-06 1.10E-06 3.11E-07 8.81E-08 370751 3754820 3.78E-07 3.47E-07 3.10E-09 6.05E-10 1.71E-10 4.86E-11
370771 3754820 6.93E-04 6.29E-04 6.16E-06 1.20E-06 3.07E-07 8.71E-08 370771 3754820 3.82E-07 3.47E-07 3.40E-09 6.62E-10 1.70E-10 4.80E-11
370791 3754820 7.06E-04 6.34E-04 6.94E-06 1.35E-06 3.11E-07 8.81E-08 370791 3754820 3.89E-07 3.49E-07 3.83E-09 7.46E-10 1.72E-10 4.86E-11
370811 3754820 7.19E-04 6.38E-04 7.94E-06 1.55E-06 3.15E-07 8.93E-08 370811 3754820 3.97E-07 3.52E-07 4.38E-09 8.53E-10 1.74E-10 4.92E-11
370831 3754820 7.32E-04 6.41E-04 9.20E-06 1.79E-06 3.19E-07 9.04E-08 370831 3754820 4.04E-07 3.53E-07 5.07E-09 9.89E-10 1.76E-10 4.98E-11
370851 3754820 7.50E-04 6.48E-04 1.10E-05 2.15E-06 3.29E-07 9.32E-08 370851 3754820 4.13E-07 3.57E-07 6.09E-09 1.19E-09 1.81E-10 5.14E-11
370871 3754820 7.61E-04 6.47E-04 1.32E-05 2.58E-06 3.31E-07 9.37E-08 370871 3754820 4.19E-07 3.57E-07 7.30E-09 1.42E-09 1.82E-10 5.16E-11
370891 3754820 7.71E-04 6.46E-04 1.62E-05 3.15E-06 3.33E-07 9.42E-08 370891 3754820 4.25E-07 3.56E-07 8.92E-09 1.74E-09 1.83E-10 5.20E-11
370911 3754820 7.81E-04 6.44E-04 1.99E-05 3.87E-06 3.36E-07 9.51E-08 370911 3754820 4.31E-07 3.55E-07 1.09E-08 2.13E-09 1.85E-10 5.24E-11
370931 3754820 7.91E-04 6.41E-04 2.31E-05 4.50E-06 3.39E-07 9.60E-08 370931 3754820 4.36E-07 3.54E-07 1.27E-08 2.48E-09 1.87E-10 5.29E-11
370951 3754820 7.99E-04 6.36E-04 2.35E-05 4.57E-06 3.42E-07 9.68E-08 370951 3754820 4.40E-07 3.51E-07 1.29E-08 2.52E-09 1.88E-10 5.34E-11
370971 3754820 8.04E-04 6.30E-04 2.32E-05 4.52E-06 3.44E-07 9.74E-08 370971 3754820 4.43E-07 3.47E-07 1.28E-08 2.49E-09 1.90E-10 5.37E-11
370991 3754820 8.23E-04 6.33E-04 2.27E-05 4.42E-06 3.76E-07 1.06E-07 370991 3754820 4.54E-07 3.49E-07 1.25E-08 2.44E-09 2.07E-10 5.87E-11
371011 3754820 8.26E-04 6.24E-04 2.16E-05 4.22E-06 3.79E-07 1.07E-07 371011 3754820 4.55E-07 3.44E-07 1.19E-08 2.32E-09 2.09E-10 5.93E-11
371031 3754820 8.26E-04 6.15E-04 2.01E-05 3.91E-06 3.82E-07 1.08E-07 371031 3754820 4.56E-07 3.39E-07 1.11E-08 2.16E-09 2.11E-10 5.96E-11
371051 3754820 8.25E-04 6.04E-04 1.83E-05 3.57E-06 3.85E-07 1.09E-07 371051 3754820 4.55E-07 3.33E-07 1.01E-08 1.97E-09 2.12E-10 6.01E-11
371071 3754820 8.21E-04 5.93E-04 1.67E-05 3.26E-06 3.86E-07 1.09E-07 371071 3754820 4.53E-07 3.27E-07 9.21E-09 1.79E-09 2.13E-10 6.03E-11
371091 3754820 8.15E-04 5.81E-04 1.52E-05 2.96E-06 3.88E-07 1.10E-07 371091 3754820 4.50E-07 3.21E-07 8.37E-09 1.63E-09 2.14E-10 6.06E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371111 3754820 8.07E-04 5.69E-04 1.40E-05 2.73E-06 3.88E-07 1.10E-07 371111 3754820 4.45E-07 3.14E-07 7.72E-09 1.50E-09 2.14E-10 6.05E-11
371131 3754820 7.97E-04 5.57E-04 1.29E-05 2.51E-06 3.88E-07 1.10E-07 371131 3754820 4.39E-07 3.07E-07 7.09E-09 1.38E-09 2.14E-10 6.06E-11
371151 3754820 7.85E-04 5.45E-04 1.19E-05 2.31E-06 3.89E-07 1.10E-07 371151 3754820 4.33E-07 3.01E-07 6.55E-09 1.28E-09 2.14E-10 6.07E-11
371171 3754820 7.72E-04 5.34E-04 1.10E-05 2.14E-06 3.89E-07 1.10E-07 371171 3754820 4.26E-07 2.94E-07 6.06E-09 1.18E-09 2.14E-10 6.08E-11
371191 3754820 7.58E-04 5.24E-04 1.02E-05 1.99E-06 3.90E-07 1.10E-07 371191 3754820 4.18E-07 2.89E-07 5.63E-09 1.10E-09 2.15E-10 6.09E-11
371211 3754820 7.43E-04 5.14E-04 9.53E-06 1.86E-06 3.90E-07 1.10E-07 371211 3754820 4.10E-07 2.83E-07 5.25E-09 1.02E-09 2.15E-10 6.08E-11
371231 3754820 7.27E-04 5.04E-04 8.93E-06 1.74E-06 3.89E-07 1.10E-07 371231 3754820 4.01E-07 2.78E-07 4.92E-09 9.59E-10 2.15E-10 6.08E-11
371251 3754820 7.11E-04 4.96E-04 8.39E-06 1.63E-06 3.88E-07 1.10E-07 371251 3754820 3.92E-07 2.73E-07 4.62E-09 9.01E-10 2.14E-10 6.07E-11
371271 3754820 6.96E-04 4.89E-04 7.90E-06 1.54E-06 3.88E-07 1.10E-07 371271 3754820 3.84E-07 2.69E-07 4.36E-09 8.49E-10 2.14E-10 6.05E-11
371291 3754820 6.80E-04 4.82E-04 7.46E-06 1.45E-06 3.86E-07 1.09E-07 371291 3754820 3.75E-07 2.66E-07 4.11E-09 8.02E-10 2.13E-10 6.04E-11
371311 3754820 6.66E-04 4.77E-04 7.06E-06 1.38E-06 3.85E-07 1.09E-07 371311 3754820 3.67E-07 2.63E-07 3.89E-09 7.59E-10 2.12E-10 6.01E-11
371331 3754820 6.52E-04 4.72E-04 6.70E-06 1.31E-06 3.84E-07 1.09E-07 371331 3754820 3.59E-07 2.60E-07 3.70E-09 7.20E-10 2.12E-10 5.99E-11
371351 3754820 6.39E-04 4.68E-04 6.37E-06 1.24E-06 3.82E-07 1.08E-07 371351 3754820 3.53E-07 2.58E-07 3.51E-09 6.85E-10 2.11E-10 5.96E-11
371371 3754820 6.28E-04 4.65E-04 6.07E-06 1.18E-06 3.80E-07 1.08E-07 371371 3754820 3.46E-07 2.56E-07 3.34E-09 6.52E-10 2.09E-10 5.93E-11
371391 3754820 6.18E-04 4.63E-04 5.79E-06 1.13E-06 3.78E-07 1.07E-07 371391 3754820 3.41E-07 2.55E-07 3.19E-09 6.22E-10 2.08E-10 5.90E-11
371411 3754820 6.10E-04 4.61E-04 5.53E-06 1.08E-06 3.75E-07 1.06E-07 371411 3754820 3.36E-07 2.54E-07 3.05E-09 5.94E-10 2.07E-10 5.86E-11
371431 3754820 6.03E-04 4.60E-04 5.29E-06 1.03E-06 3.73E-07 1.06E-07 371431 3754820 3.32E-07 2.54E-07 2.92E-09 5.68E-10 2.06E-10 5.82E-11
371451 3754820 5.97E-04 4.60E-04 5.07E-06 9.88E-07 3.70E-07 1.05E-07 371451 3754820 3.29E-07 2.54E-07 2.79E-09 5.45E-10 2.04E-10 5.78E-11
371471 3754820 5.92E-04 4.61E-04 4.86E-06 9.48E-07 3.67E-07 1.04E-07 371471 3754820 3.27E-07 2.54E-07 2.68E-09 5.23E-10 2.03E-10 5.74E-11
371491 3754820 5.89E-04 4.62E-04 4.67E-06 9.11E-07 3.64E-07 1.03E-07 371491 3754820 3.25E-07 2.55E-07 2.58E-09 5.02E-10 2.01E-10 5.69E-11
371511 3754820 5.87E-04 4.64E-04 4.49E-06 8.76E-07 3.61E-07 1.02E-07 371511 3754820 3.24E-07 2.56E-07 2.48E-09 4.83E-10 1.99E-10 5.64E-11
371531 3754820 5.86E-04 4.66E-04 4.32E-06 8.43E-07 3.58E-07 1.01E-07 371531 3754820 3.23E-07 2.57E-07 2.38E-09 4.65E-10 1.97E-10 5.59E-11
371551 3754820 5.86E-04 4.70E-04 4.17E-06 8.12E-07 3.55E-07 1.00E-07 371551 3754820 3.23E-07 2.59E-07 2.30E-09 4.48E-10 1.95E-10 5.54E-11
371571 3754820 5.87E-04 4.74E-04 4.02E-06 7.84E-07 3.51E-07 9.94E-08 371571 3754820 3.24E-07 2.61E-07 2.22E-09 4.32E-10 1.94E-10 5.48E-11
371591 3754820 5.89E-04 4.79E-04 3.88E-06 7.57E-07 3.47E-07 9.84E-08 371591 3754820 3.25E-07 2.64E-07 2.14E-09 4.17E-10 1.92E-10 5.42E-11
371611 3754820 5.93E-04 4.86E-04 3.75E-06 7.32E-07 3.44E-07 9.73E-08 371611 3754820 3.27E-07 2.68E-07 2.07E-09 4.03E-10 1.89E-10 5.37E-11
371631 3754820 5.98E-04 4.93E-04 3.63E-06 7.07E-07 3.40E-07 9.63E-08 371631 3754820 3.30E-07 2.72E-07 2.00E-09 3.90E-10 1.87E-10 5.31E-11
371651 3754820 6.05E-04 5.01E-04 3.51E-06 6.85E-07 3.36E-07 9.52E-08 371651 3754820 3.33E-07 2.76E-07 1.94E-09 3.78E-10 1.85E-10 5.25E-11
371671 3754820 6.13E-04 5.10E-04 3.40E-06 6.63E-07 3.32E-07 9.42E-08 371671 3754820 3.38E-07 2.81E-07 1.88E-09 3.66E-10 1.83E-10 5.19E-11
371691 3754820 6.22E-04 5.20E-04 3.30E-06 6.43E-07 3.29E-07 9.31E-08 371691 3754820 3.43E-07 2.87E-07 1.82E-09 3.55E-10 1.81E-10 5.13E-11
371711 3754820 6.33E-04 5.30E-04 3.20E-06 6.24E-07 3.25E-07 9.21E-08 371711 3754820 3.49E-07 2.92E-07 1.76E-09 3.44E-10 1.79E-10 5.08E-11
371731 3754820 6.45E-04 5.41E-04 3.11E-06 6.06E-07 3.21E-07 9.10E-08 371731 3754820 3.56E-07 2.99E-07 1.71E-09 3.34E-10 1.77E-10 5.02E-11
371751 3754820 6.59E-04 5.53E-04 3.02E-06 5.89E-07 3.18E-07 9.01E-08 371751 3754820 3.64E-07 3.05E-07 1.67E-09 3.25E-10 1.75E-10 4.97E-11
371771 3754820 6.74E-04 5.65E-04 2.94E-06 5.72E-07 3.15E-07 8.91E-08 371771 3754820 3.72E-07 3.12E-07 1.62E-09 3.16E-10 1.74E-10 4.92E-11
371791 3754820 6.90E-04 5.77E-04 2.86E-06 5.57E-07 3.12E-07 8.83E-08 371791 3754820 3.81E-07 3.18E-07 1.57E-09 3.07E-10 1.72E-10 4.87E-11
371811 3754820 7.07E-04 5.90E-04 2.78E-06 5.42E-07 3.09E-07 8.74E-08 371811 3754820 3.90E-07 3.25E-07 1.53E-09 2.99E-10 1.70E-10 4.82E-11
371831 3754820 7.25E-04 6.02E-04 2.71E-06 5.28E-07 3.06E-07 8.67E-08 371831 3754820 4.00E-07 3.32E-07 1.49E-09 2.91E-10 1.69E-10 4.78E-11
370571 3754840 5.51E-04 5.34E-04 2.65E-06 5.16E-07 2.75E-07 7.79E-08 370571 3754840 3.04E-07 2.95E-07 1.46E-09 2.85E-10 1.52E-10 4.30E-11
370591 3754840 5.62E-04 5.42E-04 2.81E-06 5.48E-07 2.80E-07 7.94E-08 370591 3754840 3.10E-07 2.99E-07 1.55E-09 3.02E-10 1.55E-10 4.38E-11
370611 3754840 5.73E-04 5.50E-04 3.00E-06 5.84E-07 2.86E-07 8.09E-08 370611 3754840 3.16E-07 3.03E-07 1.65E-09 3.22E-10 1.57E-10 4.46E-11
370631 3754840 5.85E-04 5.58E-04 3.20E-06 6.24E-07 2.91E-07 8.24E-08 370631 3754840 3.22E-07 3.08E-07 1.77E-09 3.44E-10 1.60E-10 4.54E-11
370651 3754840 5.96E-04 5.66E-04 3.44E-06 6.69E-07 2.96E-07 8.38E-08 370651 3754840 3.29E-07 3.12E-07 1.89E-09 3.69E-10 1.63E-10 4.62E-11
370671 3754840 6.08E-04 5.73E-04 3.69E-06 7.20E-07 3.00E-07 8.50E-08 370671 3754840 3.35E-07 3.16E-07 2.04E-09 3.97E-10 1.65E-10 4.69E-11
370691 3754840 6.20E-04 5.80E-04 3.99E-06 7.77E-07 3.04E-07 8.61E-08 370691 3754840 3.42E-07 3.20E-07 2.20E-09 4.29E-10 1.68E-10 4.75E-11
370711 3754840 6.27E-04 5.83E-04 4.30E-06 8.38E-07 3.06E-07 8.68E-08 370711 3754840 3.46E-07 3.22E-07 2.37E-09 4.62E-10 1.69E-10 4.79E-11
370731 3754840 6.37E-04 5.86E-04 4.66E-06 9.08E-07 3.00E-07 8.51E-08 370731 3754840 3.51E-07 3.23E-07 2.57E-09 5.01E-10 1.66E-10 4.69E-11
370751 3754840 6.47E-04 5.90E-04 5.10E-06 9.93E-07 3.01E-07 8.51E-08 370751 3754840 3.57E-07 3.26E-07 2.81E-09 5.48E-10 1.66E-10 4.69E-11
370771 3754840 6.54E-04 5.89E-04 5.52E-06 1.08E-06 2.95E-07 8.36E-08 370771 3754840 3.60E-07 3.25E-07 3.04E-09 5.93E-10 1.63E-10 4.61E-11
370791 3754840 6.64E-04 5.92E-04 6.12E-06 1.19E-06 2.97E-07 8.42E-08 370791 3754840 3.66E-07 3.26E-07 3.37E-09 6.57E-10 1.64E-10 4.64E-11
370811 3754840 6.75E-04 5.94E-04 6.85E-06 1.33E-06 3.00E-07 8.51E-08 370811 3754840 3.72E-07 3.28E-07 3.77E-09 7.36E-10 1.66E-10 4.69E-11
370831 3754840 6.86E-04 5.96E-04 7.73E-06 1.51E-06 3.03E-07 8.60E-08 370831 3754840 3.78E-07 3.29E-07 4.26E-09 8.30E-10 1.67E-10 4.74E-11
370851 3754840 6.95E-04 5.96E-04 8.76E-06 1.71E-06 3.06E-07 8.66E-08 370851 3754840 3.83E-07 3.29E-07 4.83E-09 9.41E-10 1.69E-10 4.77E-11
370871 3754840 7.06E-04 5.96E-04 1.00E-05 1.95E-06 3.09E-07 8.75E-08 370871 3754840 3.89E-07 3.29E-07 5.52E-09 1.08E-09 1.70E-10 4.83E-11
370891 3754840 7.17E-04 5.97E-04 1.16E-05 2.25E-06 3.15E-07 8.92E-08 370891 3754840 3.95E-07 3.29E-07 6.38E-09 1.24E-09 1.74E-10 4.92E-11
370911 3754840 7.25E-04 5.95E-04 1.29E-05 2.52E-06 3.18E-07 9.00E-08 370911 3754840 4.00E-07 3.28E-07 7.12E-09 1.39E-09 1.75E-10 4.96E-11
370931 3754840 7.33E-04 5.91E-04 1.37E-05 2.67E-06 3.21E-07 9.09E-08 370931 3754840 4.04E-07 3.26E-07 7.56E-09 1.47E-09 1.77E-10 5.01E-11
370951 3754840 7.38E-04 5.86E-04 1.37E-05 2.66E-06 3.22E-07 9.13E-08 370951 3754840 4.07E-07 3.23E-07 7.54E-09 1.47E-09 1.78E-10 5.03E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370971 3754840 7.41E-04 5.79E-04 1.32E-05 2.57E-06 3.22E-07 9.12E-08 370971 3754840 4.08E-07 3.19E-07 7.28E-09 1.42E-09 1.78E-10 5.03E-11
370991 3754840 7.50E-04 5.77E-04 1.32E-05 2.57E-06 3.53E-07 1.00E-07 370991 3754840 4.13E-07 3.18E-07 7.26E-09 1.41E-09 1.95E-10 5.51E-11
371011 3754840 7.59E-04 5.74E-04 1.31E-05 2.55E-06 3.59E-07 1.02E-07 371011 3754840 4.18E-07 3.16E-07 7.23E-09 1.41E-09 1.98E-10 5.61E-11
371031 3754840 7.58E-04 5.65E-04 1.30E-05 2.54E-06 3.61E-07 1.02E-07 371031 3754840 4.18E-07 3.11E-07 7.20E-09 1.40E-09 1.99E-10 5.64E-11
371051 3754840 7.55E-04 5.55E-04 1.27E-05 2.48E-06 3.63E-07 1.03E-07 371051 3754840 4.16E-07 3.06E-07 7.01E-09 1.37E-09 2.00E-10 5.68E-11
371071 3754840 7.51E-04 5.45E-04 1.22E-05 2.38E-06 3.65E-07 1.03E-07 371071 3754840 4.14E-07 3.00E-07 6.73E-09 1.31E-09 2.01E-10 5.70E-11
371091 3754840 7.44E-04 5.34E-04 1.16E-05 2.26E-06 3.67E-07 1.04E-07 371091 3754840 4.10E-07 2.95E-07 6.39E-09 1.25E-09 2.02E-10 5.73E-11
371111 3754840 7.36E-04 5.23E-04 1.10E-05 2.15E-06 3.67E-07 1.04E-07 371111 3754840 4.06E-07 2.89E-07 6.07E-09 1.18E-09 2.02E-10 5.73E-11
371131 3754840 7.26E-04 5.13E-04 1.04E-05 2.03E-06 3.67E-07 1.04E-07 371131 3754840 4.00E-07 2.83E-07 5.74E-09 1.12E-09 2.02E-10 5.73E-11
371151 3754840 7.15E-04 5.02E-04 9.82E-06 1.91E-06 3.67E-07 1.04E-07 371151 3754840 3.94E-07 2.77E-07 5.41E-09 1.05E-09 2.03E-10 5.74E-11
371171 3754840 7.03E-04 4.92E-04 9.26E-06 1.80E-06 3.68E-07 1.04E-07 371171 3754840 3.88E-07 2.71E-07 5.11E-09 9.95E-10 2.03E-10 5.75E-11
371191 3754840 6.90E-04 4.83E-04 8.74E-06 1.70E-06 3.68E-07 1.04E-07 371191 3754840 3.80E-07 2.66E-07 4.82E-09 9.39E-10 2.03E-10 5.75E-11
371211 3754840 6.76E-04 4.74E-04 8.26E-06 1.61E-06 3.68E-07 1.04E-07 371211 3754840 3.73E-07 2.61E-07 4.56E-09 8.88E-10 2.03E-10 5.74E-11
371231 3754840 6.62E-04 4.65E-04 7.83E-06 1.53E-06 3.67E-07 1.04E-07 371231 3754840 3.65E-07 2.57E-07 4.32E-09 8.41E-10 2.03E-10 5.74E-11
371251 3754840 6.48E-04 4.58E-04 7.42E-06 1.45E-06 3.67E-07 1.04E-07 371251 3754840 3.57E-07 2.52E-07 4.09E-09 7.98E-10 2.02E-10 5.73E-11
371271 3754840 6.34E-04 4.51E-04 7.05E-06 1.37E-06 3.66E-07 1.04E-07 371271 3754840 3.50E-07 2.49E-07 3.89E-09 7.58E-10 2.02E-10 5.71E-11
371291 3754840 6.20E-04 4.45E-04 6.71E-06 1.31E-06 3.65E-07 1.03E-07 371291 3754840 3.42E-07 2.46E-07 3.70E-09 7.21E-10 2.01E-10 5.70E-11
371311 3754840 6.07E-04 4.40E-04 6.39E-06 1.25E-06 3.64E-07 1.03E-07 371311 3754840 3.35E-07 2.43E-07 3.52E-09 6.87E-10 2.00E-10 5.68E-11
371331 3754840 5.95E-04 4.36E-04 6.10E-06 1.19E-06 3.62E-07 1.03E-07 371331 3754840 3.28E-07 2.40E-07 3.36E-09 6.55E-10 2.00E-10 5.66E-11
371351 3754840 5.84E-04 4.32E-04 5.83E-06 1.14E-06 3.61E-07 1.02E-07 371351 3754840 3.22E-07 2.38E-07 3.21E-09 6.26E-10 1.99E-10 5.63E-11
371371 3754840 5.74E-04 4.30E-04 5.58E-06 1.09E-06 3.59E-07 1.02E-07 371371 3754840 3.17E-07 2.37E-07 3.07E-09 5.99E-10 1.98E-10 5.60E-11
371391 3754840 5.66E-04 4.27E-04 5.34E-06 1.04E-06 3.57E-07 1.01E-07 371391 3754840 3.12E-07 2.36E-07 2.94E-09 5.74E-10 1.97E-10 5.57E-11
371411 3754840 5.58E-04 4.26E-04 5.12E-06 9.98E-07 3.55E-07 1.01E-07 371411 3754840 3.08E-07 2.35E-07 2.82E-09 5.50E-10 1.96E-10 5.54E-11
371431 3754840 5.51E-04 4.25E-04 4.92E-06 9.58E-07 3.53E-07 9.99E-08 371431 3754840 3.04E-07 2.34E-07 2.71E-09 5.28E-10 1.94E-10 5.51E-11
371451 3754840 5.46E-04 4.24E-04 4.73E-06 9.21E-07 3.50E-07 9.92E-08 371451 3754840 3.01E-07 2.34E-07 2.61E-09 5.08E-10 1.93E-10 5.47E-11
371471 3754840 5.42E-04 4.24E-04 4.55E-06 8.87E-07 3.48E-07 9.84E-08 371471 3754840 2.99E-07 2.34E-07 2.51E-09 4.89E-10 1.92E-10 5.43E-11
371491 3754840 5.39E-04 4.25E-04 4.38E-06 8.54E-07 3.45E-07 9.77E-08 371491 3754840 2.97E-07 2.34E-07 2.42E-09 4.71E-10 1.90E-10 5.39E-11
371511 3754840 5.37E-04 4.26E-04 4.22E-06 8.23E-07 3.42E-07 9.69E-08 371511 3754840 2.96E-07 2.35E-07 2.33E-09 4.54E-10 1.89E-10 5.34E-11
371531 3754840 5.35E-04 4.28E-04 4.08E-06 7.94E-07 3.39E-07 9.60E-08 371531 3754840 2.95E-07 2.36E-07 2.25E-09 4.38E-10 1.87E-10 5.29E-11
371551 3754840 5.35E-04 4.31E-04 3.94E-06 7.67E-07 3.36E-07 9.51E-08 371551 3754840 2.95E-07 2.38E-07 2.17E-09 4.23E-10 1.85E-10 5.25E-11
371571 3754840 5.35E-04 4.34E-04 3.80E-06 7.42E-07 3.33E-07 9.42E-08 371571 3754840 2.95E-07 2.39E-07 2.10E-09 4.09E-10 1.83E-10 5.20E-11
371591 3754840 5.37E-04 4.38E-04 3.68E-06 7.17E-07 3.29E-07 9.33E-08 371591 3754840 2.96E-07 2.42E-07 2.03E-09 3.95E-10 1.82E-10 5.14E-11
371611 3754840 5.39E-04 4.43E-04 3.57E-06 6.95E-07 3.26E-07 9.24E-08 371611 3754840 2.97E-07 2.44E-07 1.97E-09 3.83E-10 1.80E-10 5.09E-11
371631 3754840 5.43E-04 4.49E-04 3.45E-06 6.73E-07 3.23E-07 9.14E-08 371631 3754840 2.99E-07 2.47E-07 1.90E-09 3.71E-10 1.78E-10 5.04E-11
371651 3754840 5.48E-04 4.55E-04 3.35E-06 6.53E-07 3.19E-07 9.04E-08 371651 3754840 3.02E-07 2.51E-07 1.85E-09 3.60E-10 1.76E-10 4.98E-11
371671 3754840 5.53E-04 4.62E-04 3.25E-06 6.33E-07 3.16E-07 8.94E-08 371671 3754840 3.05E-07 2.55E-07 1.79E-09 3.49E-10 1.74E-10 4.93E-11
371691 3754840 5.60E-04 4.70E-04 3.15E-06 6.14E-07 3.12E-07 8.84E-08 371691 3754840 3.09E-07 2.59E-07 1.74E-09 3.39E-10 1.72E-10 4.88E-11
371711 3754840 5.68E-04 4.78E-04 3.06E-06 5.96E-07 3.09E-07 8.75E-08 371711 3754840 3.13E-07 2.64E-07 1.69E-09 3.29E-10 1.70E-10 4.82E-11
371731 3754840 5.78E-04 4.88E-04 2.98E-06 5.80E-07 3.05E-07 8.65E-08 371731 3754840 3.19E-07 2.69E-07 1.64E-09 3.20E-10 1.68E-10 4.77E-11
371751 3754840 5.90E-04 4.98E-04 2.90E-06 5.65E-07 3.02E-07 8.56E-08 371751 3754840 3.25E-07 2.74E-07 1.60E-09 3.11E-10 1.67E-10 4.72E-11
371771 3754840 6.02E-04 5.08E-04 2.82E-06 5.49E-07 2.99E-07 8.47E-08 371771 3754840 3.32E-07 2.80E-07 1.55E-09 3.03E-10 1.65E-10 4.67E-11
371791 3754840 6.15E-04 5.18E-04 2.74E-06 5.35E-07 2.96E-07 8.38E-08 371791 3754840 3.39E-07 2.86E-07 1.51E-09 2.95E-10 1.63E-10 4.62E-11
371811 3754840 6.29E-04 5.29E-04 2.67E-06 5.21E-07 2.93E-07 8.30E-08 371811 3754840 3.47E-07 2.92E-07 1.47E-09 2.87E-10 1.62E-10 4.58E-11
371831 3754840 6.44E-04 5.40E-04 2.61E-06 5.08E-07 2.91E-07 8.23E-08 371831 3754840 3.55E-07 2.98E-07 1.44E-09 2.80E-10 1.60E-10 4.54E-11
370571 3754860 5.26E-04 5.08E-04 2.51E-06 4.90E-07 2.66E-07 7.53E-08 370571 3754860 2.90E-07 2.80E-07 1.39E-09 2.70E-10 1.47E-10 4.15E-11
370591 3754860 5.36E-04 5.15E-04 2.66E-06 5.19E-07 2.71E-07 7.67E-08 370591 3754860 2.95E-07 2.84E-07 1.47E-09 2.86E-10 1.49E-10 4.23E-11
370611 3754860 5.46E-04 5.22E-04 2.83E-06 5.51E-07 2.76E-07 7.80E-08 370611 3754860 3.01E-07 2.88E-07 1.56E-09 3.04E-10 1.52E-10 4.30E-11
370631 3754860 5.56E-04 5.28E-04 3.01E-06 5.86E-07 2.80E-07 7.94E-08 370631 3754860 3.07E-07 2.91E-07 1.66E-09 3.23E-10 1.55E-10 4.38E-11
370651 3754860 5.66E-04 5.35E-04 3.21E-06 6.25E-07 2.85E-07 8.06E-08 370651 3754860 3.12E-07 2.95E-07 1.77E-09 3.45E-10 1.57E-10 4.44E-11
370671 3754860 5.77E-04 5.41E-04 3.43E-06 6.68E-07 2.88E-07 8.16E-08 370671 3754860 3.18E-07 2.98E-07 1.89E-09 3.69E-10 1.59E-10 4.50E-11
370691 3754860 5.87E-04 5.46E-04 3.68E-06 7.17E-07 2.92E-07 8.27E-08 370691 3754860 3.24E-07 3.01E-07 2.03E-09 3.95E-10 1.61E-10 4.56E-11
370711 3754860 5.94E-04 5.49E-04 3.94E-06 7.69E-07 2.94E-07 8.34E-08 370711 3754860 3.28E-07 3.03E-07 2.17E-09 4.24E-10 1.62E-10 4.60E-11
370731 3754860 6.02E-04 5.51E-04 4.24E-06 8.25E-07 2.91E-07 8.23E-08 370731 3754860 3.32E-07 3.04E-07 2.34E-09 4.55E-10 1.60E-10 4.54E-11
370751 3754860 6.11E-04 5.54E-04 4.59E-06 8.94E-07 2.91E-07 8.25E-08 370751 3754860 3.37E-07 3.05E-07 2.53E-09 4.93E-10 1.61E-10 4.55E-11
370771 3754860 6.16E-04 5.52E-04 4.92E-06 9.59E-07 2.83E-07 8.01E-08 370771 3754860 3.40E-07 3.05E-07 2.71E-09 5.29E-10 1.56E-10 4.42E-11
370791 3754860 6.25E-04 5.54E-04 5.36E-06 1.05E-06 2.85E-07 8.06E-08 370791 3754860 3.45E-07 3.05E-07 2.96E-09 5.76E-10 1.57E-10 4.44E-11
370811 3754860 6.34E-04 5.55E-04 5.89E-06 1.15E-06 2.87E-07 8.13E-08 370811 3754860 3.50E-07 3.06E-07 3.25E-09 6.32E-10 1.58E-10 4.48E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370831 3754860 6.43E-04 5.56E-04 6.48E-06 1.26E-06 2.90E-07 8.21E-08 370831 3754860 3.55E-07 3.07E-07 3.57E-09 6.97E-10 1.60E-10 4.53E-11
370851 3754860 6.51E-04 5.55E-04 7.11E-06 1.39E-06 2.91E-07 8.25E-08 370851 3754860 3.59E-07 3.06E-07 3.92E-09 7.64E-10 1.61E-10 4.55E-11
370871 3754860 6.59E-04 5.54E-04 7.80E-06 1.52E-06 2.94E-07 8.32E-08 370871 3754860 3.63E-07 3.05E-07 4.30E-09 8.38E-10 1.62E-10 4.59E-11
370891 3754860 6.68E-04 5.53E-04 8.55E-06 1.67E-06 2.99E-07 8.46E-08 370891 3754860 3.68E-07 3.05E-07 4.72E-09 9.19E-10 1.65E-10 4.66E-11
370911 3754860 6.74E-04 5.50E-04 9.09E-06 1.77E-06 3.01E-07 8.52E-08 370911 3754860 3.72E-07 3.03E-07 5.01E-09 9.77E-10 1.66E-10 4.70E-11
370931 3754860 6.80E-04 5.47E-04 9.35E-06 1.82E-06 3.04E-07 8.61E-08 370931 3754860 3.75E-07 3.01E-07 5.16E-09 1.01E-09 1.68E-10 4.75E-11
370951 3754860 6.83E-04 5.41E-04 9.28E-06 1.81E-06 3.05E-07 8.64E-08 370951 3754860 3.77E-07 2.98E-07 5.12E-09 9.97E-10 1.68E-10 4.76E-11
370971 3754860 6.86E-04 5.36E-04 9.02E-06 1.76E-06 3.10E-07 8.77E-08 370971 3754860 3.78E-07 2.95E-07 4.98E-09 9.70E-10 1.71E-10 4.83E-11
370991 3754860 6.93E-04 5.33E-04 8.84E-06 1.72E-06 3.35E-07 9.50E-08 370991 3754860 3.82E-07 2.94E-07 4.88E-09 9.50E-10 1.85E-10 5.24E-11
371011 3754860 6.99E-04 5.29E-04 8.76E-06 1.71E-06 3.40E-07 9.64E-08 371011 3754860 3.85E-07 2.92E-07 4.83E-09 9.41E-10 1.88E-10 5.32E-11
371031 3754860 6.97E-04 5.21E-04 8.83E-06 1.72E-06 3.42E-07 9.69E-08 371031 3754860 3.84E-07 2.87E-07 4.87E-09 9.49E-10 1.89E-10 5.34E-11
371051 3754860 6.93E-04 5.12E-04 8.88E-06 1.73E-06 3.44E-07 9.75E-08 371051 3754860 3.82E-07 2.82E-07 4.90E-09 9.54E-10 1.90E-10 5.37E-11
371071 3754860 6.88E-04 5.02E-04 8.83E-06 1.72E-06 3.46E-07 9.79E-08 371071 3754860 3.79E-07 2.77E-07 4.87E-09 9.49E-10 1.91E-10 5.40E-11
371091 3754860 6.81E-04 4.93E-04 8.67E-06 1.69E-06 3.47E-07 9.83E-08 371091 3754860 3.76E-07 2.72E-07 4.78E-09 9.32E-10 1.91E-10 5.42E-11
371111 3754860 6.73E-04 4.83E-04 8.49E-06 1.65E-06 3.47E-07 9.83E-08 371111 3754860 3.71E-07 2.66E-07 4.68E-09 9.12E-10 1.91E-10 5.42E-11
371131 3754860 6.64E-04 4.73E-04 8.23E-06 1.60E-06 3.47E-07 9.84E-08 371131 3754860 3.66E-07 2.61E-07 4.54E-09 8.84E-10 1.92E-10 5.42E-11
371151 3754860 6.53E-04 4.64E-04 7.94E-06 1.55E-06 3.48E-07 9.86E-08 371151 3754860 3.60E-07 2.56E-07 4.38E-09 8.53E-10 1.92E-10 5.43E-11
371171 3754860 6.42E-04 4.55E-04 7.63E-06 1.49E-06 3.48E-07 9.86E-08 371171 3754860 3.54E-07 2.51E-07 4.21E-09 8.20E-10 1.92E-10 5.44E-11
371191 3754860 6.30E-04 4.46E-04 7.33E-06 1.43E-06 3.48E-07 9.86E-08 371191 3754860 3.47E-07 2.46E-07 4.04E-09 7.87E-10 1.92E-10 5.43E-11
371211 3754860 6.18E-04 4.38E-04 7.03E-06 1.37E-06 3.48E-07 9.85E-08 371211 3754860 3.41E-07 2.42E-07 3.88E-09 7.55E-10 1.92E-10 5.43E-11
371231 3754860 6.05E-04 4.31E-04 6.74E-06 1.31E-06 3.47E-07 9.84E-08 371231 3754860 3.34E-07 2.38E-07 3.72E-09 7.24E-10 1.91E-10 5.42E-11
371251 3754860 5.92E-04 4.24E-04 6.46E-06 1.26E-06 3.47E-07 9.82E-08 371251 3754860 3.27E-07 2.34E-07 3.56E-09 6.95E-10 1.91E-10 5.41E-11
371271 3754860 5.80E-04 4.18E-04 6.20E-06 1.21E-06 3.46E-07 9.80E-08 371271 3754860 3.20E-07 2.31E-07 3.42E-09 6.66E-10 1.91E-10 5.40E-11
371291 3754860 5.68E-04 4.13E-04 5.95E-06 1.16E-06 3.45E-07 9.77E-08 371291 3754860 3.13E-07 2.28E-07 3.28E-09 6.39E-10 1.90E-10 5.39E-11
371311 3754860 5.56E-04 4.08E-04 5.71E-06 1.11E-06 3.44E-07 9.74E-08 371311 3754860 3.07E-07 2.25E-07 3.15E-09 6.13E-10 1.90E-10 5.37E-11
371331 3754860 5.46E-04 4.04E-04 5.48E-06 1.07E-06 3.43E-07 9.71E-08 371331 3754860 3.01E-07 2.23E-07 3.02E-09 5.89E-10 1.89E-10 5.35E-11
371351 3754860 5.36E-04 4.01E-04 5.27E-06 1.03E-06 3.41E-07 9.67E-08 371351 3754860 2.95E-07 2.21E-07 2.91E-09 5.66E-10 1.88E-10 5.33E-11
371371 3754860 5.27E-04 3.98E-04 5.07E-06 9.88E-07 3.40E-07 9.62E-08 371371 3754860 2.91E-07 2.19E-07 2.79E-09 5.45E-10 1.87E-10 5.30E-11
371391 3754860 5.19E-04 3.96E-04 4.88E-06 9.51E-07 3.38E-07 9.57E-08 371391 3754860 2.86E-07 2.18E-07 2.69E-09 5.24E-10 1.86E-10 5.28E-11
371411 3754860 5.12E-04 3.94E-04 4.70E-06 9.16E-07 3.36E-07 9.52E-08 371411 3754860 2.82E-07 2.17E-07 2.59E-09 5.05E-10 1.85E-10 5.25E-11
371431 3754860 5.06E-04 3.93E-04 4.53E-06 8.83E-07 3.34E-07 9.46E-08 371431 3754860 2.79E-07 2.17E-07 2.50E-09 4.87E-10 1.84E-10 5.21E-11
371451 3754860 5.02E-04 3.93E-04 4.37E-06 8.52E-07 3.32E-07 9.40E-08 371451 3754860 2.77E-07 2.17E-07 2.41E-09 4.70E-10 1.83E-10 5.18E-11
371471 3754860 4.98E-04 3.93E-04 4.22E-06 8.23E-07 3.29E-07 9.33E-08 371471 3754860 2.74E-07 2.16E-07 2.33E-09 4.54E-10 1.82E-10 5.14E-11
371491 3754860 4.95E-04 3.93E-04 4.08E-06 7.95E-07 3.27E-07 9.26E-08 371491 3754860 2.73E-07 2.17E-07 2.25E-09 4.38E-10 1.80E-10 5.11E-11
371511 3754860 4.92E-04 3.94E-04 3.94E-06 7.69E-07 3.24E-07 9.18E-08 371511 3754860 2.71E-07 2.17E-07 2.17E-09 4.24E-10 1.79E-10 5.06E-11
371531 3754860 4.91E-04 3.95E-04 3.82E-06 7.44E-07 3.22E-07 9.11E-08 371531 3754860 2.71E-07 2.18E-07 2.10E-09 4.10E-10 1.77E-10 5.02E-11
371551 3754860 4.90E-04 3.97E-04 3.70E-06 7.20E-07 3.19E-07 9.03E-08 371551 3754860 2.70E-07 2.19E-07 2.04E-09 3.97E-10 1.76E-10 4.98E-11
371571 3754860 4.90E-04 3.99E-04 3.58E-06 6.98E-07 3.16E-07 8.95E-08 371571 3754860 2.70E-07 2.20E-07 1.97E-09 3.85E-10 1.74E-10 4.93E-11
371591 3754860 4.91E-04 4.02E-04 3.47E-06 6.76E-07 3.13E-07 8.86E-08 371591 3754860 2.71E-07 2.22E-07 1.91E-09 3.73E-10 1.73E-10 4.89E-11
371611 3754860 4.93E-04 4.06E-04 3.37E-06 6.56E-07 3.10E-07 8.77E-08 371611 3754860 2.72E-07 2.24E-07 1.86E-09 3.62E-10 1.71E-10 4.84E-11
371631 3754860 4.95E-04 4.10E-04 3.27E-06 6.37E-07 3.07E-07 8.69E-08 371631 3754860 2.73E-07 2.26E-07 1.80E-09 3.51E-10 1.69E-10 4.79E-11
371651 3754860 4.99E-04 4.16E-04 3.17E-06 6.19E-07 3.04E-07 8.60E-08 371651 3754860 2.75E-07 2.29E-07 1.75E-09 3.41E-10 1.67E-10 4.74E-11
371671 3754860 5.03E-04 4.21E-04 3.08E-06 6.01E-07 3.00E-07 8.51E-08 371671 3754860 2.77E-07 2.32E-07 1.70E-09 3.31E-10 1.66E-10 4.69E-11
371691 3754860 5.08E-04 4.27E-04 3.00E-06 5.84E-07 2.97E-07 8.41E-08 371691 3754860 2.80E-07 2.36E-07 1.65E-09 3.22E-10 1.64E-10 4.64E-11
371711 3754860 5.14E-04 4.34E-04 2.92E-06 5.68E-07 2.94E-07 8.32E-08 371711 3754860 2.84E-07 2.39E-07 1.61E-09 3.13E-10 1.62E-10 4.59E-11
371731 3754860 5.22E-04 4.42E-04 2.84E-06 5.53E-07 2.91E-07 8.24E-08 371731 3754860 2.88E-07 2.44E-07 1.57E-09 3.05E-10 1.60E-10 4.54E-11
371751 3754860 5.31E-04 4.50E-04 2.77E-06 5.39E-07 2.88E-07 8.15E-08 371751 3754860 2.93E-07 2.48E-07 1.53E-09 2.97E-10 1.59E-10 4.49E-11
371771 3754860 5.40E-04 4.59E-04 2.70E-06 5.25E-07 2.85E-07 8.06E-08 371771 3754860 2.98E-07 2.53E-07 1.49E-09 2.90E-10 1.57E-10 4.45E-11
371791 3754860 5.51E-04 4.68E-04 2.63E-06 5.12E-07 2.82E-07 7.98E-08 371791 3754860 3.04E-07 2.58E-07 1.45E-09 2.82E-10 1.55E-10 4.40E-11
371811 3754860 5.62E-04 4.77E-04 2.56E-06 4.99E-07 2.79E-07 7.90E-08 371811 3754860 3.10E-07 2.63E-07 1.41E-09 2.75E-10 1.54E-10 4.36E-11
371831 3754860 5.75E-04 4.87E-04 2.50E-06 4.87E-07 2.76E-07 7.83E-08 371831 3754860 3.17E-07 2.69E-07 1.38E-09 2.69E-10 1.52E-10 4.32E-11
370571 3754880 5.02E-04 4.83E-04 2.38E-06 4.63E-07 2.57E-07 7.28E-08 370571 3754880 2.77E-07 2.66E-07 1.31E-09 2.55E-10 1.42E-10 4.02E-11
370591 3754880 5.11E-04 4.89E-04 2.51E-06 4.89E-07 2.62E-07 7.41E-08 370591 3754880 2.82E-07 2.69E-07 1.38E-09 2.70E-10 1.44E-10 4.08E-11
370611 3754880 5.20E-04 4.95E-04 2.65E-06 5.17E-07 2.66E-07 7.53E-08 370611 3754880 2.87E-07 2.73E-07 1.46E-09 2.85E-10 1.47E-10 4.15E-11
370631 3754880 5.29E-04 5.00E-04 2.81E-06 5.48E-07 2.70E-07 7.65E-08 370631 3754880 2.92E-07 2.76E-07 1.55E-09 3.02E-10 1.49E-10 4.22E-11
370651 3754880 5.38E-04 5.05E-04 2.98E-06 5.82E-07 2.74E-07 7.76E-08 370651 3754880 2.97E-07 2.79E-07 1.65E-09 3.21E-10 1.51E-10 4.28E-11
370671 3754880 5.47E-04 5.10E-04 3.18E-06 6.19E-07 2.77E-07 7.85E-08 370671 3754880 3.02E-07 2.81E-07 1.75E-09 3.41E-10 1.53E-10 4.33E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370691 3754880 5.57E-04 5.15E-04 3.39E-06 6.60E-07 2.80E-07 7.94E-08 370691 3754880 3.07E-07 2.84E-07 1.87E-09 3.64E-10 1.55E-10 4.38E-11
370711 3754880 5.63E-04 5.17E-04 3.61E-06 7.03E-07 2.83E-07 8.01E-08 370711 3754880 3.10E-07 2.85E-07 1.99E-09 3.88E-10 1.56E-10 4.42E-11
370731 3754880 5.69E-04 5.18E-04 3.84E-06 7.48E-07 2.82E-07 7.99E-08 370731 3754880 3.14E-07 2.86E-07 2.12E-09 4.13E-10 1.55E-10 4.40E-11
370751 3754880 5.77E-04 5.20E-04 4.11E-06 8.02E-07 2.79E-07 7.90E-08 370751 3754880 3.18E-07 2.87E-07 2.27E-09 4.42E-10 1.54E-10 4.35E-11
370771 3754880 5.82E-04 5.18E-04 4.37E-06 8.52E-07 2.71E-07 7.68E-08 370771 3754880 3.21E-07 2.86E-07 2.41E-09 4.70E-10 1.50E-10 4.24E-11
370791 3754880 5.89E-04 5.19E-04 4.70E-06 9.15E-07 2.73E-07 7.72E-08 370791 3754880 3.25E-07 2.86E-07 2.59E-09 5.05E-10 1.50E-10 4.26E-11
370811 3754880 5.96E-04 5.19E-04 5.06E-06 9.86E-07 2.74E-07 7.77E-08 370811 3754880 3.29E-07 2.86E-07 2.79E-09 5.44E-10 1.51E-10 4.29E-11
370831 3754880 6.04E-04 5.19E-04 5.46E-06 1.06E-06 2.77E-07 7.85E-08 370831 3754880 3.33E-07 2.86E-07 3.01E-09 5.87E-10 1.53E-10 4.33E-11
370851 3754880 6.10E-04 5.17E-04 5.84E-06 1.14E-06 2.78E-07 7.88E-08 370851 3754880 3.36E-07 2.85E-07 3.22E-09 6.27E-10 1.53E-10 4.34E-11
370871 3754880 6.16E-04 5.15E-04 6.21E-06 1.21E-06 2.80E-07 7.92E-08 370871 3754880 3.40E-07 2.84E-07 3.42E-09 6.67E-10 1.54E-10 4.37E-11
370891 3754880 6.21E-04 5.13E-04 6.54E-06 1.27E-06 2.82E-07 7.99E-08 370891 3754880 3.43E-07 2.83E-07 3.60E-09 7.02E-10 1.55E-10 4.40E-11
370911 3754880 6.26E-04 5.10E-04 6.76E-06 1.32E-06 2.84E-07 8.04E-08 370911 3754880 3.45E-07 2.81E-07 3.73E-09 7.27E-10 1.57E-10 4.44E-11
370931 3754880 6.31E-04 5.07E-04 6.93E-06 1.35E-06 2.88E-07 8.16E-08 370931 3754880 3.48E-07 2.79E-07 3.82E-09 7.45E-10 1.59E-10 4.50E-11
370951 3754880 6.34E-04 5.01E-04 6.87E-06 1.34E-06 2.89E-07 8.19E-08 370951 3754880 3.49E-07 2.76E-07 3.79E-09 7.38E-10 1.59E-10 4.52E-11
370971 3754880 6.35E-04 4.95E-04 6.72E-06 1.31E-06 2.90E-07 8.22E-08 370971 3754880 3.50E-07 2.73E-07 3.70E-09 7.22E-10 1.60E-10 4.53E-11
370991 3754880 6.38E-04 4.91E-04 6.58E-06 1.28E-06 3.12E-07 8.83E-08 370991 3754880 3.52E-07 2.71E-07 3.63E-09 7.07E-10 1.72E-10 4.87E-11
371011 3754880 6.45E-04 4.89E-04 6.47E-06 1.26E-06 3.23E-07 9.15E-08 371011 3754880 3.55E-07 2.70E-07 3.57E-09 6.95E-10 1.78E-10 5.05E-11
371031 3754880 6.42E-04 4.81E-04 6.45E-06 1.26E-06 3.25E-07 9.20E-08 371031 3754880 3.54E-07 2.65E-07 3.56E-09 6.93E-10 1.79E-10 5.07E-11
371051 3754880 6.38E-04 4.73E-04 6.49E-06 1.27E-06 3.26E-07 9.24E-08 371051 3754880 3.52E-07 2.61E-07 3.58E-09 6.98E-10 1.80E-10 5.09E-11
371071 3754880 6.32E-04 4.64E-04 6.53E-06 1.27E-06 3.28E-07 9.28E-08 371071 3754880 3.49E-07 2.56E-07 3.60E-09 7.02E-10 1.81E-10 5.12E-11
371091 3754880 6.26E-04 4.56E-04 6.53E-06 1.27E-06 3.29E-07 9.32E-08 371091 3754880 3.45E-07 2.51E-07 3.60E-09 7.02E-10 1.81E-10 5.14E-11
371111 3754880 6.18E-04 4.47E-04 6.51E-06 1.27E-06 3.29E-07 9.33E-08 371111 3754880 3.41E-07 2.46E-07 3.59E-09 7.00E-10 1.82E-10 5.14E-11
371131 3754880 6.09E-04 4.38E-04 6.45E-06 1.26E-06 3.30E-07 9.34E-08 371131 3754880 3.36E-07 2.42E-07 3.56E-09 6.93E-10 1.82E-10 5.15E-11
371151 3754880 5.99E-04 4.30E-04 6.34E-06 1.24E-06 3.30E-07 9.34E-08 371151 3754880 3.30E-07 2.37E-07 3.50E-09 6.82E-10 1.82E-10 5.15E-11
371171 3754880 5.89E-04 4.22E-04 6.21E-06 1.21E-06 3.30E-07 9.34E-08 371171 3754880 3.25E-07 2.32E-07 3.43E-09 6.68E-10 1.82E-10 5.15E-11
371191 3754880 5.78E-04 4.14E-04 6.06E-06 1.18E-06 3.30E-07 9.34E-08 371191 3754880 3.18E-07 2.28E-07 3.34E-09 6.51E-10 1.82E-10 5.15E-11
371211 3754880 5.66E-04 4.07E-04 5.90E-06 1.15E-06 3.29E-07 9.33E-08 371211 3754880 3.12E-07 2.24E-07 3.25E-09 6.34E-10 1.82E-10 5.14E-11
371231 3754880 5.55E-04 4.00E-04 5.73E-06 1.12E-06 3.29E-07 9.32E-08 371231 3754880 3.06E-07 2.21E-07 3.16E-09 6.15E-10 1.81E-10 5.14E-11
371251 3754880 5.43E-04 3.94E-04 5.55E-06 1.08E-06 3.28E-07 9.30E-08 371251 3754880 3.00E-07 2.17E-07 3.06E-09 5.97E-10 1.81E-10 5.13E-11
371271 3754880 5.32E-04 3.88E-04 5.38E-06 1.05E-06 3.28E-07 9.28E-08 371271 3754880 2.94E-07 2.14E-07 2.97E-09 5.78E-10 1.81E-10 5.12E-11
371291 3754880 5.22E-04 3.84E-04 5.21E-06 1.01E-06 3.27E-07 9.26E-08 371291 3754880 2.88E-07 2.11E-07 2.87E-09 5.60E-10 1.80E-10 5.11E-11
371311 3754880 5.11E-04 3.79E-04 5.04E-06 9.82E-07 3.26E-07 9.23E-08 371311 3754880 2.82E-07 2.09E-07 2.78E-09 5.41E-10 1.80E-10 5.09E-11
371331 3754880 5.02E-04 3.76E-04 4.88E-06 9.50E-07 3.25E-07 9.20E-08 371331 3754880 2.77E-07 2.07E-07 2.69E-09 5.24E-10 1.79E-10 5.07E-11
371351 3754880 4.93E-04 3.73E-04 4.72E-06 9.19E-07 3.23E-07 9.16E-08 371351 3754880 2.72E-07 2.05E-07 2.60E-09 5.07E-10 1.78E-10 5.05E-11
371371 3754880 4.85E-04 3.70E-04 4.56E-06 8.89E-07 3.22E-07 9.12E-08 371371 3754880 2.68E-07 2.04E-07 2.52E-09 4.90E-10 1.78E-10 5.03E-11
371391 3754880 4.78E-04 3.68E-04 4.42E-06 8.61E-07 3.20E-07 9.07E-08 371391 3754880 2.64E-07 2.03E-07 2.44E-09 4.75E-10 1.77E-10 5.00E-11
371411 3754880 4.72E-04 3.66E-04 4.28E-06 8.33E-07 3.19E-07 9.02E-08 371411 3754880 2.60E-07 2.02E-07 2.36E-09 4.60E-10 1.76E-10 4.98E-11
371431 3754880 4.67E-04 3.65E-04 4.14E-06 8.07E-07 3.17E-07 8.97E-08 371431 3754880 2.57E-07 2.01E-07 2.28E-09 4.45E-10 1.75E-10 4.95E-11
371451 3754880 4.62E-04 3.65E-04 4.01E-06 7.82E-07 3.15E-07 8.91E-08 371451 3754880 2.55E-07 2.01E-07 2.21E-09 4.31E-10 1.74E-10 4.92E-11
371471 3754880 4.59E-04 3.64E-04 3.89E-06 7.58E-07 3.13E-07 8.85E-08 371471 3754880 2.53E-07 2.01E-07 2.14E-09 4.18E-10 1.72E-10 4.88E-11
371491 3754880 4.56E-04 3.64E-04 3.77E-06 7.35E-07 3.10E-07 8.79E-08 371491 3754880 2.51E-07 2.01E-07 2.08E-09 4.05E-10 1.71E-10 4.85E-11
371511 3754880 4.53E-04 3.65E-04 3.66E-06 7.13E-07 3.08E-07 8.72E-08 371511 3754880 2.50E-07 2.01E-07 2.02E-09 3.93E-10 1.70E-10 4.81E-11
371531 3754880 4.52E-04 3.66E-04 3.55E-06 6.92E-07 3.06E-07 8.65E-08 371531 3754880 2.49E-07 2.02E-07 1.96E-09 3.82E-10 1.68E-10 4.77E-11
371551 3754880 4.51E-04 3.67E-04 3.45E-06 6.72E-07 3.03E-07 8.58E-08 371551 3754880 2.49E-07 2.02E-07 1.90E-09 3.70E-10 1.67E-10 4.73E-11
371571 3754880 4.51E-04 3.69E-04 3.35E-06 6.52E-07 3.00E-07 8.51E-08 371571 3754880 2.48E-07 2.03E-07 1.85E-09 3.60E-10 1.66E-10 4.69E-11
371591 3754880 4.51E-04 3.71E-04 3.25E-06 6.34E-07 2.98E-07 8.43E-08 371591 3754880 2.49E-07 2.05E-07 1.79E-09 3.50E-10 1.64E-10 4.65E-11
371611 3754880 4.52E-04 3.74E-04 3.17E-06 6.17E-07 2.95E-07 8.35E-08 371611 3754880 2.49E-07 2.06E-07 1.75E-09 3.40E-10 1.63E-10 4.60E-11
371631 3754880 4.54E-04 3.77E-04 3.08E-06 6.00E-07 2.92E-07 8.27E-08 371631 3754880 2.50E-07 2.08E-07 1.70E-09 3.31E-10 1.61E-10 4.56E-11
371651 3754880 4.56E-04 3.81E-04 3.00E-06 5.84E-07 2.89E-07 8.19E-08 371651 3754880 2.52E-07 2.10E-07 1.65E-09 3.22E-10 1.59E-10 4.51E-11
371671 3754880 4.59E-04 3.86E-04 2.92E-06 5.68E-07 2.86E-07 8.10E-08 371671 3754880 2.53E-07 2.13E-07 1.61E-09 3.13E-10 1.58E-10 4.47E-11
371691 3754880 4.63E-04 3.91E-04 2.84E-06 5.53E-07 2.83E-07 8.02E-08 371691 3754880 2.55E-07 2.15E-07 1.57E-09 3.05E-10 1.56E-10 4.42E-11
371711 3754880 4.68E-04 3.96E-04 2.77E-06 5.39E-07 2.80E-07 7.93E-08 371711 3754880 2.58E-07 2.19E-07 1.52E-09 2.97E-10 1.54E-10 4.37E-11
371731 3754880 4.74E-04 4.03E-04 2.70E-06 5.26E-07 2.77E-07 7.85E-08 371731 3754880 2.61E-07 2.22E-07 1.49E-09 2.90E-10 1.53E-10 4.33E-11
371751 3754880 4.81E-04 4.10E-04 2.63E-06 5.13E-07 2.74E-07 7.77E-08 371751 3754880 2.65E-07 2.26E-07 1.45E-09 2.83E-10 1.51E-10 4.28E-11
371771 3754880 4.88E-04 4.17E-04 2.57E-06 5.00E-07 2.71E-07 7.69E-08 371771 3754880 2.69E-07 2.30E-07 1.42E-09 2.76E-10 1.50E-10 4.24E-11
371791 3754880 4.97E-04 4.25E-04 2.51E-06 4.88E-07 2.69E-07 7.61E-08 371791 3754880 2.74E-07 2.34E-07 1.38E-09 2.69E-10 1.48E-10 4.20E-11
371811 3754880 5.06E-04 4.33E-04 2.45E-06 4.77E-07 2.66E-07 7.53E-08 371811 3754880 2.79E-07 2.39E-07 1.35E-09 2.63E-10 1.47E-10 4.15E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371831 3754880 5.16E-04 4.41E-04 2.39E-06 4.66E-07 2.63E-07 7.46E-08 371831 3754880 2.85E-07 2.43E-07 1.32E-09 2.57E-10 1.45E-10 4.11E-11
370571 3754900 4.80E-04 4.59E-04 2.24E-06 4.37E-07 2.47E-07 7.01E-08 370571 3754900 2.65E-07 2.53E-07 1.24E-09 2.41E-10 1.36E-10 3.86E-11
370591 3754900 4.88E-04 4.64E-04 2.36E-06 4.60E-07 2.51E-07 7.12E-08 370591 3754900 2.69E-07 2.56E-07 1.30E-09 2.54E-10 1.39E-10 3.93E-11
370611 3754900 4.96E-04 4.69E-04 2.49E-06 4.85E-07 2.55E-07 7.23E-08 370611 3754900 2.73E-07 2.59E-07 1.37E-09 2.67E-10 1.41E-10 3.99E-11
370631 3754900 5.04E-04 4.74E-04 2.63E-06 5.12E-07 2.59E-07 7.35E-08 370631 3754900 2.78E-07 2.61E-07 1.45E-09 2.82E-10 1.43E-10 4.05E-11
370651 3754900 5.12E-04 4.78E-04 2.77E-06 5.41E-07 2.63E-07 7.45E-08 370651 3754900 2.82E-07 2.64E-07 1.53E-09 2.98E-10 1.45E-10 4.11E-11
370671 3754900 5.20E-04 4.82E-04 2.94E-06 5.72E-07 2.66E-07 7.54E-08 370671 3754900 2.87E-07 2.66E-07 1.62E-09 3.15E-10 1.47E-10 4.16E-11
370691 3754900 5.28E-04 4.86E-04 3.11E-06 6.06E-07 2.69E-07 7.62E-08 370691 3754900 2.91E-07 2.68E-07 1.71E-09 3.34E-10 1.48E-10 4.20E-11
370711 3754900 5.34E-04 4.88E-04 3.29E-06 6.42E-07 2.72E-07 7.70E-08 370711 3754900 2.94E-07 2.69E-07 1.82E-09 3.54E-10 1.50E-10 4.24E-11
370731 3754900 5.39E-04 4.88E-04 3.48E-06 6.78E-07 2.74E-07 7.75E-08 370731 3754900 2.97E-07 2.69E-07 1.92E-09 3.74E-10 1.51E-10 4.27E-11
370751 3754900 5.45E-04 4.89E-04 3.68E-06 7.18E-07 2.67E-07 7.57E-08 370751 3754900 3.01E-07 2.69E-07 2.03E-09 3.96E-10 1.47E-10 4.17E-11
370771 3754900 5.50E-04 4.88E-04 3.90E-06 7.61E-07 2.62E-07 7.42E-08 370771 3754900 3.04E-07 2.69E-07 2.15E-09 4.19E-10 1.44E-10 4.09E-11
370791 3754900 5.56E-04 4.88E-04 4.14E-06 8.06E-07 2.63E-07 7.44E-08 370791 3754900 3.07E-07 2.69E-07 2.28E-09 4.45E-10 1.45E-10 4.10E-11
370811 3754900 5.62E-04 4.87E-04 4.39E-06 8.55E-07 2.64E-07 7.48E-08 370811 3754900 3.10E-07 2.69E-07 2.42E-09 4.71E-10 1.46E-10 4.12E-11
370831 3754900 5.68E-04 4.86E-04 4.64E-06 9.04E-07 2.66E-07 7.52E-08 370831 3754900 3.13E-07 2.68E-07 2.56E-09 4.99E-10 1.46E-10 4.15E-11
370851 3754900 5.72E-04 4.84E-04 4.87E-06 9.48E-07 2.66E-07 7.54E-08 370851 3754900 3.16E-07 2.67E-07 2.68E-09 5.23E-10 1.47E-10 4.16E-11
370871 3754900 5.76E-04 4.81E-04 5.06E-06 9.86E-07 2.67E-07 7.56E-08 370871 3754900 3.18E-07 2.65E-07 2.79E-09 5.44E-10 1.47E-10 4.17E-11
370891 3754900 5.81E-04 4.78E-04 5.24E-06 1.02E-06 2.69E-07 7.62E-08 370891 3754900 3.20E-07 2.64E-07 2.89E-09 5.63E-10 1.48E-10 4.20E-11
370911 3754900 5.85E-04 4.75E-04 5.37E-06 1.05E-06 2.72E-07 7.69E-08 370911 3754900 3.22E-07 2.62E-07 2.96E-09 5.77E-10 1.50E-10 4.24E-11
370931 3754900 5.88E-04 4.71E-04 5.42E-06 1.06E-06 2.74E-07 7.75E-08 370931 3754900 3.24E-07 2.60E-07 2.99E-09 5.83E-10 1.51E-10 4.28E-11
370951 3754900 5.88E-04 4.65E-04 5.38E-06 1.05E-06 2.75E-07 7.78E-08 370951 3754900 3.24E-07 2.57E-07 2.96E-09 5.78E-10 1.51E-10 4.29E-11
370971 3754900 5.87E-04 4.58E-04 5.23E-06 1.02E-06 2.73E-07 7.73E-08 370971 3754900 3.24E-07 2.53E-07 2.88E-09 5.62E-10 1.50E-10 4.26E-11
370991 3754900 5.89E-04 4.54E-04 5.17E-06 1.01E-06 2.84E-07 8.03E-08 370991 3754900 3.25E-07 2.50E-07 2.85E-09 5.56E-10 1.56E-10 4.43E-11
371011 3754900 5.96E-04 4.54E-04 5.11E-06 9.96E-07 3.07E-07 8.70E-08 371011 3754900 3.29E-07 2.50E-07 2.82E-09 5.49E-10 1.69E-10 4.80E-11
371031 3754900 5.93E-04 4.46E-04 5.04E-06 9.82E-07 3.09E-07 8.74E-08 371031 3754900 3.27E-07 2.46E-07 2.78E-09 5.41E-10 1.70E-10 4.82E-11
371051 3754900 5.88E-04 4.39E-04 5.02E-06 9.78E-07 3.11E-07 8.80E-08 371051 3754900 3.24E-07 2.42E-07 2.77E-09 5.39E-10 1.71E-10 4.85E-11
371071 3754900 5.83E-04 4.31E-04 5.04E-06 9.81E-07 3.12E-07 8.83E-08 371071 3754900 3.21E-07 2.38E-07 2.78E-09 5.41E-10 1.72E-10 4.87E-11
371091 3754900 5.76E-04 4.23E-04 5.06E-06 9.86E-07 3.12E-07 8.85E-08 371091 3754900 3.18E-07 2.33E-07 2.79E-09 5.44E-10 1.72E-10 4.88E-11
371111 3754900 5.68E-04 4.15E-04 5.09E-06 9.92E-07 3.13E-07 8.86E-08 371111 3754900 3.13E-07 2.29E-07 2.81E-09 5.47E-10 1.72E-10 4.88E-11
371131 3754900 5.60E-04 4.07E-04 5.10E-06 9.94E-07 3.13E-07 8.86E-08 371131 3754900 3.09E-07 2.24E-07 2.81E-09 5.48E-10 1.73E-10 4.89E-11
371151 3754900 5.51E-04 3.99E-04 5.08E-06 9.91E-07 3.13E-07 8.86E-08 371151 3754900 3.04E-07 2.20E-07 2.80E-09 5.46E-10 1.73E-10 4.89E-11
371171 3754900 5.41E-04 3.92E-04 5.04E-06 9.83E-07 3.13E-07 8.86E-08 371171 3754900 2.98E-07 2.16E-07 2.78E-09 5.42E-10 1.73E-10 4.89E-11
371191 3754900 5.31E-04 3.85E-04 4.99E-06 9.72E-07 3.13E-07 8.86E-08 371191 3754900 2.93E-07 2.12E-07 2.75E-09 5.36E-10 1.72E-10 4.88E-11
371211 3754900 5.21E-04 3.78E-04 4.91E-06 9.58E-07 3.12E-07 8.85E-08 371211 3754900 2.87E-07 2.09E-07 2.71E-09 5.28E-10 1.72E-10 4.88E-11
371231 3754900 5.10E-04 3.72E-04 4.83E-06 9.41E-07 3.12E-07 8.84E-08 371231 3754900 2.81E-07 2.05E-07 2.66E-09 5.19E-10 1.72E-10 4.87E-11
371251 3754900 5.00E-04 3.67E-04 4.73E-06 9.22E-07 3.12E-07 8.83E-08 371251 3754900 2.76E-07 2.02E-07 2.61E-09 5.08E-10 1.72E-10 4.87E-11
371271 3754900 4.90E-04 3.62E-04 4.63E-06 9.01E-07 3.11E-07 8.81E-08 371271 3754900 2.70E-07 2.00E-07 2.55E-09 4.97E-10 1.71E-10 4.86E-11
371291 3754900 4.81E-04 3.57E-04 4.52E-06 8.81E-07 3.10E-07 8.79E-08 371291 3754900 2.65E-07 1.97E-07 2.49E-09 4.85E-10 1.71E-10 4.84E-11
371311 3754900 4.72E-04 3.53E-04 4.41E-06 8.59E-07 3.09E-07 8.76E-08 371311 3754900 2.60E-07 1.95E-07 2.43E-09 4.74E-10 1.71E-10 4.83E-11
371331 3754900 4.63E-04 3.50E-04 4.30E-06 8.37E-07 3.08E-07 8.73E-08 371331 3754900 2.55E-07 1.93E-07 2.37E-09 4.62E-10 1.70E-10 4.81E-11
371351 3754900 4.55E-04 3.47E-04 4.19E-06 8.16E-07 3.07E-07 8.70E-08 371351 3754900 2.51E-07 1.91E-07 2.31E-09 4.50E-10 1.69E-10 4.80E-11
371371 3754900 4.48E-04 3.45E-04 4.07E-06 7.94E-07 3.06E-07 8.66E-08 371371 3754900 2.47E-07 1.90E-07 2.25E-09 4.38E-10 1.69E-10 4.77E-11
371391 3754900 4.42E-04 3.43E-04 3.97E-06 7.73E-07 3.04E-07 8.62E-08 371391 3754900 2.44E-07 1.89E-07 2.19E-09 4.26E-10 1.68E-10 4.75E-11
371411 3754900 4.36E-04 3.41E-04 3.86E-06 7.52E-07 3.03E-07 8.57E-08 371411 3754900 2.40E-07 1.88E-07 2.13E-09 4.15E-10 1.67E-10 4.73E-11
371431 3754900 4.31E-04 3.40E-04 3.76E-06 7.32E-07 3.01E-07 8.52E-08 371431 3754900 2.38E-07 1.88E-07 2.07E-09 4.04E-10 1.66E-10 4.70E-11
371451 3754900 4.27E-04 3.40E-04 3.66E-06 7.12E-07 2.99E-07 8.47E-08 371451 3754900 2.36E-07 1.87E-07 2.02E-09 3.93E-10 1.65E-10 4.67E-11
371471 3754900 4.24E-04 3.39E-04 3.56E-06 6.93E-07 2.97E-07 8.41E-08 371471 3754900 2.34E-07 1.87E-07 1.96E-09 3.82E-10 1.64E-10 4.64E-11
371491 3754900 4.21E-04 3.39E-04 3.46E-06 6.75E-07 2.95E-07 8.36E-08 371491 3754900 2.32E-07 1.87E-07 1.91E-09 3.72E-10 1.63E-10 4.61E-11
371511 3754900 4.19E-04 3.39E-04 3.37E-06 6.57E-07 2.93E-07 8.30E-08 371511 3754900 2.31E-07 1.87E-07 1.86E-09 3.62E-10 1.61E-10 4.57E-11
371531 3754900 4.17E-04 3.40E-04 3.28E-06 6.40E-07 2.91E-07 8.23E-08 371531 3754900 2.30E-07 1.87E-07 1.81E-09 3.53E-10 1.60E-10 4.54E-11
371551 3754900 4.16E-04 3.41E-04 3.20E-06 6.23E-07 2.88E-07 8.17E-08 371551 3754900 2.30E-07 1.88E-07 1.76E-09 3.44E-10 1.59E-10 4.50E-11
371571 3754900 4.16E-04 3.42E-04 3.11E-06 6.07E-07 2.86E-07 8.10E-08 371571 3754900 2.29E-07 1.89E-07 1.72E-09 3.35E-10 1.58E-10 4.47E-11
371591 3754900 4.16E-04 3.44E-04 3.03E-06 5.91E-07 2.83E-07 8.03E-08 371591 3754900 2.29E-07 1.90E-07 1.67E-09 3.26E-10 1.56E-10 4.43E-11
371611 3754900 4.17E-04 3.46E-04 2.96E-06 5.77E-07 2.81E-07 7.96E-08 371611 3754900 2.30E-07 1.91E-07 1.63E-09 3.18E-10 1.55E-10 4.39E-11
371631 3754900 4.18E-04 3.49E-04 2.88E-06 5.62E-07 2.78E-07 7.88E-08 371631 3754900 2.30E-07 1.92E-07 1.59E-09 3.10E-10 1.53E-10 4.35E-11
371651 3754900 4.19E-04 3.52E-04 2.81E-06 5.48E-07 2.76E-07 7.81E-08 371651 3754900 2.31E-07 1.94E-07 1.55E-09 3.02E-10 1.52E-10 4.30E-11
371671 3754900 4.21E-04 3.55E-04 2.74E-06 5.34E-07 2.73E-07 7.73E-08 371671 3754900 2.32E-07 1.96E-07 1.51E-09 2.95E-10 1.50E-10 4.26E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371691 3754900 4.24E-04 3.59E-04 2.68E-06 5.22E-07 2.70E-07 7.65E-08 371691 3754900 2.34E-07 1.98E-07 1.48E-09 2.88E-10 1.49E-10 4.22E-11
371711 3754900 4.28E-04 3.64E-04 2.61E-06 5.09E-07 2.67E-07 7.57E-08 371711 3754900 2.36E-07 2.01E-07 1.44E-09 2.81E-10 1.47E-10 4.18E-11
371731 3754900 4.33E-04 3.69E-04 2.55E-06 4.97E-07 2.65E-07 7.50E-08 371731 3754900 2.39E-07 2.04E-07 1.41E-09 2.74E-10 1.46E-10 4.13E-11
371751 3754900 4.38E-04 3.75E-04 2.49E-06 4.86E-07 2.62E-07 7.42E-08 371751 3754900 2.42E-07 2.07E-07 1.38E-09 2.68E-10 1.44E-10 4.09E-11
371771 3754900 4.44E-04 3.81E-04 2.44E-06 4.75E-07 2.59E-07 7.34E-08 371771 3754900 2.45E-07 2.10E-07 1.34E-09 2.62E-10 1.43E-10 4.05E-11
371791 3754900 4.51E-04 3.87E-04 2.38E-06 4.64E-07 2.57E-07 7.27E-08 371791 3754900 2.49E-07 2.14E-07 1.31E-09 2.56E-10 1.41E-10 4.01E-11
371811 3754900 4.59E-04 3.94E-04 2.33E-06 4.54E-07 2.54E-07 7.20E-08 371811 3754900 2.53E-07 2.17E-07 1.28E-09 2.50E-10 1.40E-10 3.97E-11
371831 3754900 4.67E-04 4.01E-04 2.28E-06 4.44E-07 2.52E-07 7.13E-08 371831 3754900 2.57E-07 2.21E-07 1.26E-09 2.45E-10 1.39E-10 3.93E-11
370571 3754920 4.58E-04 4.37E-04 2.11E-06 4.12E-07 2.38E-07 6.75E-08 370571 3754920 2.53E-07 2.41E-07 1.17E-09 2.27E-10 1.31E-10 3.72E-11
370591 3754920 4.66E-04 4.41E-04 2.22E-06 4.32E-07 2.42E-07 6.86E-08 370591 3754920 2.57E-07 2.43E-07 1.22E-09 2.38E-10 1.33E-10 3.78E-11
370611 3754920 4.73E-04 4.45E-04 2.33E-06 4.53E-07 2.45E-07 6.95E-08 370611 3754920 2.61E-07 2.46E-07 1.28E-09 2.50E-10 1.35E-10 3.83E-11
370631 3754920 4.80E-04 4.49E-04 2.45E-06 4.77E-07 2.49E-07 7.05E-08 370631 3754920 2.65E-07 2.48E-07 1.35E-09 2.63E-10 1.37E-10 3.89E-11
370651 3754920 4.86E-04 4.53E-04 2.57E-06 5.01E-07 2.52E-07 7.14E-08 370651 3754920 2.68E-07 2.50E-07 1.42E-09 2.76E-10 1.39E-10 3.94E-11
370671 3754920 4.94E-04 4.56E-04 2.71E-06 5.28E-07 2.55E-07 7.24E-08 370671 3754920 2.72E-07 2.51E-07 1.49E-09 2.91E-10 1.41E-10 3.99E-11
370691 3754920 5.00E-04 4.59E-04 2.85E-06 5.56E-07 2.59E-07 7.32E-08 370691 3754920 2.76E-07 2.53E-07 1.57E-09 3.06E-10 1.43E-10 4.04E-11
370711 3754920 5.06E-04 4.60E-04 3.00E-06 5.85E-07 2.61E-07 7.40E-08 370711 3754920 2.79E-07 2.54E-07 1.66E-09 3.23E-10 1.44E-10 4.08E-11
370731 3754920 5.11E-04 4.60E-04 3.15E-06 6.14E-07 2.64E-07 7.46E-08 370731 3754920 2.82E-07 2.54E-07 1.74E-09 3.39E-10 1.45E-10 4.12E-11
370751 3754920 5.16E-04 4.60E-04 3.31E-06 6.44E-07 2.58E-07 7.31E-08 370751 3754920 2.84E-07 2.53E-07 1.82E-09 3.55E-10 1.42E-10 4.03E-11
370771 3754920 5.21E-04 4.59E-04 3.48E-06 6.77E-07 2.54E-07 7.21E-08 370771 3754920 2.87E-07 2.53E-07 1.92E-09 3.73E-10 1.40E-10 3.97E-11
370791 3754920 5.25E-04 4.59E-04 3.65E-06 7.11E-07 2.53E-07 7.16E-08 370791 3754920 2.90E-07 2.53E-07 2.01E-09 3.92E-10 1.39E-10 3.95E-11
370811 3754920 5.29E-04 4.57E-04 3.81E-06 7.42E-07 2.53E-07 7.17E-08 370811 3754920 2.92E-07 2.52E-07 2.10E-09 4.09E-10 1.39E-10 3.95E-11
370831 3754920 5.34E-04 4.55E-04 3.98E-06 7.75E-07 2.54E-07 7.20E-08 370831 3754920 2.94E-07 2.51E-07 2.19E-09 4.27E-10 1.40E-10 3.97E-11
370851 3754920 5.37E-04 4.52E-04 4.10E-06 7.99E-07 2.54E-07 7.19E-08 370851 3754920 2.96E-07 2.49E-07 2.26E-09 4.41E-10 1.40E-10 3.97E-11
370871 3754920 5.40E-04 4.49E-04 4.21E-06 8.20E-07 2.54E-07 7.20E-08 370871 3754920 2.98E-07 2.47E-07 2.32E-09 4.52E-10 1.40E-10 3.97E-11
370891 3754920 5.43E-04 4.46E-04 4.30E-06 8.37E-07 2.56E-07 7.25E-08 370891 3754920 2.99E-07 2.46E-07 2.37E-09 4.62E-10 1.41E-10 3.99E-11
370911 3754920 5.45E-04 4.42E-04 4.36E-06 8.50E-07 2.58E-07 7.30E-08 370911 3754920 3.01E-07 2.44E-07 2.41E-09 4.69E-10 1.42E-10 4.03E-11
370931 3754920 5.47E-04 4.38E-04 4.40E-06 8.58E-07 2.60E-07 7.37E-08 370931 3754920 3.02E-07 2.42E-07 2.43E-09 4.73E-10 1.44E-10 4.07E-11
370951 3754920 5.48E-04 4.33E-04 4.37E-06 8.52E-07 2.61E-07 7.39E-08 370951 3754920 3.02E-07 2.39E-07 2.41E-09 4.70E-10 1.44E-10 4.08E-11
370971 3754920 5.46E-04 4.26E-04 4.27E-06 8.33E-07 2.60E-07 7.36E-08 370971 3754920 3.01E-07 2.35E-07 2.36E-09 4.59E-10 1.43E-10 4.06E-11
370991 3754920 5.47E-04 4.23E-04 4.24E-06 8.27E-07 2.73E-07 7.73E-08 370991 3754920 3.02E-07 2.33E-07 2.34E-09 4.56E-10 1.51E-10 4.26E-11
371011 3754920 5.48E-04 4.19E-04 4.19E-06 8.17E-07 2.89E-07 8.19E-08 371011 3754920 3.02E-07 2.31E-07 2.31E-09 4.50E-10 1.60E-10 4.52E-11
371031 3754920 5.48E-04 4.15E-04 4.13E-06 8.05E-07 2.92E-07 8.26E-08 371031 3754920 3.02E-07 2.29E-07 2.28E-09 4.44E-10 1.61E-10 4.56E-11
371051 3754920 5.44E-04 4.08E-04 4.08E-06 7.95E-07 2.94E-07 8.34E-08 371051 3754920 3.00E-07 2.25E-07 2.25E-09 4.39E-10 1.62E-10 4.60E-11
371071 3754920 5.38E-04 4.01E-04 4.06E-06 7.91E-07 2.96E-07 8.40E-08 371071 3754920 2.97E-07 2.21E-07 2.24E-09 4.36E-10 1.63E-10 4.63E-11
371091 3754920 5.32E-04 3.93E-04 4.06E-06 7.92E-07 2.97E-07 8.41E-08 371091 3754920 2.93E-07 2.17E-07 2.24E-09 4.37E-10 1.64E-10 4.64E-11
371111 3754920 5.25E-04 3.86E-04 4.08E-06 7.96E-07 2.97E-07 8.42E-08 371111 3754920 2.89E-07 2.13E-07 2.25E-09 4.39E-10 1.64E-10 4.64E-11
371131 3754920 5.17E-04 3.79E-04 4.11E-06 8.00E-07 2.97E-07 8.42E-08 371131 3754920 2.85E-07 2.09E-07 2.26E-09 4.41E-10 1.64E-10 4.64E-11
371151 3754920 5.08E-04 3.72E-04 4.12E-06 8.03E-07 2.97E-07 8.42E-08 371151 3754920 2.80E-07 2.05E-07 2.27E-09 4.43E-10 1.64E-10 4.64E-11
371171 3754920 4.99E-04 3.65E-04 4.12E-06 8.04E-07 2.97E-07 8.42E-08 371171 3754920 2.75E-07 2.01E-07 2.27E-09 4.43E-10 1.64E-10 4.64E-11
371191 3754920 4.90E-04 3.59E-04 4.11E-06 8.02E-07 2.97E-07 8.42E-08 371191 3754920 2.70E-07 1.98E-07 2.27E-09 4.42E-10 1.64E-10 4.64E-11
371211 3754920 4.81E-04 3.53E-04 4.09E-06 7.97E-07 2.97E-07 8.41E-08 371211 3754920 2.65E-07 1.95E-07 2.26E-09 4.40E-10 1.64E-10 4.64E-11
371231 3754920 4.71E-04 3.48E-04 4.06E-06 7.91E-07 2.97E-07 8.40E-08 371231 3754920 2.60E-07 1.92E-07 2.24E-09 4.36E-10 1.64E-10 4.63E-11
371251 3754920 4.62E-04 3.43E-04 4.01E-06 7.82E-07 2.96E-07 8.39E-08 371251 3754920 2.55E-07 1.89E-07 2.21E-09 4.31E-10 1.63E-10 4.62E-11
371271 3754920 4.53E-04 3.38E-04 3.96E-06 7.71E-07 2.96E-07 8.37E-08 371271 3754920 2.50E-07 1.86E-07 2.18E-09 4.25E-10 1.63E-10 4.62E-11
371291 3754920 4.44E-04 3.34E-04 3.90E-06 7.60E-07 2.95E-07 8.35E-08 371291 3754920 2.45E-07 1.84E-07 2.15E-09 4.19E-10 1.63E-10 4.60E-11
371311 3754920 4.36E-04 3.30E-04 3.83E-06 7.47E-07 2.94E-07 8.33E-08 371311 3754920 2.40E-07 1.82E-07 2.11E-09 4.12E-10 1.62E-10 4.59E-11
371331 3754920 4.29E-04 3.27E-04 3.76E-06 7.33E-07 2.93E-07 8.30E-08 371331 3754920 2.36E-07 1.80E-07 2.07E-09 4.04E-10 1.62E-10 4.58E-11
371351 3754920 4.21E-04 3.24E-04 3.69E-06 7.19E-07 2.92E-07 8.27E-08 371351 3754920 2.32E-07 1.79E-07 2.03E-09 3.96E-10 1.61E-10 4.56E-11
371371 3754920 4.15E-04 3.22E-04 3.61E-06 7.04E-07 2.91E-07 8.23E-08 371371 3754920 2.29E-07 1.78E-07 1.99E-09 3.88E-10 1.60E-10 4.54E-11
371391 3754920 4.09E-04 3.20E-04 3.54E-06 6.90E-07 2.89E-07 8.19E-08 371391 3754920 2.26E-07 1.77E-07 1.95E-09 3.80E-10 1.60E-10 4.52E-11
371411 3754920 4.04E-04 3.19E-04 3.46E-06 6.75E-07 2.88E-07 8.15E-08 371411 3754920 2.23E-07 1.76E-07 1.91E-09 3.72E-10 1.59E-10 4.50E-11
371431 3754920 4.00E-04 3.18E-04 3.39E-06 6.60E-07 2.86E-07 8.11E-08 371431 3754920 2.20E-07 1.75E-07 1.87E-09 3.64E-10 1.58E-10 4.47E-11
371451 3754920 3.96E-04 3.17E-04 3.31E-06 6.45E-07 2.85E-07 8.06E-08 371451 3754920 2.18E-07 1.75E-07 1.83E-09 3.56E-10 1.57E-10 4.44E-11
371471 3754920 3.93E-04 3.17E-04 3.24E-06 6.31E-07 2.83E-07 8.01E-08 371471 3754920 2.17E-07 1.75E-07 1.78E-09 3.48E-10 1.56E-10 4.42E-11
371491 3754920 3.90E-04 3.16E-04 3.16E-06 6.16E-07 2.81E-07 7.96E-08 371491 3754920 2.15E-07 1.74E-07 1.74E-09 3.40E-10 1.55E-10 4.39E-11
371511 3754920 3.88E-04 3.16E-04 3.09E-06 6.02E-07 2.79E-07 7.90E-08 371511 3754920 2.14E-07 1.74E-07 1.70E-09 3.32E-10 1.54E-10 4.36E-11
371531 3754920 3.87E-04 3.17E-04 3.02E-06 5.88E-07 2.77E-07 7.84E-08 371531 3754920 2.13E-07 1.75E-07 1.66E-09 3.24E-10 1.53E-10 4.32E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371551 3754920 3.86E-04 3.18E-04 2.95E-06 5.75E-07 2.75E-07 7.78E-08 371551 3754920 2.13E-07 1.75E-07 1.63E-09 3.17E-10 1.52E-10 4.29E-11
371571 3754920 3.85E-04 3.19E-04 2.88E-06 5.62E-07 2.73E-07 7.72E-08 371571 3754920 2.12E-07 1.76E-07 1.59E-09 3.10E-10 1.50E-10 4.26E-11
371591 3754920 3.85E-04 3.20E-04 2.82E-06 5.49E-07 2.70E-07 7.66E-08 371591 3754920 2.12E-07 1.76E-07 1.55E-09 3.03E-10 1.49E-10 4.22E-11
371611 3754920 3.85E-04 3.22E-04 2.75E-06 5.36E-07 2.68E-07 7.59E-08 371611 3754920 2.12E-07 1.77E-07 1.52E-09 2.96E-10 1.48E-10 4.19E-11
371631 3754920 3.86E-04 3.24E-04 2.69E-06 5.24E-07 2.66E-07 7.52E-08 371631 3754920 2.13E-07 1.78E-07 1.48E-09 2.89E-10 1.46E-10 4.15E-11
371651 3754920 3.87E-04 3.26E-04 2.63E-06 5.13E-07 2.63E-07 7.45E-08 371651 3754920 2.13E-07 1.80E-07 1.45E-09 2.83E-10 1.45E-10 4.11E-11
371671 3754920 3.89E-04 3.29E-04 2.57E-06 5.01E-07 2.61E-07 7.38E-08 371671 3754920 2.14E-07 1.81E-07 1.42E-09 2.76E-10 1.44E-10 4.07E-11
371691 3754920 3.91E-04 3.32E-04 2.52E-06 4.90E-07 2.58E-07 7.31E-08 371691 3754920 2.16E-07 1.83E-07 1.39E-09 2.70E-10 1.42E-10 4.03E-11
371711 3754920 3.94E-04 3.36E-04 2.46E-06 4.79E-07 2.56E-07 7.24E-08 371711 3754920 2.17E-07 1.85E-07 1.36E-09 2.64E-10 1.41E-10 3.99E-11
371731 3754920 3.97E-04 3.40E-04 2.41E-06 4.69E-07 2.53E-07 7.17E-08 371731 3754920 2.19E-07 1.87E-07 1.33E-09 2.59E-10 1.39E-10 3.95E-11
371751 3754920 4.01E-04 3.44E-04 2.36E-06 4.59E-07 2.50E-07 7.09E-08 371751 3754920 2.21E-07 1.90E-07 1.30E-09 2.53E-10 1.38E-10 3.91E-11
371771 3754920 4.06E-04 3.50E-04 2.31E-06 4.49E-07 2.48E-07 7.02E-08 371771 3754920 2.24E-07 1.93E-07 1.27E-09 2.48E-10 1.37E-10 3.87E-11
371791 3754920 4.12E-04 3.55E-04 2.26E-06 4.40E-07 2.45E-07 6.95E-08 371791 3754920 2.27E-07 1.96E-07 1.24E-09 2.43E-10 1.35E-10 3.83E-11
371811 3754920 4.18E-04 3.61E-04 2.21E-06 4.31E-07 2.43E-07 6.88E-08 371811 3754920 2.30E-07 1.99E-07 1.22E-09 2.38E-10 1.34E-10 3.80E-11
371831 3754920 4.25E-04 3.67E-04 2.17E-06 4.22E-07 2.41E-07 6.82E-08 371831 3754920 2.34E-07 2.02E-07 1.19E-09 2.33E-10 1.33E-10 3.76E-11
370571 3754940 4.36E-04 4.14E-04 1.98E-06 3.85E-07 2.30E-07 6.50E-08 370571 3754940 2.40E-07 2.28E-07 1.09E-09 2.12E-10 1.27E-10 3.59E-11
370591 3754940 4.42E-04 4.18E-04 2.07E-06 4.03E-07 2.33E-07 6.60E-08 370591 3754940 2.44E-07 2.30E-07 1.14E-09 2.22E-10 1.28E-10 3.64E-11
370611 3754940 4.49E-04 4.21E-04 2.16E-06 4.22E-07 2.36E-07 6.69E-08 370611 3754940 2.47E-07 2.32E-07 1.19E-09 2.32E-10 1.30E-10 3.69E-11
370631 3754940 4.55E-04 4.25E-04 2.27E-06 4.42E-07 2.39E-07 6.78E-08 370631 3754940 2.51E-07 2.34E-07 1.25E-09 2.44E-10 1.32E-10 3.74E-11
370651 3754940 4.62E-04 4.28E-04 2.38E-06 4.64E-07 2.43E-07 6.87E-08 370651 3754940 2.55E-07 2.36E-07 1.31E-09 2.56E-10 1.34E-10 3.79E-11
370671 3754940 4.68E-04 4.31E-04 2.49E-06 4.86E-07 2.46E-07 6.96E-08 370671 3754940 2.58E-07 2.37E-07 1.37E-09 2.68E-10 1.35E-10 3.84E-11
370691 3754940 4.74E-04 4.33E-04 2.61E-06 5.09E-07 2.48E-07 7.04E-08 370691 3754940 2.61E-07 2.39E-07 1.44E-09 2.81E-10 1.37E-10 3.88E-11
370711 3754940 4.79E-04 4.34E-04 2.73E-06 5.33E-07 2.51E-07 7.11E-08 370711 3754940 2.64E-07 2.39E-07 1.51E-09 2.94E-10 1.38E-10 3.92E-11
370731 3754940 4.84E-04 4.34E-04 2.86E-06 5.57E-07 2.53E-07 7.17E-08 370731 3754940 2.67E-07 2.39E-07 1.57E-09 3.07E-10 1.40E-10 3.96E-11
370751 3754940 4.89E-04 4.34E-04 2.98E-06 5.81E-07 2.55E-07 7.22E-08 370751 3754940 2.69E-07 2.39E-07 1.64E-09 3.20E-10 1.41E-10 3.98E-11
370771 3754940 4.93E-04 4.33E-04 3.11E-06 6.05E-07 2.51E-07 7.10E-08 370771 3754940 2.72E-07 2.39E-07 1.71E-09 3.34E-10 1.38E-10 3.91E-11
370791 3754940 4.97E-04 4.32E-04 3.23E-06 6.30E-07 2.48E-07 7.03E-08 370791 3754940 2.74E-07 2.38E-07 1.78E-09 3.47E-10 1.37E-10 3.88E-11
370811 3754940 5.00E-04 4.30E-04 3.35E-06 6.52E-07 2.44E-07 6.92E-08 370811 3754940 2.76E-07 2.37E-07 1.85E-09 3.60E-10 1.35E-10 3.82E-11
370831 3754940 5.03E-04 4.27E-04 3.45E-06 6.72E-07 2.44E-07 6.92E-08 370831 3754940 2.77E-07 2.36E-07 1.90E-09 3.71E-10 1.35E-10 3.82E-11
370851 3754940 5.05E-04 4.24E-04 3.53E-06 6.87E-07 2.44E-07 6.91E-08 370851 3754940 2.79E-07 2.34E-07 1.94E-09 3.79E-10 1.35E-10 3.81E-11
370871 3754940 5.07E-04 4.21E-04 3.58E-06 6.98E-07 2.44E-07 6.91E-08 370871 3754940 2.80E-07 2.32E-07 1.97E-09 3.85E-10 1.34E-10 3.81E-11
370891 3754940 5.08E-04 4.17E-04 3.62E-06 7.05E-07 2.44E-07 6.92E-08 370891 3754940 2.80E-07 2.30E-07 1.99E-09 3.89E-10 1.35E-10 3.81E-11
370911 3754940 5.10E-04 4.13E-04 3.65E-06 7.12E-07 2.46E-07 6.96E-08 370911 3754940 2.81E-07 2.28E-07 2.01E-09 3.92E-10 1.36E-10 3.84E-11
370931 3754940 5.11E-04 4.09E-04 3.67E-06 7.16E-07 2.48E-07 7.02E-08 370931 3754940 2.82E-07 2.26E-07 2.03E-09 3.95E-10 1.37E-10 3.87E-11
370951 3754940 5.10E-04 4.04E-04 3.65E-06 7.11E-07 2.48E-07 7.04E-08 370951 3754940 2.81E-07 2.23E-07 2.01E-09 3.92E-10 1.37E-10 3.88E-11
370971 3754940 5.09E-04 3.98E-04 3.60E-06 7.01E-07 2.48E-07 7.03E-08 370971 3754940 2.80E-07 2.19E-07 1.98E-09 3.87E-10 1.37E-10 3.88E-11
370991 3754940 5.07E-04 3.93E-04 3.55E-06 6.93E-07 2.50E-07 7.09E-08 370991 3754940 2.80E-07 2.17E-07 1.96E-09 3.82E-10 1.38E-10 3.91E-11
371011 3754940 5.09E-04 3.91E-04 3.54E-06 6.90E-07 2.76E-07 7.82E-08 371011 3754940 2.81E-07 2.16E-07 1.95E-09 3.80E-10 1.52E-10 4.31E-11
371031 3754940 5.09E-04 3.87E-04 3.49E-06 6.80E-07 2.79E-07 7.89E-08 371031 3754940 2.81E-07 2.13E-07 1.92E-09 3.75E-10 1.54E-10 4.35E-11
371051 3754940 5.04E-04 3.80E-04 3.43E-06 6.69E-07 2.81E-07 7.95E-08 371051 3754940 2.78E-07 2.10E-07 1.89E-09 3.69E-10 1.55E-10 4.39E-11
371071 3754940 4.99E-04 3.74E-04 3.39E-06 6.62E-07 2.82E-07 8.00E-08 371071 3754940 2.75E-07 2.06E-07 1.87E-09 3.65E-10 1.56E-10 4.41E-11
371091 3754940 4.92E-04 3.67E-04 3.38E-06 6.59E-07 2.83E-07 8.01E-08 371091 3754940 2.71E-07 2.02E-07 1.86E-09 3.63E-10 1.56E-10 4.42E-11
371111 3754940 4.85E-04 3.60E-04 3.38E-06 6.59E-07 2.83E-07 8.01E-08 371111 3754940 2.68E-07 1.99E-07 1.86E-09 3.63E-10 1.56E-10 4.42E-11
371131 3754940 4.78E-04 3.54E-04 3.39E-06 6.61E-07 2.83E-07 8.02E-08 371131 3754940 2.64E-07 1.95E-07 1.87E-09 3.64E-10 1.56E-10 4.42E-11
371151 3754940 4.70E-04 3.47E-04 3.41E-06 6.64E-07 2.83E-07 8.02E-08 371151 3754940 2.59E-07 1.92E-07 1.88E-09 3.66E-10 1.56E-10 4.42E-11
371171 3754940 4.62E-04 3.41E-04 3.42E-06 6.66E-07 2.83E-07 8.02E-08 371171 3754940 2.55E-07 1.88E-07 1.88E-09 3.67E-10 1.56E-10 4.42E-11
371191 3754940 4.53E-04 3.36E-04 3.43E-06 6.68E-07 2.83E-07 8.01E-08 371191 3754940 2.50E-07 1.85E-07 1.89E-09 3.68E-10 1.56E-10 4.42E-11
371211 3754940 4.45E-04 3.30E-04 3.43E-06 6.68E-07 2.83E-07 8.00E-08 371211 3754940 2.45E-07 1.82E-07 1.89E-09 3.68E-10 1.56E-10 4.41E-11
371231 3754940 4.36E-04 3.25E-04 3.42E-06 6.67E-07 2.82E-07 7.99E-08 371231 3754940 2.40E-07 1.79E-07 1.89E-09 3.68E-10 1.56E-10 4.41E-11
371251 3754940 4.28E-04 3.21E-04 3.41E-06 6.64E-07 2.82E-07 7.98E-08 371251 3754940 2.36E-07 1.77E-07 1.88E-09 3.66E-10 1.55E-10 4.40E-11
371271 3754940 4.20E-04 3.16E-04 3.39E-06 6.60E-07 2.81E-07 7.97E-08 371271 3754940 2.31E-07 1.74E-07 1.87E-09 3.64E-10 1.55E-10 4.39E-11
371291 3754940 4.12E-04 3.13E-04 3.36E-06 6.54E-07 2.81E-07 7.95E-08 371291 3754940 2.27E-07 1.72E-07 1.85E-09 3.61E-10 1.55E-10 4.38E-11
371311 3754940 4.05E-04 3.09E-04 3.32E-06 6.47E-07 2.80E-07 7.92E-08 371311 3754940 2.23E-07 1.71E-07 1.83E-09 3.57E-10 1.54E-10 4.37E-11
371331 3754940 3.98E-04 3.06E-04 3.28E-06 6.40E-07 2.79E-07 7.90E-08 371331 3754940 2.19E-07 1.69E-07 1.81E-09 3.53E-10 1.54E-10 4.36E-11
371351 3754940 3.91E-04 3.04E-04 3.24E-06 6.31E-07 2.78E-07 7.87E-08 371351 3754940 2.16E-07 1.68E-07 1.79E-09 3.48E-10 1.53E-10 4.34E-11
371371 3754940 3.86E-04 3.02E-04 3.19E-06 6.22E-07 2.77E-07 7.84E-08 371371 3754940 2.13E-07 1.66E-07 1.76E-09 3.43E-10 1.53E-10 4.32E-11
371391 3754940 3.80E-04 3.00E-04 3.14E-06 6.12E-07 2.76E-07 7.80E-08 371391 3754940 2.10E-07 1.65E-07 1.73E-09 3.38E-10 1.52E-10 4.30E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371411 3754940 3.76E-04 2.99E-04 3.09E-06 6.02E-07 2.74E-07 7.77E-08 371411 3754940 2.07E-07 1.65E-07 1.70E-09 3.32E-10 1.51E-10 4.28E-11
371431 3754940 3.72E-04 2.98E-04 3.04E-06 5.92E-07 2.73E-07 7.73E-08 371431 3754940 2.05E-07 1.64E-07 1.67E-09 3.26E-10 1.50E-10 4.26E-11
371451 3754940 3.68E-04 2.97E-04 2.98E-06 5.81E-07 2.71E-07 7.68E-08 371451 3754940 2.03E-07 1.64E-07 1.64E-09 3.20E-10 1.50E-10 4.24E-11
371471 3754940 3.65E-04 2.96E-04 2.93E-06 5.70E-07 2.70E-07 7.64E-08 371471 3754940 2.01E-07 1.63E-07 1.61E-09 3.14E-10 1.49E-10 4.21E-11
371491 3754940 3.63E-04 2.96E-04 2.87E-06 5.60E-07 2.68E-07 7.59E-08 371491 3754940 2.00E-07 1.63E-07 1.58E-09 3.09E-10 1.48E-10 4.18E-11
371511 3754940 3.61E-04 2.96E-04 2.82E-06 5.49E-07 2.66E-07 7.54E-08 371511 3754940 1.99E-07 1.63E-07 1.55E-09 3.03E-10 1.47E-10 4.16E-11
371531 3754940 3.59E-04 2.96E-04 2.76E-06 5.38E-07 2.64E-07 7.48E-08 371531 3754940 1.98E-07 1.63E-07 1.52E-09 2.97E-10 1.46E-10 4.13E-11
371551 3754940 3.58E-04 2.97E-04 2.71E-06 5.28E-07 2.62E-07 7.43E-08 371551 3754940 1.98E-07 1.64E-07 1.49E-09 2.91E-10 1.45E-10 4.10E-11
371571 3754940 3.57E-04 2.97E-04 2.65E-06 5.17E-07 2.60E-07 7.37E-08 371571 3754940 1.97E-07 1.64E-07 1.46E-09 2.85E-10 1.43E-10 4.06E-11
371591 3754940 3.57E-04 2.98E-04 2.60E-06 5.07E-07 2.58E-07 7.31E-08 371591 3754940 1.97E-07 1.65E-07 1.43E-09 2.79E-10 1.42E-10 4.03E-11
371611 3754940 3.57E-04 3.00E-04 2.55E-06 4.97E-07 2.56E-07 7.25E-08 371611 3754940 1.97E-07 1.65E-07 1.41E-09 2.74E-10 1.41E-10 4.00E-11
371631 3754940 3.58E-04 3.01E-04 2.50E-06 4.87E-07 2.54E-07 7.19E-08 371631 3754940 1.97E-07 1.66E-07 1.38E-09 2.68E-10 1.40E-10 3.96E-11
371651 3754940 3.59E-04 3.03E-04 2.45E-06 4.77E-07 2.52E-07 7.12E-08 371651 3754940 1.98E-07 1.67E-07 1.35E-09 2.63E-10 1.39E-10 3.93E-11
371671 3754940 3.60E-04 3.05E-04 2.40E-06 4.68E-07 2.49E-07 7.06E-08 371671 3754940 1.98E-07 1.68E-07 1.32E-09 2.58E-10 1.37E-10 3.89E-11
371691 3754940 3.62E-04 3.08E-04 2.35E-06 4.58E-07 2.47E-07 6.99E-08 371691 3754940 1.99E-07 1.70E-07 1.30E-09 2.53E-10 1.36E-10 3.86E-11
371711 3754940 3.64E-04 3.11E-04 2.31E-06 4.49E-07 2.45E-07 6.93E-08 371711 3754940 2.00E-07 1.71E-07 1.27E-09 2.48E-10 1.35E-10 3.82E-11
371731 3754940 3.66E-04 3.14E-04 2.26E-06 4.40E-07 2.42E-07 6.86E-08 371731 3754940 2.02E-07 1.73E-07 1.25E-09 2.43E-10 1.34E-10 3.78E-11
371751 3754940 3.69E-04 3.18E-04 2.22E-06 4.32E-07 2.40E-07 6.79E-08 371751 3754940 2.04E-07 1.75E-07 1.22E-09 2.38E-10 1.32E-10 3.75E-11
371771 3754940 3.73E-04 3.22E-04 2.17E-06 4.23E-07 2.37E-07 6.73E-08 371771 3754940 2.06E-07 1.78E-07 1.20E-09 2.33E-10 1.31E-10 3.71E-11
371791 3754940 3.77E-04 3.27E-04 2.13E-06 4.15E-07 2.35E-07 6.66E-08 371791 3754940 2.08E-07 1.80E-07 1.17E-09 2.29E-10 1.30E-10 3.67E-11
371811 3754940 3.82E-04 3.32E-04 2.09E-06 4.07E-07 2.33E-07 6.59E-08 371811 3754940 2.11E-07 1.83E-07 1.15E-09 2.25E-10 1.28E-10 3.63E-11
371831 3754940 3.88E-04 3.37E-04 2.05E-06 4.00E-07 2.30E-07 6.53E-08 371831 3754940 2.14E-07 1.86E-07 1.13E-09 2.20E-10 1.27E-10 3.60E-11
370571 3754960 4.15E-04 3.93E-04 1.84E-06 3.59E-07 2.13E-07 6.02E-08 370571 3754960 2.29E-07 2.17E-07 1.01E-09 1.98E-10 1.17E-10 3.32E-11
370591 3754960 4.21E-04 3.96E-04 1.92E-06 3.73E-07 2.14E-07 6.06E-08 370591 3754960 2.32E-07 2.18E-07 1.06E-09 2.06E-10 1.18E-10 3.34E-11
370611 3754960 4.26E-04 3.98E-04 2.00E-06 3.90E-07 2.18E-07 6.17E-08 370611 3754960 2.35E-07 2.20E-07 1.10E-09 2.15E-10 1.20E-10 3.40E-11
370631 3754960 4.32E-04 4.02E-04 2.09E-06 4.08E-07 2.25E-07 6.37E-08 370631 3754960 2.38E-07 2.21E-07 1.15E-09 2.25E-10 1.24E-10 3.51E-11
370651 3754960 4.38E-04 4.04E-04 2.19E-06 4.26E-07 2.30E-07 6.53E-08 370651 3754960 2.41E-07 2.23E-07 1.21E-09 2.35E-10 1.27E-10 3.60E-11
370671 3754960 4.44E-04 4.06E-04 2.28E-06 4.45E-07 2.35E-07 6.67E-08 370671 3754960 2.45E-07 2.24E-07 1.26E-09 2.46E-10 1.30E-10 3.68E-11
370691 3754960 4.49E-04 4.08E-04 2.39E-06 4.65E-07 2.39E-07 6.76E-08 370691 3754960 2.47E-07 2.25E-07 1.32E-09 2.56E-10 1.32E-10 3.73E-11
370711 3754960 4.54E-04 4.09E-04 2.48E-06 4.84E-07 2.40E-07 6.81E-08 370711 3754960 2.50E-07 2.25E-07 1.37E-09 2.67E-10 1.33E-10 3.75E-11
370731 3754960 4.58E-04 4.09E-04 2.58E-06 5.03E-07 2.40E-07 6.79E-08 370731 3754960 2.52E-07 2.25E-07 1.42E-09 2.77E-10 1.32E-10 3.75E-11
370751 3754960 4.61E-04 4.07E-04 2.66E-06 5.18E-07 2.30E-07 6.50E-08 370751 3754960 2.54E-07 2.24E-07 1.47E-09 2.86E-10 1.27E-10 3.59E-11
370771 3754960 4.65E-04 4.07E-04 2.77E-06 5.39E-07 2.34E-07 6.62E-08 370771 3754960 2.56E-07 2.24E-07 1.52E-09 2.97E-10 1.29E-10 3.65E-11
370791 3754960 4.68E-04 4.05E-04 2.85E-06 5.56E-07 2.32E-07 6.58E-08 370791 3754960 2.58E-07 2.24E-07 1.57E-09 3.07E-10 1.28E-10 3.63E-11
370811 3754960 4.71E-04 4.03E-04 2.93E-06 5.71E-07 2.32E-07 6.58E-08 370811 3754960 2.59E-07 2.22E-07 1.62E-09 3.15E-10 1.28E-10 3.63E-11
370831 3754960 4.73E-04 4.01E-04 2.99E-06 5.83E-07 2.32E-07 6.58E-08 370831 3754960 2.61E-07 2.21E-07 1.65E-09 3.22E-10 1.28E-10 3.63E-11
370851 3754960 4.74E-04 3.97E-04 3.02E-06 5.89E-07 2.31E-07 6.55E-08 370851 3754960 2.61E-07 2.19E-07 1.67E-09 3.25E-10 1.27E-10 3.61E-11
370871 3754960 4.75E-04 3.93E-04 3.05E-06 5.94E-07 2.31E-07 6.53E-08 370871 3754960 2.62E-07 2.17E-07 1.68E-09 3.28E-10 1.27E-10 3.60E-11
370891 3754960 4.75E-04 3.89E-04 3.06E-06 5.96E-07 2.31E-07 6.53E-08 370891 3754960 2.62E-07 2.14E-07 1.69E-09 3.29E-10 1.27E-10 3.60E-11
370911 3754960 4.76E-04 3.85E-04 3.08E-06 5.99E-07 2.32E-07 6.56E-08 370911 3754960 2.62E-07 2.12E-07 1.70E-09 3.30E-10 1.28E-10 3.62E-11
370931 3754960 4.78E-04 3.83E-04 3.14E-06 6.11E-07 2.36E-07 6.70E-08 370931 3754960 2.63E-07 2.11E-07 1.73E-09 3.37E-10 1.30E-10 3.69E-11
370951 3754960 4.77E-04 3.78E-04 3.12E-06 6.07E-07 2.37E-07 6.71E-08 370951 3754960 2.63E-07 2.08E-07 1.72E-09 3.35E-10 1.31E-10 3.70E-11
370971 3754960 4.76E-04 3.73E-04 3.09E-06 6.03E-07 2.39E-07 6.77E-08 370971 3754960 2.62E-07 2.06E-07 1.71E-09 3.33E-10 1.32E-10 3.73E-11
370991 3754960 4.78E-04 3.72E-04 3.10E-06 6.05E-07 2.63E-07 7.45E-08 370991 3754960 2.63E-07 2.05E-07 1.71E-09 3.33E-10 1.45E-10 4.11E-11
371011 3754960 4.78E-04 3.68E-04 3.06E-06 5.96E-07 2.68E-07 7.59E-08 371011 3754960 2.63E-07 2.03E-07 1.69E-09 3.28E-10 1.48E-10 4.18E-11
371031 3754960 4.74E-04 3.62E-04 3.00E-06 5.85E-07 2.69E-07 7.61E-08 371031 3754960 2.61E-07 1.99E-07 1.65E-09 3.22E-10 1.48E-10 4.19E-11
371051 3754960 4.69E-04 3.55E-04 2.95E-06 5.75E-07 2.69E-07 7.62E-08 371051 3754960 2.58E-07 1.96E-07 1.63E-09 3.17E-10 1.48E-10 4.20E-11
371071 3754960 4.63E-04 3.49E-04 2.91E-06 5.68E-07 2.69E-07 7.63E-08 371071 3754960 2.55E-07 1.93E-07 1.61E-09 3.13E-10 1.48E-10 4.21E-11
371091 3754960 4.57E-04 3.43E-04 2.89E-06 5.63E-07 2.70E-07 7.63E-08 371091 3754960 2.52E-07 1.89E-07 1.59E-09 3.10E-10 1.49E-10 4.21E-11
371111 3754960 4.50E-04 3.37E-04 2.88E-06 5.60E-07 2.70E-07 7.64E-08 371111 3754960 2.48E-07 1.86E-07 1.59E-09 3.09E-10 1.49E-10 4.21E-11
371131 3754960 4.43E-04 3.31E-04 2.87E-06 5.60E-07 2.70E-07 7.64E-08 371131 3754960 2.44E-07 1.82E-07 1.58E-09 3.09E-10 1.49E-10 4.21E-11
371151 3754960 4.36E-04 3.25E-04 2.88E-06 5.61E-07 2.70E-07 7.64E-08 371151 3754960 2.40E-07 1.79E-07 1.59E-09 3.09E-10 1.49E-10 4.21E-11
371171 3754960 4.28E-04 3.20E-04 2.89E-06 5.63E-07 2.70E-07 7.64E-08 371171 3754960 2.36E-07 1.76E-07 1.59E-09 3.10E-10 1.49E-10 4.21E-11
371191 3754960 4.20E-04 3.14E-04 2.90E-06 5.65E-07 2.70E-07 7.63E-08 371191 3754960 2.32E-07 1.73E-07 1.60E-09 3.11E-10 1.49E-10 4.21E-11
371211 3754960 4.13E-04 3.10E-04 2.90E-06 5.66E-07 2.69E-07 7.63E-08 371211 3754960 2.28E-07 1.71E-07 1.60E-09 3.12E-10 1.49E-10 4.21E-11
371231 3754960 4.05E-04 3.05E-04 2.91E-06 5.67E-07 2.69E-07 7.62E-08 371231 3754960 2.23E-07 1.68E-07 1.60E-09 3.13E-10 1.48E-10 4.20E-11
371251 3754960 3.97E-04 3.01E-04 2.91E-06 5.67E-07 2.69E-07 7.61E-08 371251 3754960 2.19E-07 1.66E-07 1.60E-09 3.13E-10 1.48E-10 4.19E-11

Unmitigated Construction HRA-Worker (02-20-19).xlsx 185 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371271 3754960 3.90E-04 2.97E-04 2.91E-06 5.66E-07 2.68E-07 7.59E-08 371271 3754960 2.15E-07 1.64E-07 1.60E-09 3.12E-10 1.48E-10 4.19E-11
371291 3754960 3.83E-04 2.93E-04 2.90E-06 5.64E-07 2.67E-07 7.58E-08 371291 3754960 2.11E-07 1.62E-07 1.60E-09 3.11E-10 1.47E-10 4.18E-11
371311 3754960 3.76E-04 2.90E-04 2.88E-06 5.61E-07 2.67E-07 7.55E-08 371311 3754960 2.07E-07 1.60E-07 1.59E-09 3.10E-10 1.47E-10 4.17E-11
371331 3754960 3.70E-04 2.88E-04 2.86E-06 5.58E-07 2.66E-07 7.53E-08 371331 3754960 2.04E-07 1.59E-07 1.58E-09 3.08E-10 1.47E-10 4.15E-11
371351 3754960 3.64E-04 2.85E-04 2.84E-06 5.53E-07 2.65E-07 7.50E-08 371351 3754960 2.01E-07 1.57E-07 1.57E-09 3.05E-10 1.46E-10 4.14E-11
371371 3754960 3.59E-04 2.83E-04 2.81E-06 5.48E-07 2.64E-07 7.48E-08 371371 3754960 1.98E-07 1.56E-07 1.55E-09 3.02E-10 1.46E-10 4.12E-11
371391 3754960 3.54E-04 2.82E-04 2.78E-06 5.42E-07 2.63E-07 7.44E-08 371391 3754960 1.95E-07 1.55E-07 1.53E-09 2.99E-10 1.45E-10 4.10E-11
371411 3754960 3.50E-04 2.80E-04 2.75E-06 5.36E-07 2.62E-07 7.41E-08 371411 3754960 1.93E-07 1.55E-07 1.52E-09 2.95E-10 1.44E-10 4.08E-11
371431 3754960 3.46E-04 2.79E-04 2.71E-06 5.29E-07 2.60E-07 7.37E-08 371431 3754960 1.91E-07 1.54E-07 1.50E-09 2.92E-10 1.43E-10 4.06E-11
371451 3754960 3.43E-04 2.78E-04 2.68E-06 5.22E-07 2.59E-07 7.33E-08 371451 3754960 1.89E-07 1.54E-07 1.48E-09 2.88E-10 1.43E-10 4.04E-11
371471 3754960 3.40E-04 2.78E-04 2.64E-06 5.14E-07 2.57E-07 7.29E-08 371471 3754960 1.88E-07 1.53E-07 1.45E-09 2.83E-10 1.42E-10 4.02E-11
371491 3754960 3.38E-04 2.78E-04 2.60E-06 5.06E-07 2.56E-07 7.24E-08 371491 3754960 1.86E-07 1.53E-07 1.43E-09 2.79E-10 1.41E-10 3.99E-11
371511 3754960 3.36E-04 2.78E-04 2.56E-06 4.99E-07 2.54E-07 7.20E-08 371511 3754960 1.85E-07 1.53E-07 1.41E-09 2.75E-10 1.40E-10 3.97E-11
371531 3754960 3.35E-04 2.78E-04 2.52E-06 4.91E-07 2.52E-07 7.15E-08 371531 3754960 1.85E-07 1.53E-07 1.39E-09 2.70E-10 1.39E-10 3.94E-11
371551 3754960 3.34E-04 2.78E-04 2.48E-06 4.83E-07 2.51E-07 7.10E-08 371551 3754960 1.84E-07 1.53E-07 1.37E-09 2.66E-10 1.38E-10 3.91E-11
371571 3754960 3.33E-04 2.78E-04 2.43E-06 4.75E-07 2.49E-07 7.04E-08 371571 3754960 1.84E-07 1.54E-07 1.34E-09 2.62E-10 1.37E-10 3.88E-11
371591 3754960 3.33E-04 2.79E-04 2.39E-06 4.67E-07 2.47E-07 6.99E-08 371591 3754960 1.83E-07 1.54E-07 1.32E-09 2.57E-10 1.36E-10 3.85E-11
371611 3754960 3.33E-04 2.80E-04 2.35E-06 4.59E-07 2.45E-07 6.93E-08 371611 3754960 1.83E-07 1.55E-07 1.30E-09 2.53E-10 1.35E-10 3.82E-11
371631 3754960 3.33E-04 2.81E-04 2.31E-06 4.51E-07 2.43E-07 6.88E-08 371631 3754960 1.83E-07 1.55E-07 1.27E-09 2.48E-10 1.34E-10 3.79E-11
371651 3754960 3.33E-04 2.83E-04 2.27E-06 4.43E-07 2.41E-07 6.82E-08 371651 3754960 1.84E-07 1.56E-07 1.25E-09 2.44E-10 1.33E-10 3.76E-11
371671 3754960 3.34E-04 2.85E-04 2.23E-06 4.35E-07 2.39E-07 6.76E-08 371671 3754960 1.84E-07 1.57E-07 1.23E-09 2.40E-10 1.32E-10 3.73E-11
371691 3754960 3.35E-04 2.87E-04 2.19E-06 4.27E-07 2.37E-07 6.70E-08 371691 3754960 1.85E-07 1.58E-07 1.21E-09 2.36E-10 1.30E-10 3.69E-11
371711 3754960 3.37E-04 2.89E-04 2.15E-06 4.20E-07 2.34E-07 6.64E-08 371711 3754960 1.86E-07 1.59E-07 1.19E-09 2.31E-10 1.29E-10 3.66E-11
371731 3754960 3.39E-04 2.92E-04 2.12E-06 4.12E-07 2.32E-07 6.57E-08 371731 3754960 1.87E-07 1.61E-07 1.17E-09 2.27E-10 1.28E-10 3.63E-11
371751 3754960 3.42E-04 2.95E-04 2.08E-06 4.05E-07 2.30E-07 6.51E-08 371751 3754960 1.88E-07 1.63E-07 1.15E-09 2.23E-10 1.27E-10 3.59E-11
371771 3754960 3.44E-04 2.98E-04 2.04E-06 3.98E-07 2.28E-07 6.45E-08 371771 3754960 1.90E-07 1.65E-07 1.13E-09 2.19E-10 1.26E-10 3.56E-11
371791 3754960 3.48E-04 3.02E-04 2.01E-06 3.91E-07 2.25E-07 6.38E-08 371791 3754960 1.92E-07 1.67E-07 1.11E-09 2.16E-10 1.24E-10 3.52E-11
371811 3754960 3.52E-04 3.06E-04 1.97E-06 3.84E-07 2.23E-07 6.32E-08 371811 3754960 1.94E-07 1.69E-07 1.09E-09 2.12E-10 1.23E-10 3.49E-11
371831 3754960 3.56E-04 3.11E-04 1.94E-06 3.77E-07 2.21E-07 6.26E-08 371831 3754960 1.96E-07 1.71E-07 1.07E-09 2.08E-10 1.22E-10 3.45E-11
370571 3754980 3.97E-04 3.74E-04 1.73E-06 3.36E-07 2.03E-07 5.76E-08 370571 3754980 2.19E-07 2.06E-07 9.51E-10 1.85E-10 1.12E-10 3.18E-11
370591 3754980 4.01E-04 3.76E-04 1.79E-06 3.49E-07 2.05E-07 5.82E-08 370591 3754980 2.21E-07 2.07E-07 9.87E-10 1.92E-10 1.13E-10 3.21E-11
370611 3754980 4.06E-04 3.78E-04 1.86E-06 3.62E-07 2.07E-07 5.87E-08 370611 3754980 2.24E-07 2.08E-07 1.03E-09 2.00E-10 1.14E-10 3.24E-11
370631 3754980 4.11E-04 3.80E-04 1.94E-06 3.77E-07 2.10E-07 5.95E-08 370631 3754980 2.27E-07 2.10E-07 1.07E-09 2.08E-10 1.16E-10 3.28E-11
370651 3754980 4.16E-04 3.82E-04 2.01E-06 3.93E-07 2.13E-07 6.02E-08 370651 3754980 2.29E-07 2.11E-07 1.11E-09 2.16E-10 1.17E-10 3.32E-11
370671 3754980 4.21E-04 3.84E-04 2.10E-06 4.09E-07 2.18E-07 6.18E-08 370671 3754980 2.32E-07 2.12E-07 1.16E-09 2.25E-10 1.20E-10 3.41E-11
370691 3754980 4.26E-04 3.85E-04 2.18E-06 4.25E-07 2.24E-07 6.33E-08 370691 3754980 2.35E-07 2.12E-07 1.20E-09 2.34E-10 1.23E-10 3.49E-11
370711 3754980 4.30E-04 3.86E-04 2.26E-06 4.41E-07 2.25E-07 6.37E-08 370711 3754980 2.37E-07 2.13E-07 1.25E-09 2.43E-10 1.24E-10 3.51E-11
370731 3754980 4.33E-04 3.85E-04 2.34E-06 4.55E-07 2.24E-07 6.34E-08 370731 3754980 2.39E-07 2.12E-07 1.29E-09 2.51E-10 1.23E-10 3.50E-11
370751 3754980 4.35E-04 3.83E-04 2.39E-06 4.66E-07 2.19E-07 6.19E-08 370751 3754980 2.40E-07 2.11E-07 1.32E-09 2.57E-10 1.21E-10 3.41E-11
370771 3754980 4.39E-04 3.83E-04 2.47E-06 4.82E-07 2.21E-07 6.26E-08 370771 3754980 2.42E-07 2.11E-07 1.36E-09 2.66E-10 1.22E-10 3.45E-11
370791 3754980 4.42E-04 3.81E-04 2.53E-06 4.94E-07 2.21E-07 6.27E-08 370791 3754980 2.44E-07 2.10E-07 1.40E-09 2.72E-10 1.22E-10 3.46E-11
370811 3754980 4.43E-04 3.79E-04 2.58E-06 5.03E-07 2.21E-07 6.27E-08 370811 3754980 2.44E-07 2.09E-07 1.42E-09 2.77E-10 1.22E-10 3.45E-11
370831 3754980 4.45E-04 3.76E-04 2.62E-06 5.10E-07 2.21E-07 6.26E-08 370831 3754980 2.45E-07 2.07E-07 1.44E-09 2.81E-10 1.22E-10 3.45E-11
370851 3754980 4.45E-04 3.72E-04 2.62E-06 5.11E-07 2.19E-07 6.21E-08 370851 3754980 2.45E-07 2.05E-07 1.45E-09 2.82E-10 1.21E-10 3.42E-11
370871 3754980 4.37E-04 3.68E-04 2.63E-06 5.12E-07 2.18E-07 6.18E-08 370871 3754980 2.41E-07 2.03E-07 1.45E-09 2.82E-10 1.20E-10 3.41E-11
370891 3754980 4.38E-04 3.64E-04 2.63E-06 5.13E-07 2.18E-07 6.18E-08 370891 3754980 2.41E-07 2.01E-07 1.45E-09 2.83E-10 1.20E-10 3.41E-11
370911 3754980 4.47E-04 3.62E-04 2.69E-06 5.24E-07 2.22E-07 6.30E-08 370911 3754980 2.46E-07 1.99E-07 1.48E-09 2.89E-10 1.23E-10 3.47E-11
370931 3754980 4.47E-04 3.59E-04 2.72E-06 5.31E-07 2.26E-07 6.40E-08 370931 3754980 2.47E-07 1.98E-07 1.50E-09 2.93E-10 1.25E-10 3.53E-11
370951 3754980 4.46E-04 3.54E-04 2.71E-06 5.28E-07 2.27E-07 6.42E-08 370951 3754980 2.46E-07 1.95E-07 1.49E-09 2.91E-10 1.25E-10 3.54E-11
370971 3754980 4.47E-04 3.52E-04 2.72E-06 5.30E-07 2.49E-07 7.06E-08 370971 3754980 2.46E-07 1.94E-07 1.50E-09 2.92E-10 1.37E-10 3.89E-11
370991 3754980 4.49E-04 3.49E-04 2.72E-06 5.30E-07 2.53E-07 7.15E-08 370991 3754980 2.47E-07 1.93E-07 1.50E-09 2.92E-10 1.39E-10 3.94E-11
371011 3754980 4.45E-04 3.44E-04 2.68E-06 5.21E-07 2.56E-07 7.25E-08 371011 3754980 2.46E-07 1.90E-07 1.48E-09 2.87E-10 1.41E-10 4.00E-11
371031 3754980 4.41E-04 3.39E-04 2.63E-06 5.13E-07 2.56E-07 7.26E-08 371031 3754980 2.43E-07 1.87E-07 1.45E-09 2.83E-10 1.41E-10 4.01E-11
371051 3754980 4.36E-04 3.33E-04 2.59E-06 5.04E-07 2.57E-07 7.27E-08 371051 3754980 2.41E-07 1.84E-07 1.43E-09 2.78E-10 1.42E-10 4.01E-11
371071 3754980 4.31E-04 3.27E-04 2.55E-06 4.97E-07 2.57E-07 7.28E-08 371071 3754980 2.38E-07 1.80E-07 1.41E-09 2.74E-10 1.42E-10 4.02E-11
371091 3754980 4.25E-04 3.21E-04 2.52E-06 4.91E-07 2.57E-07 7.29E-08 371091 3754980 2.34E-07 1.77E-07 1.39E-09 2.71E-10 1.42E-10 4.02E-11
371111 3754980 4.19E-04 3.16E-04 2.50E-06 4.87E-07 2.57E-07 7.29E-08 371111 3754980 2.31E-07 1.74E-07 1.38E-09 2.69E-10 1.42E-10 4.02E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

371131 3754980 4.12E-04 3.10E-04 2.49E-06 4.85E-07 2.57E-07 7.29E-08 371131 3754980 2.27E-07 1.71E-07 1.37E-09 2.67E-10 1.42E-10 4.02E-11
371151 3754980 4.05E-04 3.05E-04 2.48E-06 4.84E-07 2.57E-07 7.29E-08 371151 3754980 2.23E-07 1.68E-07 1.37E-09 2.67E-10 1.42E-10 4.02E-11
371171 3754980 3.98E-04 3.00E-04 2.48E-06 4.84E-07 2.57E-07 7.29E-08 371171 3754980 2.20E-07 1.65E-07 1.37E-09 2.67E-10 1.42E-10 4.02E-11
371191 3754980 3.91E-04 2.95E-04 2.49E-06 4.85E-07 2.57E-07 7.29E-08 371191 3754980 2.16E-07 1.63E-07 1.37E-09 2.67E-10 1.42E-10 4.02E-11
371211 3754980 3.84E-04 2.91E-04 2.49E-06 4.86E-07 2.57E-07 7.28E-08 371211 3754980 2.12E-07 1.60E-07 1.38E-09 2.68E-10 1.42E-10 4.01E-11
371231 3754980 3.77E-04 2.87E-04 2.50E-06 4.88E-07 2.57E-07 7.27E-08 371231 3754980 2.08E-07 1.58E-07 1.38E-09 2.69E-10 1.42E-10 4.01E-11
371251 3754980 3.70E-04 2.83E-04 2.51E-06 4.89E-07 2.56E-07 7.26E-08 371251 3754980 2.04E-07 1.56E-07 1.38E-09 2.69E-10 1.41E-10 4.00E-11
371271 3754980 3.63E-04 2.79E-04 2.51E-06 4.89E-07 2.56E-07 7.25E-08 371271 3754980 2.00E-07 1.54E-07 1.38E-09 2.70E-10 1.41E-10 3.99E-11
371291 3754980 3.57E-04 2.76E-04 2.51E-06 4.89E-07 2.55E-07 7.23E-08 371291 3754980 1.97E-07 1.52E-07 1.38E-09 2.70E-10 1.41E-10 3.99E-11
371311 3754980 3.51E-04 2.73E-04 2.51E-06 4.89E-07 2.55E-07 7.21E-08 371311 3754980 1.94E-07 1.51E-07 1.38E-09 2.69E-10 1.40E-10 3.98E-11
371331 3754980 3.45E-04 2.71E-04 2.50E-06 4.87E-07 2.54E-07 7.19E-08 371331 3754980 1.90E-07 1.49E-07 1.38E-09 2.69E-10 1.40E-10 3.96E-11
371351 3754980 3.40E-04 2.68E-04 2.49E-06 4.85E-07 2.53E-07 7.17E-08 371351 3754980 1.87E-07 1.48E-07 1.37E-09 2.68E-10 1.39E-10 3.95E-11
371371 3754980 3.35E-04 2.67E-04 2.48E-06 4.83E-07 2.52E-07 7.14E-08 371371 3754980 1.85E-07 1.47E-07 1.37E-09 2.66E-10 1.39E-10 3.94E-11
371391 3754980 3.31E-04 2.65E-04 2.46E-06 4.80E-07 2.51E-07 7.11E-08 371391 3754980 1.82E-07 1.46E-07 1.36E-09 2.65E-10 1.38E-10 3.92E-11
371411 3754980 3.27E-04 2.64E-04 2.44E-06 4.76E-07 2.50E-07 7.08E-08 371411 3754980 1.80E-07 1.45E-07 1.35E-09 2.62E-10 1.38E-10 3.90E-11
371431 3754980 3.24E-04 2.63E-04 2.42E-06 4.72E-07 2.49E-07 7.04E-08 371431 3754980 1.78E-07 1.45E-07 1.33E-09 2.60E-10 1.37E-10 3.88E-11
371451 3754980 3.21E-04 2.62E-04 2.40E-06 4.67E-07 2.47E-07 7.00E-08 371451 3754980 1.77E-07 1.44E-07 1.32E-09 2.58E-10 1.36E-10 3.86E-11
371471 3754980 3.18E-04 2.61E-04 2.37E-06 4.62E-07 2.46E-07 6.97E-08 371471 3754980 1.75E-07 1.44E-07 1.31E-09 2.55E-10 1.36E-10 3.84E-11
371491 3754980 3.16E-04 2.61E-04 2.35E-06 4.57E-07 2.44E-07 6.92E-08 371491 3754980 1.74E-07 1.44E-07 1.29E-09 2.52E-10 1.35E-10 3.82E-11
371511 3754980 3.14E-04 2.61E-04 2.32E-06 4.52E-07 2.43E-07 6.88E-08 371511 3754980 1.73E-07 1.44E-07 1.28E-09 2.49E-10 1.34E-10 3.79E-11
371531 3754980 3.13E-04 2.61E-04 2.29E-06 4.46E-07 2.41E-07 6.84E-08 371531 3754980 1.72E-07 1.44E-07 1.26E-09 2.46E-10 1.33E-10 3.77E-11
371551 3754980 3.12E-04 2.61E-04 2.26E-06 4.40E-07 2.40E-07 6.79E-08 371551 3754980 1.72E-07 1.44E-07 1.24E-09 2.43E-10 1.32E-10 3.74E-11
371571 3754980 3.11E-04 2.61E-04 2.23E-06 4.34E-07 2.38E-07 6.74E-08 371571 3754980 1.71E-07 1.44E-07 1.23E-09 2.39E-10 1.31E-10 3.72E-11
371591 3754980 3.11E-04 2.62E-04 2.20E-06 4.28E-07 2.36E-07 6.69E-08 371591 3754980 1.71E-07 1.44E-07 1.21E-09 2.36E-10 1.30E-10 3.69E-11
371611 3754980 3.10E-04 2.63E-04 2.16E-06 4.22E-07 2.34E-07 6.64E-08 371611 3754980 1.71E-07 1.45E-07 1.19E-09 2.33E-10 1.29E-10 3.66E-11
371631 3754980 3.10E-04 2.64E-04 2.13E-06 4.16E-07 2.33E-07 6.59E-08 371631 3754980 1.71E-07 1.45E-07 1.18E-09 2.29E-10 1.28E-10 3.63E-11
371651 3754980 3.11E-04 2.65E-04 2.10E-06 4.09E-07 2.31E-07 6.53E-08 371651 3754980 1.71E-07 1.46E-07 1.16E-09 2.26E-10 1.27E-10 3.60E-11
371671 3754980 3.11E-04 2.66E-04 2.07E-06 4.03E-07 2.29E-07 6.48E-08 371671 3754980 1.72E-07 1.47E-07 1.14E-09 2.22E-10 1.26E-10 3.57E-11
371691 3754980 3.12E-04 2.68E-04 2.04E-06 3.97E-07 2.27E-07 6.42E-08 371691 3754980 1.72E-07 1.48E-07 1.12E-09 2.19E-10 1.25E-10 3.54E-11
371711 3754980 3.13E-04 2.70E-04 2.01E-06 3.91E-07 2.25E-07 6.37E-08 371711 3754980 1.73E-07 1.49E-07 1.11E-09 2.15E-10 1.24E-10 3.51E-11
371731 3754980 3.15E-04 2.72E-04 1.97E-06 3.85E-07 2.23E-07 6.31E-08 371731 3754980 1.74E-07 1.50E-07 1.09E-09 2.12E-10 1.23E-10 3.48E-11
371751 3754980 3.17E-04 2.75E-04 1.94E-06 3.79E-07 2.21E-07 6.25E-08 371751 3754980 1.75E-07 1.51E-07 1.07E-09 2.09E-10 1.22E-10 3.45E-11
371771 3754980 3.19E-04 2.77E-04 1.91E-06 3.73E-07 2.19E-07 6.19E-08 371771 3754980 1.76E-07 1.53E-07 1.05E-09 2.06E-10 1.20E-10 3.41E-11
371791 3754980 3.22E-04 2.80E-04 1.88E-06 3.67E-07 2.16E-07 6.13E-08 371791 3754980 1.77E-07 1.55E-07 1.04E-09 2.02E-10 1.19E-10 3.38E-11
371811 3754980 3.25E-04 2.84E-04 1.85E-06 3.61E-07 2.14E-07 6.07E-08 371811 3754980 1.79E-07 1.57E-07 1.02E-09 1.99E-10 1.18E-10 3.35E-11
371831 3754980 3.29E-04 2.88E-04 1.82E-06 3.55E-07 2.12E-07 6.01E-08 371831 3754980 1.81E-07 1.59E-07 1.01E-09 1.96E-10 1.17E-10 3.32E-11
370571 3755000 3.80E-04 3.57E-04 1.62E-06 3.16E-07 1.96E-07 5.57E-08 370571 3755000 2.09E-07 1.97E-07 8.95E-10 1.74E-10 1.08E-10 3.07E-11
370591 3755000 3.84E-04 3.58E-04 1.68E-06 3.27E-07 1.98E-07 5.61E-08 370591 3755000 2.12E-07 1.98E-07 9.25E-10 1.80E-10 1.09E-10 3.09E-11
370611 3755000 3.88E-04 3.60E-04 1.74E-06 3.39E-07 2.00E-07 5.67E-08 370611 3755000 2.14E-07 1.99E-07 9.59E-10 1.87E-10 1.10E-10 3.13E-11
370631 3755000 3.92E-04 3.61E-04 1.80E-06 3.51E-07 2.02E-07 5.72E-08 370631 3755000 2.16E-07 1.99E-07 9.93E-10 1.93E-10 1.11E-10 3.16E-11
370651 3755000 3.96E-04 3.63E-04 1.87E-06 3.64E-07 2.04E-07 5.78E-08 370651 3755000 2.19E-07 2.00E-07 1.03E-09 2.00E-10 1.12E-10 3.19E-11
370671 3755000 4.00E-04 3.64E-04 1.93E-06 3.76E-07 2.06E-07 5.84E-08 370671 3755000 2.21E-07 2.01E-07 1.06E-09 2.07E-10 1.14E-10 3.22E-11
370691 3755000 4.05E-04 3.65E-04 2.00E-06 3.90E-07 2.12E-07 6.01E-08 370691 3755000 2.23E-07 2.01E-07 1.10E-09 2.15E-10 1.17E-10 3.31E-11
370711 3755000 4.08E-04 3.65E-04 2.06E-06 4.02E-07 2.12E-07 5.99E-08 370711 3755000 2.25E-07 2.01E-07 1.14E-09 2.22E-10 1.17E-10 3.30E-11
370731 3755000 4.11E-04 3.64E-04 2.12E-06 4.13E-07 2.10E-07 5.96E-08 370731 3755000 2.26E-07 2.01E-07 1.17E-09 2.28E-10 1.16E-10 3.29E-11
370751 3755000 4.13E-04 3.62E-04 2.17E-06 4.22E-07 2.10E-07 5.95E-08 370751 3755000 2.28E-07 2.00E-07 1.19E-09 2.33E-10 1.16E-10 3.28E-11
370771 3755000 4.15E-04 3.61E-04 2.22E-06 4.32E-07 2.11E-07 5.97E-08 370771 3755000 2.29E-07 1.99E-07 1.22E-09 2.38E-10 1.16E-10 3.29E-11
370791 3755000 4.16E-04 3.58E-04 2.24E-06 4.36E-07 2.09E-07 5.92E-08 370791 3755000 2.29E-07 1.97E-07 1.23E-09 2.41E-10 1.15E-10 3.27E-11
370811 3755000 4.08E-04 3.50E-04 2.24E-06 4.37E-07 2.07E-07 5.85E-08 370811 3755000 2.25E-07 1.93E-07 1.24E-09 2.41E-10 1.14E-10 3.23E-11
370831 3755000 4.09E-04 3.48E-04 2.27E-06 4.42E-07 2.07E-07 5.85E-08 370831 3755000 2.25E-07 1.92E-07 1.25E-09 2.44E-10 1.14E-10 3.23E-11
370851 3755000 4.09E-04 3.45E-04 2.28E-06 4.44E-07 2.06E-07 5.84E-08 370851 3755000 2.26E-07 1.90E-07 1.26E-09 2.45E-10 1.14E-10 3.22E-11
370871 3755000 4.09E-04 3.41E-04 2.27E-06 4.43E-07 2.05E-07 5.81E-08 370871 3755000 2.26E-07 1.88E-07 1.25E-09 2.44E-10 1.13E-10 3.20E-11
370891 3755000 4.09E-04 3.38E-04 2.28E-06 4.45E-07 2.06E-07 5.82E-08 370891 3755000 2.26E-07 1.86E-07 1.26E-09 2.45E-10 1.13E-10 3.21E-11
370911 3755000 4.20E-04 3.40E-04 2.38E-06 4.64E-07 2.14E-07 6.06E-08 370911 3755000 2.32E-07 1.88E-07 1.31E-09 2.56E-10 1.18E-10 3.34E-11
370931 3755000 4.20E-04 3.37E-04 2.40E-06 4.67E-07 2.17E-07 6.13E-08 370931 3755000 2.31E-07 1.86E-07 1.32E-09 2.58E-10 1.19E-10 3.38E-11
370951 3755000 4.18E-04 3.33E-04 2.39E-06 4.65E-07 2.17E-07 6.15E-08 370951 3755000 2.30E-07 1.83E-07 1.32E-09 2.56E-10 1.20E-10 3.39E-11
370971 3755000 4.19E-04 3.31E-04 2.41E-06 4.69E-07 2.40E-07 6.79E-08 370971 3755000 2.31E-07 1.82E-07 1.33E-09 2.59E-10 1.32E-10 3.74E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370991 3755000 4.20E-04 3.28E-04 2.40E-06 4.68E-07 2.43E-07 6.89E-08 370991 3755000 2.31E-07 1.81E-07 1.32E-09 2.58E-10 1.34E-10 3.80E-11
371011 3755000 4.16E-04 3.23E-04 2.37E-06 4.62E-07 2.45E-07 6.94E-08 371011 3755000 2.29E-07 1.78E-07 1.31E-09 2.55E-10 1.35E-10 3.82E-11
371031 3755000 4.12E-04 3.18E-04 2.34E-06 4.55E-07 2.45E-07 6.95E-08 371031 3755000 2.27E-07 1.75E-07 1.29E-09 2.51E-10 1.35E-10 3.83E-11
371051 3755000 4.07E-04 3.12E-04 2.30E-06 4.48E-07 2.46E-07 6.95E-08 371051 3755000 2.24E-07 1.72E-07 1.27E-09 2.47E-10 1.35E-10 3.83E-11
371071 3755000 4.02E-04 3.07E-04 2.27E-06 4.42E-07 2.46E-07 6.96E-08 371071 3755000 2.22E-07 1.69E-07 1.25E-09 2.44E-10 1.36E-10 3.84E-11
371091 3755000 3.96E-04 3.02E-04 2.24E-06 4.36E-07 2.46E-07 6.97E-08 371091 3755000 2.19E-07 1.66E-07 1.23E-09 2.40E-10 1.36E-10 3.84E-11
371111 3755000 3.90E-04 2.97E-04 2.21E-06 4.31E-07 2.46E-07 6.97E-08 371111 3755000 2.15E-07 1.64E-07 1.22E-09 2.38E-10 1.36E-10 3.84E-11
371131 3755000 3.84E-04 2.92E-04 2.19E-06 4.28E-07 2.46E-07 6.97E-08 371131 3755000 2.12E-07 1.61E-07 1.21E-09 2.36E-10 1.36E-10 3.84E-11
371151 3755000 3.78E-04 2.87E-04 2.18E-06 4.25E-07 2.46E-07 6.97E-08 371151 3755000 2.08E-07 1.58E-07 1.20E-09 2.34E-10 1.36E-10 3.84E-11
371171 3755000 3.71E-04 2.82E-04 2.18E-06 4.24E-07 2.46E-07 6.97E-08 371171 3755000 2.05E-07 1.56E-07 1.20E-09 2.34E-10 1.36E-10 3.84E-11
371191 3755000 3.65E-04 2.78E-04 2.17E-06 4.24E-07 2.46E-07 6.96E-08 371191 3755000 2.01E-07 1.53E-07 1.20E-09 2.34E-10 1.36E-10 3.84E-11
371211 3755000 3.58E-04 2.74E-04 2.18E-06 4.24E-07 2.46E-07 6.96E-08 371211 3755000 1.97E-07 1.51E-07 1.20E-09 2.34E-10 1.35E-10 3.84E-11
371231 3755000 3.52E-04 2.70E-04 2.18E-06 4.25E-07 2.45E-07 6.95E-08 371231 3755000 1.94E-07 1.49E-07 1.20E-09 2.34E-10 1.35E-10 3.83E-11
371251 3755000 3.45E-04 2.67E-04 2.18E-06 4.26E-07 2.45E-07 6.94E-08 371251 3755000 1.90E-07 1.47E-07 1.20E-09 2.35E-10 1.35E-10 3.82E-11
371271 3755000 3.39E-04 2.63E-04 2.19E-06 4.27E-07 2.44E-07 6.92E-08 371271 3755000 1.87E-07 1.45E-07 1.21E-09 2.35E-10 1.35E-10 3.82E-11
371291 3755000 3.34E-04 2.60E-04 2.19E-06 4.27E-07 2.44E-07 6.91E-08 371291 3755000 1.84E-07 1.44E-07 1.21E-09 2.36E-10 1.34E-10 3.81E-11
371311 3755000 3.28E-04 2.58E-04 2.20E-06 4.28E-07 2.43E-07 6.89E-08 371311 3755000 1.81E-07 1.42E-07 1.21E-09 2.36E-10 1.34E-10 3.80E-11
371331 3755000 3.23E-04 2.55E-04 2.20E-06 4.28E-07 2.43E-07 6.87E-08 371331 3755000 1.78E-07 1.41E-07 1.21E-09 2.36E-10 1.34E-10 3.79E-11
371351 3755000 3.18E-04 2.53E-04 2.19E-06 4.27E-07 2.42E-07 6.85E-08 371351 3755000 1.75E-07 1.40E-07 1.21E-09 2.36E-10 1.33E-10 3.78E-11
371371 3755000 3.14E-04 2.51E-04 2.19E-06 4.27E-07 2.41E-07 6.82E-08 371371 3755000 1.73E-07 1.39E-07 1.21E-09 2.35E-10 1.33E-10 3.76E-11
371391 3755000 3.10E-04 2.50E-04 2.18E-06 4.25E-07 2.40E-07 6.80E-08 371391 3755000 1.71E-07 1.38E-07 1.20E-09 2.34E-10 1.32E-10 3.75E-11
371411 3755000 3.06E-04 2.49E-04 2.17E-06 4.23E-07 2.39E-07 6.77E-08 371411 3755000 1.69E-07 1.37E-07 1.20E-09 2.33E-10 1.32E-10 3.73E-11
371431 3755000 3.03E-04 2.48E-04 2.16E-06 4.21E-07 2.38E-07 6.73E-08 371431 3755000 1.67E-07 1.37E-07 1.19E-09 2.32E-10 1.31E-10 3.71E-11
371451 3755000 3.00E-04 2.47E-04 2.15E-06 4.18E-07 2.37E-07 6.70E-08 371451 3755000 1.66E-07 1.36E-07 1.18E-09 2.31E-10 1.30E-10 3.69E-11
371471 3755000 2.98E-04 2.46E-04 2.13E-06 4.15E-07 2.35E-07 6.66E-08 371471 3755000 1.64E-07 1.36E-07 1.18E-09 2.29E-10 1.30E-10 3.67E-11
371491 3755000 2.96E-04 2.46E-04 2.11E-06 4.12E-07 2.34E-07 6.63E-08 371491 3755000 1.63E-07 1.36E-07 1.17E-09 2.27E-10 1.29E-10 3.65E-11
371511 3755000 2.94E-04 2.46E-04 2.10E-06 4.08E-07 2.33E-07 6.59E-08 371511 3755000 1.62E-07 1.35E-07 1.16E-09 2.25E-10 1.28E-10 3.63E-11
371531 3755000 2.93E-04 2.46E-04 2.08E-06 4.04E-07 2.31E-07 6.54E-08 371531 3755000 1.61E-07 1.35E-07 1.14E-09 2.23E-10 1.27E-10 3.61E-11
371551 3755000 2.92E-04 2.46E-04 2.05E-06 4.00E-07 2.30E-07 6.50E-08 371551 3755000 1.61E-07 1.36E-07 1.13E-09 2.21E-10 1.27E-10 3.59E-11
371571 3755000 2.91E-04 2.46E-04 2.03E-06 3.96E-07 2.28E-07 6.46E-08 371571 3755000 1.60E-07 1.36E-07 1.12E-09 2.18E-10 1.26E-10 3.56E-11
371591 3755000 2.90E-04 2.46E-04 2.01E-06 3.92E-07 2.26E-07 6.41E-08 371591 3755000 1.60E-07 1.36E-07 1.11E-09 2.16E-10 1.25E-10 3.54E-11
371611 3755000 2.90E-04 2.47E-04 1.99E-06 3.87E-07 2.25E-07 6.36E-08 371611 3755000 1.60E-07 1.36E-07 1.09E-09 2.13E-10 1.24E-10 3.51E-11
371631 3755000 2.90E-04 2.48E-04 1.96E-06 3.82E-07 2.23E-07 6.32E-08 371631 3755000 1.60E-07 1.37E-07 1.08E-09 2.11E-10 1.23E-10 3.48E-11
371651 3755000 2.90E-04 2.49E-04 1.94E-06 3.78E-07 2.21E-07 6.27E-08 371651 3755000 1.60E-07 1.37E-07 1.07E-09 2.08E-10 1.22E-10 3.45E-11
371671 3755000 2.91E-04 2.50E-04 1.91E-06 3.73E-07 2.19E-07 6.21E-08 371671 3755000 1.60E-07 1.38E-07 1.05E-09 2.06E-10 1.21E-10 3.43E-11
371691 3755000 2.92E-04 2.51E-04 1.89E-06 3.68E-07 2.18E-07 6.16E-08 371691 3755000 1.61E-07 1.38E-07 1.04E-09 2.03E-10 1.20E-10 3.40E-11
371711 3755000 2.92E-04 2.53E-04 1.86E-06 3.63E-07 2.16E-07 6.11E-08 371711 3755000 1.61E-07 1.39E-07 1.03E-09 2.00E-10 1.19E-10 3.37E-11
371731 3755000 2.94E-04 2.54E-04 1.84E-06 3.58E-07 2.14E-07 6.06E-08 371731 3755000 1.62E-07 1.40E-07 1.01E-09 1.97E-10 1.18E-10 3.34E-11
371751 3755000 2.95E-04 2.57E-04 1.81E-06 3.53E-07 2.12E-07 6.00E-08 371751 3755000 1.63E-07 1.41E-07 9.99E-10 1.95E-10 1.17E-10 3.31E-11
371771 3755000 2.97E-04 2.59E-04 1.79E-06 3.48E-07 2.10E-07 5.95E-08 371771 3755000 1.64E-07 1.43E-07 9.85E-10 1.92E-10 1.16E-10 3.28E-11
371791 3755000 2.99E-04 2.61E-04 1.76E-06 3.43E-07 2.08E-07 5.89E-08 371791 3755000 1.65E-07 1.44E-07 9.72E-10 1.89E-10 1.15E-10 3.25E-11
371811 3755000 3.02E-04 2.64E-04 1.74E-06 3.39E-07 2.06E-07 5.84E-08 371811 3755000 1.66E-07 1.46E-07 9.58E-10 1.87E-10 1.14E-10 3.22E-11
371831 3755000 3.04E-04 2.67E-04 1.71E-06 3.34E-07 2.04E-07 5.78E-08 371831 3755000 1.68E-07 1.47E-07 9.44E-10 1.84E-10 1.13E-10 3.19E-11
370571 3755020 3.64E-04 3.41E-04 1.53E-06 2.99E-07 1.91E-07 5.40E-08 370571 3755020 2.01E-07 1.88E-07 8.45E-10 1.65E-10 1.05E-10 2.98E-11
370591 3755020 3.67E-04 3.42E-04 1.58E-06 3.07E-07 1.92E-07 5.43E-08 370591 3755020 2.03E-07 1.88E-07 8.69E-10 1.69E-10 1.06E-10 2.99E-11
370611 3755020 3.71E-04 3.43E-04 1.63E-06 3.18E-07 1.94E-07 5.49E-08 370611 3755020 2.05E-07 1.89E-07 8.99E-10 1.75E-10 1.07E-10 3.03E-11
370631 3755020 3.75E-04 3.44E-04 1.68E-06 3.27E-07 1.95E-07 5.52E-08 370631 3755020 2.07E-07 1.90E-07 9.26E-10 1.80E-10 1.08E-10 3.05E-11
370651 3755020 3.78E-04 3.45E-04 1.73E-06 3.38E-07 1.97E-07 5.57E-08 370651 3755020 2.09E-07 1.90E-07 9.56E-10 1.86E-10 1.08E-10 3.07E-11
370671 3755020 3.82E-04 3.45E-04 1.79E-06 3.48E-07 1.98E-07 5.62E-08 370671 3755020 2.10E-07 1.90E-07 9.85E-10 1.92E-10 1.09E-10 3.10E-11
370691 3755020 3.85E-04 3.46E-04 1.84E-06 3.59E-07 2.02E-07 5.73E-08 370691 3755020 2.12E-07 1.91E-07 1.02E-09 1.98E-10 1.12E-10 3.16E-11
370711 3755020 3.88E-04 3.45E-04 1.89E-06 3.68E-07 2.01E-07 5.71E-08 370711 3755020 2.14E-07 1.90E-07 1.04E-09 2.03E-10 1.11E-10 3.15E-11
370731 3755020 3.90E-04 3.44E-04 1.93E-06 3.77E-07 2.02E-07 5.72E-08 370731 3755020 2.15E-07 1.90E-07 1.07E-09 2.08E-10 1.11E-10 3.15E-11
370751 3755020 3.91E-04 3.42E-04 1.96E-06 3.82E-07 2.01E-07 5.68E-08 370751 3755020 2.16E-07 1.89E-07 1.08E-09 2.10E-10 1.11E-10 3.13E-11
370771 3755020 3.92E-04 3.40E-04 1.98E-06 3.86E-07 2.00E-07 5.66E-08 370771 3755020 2.16E-07 1.87E-07 1.09E-09 2.13E-10 1.10E-10 3.12E-11
370791 3755020 3.93E-04 3.38E-04 2.01E-06 3.91E-07 2.00E-07 5.65E-08 370791 3755020 2.17E-07 1.86E-07 1.11E-09 2.16E-10 1.10E-10 3.12E-11
370811 3755020 3.84E-04 3.30E-04 1.99E-06 3.88E-07 1.96E-07 5.56E-08 370811 3755020 2.12E-07 1.82E-07 1.10E-09 2.14E-10 1.08E-10 3.06E-11
370831 3755020 3.85E-04 3.27E-04 2.00E-06 3.90E-07 1.96E-07 5.54E-08 370831 3755020 2.12E-07 1.80E-07 1.10E-09 2.15E-10 1.08E-10 3.06E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370851 3755020 3.85E-04 3.24E-04 2.00E-06 3.91E-07 1.95E-07 5.53E-08 370851 3755020 2.12E-07 1.79E-07 1.11E-09 2.15E-10 1.08E-10 3.05E-11
370871 3755020 3.85E-04 3.21E-04 2.01E-06 3.93E-07 1.96E-07 5.54E-08 370871 3755020 2.12E-07 1.77E-07 1.11E-09 2.16E-10 1.08E-10 3.05E-11
370891 3755020 3.85E-04 3.18E-04 2.02E-06 3.94E-07 1.96E-07 5.55E-08 370891 3755020 2.12E-07 1.75E-07 1.11E-09 2.17E-10 1.08E-10 3.06E-11
370911 3755020 3.95E-04 3.21E-04 2.12E-06 4.13E-07 2.05E-07 5.81E-08 370911 3755020 2.18E-07 1.77E-07 1.17E-09 2.28E-10 1.13E-10 3.20E-11
370931 3755020 3.95E-04 3.18E-04 2.14E-06 4.16E-07 2.08E-07 5.90E-08 370931 3755020 2.18E-07 1.75E-07 1.18E-09 2.30E-10 1.15E-10 3.25E-11
370951 3755020 3.93E-04 3.13E-04 2.13E-06 4.15E-07 2.09E-07 5.91E-08 370951 3755020 2.16E-07 1.73E-07 1.17E-09 2.29E-10 1.15E-10 3.26E-11
370971 3755020 3.94E-04 3.12E-04 2.15E-06 4.20E-07 2.30E-07 6.51E-08 370971 3755020 2.17E-07 1.72E-07 1.19E-09 2.32E-10 1.27E-10 3.59E-11
370991 3755020 3.93E-04 3.09E-04 2.15E-06 4.18E-07 2.33E-07 6.61E-08 370991 3755020 2.17E-07 1.70E-07 1.18E-09 2.31E-10 1.29E-10 3.64E-11
371011 3755020 3.89E-04 3.04E-04 2.12E-06 4.13E-07 2.35E-07 6.64E-08 371011 3755020 2.15E-07 1.67E-07 1.17E-09 2.28E-10 1.29E-10 3.66E-11
371031 3755020 3.85E-04 2.99E-04 2.09E-06 4.08E-07 2.35E-07 6.65E-08 371031 3755020 2.12E-07 1.65E-07 1.15E-09 2.25E-10 1.29E-10 3.67E-11
371051 3755020 3.81E-04 2.94E-04 2.06E-06 4.02E-07 2.35E-07 6.66E-08 371051 3755020 2.10E-07 1.62E-07 1.14E-09 2.22E-10 1.30E-10 3.67E-11
371071 3755020 3.76E-04 2.89E-04 2.04E-06 3.97E-07 2.35E-07 6.66E-08 371071 3755020 2.07E-07 1.59E-07 1.12E-09 2.19E-10 1.30E-10 3.67E-11
371091 3755020 3.70E-04 2.84E-04 2.01E-06 3.91E-07 2.35E-07 6.67E-08 371091 3755020 2.04E-07 1.57E-07 1.11E-09 2.16E-10 1.30E-10 3.68E-11
371111 3755020 3.65E-04 2.79E-04 1.98E-06 3.86E-07 2.35E-07 6.67E-08 371111 3755020 2.01E-07 1.54E-07 1.09E-09 2.13E-10 1.30E-10 3.68E-11
371131 3755020 3.59E-04 2.75E-04 1.96E-06 3.82E-07 2.35E-07 6.67E-08 371131 3755020 1.98E-07 1.52E-07 1.08E-09 2.11E-10 1.30E-10 3.68E-11
371151 3755020 3.53E-04 2.70E-04 1.95E-06 3.79E-07 2.35E-07 6.67E-08 371151 3755020 1.95E-07 1.49E-07 1.07E-09 2.09E-10 1.30E-10 3.68E-11
371171 3755020 3.47E-04 2.66E-04 1.93E-06 3.77E-07 2.35E-07 6.66E-08 371171 3755020 1.91E-07 1.47E-07 1.07E-09 2.08E-10 1.30E-10 3.67E-11
371191 3755020 3.41E-04 2.62E-04 1.93E-06 3.76E-07 2.35E-07 6.66E-08 371191 3755020 1.88E-07 1.45E-07 1.06E-09 2.07E-10 1.30E-10 3.67E-11
371211 3755020 3.35E-04 2.59E-04 1.93E-06 3.75E-07 2.35E-07 6.65E-08 371211 3755020 1.85E-07 1.43E-07 1.06E-09 2.07E-10 1.30E-10 3.67E-11
371231 3755020 3.29E-04 2.55E-04 1.93E-06 3.75E-07 2.35E-07 6.65E-08 371231 3755020 1.81E-07 1.41E-07 1.06E-09 2.07E-10 1.29E-10 3.66E-11
371251 3755020 3.23E-04 2.52E-04 1.93E-06 3.76E-07 2.34E-07 6.64E-08 371251 3755020 1.78E-07 1.39E-07 1.06E-09 2.07E-10 1.29E-10 3.66E-11
371271 3755020 3.18E-04 2.49E-04 1.93E-06 3.76E-07 2.34E-07 6.62E-08 371271 3755020 1.75E-07 1.37E-07 1.06E-09 2.07E-10 1.29E-10 3.65E-11
371291 3755020 3.12E-04 2.46E-04 1.93E-06 3.77E-07 2.33E-07 6.61E-08 371291 3755020 1.72E-07 1.36E-07 1.07E-09 2.08E-10 1.29E-10 3.64E-11
371311 3755020 3.08E-04 2.43E-04 1.94E-06 3.78E-07 2.33E-07 6.59E-08 371311 3755020 1.70E-07 1.34E-07 1.07E-09 2.08E-10 1.28E-10 3.64E-11
371331 3755020 3.03E-04 2.41E-04 1.94E-06 3.78E-07 2.32E-07 6.57E-08 371331 3755020 1.67E-07 1.33E-07 1.07E-09 2.08E-10 1.28E-10 3.63E-11
371351 3755020 2.98E-04 2.39E-04 1.94E-06 3.78E-07 2.31E-07 6.56E-08 371351 3755020 1.65E-07 1.32E-07 1.07E-09 2.09E-10 1.28E-10 3.61E-11
371371 3755020 2.94E-04 2.38E-04 1.94E-06 3.78E-07 2.31E-07 6.53E-08 371371 3755020 1.62E-07 1.31E-07 1.07E-09 2.09E-10 1.27E-10 3.60E-11
371391 3755020 2.91E-04 2.36E-04 1.94E-06 3.78E-07 2.30E-07 6.51E-08 371391 3755020 1.60E-07 1.30E-07 1.07E-09 2.08E-10 1.27E-10 3.59E-11
371411 3755020 2.87E-04 2.35E-04 1.94E-06 3.77E-07 2.29E-07 6.48E-08 371411 3755020 1.58E-07 1.30E-07 1.07E-09 2.08E-10 1.26E-10 3.57E-11
371431 3755020 2.84E-04 2.34E-04 1.93E-06 3.76E-07 2.28E-07 6.45E-08 371431 3755020 1.57E-07 1.29E-07 1.06E-09 2.07E-10 1.26E-10 3.56E-11
371451 3755020 2.82E-04 2.33E-04 1.92E-06 3.75E-07 2.27E-07 6.42E-08 371451 3755020 1.55E-07 1.29E-07 1.06E-09 2.07E-10 1.25E-10 3.54E-11
371471 3755020 2.80E-04 2.33E-04 1.92E-06 3.73E-07 2.25E-07 6.38E-08 371471 3755020 1.54E-07 1.28E-07 1.06E-09 2.06E-10 1.24E-10 3.52E-11
371491 3755020 2.78E-04 2.32E-04 1.91E-06 3.71E-07 2.24E-07 6.35E-08 371491 3755020 1.53E-07 1.28E-07 1.05E-09 2.05E-10 1.24E-10 3.50E-11
371511 3755020 2.76E-04 2.32E-04 1.89E-06 3.69E-07 2.23E-07 6.31E-08 371511 3755020 1.52E-07 1.28E-07 1.04E-09 2.04E-10 1.23E-10 3.48E-11
371531 3755020 2.75E-04 2.32E-04 1.88E-06 3.67E-07 2.21E-07 6.27E-08 371531 3755020 1.52E-07 1.28E-07 1.04E-09 2.02E-10 1.22E-10 3.46E-11
371551 3755020 2.74E-04 2.32E-04 1.87E-06 3.64E-07 2.20E-07 6.23E-08 371551 3755020 1.51E-07 1.28E-07 1.03E-09 2.01E-10 1.21E-10 3.44E-11
371571 3755020 2.73E-04 2.32E-04 1.85E-06 3.61E-07 2.19E-07 6.19E-08 371571 3755020 1.51E-07 1.28E-07 1.02E-09 1.99E-10 1.21E-10 3.41E-11
371591 3755020 2.73E-04 2.32E-04 1.84E-06 3.58E-07 2.17E-07 6.15E-08 371591 3755020 1.50E-07 1.28E-07 1.01E-09 1.97E-10 1.20E-10 3.39E-11
371611 3755020 2.72E-04 2.33E-04 1.82E-06 3.55E-07 2.16E-07 6.11E-08 371611 3755020 1.50E-07 1.28E-07 1.00E-09 1.96E-10 1.19E-10 3.37E-11
371631 3755020 2.72E-04 2.33E-04 1.80E-06 3.51E-07 2.14E-07 6.06E-08 371631 3755020 1.50E-07 1.29E-07 9.94E-10 1.94E-10 1.18E-10 3.34E-11
371651 3755020 2.72E-04 2.34E-04 1.78E-06 3.48E-07 2.12E-07 6.02E-08 371651 3755020 1.50E-07 1.29E-07 9.83E-10 1.92E-10 1.17E-10 3.32E-11
371671 3755020 2.72E-04 2.35E-04 1.76E-06 3.44E-07 2.11E-07 5.97E-08 371671 3755020 1.50E-07 1.30E-07 9.73E-10 1.90E-10 1.16E-10 3.29E-11
371691 3755020 2.73E-04 2.36E-04 1.75E-06 3.40E-07 2.09E-07 5.92E-08 371691 3755020 1.50E-07 1.30E-07 9.62E-10 1.88E-10 1.15E-10 3.27E-11
371711 3755020 2.74E-04 2.37E-04 1.73E-06 3.36E-07 2.07E-07 5.87E-08 371711 3755020 1.51E-07 1.31E-07 9.52E-10 1.85E-10 1.14E-10 3.24E-11
371731 3755020 2.75E-04 2.39E-04 1.71E-06 3.33E-07 2.06E-07 5.82E-08 371731 3755020 1.51E-07 1.32E-07 9.41E-10 1.83E-10 1.13E-10 3.21E-11
371751 3755020 2.76E-04 2.41E-04 1.69E-06 3.29E-07 2.04E-07 5.77E-08 371751 3755020 1.52E-07 1.33E-07 9.30E-10 1.81E-10 1.12E-10 3.18E-11
371771 3755020 2.77E-04 2.42E-04 1.67E-06 3.25E-07 2.02E-07 5.72E-08 371771 3755020 1.53E-07 1.34E-07 9.19E-10 1.79E-10 1.11E-10 3.15E-11
371791 3755020 2.79E-04 2.44E-04 1.65E-06 3.21E-07 2.00E-07 5.67E-08 371791 3755020 1.54E-07 1.35E-07 9.07E-10 1.77E-10 1.10E-10 3.13E-11
371811 3755020 2.81E-04 2.47E-04 1.63E-06 3.17E-07 1.98E-07 5.62E-08 371811 3755020 1.55E-07 1.36E-07 8.96E-10 1.75E-10 1.09E-10 3.10E-11
371831 3755020 2.83E-04 2.49E-04 1.61E-06 3.13E-07 1.97E-07 5.57E-08 371831 3755020 1.56E-07 1.37E-07 8.85E-10 1.73E-10 1.08E-10 3.07E-11
370571 3755040 3.49E-04 3.26E-04 1.45E-06 2.82E-07 1.86E-07 5.28E-08 370571 3755040 1.93E-07 1.80E-07 7.98E-10 1.55E-10 1.03E-10 2.91E-11
370591 3755040 3.52E-04 3.26E-04 1.48E-06 2.89E-07 1.86E-07 5.25E-08 370591 3755040 1.94E-07 1.80E-07 8.18E-10 1.59E-10 1.02E-10 2.90E-11
370611 3755040 3.55E-04 3.28E-04 1.53E-06 2.98E-07 1.88E-07 5.32E-08 370611 3755040 1.96E-07 1.81E-07 8.43E-10 1.64E-10 1.03E-10 2.93E-11
370631 3755040 3.58E-04 3.28E-04 1.57E-06 3.06E-07 1.89E-07 5.35E-08 370631 3755040 1.98E-07 1.81E-07 8.66E-10 1.69E-10 1.04E-10 2.95E-11
370651 3755040 3.61E-04 3.28E-04 1.61E-06 3.15E-07 1.90E-07 5.39E-08 370651 3755040 1.99E-07 1.81E-07 8.90E-10 1.74E-10 1.05E-10 2.97E-11
370671 3755040 3.64E-04 3.28E-04 1.66E-06 3.23E-07 1.91E-07 5.42E-08 370671 3755040 2.01E-07 1.81E-07 9.13E-10 1.78E-10 1.05E-10 2.99E-11
370691 3755040 3.67E-04 3.28E-04 1.70E-06 3.32E-07 1.94E-07 5.49E-08 370691 3755040 2.02E-07 1.81E-07 9.39E-10 1.83E-10 1.07E-10 3.02E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370711 3755040 3.69E-04 3.28E-04 1.74E-06 3.39E-07 1.94E-07 5.48E-08 370711 3755040 2.03E-07 1.81E-07 9.58E-10 1.87E-10 1.07E-10 3.02E-11
370731 3755040 3.71E-04 3.26E-04 1.77E-06 3.45E-07 1.94E-07 5.50E-08 370731 3755040 2.04E-07 1.80E-07 9.77E-10 1.90E-10 1.07E-10 3.03E-11
370751 3755040 3.71E-04 3.24E-04 1.79E-06 3.48E-07 1.93E-07 5.46E-08 370751 3755040 2.05E-07 1.79E-07 9.85E-10 1.92E-10 1.06E-10 3.01E-11
370771 3755040 3.64E-04 3.21E-04 1.79E-06 3.49E-07 1.91E-07 5.40E-08 370771 3755040 2.01E-07 1.77E-07 9.88E-10 1.93E-10 1.05E-10 2.98E-11
370791 3755040 3.65E-04 3.15E-04 1.80E-06 3.52E-07 1.90E-07 5.39E-08 370791 3755040 2.01E-07 1.74E-07 9.95E-10 1.94E-10 1.05E-10 2.97E-11
370811 3755040 3.64E-04 3.12E-04 1.80E-06 3.50E-07 1.88E-07 5.33E-08 370811 3755040 2.01E-07 1.72E-07 9.91E-10 1.93E-10 1.04E-10 2.94E-11
370831 3755040 3.64E-04 3.09E-04 1.80E-06 3.50E-07 1.87E-07 5.31E-08 370831 3755040 2.00E-07 1.70E-07 9.91E-10 1.93E-10 1.03E-10 2.93E-11
370851 3755040 3.63E-04 3.05E-04 1.78E-06 3.47E-07 1.86E-07 5.27E-08 370851 3755040 2.00E-07 1.68E-07 9.81E-10 1.91E-10 1.03E-10 2.91E-11
370871 3755040 3.63E-04 3.03E-04 1.80E-06 3.51E-07 1.87E-07 5.29E-08 370871 3755040 2.00E-07 1.67E-07 9.92E-10 1.93E-10 1.03E-10 2.92E-11
370891 3755040 3.63E-04 3.00E-04 1.82E-06 3.54E-07 1.88E-07 5.33E-08 370891 3755040 2.00E-07 1.65E-07 1.00E-09 1.95E-10 1.04E-10 2.94E-11
370911 3755040 3.72E-04 3.02E-04 1.90E-06 3.71E-07 1.97E-07 5.58E-08 370911 3755040 2.05E-07 1.67E-07 1.05E-09 2.05E-10 1.09E-10 3.08E-11
370931 3755040 3.72E-04 3.00E-04 1.92E-06 3.75E-07 2.02E-07 5.73E-08 370931 3755040 2.05E-07 1.65E-07 1.06E-09 2.07E-10 1.12E-10 3.16E-11
370951 3755040 3.69E-04 2.96E-04 1.91E-06 3.73E-07 2.03E-07 5.76E-08 370951 3755040 2.04E-07 1.63E-07 1.06E-09 2.06E-10 1.12E-10 3.17E-11
370971 3755040 3.70E-04 2.94E-04 1.94E-06 3.78E-07 2.21E-07 6.25E-08 370971 3755040 2.04E-07 1.62E-07 1.07E-09 2.09E-10 1.22E-10 3.45E-11
370991 3755040 3.69E-04 2.91E-04 1.93E-06 3.77E-07 2.24E-07 6.35E-08 370991 3755040 2.03E-07 1.60E-07 1.07E-09 2.08E-10 1.24E-10 3.50E-11
371011 3755040 3.65E-04 2.86E-04 1.91E-06 3.73E-07 2.25E-07 6.37E-08 371011 3755040 2.01E-07 1.58E-07 1.06E-09 2.06E-10 1.24E-10 3.51E-11
371031 3755040 3.61E-04 2.82E-04 1.89E-06 3.69E-07 2.25E-07 6.37E-08 371031 3755040 1.99E-07 1.55E-07 1.04E-09 2.03E-10 1.24E-10 3.51E-11
371051 3755040 3.57E-04 2.77E-04 1.87E-06 3.64E-07 2.25E-07 6.38E-08 371051 3755040 1.97E-07 1.53E-07 1.03E-09 2.01E-10 1.24E-10 3.52E-11
371071 3755040 3.52E-04 2.72E-04 1.84E-06 3.59E-07 2.25E-07 6.38E-08 371071 3755040 1.94E-07 1.50E-07 1.02E-09 1.98E-10 1.24E-10 3.52E-11
371091 3755040 3.47E-04 2.68E-04 1.82E-06 3.54E-07 2.25E-07 6.38E-08 371091 3755040 1.91E-07 1.48E-07 1.00E-09 1.95E-10 1.24E-10 3.52E-11
371111 3755040 3.41E-04 2.64E-04 1.80E-06 3.50E-07 2.25E-07 6.39E-08 371111 3755040 1.88E-07 1.45E-07 9.90E-10 1.93E-10 1.24E-10 3.52E-11
371131 3755040 3.36E-04 2.59E-04 1.77E-06 3.46E-07 2.25E-07 6.39E-08 371131 3755040 1.85E-07 1.43E-07 9.78E-10 1.91E-10 1.24E-10 3.52E-11
371151 3755040 3.31E-04 2.55E-04 1.76E-06 3.42E-07 2.25E-07 6.38E-08 371151 3755040 1.82E-07 1.41E-07 9.69E-10 1.89E-10 1.24E-10 3.52E-11
371171 3755040 3.25E-04 2.52E-04 1.74E-06 3.40E-07 2.25E-07 6.38E-08 371171 3755040 1.79E-07 1.39E-07 9.61E-10 1.87E-10 1.24E-10 3.52E-11
371191 3755040 3.19E-04 2.48E-04 1.73E-06 3.38E-07 2.25E-07 6.38E-08 371191 3755040 1.76E-07 1.37E-07 9.55E-10 1.86E-10 1.24E-10 3.52E-11
371211 3755040 3.14E-04 2.44E-04 1.73E-06 3.36E-07 2.25E-07 6.37E-08 371211 3755040 1.73E-07 1.35E-07 9.52E-10 1.85E-10 1.24E-10 3.51E-11
371231 3755040 3.08E-04 2.41E-04 1.72E-06 3.36E-07 2.25E-07 6.37E-08 371231 3755040 1.70E-07 1.33E-07 9.49E-10 1.85E-10 1.24E-10 3.51E-11
371251 3755040 3.03E-04 2.38E-04 1.72E-06 3.35E-07 2.24E-07 6.36E-08 371251 3755040 1.67E-07 1.31E-07 9.49E-10 1.85E-10 1.24E-10 3.50E-11
371271 3755040 2.98E-04 2.35E-04 1.72E-06 3.35E-07 2.24E-07 6.35E-08 371271 3755040 1.64E-07 1.30E-07 9.49E-10 1.85E-10 1.24E-10 3.50E-11
371291 3755040 2.93E-04 2.33E-04 1.72E-06 3.36E-07 2.24E-07 6.33E-08 371291 3755040 1.62E-07 1.28E-07 9.50E-10 1.85E-10 1.23E-10 3.49E-11
371311 3755040 2.89E-04 2.30E-04 1.72E-06 3.36E-07 2.23E-07 6.32E-08 371311 3755040 1.59E-07 1.27E-07 9.51E-10 1.85E-10 1.23E-10 3.48E-11
371331 3755040 2.85E-04 2.28E-04 1.73E-06 3.37E-07 2.22E-07 6.30E-08 371331 3755040 1.57E-07 1.26E-07 9.52E-10 1.86E-10 1.23E-10 3.47E-11
371351 3755040 2.80E-04 2.26E-04 1.73E-06 3.37E-07 2.22E-07 6.28E-08 371351 3755040 1.55E-07 1.25E-07 9.54E-10 1.86E-10 1.22E-10 3.46E-11
371371 3755040 2.77E-04 2.25E-04 1.73E-06 3.37E-07 2.21E-07 6.26E-08 371371 3755040 1.53E-07 1.24E-07 9.55E-10 1.86E-10 1.22E-10 3.45E-11
371391 3755040 2.73E-04 2.23E-04 1.73E-06 3.38E-07 2.20E-07 6.24E-08 371391 3755040 1.51E-07 1.23E-07 9.55E-10 1.86E-10 1.21E-10 3.44E-11
371411 3755040 2.70E-04 2.22E-04 1.73E-06 3.38E-07 2.19E-07 6.21E-08 371411 3755040 1.49E-07 1.23E-07 9.55E-10 1.86E-10 1.21E-10 3.42E-11
371431 3755040 2.68E-04 2.21E-04 1.73E-06 3.37E-07 2.18E-07 6.18E-08 371431 3755040 1.48E-07 1.22E-07 9.54E-10 1.86E-10 1.20E-10 3.41E-11
371451 3755040 2.65E-04 2.21E-04 1.73E-06 3.37E-07 2.17E-07 6.15E-08 371451 3755040 1.46E-07 1.22E-07 9.53E-10 1.86E-10 1.20E-10 3.39E-11
371471 3755040 2.63E-04 2.20E-04 1.72E-06 3.36E-07 2.16E-07 6.12E-08 371471 3755040 1.45E-07 1.21E-07 9.51E-10 1.85E-10 1.19E-10 3.37E-11
371491 3755040 2.61E-04 2.20E-04 1.72E-06 3.35E-07 2.15E-07 6.09E-08 371491 3755040 1.44E-07 1.21E-07 9.48E-10 1.85E-10 1.19E-10 3.36E-11
371511 3755040 2.60E-04 2.19E-04 1.71E-06 3.34E-07 2.14E-07 6.05E-08 371511 3755040 1.43E-07 1.21E-07 9.45E-10 1.84E-10 1.18E-10 3.34E-11
371531 3755040 2.58E-04 2.19E-04 1.71E-06 3.32E-07 2.13E-07 6.02E-08 371531 3755040 1.43E-07 1.21E-07 9.41E-10 1.83E-10 1.17E-10 3.32E-11
371551 3755040 2.57E-04 2.19E-04 1.70E-06 3.31E-07 2.11E-07 5.98E-08 371551 3755040 1.42E-07 1.21E-07 9.36E-10 1.82E-10 1.16E-10 3.30E-11
371571 3755040 2.57E-04 2.19E-04 1.69E-06 3.29E-07 2.10E-07 5.94E-08 371571 3755040 1.42E-07 1.21E-07 9.30E-10 1.81E-10 1.16E-10 3.28E-11
371591 3755040 2.56E-04 2.20E-04 1.68E-06 3.27E-07 2.09E-07 5.91E-08 371591 3755040 1.41E-07 1.21E-07 9.25E-10 1.80E-10 1.15E-10 3.26E-11
371611 3755040 2.56E-04 2.20E-04 1.67E-06 3.25E-07 2.07E-07 5.87E-08 371611 3755040 1.41E-07 1.21E-07 9.18E-10 1.79E-10 1.14E-10 3.23E-11
371631 3755040 2.56E-04 2.20E-04 1.65E-06 3.22E-07 2.06E-07 5.82E-08 371631 3755040 1.41E-07 1.22E-07 9.11E-10 1.78E-10 1.13E-10 3.21E-11
371651 3755040 2.56E-04 2.21E-04 1.64E-06 3.20E-07 2.04E-07 5.78E-08 371651 3755040 1.41E-07 1.22E-07 9.04E-10 1.76E-10 1.13E-10 3.19E-11
371671 3755040 2.56E-04 2.22E-04 1.63E-06 3.17E-07 2.03E-07 5.74E-08 371671 3755040 1.41E-07 1.22E-07 8.97E-10 1.75E-10 1.12E-10 3.16E-11
371691 3755040 2.56E-04 2.23E-04 1.61E-06 3.14E-07 2.01E-07 5.69E-08 371691 3755040 1.41E-07 1.23E-07 8.89E-10 1.73E-10 1.11E-10 3.14E-11
371711 3755040 2.57E-04 2.24E-04 1.60E-06 3.11E-07 1.99E-07 5.65E-08 371711 3755040 1.42E-07 1.23E-07 8.81E-10 1.72E-10 1.10E-10 3.11E-11
371731 3755040 2.57E-04 2.25E-04 1.58E-06 3.08E-07 1.98E-07 5.60E-08 371731 3755040 1.42E-07 1.24E-07 8.72E-10 1.70E-10 1.09E-10 3.09E-11
371751 3755040 2.58E-04 2.26E-04 1.57E-06 3.05E-07 1.96E-07 5.55E-08 371751 3755040 1.42E-07 1.25E-07 8.64E-10 1.68E-10 1.08E-10 3.06E-11
371771 3755040 2.60E-04 2.28E-04 1.55E-06 3.02E-07 1.94E-07 5.51E-08 371771 3755040 1.43E-07 1.26E-07 8.55E-10 1.67E-10 1.07E-10 3.04E-11
371791 3755040 2.61E-04 2.29E-04 1.53E-06 2.99E-07 1.93E-07 5.46E-08 371791 3755040 1.44E-07 1.26E-07 8.46E-10 1.65E-10 1.06E-10 3.01E-11
371811 3755040 2.62E-04 2.31E-04 1.52E-06 2.96E-07 1.91E-07 5.41E-08 371811 3755040 1.45E-07 1.28E-07 8.37E-10 1.63E-10 1.05E-10 2.98E-11
371831 3755040 2.64E-04 2.34E-04 1.50E-06 2.93E-07 1.89E-07 5.36E-08 371831 3755040 1.46E-07 1.29E-07 8.28E-10 1.61E-10 1.04E-10 2.96E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370745 3754274 1.93E-03 3.05E-03 1.15E-05 2.24E-06 1.15E-06 3.26E-07 370745 3754274 1.06E-06 1.68E-06 6.35E-09 1.24E-09 6.35E-10 1.80E-10
370755 3754274 1.99E-03 3.17E-03 1.23E-05 2.41E-06 1.19E-06 3.38E-07 370755 3754274 1.10E-06 1.75E-06 6.81E-09 1.33E-09 6.58E-10 1.86E-10
370765 3754274 2.06E-03 3.30E-03 1.33E-05 2.59E-06 1.24E-06 3.50E-07 370765 3754274 1.14E-06 1.82E-06 7.33E-09 1.43E-09 6.81E-10 1.93E-10
370775 3754274 2.13E-03 3.44E-03 1.44E-05 2.80E-06 1.28E-06 3.63E-07 370775 3754274 1.17E-06 1.90E-06 7.91E-09 1.54E-09 7.06E-10 2.00E-10
370785 3754274 2.20E-03 3.57E-03 1.55E-05 3.02E-06 1.33E-06 3.76E-07 370785 3754274 1.21E-06 1.97E-06 8.56E-09 1.67E-09 7.32E-10 2.07E-10
370795 3754274 2.27E-03 3.73E-03 1.69E-05 3.29E-06 1.38E-06 3.90E-07 370795 3754274 1.25E-06 2.06E-06 9.31E-09 1.81E-09 7.60E-10 2.15E-10
370805 3754274 2.35E-03 3.90E-03 1.84E-05 3.59E-06 1.43E-06 4.05E-07 370805 3754274 1.30E-06 2.15E-06 1.02E-08 1.98E-09 7.89E-10 2.23E-10
370815 3754274 2.44E-03 4.08E-03 2.03E-05 3.95E-06 1.49E-06 4.21E-07 370815 3754274 1.35E-06 2.25E-06 1.12E-08 2.18E-09 8.20E-10 2.32E-10
370825 3754274 2.54E-03 4.28E-03 2.25E-05 4.38E-06 1.55E-06 4.38E-07 370825 3754274 1.40E-06 2.36E-06 1.24E-08 2.41E-09 8.53E-10 2.42E-10
370835 3754274 2.64E-03 4.49E-03 2.51E-05 4.88E-06 1.61E-06 4.56E-07 370835 3754274 1.45E-06 2.48E-06 1.38E-08 2.69E-09 8.88E-10 2.51E-10
370745 3754284 1.94E-03 3.04E-03 1.16E-05 2.25E-06 1.13E-06 3.21E-07 370745 3754284 1.07E-06 1.67E-06 6.38E-09 1.24E-09 6.25E-10 1.77E-10
370755 3754284 2.01E-03 3.16E-03 1.24E-05 2.42E-06 1.17E-06 3.32E-07 370755 3754284 1.11E-06 1.74E-06 6.84E-09 1.33E-09 6.47E-10 1.83E-10
370765 3754284 2.08E-03 3.29E-03 1.34E-05 2.60E-06 1.21E-06 3.44E-07 370765 3754284 1.15E-06 1.82E-06 7.36E-09 1.44E-09 6.70E-10 1.90E-10
370775 3754284 2.15E-03 3.42E-03 1.44E-05 2.81E-06 1.26E-06 3.56E-07 370775 3754284 1.18E-06 1.89E-06 7.95E-09 1.55E-09 6.94E-10 1.96E-10
370785 3754284 2.21E-03 3.56E-03 1.56E-05 3.04E-06 1.30E-06 3.69E-07 370785 3754284 1.22E-06 1.96E-06 8.59E-09 1.67E-09 7.19E-10 2.04E-10
370795 3754284 2.29E-03 3.71E-03 1.69E-05 3.30E-06 1.35E-06 3.83E-07 370795 3754284 1.26E-06 2.05E-06 9.34E-09 1.82E-09 7.45E-10 2.11E-10
370805 3754284 2.38E-03 3.88E-03 1.85E-05 3.61E-06 1.40E-06 3.97E-07 370805 3754284 1.31E-06 2.14E-06 1.02E-08 1.99E-09 7.74E-10 2.19E-10
370815 3754284 2.47E-03 4.06E-03 2.04E-05 3.97E-06 1.46E-06 4.13E-07 370815 3754284 1.36E-06 2.24E-06 1.12E-08 2.19E-09 8.03E-10 2.28E-10
370825 3754284 2.56E-03 4.26E-03 2.26E-05 4.40E-06 1.51E-06 4.29E-07 370825 3754284 1.41E-06 2.35E-06 1.24E-08 2.42E-09 8.35E-10 2.36E-10
370835 3754284 2.66E-03 4.46E-03 2.51E-05 4.90E-06 1.57E-06 4.46E-07 370835 3754284 1.47E-06 2.46E-06 1.38E-08 2.70E-09 8.68E-10 2.46E-10
370745 3754294 1.96E-03 3.02E-03 1.16E-05 2.26E-06 1.11E-06 3.16E-07 370745 3754294 1.08E-06 1.67E-06 6.40E-09 1.25E-09 6.15E-10 1.74E-10
370755 3754294 2.03E-03 3.14E-03 1.25E-05 2.43E-06 1.15E-06 3.27E-07 370755 3754294 1.12E-06 1.73E-06 6.87E-09 1.34E-09 6.36E-10 1.80E-10
370765 3754294 2.10E-03 3.28E-03 1.34E-05 2.61E-06 1.19E-06 3.38E-07 370765 3754294 1.16E-06 1.81E-06 7.39E-09 1.44E-09 6.58E-10 1.86E-10
370775 3754294 2.17E-03 3.41E-03 1.45E-05 2.82E-06 1.23E-06 3.50E-07 370775 3754294 1.19E-06 1.88E-06 7.98E-09 1.56E-09 6.81E-10 1.93E-10
370785 3754294 2.23E-03 3.53E-03 1.56E-05 3.05E-06 1.28E-06 3.62E-07 370785 3754294 1.23E-06 1.95E-06 8.62E-09 1.68E-09 7.05E-10 2.00E-10
370795 3754294 2.31E-03 3.69E-03 1.70E-05 3.31E-06 1.32E-06 3.75E-07 370795 3754294 1.28E-06 2.03E-06 9.37E-09 1.83E-09 7.30E-10 2.07E-10
370805 3754294 2.40E-03 3.86E-03 1.86E-05 3.62E-06 1.37E-06 3.89E-07 370805 3754294 1.32E-06 2.13E-06 1.03E-08 2.00E-09 7.58E-10 2.15E-10
370815 3754294 2.49E-03 4.03E-03 2.04E-05 3.98E-06 1.43E-06 4.04E-07 370815 3754294 1.37E-06 2.22E-06 1.13E-08 2.20E-09 7.86E-10 2.23E-10
370825 3754294 2.59E-03 4.22E-03 2.26E-05 4.41E-06 1.48E-06 4.19E-07 370825 3754294 1.43E-06 2.33E-06 1.25E-08 2.43E-09 8.16E-10 2.31E-10
370835 3754294 2.69E-03 4.42E-03 2.52E-05 4.90E-06 1.54E-06 4.35E-07 370835 3754294 1.48E-06 2.44E-06 1.39E-08 2.70E-09 8.48E-10 2.40E-10
370745 3754304 1.97E-03 3.00E-03 1.16E-05 2.27E-06 1.10E-06 3.10E-07 370745 3754304 1.09E-06 1.65E-06 6.42E-09 1.25E-09 6.04E-10 1.71E-10
370755 3754304 2.04E-03 3.12E-03 1.25E-05 2.44E-06 1.13E-06 3.21E-07 370755 3754304 1.12E-06 1.72E-06 6.89E-09 1.34E-09 6.24E-10 1.77E-10
370765 3754304 2.11E-03 3.25E-03 1.34E-05 2.62E-06 1.17E-06 3.32E-07 370765 3754304 1.16E-06 1.79E-06 7.42E-09 1.45E-09 6.45E-10 1.83E-10
370775 3754304 2.18E-03 3.38E-03 1.45E-05 2.83E-06 1.21E-06 3.43E-07 370775 3754304 1.20E-06 1.86E-06 8.00E-09 1.56E-09 6.68E-10 1.89E-10
370785 3754304 2.25E-03 3.51E-03 1.57E-05 3.05E-06 1.25E-06 3.55E-07 370785 3754304 1.24E-06 1.93E-06 8.64E-09 1.68E-09 6.91E-10 1.96E-10
370795 3754304 2.33E-03 3.66E-03 1.70E-05 3.32E-06 1.30E-06 3.67E-07 370795 3754304 1.28E-06 2.02E-06 9.39E-09 1.83E-09 7.15E-10 2.03E-10
370805 3754304 2.41E-03 3.82E-03 1.86E-05 3.62E-06 1.34E-06 3.81E-07 370805 3754304 1.33E-06 2.10E-06 1.02E-08 2.00E-09 7.41E-10 2.10E-10
370815 3754304 2.50E-03 3.99E-03 2.04E-05 3.98E-06 1.39E-06 3.95E-07 370815 3754304 1.38E-06 2.20E-06 1.13E-08 2.20E-09 7.68E-10 2.18E-10
370825 3754304 2.60E-03 4.18E-03 2.26E-05 4.40E-06 1.45E-06 4.09E-07 370825 3754304 1.43E-06 2.30E-06 1.25E-08 2.43E-09 7.97E-10 2.26E-10
370835 3754304 2.70E-03 4.37E-03 2.51E-05 4.89E-06 1.50E-06 4.25E-07 370835 3754304 1.49E-06 2.41E-06 1.38E-08 2.70E-09 8.27E-10 2.34E-10
370745 3754314 1.98E-03 2.97E-03 1.17E-05 2.28E-06 1.08E-06 3.05E-07 370745 3754314 1.09E-06 1.64E-06 6.44E-09 1.25E-09 5.93E-10 1.68E-10
370755 3754314 2.05E-03 3.09E-03 1.25E-05 2.44E-06 1.11E-06 3.14E-07 370755 3754314 1.13E-06 1.70E-06 6.90E-09 1.34E-09 6.12E-10 1.73E-10
370765 3754314 2.11E-03 3.21E-03 1.34E-05 2.62E-06 1.15E-06 3.25E-07 370765 3754314 1.16E-06 1.77E-06 7.41E-09 1.44E-09 6.33E-10 1.79E-10
370775 3754314 2.18E-03 3.33E-03 1.45E-05 2.82E-06 1.19E-06 3.36E-07 370775 3754314 1.20E-06 1.84E-06 7.98E-09 1.56E-09 6.54E-10 1.85E-10
370785 3754314 2.26E-03 3.47E-03 1.57E-05 3.05E-06 1.23E-06 3.47E-07 370785 3754314 1.25E-06 1.91E-06 8.63E-09 1.68E-09 6.76E-10 1.91E-10
370795 3754314 2.34E-03 3.61E-03 1.70E-05 3.31E-06 1.27E-06 3.59E-07 370795 3754314 1.29E-06 1.99E-06 9.36E-09 1.83E-09 6.99E-10 1.98E-10
370805 3754314 2.42E-03 3.76E-03 1.85E-05 3.61E-06 1.31E-06 3.72E-07 370805 3754314 1.33E-06 2.07E-06 1.02E-08 1.99E-09 7.24E-10 2.05E-10
370815 3754314 2.51E-03 3.93E-03 2.03E-05 3.96E-06 1.36E-06 3.85E-07 370815 3754314 1.38E-06 2.17E-06 1.12E-08 2.19E-09 7.50E-10 2.12E-10
370825 3754314 2.61E-03 4.11E-03 2.25E-05 4.38E-06 1.41E-06 3.99E-07 370825 3754314 1.44E-06 2.27E-06 1.24E-08 2.42E-09 7.77E-10 2.20E-10
370835 3754314 2.71E-03 4.31E-03 2.50E-05 4.88E-06 1.46E-06 4.14E-07 370835 3754314 1.50E-06 2.38E-06 1.38E-08 2.69E-09 8.06E-10 2.28E-10
370745 3754324 1.99E-03 2.94E-03 1.17E-05 2.28E-06 1.05E-06 2.99E-07 370745 3754324 1.10E-06 1.62E-06 6.45E-09 1.26E-09 5.82E-10 1.65E-10
370755 3754324 2.06E-03 3.06E-03 1.25E-05 2.44E-06 1.09E-06 3.08E-07 370755 3754324 1.13E-06 1.69E-06 6.91E-09 1.35E-09 6.00E-10 1.70E-10
370765 3754324 2.12E-03 3.17E-03 1.35E-05 2.62E-06 1.12E-06 3.18E-07 370765 3754324 1.17E-06 1.75E-06 7.42E-09 1.45E-09 6.20E-10 1.76E-10
370775 3754324 2.19E-03 3.30E-03 1.45E-05 2.83E-06 1.16E-06 3.29E-07 370775 3754324 1.21E-06 1.82E-06 7.99E-09 1.56E-09 6.40E-10 1.81E-10
370785 3754324 2.27E-03 3.43E-03 1.57E-05 3.05E-06 1.20E-06 3.40E-07 370785 3754324 1.25E-06 1.89E-06 8.64E-09 1.68E-09 6.61E-10 1.87E-10
370795 3754324 2.35E-03 3.57E-03 1.70E-05 3.31E-06 1.24E-06 3.51E-07 370795 3754324 1.29E-06 1.97E-06 9.37E-09 1.83E-09 6.84E-10 1.94E-10
370805 3754324 2.43E-03 3.72E-03 1.85E-05 3.61E-06 1.28E-06 3.63E-07 370805 3754324 1.34E-06 2.05E-06 1.02E-08 1.99E-09 7.07E-10 2.00E-10
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370815 3754324 2.52E-03 3.88E-03 2.04E-05 3.97E-06 1.33E-06 3.76E-07 370815 3754324 1.39E-06 2.14E-06 1.12E-08 2.19E-09 7.32E-10 2.07E-10
370825 3754324 2.62E-03 4.06E-03 2.25E-05 4.38E-06 1.38E-06 3.90E-07 370825 3754324 1.45E-06 2.24E-06 1.24E-08 2.42E-09 7.58E-10 2.15E-10
370835 3754324 2.72E-03 4.25E-03 2.50E-05 4.87E-06 1.42E-06 4.04E-07 370835 3754324 1.50E-06 2.34E-06 1.38E-08 2.68E-09 7.86E-10 2.23E-10
370745 3754334 2.00E-03 2.91E-03 1.17E-05 2.28E-06 1.03E-06 2.93E-07 370745 3754334 1.10E-06 1.60E-06 6.45E-09 1.26E-09 5.70E-10 1.61E-10
370755 3754334 2.06E-03 3.02E-03 1.26E-05 2.45E-06 1.07E-06 3.02E-07 370755 3754334 1.14E-06 1.67E-06 6.92E-09 1.35E-09 5.88E-10 1.67E-10
370765 3754334 2.13E-03 3.14E-03 1.35E-05 2.63E-06 1.10E-06 3.12E-07 370765 3754334 1.18E-06 1.73E-06 7.43E-09 1.45E-09 6.07E-10 1.72E-10
370775 3754334 2.20E-03 3.26E-03 1.45E-05 2.83E-06 1.14E-06 3.22E-07 370775 3754334 1.21E-06 1.80E-06 8.00E-09 1.56E-09 6.26E-10 1.77E-10
370785 3754334 2.28E-03 3.38E-03 1.57E-05 3.05E-06 1.17E-06 3.32E-07 370785 3754334 1.25E-06 1.87E-06 8.64E-09 1.68E-09 6.47E-10 1.83E-10
370795 3754334 2.35E-03 3.52E-03 1.70E-05 3.31E-06 1.21E-06 3.43E-07 370795 3754334 1.30E-06 1.94E-06 9.36E-09 1.82E-09 6.68E-10 1.89E-10
370805 3754334 2.44E-03 3.66E-03 1.85E-05 3.61E-06 1.25E-06 3.55E-07 370805 3754334 1.34E-06 2.02E-06 1.02E-08 1.99E-09 6.91E-10 1.96E-10
370815 3754334 2.53E-03 3.83E-03 2.03E-05 3.96E-06 1.30E-06 3.67E-07 370815 3754334 1.40E-06 2.11E-06 1.12E-08 2.18E-09 7.14E-10 2.02E-10
370825 3754334 2.63E-03 4.00E-03 2.24E-05 4.37E-06 1.34E-06 3.80E-07 370825 3754334 1.45E-06 2.20E-06 1.24E-08 2.41E-09 7.39E-10 2.09E-10
370835 3754334 2.73E-03 4.18E-03 2.50E-05 4.86E-06 1.39E-06 3.93E-07 370835 3754334 1.51E-06 2.31E-06 1.38E-08 2.68E-09 7.65E-10 2.17E-10
370745 3754344 2.00E-03 2.87E-03 1.17E-05 2.28E-06 1.01E-06 2.87E-07 370745 3754344 1.10E-06 1.58E-06 6.45E-09 1.26E-09 5.59E-10 1.58E-10
370755 3754344 2.07E-03 2.98E-03 1.26E-05 2.45E-06 1.04E-06 2.96E-07 370755 3754344 1.14E-06 1.64E-06 6.92E-09 1.35E-09 5.76E-10 1.63E-10
370765 3754344 2.14E-03 3.09E-03 1.35E-05 2.63E-06 1.08E-06 3.05E-07 370765 3754344 1.18E-06 1.71E-06 7.43E-09 1.45E-09 5.94E-10 1.68E-10
370775 3754344 2.21E-03 3.21E-03 1.45E-05 2.83E-06 1.11E-06 3.15E-07 370775 3754344 1.22E-06 1.77E-06 8.00E-09 1.56E-09 6.13E-10 1.74E-10
370785 3754344 2.28E-03 3.33E-03 1.57E-05 3.05E-06 1.15E-06 3.25E-07 370785 3754344 1.26E-06 1.84E-06 8.63E-09 1.68E-09 6.32E-10 1.79E-10
370795 3754344 2.35E-03 3.45E-03 1.69E-05 3.30E-06 1.18E-06 3.35E-07 370795 3754344 1.30E-06 1.90E-06 9.33E-09 1.82E-09 6.52E-10 1.85E-10
370805 3754344 2.43E-03 3.59E-03 1.84E-05 3.58E-06 1.22E-06 3.46E-07 370805 3754344 1.34E-06 1.98E-06 1.01E-08 1.98E-09 6.73E-10 1.91E-10
370815 3754344 2.52E-03 3.74E-03 2.01E-05 3.92E-06 1.26E-06 3.57E-07 370815 3754344 1.39E-06 2.06E-06 1.11E-08 2.16E-09 6.96E-10 1.97E-10
370825 3754344 2.62E-03 3.91E-03 2.23E-05 4.34E-06 1.31E-06 3.70E-07 370825 3754344 1.45E-06 2.16E-06 1.23E-08 2.39E-09 7.20E-10 2.04E-10
370835 3754344 2.73E-03 4.10E-03 2.48E-05 4.83E-06 1.35E-06 3.82E-07 370835 3754344 1.51E-06 2.26E-06 1.37E-08 2.66E-09 7.45E-10 2.11E-10
370745 3754354 2.00E-03 2.83E-03 1.17E-05 2.28E-06 9.92E-07 2.81E-07 370745 3754354 1.10E-06 1.56E-06 6.45E-09 1.26E-09 5.47E-10 1.55E-10
370755 3754354 2.07E-03 2.94E-03 1.25E-05 2.44E-06 1.02E-06 2.89E-07 370755 3754354 1.14E-06 1.62E-06 6.91E-09 1.35E-09 5.64E-10 1.60E-10
370765 3754354 2.13E-03 3.04E-03 1.35E-05 2.62E-06 1.05E-06 2.98E-07 370765 3754354 1.18E-06 1.68E-06 7.42E-09 1.45E-09 5.81E-10 1.64E-10
370775 3754354 2.20E-03 3.15E-03 1.45E-05 2.82E-06 1.09E-06 3.08E-07 370775 3754354 1.21E-06 1.74E-06 7.98E-09 1.56E-09 5.99E-10 1.70E-10
370785 3754354 2.28E-03 3.27E-03 1.56E-05 3.05E-06 1.12E-06 3.17E-07 370785 3754354 1.26E-06 1.81E-06 8.62E-09 1.68E-09 6.17E-10 1.75E-10
370795 3754354 2.35E-03 3.39E-03 1.69E-05 3.29E-06 1.15E-06 3.27E-07 370795 3754354 1.30E-06 1.87E-06 9.30E-09 1.81E-09 6.36E-10 1.80E-10
370805 3754354 2.43E-03 3.52E-03 1.83E-05 3.56E-06 1.19E-06 3.37E-07 370805 3754354 1.34E-06 1.94E-06 1.01E-08 1.96E-09 6.56E-10 1.86E-10
370815 3754354 2.52E-03 3.67E-03 2.00E-05 3.90E-06 1.23E-06 3.48E-07 370815 3754354 1.39E-06 2.02E-06 1.10E-08 2.15E-09 6.78E-10 1.92E-10
370825 3754354 2.62E-03 3.83E-03 2.21E-05 4.30E-06 1.27E-06 3.60E-07 370825 3754354 1.44E-06 2.11E-06 1.22E-08 2.37E-09 7.00E-10 1.98E-10
370835 3754354 2.73E-03 4.01E-03 2.47E-05 4.81E-06 1.31E-06 3.72E-07 370835 3754354 1.50E-06 2.21E-06 1.36E-08 2.65E-09 7.24E-10 2.05E-10
370745 3754364 2.00E-03 2.79E-03 1.17E-05 2.28E-06 9.71E-07 2.75E-07 370745 3754364 1.10E-06 1.54E-06 6.44E-09 1.26E-09 5.35E-10 1.52E-10
370755 3754364 2.06E-03 2.88E-03 1.25E-05 2.44E-06 1.00E-06 2.83E-07 370755 3754364 1.14E-06 1.59E-06 6.90E-09 1.34E-09 5.51E-10 1.56E-10
370765 3754364 2.13E-03 2.99E-03 1.34E-05 2.62E-06 1.03E-06 2.92E-07 370765 3754364 1.17E-06 1.65E-06 7.40E-09 1.44E-09 5.68E-10 1.61E-10
370775 3754364 2.20E-03 3.10E-03 1.44E-05 2.81E-06 1.06E-06 3.00E-07 370775 3754364 1.21E-06 1.71E-06 7.96E-09 1.55E-09 5.85E-10 1.66E-10
370785 3754364 2.27E-03 3.21E-03 1.56E-05 3.04E-06 1.09E-06 3.10E-07 370785 3754364 1.25E-06 1.77E-06 8.59E-09 1.67E-09 6.03E-10 1.71E-10
370795 3754364 2.35E-03 3.33E-03 1.69E-05 3.29E-06 1.13E-06 3.19E-07 370795 3754364 1.29E-06 1.84E-06 9.29E-09 1.81E-09 6.21E-10 1.76E-10
370805 3754364 2.43E-03 3.46E-03 1.83E-05 3.57E-06 1.16E-06 3.29E-07 370805 3754364 1.34E-06 1.91E-06 1.01E-08 1.97E-09 6.40E-10 1.81E-10
370815 3754364 2.52E-03 3.61E-03 2.01E-05 3.92E-06 1.20E-06 3.39E-07 370815 3754364 1.39E-06 1.99E-06 1.11E-08 2.16E-09 6.61E-10 1.87E-10
370825 3754364 2.62E-03 3.77E-03 2.23E-05 4.34E-06 1.24E-06 3.51E-07 370825 3754364 1.45E-06 2.08E-06 1.23E-08 2.39E-09 6.83E-10 1.93E-10
370835 3754364 2.72E-03 3.93E-03 2.47E-05 4.82E-06 1.28E-06 3.62E-07 370835 3754364 1.50E-06 2.17E-06 1.36E-08 2.66E-09 7.05E-10 2.00E-10
370745 3754374 1.99E-03 2.74E-03 1.17E-05 2.27E-06 9.50E-07 2.69E-07 370745 3754374 1.10E-06 1.51E-06 6.44E-09 1.25E-09 5.24E-10 1.48E-10
370755 3754374 2.06E-03 2.83E-03 1.25E-05 2.44E-06 9.78E-07 2.77E-07 370755 3754374 1.13E-06 1.56E-06 6.89E-09 1.34E-09 5.39E-10 1.53E-10
370765 3754374 2.12E-03 2.93E-03 1.34E-05 2.61E-06 1.01E-06 2.85E-07 370765 3754374 1.17E-06 1.62E-06 7.40E-09 1.44E-09 5.55E-10 1.57E-10
370775 3754374 2.19E-03 3.04E-03 1.44E-05 2.81E-06 1.04E-06 2.93E-07 370775 3754374 1.21E-06 1.67E-06 7.94E-09 1.55E-09 5.71E-10 1.62E-10
370785 3754374 2.26E-03 3.15E-03 1.55E-05 3.03E-06 1.07E-06 3.02E-07 370785 3754374 1.25E-06 1.73E-06 8.56E-09 1.67E-09 5.88E-10 1.67E-10
370795 3754374 2.34E-03 3.27E-03 1.68E-05 3.28E-06 1.10E-06 3.11E-07 370795 3754374 1.29E-06 1.80E-06 9.28E-09 1.81E-09 6.06E-10 1.72E-10
370805 3754374 2.42E-03 3.39E-03 1.83E-05 3.57E-06 1.13E-06 3.21E-07 370805 3754374 1.34E-06 1.87E-06 1.01E-08 1.97E-09 6.24E-10 1.77E-10
370815 3754374 2.51E-03 3.53E-03 2.01E-05 3.92E-06 1.17E-06 3.31E-07 370815 3754374 1.39E-06 1.95E-06 1.11E-08 2.16E-09 6.44E-10 1.82E-10
370825 3754374 2.61E-03 3.68E-03 2.22E-05 4.33E-06 1.20E-06 3.41E-07 370825 3754374 1.44E-06 2.03E-06 1.22E-08 2.39E-09 6.64E-10 1.88E-10
370835 3754374 2.71E-03 3.84E-03 2.46E-05 4.80E-06 1.24E-06 3.52E-07 370835 3754374 1.50E-06 2.12E-06 1.36E-08 2.65E-09 6.85E-10 1.94E-10
370745 3754384 1.99E-03 2.69E-03 1.17E-05 2.27E-06 9.29E-07 2.63E-07 370745 3754384 1.10E-06 1.48E-06 6.42E-09 1.25E-09 5.12E-10 1.45E-10
370755 3754384 2.05E-03 2.78E-03 1.25E-05 2.43E-06 9.55E-07 2.71E-07 370755 3754384 1.13E-06 1.53E-06 6.88E-09 1.34E-09 5.27E-10 1.49E-10
370765 3754384 2.12E-03 2.88E-03 1.34E-05 2.61E-06 9.83E-07 2.78E-07 370765 3754384 1.17E-06 1.59E-06 7.38E-09 1.44E-09 5.42E-10 1.54E-10
370775 3754384 2.18E-03 2.97E-03 1.44E-05 2.80E-06 1.01E-06 2.86E-07 370775 3754384 1.20E-06 1.64E-06 7.92E-09 1.54E-09 5.58E-10 1.58E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370785 3754384 2.25E-03 3.08E-03 1.55E-05 3.02E-06 1.04E-06 2.95E-07 370785 3754384 1.24E-06 1.70E-06 8.55E-09 1.67E-09 5.74E-10 1.63E-10
370795 3754384 2.33E-03 3.19E-03 1.68E-05 3.27E-06 1.07E-06 3.03E-07 370795 3754384 1.29E-06 1.76E-06 9.26E-09 1.80E-09 5.91E-10 1.67E-10
370805 3754384 2.41E-03 3.31E-03 1.83E-05 3.56E-06 1.10E-06 3.12E-07 370805 3754384 1.33E-06 1.83E-06 1.01E-08 1.96E-09 6.08E-10 1.72E-10
370815 3754384 2.50E-03 3.45E-03 2.00E-05 3.90E-06 1.14E-06 3.22E-07 370815 3754384 1.38E-06 1.90E-06 1.10E-08 2.15E-09 6.27E-10 1.78E-10
370825 3754384 2.60E-03 3.59E-03 2.21E-05 4.30E-06 1.17E-06 3.32E-07 370825 3754384 1.43E-06 1.98E-06 1.22E-08 2.37E-09 6.46E-10 1.83E-10
370835 3754384 2.70E-03 3.74E-03 2.45E-05 4.78E-06 1.21E-06 3.42E-07 370835 3754384 1.49E-06 2.06E-06 1.35E-08 2.63E-09 6.66E-10 1.89E-10
370745 3754394 1.98E-03 2.63E-03 1.16E-05 2.27E-06 9.08E-07 2.57E-07 370745 3754394 1.09E-06 1.45E-06 6.41E-09 1.25E-09 5.01E-10 1.42E-10
370755 3754394 2.04E-03 2.72E-03 1.25E-05 2.43E-06 9.34E-07 2.64E-07 370755 3754394 1.13E-06 1.50E-06 6.87E-09 1.34E-09 5.15E-10 1.46E-10
370765 3754394 2.10E-03 2.81E-03 1.34E-05 2.60E-06 9.60E-07 2.72E-07 370765 3754394 1.16E-06 1.55E-06 7.36E-09 1.44E-09 5.29E-10 1.50E-10
370775 3754394 2.17E-03 2.91E-03 1.44E-05 2.80E-06 9.87E-07 2.80E-07 370775 3754394 1.20E-06 1.61E-06 7.92E-09 1.54E-09 5.44E-10 1.54E-10
370785 3754394 2.24E-03 3.01E-03 1.55E-05 3.02E-06 1.02E-06 2.88E-07 370785 3754394 1.24E-06 1.66E-06 8.54E-09 1.66E-09 5.60E-10 1.59E-10
370795 3754394 2.32E-03 3.12E-03 1.68E-05 3.27E-06 1.04E-06 2.96E-07 370795 3754394 1.28E-06 1.72E-06 9.24E-09 1.80E-09 5.76E-10 1.63E-10
370805 3754394 2.40E-03 3.23E-03 1.82E-05 3.55E-06 1.07E-06 3.04E-07 370805 3754394 1.32E-06 1.78E-06 1.00E-08 1.96E-09 5.93E-10 1.68E-10
370815 3754394 2.48E-03 3.36E-03 1.99E-05 3.88E-06 1.11E-06 3.13E-07 370815 3754394 1.37E-06 1.85E-06 1.10E-08 2.14E-09 6.10E-10 1.73E-10
370825 3754394 2.58E-03 3.50E-03 2.20E-05 4.29E-06 1.14E-06 3.23E-07 370825 3754394 1.42E-06 1.93E-06 1.21E-08 2.36E-09 6.28E-10 1.78E-10
370835 3754394 2.68E-03 3.64E-03 2.44E-05 4.76E-06 1.17E-06 3.32E-07 370835 3754394 1.48E-06 2.01E-06 1.35E-08 2.62E-09 6.47E-10 1.83E-10
370745 3754404 1.96E-03 2.57E-03 1.16E-05 2.26E-06 8.88E-07 2.51E-07 370745 3754404 1.08E-06 1.42E-06 6.39E-09 1.25E-09 4.90E-10 1.39E-10
370755 3754404 2.03E-03 2.66E-03 1.24E-05 2.42E-06 9.12E-07 2.58E-07 370755 3754404 1.12E-06 1.47E-06 6.85E-09 1.33E-09 5.03E-10 1.42E-10
370765 3754404 2.09E-03 2.75E-03 1.33E-05 2.60E-06 9.37E-07 2.65E-07 370765 3754404 1.15E-06 1.52E-06 7.35E-09 1.43E-09 5.17E-10 1.46E-10
370775 3754404 2.16E-03 2.84E-03 1.43E-05 2.79E-06 9.63E-07 2.73E-07 370775 3754404 1.19E-06 1.57E-06 7.90E-09 1.54E-09 5.31E-10 1.50E-10
370785 3754404 2.23E-03 2.94E-03 1.55E-05 3.01E-06 9.90E-07 2.80E-07 370785 3754404 1.23E-06 1.62E-06 8.52E-09 1.66E-09 5.46E-10 1.55E-10
370795 3754404 2.30E-03 3.05E-03 1.67E-05 3.26E-06 1.02E-06 2.88E-07 370795 3754404 1.27E-06 1.68E-06 9.23E-09 1.80E-09 5.61E-10 1.59E-10
370805 3754404 2.38E-03 3.16E-03 1.82E-05 3.55E-06 1.05E-06 2.97E-07 370805 3754404 1.31E-06 1.74E-06 1.00E-08 1.96E-09 5.77E-10 1.64E-10
370815 3754404 2.47E-03 3.28E-03 1.99E-05 3.89E-06 1.08E-06 3.05E-07 370815 3754404 1.36E-06 1.81E-06 1.10E-08 2.14E-09 5.94E-10 1.68E-10
370825 3754404 2.56E-03 3.40E-03 2.20E-05 4.28E-06 1.11E-06 3.14E-07 370825 3754404 1.41E-06 1.88E-06 1.21E-08 2.36E-09 6.11E-10 1.73E-10
370835 3754404 2.65E-03 3.53E-03 2.43E-05 4.74E-06 1.14E-06 3.23E-07 370835 3754404 1.46E-06 1.95E-06 1.34E-08 2.61E-09 6.29E-10 1.78E-10
370745 3754414 1.95E-03 2.52E-03 1.16E-05 2.25E-06 8.67E-07 2.46E-07 370745 3754414 1.07E-06 1.39E-06 6.37E-09 1.24E-09 4.78E-10 1.35E-10
370755 3754414 2.01E-03 2.60E-03 1.24E-05 2.41E-06 8.91E-07 2.52E-07 370755 3754414 1.11E-06 1.43E-06 6.82E-09 1.33E-09 4.91E-10 1.39E-10
370765 3754414 2.07E-03 2.68E-03 1.33E-05 2.59E-06 9.15E-07 2.59E-07 370765 3754414 1.14E-06 1.48E-06 7.32E-09 1.43E-09 5.04E-10 1.43E-10
370775 3754414 2.14E-03 2.77E-03 1.43E-05 2.78E-06 9.40E-07 2.66E-07 370775 3754414 1.18E-06 1.53E-06 7.88E-09 1.54E-09 5.18E-10 1.47E-10
370785 3754414 2.21E-03 2.87E-03 1.54E-05 3.00E-06 9.65E-07 2.73E-07 370785 3754414 1.22E-06 1.58E-06 8.50E-09 1.66E-09 5.32E-10 1.51E-10
370795 3754414 2.28E-03 2.97E-03 1.67E-05 3.25E-06 9.92E-07 2.81E-07 370795 3754414 1.26E-06 1.64E-06 9.21E-09 1.79E-09 5.47E-10 1.55E-10
370805 3754414 2.36E-03 3.07E-03 1.82E-05 3.54E-06 1.02E-06 2.89E-07 370805 3754414 1.30E-06 1.69E-06 1.00E-08 1.95E-09 5.62E-10 1.59E-10
370815 3754414 2.44E-03 3.18E-03 1.99E-05 3.88E-06 1.05E-06 2.97E-07 370815 3754414 1.35E-06 1.76E-06 1.10E-08 2.14E-09 5.78E-10 1.64E-10
370825 3754414 2.53E-03 3.30E-03 2.19E-05 4.26E-06 1.08E-06 3.05E-07 370825 3754414 1.39E-06 1.82E-06 1.21E-08 2.35E-09 5.94E-10 1.68E-10
370835 3754414 2.62E-03 3.43E-03 2.42E-05 4.72E-06 1.11E-06 3.14E-07 370835 3754414 1.44E-06 1.89E-06 1.33E-08 2.60E-09 6.11E-10 1.73E-10
370745 3754424 1.93E-03 2.46E-03 1.15E-05 2.24E-06 8.46E-07 2.40E-07 370745 3754424 1.06E-06 1.35E-06 6.35E-09 1.24E-09 4.67E-10 1.32E-10
370755 3754424 1.99E-03 2.54E-03 1.23E-05 2.40E-06 8.68E-07 2.46E-07 370755 3754424 1.10E-06 1.40E-06 6.80E-09 1.33E-09 4.79E-10 1.36E-10
370765 3754424 2.06E-03 2.62E-03 1.33E-05 2.58E-06 8.92E-07 2.53E-07 370765 3754424 1.13E-06 1.44E-06 7.31E-09 1.42E-09 4.92E-10 1.39E-10
370775 3754424 2.12E-03 2.70E-03 1.43E-05 2.78E-06 9.16E-07 2.60E-07 370775 3754424 1.17E-06 1.49E-06 7.86E-09 1.53E-09 5.05E-10 1.43E-10
370785 3754424 2.19E-03 2.79E-03 1.54E-05 3.00E-06 9.41E-07 2.66E-07 370785 3754424 1.21E-06 1.54E-06 8.49E-09 1.65E-09 5.19E-10 1.47E-10
370795 3754424 2.26E-03 2.89E-03 1.67E-05 3.26E-06 9.66E-07 2.74E-07 370795 3754424 1.25E-06 1.59E-06 9.21E-09 1.80E-09 5.33E-10 1.51E-10
370805 3754424 2.34E-03 2.99E-03 1.82E-05 3.55E-06 9.92E-07 2.81E-07 370805 3754424 1.29E-06 1.65E-06 1.00E-08 1.96E-09 5.47E-10 1.55E-10
370815 3754424 2.41E-03 3.09E-03 1.99E-05 3.88E-06 1.02E-06 2.89E-07 370815 3754424 1.33E-06 1.71E-06 1.10E-08 2.14E-09 5.62E-10 1.59E-10
370825 3754424 2.50E-03 3.20E-03 2.19E-05 4.26E-06 1.05E-06 2.97E-07 370825 3754424 1.38E-06 1.77E-06 1.21E-08 2.35E-09 5.77E-10 1.64E-10
370835 3754424 2.59E-03 3.32E-03 2.42E-05 4.72E-06 1.08E-06 3.05E-07 370835 3754424 1.43E-06 1.83E-06 1.34E-08 2.60E-09 5.93E-10 1.68E-10
370745 3754434 1.91E-03 2.39E-03 1.15E-05 2.24E-06 8.25E-07 2.34E-07 370745 3754434 1.05E-06 1.32E-06 6.33E-09 1.23E-09 4.55E-10 1.29E-10
370755 3754434 1.97E-03 2.47E-03 1.23E-05 2.39E-06 8.48E-07 2.40E-07 370755 3754434 1.09E-06 1.36E-06 6.77E-09 1.32E-09 4.67E-10 1.32E-10
370765 3754434 2.03E-03 2.55E-03 1.32E-05 2.57E-06 8.71E-07 2.47E-07 370765 3754434 1.12E-06 1.40E-06 7.27E-09 1.42E-09 4.80E-10 1.36E-10
370775 3754434 2.09E-03 2.62E-03 1.42E-05 2.76E-06 8.94E-07 2.53E-07 370775 3754434 1.15E-06 1.45E-06 7.81E-09 1.52E-09 4.93E-10 1.40E-10
370785 3754434 2.16E-03 2.71E-03 1.53E-05 2.99E-06 9.17E-07 2.60E-07 370785 3754434 1.19E-06 1.50E-06 8.45E-09 1.65E-09 5.06E-10 1.43E-10
370795 3754434 2.23E-03 2.81E-03 1.67E-05 3.25E-06 9.41E-07 2.67E-07 370795 3754434 1.23E-06 1.55E-06 9.19E-09 1.79E-09 5.19E-10 1.47E-10
370805 3754434 2.31E-03 2.90E-03 1.82E-05 3.54E-06 9.66E-07 2.74E-07 370805 3754434 1.27E-06 1.60E-06 1.00E-08 1.95E-09 5.32E-10 1.51E-10
370815 3754434 2.38E-03 3.00E-03 1.99E-05 3.87E-06 9.91E-07 2.81E-07 370815 3754434 1.31E-06 1.65E-06 1.10E-08 2.13E-09 5.47E-10 1.55E-10
370825 3754434 2.47E-03 3.10E-03 2.18E-05 4.26E-06 1.02E-06 2.88E-07 370825 3754434 1.36E-06 1.71E-06 1.20E-08 2.35E-09 5.61E-10 1.59E-10
370835 3754434 2.55E-03 3.22E-03 2.42E-05 4.72E-06 1.04E-06 2.96E-07 370835 3754434 1.41E-06 1.77E-06 1.34E-08 2.60E-09 5.76E-10 1.63E-10
370745 3754444 1.89E-03 2.33E-03 1.14E-05 2.23E-06 8.05E-07 2.28E-07 370745 3754444 1.04E-06 1.28E-06 6.30E-09 1.23E-09 4.44E-10 1.26E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370755 3754444 1.94E-03 2.40E-03 1.22E-05 2.38E-06 8.28E-07 2.35E-07 370755 3754444 1.07E-06 1.32E-06 6.74E-09 1.31E-09 4.57E-10 1.29E-10
370765 3754444 2.00E-03 2.47E-03 1.31E-05 2.56E-06 8.50E-07 2.41E-07 370765 3754444 1.10E-06 1.36E-06 7.23E-09 1.41E-09 4.69E-10 1.33E-10
370775 3754444 2.06E-03 2.55E-03 1.41E-05 2.75E-06 8.71E-07 2.47E-07 370775 3754444 1.14E-06 1.40E-06 7.77E-09 1.51E-09 4.80E-10 1.36E-10
370785 3754444 2.13E-03 2.63E-03 1.52E-05 2.97E-06 8.93E-07 2.53E-07 370785 3754444 1.17E-06 1.45E-06 8.41E-09 1.64E-09 4.93E-10 1.40E-10
370795 3754444 2.20E-03 2.72E-03 1.66E-05 3.23E-06 9.16E-07 2.59E-07 370795 3754444 1.21E-06 1.50E-06 9.14E-09 1.78E-09 5.05E-10 1.43E-10
370805 3754444 2.27E-03 2.81E-03 1.81E-05 3.53E-06 9.40E-07 2.66E-07 370805 3754444 1.25E-06 1.55E-06 9.98E-09 1.94E-09 5.18E-10 1.47E-10
370815 3754444 2.35E-03 2.90E-03 1.98E-05 3.86E-06 9.64E-07 2.73E-07 370815 3754444 1.29E-06 1.60E-06 1.09E-08 2.13E-09 5.31E-10 1.51E-10
370825 3754444 2.43E-03 3.00E-03 2.18E-05 4.25E-06 9.89E-07 2.80E-07 370825 3754444 1.34E-06 1.66E-06 1.20E-08 2.34E-09 5.45E-10 1.54E-10
370835 3754444 2.51E-03 3.11E-03 2.42E-05 4.72E-06 1.01E-06 2.87E-07 370835 3754444 1.39E-06 1.71E-06 1.33E-08 2.60E-09 5.59E-10 1.58E-10
370745 3754454 1.86E-03 2.27E-03 1.14E-05 2.22E-06 7.85E-07 2.22E-07 370745 3754454 1.03E-06 1.25E-06 6.27E-09 1.22E-09 4.33E-10 1.23E-10
370755 3754454 1.92E-03 2.33E-03 1.22E-05 2.37E-06 8.05E-07 2.28E-07 370755 3754454 1.06E-06 1.29E-06 6.71E-09 1.31E-09 4.44E-10 1.26E-10
370765 3754454 1.97E-03 2.40E-03 1.31E-05 2.55E-06 8.27E-07 2.34E-07 370765 3754454 1.09E-06 1.33E-06 7.21E-09 1.40E-09 4.56E-10 1.29E-10
370775 3754454 2.03E-03 2.48E-03 1.41E-05 2.74E-06 8.49E-07 2.40E-07 370775 3754454 1.12E-06 1.36E-06 7.76E-09 1.51E-09 4.68E-10 1.33E-10
370785 3754454 2.10E-03 2.55E-03 1.52E-05 2.96E-06 8.70E-07 2.47E-07 370785 3754454 1.16E-06 1.41E-06 8.38E-09 1.63E-09 4.80E-10 1.36E-10
370795 3754454 2.16E-03 2.63E-03 1.65E-05 3.22E-06 8.92E-07 2.53E-07 370795 3754454 1.19E-06 1.45E-06 9.11E-09 1.77E-09 4.92E-10 1.39E-10
370805 3754454 2.24E-03 2.72E-03 1.80E-05 3.51E-06 9.14E-07 2.59E-07 370805 3754454 1.23E-06 1.50E-06 9.94E-09 1.94E-09 5.04E-10 1.43E-10
370815 3754454 2.31E-03 2.81E-03 1.97E-05 3.85E-06 9.37E-07 2.65E-07 370815 3754454 1.27E-06 1.55E-06 1.09E-08 2.12E-09 5.17E-10 1.46E-10
370825 3754454 2.39E-03 2.90E-03 2.18E-05 4.24E-06 9.61E-07 2.72E-07 370825 3754454 1.32E-06 1.60E-06 1.20E-08 2.34E-09 5.30E-10 1.50E-10
370835 3754454 2.47E-03 3.00E-03 2.42E-05 4.71E-06 9.85E-07 2.79E-07 370835 3754454 1.36E-06 1.65E-06 1.33E-08 2.60E-09 5.43E-10 1.54E-10
370745 3754464 1.83E-03 2.20E-03 1.13E-05 2.20E-06 7.64E-07 2.16E-07 370745 3754464 1.01E-06 1.21E-06 6.23E-09 1.21E-09 4.21E-10 1.19E-10
370755 3754464 1.89E-03 2.27E-03 1.21E-05 2.36E-06 7.82E-07 2.22E-07 370755 3754464 1.04E-06 1.25E-06 6.68E-09 1.30E-09 4.31E-10 1.22E-10
370765 3754464 1.95E-03 2.33E-03 1.30E-05 2.54E-06 8.01E-07 2.27E-07 370765 3754464 1.07E-06 1.29E-06 7.17E-09 1.40E-09 4.42E-10 1.25E-10
370775 3754464 2.00E-03 2.40E-03 1.40E-05 2.73E-06 8.22E-07 2.33E-07 370775 3754464 1.10E-06 1.32E-06 7.73E-09 1.51E-09 4.53E-10 1.28E-10
370785 3754464 2.06E-03 2.47E-03 1.52E-05 2.96E-06 8.44E-07 2.39E-07 370785 3754464 1.14E-06 1.36E-06 8.36E-09 1.63E-09 4.65E-10 1.32E-10
370795 3754464 2.13E-03 2.55E-03 1.65E-05 3.21E-06 8.65E-07 2.45E-07 370795 3754464 1.17E-06 1.41E-06 9.09E-09 1.77E-09 4.77E-10 1.35E-10
370805 3754464 2.20E-03 2.63E-03 1.80E-05 3.50E-06 8.88E-07 2.51E-07 370805 3754464 1.21E-06 1.45E-06 9.91E-09 1.93E-09 4.90E-10 1.39E-10
370815 3754464 2.27E-03 2.71E-03 1.97E-05 3.84E-06 9.10E-07 2.58E-07 370815 3754464 1.25E-06 1.50E-06 1.09E-08 2.12E-09 5.02E-10 1.42E-10
370825 3754464 2.34E-03 2.80E-03 2.18E-05 4.24E-06 9.32E-07 2.64E-07 370825 3754464 1.29E-06 1.54E-06 1.20E-08 2.34E-09 5.14E-10 1.46E-10
370835 3754464 2.42E-03 2.89E-03 2.42E-05 4.71E-06 9.55E-07 2.71E-07 370835 3754464 1.34E-06 1.59E-06 1.33E-08 2.60E-09 5.27E-10 1.49E-10
370745 3754474 1.80E-03 2.14E-03 1.12E-05 2.19E-06 7.45E-07 2.11E-07 370745 3754474 9.95E-07 1.18E-06 6.20E-09 1.21E-09 4.11E-10 1.16E-10
370755 3754474 1.86E-03 2.20E-03 1.20E-05 2.35E-06 7.62E-07 2.16E-07 370755 3754474 1.02E-06 1.21E-06 6.64E-09 1.29E-09 4.20E-10 1.19E-10
370765 3754474 1.91E-03 2.26E-03 1.29E-05 2.52E-06 7.79E-07 2.21E-07 370765 3754474 1.05E-06 1.25E-06 7.13E-09 1.39E-09 4.30E-10 1.22E-10
370775 3754474 1.97E-03 2.32E-03 1.40E-05 2.72E-06 7.98E-07 2.26E-07 370775 3754474 1.09E-06 1.28E-06 7.69E-09 1.50E-09 4.40E-10 1.25E-10
370785 3754474 2.03E-03 2.39E-03 1.51E-05 2.94E-06 8.18E-07 2.32E-07 370785 3754474 1.12E-06 1.32E-06 8.32E-09 1.62E-09 4.51E-10 1.28E-10
370795 3754474 2.09E-03 2.46E-03 1.64E-05 3.20E-06 8.38E-07 2.37E-07 370795 3754474 1.15E-06 1.36E-06 9.05E-09 1.76E-09 4.62E-10 1.31E-10
370805 3754474 2.15E-03 2.54E-03 1.79E-05 3.49E-06 8.60E-07 2.44E-07 370805 3754474 1.19E-06 1.40E-06 9.87E-09 1.92E-09 4.74E-10 1.34E-10
370815 3754474 2.22E-03 2.62E-03 1.96E-05 3.83E-06 8.81E-07 2.49E-07 370815 3754474 1.23E-06 1.44E-06 1.08E-08 2.11E-09 4.86E-10 1.38E-10
370825 3754474 2.30E-03 2.70E-03 2.17E-05 4.23E-06 9.02E-07 2.55E-07 370825 3754474 1.27E-06 1.49E-06 1.20E-08 2.33E-09 4.97E-10 1.41E-10
370835 3754474 2.37E-03 2.78E-03 2.41E-05 4.70E-06 9.24E-07 2.62E-07 370835 3754474 1.31E-06 1.53E-06 1.33E-08 2.59E-09 5.10E-10 1.44E-10
370745 3754484 1.77E-03 2.07E-03 1.12E-05 2.18E-06 7.27E-07 2.06E-07 370745 3754484 9.77E-07 1.14E-06 6.16E-09 1.20E-09 4.01E-10 1.13E-10
370755 3754484 1.82E-03 2.13E-03 1.20E-05 2.33E-06 7.42E-07 2.10E-07 370755 3754484 1.00E-06 1.17E-06 6.60E-09 1.29E-09 4.09E-10 1.16E-10
370765 3754484 1.87E-03 2.19E-03 1.29E-05 2.51E-06 7.59E-07 2.15E-07 370765 3754484 1.03E-06 1.21E-06 7.09E-09 1.38E-09 4.19E-10 1.19E-10
370775 3754484 1.93E-03 2.25E-03 1.39E-05 2.70E-06 7.77E-07 2.20E-07 370775 3754484 1.06E-06 1.24E-06 7.65E-09 1.49E-09 4.29E-10 1.21E-10
370785 3754484 1.99E-03 2.31E-03 1.50E-05 2.93E-06 7.96E-07 2.25E-07 370785 3754484 1.10E-06 1.27E-06 8.28E-09 1.61E-09 4.39E-10 1.24E-10
370795 3754484 2.05E-03 2.38E-03 1.63E-05 3.18E-06 8.14E-07 2.31E-07 370795 3754484 1.13E-06 1.31E-06 9.00E-09 1.75E-09 4.49E-10 1.27E-10
370805 3754484 2.11E-03 2.45E-03 1.78E-05 3.47E-06 8.34E-07 2.36E-07 370805 3754484 1.16E-06 1.35E-06 9.82E-09 1.91E-09 4.60E-10 1.30E-10
370815 3754484 2.18E-03 2.52E-03 1.96E-05 3.81E-06 8.54E-07 2.42E-07 370815 3754484 1.20E-06 1.39E-06 1.08E-08 2.10E-09 4.71E-10 1.33E-10
370825 3754484 2.24E-03 2.59E-03 2.16E-05 4.21E-06 8.74E-07 2.48E-07 370825 3754484 1.24E-06 1.43E-06 1.19E-08 2.32E-09 4.82E-10 1.36E-10
370835 3754484 2.32E-03 2.67E-03 2.40E-05 4.68E-06 8.95E-07 2.53E-07 370835 3754484 1.28E-06 1.47E-06 1.32E-08 2.58E-09 4.93E-10 1.40E-10
370745 3754494 1.74E-03 2.00E-03 1.11E-05 2.16E-06 7.10E-07 2.01E-07 370745 3754494 9.58E-07 1.10E-06 6.12E-09 1.19E-09 3.91E-10 1.11E-10
370755 3754494 1.79E-03 2.06E-03 1.19E-05 2.32E-06 7.25E-07 2.05E-07 370755 3754494 9.85E-07 1.13E-06 6.56E-09 1.28E-09 3.99E-10 1.13E-10
370765 3754494 1.84E-03 2.11E-03 1.28E-05 2.49E-06 7.40E-07 2.10E-07 370765 3754494 1.01E-06 1.17E-06 7.05E-09 1.37E-09 4.08E-10 1.16E-10
370775 3754494 1.89E-03 2.17E-03 1.38E-05 2.69E-06 7.57E-07 2.14E-07 370775 3754494 1.04E-06 1.20E-06 7.60E-09 1.48E-09 4.17E-10 1.18E-10
370785 3754494 1.94E-03 2.23E-03 1.49E-05 2.91E-06 7.74E-07 2.19E-07 370785 3754494 1.07E-06 1.23E-06 8.23E-09 1.60E-09 4.27E-10 1.21E-10
370795 3754494 2.00E-03 2.29E-03 1.62E-05 3.16E-06 7.92E-07 2.24E-07 370795 3754494 1.10E-06 1.26E-06 8.94E-09 1.74E-09 4.37E-10 1.24E-10
370805 3754494 2.06E-03 2.36E-03 1.77E-05 3.45E-06 8.10E-07 2.30E-07 370805 3754494 1.14E-06 1.30E-06 9.76E-09 1.90E-09 4.47E-10 1.27E-10
370815 3754494 2.12E-03 2.42E-03 1.94E-05 3.79E-06 8.29E-07 2.35E-07 370815 3754494 1.17E-06 1.34E-06 1.07E-08 2.09E-09 4.57E-10 1.29E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370825 3754494 2.19E-03 2.49E-03 2.15E-05 4.19E-06 8.47E-07 2.40E-07 370825 3754494 1.21E-06 1.37E-06 1.18E-08 2.31E-09 4.67E-10 1.32E-10
370835 3754494 2.26E-03 2.56E-03 2.39E-05 4.66E-06 8.66E-07 2.45E-07 370835 3754494 1.25E-06 1.41E-06 1.32E-08 2.57E-09 4.78E-10 1.35E-10
370745 3754504 1.70E-03 1.94E-03 1.10E-05 2.15E-06 6.93E-07 1.96E-07 370745 3754504 9.39E-07 1.07E-06 6.08E-09 1.19E-09 3.82E-10 1.08E-10
370755 3754504 1.75E-03 1.99E-03 1.18E-05 2.30E-06 7.08E-07 2.01E-07 370755 3754504 9.65E-07 1.10E-06 6.52E-09 1.27E-09 3.90E-10 1.11E-10
370765 3754504 1.80E-03 2.04E-03 1.27E-05 2.48E-06 7.23E-07 2.05E-07 370765 3754504 9.91E-07 1.13E-06 7.00E-09 1.36E-09 3.99E-10 1.13E-10
370775 3754504 1.85E-03 2.09E-03 1.37E-05 2.67E-06 7.39E-07 2.09E-07 370775 3754504 1.02E-06 1.15E-06 7.55E-09 1.47E-09 4.08E-10 1.15E-10
370785 3754504 1.90E-03 2.15E-03 1.48E-05 2.89E-06 7.55E-07 2.14E-07 370785 3754504 1.05E-06 1.19E-06 8.17E-09 1.59E-09 4.16E-10 1.18E-10
370795 3754504 1.96E-03 2.21E-03 1.61E-05 3.14E-06 7.71E-07 2.18E-07 370795 3754504 1.08E-06 1.22E-06 8.88E-09 1.73E-09 4.25E-10 1.20E-10
370805 3754504 2.01E-03 2.27E-03 1.76E-05 3.43E-06 7.88E-07 2.23E-07 370805 3754504 1.11E-06 1.25E-06 9.70E-09 1.89E-09 4.34E-10 1.23E-10
370815 3754504 2.07E-03 2.33E-03 1.93E-05 3.77E-06 8.05E-07 2.28E-07 370815 3754504 1.14E-06 1.28E-06 1.07E-08 2.08E-09 4.44E-10 1.26E-10
370825 3754504 2.13E-03 2.39E-03 2.14E-05 4.16E-06 8.22E-07 2.33E-07 370825 3754504 1.18E-06 1.32E-06 1.18E-08 2.30E-09 4.53E-10 1.28E-10
370835 3754504 2.20E-03 2.46E-03 2.38E-05 4.64E-06 8.39E-07 2.38E-07 370835 3754504 1.21E-06 1.36E-06 1.31E-08 2.56E-09 4.63E-10 1.31E-10
370745 3754514 1.67E-03 1.87E-03 1.10E-05 2.13E-06 6.77E-07 1.92E-07 370745 3754514 9.19E-07 1.03E-06 6.04E-09 1.18E-09 3.73E-10 1.06E-10
370755 3754514 1.71E-03 1.92E-03 1.17E-05 2.29E-06 6.91E-07 1.96E-07 370755 3754514 9.44E-07 1.06E-06 6.47E-09 1.26E-09 3.81E-10 1.08E-10
370765 3754514 1.76E-03 1.97E-03 1.26E-05 2.46E-06 7.06E-07 2.00E-07 370765 3754514 9.69E-07 1.09E-06 6.95E-09 1.36E-09 3.89E-10 1.10E-10
370775 3754514 1.81E-03 2.02E-03 1.36E-05 2.65E-06 7.21E-07 2.04E-07 370775 3754514 9.95E-07 1.11E-06 7.50E-09 1.46E-09 3.98E-10 1.13E-10
370785 3754514 1.86E-03 2.07E-03 1.47E-05 2.87E-06 7.36E-07 2.09E-07 370785 3754514 1.02E-06 1.14E-06 8.12E-09 1.58E-09 4.06E-10 1.15E-10
370795 3754514 1.91E-03 2.13E-03 1.60E-05 3.12E-06 7.51E-07 2.13E-07 370795 3754514 1.05E-06 1.17E-06 8.82E-09 1.72E-09 4.14E-10 1.17E-10
370805 3754514 1.96E-03 2.18E-03 1.75E-05 3.41E-06 7.65E-07 2.17E-07 370805 3754514 1.08E-06 1.20E-06 9.64E-09 1.88E-09 4.22E-10 1.20E-10
370815 3754514 2.02E-03 2.24E-03 1.92E-05 3.74E-06 7.81E-07 2.21E-07 370815 3754514 1.11E-06 1.23E-06 1.06E-08 2.06E-09 4.31E-10 1.22E-10
370825 3754514 2.08E-03 2.30E-03 2.12E-05 4.14E-06 7.97E-07 2.26E-07 370825 3754514 1.15E-06 1.27E-06 1.17E-08 2.28E-09 4.40E-10 1.25E-10
370835 3754514 2.14E-03 2.36E-03 2.37E-05 4.61E-06 8.14E-07 2.30E-07 370835 3754514 1.18E-06 1.30E-06 1.30E-08 2.54E-09 4.49E-10 1.27E-10
370745 3754524 1.63E-03 1.81E-03 1.09E-05 2.12E-06 6.62E-07 1.87E-07 370745 3754524 8.99E-07 9.99E-07 5.99E-09 1.17E-09 3.65E-10 1.03E-10
370755 3754524 1.67E-03 1.86E-03 1.16E-05 2.27E-06 6.75E-07 1.91E-07 370755 3754524 9.22E-07 1.02E-06 6.42E-09 1.25E-09 3.72E-10 1.05E-10
370765 3754524 1.72E-03 1.90E-03 1.25E-05 2.44E-06 6.89E-07 1.95E-07 370765 3754524 9.46E-07 1.05E-06 6.90E-09 1.35E-09 3.80E-10 1.08E-10
370775 3754524 1.76E-03 1.95E-03 1.35E-05 2.63E-06 7.04E-07 1.99E-07 370775 3754524 9.71E-07 1.07E-06 7.44E-09 1.45E-09 3.88E-10 1.10E-10
370785 3754524 1.81E-03 1.99E-03 1.46E-05 2.85E-06 7.17E-07 2.03E-07 370785 3754524 9.98E-07 1.10E-06 8.06E-09 1.57E-09 3.95E-10 1.12E-10
370795 3754524 1.86E-03 2.04E-03 1.59E-05 3.10E-06 7.31E-07 2.07E-07 370795 3754524 1.02E-06 1.13E-06 8.76E-09 1.71E-09 4.03E-10 1.14E-10
370805 3754524 1.91E-03 2.10E-03 1.74E-05 3.38E-06 7.44E-07 2.11E-07 370805 3754524 1.05E-06 1.16E-06 9.57E-09 1.87E-09 4.10E-10 1.16E-10
370815 3754524 1.96E-03 2.15E-03 1.91E-05 3.72E-06 7.59E-07 2.15E-07 370815 3754524 1.08E-06 1.18E-06 1.05E-08 2.05E-09 4.19E-10 1.19E-10
370825 3754524 2.02E-03 2.20E-03 2.11E-05 4.11E-06 7.74E-07 2.19E-07 370825 3754524 1.11E-06 1.21E-06 1.16E-08 2.27E-09 4.27E-10 1.21E-10
370835 3754524 2.08E-03 2.26E-03 2.35E-05 4.58E-06 7.89E-07 2.23E-07 370835 3754524 1.15E-06 1.25E-06 1.30E-08 2.53E-09 4.35E-10 1.23E-10
370745 3754534 1.59E-03 1.75E-03 1.08E-05 2.10E-06 6.46E-07 1.83E-07 370745 3754534 8.78E-07 9.65E-07 5.95E-09 1.16E-09 3.56E-10 1.01E-10
370755 3754534 1.63E-03 1.79E-03 1.16E-05 2.25E-06 6.60E-07 1.87E-07 370755 3754534 9.00E-07 9.87E-07 6.37E-09 1.24E-09 3.64E-10 1.03E-10
370765 3754534 1.67E-03 1.83E-03 1.24E-05 2.42E-06 6.74E-07 1.91E-07 370765 3754534 9.23E-07 1.01E-06 6.84E-09 1.33E-09 3.71E-10 1.05E-10
370775 3754534 1.72E-03 1.87E-03 1.34E-05 2.61E-06 6.88E-07 1.95E-07 370775 3754534 9.46E-07 1.03E-06 7.38E-09 1.44E-09 3.79E-10 1.07E-10
370785 3754534 1.76E-03 1.92E-03 1.45E-05 2.82E-06 7.00E-07 1.98E-07 370785 3754534 9.72E-07 1.06E-06 7.99E-09 1.56E-09 3.86E-10 1.09E-10
370795 3754534 1.81E-03 1.97E-03 1.58E-05 3.07E-06 7.14E-07 2.02E-07 370795 3754534 9.97E-07 1.08E-06 8.69E-09 1.69E-09 3.94E-10 1.11E-10
370805 3754534 1.86E-03 2.01E-03 1.72E-05 3.36E-06 7.23E-07 2.05E-07 370805 3754534 1.02E-06 1.11E-06 9.51E-09 1.85E-09 3.99E-10 1.13E-10
370815 3754534 1.91E-03 2.06E-03 1.89E-05 3.69E-06 7.37E-07 2.09E-07 370815 3754534 1.05E-06 1.14E-06 1.04E-08 2.04E-09 4.06E-10 1.15E-10
370825 3754534 1.96E-03 2.11E-03 2.10E-05 4.08E-06 7.50E-07 2.12E-07 370825 3754534 1.08E-06 1.16E-06 1.16E-08 2.25E-09 4.14E-10 1.17E-10
370835 3754534 2.01E-03 2.16E-03 2.34E-05 4.55E-06 7.64E-07 2.16E-07 370835 3754534 1.11E-06 1.19E-06 1.29E-08 2.51E-09 4.21E-10 1.19E-10
370745 3754544 1.55E-03 1.69E-03 1.07E-05 2.08E-06 6.31E-07 1.79E-07 370745 3754544 8.57E-07 9.31E-07 5.89E-09 1.15E-09 3.48E-10 9.86E-11
370755 3754544 1.59E-03 1.73E-03 1.15E-05 2.23E-06 6.44E-07 1.82E-07 370755 3754544 8.78E-07 9.52E-07 6.32E-09 1.23E-09 3.55E-10 1.01E-10
370765 3754544 1.63E-03 1.77E-03 1.23E-05 2.40E-06 6.57E-07 1.86E-07 370765 3754544 8.99E-07 9.74E-07 6.79E-09 1.32E-09 3.62E-10 1.03E-10
370775 3754544 1.67E-03 1.81E-03 1.33E-05 2.59E-06 6.70E-07 1.90E-07 370775 3754544 9.22E-07 9.96E-07 7.32E-09 1.43E-09 3.69E-10 1.05E-10
370785 3754544 1.72E-03 1.85E-03 1.44E-05 2.80E-06 6.82E-07 1.93E-07 370785 3754544 9.46E-07 1.02E-06 7.92E-09 1.54E-09 3.76E-10 1.07E-10
370795 3754544 1.76E-03 1.89E-03 1.56E-05 3.05E-06 6.94E-07 1.97E-07 370795 3754544 9.70E-07 1.04E-06 8.62E-09 1.68E-09 3.83E-10 1.08E-10
370805 3754544 1.80E-03 1.93E-03 1.71E-05 3.33E-06 7.02E-07 1.99E-07 370805 3754544 9.94E-07 1.07E-06 9.43E-09 1.84E-09 3.87E-10 1.10E-10
370815 3754544 1.85E-03 1.98E-03 1.88E-05 3.66E-06 7.15E-07 2.02E-07 370815 3754544 1.02E-06 1.09E-06 1.04E-08 2.02E-09 3.94E-10 1.12E-10
370825 3754544 1.90E-03 2.02E-03 2.08E-05 4.05E-06 7.28E-07 2.06E-07 370825 3754544 1.05E-06 1.11E-06 1.15E-08 2.23E-09 4.01E-10 1.14E-10
370835 3754544 1.95E-03 2.07E-03 2.32E-05 4.52E-06 7.41E-07 2.10E-07 370835 3754544 1.07E-06 1.14E-06 1.28E-08 2.49E-09 4.09E-10 1.16E-10
370745 3754554 1.52E-03 1.63E-03 1.06E-05 2.06E-06 6.16E-07 1.75E-07 370745 3754554 8.35E-07 8.99E-07 5.84E-09 1.14E-09 3.40E-10 9.63E-11
370755 3754554 1.55E-03 1.67E-03 1.14E-05 2.21E-06 6.27E-07 1.78E-07 370755 3754554 8.56E-07 9.18E-07 6.26E-09 1.22E-09 3.46E-10 9.79E-11
370765 3754554 1.59E-03 1.70E-03 1.22E-05 2.38E-06 6.38E-07 1.81E-07 370765 3754554 8.76E-07 9.38E-07 6.73E-09 1.31E-09 3.52E-10 9.97E-11
370775 3754554 1.63E-03 1.74E-03 1.32E-05 2.57E-06 6.51E-07 1.84E-07 370775 3754554 8.98E-07 9.59E-07 7.26E-09 1.42E-09 3.59E-10 1.02E-10
370785 3754554 1.67E-03 1.78E-03 1.43E-05 2.78E-06 6.62E-07 1.87E-07 370785 3754554 9.20E-07 9.80E-07 7.87E-09 1.53E-09 3.65E-10 1.03E-10
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370795 3754554 1.71E-03 1.82E-03 1.55E-05 3.02E-06 6.74E-07 1.91E-07 370795 3754554 9.43E-07 1.00E-06 8.56E-09 1.67E-09 3.72E-10 1.05E-10
370805 3754554 1.75E-03 1.86E-03 1.70E-05 3.31E-06 6.83E-07 1.94E-07 370805 3754554 9.65E-07 1.02E-06 9.35E-09 1.82E-09 3.77E-10 1.07E-10
370815 3754554 1.79E-03 1.90E-03 1.87E-05 3.64E-06 6.95E-07 1.97E-07 370815 3754554 9.89E-07 1.04E-06 1.03E-08 2.00E-09 3.83E-10 1.09E-10
370825 3754554 1.84E-03 1.94E-03 2.06E-05 4.02E-06 7.08E-07 2.00E-07 370825 3754554 1.01E-06 1.07E-06 1.14E-08 2.22E-09 3.90E-10 1.11E-10
370835 3754554 1.89E-03 1.98E-03 2.30E-05 4.49E-06 7.20E-07 2.04E-07 370835 3754554 1.04E-06 1.09E-06 1.27E-08 2.47E-09 3.97E-10 1.12E-10
370745 3754564 1.48E-03 1.57E-03 1.05E-05 2.04E-06 6.01E-07 1.70E-07 370745 3754564 8.14E-07 8.67E-07 5.78E-09 1.13E-09 3.32E-10 9.39E-11
370755 3754564 1.51E-03 1.61E-03 1.12E-05 2.19E-06 6.12E-07 1.73E-07 370755 3754564 8.33E-07 8.86E-07 6.20E-09 1.21E-09 3.37E-10 9.55E-11
370765 3754564 1.55E-03 1.64E-03 1.21E-05 2.36E-06 6.22E-07 1.76E-07 370765 3754564 8.53E-07 9.04E-07 6.67E-09 1.30E-09 3.43E-10 9.71E-11
370775 3754564 1.58E-03 1.67E-03 1.31E-05 2.54E-06 6.33E-07 1.79E-07 370775 3754564 8.73E-07 9.23E-07 7.20E-09 1.40E-09 3.49E-10 9.88E-11
370785 3754564 1.62E-03 1.71E-03 1.41E-05 2.76E-06 6.44E-07 1.82E-07 370785 3754564 8.94E-07 9.42E-07 7.80E-09 1.52E-09 3.55E-10 1.00E-10
370795 3754564 1.66E-03 1.74E-03 1.54E-05 3.00E-06 6.54E-07 1.85E-07 370795 3754564 9.16E-07 9.62E-07 8.49E-09 1.65E-09 3.61E-10 1.02E-10
370805 3754564 1.70E-03 1.78E-03 1.68E-05 3.28E-06 6.65E-07 1.88E-07 370805 3754564 9.37E-07 9.82E-07 9.28E-09 1.81E-09 3.67E-10 1.04E-10
370815 3754564 1.74E-03 1.82E-03 1.85E-05 3.61E-06 6.76E-07 1.92E-07 370815 3754564 9.60E-07 1.00E-06 1.02E-08 1.99E-09 3.73E-10 1.06E-10
370825 3754564 1.78E-03 1.85E-03 2.05E-05 3.99E-06 6.88E-07 1.95E-07 370825 3754564 9.83E-07 1.02E-06 1.13E-08 2.20E-09 3.79E-10 1.07E-10
370835 3754564 1.82E-03 1.89E-03 2.28E-05 4.45E-06 6.99E-07 1.98E-07 370835 3754564 1.01E-06 1.04E-06 1.26E-08 2.45E-09 3.85E-10 1.09E-10
370745 3754574 1.44E-03 1.52E-03 1.04E-05 2.02E-06 5.85E-07 1.66E-07 370745 3754574 7.93E-07 8.37E-07 5.73E-09 1.12E-09 3.23E-10 9.14E-11
370755 3754574 1.47E-03 1.55E-03 1.11E-05 2.17E-06 5.95E-07 1.69E-07 370755 3754574 8.11E-07 8.54E-07 6.14E-09 1.20E-09 3.28E-10 9.30E-11
370765 3754574 1.50E-03 1.58E-03 1.20E-05 2.33E-06 6.05E-07 1.71E-07 370765 3754574 8.29E-07 8.71E-07 6.60E-09 1.29E-09 3.34E-10 9.45E-11
370775 3754574 1.54E-03 1.61E-03 1.29E-05 2.52E-06 6.15E-07 1.74E-07 370775 3754574 8.48E-07 8.88E-07 7.13E-09 1.39E-09 3.39E-10 9.61E-11
370785 3754574 1.57E-03 1.64E-03 1.40E-05 2.73E-06 6.26E-07 1.77E-07 370785 3754574 8.67E-07 9.06E-07 7.72E-09 1.51E-09 3.45E-10 9.77E-11
370795 3754574 1.61E-03 1.68E-03 1.52E-05 2.97E-06 6.36E-07 1.80E-07 370795 3754574 8.87E-07 9.24E-07 8.40E-09 1.64E-09 3.51E-10 9.93E-11
370805 3754574 1.64E-03 1.71E-03 1.67E-05 3.25E-06 6.46E-07 1.83E-07 370805 3754574 9.07E-07 9.40E-07 9.19E-09 1.79E-09 3.56E-10 1.01E-10
370815 3754574 1.68E-03 1.74E-03 1.83E-05 3.57E-06 6.56E-07 1.86E-07 370815 3754574 9.28E-07 9.58E-07 1.01E-08 1.97E-09 3.62E-10 1.03E-10
370825 3754574 1.72E-03 1.77E-03 2.03E-05 3.96E-06 6.67E-07 1.89E-07 370825 3754574 9.49E-07 9.76E-07 1.12E-08 2.18E-09 3.68E-10 1.04E-10
370835 3754574 1.76E-03 1.80E-03 2.26E-05 4.41E-06 6.78E-07 1.92E-07 370835 3754574 9.72E-07 9.94E-07 1.25E-08 2.43E-09 3.74E-10 1.06E-10
370845 3754574 1.81E-03 1.84E-03 2.55E-05 4.97E-06 6.89E-07 1.95E-07 370845 3754574 9.95E-07 1.01E-06 1.41E-08 2.74E-09 3.80E-10 1.08E-10
370855 3754574 1.85E-03 1.87E-03 2.90E-05 5.65E-06 6.99E-07 1.98E-07 370855 3754574 1.02E-06 1.03E-06 1.60E-08 3.12E-09 3.85E-10 1.09E-10
370865 3754574 1.89E-03 1.91E-03 3.34E-05 6.52E-06 7.10E-07 2.01E-07 370865 3754574 1.04E-06 1.05E-06 1.84E-08 3.59E-09 3.91E-10 1.11E-10
370875 3754574 1.94E-03 1.94E-03 3.92E-05 7.63E-06 7.20E-07 2.04E-07 370875 3754574 1.07E-06 1.07E-06 2.16E-08 4.21E-09 3.97E-10 1.12E-10
370885 3754574 1.99E-03 1.97E-03 4.68E-05 9.13E-06 7.29E-07 2.06E-07 370885 3754574 1.09E-06 1.09E-06 2.58E-08 5.03E-09 4.02E-10 1.14E-10
370895 3754574 2.03E-03 2.01E-03 5.75E-05 1.12E-05 7.36E-07 2.08E-07 370895 3754574 1.12E-06 1.11E-06 3.17E-08 6.18E-09 4.06E-10 1.15E-10
370905 3754574 2.08E-03 2.04E-03 7.32E-05 1.43E-05 7.43E-07 2.10E-07 370905 3754574 1.15E-06 1.13E-06 4.03E-08 7.86E-09 4.09E-10 1.16E-10
370915 3754574 2.14E-03 2.08E-03 9.76E-05 1.90E-05 7.51E-07 2.13E-07 370915 3754574 1.18E-06 1.14E-06 5.38E-08 1.05E-08 4.14E-10 1.17E-10
370745 3754584 1.40E-03 1.46E-03 1.03E-05 2.00E-06 5.69E-07 1.61E-07 370745 3754584 7.70E-07 8.06E-07 5.66E-09 1.10E-09 3.14E-10 8.89E-11
370755 3754584 1.43E-03 1.49E-03 1.10E-05 2.14E-06 5.79E-07 1.64E-07 370755 3754584 7.86E-07 8.21E-07 6.07E-09 1.18E-09 3.19E-10 9.04E-11
370765 3754584 1.46E-03 1.52E-03 1.18E-05 2.31E-06 5.88E-07 1.66E-07 370765 3754584 8.03E-07 8.35E-07 6.52E-09 1.27E-09 3.24E-10 9.18E-11
370775 3754584 1.49E-03 1.54E-03 1.28E-05 2.49E-06 5.98E-07 1.69E-07 370775 3754584 8.20E-07 8.51E-07 7.04E-09 1.37E-09 3.29E-10 9.33E-11
370785 3754584 1.52E-03 1.57E-03 1.39E-05 2.70E-06 6.08E-07 1.72E-07 370785 3754584 8.39E-07 8.68E-07 7.64E-09 1.49E-09 3.35E-10 9.50E-11
370795 3754584 1.55E-03 1.60E-03 1.51E-05 2.94E-06 6.17E-07 1.75E-07 370795 3754584 8.57E-07 8.83E-07 8.31E-09 1.62E-09 3.40E-10 9.64E-11
370805 3754584 1.59E-03 1.63E-03 1.65E-05 3.21E-06 6.26E-07 1.77E-07 370805 3754584 8.75E-07 8.98E-07 9.08E-09 1.77E-09 3.45E-10 9.78E-11
370815 3754584 1.62E-03 1.66E-03 1.81E-05 3.53E-06 6.36E-07 1.80E-07 370815 3754584 8.95E-07 9.14E-07 9.99E-09 1.95E-09 3.51E-10 9.94E-11
370825 3754584 1.66E-03 1.69E-03 2.01E-05 3.91E-06 6.45E-07 1.83E-07 370825 3754584 9.15E-07 9.30E-07 1.11E-08 2.16E-09 3.56E-10 1.01E-10
370835 3754584 1.70E-03 1.72E-03 2.24E-05 4.37E-06 6.52E-07 1.85E-07 370835 3754584 9.36E-07 9.47E-07 1.24E-08 2.41E-09 3.60E-10 1.02E-10
370845 3754584 1.74E-03 1.75E-03 2.53E-05 4.92E-06 6.67E-07 1.89E-07 370845 3754584 9.60E-07 9.67E-07 1.39E-08 2.72E-09 3.68E-10 1.04E-10
370855 3754584 1.78E-03 1.78E-03 2.88E-05 5.61E-06 6.77E-07 1.92E-07 370855 3754584 9.82E-07 9.83E-07 1.59E-08 3.09E-09 3.73E-10 1.06E-10
370865 3754584 1.82E-03 1.81E-03 3.32E-05 6.46E-06 6.86E-07 1.94E-07 370865 3754584 1.00E-06 1.00E-06 1.83E-08 3.56E-09 3.78E-10 1.07E-10
370875 3754584 1.87E-03 1.85E-03 3.89E-05 7.57E-06 6.94E-07 1.97E-07 370875 3754584 1.03E-06 1.02E-06 2.14E-08 4.18E-09 3.83E-10 1.08E-10
370885 3754584 1.91E-03 1.87E-03 4.65E-05 9.06E-06 6.99E-07 1.98E-07 370885 3754584 1.05E-06 1.03E-06 2.56E-08 4.99E-09 3.85E-10 1.09E-10
370895 3754584 1.95E-03 1.90E-03 5.70E-05 1.11E-05 7.00E-07 1.98E-07 370895 3754584 1.08E-06 1.05E-06 3.14E-08 6.12E-09 3.86E-10 1.09E-10
370905 3754584 2.00E-03 1.93E-03 7.25E-05 1.41E-05 7.09E-07 2.01E-07 370905 3754584 1.10E-06 1.07E-06 4.00E-08 7.79E-09 3.91E-10 1.11E-10
370915 3754584 2.05E-03 1.97E-03 9.67E-05 1.89E-05 7.20E-07 2.04E-07 370915 3754584 1.13E-06 1.08E-06 5.33E-08 1.04E-08 3.97E-10 1.12E-10
370745 3754594 1.35E-03 1.40E-03 1.01E-05 1.97E-06 5.54E-07 1.57E-07 370745 3754594 7.46E-07 7.74E-07 5.58E-09 1.09E-09 3.05E-10 8.65E-11
370755 3754594 1.38E-03 1.43E-03 1.09E-05 2.12E-06 5.63E-07 1.59E-07 370755 3754594 7.62E-07 7.88E-07 5.99E-09 1.17E-09 3.10E-10 8.79E-11
370765 3754594 1.41E-03 1.45E-03 1.17E-05 2.28E-06 5.72E-07 1.62E-07 370765 3754594 7.78E-07 8.02E-07 6.44E-09 1.25E-09 3.15E-10 8.93E-11
370775 3754594 1.44E-03 1.48E-03 1.26E-05 2.46E-06 5.82E-07 1.65E-07 370775 3754594 7.95E-07 8.17E-07 6.96E-09 1.36E-09 3.21E-10 9.08E-11
370785 3754594 1.47E-03 1.51E-03 1.37E-05 2.66E-06 5.91E-07 1.67E-07 370785 3754594 8.12E-07 8.31E-07 7.54E-09 1.47E-09 3.26E-10 9.23E-11
370795 3754594 1.50E-03 1.53E-03 1.49E-05 2.90E-06 5.99E-07 1.70E-07 370795 3754594 8.29E-07 8.45E-07 8.21E-09 1.60E-09 3.30E-10 9.35E-11
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Continental Grand Campus Specific Plan Construction HRA

CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370805 3754594 1.53E-03 1.56E-03 1.63E-05 3.17E-06 6.01E-07 1.70E-07 370805 3754594 8.46E-07 8.59E-07 8.97E-09 1.75E-09 3.32E-10 9.39E-11
370815 3754594 1.57E-03 1.58E-03 1.79E-05 3.49E-06 6.07E-07 1.72E-07 370815 3754594 8.64E-07 8.73E-07 9.87E-09 1.92E-09 3.35E-10 9.48E-11
370825 3754594 1.60E-03 1.61E-03 1.98E-05 3.87E-06 6.15E-07 1.74E-07 370825 3754594 8.83E-07 8.88E-07 1.09E-08 2.13E-09 3.39E-10 9.61E-11
370835 3754594 1.64E-03 1.64E-03 2.22E-05 4.32E-06 6.23E-07 1.77E-07 370835 3754594 9.02E-07 9.04E-07 1.22E-08 2.38E-09 3.44E-10 9.73E-11
370845 3754594 1.68E-03 1.67E-03 2.50E-05 4.88E-06 6.46E-07 1.83E-07 370845 3754594 9.25E-07 9.22E-07 1.38E-08 2.69E-09 3.56E-10 1.01E-10
370855 3754594 1.72E-03 1.70E-03 2.85E-05 5.56E-06 6.53E-07 1.85E-07 370855 3754594 9.46E-07 9.38E-07 1.57E-08 3.06E-09 3.60E-10 1.02E-10
370865 3754594 1.75E-03 1.73E-03 3.29E-05 6.41E-06 6.59E-07 1.87E-07 370865 3754594 9.67E-07 9.53E-07 1.81E-08 3.53E-09 3.63E-10 1.03E-10
370875 3754594 1.79E-03 1.76E-03 3.86E-05 7.51E-06 6.68E-07 1.89E-07 370875 3754594 9.90E-07 9.68E-07 2.13E-08 4.14E-09 3.68E-10 1.04E-10
370885 3754594 1.84E-03 1.78E-03 4.61E-05 8.99E-06 6.73E-07 1.91E-07 370885 3754594 1.01E-06 9.83E-07 2.54E-08 4.95E-09 3.71E-10 1.05E-10
370895 3754594 1.87E-03 1.81E-03 5.65E-05 1.10E-05 6.70E-07 1.90E-07 370895 3754594 1.03E-06 9.95E-07 3.11E-08 6.07E-09 3.69E-10 1.05E-10
370905 3754594 1.92E-03 1.83E-03 7.19E-05 1.40E-05 6.82E-07 1.93E-07 370905 3754594 1.06E-06 1.01E-06 3.96E-08 7.73E-09 3.76E-10 1.07E-10
370915 3754594 1.96E-03 1.86E-03 9.59E-05 1.87E-05 6.96E-07 1.97E-07 370915 3754594 1.08E-06 1.03E-06 5.29E-08 1.03E-08 3.84E-10 1.09E-10
370745 3754604 1.31E-03 1.35E-03 9.96E-06 1.94E-06 5.35E-07 1.52E-07 370745 3754604 7.23E-07 7.43E-07 5.49E-09 1.07E-09 2.95E-10 8.36E-11
370755 3754604 1.34E-03 1.37E-03 1.07E-05 2.08E-06 5.41E-07 1.53E-07 370755 3754604 7.38E-07 7.56E-07 5.89E-09 1.15E-09 2.99E-10 8.46E-11
370765 3754604 1.36E-03 1.39E-03 1.15E-05 2.24E-06 5.48E-07 1.55E-07 370765 3754604 7.53E-07 7.69E-07 6.34E-09 1.24E-09 3.02E-10 8.56E-11
370775 3754604 1.39E-03 1.42E-03 1.24E-05 2.42E-06 5.57E-07 1.58E-07 370775 3754604 7.68E-07 7.82E-07 6.85E-09 1.33E-09 3.07E-10 8.70E-11
370785 3754604 1.42E-03 1.44E-03 1.35E-05 2.63E-06 5.65E-07 1.60E-07 370785 3754604 7.84E-07 7.96E-07 7.43E-09 1.45E-09 3.12E-10 8.83E-11
370795 3754604 1.45E-03 1.47E-03 1.47E-05 2.86E-06 5.71E-07 1.62E-07 370795 3754604 8.00E-07 8.09E-07 8.09E-09 1.58E-09 3.15E-10 8.92E-11
370805 3754604 1.48E-03 1.49E-03 1.60E-05 3.12E-06 5.73E-07 1.62E-07 370805 3754604 8.16E-07 8.21E-07 8.84E-09 1.72E-09 3.16E-10 8.95E-11
370815 3754604 1.51E-03 1.51E-03 1.76E-05 3.44E-06 5.79E-07 1.64E-07 370815 3754604 8.33E-07 8.33E-07 9.72E-09 1.89E-09 3.19E-10 9.05E-11
370825 3754604 1.54E-03 1.54E-03 1.95E-05 3.81E-06 5.87E-07 1.66E-07 370825 3754604 8.50E-07 8.47E-07 1.08E-08 2.10E-09 3.24E-10 9.17E-11
370835 3754604 1.58E-03 1.56E-03 2.18E-05 4.26E-06 5.95E-07 1.68E-07 370835 3754604 8.69E-07 8.61E-07 1.20E-08 2.35E-09 3.28E-10 9.29E-11
370845 3754604 1.62E-03 1.60E-03 2.48E-05 4.83E-06 6.18E-07 1.75E-07 370845 3754604 8.92E-07 8.80E-07 1.37E-08 2.66E-09 3.41E-10 9.66E-11
370855 3754604 1.65E-03 1.62E-03 2.82E-05 5.50E-06 6.27E-07 1.78E-07 370855 3754604 9.11E-07 8.94E-07 1.56E-08 3.03E-09 3.46E-10 9.79E-11
370865 3754604 1.69E-03 1.65E-03 3.26E-05 6.35E-06 6.33E-07 1.79E-07 370865 3754604 9.31E-07 9.07E-07 1.80E-08 3.50E-09 3.49E-10 9.88E-11
370875 3754604 1.73E-03 1.67E-03 3.82E-05 7.45E-06 6.41E-07 1.82E-07 370875 3754604 9.52E-07 9.22E-07 2.11E-08 4.11E-09 3.54E-10 1.00E-10
370885 3754604 1.76E-03 1.70E-03 4.57E-05 8.91E-06 6.49E-07 1.84E-07 370885 3754604 9.73E-07 9.35E-07 2.52E-08 4.91E-09 3.58E-10 1.01E-10
370895 3754604 1.80E-03 1.72E-03 5.60E-05 1.09E-05 6.48E-07 1.84E-07 370895 3754604 9.92E-07 9.47E-07 3.09E-08 6.02E-09 3.58E-10 1.01E-10
370905 3754604 1.84E-03 1.74E-03 7.13E-05 1.39E-05 6.60E-07 1.87E-07 370905 3754604 1.02E-06 9.61E-07 3.93E-08 7.66E-09 3.64E-10 1.03E-10
370915 3754604 1.88E-03 1.77E-03 9.50E-05 1.85E-05 6.73E-07 1.91E-07 370915 3754604 1.04E-06 9.75E-07 5.24E-08 1.02E-08 3.71E-10 1.05E-10
370745 3754614 1.27E-03 1.29E-03 9.75E-06 1.90E-06 5.10E-07 1.44E-07 370745 3754614 6.98E-07 7.12E-07 5.37E-09 1.05E-09 2.81E-10 7.96E-11
370755 3754614 1.29E-03 1.31E-03 1.04E-05 2.03E-06 5.16E-07 1.46E-07 370755 3754614 7.12E-07 7.23E-07 5.75E-09 1.12E-09 2.85E-10 8.06E-11
370765 3754614 1.32E-03 1.33E-03 1.12E-05 2.19E-06 5.23E-07 1.48E-07 370765 3754614 7.26E-07 7.35E-07 6.20E-09 1.21E-09 2.89E-10 8.17E-11
370775 3754614 1.34E-03 1.35E-03 1.21E-05 2.37E-06 5.30E-07 1.50E-07 370775 3754614 7.40E-07 7.47E-07 6.69E-09 1.30E-09 2.92E-10 8.28E-11
370785 3754614 1.37E-03 1.38E-03 1.32E-05 2.58E-06 5.40E-07 1.53E-07 370785 3754614 7.57E-07 7.61E-07 7.30E-09 1.42E-09 2.98E-10 8.44E-11
370795 3754614 1.40E-03 1.40E-03 1.44E-05 2.81E-06 5.47E-07 1.55E-07 370795 3754614 7.72E-07 7.73E-07 7.95E-09 1.55E-09 3.02E-10 8.55E-11
370805 3754614 1.43E-03 1.42E-03 1.57E-05 3.06E-06 5.51E-07 1.56E-07 370805 3754614 7.86E-07 7.83E-07 8.65E-09 1.69E-09 3.04E-10 8.61E-11
370815 3754614 1.46E-03 1.44E-03 1.73E-05 3.37E-06 5.59E-07 1.58E-07 370815 3754614 8.02E-07 7.96E-07 9.53E-09 1.86E-09 3.08E-10 8.72E-11
370825 3754614 1.48E-03 1.47E-03 1.92E-05 3.73E-06 5.66E-07 1.60E-07 370825 3754614 8.19E-07 8.08E-07 1.06E-08 2.06E-09 3.12E-10 8.83E-11
370835 3754614 1.51E-03 1.49E-03 2.14E-05 4.16E-06 5.72E-07 1.62E-07 370835 3754614 8.35E-07 8.20E-07 1.18E-08 2.30E-09 3.15E-10 8.93E-11
370845 3754614 1.56E-03 1.52E-03 2.45E-05 4.78E-06 5.94E-07 1.68E-07 370845 3754614 8.59E-07 8.40E-07 1.35E-08 2.63E-09 3.27E-10 9.28E-11
370855 3754614 1.59E-03 1.55E-03 2.80E-05 5.45E-06 6.04E-07 1.71E-07 370855 3754614 8.78E-07 8.53E-07 1.54E-08 3.00E-09 3.33E-10 9.44E-11
370865 3754614 1.62E-03 1.57E-03 3.23E-05 6.29E-06 6.09E-07 1.72E-07 370865 3754614 8.96E-07 8.65E-07 1.78E-08 3.47E-09 3.36E-10 9.51E-11
370875 3754614 1.66E-03 1.59E-03 3.79E-05 7.38E-06 6.19E-07 1.75E-07 370875 3754614 9.15E-07 8.78E-07 2.09E-08 4.07E-09 3.41E-10 9.66E-11
370885 3754614 1.69E-03 1.61E-03 4.53E-05 8.83E-06 6.24E-07 1.77E-07 370885 3754614 9.34E-07 8.90E-07 2.50E-08 4.87E-09 3.44E-10 9.74E-11
370895 3754614 1.73E-03 1.63E-03 5.56E-05 1.08E-05 6.29E-07 1.78E-07 370895 3754614 9.54E-07 9.01E-07 3.07E-08 5.98E-09 3.47E-10 9.82E-11
370905 3754614 1.77E-03 1.66E-03 7.07E-05 1.38E-05 6.38E-07 1.81E-07 370905 3754614 9.75E-07 9.13E-07 3.90E-08 7.60E-09 3.52E-10 9.97E-11
370915 3754614 1.81E-03 1.68E-03 9.42E-05 1.83E-05 6.49E-07 1.84E-07 370915 3754614 9.96E-07 9.25E-07 5.19E-08 1.01E-08 3.58E-10 1.01E-10
370745 3754624 1.23E-03 1.24E-03 9.55E-06 1.86E-06 4.94E-07 1.40E-07 370745 3754624 6.76E-07 6.84E-07 5.26E-09 1.03E-09 2.72E-10 7.72E-11
370755 3754624 1.25E-03 1.26E-03 1.02E-05 2.00E-06 5.01E-07 1.42E-07 370755 3754624 6.89E-07 6.95E-07 5.65E-09 1.10E-09 2.76E-10 7.82E-11
370765 3754624 1.27E-03 1.28E-03 1.10E-05 2.15E-06 5.08E-07 1.44E-07 370765 3754624 7.03E-07 7.06E-07 6.08E-09 1.19E-09 2.80E-10 7.93E-11
370775 3754624 1.30E-03 1.30E-03 1.19E-05 2.32E-06 5.14E-07 1.46E-07 370775 3754624 7.16E-07 7.17E-07 6.57E-09 1.28E-09 2.84E-10 8.03E-11
370785 3754624 1.33E-03 1.32E-03 1.29E-05 2.52E-06 5.21E-07 1.48E-07 370785 3754624 7.31E-07 7.28E-07 7.14E-09 1.39E-09 2.88E-10 8.14E-11
370795 3754624 1.35E-03 1.34E-03 1.41E-05 2.75E-06 5.28E-07 1.49E-07 370795 3754624 7.45E-07 7.39E-07 7.77E-09 1.51E-09 2.91E-10 8.24E-11
370805 3754624 1.37E-03 1.36E-03 1.53E-05 2.99E-06 5.31E-07 1.50E-07 370805 3754624 7.57E-07 7.48E-07 8.45E-09 1.65E-09 2.93E-10 8.30E-11
370815 3754624 1.40E-03 1.38E-03 1.69E-05 3.30E-06 5.39E-07 1.53E-07 370815 3754624 7.73E-07 7.60E-07 9.34E-09 1.82E-09 2.97E-10 8.42E-11
370825 3754624 1.43E-03 1.40E-03 1.88E-05 3.66E-06 5.46E-07 1.55E-07 370825 3754624 7.89E-07 7.71E-07 1.04E-08 2.02E-09 3.01E-10 8.52E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370835 3754624 1.46E-03 1.42E-03 2.10E-05 4.09E-06 5.52E-07 1.56E-07 370835 3754624 8.04E-07 7.82E-07 1.16E-08 2.25E-09 3.04E-10 8.62E-11
370845 3754624 1.50E-03 1.45E-03 2.42E-05 4.72E-06 5.70E-07 1.62E-07 370845 3754624 8.27E-07 8.02E-07 1.33E-08 2.60E-09 3.15E-10 8.91E-11
370855 3754624 1.53E-03 1.48E-03 2.76E-05 5.39E-06 5.81E-07 1.65E-07 370855 3754624 8.45E-07 8.14E-07 1.52E-08 2.97E-09 3.20E-10 9.07E-11
370865 3754624 1.56E-03 1.50E-03 3.19E-05 6.22E-06 5.85E-07 1.66E-07 370865 3754624 8.62E-07 8.24E-07 1.76E-08 3.43E-09 3.23E-10 9.14E-11
370875 3754624 1.60E-03 1.52E-03 3.75E-05 7.31E-06 5.95E-07 1.69E-07 370875 3754624 8.80E-07 8.36E-07 2.07E-08 4.03E-09 3.28E-10 9.30E-11
370885 3754624 1.63E-03 1.54E-03 4.49E-05 8.75E-06 6.02E-07 1.71E-07 370885 3754624 8.98E-07 8.47E-07 2.48E-08 4.82E-09 3.32E-10 9.41E-11
370895 3754624 1.66E-03 1.55E-03 5.51E-05 1.07E-05 6.08E-07 1.72E-07 370895 3754624 9.16E-07 8.57E-07 3.04E-08 5.92E-09 3.35E-10 9.49E-11
370905 3754624 1.70E-03 1.57E-03 7.01E-05 1.37E-05 6.16E-07 1.75E-07 370905 3754624 9.35E-07 8.67E-07 3.86E-08 7.53E-09 3.40E-10 9.62E-11
370915 3754624 1.73E-03 1.59E-03 9.33E-05 1.82E-05 6.27E-07 1.77E-07 370915 3754624 9.55E-07 8.78E-07 5.14E-08 1.00E-08 3.45E-10 9.78E-11
370745 3754634 1.19E-03 1.19E-03 9.34E-06 1.82E-06 4.79E-07 1.36E-07 370745 3754634 6.55E-07 6.57E-07 5.15E-09 1.00E-09 2.64E-10 7.48E-11
370755 3754634 1.21E-03 1.21E-03 1.00E-05 1.96E-06 4.86E-07 1.38E-07 370755 3754634 6.67E-07 6.67E-07 5.53E-09 1.08E-09 2.68E-10 7.58E-11
370765 3754634 1.23E-03 1.23E-03 1.08E-05 2.10E-06 4.92E-07 1.39E-07 370765 3754634 6.80E-07 6.77E-07 5.95E-09 1.16E-09 2.71E-10 7.68E-11
370775 3754634 1.25E-03 1.25E-03 1.16E-05 2.27E-06 4.97E-07 1.41E-07 370775 3754634 6.92E-07 6.87E-07 6.41E-09 1.25E-09 2.74E-10 7.76E-11
370785 3754634 1.28E-03 1.26E-03 1.26E-05 2.46E-06 5.03E-07 1.42E-07 370785 3754634 7.05E-07 6.97E-07 6.96E-09 1.36E-09 2.77E-10 7.85E-11
370795 3754634 1.30E-03 1.28E-03 1.38E-05 2.69E-06 5.09E-07 1.44E-07 370795 3754634 7.18E-07 7.07E-07 7.60E-09 1.48E-09 2.81E-10 7.96E-11
370805 3754634 1.29E-03 1.30E-03 1.50E-05 2.92E-06 5.13E-07 1.45E-07 370805 3754634 7.12E-07 7.15E-07 8.27E-09 1.61E-09 2.83E-10 8.01E-11
370815 3754634 1.32E-03 1.32E-03 1.65E-05 3.22E-06 5.19E-07 1.47E-07 370815 3754634 7.25E-07 7.25E-07 9.10E-09 1.77E-09 2.86E-10 8.10E-11
370825 3754634 1.34E-03 1.33E-03 1.83E-05 3.57E-06 5.25E-07 1.49E-07 370825 3754634 7.39E-07 7.35E-07 1.01E-08 1.97E-09 2.89E-10 8.20E-11
370835 3754634 1.37E-03 1.35E-03 2.04E-05 3.98E-06 5.31E-07 1.50E-07 370835 3754634 7.53E-07 7.45E-07 1.13E-08 2.20E-09 2.93E-10 8.29E-11
370845 3754634 1.45E-03 1.39E-03 2.39E-05 4.65E-06 5.51E-07 1.56E-07 370845 3754634 7.97E-07 7.66E-07 1.32E-08 2.57E-09 3.04E-10 8.60E-11
370855 3754634 1.48E-03 1.41E-03 2.73E-05 5.32E-06 5.60E-07 1.59E-07 370855 3754634 8.13E-07 7.77E-07 1.51E-08 2.93E-09 3.09E-10 8.74E-11
370865 3754634 1.50E-03 1.43E-03 3.16E-05 6.15E-06 5.64E-07 1.60E-07 370865 3754634 8.29E-07 7.86E-07 1.74E-08 3.39E-09 3.11E-10 8.81E-11
370875 3754634 1.53E-03 1.45E-03 3.71E-05 7.23E-06 5.73E-07 1.62E-07 370875 3754634 8.46E-07 7.97E-07 2.05E-08 3.99E-09 3.16E-10 8.95E-11
370885 3754634 1.56E-03 1.46E-03 4.45E-05 8.66E-06 5.81E-07 1.65E-07 370885 3754634 8.63E-07 8.07E-07 2.45E-08 4.78E-09 3.20E-10 9.08E-11
370895 3754634 1.60E-03 1.48E-03 5.46E-05 1.06E-05 5.88E-07 1.67E-07 370895 3754634 8.80E-07 8.16E-07 3.01E-08 5.87E-09 3.24E-10 9.19E-11
370905 3754634 1.63E-03 1.50E-03 6.94E-05 1.35E-05 5.94E-07 1.68E-07 370905 3754634 8.97E-07 8.25E-07 3.83E-08 7.46E-09 3.28E-10 9.28E-11
370915 3754634 1.66E-03 1.51E-03 9.24E-05 1.80E-05 6.04E-07 1.71E-07 370915 3754634 9.15E-07 8.33E-07 5.09E-08 9.92E-09 3.33E-10 9.43E-11
370745 3754644 1.12E-03 1.11E-03 9.09E-06 1.77E-06 4.62E-07 1.31E-07 370745 3754644 6.17E-07 6.13E-07 5.01E-09 9.77E-10 2.55E-10 7.22E-11
370755 3754644 1.13E-03 1.12E-03 9.65E-06 1.88E-06 4.64E-07 1.32E-07 370755 3754644 6.24E-07 6.18E-07 5.32E-09 1.04E-09 2.56E-10 7.25E-11
370765 3754644 1.15E-03 1.14E-03 1.04E-05 2.02E-06 4.70E-07 1.33E-07 370765 3754644 6.35E-07 6.27E-07 5.73E-09 1.12E-09 2.59E-10 7.34E-11
370775 3754644 1.18E-03 1.16E-03 1.13E-05 2.20E-06 4.79E-07 1.36E-07 370775 3754644 6.49E-07 6.39E-07 6.24E-09 1.22E-09 2.64E-10 7.47E-11
370785 3754644 1.20E-03 1.18E-03 1.23E-05 2.40E-06 4.86E-07 1.38E-07 370785 3754644 6.63E-07 6.50E-07 6.80E-09 1.32E-09 2.68E-10 7.59E-11
370795 3754644 1.22E-03 1.20E-03 1.34E-05 2.62E-06 4.92E-07 1.39E-07 370795 3754644 6.75E-07 6.59E-07 7.41E-09 1.44E-09 2.71E-10 7.68E-11
370805 3754644 1.24E-03 1.21E-03 1.46E-05 2.85E-06 4.95E-07 1.40E-07 370805 3754644 6.84E-07 6.66E-07 8.07E-09 1.57E-09 2.73E-10 7.73E-11
370815 3754644 1.26E-03 1.22E-03 1.60E-05 3.11E-06 4.98E-07 1.41E-07 370815 3754644 6.93E-07 6.72E-07 8.81E-09 1.72E-09 2.74E-10 7.77E-11
370825 3754644 1.28E-03 1.23E-03 1.77E-05 3.45E-06 5.03E-07 1.42E-07 370825 3754644 7.06E-07 6.80E-07 9.76E-09 1.90E-09 2.77E-10 7.85E-11
370835 3754644 1.30E-03 1.25E-03 1.98E-05 3.86E-06 5.09E-07 1.44E-07 370835 3754644 7.19E-07 6.90E-07 1.09E-08 2.13E-09 2.80E-10 7.94E-11
370845 3754644 1.39E-03 1.33E-03 2.35E-05 4.58E-06 5.33E-07 1.51E-07 370845 3754644 7.67E-07 7.31E-07 1.30E-08 2.53E-09 2.94E-10 8.32E-11
370855 3754644 1.42E-03 1.35E-03 2.70E-05 5.25E-06 5.40E-07 1.53E-07 370855 3754644 7.83E-07 7.42E-07 1.49E-08 2.90E-09 2.98E-10 8.44E-11
370865 3754644 1.45E-03 1.36E-03 3.12E-05 6.08E-06 5.46E-07 1.55E-07 370865 3754644 7.98E-07 7.50E-07 1.72E-08 3.35E-09 3.01E-10 8.53E-11
370875 3754644 1.48E-03 1.38E-03 3.67E-05 7.15E-06 5.54E-07 1.57E-07 370875 3754644 8.13E-07 7.60E-07 2.02E-08 3.94E-09 3.05E-10 8.65E-11
370885 3754644 1.50E-03 1.39E-03 4.40E-05 8.57E-06 5.60E-07 1.59E-07 370885 3754644 8.29E-07 7.68E-07 2.43E-08 4.73E-09 3.09E-10 8.75E-11
370895 3754644 1.53E-03 1.41E-03 5.41E-05 1.05E-05 5.67E-07 1.61E-07 370895 3754644 8.45E-07 7.76E-07 2.98E-08 5.81E-09 3.13E-10 8.85E-11
370905 3754644 1.56E-03 1.42E-03 6.88E-05 1.34E-05 5.75E-07 1.63E-07 370905 3754644 8.61E-07 7.84E-07 3.79E-08 7.39E-09 3.17E-10 8.98E-11
370915 3754644 1.59E-03 1.44E-03 9.15E-05 1.78E-05 5.82E-07 1.65E-07 370915 3754644 8.77E-07 7.92E-07 5.04E-08 9.83E-09 3.21E-10 9.08E-11
370745 3754654 1.08E-03 1.07E-03 8.91E-06 1.74E-06 4.50E-07 1.27E-07 370745 3754654 5.97E-07 5.90E-07 4.91E-09 9.58E-10 2.48E-10 7.02E-11
370755 3754654 1.10E-03 1.08E-03 9.48E-06 1.85E-06 4.52E-07 1.28E-07 370755 3754654 6.04E-07 5.95E-07 5.23E-09 1.02E-09 2.49E-10 7.06E-11
370765 3754654 1.12E-03 1.09E-03 1.02E-05 1.99E-06 4.58E-07 1.30E-07 370765 3754654 6.15E-07 6.04E-07 5.63E-09 1.10E-09 2.52E-10 7.15E-11
370775 3754654 1.13E-03 1.11E-03 1.10E-05 2.15E-06 4.63E-07 1.31E-07 370775 3754654 6.26E-07 6.12E-07 6.09E-09 1.19E-09 2.55E-10 7.24E-11
370785 3754654 1.16E-03 1.13E-03 1.20E-05 2.34E-06 4.70E-07 1.33E-07 370785 3754654 6.38E-07 6.22E-07 6.63E-09 1.29E-09 2.59E-10 7.34E-11
370795 3754654 1.18E-03 1.14E-03 1.31E-05 2.56E-06 4.75E-07 1.35E-07 370795 3754654 6.49E-07 6.31E-07 7.23E-09 1.41E-09 2.62E-10 7.42E-11
370805 3754654 1.19E-03 1.15E-03 1.43E-05 2.78E-06 4.78E-07 1.36E-07 370805 3754654 6.58E-07 6.37E-07 7.88E-09 1.54E-09 2.64E-10 7.47E-11
370815 3754654 1.21E-03 1.17E-03 1.57E-05 3.07E-06 4.83E-07 1.37E-07 370815 3754654 6.69E-07 6.45E-07 8.68E-09 1.69E-09 2.66E-10 7.55E-11
370825 3754654 1.23E-03 1.18E-03 1.74E-05 3.40E-06 4.88E-07 1.38E-07 370825 3754654 6.81E-07 6.52E-07 9.61E-09 1.87E-09 2.69E-10 7.62E-11
370835 3754654 1.26E-03 1.20E-03 1.95E-05 3.80E-06 4.93E-07 1.40E-07 370835 3754654 6.93E-07 6.61E-07 1.08E-08 2.10E-09 2.72E-10 7.71E-11
370845 3754654 1.34E-03 1.27E-03 2.31E-05 4.51E-06 5.15E-07 1.46E-07 370845 3754654 7.39E-07 6.99E-07 1.28E-08 2.49E-09 2.84E-10 8.05E-11
370855 3754654 1.37E-03 1.29E-03 2.66E-05 5.18E-06 5.23E-07 1.48E-07 370855 3754654 7.54E-07 7.09E-07 1.47E-08 2.86E-09 2.88E-10 8.17E-11
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CONCENTRATION 16+ DOSE

455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle 455 Offroad 1955 Offroad 455 Haul 1955 Haul 455 Idle 1955 Idle
X Y X Y

Receptor Receptor
Project Concentrations (ug/m3) >16 Dose (mg/kg-day)

370865 3754654 1.39E-03 1.30E-03 3.08E-05 6.01E-06 5.29E-07 1.50E-07 370865 3754654 7.68E-07 7.17E-07 1.70E-08 3.31E-09 2.92E-10 8.27E-11
370875 3754654 1.42E-03 1.32E-03 3.63E-05 7.07E-06 5.37E-07 1.52E-07 370875 3754654 7.83E-07 7.25E-07 2.00E-08 3.90E-09 2.96E-10 8.39E-11
370885 3754654 1.45E-03 1.33E-03 4.36E-05 8.49E-06 5.44E-07 1.54E-07 370885 3754654 7.97E-07 7.33E-07 2.40E-08 4.68E-09 3.00E-10 8.50E-11
370895 3754654 1.47E-03 1.34E-03 5.36E-05 1.04E-05 5.51E-07 1.56E-07 370895 3754654 8.12E-07 7.40E-07 2.96E-08 5.76E-09 3.04E-10 8.61E-11
370905 3754654 1.50E-03 1.35E-03 6.82E-05 1.33E-05 5.58E-07 1.58E-07 370905 3754654 8.26E-07 7.47E-07 3.76E-08 7.33E-09 3.08E-10 8.72E-11
370915 3754654 1.53E-03 1.37E-03 9.06E-05 1.77E-05 5.65E-07 1.60E-07 370915 3754654 8.41E-07 7.53E-07 4.99E-08 9.73E-09 3.12E-10 8.83E-11
370745 3754664 1.05E-03 1.03E-03 8.75E-06 1.70E-06 4.38E-07 1.24E-07 370745 3754664 5.79E-07 5.69E-07 4.82E-09 9.40E-10 2.41E-10 6.84E-11
370755 3754664 1.06E-03 1.04E-03 9.32E-06 1.82E-06 4.41E-07 1.25E-07 370755 3754664 5.86E-07 5.74E-07 5.14E-09 1.00E-09 2.43E-10 6.88E-11
370765 3754664 1.08E-03 1.05E-03 1.00E-05 1.95E-06 4.45E-07 1.26E-07 370765 3754664 5.95E-07 5.81E-07 5.53E-09 1.08E-09 2.46E-10 6.96E-11
370775 3754664 1.10E-03 1.07E-03 1.08E-05 2.11E-06 4.50E-07 1.28E-07 370775 3754664 6.05E-07 5.89E-07 5.97E-09 1.16E-09 2.48E-10 7.03E-11
370785 3754664 1.12E-03 1.08E-03 1.18E-05 2.30E-06 4.56E-07 1.29E-07 370785 3754664 6.16E-07 5.97E-07 6.49E-09 1.27E-09 2.51E-10 7.12E-11
370795 3754664 1.13E-03 1.10E-03 1.28E-05 2.50E-06 4.60E-07 1.30E-07 370795 3754664 6.25E-07 6.04E-07 7.06E-09 1.38E-09 2.54E-10 7.19E-11
370805 3754664 1.15E-03 1.11E-03 1.40E-05 2.74E-06 4.65E-07 1.32E-07 370805 3754664 6.36E-07 6.12E-07 7.74E-09 1.51E-09 2.56E-10 7.26E-11
370815 3754664 1.17E-03 1.12E-03 1.55E-05 3.02E-06 4.70E-07 1.33E-07 370815 3754664 6.46E-07 6.19E-07 8.53E-09 1.66E-09 2.59E-10 7.33E-11
370825 3754664 1.19E-03 1.13E-03 1.71E-05 3.34E-06 4.74E-07 1.34E-07 370825 3754664 6.57E-07 6.26E-07 9.45E-09 1.84E-09 2.61E-10 7.40E-11
370835 3754664 1.21E-03 1.15E-03 1.92E-05 3.74E-06 4.79E-07 1.36E-07 370835 3754664 6.68E-07 6.33E-07 1.06E-08 2.06E-09 2.64E-10 7.48E-11
370845 3754664 1.29E-03 1.21E-03 2.27E-05 4.42E-06 4.99E-07 1.41E-07 370845 3754664 7.12E-07 6.68E-07 1.25E-08 2.44E-09 2.75E-10 7.79E-11
370855 3754664 1.32E-03 1.23E-03 2.61E-05 5.09E-06 5.06E-07 1.43E-07 370855 3754664 7.26E-07 6.77E-07 1.44E-08 2.81E-09 2.79E-10 7.91E-11
370865 3754664 1.34E-03 1.24E-03 3.04E-05 5.92E-06 5.13E-07 1.45E-07 370865 3754664 7.39E-07 6.85E-07 1.68E-08 3.26E-09 2.83E-10 8.01E-11
370875 3754664 1.36E-03 1.26E-03 3.58E-05 6.98E-06 5.19E-07 1.47E-07 370875 3754664 7.53E-07 6.92E-07 1.98E-08 3.85E-09 2.86E-10 8.10E-11
370885 3754664 1.39E-03 1.27E-03 4.31E-05 8.39E-06 5.26E-07 1.49E-07 370885 3754664 7.66E-07 6.99E-07 2.37E-08 4.63E-09 2.90E-10 8.22E-11
370895 3754664 1.41E-03 1.28E-03 5.31E-05 1.03E-05 5.32E-07 1.51E-07 370895 3754664 7.80E-07 7.05E-07 2.93E-08 5.70E-09 2.93E-10 8.31E-11
370905 3754664 1.44E-03 1.29E-03 6.76E-05 1.32E-05 5.40E-07 1.53E-07 370905 3754664 7.93E-07 7.11E-07 3.73E-08 7.26E-09 2.98E-10 8.43E-11
370915 3754664 1.46E-03 1.30E-03 8.98E-05 1.75E-05 5.45E-07 1.54E-07 370915 3754664 8.07E-07 7.17E-07 4.95E-08 9.65E-09 3.01E-10 8.52E-11
371175 3754350 3.05E-02 7.67E-02 2.12E-05 4.13E-06 3.67E-06 1.04E-06 371174.86 3754349.87 1.68E-05 4.23E-05 1.17E-08 2.28E-09 2.02E-09 5.72E-10
371173 3754117 6.18E-03 4.89E-02 2.24E-04 4.36E-05 1.11E-04 3.15E-05 371172.53 3754117.07 3.41E-06 2.70E-05 1.23E-07 2.41E-08 6.14E-08 1.74E-08
371264 3754116 6.13E-03 4.49E-02 2.26E-04 4.40E-05 3.97E-04 1.12E-04 371264.36 3754116.05 3.38E-06 2.48E-05 1.25E-07 2.43E-08 2.19E-07 6.19E-08
371265 3754192 1.66E-02 1.59E-01 4.73E-05 9.22E-06 3.60E-05 1.02E-05 371265.01 3754192.26 9.15E-06 8.78E-05 2.61E-08 5.08E-09 1.99E-08 5.63E-09
371316 3754192 1.47E-02 9.45E-02 4.54E-05 8.85E-06 4.22E-05 1.19E-05 371315.6 3754191.6 8.09E-06 5.21E-05 2.50E-08 4.88E-09 2.32E-08 6.58E-09
371315 3754150 7.91E-03 6.96E-02 1.09E-04 2.11E-05 1.49E-04 4.23E-05 371314.95 3754150.28 4.36E-06 3.84E-05 5.98E-08 1.17E-08 8.23E-08 2.33E-08
371379 3754149 5.32E-03 3.00E-02 9.75E-05 1.90E-05 1.42E-04 4.02E-05 371379.04 3754149.02 2.93E-06 1.65E-05 5.38E-08 1.05E-08 7.83E-08 2.22E-08
371394 3754135 4.12E-03 2.11E-02 1.39E-04 2.72E-05 2.21E-04 6.27E-05 371394.32 3754135.4 2.27E-06 1.16E-05 7.69E-08 1.50E-08 1.22E-07 3.46E-08
371395 3754114 3.31E-03 1.42E-02 1.79E-04 3.49E-05 3.63E-04 1.03E-04 371394.67 3754113.78 1.83E-06 7.81E-06 9.87E-08 1.92E-08 2.00E-07 5.67E-08
371409 3754114 3.04E-03 1.28E-02 1.72E-04 3.36E-05 3.09E-04 8.75E-05 371409.19 3754113.9 1.67E-06 7.06E-06 9.49E-08 1.85E-08 1.70E-07 4.83E-08
371411 3754304 2.61E-01 4.14E-02 1.31E-05 2.55E-06 6.00E-06 1.70E-06 371410.87 3754303.95 1.44E-04 2.28E-05 7.21E-09 1.40E-09 3.31E-09 9.36E-10
371397 3754348 2.63E-01 3.79E-02 1.11E-05 2.17E-06 3.76E-06 1.07E-06 371397.23 3754347.91 1.45E-04 2.09E-05 6.14E-09 1.20E-09 2.07E-09 5.88E-10

Unmitigated Construction HRA-Worker (02-20-19).xlsx 199 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

16+

DBR

Daily Breathing Rate 
(L/kg (body weight) per 
day)

230

A
Inhalation absorption 
factor (default = 1). 1

EF
Exposure Frequency 
(days/year) 0.68

ED
Exposure Duration 
(years) 3.2

WAF
Worker Adjustment 
Factor 3.5

AT
Averaged Exposure 
Time Period (years) 70

ASF Age Sensitvity Factor 1
CF Conversion Factor 1.00E-06

DOSE

CPF
Cancer Potency Factor 
(mg/kg-day)-1 (DPM) 1.1

Cancer Conversion 
Factor 1000000

RISK

16+ 16+

X Y
370571.00 3753660.00 7.09E-07 3.52E-02 3.52E-02 3709913753800 370991 3753800  WORKER 0.07 3.8
370591.00 3753660.00 7.22E-07 3.59E-02 3.59E-02 3710113753800 371011 3753800  WORKER 0.07
370611.00 3753660.00 7.34E-07 3.65E-02 3.65E-02 3710313753800 371031 3753800  WORKER 0.07
370631.00 3753660.00 7.43E-07 3.69E-02 3.69E-02 3710513753800 371051 3753800  WORKER 0.07
370651.00 3753660.00 7.54E-07 3.75E-02 3.75E-02 3709913753820 370991 3753820  WORKER 0.08
370671.00 3753660.00 7.65E-07 3.80E-02 3.80E-02 3710113753820 371011 3753820  WORKER 0.08
370691.00 3753660.00 7.76E-07 3.86E-02 3.86E-02 3710313753820 371031 3753820  WORKER 0.08
370711.00 3753660.00 7.87E-07 3.91E-02 3.91E-02 3710513753820 371051 3753820  WORKER 0.08
370731.00 3753660.00 7.97E-07 3.96E-02 3.96E-02 3709913753840 370991 3753840  WORKER 0.08
370751.00 3753660.00 8.06E-07 4.00E-02 4.00E-02 3710113753840 371011 3753840  WORKER 0.08
370771.00 3753660.00 8.14E-07 4.05E-02 4.05E-02 3710313753840 371031 3753840  WORKER 0.08
370791.00 3753660.00 8.22E-07 4.08E-02 4.08E-02 3710513753840 371051 3753840  WORKER 0.08
370811.00 3753660.00 8.30E-07 4.12E-02 4.12E-02 3709913753860 370991 3753860  WORKER 0.09
370831.00 3753660.00 8.38E-07 4.17E-02 4.17E-02 3710113753860 371011 3753860  WORKER 0.09
370851.00 3753660.00 8.37E-07 4.16E-02 4.16E-02 3710313753860 371031 3753860  WORKER 0.09

Parameter

Receptor

Total Cancer Risk (in 
one million)

Dose (mg/kg-day) Cancer Risk (in one 
million)

Maximum Worker 
Cancer Risk (per 

million)

Cancer Risk (in one million) =[[ DOSE × CPF × ASF x 
ED]/ AT]*1,000,000

= [CONC × WAF x DBR × A × EF × CF]  (mg/kg-day)

XY X  Y Receptor Group

Worker Cancer 
Risk (per 
million)
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Continental Grand Campus Specific Plan Construction HRA

16+ 16+

X Y

Receptor

Total Cancer Risk (in 
one million)

Dose (mg/kg-day) Cancer Risk (in one 
million)

Maximum Worker 
Cancer Risk (per 

million)XY X  Y Receptor Group

Worker Cancer 
Risk (per 
million)

370871.00 3753660.00 8.40E-07 4.17E-02 4.17E-02 3710513753860 371051 3753860  WORKER 0.09
370891.00 3753660.00 8.42E-07 4.19E-02 4.19E-02 3709913753900 370991 3753900  WORKER 0.11
370911.00 3753660.00 8.42E-07 4.18E-02 4.18E-02 3710113753900 371011 3753900  WORKER 0.11
370931.00 3753660.00 8.39E-07 4.17E-02 4.17E-02 3710313753900 371031 3753900  WORKER 0.12
370951.00 3753660.00 8.35E-07 4.15E-02 4.15E-02 3710513753900 371051 3753900  WORKER 0.12
370971.00 3753660.00 8.28E-07 4.11E-02 4.11E-02 3709913753920 370991 3753920  WORKER 0.12
370991.00 3753660.00 8.22E-07 4.08E-02 4.08E-02 3710113753920 371011 3753920  WORKER 0.13
371011.00 3753660.00 8.10E-07 4.02E-02 4.02E-02 3710313753920 371031 3753920  WORKER 0.13
371031.00 3753660.00 7.97E-07 3.96E-02 3.96E-02 3710513753920 371051 3753920  WORKER 0.13
371051.00 3753660.00 7.84E-07 3.90E-02 3.90E-02 3709913753940 370991 3753940  WORKER 0.14
371071.00 3753660.00 7.71E-07 3.83E-02 3.83E-02 3710113753940 371011 3753940  WORKER 0.14
371091.00 3753660.00 7.54E-07 3.75E-02 3.75E-02 3710313753940 371031 3753940  WORKER 0.15
371111.00 3753660.00 7.34E-07 3.65E-02 3.65E-02 3710513753940 371051 3753940  WORKER 0.14
371131.00 3753660.00 7.13E-07 3.54E-02 3.54E-02 3711313753940 371131 3753940  WORKER 0.14
371151.00 3753660.00 6.91E-07 3.43E-02 3.43E-02 3711513753940 371151 3753940  WORKER 0.14
371171.00 3753660.00 6.67E-07 3.32E-02 3.32E-02 3711713753940 371171 3753940  WORKER 0.14
371191.00 3753660.00 6.42E-07 3.19E-02 3.19E-02 3711313753960 371131 3753960  WORKER 0.17
371211.00 3753660.00 6.17E-07 3.06E-02 3.06E-02 3711513753960 371151 3753960  WORKER 0.17
371231.00 3753660.00 5.91E-07 2.93E-02 2.93E-02 3711713753960 371171 3753960  WORKER 0.16
371251.00 3753660.00 5.64E-07 2.80E-02 2.80E-02 3711313753980 371131 3753980  WORKER 0.20
371271.00 3753660.00 5.39E-07 2.68E-02 2.68E-02 3711513753980 371151 3753980  WORKER 0.20
371291.00 3753660.00 5.14E-07 2.55E-02 2.55E-02 3711713753980 371171 3753980  WORKER 0.19
371311.00 3753660.00 4.90E-07 2.43E-02 2.43E-02 3710713754000 371071 3754000  WORKER 0.22
371331.00 3753660.00 4.66E-07 2.32E-02 2.32E-02 3710913754000 371091 3754000  WORKER 0.23
371351.00 3753660.00 4.44E-07 2.21E-02 2.21E-02 3711113754000 371111 3754000  WORKER 0.23
371371.00 3753660.00 4.23E-07 2.10E-02 2.10E-02 3711313754000 371131 3754000  WORKER 0.24
371391.00 3753660.00 4.03E-07 2.00E-02 2.00E-02 3711513754000 371151 3754000  WORKER 0.24
371411.00 3753660.00 3.85E-07 1.91E-02 1.91E-02 3711713754000 371171 3754000  WORKER 0.23
371431.00 3753660.00 3.68E-07 1.83E-02 1.83E-02 3714713754000 371471 3754000  WORKER 0.07
371451.00 3753660.00 3.52E-07 1.75E-02 1.75E-02 3714913754000 371491 3754000  WORKER 0.06
371471.00 3753660.00 3.37E-07 1.68E-02 1.68E-02 3715113754000 371511 3754000  WORKER 0.06
371491.00 3753660.00 3.23E-07 1.61E-02 1.61E-02 3710713754020 371071 3754020  WORKER 0.25
371511.00 3753660.00 3.11E-07 1.54E-02 1.54E-02 3710913754020 371091 3754020  WORKER 0.27
371531.00 3753660.00 2.99E-07 1.48E-02 1.48E-02 3711113754020 371111 3754020  WORKER 0.28
371551.00 3753660.00 2.88E-07 1.43E-02 1.43E-02 3712113754020 371211 3754020  WORKER 0.25
371571.00 3753660.00 2.77E-07 1.38E-02 1.38E-02 3712313754020 371231 3754020  WORKER 0.23
371591.00 3753660.00 2.67E-07 1.33E-02 1.33E-02 3712513754020 371251 3754020  WORKER 0.20
371611.00 3753660.00 2.58E-07 1.28E-02 1.28E-02 3712913754020 371291 3754020  WORKER 0.16
371631.00 3753660.00 2.49E-07 1.24E-02 1.24E-02 3713113754020 371311 3754020  WORKER 0.15
371651.00 3753660.00 2.41E-07 1.20E-02 1.20E-02 3713313754020 371331 3754020  WORKER 0.13
371671.00 3753660.00 2.33E-07 1.16E-02 1.16E-02 3713513754020 371351 3754020  WORKER 0.12
371691.00 3753660.00 2.25E-07 1.12E-02 1.12E-02 3713713754020 371371 3754020  WORKER 0.11
371711.00 3753660.00 2.17E-07 1.08E-02 1.08E-02 3714513754020 371451 3754020  WORKER 0.09
371731.00 3753660.00 2.10E-07 1.04E-02 1.04E-02 3714713754020 371471 3754020  WORKER 0.08
371751.00 3753660.00 2.03E-07 1.01E-02 1.01E-02 3714913754020 371491 3754020  WORKER 0.08
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16+ 16+

X Y

Receptor

Total Cancer Risk (in 
one million)

Dose (mg/kg-day) Cancer Risk (in one 
million)

Maximum Worker 
Cancer Risk (per 

million)XY X  Y Receptor Group

Worker Cancer 
Risk (per 
million)

371771.00 3753660.00 1.97E-07 9.80E-03 9.80E-03 3715113754020 371511 3754020  WORKER 0.07
371791.00 3753660.00 1.91E-07 9.48E-03 9.48E-03 3715513754020 371551 3754020  WORKER 0.07
371811.00 3753660.00 1.84E-07 9.13E-03 9.13E-03 3715713754020 371571 3754020  WORKER 0.07
371831.00 3753660.00 1.78E-07 8.84E-03 8.84E-03 3715913754020 371591 3754020  WORKER 0.06
370571.00 3753680.00 7.36E-07 3.66E-02 3.66E-02 3709913754040 370991 3754040  WORKER 0.23
370591.00 3753680.00 7.51E-07 3.73E-02 3.73E-02 3710113754040 371011 3754040  WORKER 0.25
370611.00 3753680.00 7.65E-07 3.80E-02 3.80E-02 3710313754040 371031 3754040  WORKER 0.27
370631.00 3753680.00 7.74E-07 3.85E-02 3.85E-02 3710513754040 371051 3754040  WORKER 0.29
370651.00 3753680.00 7.88E-07 3.91E-02 3.91E-02 3710713754040 371071 3754040  WORKER 0.30
370671.00 3753680.00 8.00E-07 3.98E-02 3.98E-02 3710913754040 371091 3754040  WORKER 0.32
370691.00 3753680.00 8.14E-07 4.04E-02 4.04E-02 3711113754040 371111 3754040  WORKER 0.34
370711.00 3753680.00 8.26E-07 4.10E-02 4.10E-02 3712113754040 371211 3754040  WORKER 0.32
370731.00 3753680.00 8.38E-07 4.16E-02 4.16E-02 3712313754040 371231 3754040  WORKER 0.29
370751.00 3753680.00 8.49E-07 4.22E-02 4.22E-02 3712513754040 371251 3754040  WORKER 0.25
370771.00 3753680.00 8.60E-07 4.27E-02 4.27E-02 3712913754040 371291 3754040  WORKER 0.20
370791.00 3753680.00 8.70E-07 4.32E-02 4.32E-02 3713113754040 371311 3754040  WORKER 0.18
370811.00 3753680.00 8.78E-07 4.36E-02 4.36E-02 3713313754040 371331 3754040  WORKER 0.16
370831.00 3753680.00 8.85E-07 4.40E-02 4.40E-02 3713513754040 371351 3754040  WORKER 0.15
370851.00 3753680.00 8.91E-07 4.43E-02 4.43E-02 3713713754040 371371 3754040  WORKER 0.14
370871.00 3753680.00 8.96E-07 4.45E-02 4.45E-02 3715513754040 371551 3754040  WORKER 0.08
370891.00 3753680.00 9.00E-07 4.47E-02 4.47E-02 3715713754040 371571 3754040  WORKER 0.08
370911.00 3753680.00 9.01E-07 4.48E-02 4.48E-02 3715913754040 371591 3754040  WORKER 0.08
370931.00 3753680.00 8.98E-07 4.46E-02 4.46E-02 3709913754060 370991 3754060  WORKER 0.26
370951.00 3753680.00 8.94E-07 4.44E-02 4.44E-02 3710113754060 371011 3754060  WORKER 0.28
370971.00 3753680.00 8.89E-07 4.41E-02 4.41E-02 3710313754060 371031 3754060  WORKER 0.31
370991.00 3753680.00 8.85E-07 4.40E-02 4.40E-02 3710513754060 371051 3754060  WORKER 0.34
371011.00 3753680.00 8.68E-07 4.31E-02 4.31E-02 3710713754060 371071 3754060  WORKER 0.36
371031.00 3753680.00 8.57E-07 4.26E-02 4.26E-02 3710913754060 371091 3754060  WORKER 0.39
371051.00 3753680.00 8.44E-07 4.19E-02 4.19E-02 3711113754060 371111 3754060  WORKER 0.43
371071.00 3753680.00 8.29E-07 4.12E-02 4.12E-02 3712113754060 371211 3754060  WORKER 0.43
371091.00 3753680.00 8.10E-07 4.03E-02 4.03E-02 3712313754060 371231 3754060  WORKER 0.38
371111.00 3753680.00 7.89E-07 3.92E-02 3.92E-02 3712513754060 371251 3754060  WORKER 0.33
371131.00 3753680.00 7.67E-07 3.81E-02 3.81E-02 3712913754060 371291 3754060  WORKER 0.25
371151.00 3753680.00 7.43E-07 3.69E-02 3.69E-02 3713113754060 371311 3754060  WORKER 0.23
371171.00 3753680.00 7.17E-07 3.56E-02 3.56E-02 3713313754060 371331 3754060  WORKER 0.22
371191.00 3753680.00 6.90E-07 3.43E-02 3.43E-02 3713513754060 371351 3754060  WORKER 0.20
371211.00 3753680.00 6.62E-07 3.29E-02 3.29E-02 3713713754060 371371 3754060  WORKER 0.19
371231.00 3753680.00 6.33E-07 3.15E-02 3.15E-02 3714513754060 371451 3754060  WORKER 0.15
371251.00 3753680.00 6.04E-07 3.00E-02 3.00E-02 3714713754060 371471 3754060  WORKER 0.14
371271.00 3753680.00 5.77E-07 2.87E-02 2.87E-02 3714913754060 371491 3754060  WORKER 0.13
371291.00 3753680.00 5.49E-07 2.73E-02 2.73E-02 3715113754060 371511 3754060  WORKER 0.12
371311.00 3753680.00 5.23E-07 2.60E-02 2.60E-02 3715513754060 371551 3754060  WORKER 0.11
371331.00 3753680.00 4.97E-07 2.47E-02 2.47E-02 3715713754060 371571 3754060  WORKER 0.10
371351.00 3753680.00 4.73E-07 2.35E-02 2.35E-02 3715913754060 371591 3754060  WORKER 0.10
371371.00 3753680.00 4.50E-07 2.24E-02 2.24E-02 3709913754080 370991 3754080  WORKER 0.28
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371391.00 3753680.00 4.29E-07 2.13E-02 2.13E-02 3710113754080 371011 3754080  WORKER 0.31
371411.00 3753680.00 4.09E-07 2.03E-02 2.03E-02 3710313754080 371031 3754080  WORKER 0.35
371431.00 3753680.00 3.90E-07 1.94E-02 1.94E-02 3710513754080 371051 3754080  WORKER 0.39
371451.00 3753680.00 3.73E-07 1.85E-02 1.85E-02 3710713754080 371071 3754080  WORKER 0.43
371471.00 3753680.00 3.57E-07 1.77E-02 1.77E-02 3710913754080 371091 3754080  WORKER 0.48
371491.00 3753680.00 3.42E-07 1.70E-02 1.70E-02 3711113754080 371111 3754080  WORKER 0.54
371511.00 3753680.00 3.28E-07 1.63E-02 1.63E-02 3712113754080 371211 3754080  WORKER 0.61
371531.00 3753680.00 3.15E-07 1.57E-02 1.57E-02 3712313754080 371231 3754080  WORKER 0.53
371551.00 3753680.00 3.03E-07 1.51E-02 1.51E-02 3712513754080 371251 3754080  WORKER 0.45
371571.00 3753680.00 2.92E-07 1.45E-02 1.45E-02 3715513754080 371551 3754080  WORKER 0.14
371591.00 3753680.00 2.81E-07 1.40E-02 1.40E-02 3715713754080 371571 3754080  WORKER 0.13
371611.00 3753680.00 2.71E-07 1.34E-02 1.34E-02 3715913754080 371591 3754080  WORKER 0.12
371631.00 3753680.00 2.61E-07 1.30E-02 1.30E-02 3710113754100 371011 3754100  WORKER 0.35
371651.00 3753680.00 2.52E-07 1.25E-02 1.25E-02 3710313754100 371031 3754100  WORKER 0.39
371671.00 3753680.00 2.43E-07 1.21E-02 1.21E-02 3710513754100 371051 3754100  WORKER 0.45
371691.00 3753680.00 2.35E-07 1.17E-02 1.17E-02 3713113754140 371311 3754140  WORKER 1.93
371711.00 3753680.00 2.27E-07 1.13E-02 1.13E-02 3713313754140 371331 3754140  WORKER 1.46
371731.00 3753680.00 2.19E-07 1.09E-02 1.09E-02 3713513754140 371351 3754140  WORKER 1.15
371751.00 3753680.00 2.11E-07 1.05E-02 1.05E-02 3713713754140 371371 3754140  WORKER 0.93
371771.00 3753680.00 2.05E-07 1.02E-02 1.02E-02 3714713754140 371471 3754140  WORKER 0.42
371791.00 3753680.00 1.97E-07 9.81E-03 9.81E-03 3714913754140 371491 3754140  WORKER 0.37
371811.00 3753680.00 1.91E-07 9.48E-03 9.48E-03 3715113754140 371511 3754140  WORKER 0.33
371831.00 3753680.00 1.84E-07 9.17E-03 9.17E-03 3715313754140 371531 3754140  WORKER 0.30
370571.00 3753700.00 7.64E-07 3.80E-02 3.80E-02 3710913754160 371091 3754160  WORKER 0.95
370591.00 3753700.00 7.81E-07 3.88E-02 3.88E-02 3711113754160 371111 3754160  WORKER 1.22
370611.00 3753700.00 7.96E-07 3.96E-02 3.96E-02 3711313754160 371131 3754160  WORKER 1.65
370631.00 3753700.00 8.06E-07 4.00E-02 4.00E-02 3714913754160 371491 3754160  WORKER 0.46
370651.00 3753700.00 8.22E-07 4.08E-02 4.08E-02 3715113754160 371511 3754160  WORKER 0.41
370671.00 3753700.00 8.38E-07 4.16E-02 4.16E-02 3715313754160 371531 3754160  WORKER 0.37
370691.00 3753700.00 8.52E-07 4.23E-02 4.23E-02 3710913754180 371091 3754180  WORKER 1.05
370711.00 3753700.00 8.67E-07 4.31E-02 4.31E-02 3711113754180 371111 3754180  WORKER 1.35
370731.00 3753700.00 8.81E-07 4.38E-02 4.38E-02 3711313754180 371131 3754180  WORKER 1.82
370751.00 3753700.00 8.95E-07 4.45E-02 4.45E-02 3714913754180 371491 3754180  WORKER 0.56
370771.00 3753700.00 9.08E-07 4.51E-02 4.51E-02 3715113754180 371511 3754180  WORKER 0.50
370791.00 3753700.00 9.21E-07 4.57E-02 4.57E-02 3715313754180 371531 3754180  WORKER 0.46
370811.00 3753700.00 9.32E-07 4.63E-02 4.63E-02 3709913754200 370991 3754200  WORKER 0.45
370831.00 3753700.00 9.41E-07 4.68E-02 4.68E-02 3710113754200 371011 3754200  WORKER 0.52
370851.00 3753700.00 9.48E-07 4.71E-02 4.71E-02 3710313754200 371031 3754200  WORKER 0.62
370871.00 3753700.00 9.57E-07 4.75E-02 4.75E-02 3710513754200 371051 3754200  WORKER 0.73
370891.00 3753700.00 9.63E-07 4.79E-02 4.79E-02 3710913754200 371091 3754200  WORKER 1.11
370911.00 3753700.00 9.65E-07 4.79E-02 4.79E-02 3711113754200 371111 3754200  WORKER 1.44
370931.00 3753700.00 9.63E-07 4.78E-02 4.78E-02 3711313754200 371131 3754200  WORKER 1.94
370951.00 3753700.00 9.61E-07 4.77E-02 4.77E-02 3714913754200 371491 3754200  WORKER 0.68
370971.00 3753700.00 9.56E-07 4.75E-02 4.75E-02 3715113754200 371511 3754200  WORKER 0.61
370991.00 3753700.00 9.49E-07 4.72E-02 4.72E-02 3715313754200 371531 3754200  WORKER 0.56
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371011.00 3753700.00 9.35E-07 4.65E-02 4.65E-02 3709913754220 370991 3754220  WORKER 0.47
371031.00 3753700.00 9.23E-07 4.59E-02 4.59E-02 3710113754220 371011 3754220  WORKER 0.54
371051.00 3753700.00 9.11E-07 4.53E-02 4.53E-02 3710313754220 371031 3754220  WORKER 0.64
371071.00 3753700.00 8.94E-07 4.44E-02 4.44E-02 3710513754220 371051 3754220  WORKER 0.77
371091.00 3753700.00 8.74E-07 4.34E-02 4.34E-02 3710913754220 371091 3754220  WORKER 1.17
371111.00 3753700.00 8.51E-07 4.23E-02 4.23E-02 3711113754220 371111 3754220  WORKER 1.51
371131.00 3753700.00 8.27E-07 4.11E-02 4.11E-02 3711313754220 371131 3754220  WORKER 2.03
371151.00 3753700.00 8.01E-07 3.98E-02 3.98E-02 3709913754240 370991 3754240  WORKER 0.48
371171.00 3753700.00 7.73E-07 3.84E-02 3.84E-02 3710113754240 371011 3754240  WORKER 0.56
371191.00 3753700.00 7.43E-07 3.69E-02 3.69E-02 3710313754240 371031 3754240  WORKER 0.66
371211.00 3753700.00 7.12E-07 3.54E-02 3.54E-02 3710513754240 371051 3754240  WORKER 0.79
371231.00 3753700.00 6.81E-07 3.38E-02 3.38E-02 3714713754240 371471 3754240  WORKER 1.22
371251.00 3753700.00 6.49E-07 3.23E-02 3.23E-02 3714913754240 371491 3754240  WORKER 1.11
371271.00 3753700.00 6.19E-07 3.07E-02 3.07E-02 3715113754240 371511 3754240  WORKER 1.00
371291.00 3753700.00 5.88E-07 2.92E-02 2.92E-02 3715313754240 371531 3754240  WORKER 0.91
371311.00 3753700.00 5.59E-07 2.78E-02 2.78E-02 3709713754260 370971 3754260  WORKER 0.42
371331.00 3753700.00 5.31E-07 2.64E-02 2.64E-02 3710513754260 371051 3754260  WORKER 0.80
371351.00 3753700.00 5.05E-07 2.51E-02 2.51E-02 3710713754260 371071 3754260  WORKER 0.97
371371.00 3753700.00 4.80E-07 2.38E-02 2.38E-02 3710913754260 371091 3754260  WORKER 1.21
371391.00 3753700.00 4.56E-07 2.27E-02 2.27E-02 3711113754260 371111 3754260  WORKER 1.56
371411.00 3753700.00 4.35E-07 2.16E-02 2.16E-02 3714713754260 371471 3754260  WORKER 1.79
371431.00 3753700.00 4.15E-07 2.06E-02 2.06E-02 3714913754260 371491 3754260  WORKER 1.56
371451.00 3753700.00 3.96E-07 1.97E-02 1.97E-02 3715113754260 371511 3754260  WORKER 1.36
371471.00 3753700.00 3.78E-07 1.88E-02 1.88E-02 3715313754260 371531 3754260  WORKER 1.20
371491.00 3753700.00 3.62E-07 1.80E-02 1.80E-02 3709713754280 370971 3754280  WORKER 0.42
371511.00 3753700.00 3.47E-07 1.72E-02 1.72E-02 3710513754280 371051 3754280  WORKER 0.79
371531.00 3753700.00 3.33E-07 1.65E-02 1.65E-02 3710713754280 371071 3754280  WORKER 0.96
371551.00 3753700.00 3.20E-07 1.59E-02 1.59E-02 3710913754280 371091 3754280  WORKER 1.20
371571.00 3753700.00 3.07E-07 1.53E-02 1.53E-02 3711113754280 371111 3754280  WORKER 1.55
371591.00 3753700.00 2.96E-07 1.47E-02 1.47E-02 3714713754280 371471 3754280  WORKER 2.75
371611.00 3753700.00 2.84E-07 1.41E-02 1.41E-02 3714913754280 371491 3754280  WORKER 2.22
371631.00 3753700.00 2.74E-07 1.36E-02 1.36E-02 3715113754280 371511 3754280  WORKER 1.84
371651.00 3753700.00 2.64E-07 1.31E-02 1.31E-02 3715313754280 371531 3754280  WORKER 1.55
371671.00 3753700.00 2.55E-07 1.26E-02 1.26E-02 3709713754300 370971 3754300  WORKER 0.42
371691.00 3753700.00 2.45E-07 1.22E-02 1.22E-02 3710513754300 371051 3754300  WORKER 0.77
371711.00 3753700.00 2.37E-07 1.18E-02 1.18E-02 3710713754300 371071 3754300  WORKER 0.94
371731.00 3753700.00 2.28E-07 1.13E-02 1.13E-02 3710913754300 371091 3754300  WORKER 1.17
371751.00 3753700.00 2.20E-07 1.09E-02 1.09E-02 3711113754300 371111 3754300  WORKER 1.51
371771.00 3753700.00 2.13E-07 1.06E-02 1.06E-02 3714713754300 371471 3754300  WORKER 3.82
371791.00 3753700.00 2.05E-07 1.02E-02 1.02E-02 3714913754300 371491 3754300  WORKER 2.93
371811.00 3753700.00 1.98E-07 9.86E-03 9.86E-03 3715113754300 371511 3754300  WORKER 2.33
371831.00 3753700.00 1.92E-07 9.52E-03 9.52E-03 3715313754300 371531 3754300  WORKER 1.91
370571.00 3753720.00 7.92E-07 3.94E-02 3.94E-02 3709713754320 370971 3754320  WORKER 0.41
370591.00 3753720.00 8.11E-07 4.03E-02 4.03E-02 3709713754340 370971 3754340  WORKER 0.39
370611.00 3753720.00 8.30E-07 4.12E-02 4.12E-02 3709713754360 370971 3754360  WORKER 0.37
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370631.00 3753720.00 8.38E-07 4.16E-02 4.16E-02 3709913754360 370991 3754360  WORKER 0.42
370651.00 3753720.00 8.57E-07 4.26E-02 4.26E-02 3710113754360 371011 3754360  WORKER 0.47
370671.00 3753720.00 8.76E-07 4.35E-02 4.35E-02 3710313754360 371031 3754360  WORKER 0.55
370691.00 3753720.00 8.92E-07 4.43E-02 4.43E-02 3709713754380 370971 3754380  WORKER 0.35
370711.00 3753720.00 9.09E-07 4.52E-02 4.52E-02 3709913754380 370991 3754380  WORKER 0.39
370731.00 3753720.00 9.27E-07 4.61E-02 4.61E-02 3710113754380 371011 3754380  WORKER 0.44
370751.00 3753720.00 9.44E-07 4.69E-02 4.69E-02 3710313754380 371031 3754380  WORKER 0.50
370771.00 3753720.00 9.59E-07 4.77E-02 4.77E-02 3710713754380 371071 3754380  WORKER 0.66
370791.00 3753720.00 9.75E-07 4.84E-02 4.84E-02 3711713754380 371171 3754380  WORKER 1.59
370811.00 3753720.00 9.89E-07 4.91E-02 4.91E-02 3711913754380 371191 3754380  WORKER 1.82
370831.00 3753720.00 1.00E-06 4.97E-02 4.97E-02 3712113754380 371211 3754380  WORKER 2.09
370851.00 3753720.00 1.01E-06 5.02E-02 5.02E-02 3712313754380 371231 3754380  WORKER 2.43
370871.00 3753720.00 1.02E-06 5.07E-02 5.07E-02 3712513754380 371251 3754380  WORKER 2.78
370891.00 3753720.00 1.03E-06 5.12E-02 5.12E-02 3712713754380 371271 3754380  WORKER 3.07
370911.00 3753720.00 1.03E-06 5.13E-02 5.13E-02 3712913754380 371291 3754380  WORKER 3.31
370931.00 3753720.00 1.03E-06 5.14E-02 5.14E-02 3713113754380 371311 3754380  WORKER 3.54
370951.00 3753720.00 1.03E-06 5.13E-02 5.13E-02 3714513754380 371451 3754380  WORKER 3.00
370971.00 3753720.00 1.03E-06 5.12E-02 5.12E-02 3714713754380 371471 3754380  WORKER 2.70
370991.00 3753720.00 1.02E-06 5.07E-02 5.07E-02 3714913754380 371491 3754380  WORKER 2.39
371011.00 3753720.00 1.01E-06 5.01E-02 5.01E-02 3715113754380 371511 3754380  WORKER 2.10
371031.00 3753720.00 9.98E-07 4.96E-02 4.96E-02 3709713754400 370971 3754400  WORKER 0.32
371051.00 3753720.00 9.84E-07 4.89E-02 4.89E-02 3709913754400 370991 3754400  WORKER 0.36
371071.00 3753720.00 9.66E-07 4.80E-02 4.80E-02 3710113754400 371011 3754400  WORKER 0.40
371091.00 3753720.00 9.45E-07 4.70E-02 4.70E-02 3710313754400 371031 3754400  WORKER 0.45
371111.00 3753720.00 9.21E-07 4.58E-02 4.58E-02 3710713754400 371071 3754400  WORKER 0.57
371131.00 3753720.00 8.95E-07 4.45E-02 4.45E-02 3711713754400 371171 3754400  WORKER 1.13
371151.00 3753720.00 8.66E-07 4.30E-02 4.30E-02 3711913754400 371191 3754400  WORKER 1.24
371171.00 3753720.00 8.35E-07 4.15E-02 4.15E-02 3712113754400 371211 3754400  WORKER 1.36
371191.00 3753720.00 8.02E-07 3.98E-02 3.98E-02 3712313754400 371231 3754400  WORKER 1.49
371211.00 3753720.00 7.68E-07 3.82E-02 3.82E-02 3712513754400 371251 3754400  WORKER 1.63
371231.00 3753720.00 7.34E-07 3.65E-02 3.65E-02 3712713754400 371271 3754400  WORKER 1.76
371251.00 3753720.00 6.99E-07 3.47E-02 3.47E-02 3712913754400 371291 3754400  WORKER 1.87
371271.00 3753720.00 6.65E-07 3.30E-02 3.30E-02 3713113754400 371311 3754400  WORKER 1.97
371291.00 3753720.00 6.32E-07 3.14E-02 3.14E-02 3714513754400 371451 3754400  WORKER 2.01
371311.00 3753720.00 5.99E-07 2.98E-02 2.98E-02 3714713754400 371471 3754400  WORKER 1.92
371331.00 3753720.00 5.69E-07 2.83E-02 2.83E-02 3714913754400 371491 3754400  WORKER 1.80
371351.00 3753720.00 5.40E-07 2.68E-02 2.68E-02 3715113754400 371511 3754400  WORKER 1.66
371371.00 3753720.00 5.13E-07 2.55E-02 2.55E-02 3715313754400 371531 3754400  WORKER 1.52
371391.00 3753720.00 4.86E-07 2.42E-02 2.42E-02 3709713754420 370971 3754420  WORKER 0.30
371411.00 3753720.00 4.63E-07 2.30E-02 2.30E-02 3709913754420 370991 3754420  WORKER 0.33
371431.00 3753720.00 4.41E-07 2.19E-02 2.19E-02 3710113754420 371011 3754420  WORKER 0.36
371451.00 3753720.00 4.21E-07 2.09E-02 2.09E-02 3710313754420 371031 3754420  WORKER 0.40
371471.00 3753720.00 4.02E-07 2.00E-02 2.00E-02 3710713754420 371071 3754420  WORKER 0.49
371491.00 3753720.00 3.84E-07 1.91E-02 1.91E-02 3711713754420 371171 3754420  WORKER 0.83
371511.00 3753720.00 3.67E-07 1.83E-02 1.83E-02 3711913754420 371191 3754420  WORKER 0.90
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371531.00 3753720.00 3.52E-07 1.75E-02 1.75E-02 3712113754420 371211 3754420  WORKER 0.95
371551.00 3753720.00 3.37E-07 1.68E-02 1.68E-02 3712313754420 371231 3754420  WORKER 1.01
371571.00 3753720.00 3.24E-07 1.61E-02 1.61E-02 3712513754420 371251 3754420  WORKER 1.06
371591.00 3753720.00 3.11E-07 1.55E-02 1.55E-02 3712713754420 371271 3754420  WORKER 1.11
371611.00 3753720.00 2.99E-07 1.49E-02 1.49E-02 3712913754420 371291 3754420  WORKER 1.15
371631.00 3753720.00 2.88E-07 1.43E-02 1.43E-02 3713113754420 371311 3754420  WORKER 1.19
371651.00 3753720.00 2.77E-07 1.38E-02 1.38E-02 3710713754440 371071 3754440  WORKER 0.42
371671.00 3753720.00 2.66E-07 1.32E-02 1.32E-02 3710713754460 371071 3754460  WORKER 0.36
371691.00 3753720.00 2.57E-07 1.27E-02 1.27E-02 3713513754460 371351 3754460  WORKER 0.55
371711.00 3753720.00 2.47E-07 1.23E-02 1.23E-02 3713713754460 371371 3754460  WORKER 0.56
371731.00 3753720.00 2.38E-07 1.18E-02 1.18E-02 3713913754460 371391 3754460  WORKER 0.58
371751.00 3753720.00 2.29E-07 1.14E-02 1.14E-02 3714113754460 371411 3754460  WORKER 0.60
371771.00 3753720.00 2.22E-07 1.10E-02 1.10E-02 3714313754460 371431 3754460  WORKER 0.62
371791.00 3753720.00 2.14E-07 1.06E-02 1.06E-02 3714713754460 371471 3754460  WORKER 0.67
371811.00 3753720.00 2.06E-07 1.02E-02 1.02E-02 3714913754460 371491 3754460  WORKER 0.69
371831.00 3753720.00 1.99E-07 9.88E-03 9.88E-03 3715113754460 371511 3754460  WORKER 0.70
370571.00 3753740.00 8.12E-07 4.04E-02 4.04E-02 3715313754460 371531 3754460  WORKER 0.70
370591.00 3753740.00 8.34E-07 4.14E-02 4.14E-02 3715513754460 371551 3754460  WORKER 0.69
370611.00 3753740.00 8.63E-07 4.29E-02 4.29E-02 3710713754480 371071 3754480  WORKER 0.31
370631.00 3753740.00 8.72E-07 4.33E-02 4.33E-02 3711313754480 371131 3754480  WORKER 0.37
370651.00 3753740.00 8.90E-07 4.42E-02 4.42E-02 3711513754480 371151 3754480  WORKER 0.38
370671.00 3753740.00 9.12E-07 4.53E-02 4.53E-02 3711713754480 371171 3754480  WORKER 0.39
370691.00 3753740.00 9.32E-07 4.63E-02 4.63E-02 3711913754480 371191 3754480  WORKER 0.40
370711.00 3753740.00 9.54E-07 4.74E-02 4.74E-02 3712113754480 371211 3754480  WORKER 0.41
370731.00 3753740.00 9.75E-07 4.84E-02 4.84E-02 3712313754480 371231 3754480  WORKER 0.41
370751.00 3753740.00 9.95E-07 4.94E-02 4.94E-02 3713513754480 371351 3754480  WORKER 0.40
370771.00 3753740.00 1.01E-06 5.04E-02 5.04E-02 3713713754480 371371 3754480  WORKER 0.40
370791.00 3753740.00 1.03E-06 5.13E-02 5.13E-02 3713913754480 371391 3754480  WORKER 0.42
370811.00 3753740.00 1.05E-06 5.21E-02 5.21E-02 3714113754480 371411 3754480  WORKER 0.43
370831.00 3753740.00 1.06E-06 5.28E-02 5.28E-02 3714313754480 371431 3754480  WORKER 0.45
370851.00 3753740.00 1.08E-06 5.35E-02 5.35E-02 3714713754480 371471 3754480  WORKER 0.49
370871.00 3753740.00 1.09E-06 5.42E-02 5.42E-02 3714913754480 371491 3754480  WORKER 0.50
370891.00 3753740.00 1.10E-06 5.47E-02 5.47E-02 3715113754480 371511 3754480  WORKER 0.52
370911.00 3753740.00 1.11E-06 5.51E-02 5.51E-02 3715313754480 371531 3754480  WORKER 0.53
370931.00 3753740.00 1.11E-06 5.53E-02 5.53E-02 3715513754480 371551 3754480  WORKER 0.53
370951.00 3753740.00 1.11E-06 5.53E-02 5.53E-02 3711313754500 371131 3754500  WORKER 0.30
370971.00 3753740.00 1.11E-06 5.52E-02 5.52E-02 3711513754500 371151 3754500  WORKER 0.31
370991.00 3753740.00 1.11E-06 5.52E-02 5.52E-02 3711713754500 371171 3754500  WORKER 0.32
371011.00 3753740.00 1.10E-06 5.46E-02 5.46E-02 3711913754500 371191 3754500  WORKER 0.32
371031.00 3753740.00 1.09E-06 5.42E-02 5.42E-02 3712113754500 371211 3754500  WORKER 0.32
371051.00 3753740.00 1.07E-06 5.34E-02 5.34E-02 3712313754500 371231 3754500  WORKER 0.32
371071.00 3753740.00 1.05E-06 5.24E-02 5.24E-02 3713513754500 371351 3754500  WORKER 0.30
371091.00 3753740.00 1.03E-06 5.12E-02 5.12E-02 3713713754500 371371 3754500  WORKER 0.30
371111.00 3753740.00 1.00E-06 4.99E-02 4.99E-02 3713913754500 371391 3754500  WORKER 0.31
371131.00 3753740.00 9.74E-07 4.84E-02 4.84E-02 3714113754500 371411 3754500  WORKER 0.32
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371151.00 3753740.00 9.41E-07 4.68E-02 4.68E-02 3714313754500 371431 3754500  WORKER 0.33
371171.00 3753740.00 9.06E-07 4.50E-02 4.50E-02 3714713754500 371471 3754500  WORKER 0.36
371191.00 3753740.00 8.70E-07 4.32E-02 4.32E-02 3714913754500 371491 3754500  WORKER 0.38
371211.00 3753740.00 8.32E-07 4.13E-02 4.13E-02 3715113754500 371511 3754500  WORKER 0.39
371231.00 3753740.00 7.94E-07 3.94E-02 3.94E-02 3715313754500 371531 3754500  WORKER 0.40
371251.00 3753740.00 7.55E-07 3.75E-02 3.75E-02 3715513754500 371551 3754500  WORKER 0.41
371271.00 3753740.00 7.17E-07 3.56E-02 3.56E-02 3710313754520 371031 3754520  WORKER 0.21
371291.00 3753740.00 6.81E-07 3.38E-02 3.38E-02 3710513754520 371051 3754520  WORKER 0.22
371311.00 3753740.00 6.45E-07 3.20E-02 3.20E-02 3710713754520 371071 3754520  WORKER 0.23
371331.00 3753740.00 6.11E-07 3.04E-02 3.04E-02 3711313754520 371131 3754520  WORKER 0.25
371351.00 3753740.00 5.79E-07 2.88E-02 2.88E-02 3711513754520 371151 3754520  WORKER 0.26
371371.00 3753740.00 5.49E-07 2.73E-02 2.73E-02 3711713754520 371171 3754520  WORKER 0.26
371391.00 3753740.00 5.21E-07 2.59E-02 2.59E-02 3711913754520 371191 3754520  WORKER 0.26
371411.00 3753740.00 4.95E-07 2.46E-02 2.46E-02 3712113754520 371211 3754520  WORKER 0.26
371431.00 3753740.00 4.70E-07 2.34E-02 2.34E-02 3712313754520 371231 3754520  WORKER 0.26
371451.00 3753740.00 4.48E-07 2.22E-02 2.22E-02 3713513754520 371351 3754520  WORKER 0.23
371471.00 3753740.00 4.27E-07 2.12E-02 2.12E-02 3713713754520 371371 3754520  WORKER 0.23
371491.00 3753740.00 4.07E-07 2.02E-02 2.02E-02 3713913754520 371391 3754520  WORKER 0.24
371511.00 3753740.00 3.89E-07 1.93E-02 1.93E-02 3714113754520 371411 3754520  WORKER 0.24
371531.00 3753740.00 3.72E-07 1.85E-02 1.85E-02 3714313754520 371431 3754520  WORKER 0.25
371551.00 3753740.00 3.56E-07 1.77E-02 1.77E-02 3714713754520 371471 3754520  WORKER 0.27
371571.00 3753740.00 3.41E-07 1.69E-02 1.69E-02 3714913754520 371491 3754520  WORKER 0.29
371591.00 3753740.00 3.27E-07 1.62E-02 1.62E-02 3715113754520 371511 3754520  WORKER 0.30
371611.00 3753740.00 3.14E-07 1.56E-02 1.56E-02 3715313754520 371531 3754520  WORKER 0.31
371631.00 3753740.00 3.01E-07 1.50E-02 1.50E-02 3715513754520 371551 3754520  WORKER 0.32
371651.00 3753740.00 2.89E-07 1.44E-02 1.44E-02
371671.00 3753740.00 2.78E-07 1.38E-02 1.38E-02
371691.00 3753740.00 2.67E-07 1.33E-02 1.33E-02
371711.00 3753740.00 2.57E-07 1.28E-02 1.28E-02
371731.00 3753740.00 2.48E-07 1.23E-02 1.23E-02
371751.00 3753740.00 2.39E-07 1.19E-02 1.19E-02
371771.00 3753740.00 2.30E-07 1.14E-02 1.14E-02
371791.00 3753740.00 2.22E-07 1.10E-02 1.10E-02
371811.00 3753740.00 2.14E-07 1.06E-02 1.06E-02
371831.00 3753740.00 2.07E-07 1.03E-02 1.03E-02
370571.00 3753760.00 8.33E-07 4.14E-02 4.14E-02
370591.00 3753760.00 8.56E-07 4.25E-02 4.25E-02
370611.00 3753760.00 8.80E-07 4.37E-02 4.37E-02
370631.00 3753760.00 9.02E-07 4.48E-02 4.48E-02
370651.00 3753760.00 9.26E-07 4.60E-02 4.60E-02
370671.00 3753760.00 9.50E-07 4.72E-02 4.72E-02
370691.00 3753760.00 9.74E-07 4.84E-02 4.84E-02
370711.00 3753760.00 9.98E-07 4.96E-02 4.96E-02
370731.00 3753760.00 1.02E-06 5.08E-02 5.08E-02
370751.00 3753760.00 1.05E-06 5.20E-02 5.20E-02
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370771.00 3753760.00 1.07E-06 5.31E-02 5.31E-02
370791.00 3753760.00 1.09E-06 5.43E-02 5.43E-02
370811.00 3753760.00 1.11E-06 5.53E-02 5.53E-02
370831.00 3753760.00 1.13E-06 5.63E-02 5.63E-02
370851.00 3753760.00 1.15E-06 5.72E-02 5.72E-02
370871.00 3753760.00 1.17E-06 5.80E-02 5.80E-02
370891.00 3753760.00 1.18E-06 5.87E-02 5.87E-02
370911.00 3753760.00 1.19E-06 5.92E-02 5.92E-02
370931.00 3753760.00 1.20E-06 5.95E-02 5.95E-02
370951.00 3753760.00 1.20E-06 5.98E-02 5.98E-02
370971.00 3753760.00 1.20E-06 5.98E-02 5.98E-02
370991.00 3753760.00 1.20E-06 5.96E-02 5.96E-02
371011.00 3753760.00 1.19E-06 5.93E-02 5.93E-02
371031.00 3753760.00 1.18E-06 5.87E-02 5.87E-02
371051.00 3753760.00 1.17E-06 5.79E-02 5.79E-02
371071.00 3753760.00 1.15E-06 5.69E-02 5.69E-02
371091.00 3753760.00 1.12E-06 5.57E-02 5.57E-02
371111.00 3753760.00 1.09E-06 5.43E-02 5.43E-02
371131.00 3753760.00 1.06E-06 5.27E-02 5.27E-02
371151.00 3753760.00 1.02E-06 5.09E-02 5.09E-02
371171.00 3753760.00 9.86E-07 4.90E-02 4.90E-02
371191.00 3753760.00 9.46E-07 4.70E-02 4.70E-02
371211.00 3753760.00 9.04E-07 4.49E-02 4.49E-02
371231.00 3753760.00 8.61E-07 4.28E-02 4.28E-02
371251.00 3753760.00 8.18E-07 4.07E-02 4.07E-02
371271.00 3753760.00 7.76E-07 3.86E-02 3.86E-02
371291.00 3753760.00 7.35E-07 3.65E-02 3.65E-02
371311.00 3753760.00 6.95E-07 3.45E-02 3.45E-02
371331.00 3753760.00 6.58E-07 3.27E-02 3.27E-02
371351.00 3753760.00 6.23E-07 3.09E-02 3.09E-02
371371.00 3753760.00 5.89E-07 2.93E-02 2.93E-02
371391.00 3753760.00 5.58E-07 2.77E-02 2.77E-02
371411.00 3753760.00 5.30E-07 2.63E-02 2.63E-02
371431.00 3753760.00 5.03E-07 2.50E-02 2.50E-02
371451.00 3753760.00 4.78E-07 2.37E-02 2.37E-02
371471.00 3753760.00 4.55E-07 2.26E-02 2.26E-02
371491.00 3753760.00 4.33E-07 2.15E-02 2.15E-02
371511.00 3753760.00 4.13E-07 2.05E-02 2.05E-02
371531.00 3753760.00 3.94E-07 1.96E-02 1.96E-02
371551.00 3753760.00 3.77E-07 1.87E-02 1.87E-02
371571.00 3753760.00 3.60E-07 1.79E-02 1.79E-02
371591.00 3753760.00 3.45E-07 1.71E-02 1.71E-02
371611.00 3753760.00 3.31E-07 1.64E-02 1.64E-02
371631.00 3753760.00 3.17E-07 1.57E-02 1.57E-02
371651.00 3753760.00 3.04E-07 1.51E-02 1.51E-02
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371671.00 3753760.00 2.92E-07 1.45E-02 1.45E-02
371691.00 3753760.00 2.81E-07 1.39E-02 1.39E-02
371711.00 3753760.00 2.70E-07 1.34E-02 1.34E-02
371731.00 3753760.00 2.59E-07 1.29E-02 1.29E-02
371751.00 3753760.00 2.50E-07 1.24E-02 1.24E-02
371771.00 3753760.00 2.41E-07 1.20E-02 1.20E-02
371791.00 3753760.00 2.32E-07 1.15E-02 1.15E-02
371811.00 3753760.00 2.24E-07 1.11E-02 1.11E-02
371831.00 3753760.00 2.16E-07 1.07E-02 1.07E-02
370571.00 3753780.00 8.65E-07 4.30E-02 4.30E-02
370591.00 3753780.00 8.90E-07 4.42E-02 4.42E-02
370611.00 3753780.00 9.15E-07 4.55E-02 4.55E-02
370631.00 3753780.00 9.41E-07 4.67E-02 4.67E-02
370651.00 3753780.00 9.68E-07 4.81E-02 4.81E-02
370671.00 3753780.00 9.96E-07 4.95E-02 4.95E-02
370691.00 3753780.00 1.02E-06 5.07E-02 5.07E-02
370711.00 3753780.00 1.05E-06 5.20E-02 5.20E-02
370731.00 3753780.00 1.07E-06 5.34E-02 5.34E-02
370751.00 3753780.00 1.10E-06 5.48E-02 5.48E-02
370771.00 3753780.00 1.13E-06 5.62E-02 5.62E-02
370791.00 3753780.00 1.16E-06 5.75E-02 5.75E-02
370811.00 3753780.00 1.18E-06 5.87E-02 5.87E-02
370831.00 3753780.00 1.21E-06 6.00E-02 6.00E-02
370851.00 3753780.00 1.23E-06 6.12E-02 6.12E-02
370871.00 3753780.00 1.25E-06 6.22E-02 6.22E-02
370891.00 3753780.00 1.27E-06 6.30E-02 6.30E-02
370911.00 3753780.00 1.28E-06 6.38E-02 6.38E-02
370931.00 3753780.00 1.29E-06 6.43E-02 6.43E-02
370951.00 3753780.00 1.30E-06 6.47E-02 6.47E-02
370971.00 3753780.00 1.30E-06 6.48E-02 6.48E-02
370991.00 3753780.00 1.30E-06 6.48E-02 6.48E-02
371011.00 3753780.00 1.30E-06 6.45E-02 6.45E-02
371031.00 3753780.00 1.29E-06 6.40E-02 6.40E-02
371051.00 3753780.00 1.27E-06 6.32E-02 6.32E-02
371071.00 3753780.00 1.25E-06 6.21E-02 6.21E-02
371091.00 3753780.00 1.22E-06 6.08E-02 6.08E-02
371111.00 3753780.00 1.19E-06 5.93E-02 5.93E-02
371131.00 3753780.00 1.16E-06 5.77E-02 5.77E-02
371151.00 3753780.00 1.12E-06 5.57E-02 5.57E-02
371171.00 3753780.00 1.08E-06 5.36E-02 5.36E-02
371191.00 3753780.00 1.03E-06 5.13E-02 5.13E-02
371211.00 3753780.00 9.86E-07 4.90E-02 4.90E-02
371231.00 3753780.00 9.38E-07 4.66E-02 4.66E-02
371251.00 3753780.00 8.90E-07 4.42E-02 4.42E-02
371271.00 3753780.00 8.43E-07 4.19E-02 4.19E-02
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371291.00 3753780.00 7.97E-07 3.96E-02 3.96E-02
371311.00 3753780.00 7.52E-07 3.74E-02 3.74E-02
371331.00 3753780.00 7.11E-07 3.53E-02 3.53E-02
371351.00 3753780.00 6.71E-07 3.33E-02 3.33E-02
371371.00 3753780.00 6.35E-07 3.15E-02 3.15E-02
371391.00 3753780.00 6.00E-07 2.98E-02 2.98E-02
371411.00 3753780.00 5.68E-07 2.82E-02 2.82E-02
371431.00 3753780.00 5.38E-07 2.68E-02 2.68E-02
371451.00 3753780.00 5.11E-07 2.54E-02 2.54E-02
371471.00 3753780.00 4.86E-07 2.41E-02 2.41E-02
371491.00 3753780.00 4.62E-07 2.30E-02 2.30E-02
371511.00 3753780.00 4.40E-07 2.19E-02 2.19E-02
371531.00 3753780.00 4.19E-07 2.08E-02 2.08E-02
371551.00 3753780.00 3.99E-07 1.98E-02 1.98E-02
371571.00 3753780.00 3.81E-07 1.89E-02 1.89E-02
371591.00 3753780.00 3.65E-07 1.81E-02 1.81E-02
371611.00 3753780.00 3.49E-07 1.73E-02 1.73E-02
371631.00 3753780.00 3.34E-07 1.66E-02 1.66E-02
371651.00 3753780.00 3.20E-07 1.59E-02 1.59E-02
371671.00 3753780.00 3.07E-07 1.53E-02 1.53E-02
371691.00 3753780.00 2.95E-07 1.46E-02 1.46E-02
371711.00 3753780.00 2.83E-07 1.41E-02 1.41E-02
371731.00 3753780.00 2.73E-07 1.35E-02 1.35E-02
371751.00 3753780.00 2.62E-07 1.30E-02 1.30E-02
371771.00 3753780.00 2.53E-07 1.25E-02 1.25E-02
371791.00 3753780.00 2.43E-07 1.21E-02 1.21E-02
371811.00 3753780.00 2.35E-07 1.17E-02 1.17E-02
371831.00 3753780.00 2.27E-07 1.13E-02 1.13E-02
370571.00 3753800.00 8.95E-07 4.45E-02 4.45E-02
370591.00 3753800.00 9.22E-07 4.58E-02 4.58E-02
370611.00 3753800.00 9.50E-07 4.72E-02 4.72E-02
370631.00 3753800.00 9.79E-07 4.86E-02 4.86E-02
370651.00 3753800.00 1.01E-06 5.01E-02 5.01E-02
370671.00 3753800.00 1.04E-06 5.17E-02 5.17E-02
370691.00 3753800.00 1.07E-06 5.31E-02 5.31E-02
370711.00 3753800.00 1.10E-06 5.46E-02 5.46E-02
370731.00 3753800.00 1.13E-06 5.62E-02 5.62E-02
370751.00 3753800.00 1.16E-06 5.78E-02 5.78E-02
370771.00 3753800.00 1.20E-06 5.98E-02 5.98E-02
370791.00 3753800.00 1.24E-06 6.14E-02 6.14E-02
370811.00 3753800.00 1.27E-06 6.29E-02 6.29E-02
370831.00 3753800.00 1.29E-06 6.43E-02 6.43E-02
370851.00 3753800.00 1.32E-06 6.56E-02 6.56E-02
370871.00 3753800.00 1.34E-06 6.68E-02 6.68E-02
370891.00 3753800.00 1.36E-06 6.78E-02 6.78E-02

Unmitigated Construction HRA-Worker (02-20-19).xlsx 210 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

16+ 16+

X Y

Receptor

Total Cancer Risk (in 
one million)

Dose (mg/kg-day) Cancer Risk (in one 
million)

Maximum Worker 
Cancer Risk (per 

million)XY X  Y Receptor Group

Worker Cancer 
Risk (per 
million)

370911.00 3753800.00 1.39E-06 6.88E-02 6.88E-02
370931.00 3753800.00 1.40E-06 6.96E-02 6.96E-02
370951.00 3753800.00 1.41E-06 7.01E-02 7.01E-02
370971.00 3753800.00 1.42E-06 7.04E-02 7.04E-02
370991.00 3753800.00 1.42E-06 7.05E-02 7.05E-02
371011.00 3753800.00 1.42E-06 7.04E-02 7.04E-02
371031.00 3753800.00 1.41E-06 7.00E-02 7.00E-02
371051.00 3753800.00 1.39E-06 6.90E-02 6.90E-02
371071.00 3753800.00 1.36E-06 6.76E-02 6.76E-02
371091.00 3753800.00 1.33E-06 6.62E-02 6.62E-02
371111.00 3753800.00 1.30E-06 6.46E-02 6.46E-02
371131.00 3753800.00 1.27E-06 6.33E-02 6.33E-02
371151.00 3753800.00 1.23E-06 6.12E-02 6.12E-02
371171.00 3753800.00 1.18E-06 5.88E-02 5.88E-02
371191.00 3753800.00 1.13E-06 5.63E-02 5.63E-02
371211.00 3753800.00 1.08E-06 5.37E-02 5.37E-02
371231.00 3753800.00 1.03E-06 5.10E-02 5.10E-02
371251.00 3753800.00 9.72E-07 4.83E-02 4.83E-02
371271.00 3753800.00 9.19E-07 4.56E-02 4.56E-02
371291.00 3753800.00 8.67E-07 4.31E-02 4.31E-02
371311.00 3753800.00 8.17E-07 4.06E-02 4.06E-02
371331.00 3753800.00 7.59E-07 3.77E-02 3.77E-02
371351.00 3753800.00 7.23E-07 3.59E-02 3.59E-02
371371.00 3753800.00 6.84E-07 3.40E-02 3.40E-02
371391.00 3753800.00 6.47E-07 3.21E-02 3.21E-02
371411.00 3753800.00 6.11E-07 3.04E-02 3.04E-02
371431.00 3753800.00 5.78E-07 2.87E-02 2.87E-02
371451.00 3753800.00 5.48E-07 2.72E-02 2.72E-02
371471.00 3753800.00 5.20E-07 2.58E-02 2.58E-02
371491.00 3753800.00 4.93E-07 2.45E-02 2.45E-02
371511.00 3753800.00 4.69E-07 2.33E-02 2.33E-02
371531.00 3753800.00 4.46E-07 2.21E-02 2.21E-02
371551.00 3753800.00 4.24E-07 2.11E-02 2.11E-02
371571.00 3753800.00 4.05E-07 2.01E-02 2.01E-02
371591.00 3753800.00 3.87E-07 1.92E-02 1.92E-02
371611.00 3753800.00 3.70E-07 1.84E-02 1.84E-02
371631.00 3753800.00 3.54E-07 1.76E-02 1.76E-02
371651.00 3753800.00 3.39E-07 1.68E-02 1.68E-02
371671.00 3753800.00 3.24E-07 1.61E-02 1.61E-02
371691.00 3753800.00 3.11E-07 1.54E-02 1.54E-02
371711.00 3753800.00 2.98E-07 1.48E-02 1.48E-02
371731.00 3753800.00 2.87E-07 1.43E-02 1.43E-02
371751.00 3753800.00 2.76E-07 1.37E-02 1.37E-02
371771.00 3753800.00 2.66E-07 1.32E-02 1.32E-02
371791.00 3753800.00 2.57E-07 1.28E-02 1.28E-02
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371811.00 3753800.00 2.48E-07 1.23E-02 1.23E-02
371831.00 3753800.00 2.40E-07 1.19E-02 1.19E-02
370571.00 3753820.00 9.28E-07 4.61E-02 4.61E-02
370591.00 3753820.00 9.58E-07 4.76E-02 4.76E-02
370611.00 3753820.00 9.87E-07 4.91E-02 4.91E-02
370631.00 3753820.00 1.02E-06 5.05E-02 5.05E-02
370651.00 3753820.00 1.05E-06 5.22E-02 5.22E-02
370671.00 3753820.00 1.08E-06 5.38E-02 5.38E-02
370691.00 3753820.00 1.12E-06 5.56E-02 5.56E-02
370711.00 3753820.00 1.15E-06 5.73E-02 5.73E-02
370731.00 3753820.00 1.19E-06 5.91E-02 5.91E-02
370751.00 3753820.00 1.22E-06 6.08E-02 6.08E-02
370771.00 3753820.00 1.27E-06 6.32E-02 6.32E-02
370791.00 3753820.00 1.31E-06 6.51E-02 6.51E-02
370811.00 3753820.00 1.34E-06 6.68E-02 6.68E-02
370831.00 3753820.00 1.38E-06 6.85E-02 6.85E-02
370851.00 3753820.00 1.41E-06 7.01E-02 7.01E-02
370871.00 3753820.00 1.44E-06 7.16E-02 7.16E-02
370891.00 3753820.00 1.47E-06 7.29E-02 7.29E-02
370911.00 3753820.00 1.50E-06 7.45E-02 7.45E-02
370931.00 3753820.00 1.52E-06 7.53E-02 7.53E-02
370951.00 3753820.00 1.53E-06 7.61E-02 7.61E-02
370971.00 3753820.00 1.54E-06 7.66E-02 7.66E-02
370991.00 3753820.00 1.55E-06 7.72E-02 7.72E-02
371011.00 3753820.00 1.55E-06 7.72E-02 7.72E-02
371031.00 3753820.00 1.55E-06 7.68E-02 7.68E-02
371051.00 3753820.00 1.53E-06 7.60E-02 7.60E-02
371071.00 3753820.00 1.48E-06 7.35E-02 7.35E-02
371091.00 3753820.00 1.45E-06 7.23E-02 7.23E-02
371111.00 3753820.00 1.42E-06 7.07E-02 7.07E-02
371131.00 3753820.00 1.41E-06 6.99E-02 6.99E-02
371151.00 3753820.00 1.36E-06 6.75E-02 6.75E-02
371171.00 3753820.00 1.31E-06 6.49E-02 6.49E-02
371191.00 3753820.00 1.25E-06 6.20E-02 6.20E-02
371211.00 3753820.00 1.19E-06 5.91E-02 5.91E-02
371231.00 3753820.00 1.13E-06 5.60E-02 5.60E-02
371251.00 3753820.00 1.07E-06 5.30E-02 5.30E-02
371271.00 3753820.00 1.01E-06 5.00E-02 5.00E-02
371291.00 3753820.00 9.47E-07 4.71E-02 4.71E-02
371311.00 3753820.00 8.91E-07 4.43E-02 4.43E-02
371331.00 3753820.00 8.32E-07 4.13E-02 4.13E-02
371351.00 3753820.00 7.84E-07 3.90E-02 3.90E-02
371371.00 3753820.00 7.41E-07 3.68E-02 3.68E-02
371391.00 3753820.00 6.99E-07 3.47E-02 3.47E-02
371411.00 3753820.00 6.60E-07 3.28E-02 3.28E-02
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371431.00 3753820.00 6.23E-07 3.09E-02 3.09E-02
371451.00 3753820.00 5.89E-07 2.93E-02 2.93E-02
371471.00 3753820.00 5.57E-07 2.77E-02 2.77E-02
371491.00 3753820.00 5.28E-07 2.62E-02 2.62E-02
371511.00 3753820.00 5.01E-07 2.49E-02 2.49E-02
371531.00 3753820.00 4.75E-07 2.36E-02 2.36E-02
371551.00 3753820.00 4.52E-07 2.25E-02 2.25E-02
371571.00 3753820.00 4.31E-07 2.14E-02 2.14E-02
371591.00 3753820.00 4.11E-07 2.04E-02 2.04E-02
371611.00 3753820.00 3.92E-07 1.95E-02 1.95E-02
371631.00 3753820.00 3.75E-07 1.86E-02 1.86E-02
371651.00 3753820.00 3.59E-07 1.78E-02 1.78E-02
371671.00 3753820.00 3.43E-07 1.71E-02 1.71E-02
371691.00 3753820.00 3.29E-07 1.63E-02 1.63E-02
371711.00 3753820.00 3.16E-07 1.57E-02 1.57E-02
371731.00 3753820.00 3.03E-07 1.51E-02 1.51E-02
371751.00 3753820.00 2.92E-07 1.45E-02 1.45E-02
371771.00 3753820.00 2.81E-07 1.40E-02 1.40E-02
371791.00 3753820.00 2.72E-07 1.35E-02 1.35E-02
371811.00 3753820.00 2.63E-07 1.30E-02 1.30E-02
371831.00 3753820.00 2.54E-07 1.26E-02 1.26E-02
370571.00 3753840.00 9.61E-07 4.77E-02 4.77E-02
370591.00 3753840.00 9.94E-07 4.94E-02 4.94E-02
370611.00 3753840.00 1.03E-06 5.10E-02 5.10E-02
370631.00 3753840.00 1.06E-06 5.27E-02 5.27E-02
370651.00 3753840.00 1.09E-06 5.43E-02 5.43E-02
370671.00 3753840.00 1.13E-06 5.61E-02 5.61E-02
370691.00 3753840.00 1.17E-06 5.81E-02 5.81E-02
370711.00 3753840.00 1.21E-06 6.02E-02 6.02E-02
370731.00 3753840.00 1.25E-06 6.21E-02 6.21E-02
370751.00 3753840.00 1.29E-06 6.41E-02 6.41E-02
370771.00 3753840.00 1.34E-06 6.64E-02 6.64E-02
370791.00 3753840.00 1.38E-06 6.85E-02 6.85E-02
370811.00 3753840.00 1.42E-06 7.06E-02 7.06E-02
370831.00 3753840.00 1.46E-06 7.26E-02 7.26E-02
370851.00 3753840.00 1.50E-06 7.46E-02 7.46E-02
370871.00 3753840.00 1.54E-06 7.65E-02 7.65E-02
370891.00 3753840.00 1.58E-06 7.83E-02 7.83E-02
370911.00 3753840.00 1.61E-06 8.00E-02 8.00E-02
370931.00 3753840.00 1.64E-06 8.16E-02 8.16E-02
370951.00 3753840.00 1.67E-06 8.28E-02 8.28E-02
370971.00 3753840.00 1.68E-06 8.36E-02 8.36E-02
370991.00 3753840.00 1.70E-06 8.45E-02 8.45E-02
371011.00 3753840.00 1.71E-06 8.48E-02 8.48E-02
371031.00 3753840.00 1.70E-06 8.47E-02 8.47E-02
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371051.00 3753840.00 1.69E-06 8.41E-02 8.41E-02
371071.00 3753840.00 1.62E-06 8.07E-02 8.07E-02
371091.00 3753840.00 1.60E-06 7.97E-02 7.97E-02
371111.00 3753840.00 1.58E-06 7.83E-02 7.83E-02
371131.00 3753840.00 1.56E-06 7.75E-02 7.75E-02
371151.00 3753840.00 1.51E-06 7.50E-02 7.50E-02
371171.00 3753840.00 1.45E-06 7.20E-02 7.20E-02
371191.00 3753840.00 1.38E-06 6.87E-02 6.87E-02
371211.00 3753840.00 1.32E-06 6.53E-02 6.53E-02
371231.00 3753840.00 1.25E-06 6.19E-02 6.19E-02
371251.00 3753840.00 1.17E-06 5.84E-02 5.84E-02
371271.00 3753840.00 1.11E-06 5.49E-02 5.49E-02
371291.00 3753840.00 1.04E-06 5.16E-02 5.16E-02
371311.00 3753840.00 9.76E-07 4.85E-02 4.85E-02
371331.00 3753840.00 9.12E-07 4.53E-02 4.53E-02
371351.00 3753840.00 8.56E-07 4.25E-02 4.25E-02
371371.00 3753840.00 8.06E-07 4.00E-02 4.00E-02
371391.00 3753840.00 7.58E-07 3.77E-02 3.77E-02
371411.00 3753840.00 7.14E-07 3.55E-02 3.55E-02
371431.00 3753840.00 6.72E-07 3.34E-02 3.34E-02
371451.00 3753840.00 6.34E-07 3.15E-02 3.15E-02
371471.00 3753840.00 5.99E-07 2.98E-02 2.98E-02
371491.00 3753840.00 5.66E-07 2.81E-02 2.81E-02
371511.00 3753840.00 5.36E-07 2.66E-02 2.66E-02
371531.00 3753840.00 5.08E-07 2.52E-02 2.52E-02
371551.00 3753840.00 4.83E-07 2.40E-02 2.40E-02
371571.00 3753840.00 4.59E-07 2.28E-02 2.28E-02
371591.00 3753840.00 4.38E-07 2.17E-02 2.17E-02
371611.00 3753840.00 4.17E-07 2.07E-02 2.07E-02
371631.00 3753840.00 3.98E-07 1.98E-02 1.98E-02
371651.00 3753840.00 3.81E-07 1.89E-02 1.89E-02
371671.00 3753840.00 3.65E-07 1.81E-02 1.81E-02
371691.00 3753840.00 3.50E-07 1.74E-02 1.74E-02
371711.00 3753840.00 3.36E-07 1.67E-02 1.67E-02
371731.00 3753840.00 3.23E-07 1.60E-02 1.60E-02
371751.00 3753840.00 3.11E-07 1.54E-02 1.54E-02
371771.00 3753840.00 3.00E-07 1.49E-02 1.49E-02
371791.00 3753840.00 2.90E-07 1.44E-02 1.44E-02
371811.00 3753840.00 2.80E-07 1.39E-02 1.39E-02
371831.00 3753840.00 2.71E-07 1.35E-02 1.35E-02
370571.00 3753860.00 9.93E-07 4.93E-02 4.93E-02
370591.00 3753860.00 1.03E-06 5.11E-02 5.11E-02
370611.00 3753860.00 1.07E-06 5.30E-02 5.30E-02
370631.00 3753860.00 1.10E-06 5.48E-02 5.48E-02
370651.00 3753860.00 1.14E-06 5.67E-02 5.67E-02
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370671.00 3753860.00 1.19E-06 5.89E-02 5.89E-02
370691.00 3753860.00 1.23E-06 6.09E-02 6.09E-02
370711.00 3753860.00 1.27E-06 6.31E-02 6.31E-02
370731.00 3753860.00 1.31E-06 6.53E-02 6.53E-02
370751.00 3753860.00 1.36E-06 6.77E-02 6.77E-02
370771.00 3753860.00 1.41E-06 7.01E-02 7.01E-02
370791.00 3753860.00 1.46E-06 7.27E-02 7.27E-02
370811.00 3753860.00 1.51E-06 7.51E-02 7.51E-02
370831.00 3753860.00 1.56E-06 7.75E-02 7.75E-02
370851.00 3753860.00 1.61E-06 7.98E-02 7.98E-02
370871.00 3753860.00 1.65E-06 8.21E-02 8.21E-02
370891.00 3753860.00 1.70E-06 8.43E-02 8.43E-02
370911.00 3753860.00 1.74E-06 8.65E-02 8.65E-02
370931.00 3753860.00 1.78E-06 8.84E-02 8.84E-02
370951.00 3753860.00 1.81E-06 9.01E-02 9.01E-02
370971.00 3753860.00 1.84E-06 9.14E-02 9.14E-02
370991.00 3753860.00 1.86E-06 9.26E-02 9.26E-02
371011.00 3753860.00 1.88E-06 9.35E-02 9.35E-02
371031.00 3753860.00 1.89E-06 9.37E-02 9.37E-02
371051.00 3753860.00 1.88E-06 9.34E-02 9.34E-02
371071.00 3753860.00 1.86E-06 9.22E-02 9.22E-02
371091.00 3753860.00 1.82E-06 9.04E-02 9.04E-02
371111.00 3753860.00 1.77E-06 8.78E-02 8.78E-02
371131.00 3753860.00 1.74E-06 8.66E-02 8.66E-02
371151.00 3753860.00 1.69E-06 8.37E-02 8.37E-02
371171.00 3753860.00 1.62E-06 8.03E-02 8.03E-02
371191.00 3753860.00 1.54E-06 7.66E-02 7.66E-02
371211.00 3753860.00 1.46E-06 7.27E-02 7.27E-02
371231.00 3753860.00 1.38E-06 6.87E-02 6.87E-02
371251.00 3753860.00 1.30E-06 6.47E-02 6.47E-02
371271.00 3753860.00 1.22E-06 6.07E-02 6.07E-02
371291.00 3753860.00 1.15E-06 5.69E-02 5.69E-02
371311.00 3753860.00 1.07E-06 5.33E-02 5.33E-02
371331.00 3753860.00 1.00E-06 4.99E-02 4.99E-02
371351.00 3753860.00 9.39E-07 4.67E-02 4.67E-02
371371.00 3753860.00 8.80E-07 4.37E-02 4.37E-02
371391.00 3753860.00 8.26E-07 4.10E-02 4.10E-02
371411.00 3753860.00 7.75E-07 3.85E-02 3.85E-02
371431.00 3753860.00 7.28E-07 3.62E-02 3.62E-02
371451.00 3753860.00 6.85E-07 3.40E-02 3.40E-02
371471.00 3753860.00 6.46E-07 3.21E-02 3.21E-02
371491.00 3753860.00 6.09E-07 3.03E-02 3.03E-02
371511.00 3753860.00 5.76E-07 2.86E-02 2.86E-02
371531.00 3753860.00 5.45E-07 2.71E-02 2.71E-02
371551.00 3753860.00 5.17E-07 2.57E-02 2.57E-02
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371571.00 3753860.00 4.92E-07 2.44E-02 2.44E-02
371591.00 3753860.00 4.68E-07 2.33E-02 2.33E-02
371611.00 3753860.00 4.46E-07 2.21E-02 2.21E-02
371631.00 3753860.00 4.26E-07 2.11E-02 2.11E-02
371651.00 3753860.00 4.07E-07 2.02E-02 2.02E-02
371671.00 3753860.00 3.90E-07 1.94E-02 1.94E-02
371691.00 3753860.00 3.74E-07 1.86E-02 1.86E-02
371711.00 3753860.00 3.60E-07 1.79E-02 1.79E-02
371731.00 3753860.00 3.46E-07 1.72E-02 1.72E-02
371751.00 3753860.00 3.33E-07 1.65E-02 1.65E-02
371771.00 3753860.00 3.22E-07 1.60E-02 1.60E-02
371791.00 3753860.00 3.11E-07 1.55E-02 1.55E-02
371811.00 3753860.00 3.01E-07 1.50E-02 1.50E-02
371831.00 3753860.00 2.92E-07 1.45E-02 1.45E-02
370571.00 3753880.00 1.03E-06 5.09E-02 5.09E-02
370591.00 3753880.00 1.06E-06 5.28E-02 5.28E-02
370611.00 3753880.00 1.10E-06 5.48E-02 5.48E-02
370631.00 3753880.00 1.14E-06 5.68E-02 5.68E-02
370651.00 3753880.00 1.19E-06 5.91E-02 5.91E-02
370671.00 3753880.00 1.24E-06 6.14E-02 6.14E-02
370691.00 3753880.00 1.28E-06 6.37E-02 6.37E-02
370711.00 3753880.00 1.33E-06 6.62E-02 6.62E-02
370731.00 3753880.00 1.38E-06 6.87E-02 6.87E-02
370751.00 3753880.00 1.44E-06 7.13E-02 7.13E-02
370771.00 3753880.00 1.49E-06 7.41E-02 7.41E-02
370791.00 3753880.00 1.55E-06 7.69E-02 7.69E-02
370811.00 3753880.00 1.60E-06 7.96E-02 7.96E-02
370831.00 3753880.00 1.66E-06 8.24E-02 8.24E-02
370851.00 3753880.00 1.72E-06 8.53E-02 8.53E-02
370871.00 3753880.00 1.77E-06 8.80E-02 8.80E-02
370891.00 3753880.00 1.83E-06 9.09E-02 9.09E-02
370911.00 3753880.00 1.88E-06 9.35E-02 9.35E-02
370931.00 3753880.00 1.93E-06 9.60E-02 9.60E-02
370951.00 3753880.00 1.98E-06 9.82E-02 9.82E-02
370971.00 3753880.00 2.01E-06 1.00E-01 1.00E-01
370991.00 3753880.00 2.05E-06 1.02E-01 1.02E-01
371011.00 3753880.00 2.08E-06 1.03E-01 1.03E-01
371031.00 3753880.00 2.10E-06 1.04E-01 1.04E-01
371051.00 3753880.00 2.10E-06 1.04E-01 1.04E-01
371071.00 3753880.00 2.06E-06 1.02E-01 1.02E-01
371091.00 3753880.00 2.02E-06 1.00E-01 1.00E-01
371111.00 3753880.00 1.97E-06 9.81E-02 9.81E-02
371131.00 3753880.00 1.96E-06 9.74E-02 9.74E-02
371151.00 3753880.00 1.90E-06 9.42E-02 9.42E-02
371171.00 3753880.00 1.82E-06 9.03E-02 9.03E-02
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371191.00 3753880.00 1.73E-06 8.61E-02 8.61E-02
371211.00 3753880.00 1.64E-06 8.15E-02 8.15E-02
371231.00 3753880.00 1.54E-06 7.67E-02 7.67E-02
371251.00 3753880.00 1.45E-06 7.21E-02 7.21E-02
371271.00 3753880.00 1.36E-06 6.75E-02 6.75E-02
371291.00 3753880.00 1.27E-06 6.31E-02 6.31E-02
371311.00 3753880.00 1.19E-06 5.89E-02 5.89E-02
371331.00 3753880.00 1.11E-06 5.50E-02 5.50E-02
371351.00 3753880.00 1.03E-06 5.13E-02 5.13E-02
371371.00 3753880.00 9.65E-07 4.79E-02 4.79E-02
371391.00 3753880.00 9.02E-07 4.48E-02 4.48E-02
371411.00 3753880.00 8.44E-07 4.19E-02 4.19E-02
371431.00 3753880.00 7.91E-07 3.93E-02 3.93E-02
371451.00 3753880.00 7.43E-07 3.69E-02 3.69E-02
371471.00 3753880.00 6.98E-07 3.47E-02 3.47E-02
371491.00 3753880.00 6.58E-07 3.27E-02 3.27E-02
371511.00 3753880.00 6.21E-07 3.08E-02 3.08E-02
371531.00 3753880.00 5.87E-07 2.92E-02 2.92E-02
371551.00 3753880.00 5.57E-07 2.77E-02 2.77E-02
371571.00 3753880.00 5.29E-07 2.63E-02 2.63E-02
371591.00 3753880.00 5.03E-07 2.50E-02 2.50E-02
371611.00 3753880.00 4.79E-07 2.38E-02 2.38E-02
371631.00 3753880.00 4.58E-07 2.27E-02 2.27E-02
371651.00 3753880.00 4.38E-07 2.18E-02 2.18E-02
371671.00 3753880.00 4.20E-07 2.09E-02 2.09E-02
371691.00 3753880.00 4.04E-07 2.00E-02 2.00E-02
371711.00 3753880.00 3.88E-07 1.93E-02 1.93E-02
371731.00 3753880.00 3.74E-07 1.86E-02 1.86E-02
371751.00 3753880.00 3.61E-07 1.79E-02 1.79E-02
371771.00 3753880.00 3.49E-07 1.73E-02 1.73E-02
371791.00 3753880.00 3.38E-07 1.68E-02 1.68E-02
371811.00 3753880.00 3.28E-07 1.63E-02 1.63E-02
371831.00 3753880.00 3.18E-07 1.58E-02 1.58E-02
370571.00 3753900.00 1.06E-06 5.25E-02 5.25E-02
370591.00 3753900.00 1.10E-06 5.45E-02 5.45E-02
370611.00 3753900.00 1.14E-06 5.66E-02 5.66E-02
370631.00 3753900.00 1.18E-06 5.89E-02 5.89E-02
370651.00 3753900.00 1.24E-06 6.14E-02 6.14E-02
370671.00 3753900.00 1.29E-06 6.40E-02 6.40E-02
370691.00 3753900.00 1.34E-06 6.66E-02 6.66E-02
370711.00 3753900.00 1.40E-06 6.93E-02 6.93E-02
370731.00 3753900.00 1.45E-06 7.22E-02 7.22E-02
370751.00 3753900.00 1.51E-06 7.50E-02 7.50E-02
370771.00 3753900.00 1.57E-06 7.81E-02 7.81E-02
370791.00 3753900.00 1.64E-06 8.13E-02 8.13E-02
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370811.00 3753900.00 1.70E-06 8.45E-02 8.45E-02
370831.00 3753900.00 1.77E-06 8.78E-02 8.78E-02
370851.00 3753900.00 1.83E-06 9.11E-02 9.11E-02
370871.00 3753900.00 1.90E-06 9.45E-02 9.45E-02
370891.00 3753900.00 1.97E-06 9.78E-02 9.78E-02
370911.00 3753900.00 2.03E-06 1.01E-01 1.01E-01
370931.00 3753900.00 2.10E-06 1.04E-01 1.04E-01
370951.00 3753900.00 2.16E-06 1.07E-01 1.07E-01
370971.00 3753900.00 2.21E-06 1.10E-01 1.10E-01
370991.00 3753900.00 2.27E-06 1.13E-01 1.13E-01
371011.00 3753900.00 2.31E-06 1.15E-01 1.15E-01
371031.00 3753900.00 2.34E-06 1.16E-01 1.16E-01
371051.00 3753900.00 2.34E-06 1.16E-01 1.16E-01
371071.00 3753900.00 2.27E-06 1.13E-01 1.13E-01
371091.00 3753900.00 2.26E-06 1.12E-01 1.12E-01
371111.00 3753900.00 2.23E-06 1.11E-01 1.11E-01
371131.00 3753900.00 2.22E-06 1.10E-01 1.10E-01
371151.00 3753900.00 2.15E-06 1.07E-01 1.07E-01
371171.00 3753900.00 2.06E-06 1.02E-01 1.02E-01
371191.00 3753900.00 1.96E-06 9.73E-02 9.73E-02
371211.00 3753900.00 1.85E-06 9.19E-02 9.19E-02
371231.00 3753900.00 1.74E-06 8.64E-02 8.64E-02
371251.00 3753900.00 1.63E-06 8.10E-02 8.10E-02
371271.00 3753900.00 1.52E-06 7.56E-02 7.56E-02
371291.00 3753900.00 1.42E-06 7.04E-02 7.04E-02
371311.00 3753900.00 1.32E-06 6.54E-02 6.54E-02
371331.00 3753900.00 1.23E-06 6.09E-02 6.09E-02
371351.00 3753900.00 1.14E-06 5.67E-02 5.67E-02
371371.00 3753900.00 1.06E-06 5.28E-02 5.28E-02
371391.00 3753900.00 9.90E-07 4.92E-02 4.92E-02
371411.00 3753900.00 9.23E-07 4.59E-02 4.59E-02
371431.00 3753900.00 8.63E-07 4.29E-02 4.29E-02
371451.00 3753900.00 8.08E-07 4.01E-02 4.01E-02
371471.00 3753900.00 7.58E-07 3.77E-02 3.77E-02
371491.00 3753900.00 7.13E-07 3.54E-02 3.54E-02
371511.00 3753900.00 6.73E-07 3.34E-02 3.34E-02
371531.00 3753900.00 6.36E-07 3.16E-02 3.16E-02
371551.00 3753900.00 6.03E-07 3.00E-02 3.00E-02
371571.00 3753900.00 5.73E-07 2.85E-02 2.85E-02
371591.00 3753900.00 5.46E-07 2.71E-02 2.71E-02
371611.00 3753900.00 5.19E-07 2.58E-02 2.58E-02
371631.00 3753900.00 4.97E-07 2.47E-02 2.47E-02
371651.00 3753900.00 4.77E-07 2.37E-02 2.37E-02
371671.00 3753900.00 4.58E-07 2.28E-02 2.28E-02
371691.00 3753900.00 4.41E-07 2.19E-02 2.19E-02
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371711.00 3753900.00 4.24E-07 2.11E-02 2.11E-02
371731.00 3753900.00 4.09E-07 2.03E-02 2.03E-02
371751.00 3753900.00 3.95E-07 1.96E-02 1.96E-02
371771.00 3753900.00 3.83E-07 1.90E-02 1.90E-02
371791.00 3753900.00 3.71E-07 1.85E-02 1.85E-02
371811.00 3753900.00 3.61E-07 1.79E-02 1.79E-02
371831.00 3753900.00 3.51E-07 1.74E-02 1.74E-02
370571.00 3753920.00 1.09E-06 5.40E-02 5.40E-02
370591.00 3753920.00 1.13E-06 5.62E-02 5.62E-02
370611.00 3753920.00 1.18E-06 5.85E-02 5.85E-02
370631.00 3753920.00 1.23E-06 6.10E-02 6.10E-02
370651.00 3753920.00 1.28E-06 6.37E-02 6.37E-02
370671.00 3753920.00 1.34E-06 6.65E-02 6.65E-02
370691.00 3753920.00 1.40E-06 6.94E-02 6.94E-02
370711.00 3753920.00 1.46E-06 7.24E-02 7.24E-02
370731.00 3753920.00 1.52E-06 7.55E-02 7.55E-02
370751.00 3753920.00 1.59E-06 7.88E-02 7.88E-02
370771.00 3753920.00 1.65E-06 8.22E-02 8.22E-02
370791.00 3753920.00 1.73E-06 8.57E-02 8.57E-02
370811.00 3753920.00 1.80E-06 8.94E-02 8.94E-02
370831.00 3753920.00 1.88E-06 9.33E-02 9.33E-02
370851.00 3753920.00 1.96E-06 9.72E-02 9.72E-02
370871.00 3753920.00 2.03E-06 1.01E-01 1.01E-01
370891.00 3753920.00 2.12E-06 1.05E-01 1.05E-01
370911.00 3753920.00 2.20E-06 1.09E-01 1.09E-01
370931.00 3753920.00 2.28E-06 1.13E-01 1.13E-01
370951.00 3753920.00 2.35E-06 1.17E-01 1.17E-01
370971.00 3753920.00 2.42E-06 1.20E-01 1.20E-01
370991.00 3753920.00 2.51E-06 1.25E-01 1.25E-01
371011.00 3753920.00 2.57E-06 1.28E-01 1.28E-01
371031.00 3753920.00 2.62E-06 1.30E-01 1.30E-01
371051.00 3753920.00 2.65E-06 1.31E-01 1.31E-01
371071.00 3753920.00 2.56E-06 1.27E-01 1.27E-01
371091.00 3753920.00 2.56E-06 1.27E-01 1.27E-01
371111.00 3753920.00 2.54E-06 1.26E-01 1.26E-01
371131.00 3753920.00 2.54E-06 1.26E-01 1.26E-01
371151.00 3753920.00 2.46E-06 1.22E-01 1.22E-01
371171.00 3753920.00 2.35E-06 1.17E-01 1.17E-01
371191.00 3753920.00 2.23E-06 1.11E-01 1.11E-01
371211.00 3753920.00 2.11E-06 1.05E-01 1.05E-01
371231.00 3753920.00 1.97E-06 9.81E-02 9.81E-02
371251.00 3753920.00 1.85E-06 9.17E-02 9.17E-02
371271.00 3753920.00 1.71E-06 8.52E-02 8.52E-02
371291.00 3753920.00 1.58E-06 7.87E-02 7.87E-02
371311.00 3753920.00 1.47E-06 7.31E-02 7.31E-02

Unmitigated Construction HRA-Worker (02-20-19).xlsx 219 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

16+ 16+

X Y

Receptor

Total Cancer Risk (in 
one million)

Dose (mg/kg-day) Cancer Risk (in one 
million)

Maximum Worker 
Cancer Risk (per 

million)XY X  Y Receptor Group

Worker Cancer 
Risk (per 
million)

371331.00 3753920.00 1.37E-06 6.79E-02 6.79E-02
371351.00 3753920.00 1.27E-06 6.29E-02 6.29E-02
371371.00 3753920.00 1.18E-06 5.84E-02 5.84E-02
371391.00 3753920.00 1.09E-06 5.42E-02 5.42E-02
371411.00 3753920.00 1.01E-06 5.04E-02 5.04E-02
371431.00 3753920.00 9.46E-07 4.70E-02 4.70E-02
371451.00 3753920.00 8.84E-07 4.39E-02 4.39E-02
371471.00 3753920.00 8.29E-07 4.12E-02 4.12E-02
371491.00 3753920.00 7.79E-07 3.87E-02 3.87E-02
371511.00 3753920.00 7.35E-07 3.65E-02 3.65E-02
371531.00 3753920.00 6.95E-07 3.45E-02 3.45E-02
371551.00 3753920.00 6.59E-07 3.28E-02 3.28E-02
371571.00 3753920.00 6.27E-07 3.12E-02 3.12E-02
371591.00 3753920.00 5.98E-07 2.97E-02 2.97E-02
371611.00 3753920.00 5.71E-07 2.84E-02 2.84E-02
371631.00 3753920.00 5.47E-07 2.72E-02 2.72E-02
371651.00 3753920.00 5.25E-07 2.61E-02 2.61E-02
371671.00 3753920.00 5.05E-07 2.51E-02 2.51E-02
371691.00 3753920.00 4.86E-07 2.42E-02 2.42E-02
371711.00 3753920.00 4.69E-07 2.33E-02 2.33E-02
371731.00 3753920.00 4.53E-07 2.25E-02 2.25E-02
371751.00 3753920.00 4.38E-07 2.18E-02 2.18E-02
371771.00 3753920.00 4.25E-07 2.11E-02 2.11E-02
371791.00 3753920.00 4.13E-07 2.05E-02 2.05E-02
371811.00 3753920.00 4.02E-07 2.00E-02 2.00E-02
371831.00 3753920.00 3.91E-07 1.94E-02 1.94E-02
370571.00 3753940.00 1.12E-06 5.55E-02 5.55E-02
370591.00 3753940.00 1.17E-06 5.79E-02 5.79E-02
370611.00 3753940.00 1.22E-06 6.05E-02 6.05E-02
370631.00 3753940.00 1.27E-06 6.31E-02 6.31E-02
370651.00 3753940.00 1.33E-06 6.60E-02 6.60E-02
370671.00 3753940.00 1.39E-06 6.90E-02 6.90E-02
370691.00 3753940.00 1.45E-06 7.21E-02 7.21E-02
370711.00 3753940.00 1.52E-06 7.55E-02 7.55E-02
370731.00 3753940.00 1.59E-06 7.90E-02 7.90E-02
370751.00 3753940.00 1.66E-06 8.27E-02 8.27E-02
370771.00 3753940.00 1.74E-06 8.64E-02 8.64E-02
370791.00 3753940.00 1.82E-06 9.05E-02 9.05E-02
370811.00 3753940.00 1.91E-06 9.49E-02 9.49E-02
370831.00 3753940.00 2.00E-06 9.94E-02 9.94E-02
370851.00 3753940.00 2.08E-06 1.03E-01 1.03E-01
370871.00 3753940.00 2.18E-06 1.08E-01 1.08E-01
370891.00 3753940.00 2.27E-06 1.13E-01 1.13E-01
370911.00 3753940.00 2.37E-06 1.18E-01 1.18E-01
370931.00 3753940.00 2.47E-06 1.23E-01 1.23E-01
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370951.00 3753940.00 2.57E-06 1.28E-01 1.28E-01
370971.00 3753940.00 2.66E-06 1.32E-01 1.32E-01
370991.00 3753940.00 2.78E-06 1.38E-01 1.38E-01
371011.00 3753940.00 2.87E-06 1.43E-01 1.43E-01
371031.00 3753940.00 2.94E-06 1.46E-01 1.46E-01
371051.00 3753940.00 2.91E-06 1.44E-01 1.44E-01
371071.00 3753940.00 2.91E-06 1.44E-01 1.44E-01
371091.00 3753940.00 2.93E-06 1.46E-01 1.46E-01
371111.00 3753940.00 2.92E-06 1.45E-01 1.45E-01
371131.00 3753940.00 2.91E-06 1.45E-01 1.45E-01
371151.00 3753940.00 2.85E-06 1.41E-01 1.41E-01
371171.00 3753940.00 2.72E-06 1.35E-01 1.35E-01
371191.00 3753940.00 2.59E-06 1.28E-01 1.28E-01
371211.00 3753940.00 2.44E-06 1.21E-01 1.21E-01
371231.00 3753940.00 2.27E-06 1.13E-01 1.13E-01
371251.00 3753940.00 2.11E-06 1.05E-01 1.05E-01
371271.00 3753940.00 1.94E-06 9.66E-02 9.66E-02
371291.00 3753940.00 1.80E-06 8.93E-02 8.93E-02
371311.00 3753940.00 1.66E-06 8.25E-02 8.25E-02
371331.00 3753940.00 1.53E-06 7.61E-02 7.61E-02
371351.00 3753940.00 1.42E-06 7.03E-02 7.03E-02
371371.00 3753940.00 1.31E-06 6.50E-02 6.50E-02
371391.00 3753940.00 1.21E-06 6.01E-02 6.01E-02
371411.00 3753940.00 1.12E-06 5.58E-02 5.58E-02
371431.00 3753940.00 1.04E-06 5.19E-02 5.19E-02
371451.00 3753940.00 9.73E-07 4.83E-02 4.83E-02
371471.00 3753940.00 9.12E-07 4.53E-02 4.53E-02
371491.00 3753940.00 8.58E-07 4.26E-02 4.26E-02
371511.00 3753940.00 8.10E-07 4.02E-02 4.02E-02
371531.00 3753940.00 7.68E-07 3.81E-02 3.81E-02
371551.00 3753940.00 7.30E-07 3.63E-02 3.63E-02
371571.00 3753940.00 6.96E-07 3.46E-02 3.46E-02
371591.00 3753940.00 6.65E-07 3.30E-02 3.30E-02
371611.00 3753940.00 6.36E-07 3.16E-02 3.16E-02
371631.00 3753940.00 6.11E-07 3.03E-02 3.03E-02
371651.00 3753940.00 5.87E-07 2.92E-02 2.92E-02
371671.00 3753940.00 5.65E-07 2.81E-02 2.81E-02
371691.00 3753940.00 5.45E-07 2.71E-02 2.71E-02
371711.00 3753940.00 5.27E-07 2.62E-02 2.62E-02
371731.00 3753940.00 5.10E-07 2.53E-02 2.53E-02
371751.00 3753940.00 4.94E-07 2.45E-02 2.45E-02
371771.00 3753940.00 4.80E-07 2.38E-02 2.38E-02
371791.00 3753940.00 4.67E-07 2.32E-02 2.32E-02
371811.00 3753940.00 4.54E-07 2.26E-02 2.26E-02
371831.00 3753940.00 4.43E-07 2.20E-02 2.20E-02
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370571.00 3753960.00 1.15E-06 5.71E-02 5.71E-02
370591.00 3753960.00 1.20E-06 5.97E-02 5.97E-02
370611.00 3753960.00 1.26E-06 6.24E-02 6.24E-02
370631.00 3753960.00 1.31E-06 6.53E-02 6.53E-02
370651.00 3753960.00 1.37E-06 6.83E-02 6.83E-02
370671.00 3753960.00 1.44E-06 7.15E-02 7.15E-02
370691.00 3753960.00 1.51E-06 7.50E-02 7.50E-02
370711.00 3753960.00 1.58E-06 7.86E-02 7.86E-02
370731.00 3753960.00 1.66E-06 8.25E-02 8.25E-02
370751.00 3753960.00 1.74E-06 8.65E-02 8.65E-02
370771.00 3753960.00 1.83E-06 9.09E-02 9.09E-02
370791.00 3753960.00 1.92E-06 9.54E-02 9.54E-02
370811.00 3753960.00 2.02E-06 1.00E-01 1.00E-01
370831.00 3753960.00 2.12E-06 1.05E-01 1.05E-01
370851.00 3753960.00 2.22E-06 1.10E-01 1.10E-01
370871.00 3753960.00 2.33E-06 1.16E-01 1.16E-01
370891.00 3753960.00 2.44E-06 1.21E-01 1.21E-01
370911.00 3753960.00 2.56E-06 1.27E-01 1.27E-01
370931.00 3753960.00 2.68E-06 1.33E-01 1.33E-01
370951.00 3753960.00 2.81E-06 1.39E-01 1.39E-01
370971.00 3753960.00 2.92E-06 1.45E-01 1.45E-01
370991.00 3753960.00 3.04E-06 1.51E-01 1.51E-01
371011.00 3753960.00 3.13E-06 1.56E-01 1.56E-01
371031.00 3753960.00 3.21E-06 1.60E-01 1.60E-01
371051.00 3753960.00 3.28E-06 1.63E-01 1.63E-01
371071.00 3753960.00 3.32E-06 1.65E-01 1.65E-01
371091.00 3753960.00 3.37E-06 1.68E-01 1.68E-01
371111.00 3753960.00 3.39E-06 1.68E-01 1.68E-01
371131.00 3753960.00 3.40E-06 1.69E-01 1.69E-01
371151.00 3753960.00 3.34E-06 1.66E-01 1.66E-01
371171.00 3753960.00 3.19E-06 1.59E-01 1.59E-01
371191.00 3753960.00 3.01E-06 1.50E-01 1.50E-01
371211.00 3753960.00 2.82E-06 1.40E-01 1.40E-01
371231.00 3753960.00 2.62E-06 1.30E-01 1.30E-01
371251.00 3753960.00 2.42E-06 1.20E-01 1.20E-01
371271.00 3753960.00 2.23E-06 1.11E-01 1.11E-01
371291.00 3753960.00 2.05E-06 1.02E-01 1.02E-01
371311.00 3753960.00 1.89E-06 9.37E-02 9.37E-02
371331.00 3753960.00 1.73E-06 8.61E-02 8.61E-02
371351.00 3753960.00 1.59E-06 7.91E-02 7.91E-02
371371.00 3753960.00 1.47E-06 7.29E-02 7.29E-02
371391.00 3753960.00 1.35E-06 6.72E-02 6.72E-02
371411.00 3753960.00 1.25E-06 6.22E-02 6.22E-02
371431.00 3753960.00 1.16E-06 5.78E-02 5.78E-02
371451.00 3753960.00 1.08E-06 5.39E-02 5.39E-02
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371471.00 3753960.00 1.02E-06 5.05E-02 5.05E-02
371491.00 3753960.00 9.59E-07 4.76E-02 4.76E-02
371511.00 3753960.00 9.07E-07 4.51E-02 4.51E-02
371531.00 3753960.00 8.62E-07 4.28E-02 4.28E-02
371551.00 3753960.00 8.22E-07 4.08E-02 4.08E-02
371571.00 3753960.00 7.87E-07 3.91E-02 3.91E-02
371591.00 3753960.00 7.53E-07 3.74E-02 3.74E-02
371611.00 3753960.00 7.22E-07 3.59E-02 3.59E-02
371631.00 3753960.00 6.94E-07 3.45E-02 3.45E-02
371651.00 3753960.00 6.68E-07 3.32E-02 3.32E-02
371671.00 3753960.00 6.44E-07 3.20E-02 3.20E-02
371691.00 3753960.00 6.22E-07 3.09E-02 3.09E-02
371711.00 3753960.00 6.02E-07 2.99E-02 2.99E-02
371731.00 3753960.00 5.83E-07 2.90E-02 2.90E-02
371751.00 3753960.00 5.65E-07 2.81E-02 2.81E-02
371771.00 3753960.00 5.49E-07 2.73E-02 2.73E-02
371791.00 3753960.00 5.34E-07 2.65E-02 2.65E-02
371811.00 3753960.00 5.20E-07 2.58E-02 2.58E-02
371831.00 3753960.00 5.07E-07 2.52E-02 2.52E-02
370571.00 3753980.00 1.18E-06 5.88E-02 5.88E-02
370591.00 3753980.00 1.24E-06 6.14E-02 6.14E-02
370611.00 3753980.00 1.29E-06 6.43E-02 6.43E-02
370631.00 3753980.00 1.35E-06 6.73E-02 6.73E-02
370651.00 3753980.00 1.42E-06 7.04E-02 7.04E-02
370671.00 3753980.00 1.49E-06 7.40E-02 7.40E-02
370691.00 3753980.00 1.57E-06 7.78E-02 7.78E-02
370711.00 3753980.00 1.65E-06 8.18E-02 8.18E-02
370731.00 3753980.00 1.73E-06 8.60E-02 8.60E-02
370751.00 3753980.00 1.82E-06 9.04E-02 9.04E-02
370771.00 3753980.00 1.92E-06 9.52E-02 9.52E-02
370791.00 3753980.00 2.02E-06 1.00E-01 1.00E-01
370811.00 3753980.00 2.13E-06 1.06E-01 1.06E-01
370831.00 3753980.00 2.25E-06 1.12E-01 1.12E-01
370851.00 3753980.00 2.36E-06 1.17E-01 1.17E-01
370871.00 3753980.00 2.48E-06 1.23E-01 1.23E-01
370891.00 3753980.00 2.62E-06 1.30E-01 1.30E-01
370911.00 3753980.00 2.76E-06 1.37E-01 1.37E-01
370931.00 3753980.00 2.91E-06 1.45E-01 1.45E-01
370951.00 3753980.00 3.06E-06 1.52E-01 1.52E-01
370971.00 3753980.00 3.21E-06 1.60E-01 1.60E-01
370991.00 3753980.00 3.37E-06 1.67E-01 1.67E-01
371011.00 3753980.00 3.51E-06 1.75E-01 1.75E-01
371031.00 3753980.00 3.69E-06 1.84E-01 1.84E-01
371051.00 3753980.00 3.82E-06 1.90E-01 1.90E-01
371071.00 3753980.00 3.82E-06 1.90E-01 1.90E-01
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371091.00 3753980.00 3.92E-06 1.95E-01 1.95E-01
371111.00 3753980.00 3.97E-06 1.97E-01 1.97E-01
371131.00 3753980.00 4.01E-06 1.99E-01 1.99E-01
371151.00 3753980.00 3.97E-06 1.97E-01 1.97E-01
371171.00 3753980.00 3.81E-06 1.89E-01 1.89E-01
371191.00 3753980.00 3.57E-06 1.77E-01 1.77E-01
371211.00 3753980.00 3.34E-06 1.66E-01 1.66E-01
371231.00 3753980.00 3.10E-06 1.54E-01 1.54E-01
371251.00 3753980.00 2.85E-06 1.42E-01 1.42E-01
371271.00 3753980.00 2.59E-06 1.29E-01 1.29E-01
371291.00 3753980.00 2.36E-06 1.17E-01 1.17E-01
371311.00 3753980.00 2.16E-06 1.07E-01 1.07E-01
371331.00 3753980.00 1.97E-06 9.81E-02 9.81E-02
371351.00 3753980.00 1.81E-06 8.98E-02 8.98E-02
371371.00 3753980.00 1.66E-06 8.25E-02 8.25E-02
371391.00 3753980.00 1.53E-06 7.59E-02 7.59E-02
371411.00 3753980.00 1.42E-06 7.04E-02 7.04E-02
371431.00 3753980.00 1.32E-06 6.55E-02 6.55E-02
371451.00 3753980.00 1.23E-06 6.13E-02 6.13E-02
371471.00 3753980.00 1.16E-06 5.78E-02 5.78E-02
371491.00 3753980.00 1.10E-06 5.46E-02 5.46E-02
371511.00 3753980.00 1.04E-06 5.18E-02 5.18E-02
371531.00 3753980.00 9.94E-07 4.94E-02 4.94E-02
371551.00 3753980.00 9.50E-07 4.72E-02 4.72E-02
371571.00 3753980.00 9.09E-07 4.52E-02 4.52E-02
371591.00 3753980.00 8.72E-07 4.33E-02 4.33E-02
371611.00 3753980.00 8.36E-07 4.16E-02 4.16E-02
371631.00 3753980.00 8.05E-07 4.00E-02 4.00E-02
371651.00 3753980.00 7.75E-07 3.85E-02 3.85E-02
371671.00 3753980.00 7.48E-07 3.72E-02 3.72E-02
371691.00 3753980.00 7.23E-07 3.59E-02 3.59E-02
371711.00 3753980.00 6.99E-07 3.47E-02 3.47E-02
371731.00 3753980.00 6.77E-07 3.36E-02 3.36E-02
371751.00 3753980.00 6.56E-07 3.26E-02 3.26E-02
371771.00 3753980.00 6.37E-07 3.17E-02 3.17E-02
371791.00 3753980.00 6.20E-07 3.08E-02 3.08E-02
371811.00 3753980.00 6.03E-07 3.00E-02 3.00E-02
371831.00 3753980.00 5.88E-07 2.92E-02 2.92E-02
370571.00 3754000.00 1.22E-06 6.04E-02 6.04E-02
370591.00 3754000.00 1.27E-06 6.32E-02 6.32E-02
370611.00 3754000.00 1.33E-06 6.62E-02 6.62E-02
370631.00 3754000.00 1.40E-06 6.95E-02 6.95E-02
370651.00 3754000.00 1.47E-06 7.29E-02 7.29E-02
370671.00 3754000.00 1.54E-06 7.65E-02 7.65E-02
370691.00 3754000.00 1.62E-06 8.06E-02 8.06E-02

Unmitigated Construction HRA-Worker (02-20-19).xlsx 224 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

16+ 16+

X Y

Receptor

Total Cancer Risk (in 
one million)

Dose (mg/kg-day) Cancer Risk (in one 
million)

Maximum Worker 
Cancer Risk (per 

million)XY X  Y Receptor Group

Worker Cancer 
Risk (per 
million)

370711.00 3754000.00 1.71E-06 8.49E-02 8.49E-02
370731.00 3754000.00 1.80E-06 8.95E-02 8.95E-02
370751.00 3754000.00 1.90E-06 9.44E-02 9.44E-02
370771.00 3754000.00 2.01E-06 9.98E-02 9.98E-02
370791.00 3754000.00 2.13E-06 1.06E-01 1.06E-01
370811.00 3754000.00 2.25E-06 1.12E-01 1.12E-01
370831.00 3754000.00 2.38E-06 1.18E-01 1.18E-01
370851.00 3754000.00 2.50E-06 1.24E-01 1.24E-01
370871.00 3754000.00 2.65E-06 1.32E-01 1.32E-01
370891.00 3754000.00 2.81E-06 1.39E-01 1.39E-01
370911.00 3754000.00 2.97E-06 1.48E-01 1.48E-01
370931.00 3754000.00 3.15E-06 1.57E-01 1.57E-01
370951.00 3754000.00 3.34E-06 1.66E-01 1.66E-01
370971.00 3754000.00 3.53E-06 1.76E-01 1.76E-01
370991.00 3754000.00 3.74E-06 1.86E-01 1.86E-01
371011.00 3754000.00 3.98E-06 1.98E-01 1.98E-01
371031.00 3754000.00 4.22E-06 2.09E-01 2.09E-01
371051.00 3754000.00 4.40E-06 2.19E-01 2.19E-01
371071.00 3754000.00 4.39E-06 2.18E-01 2.18E-01
371091.00 3754000.00 4.57E-06 2.27E-01 2.27E-01
371111.00 3754000.00 4.70E-06 2.33E-01 2.33E-01
371131.00 3754000.00 4.81E-06 2.39E-01 2.39E-01
371151.00 3754000.00 4.81E-06 2.39E-01 2.39E-01
371171.00 3754000.00 4.63E-06 2.30E-01 2.30E-01
371191.00 3754000.00 4.36E-06 2.17E-01 2.17E-01
371211.00 3754000.00 4.04E-06 2.01E-01 2.01E-01
371231.00 3754000.00 3.71E-06 1.84E-01 1.84E-01
371251.00 3754000.00 3.37E-06 1.67E-01 1.67E-01
371271.00 3754000.00 3.04E-06 1.51E-01 1.51E-01
371291.00 3754000.00 2.75E-06 1.37E-01 1.37E-01
371311.00 3754000.00 2.50E-06 1.24E-01 1.24E-01
371331.00 3754000.00 2.27E-06 1.13E-01 1.13E-01
371351.00 3754000.00 2.07E-06 1.03E-01 1.03E-01
371371.00 3754000.00 1.91E-06 9.47E-02 9.47E-02
371391.00 3754000.00 1.76E-06 8.76E-02 8.76E-02
371411.00 3754000.00 1.64E-06 8.15E-02 8.15E-02
371431.00 3754000.00 1.53E-06 7.62E-02 7.62E-02
371451.00 3754000.00 1.44E-06 7.17E-02 7.17E-02
371471.00 3754000.00 1.36E-06 6.78E-02 6.78E-02
371491.00 3754000.00 1.30E-06 6.43E-02 6.43E-02
371511.00 3754000.00 1.23E-06 6.13E-02 6.13E-02
371531.00 3754000.00 1.18E-06 5.85E-02 5.85E-02
371551.00 3754000.00 1.13E-06 5.59E-02 5.59E-02
371571.00 3754000.00 1.08E-06 5.36E-02 5.36E-02
371591.00 3754000.00 1.03E-06 5.14E-02 5.14E-02
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371611.00 3754000.00 9.91E-07 4.92E-02 4.92E-02
371631.00 3754000.00 9.53E-07 4.73E-02 4.73E-02
371651.00 3754000.00 9.17E-07 4.56E-02 4.56E-02
371671.00 3754000.00 8.85E-07 4.40E-02 4.40E-02
371691.00 3754000.00 8.54E-07 4.24E-02 4.24E-02
371711.00 3754000.00 8.25E-07 4.10E-02 4.10E-02
371731.00 3754000.00 7.98E-07 3.96E-02 3.96E-02
371751.00 3754000.00 7.72E-07 3.84E-02 3.84E-02
371771.00 3754000.00 7.50E-07 3.72E-02 3.72E-02
371791.00 3754000.00 7.28E-07 3.62E-02 3.62E-02
371811.00 3754000.00 7.08E-07 3.52E-02 3.52E-02
371831.00 3754000.00 6.89E-07 3.42E-02 3.42E-02
370571.00 3754020.00 1.25E-06 6.20E-02 6.20E-02
370591.00 3754020.00 1.31E-06 6.50E-02 6.50E-02
370611.00 3754020.00 1.37E-06 6.82E-02 6.82E-02
370631.00 3754020.00 1.44E-06 7.16E-02 7.16E-02
370651.00 3754020.00 1.51E-06 7.53E-02 7.53E-02
370671.00 3754020.00 1.59E-06 7.92E-02 7.92E-02
370691.00 3754020.00 1.68E-06 8.35E-02 8.35E-02
370711.00 3754020.00 1.77E-06 8.82E-02 8.82E-02
370731.00 3754020.00 1.88E-06 9.32E-02 9.32E-02
370751.00 3754020.00 1.98E-06 9.86E-02 9.86E-02
370771.00 3754020.00 2.10E-06 1.05E-01 1.05E-01
370791.00 3754020.00 2.23E-06 1.11E-01 1.11E-01
370811.00 3754020.00 2.37E-06 1.18E-01 1.18E-01
370831.00 3754020.00 2.50E-06 1.24E-01 1.24E-01
370851.00 3754020.00 2.65E-06 1.32E-01 1.32E-01
370871.00 3754020.00 2.82E-06 1.40E-01 1.40E-01
370891.00 3754020.00 3.01E-06 1.49E-01 1.49E-01
370911.00 3754020.00 3.21E-06 1.59E-01 1.59E-01
370931.00 3754020.00 3.42E-06 1.70E-01 1.70E-01
370951.00 3754020.00 3.64E-06 1.81E-01 1.81E-01
370971.00 3754020.00 3.89E-06 1.93E-01 1.93E-01
370991.00 3754020.00 4.19E-06 2.08E-01 2.08E-01
371011.00 3754020.00 4.49E-06 2.23E-01 2.23E-01
371031.00 3754020.00 4.78E-06 2.37E-01 2.37E-01
371051.00 3754020.00 5.07E-06 2.52E-01 2.52E-01
371071.00 3754020.00 5.09E-06 2.53E-01 2.53E-01
371091.00 3754020.00 5.39E-06 2.68E-01 2.68E-01
371111.00 3754020.00 5.63E-06 2.80E-01 2.80E-01
371131.00 3754020.00 5.86E-06 2.91E-01 2.91E-01
371151.00 3754020.00 5.94E-06 2.95E-01 2.95E-01
371171.00 3754020.00 5.76E-06 2.86E-01 2.86E-01
371191.00 3754020.00 5.44E-06 2.70E-01 2.70E-01
371211.00 3754020.00 5.02E-06 2.49E-01 2.49E-01
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371231.00 3754020.00 4.55E-06 2.26E-01 2.26E-01
371251.00 3754020.00 4.08E-06 2.03E-01 2.03E-01
371271.00 3754020.00 3.64E-06 1.81E-01 1.81E-01
371291.00 3754020.00 3.28E-06 1.63E-01 1.63E-01
371311.00 3754020.00 2.95E-06 1.47E-01 1.47E-01
371331.00 3754020.00 2.68E-06 1.33E-01 1.33E-01
371351.00 3754020.00 2.45E-06 1.22E-01 1.22E-01
371371.00 3754020.00 2.26E-06 1.12E-01 1.12E-01
371391.00 3754020.00 2.11E-06 1.05E-01 1.05E-01
371411.00 3754020.00 1.97E-06 9.80E-02 9.80E-02
371431.00 3754020.00 1.85E-06 9.21E-02 9.21E-02
371451.00 3754020.00 1.75E-06 8.71E-02 8.71E-02
371471.00 3754020.00 1.66E-06 8.26E-02 8.26E-02
371491.00 3754020.00 1.58E-06 7.85E-02 7.85E-02
371511.00 3754020.00 1.51E-06 7.48E-02 7.48E-02
371531.00 3754020.00 1.44E-06 7.13E-02 7.13E-02
371551.00 3754020.00 1.37E-06 6.81E-02 6.81E-02
371571.00 3754020.00 1.31E-06 6.51E-02 6.51E-02
371591.00 3754020.00 1.25E-06 6.23E-02 6.23E-02
371611.00 3754020.00 1.20E-06 5.96E-02 5.96E-02
371631.00 3754020.00 1.15E-06 5.71E-02 5.71E-02
371651.00 3754020.00 1.10E-06 5.49E-02 5.49E-02
371671.00 3754020.00 1.06E-06 5.28E-02 5.28E-02
371691.00 3754020.00 1.02E-06 5.08E-02 5.08E-02
371711.00 3754020.00 9.86E-07 4.90E-02 4.90E-02
371731.00 3754020.00 9.52E-07 4.73E-02 4.73E-02
371751.00 3754020.00 9.20E-07 4.57E-02 4.57E-02
371771.00 3754020.00 8.91E-07 4.43E-02 4.43E-02
371791.00 3754020.00 8.64E-07 4.29E-02 4.29E-02
371811.00 3754020.00 8.38E-07 4.17E-02 4.17E-02
371831.00 3754020.00 8.15E-07 4.05E-02 4.05E-02
370571.00 3754040.00 1.28E-06 6.38E-02 6.38E-02
370591.00 3754040.00 1.35E-06 6.69E-02 6.69E-02
370611.00 3754040.00 1.41E-06 7.03E-02 7.03E-02
370631.00 3754040.00 1.49E-06 7.39E-02 7.39E-02
370651.00 3754040.00 1.57E-06 7.78E-02 7.78E-02
370671.00 3754040.00 1.65E-06 8.21E-02 8.21E-02
370691.00 3754040.00 1.74E-06 8.65E-02 8.65E-02
370711.00 3754040.00 1.84E-06 9.15E-02 9.15E-02
370731.00 3754040.00 1.95E-06 9.69E-02 9.69E-02
370751.00 3754040.00 2.07E-06 1.03E-01 1.03E-01
370771.00 3754040.00 2.20E-06 1.09E-01 1.09E-01
370791.00 3754040.00 2.34E-06 1.16E-01 1.16E-01
370811.00 3754040.00 2.49E-06 1.24E-01 1.24E-01
370831.00 3754040.00 2.64E-06 1.31E-01 1.31E-01
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370851.00 3754040.00 2.81E-06 1.40E-01 1.40E-01
370871.00 3754040.00 3.00E-06 1.49E-01 1.49E-01
370891.00 3754040.00 3.22E-06 1.60E-01 1.60E-01
370911.00 3754040.00 3.45E-06 1.71E-01 1.71E-01
370931.00 3754040.00 3.70E-06 1.84E-01 1.84E-01
370951.00 3754040.00 3.97E-06 1.97E-01 1.97E-01
370971.00 3754040.00 4.27E-06 2.12E-01 2.12E-01
370991.00 3754040.00 4.66E-06 2.32E-01 2.32E-01
371011.00 3754040.00 5.04E-06 2.50E-01 2.50E-01
371031.00 3754040.00 5.43E-06 2.70E-01 2.70E-01
371051.00 3754040.00 5.84E-06 2.90E-01 2.90E-01
371071.00 3754040.00 6.02E-06 2.99E-01 2.99E-01
371091.00 3754040.00 6.46E-06 3.21E-01 3.21E-01
371111.00 3754040.00 6.87E-06 3.42E-01 3.42E-01
371131.00 3754040.00 7.26E-06 3.61E-01 3.61E-01
371151.00 3754040.00 7.53E-06 3.74E-01 3.74E-01
371171.00 3754040.00 7.39E-06 3.67E-01 3.67E-01
371191.00 3754040.00 7.02E-06 3.49E-01 3.49E-01
371211.00 3754040.00 6.44E-06 3.20E-01 3.20E-01
371231.00 3754040.00 5.76E-06 2.86E-01 2.86E-01
371251.00 3754040.00 5.08E-06 2.53E-01 2.53E-01
371271.00 3754040.00 4.45E-06 2.21E-01 2.21E-01
371291.00 3754040.00 3.99E-06 1.98E-01 1.98E-01
371311.00 3754040.00 3.60E-06 1.79E-01 1.79E-01
371331.00 3754040.00 3.28E-06 1.63E-01 1.63E-01
371351.00 3754040.00 3.04E-06 1.51E-01 1.51E-01
371371.00 3754040.00 2.83E-06 1.41E-01 1.41E-01
371391.00 3754040.00 2.66E-06 1.32E-01 1.32E-01
371411.00 3754040.00 2.50E-06 1.24E-01 1.24E-01
371431.00 3754040.00 2.36E-06 1.17E-01 1.17E-01
371451.00 3754040.00 2.23E-06 1.11E-01 1.11E-01
371471.00 3754040.00 2.11E-06 1.05E-01 1.05E-01
371491.00 3754040.00 2.00E-06 9.94E-02 9.94E-02
371511.00 3754040.00 1.90E-06 9.42E-02 9.42E-02
371531.00 3754040.00 1.80E-06 8.94E-02 8.94E-02
371551.00 3754040.00 1.71E-06 8.49E-02 8.49E-02
371571.00 3754040.00 1.62E-06 8.07E-02 8.07E-02
371591.00 3754040.00 1.55E-06 7.68E-02 7.68E-02
371611.00 3754040.00 1.47E-06 7.32E-02 7.32E-02
371631.00 3754040.00 1.41E-06 6.99E-02 6.99E-02
371651.00 3754040.00 1.35E-06 6.69E-02 6.69E-02
371671.00 3754040.00 1.29E-06 6.41E-02 6.41E-02
371691.00 3754040.00 1.24E-06 6.15E-02 6.15E-02
371711.00 3754040.00 1.19E-06 5.91E-02 5.91E-02
371731.00 3754040.00 1.15E-06 5.69E-02 5.69E-02
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371751.00 3754040.00 1.10E-06 5.49E-02 5.49E-02
371771.00 3754040.00 1.07E-06 5.30E-02 5.30E-02
371791.00 3754040.00 1.03E-06 5.13E-02 5.13E-02
371811.00 3754040.00 1.00E-06 4.97E-02 4.97E-02
371831.00 3754040.00 9.69E-07 4.81E-02 4.81E-02
370571.00 3754060.00 1.32E-06 6.55E-02 6.55E-02
370591.00 3754060.00 1.38E-06 6.87E-02 6.87E-02
370611.00 3754060.00 1.45E-06 7.23E-02 7.23E-02
370631.00 3754060.00 1.53E-06 7.61E-02 7.61E-02
370651.00 3754060.00 1.61E-06 8.02E-02 8.02E-02
370671.00 3754060.00 1.70E-06 8.46E-02 8.46E-02
370691.00 3754060.00 1.80E-06 8.95E-02 8.95E-02
370711.00 3754060.00 1.91E-06 9.48E-02 9.48E-02
370731.00 3754060.00 2.03E-06 1.01E-01 1.01E-01
370751.00 3754060.00 2.15E-06 1.07E-01 1.07E-01
370771.00 3754060.00 2.29E-06 1.14E-01 1.14E-01
370791.00 3754060.00 2.44E-06 1.21E-01 1.21E-01
370811.00 3754060.00 2.60E-06 1.29E-01 1.29E-01
370831.00 3754060.00 2.78E-06 1.38E-01 1.38E-01
370851.00 3754060.00 2.97E-06 1.48E-01 1.48E-01
370871.00 3754060.00 3.19E-06 1.58E-01 1.58E-01
370891.00 3754060.00 3.44E-06 1.71E-01 1.71E-01
370911.00 3754060.00 3.71E-06 1.84E-01 1.84E-01
370931.00 3754060.00 4.00E-06 1.99E-01 1.99E-01
370951.00 3754060.00 4.33E-06 2.15E-01 2.15E-01
370971.00 3754060.00 4.70E-06 2.34E-01 2.34E-01
370991.00 3754060.00 5.18E-06 2.57E-01 2.57E-01
371011.00 3754060.00 5.66E-06 2.81E-01 2.81E-01
371031.00 3754060.00 6.18E-06 3.07E-01 3.07E-01
371051.00 3754060.00 6.75E-06 3.35E-01 3.35E-01
371071.00 3754060.00 7.20E-06 3.58E-01 3.58E-01
371091.00 3754060.00 7.89E-06 3.92E-01 3.92E-01
371111.00 3754060.00 8.60E-06 4.27E-01 4.27E-01
371131.00 3754060.00 9.21E-06 4.57E-01 4.57E-01
371151.00 3754060.00 9.82E-06 4.88E-01 4.88E-01
371171.00 3754060.00 9.86E-06 4.90E-01 4.90E-01
371191.00 3754060.00 9.46E-06 4.70E-01 4.70E-01
371211.00 3754060.00 8.65E-06 4.30E-01 4.30E-01
371231.00 3754060.00 7.63E-06 3.79E-01 3.79E-01
371251.00 3754060.00 6.57E-06 3.26E-01 3.26E-01
371271.00 3754060.00 5.68E-06 2.82E-01 2.82E-01
371291.00 3754060.00 5.08E-06 2.52E-01 2.52E-01
371311.00 3754060.00 4.65E-06 2.31E-01 2.31E-01
371331.00 3754060.00 4.34E-06 2.16E-01 2.16E-01
371351.00 3754060.00 4.08E-06 2.03E-01 2.03E-01
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371371.00 3754060.00 3.84E-06 1.91E-01 1.91E-01
371391.00 3754060.00 3.61E-06 1.79E-01 1.79E-01
371411.00 3754060.00 3.38E-06 1.68E-01 1.68E-01
371431.00 3754060.00 3.16E-06 1.57E-01 1.57E-01
371451.00 3754060.00 2.96E-06 1.47E-01 1.47E-01
371471.00 3754060.00 2.78E-06 1.38E-01 1.38E-01
371491.00 3754060.00 2.60E-06 1.29E-01 1.29E-01
371511.00 3754060.00 2.45E-06 1.22E-01 1.22E-01
371531.00 3754060.00 2.30E-06 1.14E-01 1.14E-01
371551.00 3754060.00 2.17E-06 1.08E-01 1.08E-01
371571.00 3754060.00 2.04E-06 1.02E-01 1.02E-01
371591.00 3754060.00 1.93E-06 9.60E-02 9.60E-02
371611.00 3754060.00 1.83E-06 9.09E-02 9.09E-02
371631.00 3754060.00 1.74E-06 8.63E-02 8.63E-02
371651.00 3754060.00 1.65E-06 8.22E-02 8.22E-02
371671.00 3754060.00 1.58E-06 7.84E-02 7.84E-02
371691.00 3754060.00 1.51E-06 7.50E-02 7.50E-02
371711.00 3754060.00 1.45E-06 7.18E-02 7.18E-02
371731.00 3754060.00 1.39E-06 6.89E-02 6.89E-02
371751.00 3754060.00 1.33E-06 6.63E-02 6.63E-02
371771.00 3754060.00 1.29E-06 6.39E-02 6.39E-02
371791.00 3754060.00 1.24E-06 6.16E-02 6.16E-02
371811.00 3754060.00 1.20E-06 5.95E-02 5.95E-02
371831.00 3754060.00 1.16E-06 5.75E-02 5.75E-02
370571.00 3754080.00 1.35E-06 6.72E-02 6.72E-02
370591.00 3754080.00 1.42E-06 7.06E-02 7.06E-02
370611.00 3754080.00 1.50E-06 7.43E-02 7.43E-02
370631.00 3754080.00 1.58E-06 7.83E-02 7.83E-02
370651.00 3754080.00 1.66E-06 8.26E-02 8.26E-02
370671.00 3754080.00 1.76E-06 8.74E-02 8.74E-02
370691.00 3754080.00 1.86E-06 9.25E-02 9.25E-02
370711.00 3754080.00 1.98E-06 9.82E-02 9.82E-02
370731.00 3754080.00 2.10E-06 1.04E-01 1.04E-01
370751.00 3754080.00 2.24E-06 1.11E-01 1.11E-01
370771.00 3754080.00 2.38E-06 1.18E-01 1.18E-01
370791.00 3754080.00 2.55E-06 1.27E-01 1.27E-01
370811.00 3754080.00 2.72E-06 1.35E-01 1.35E-01
370831.00 3754080.00 2.92E-06 1.45E-01 1.45E-01
370851.00 3754080.00 3.13E-06 1.56E-01 1.56E-01
370871.00 3754080.00 3.38E-06 1.68E-01 1.68E-01
370891.00 3754080.00 3.66E-06 1.82E-01 1.82E-01
370911.00 3754080.00 3.97E-06 1.97E-01 1.97E-01
370931.00 3754080.00 4.33E-06 2.15E-01 2.15E-01
370951.00 3754080.00 4.73E-06 2.35E-01 2.35E-01
370971.00 3754080.00 5.17E-06 2.57E-01 2.57E-01
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370991.00 3754080.00 5.73E-06 2.85E-01 2.85E-01
371011.00 3754080.00 6.34E-06 3.15E-01 3.15E-01
371031.00 3754080.00 7.02E-06 3.49E-01 3.49E-01
371051.00 3754080.00 7.80E-06 3.88E-01 3.88E-01
371071.00 3754080.00 8.66E-06 4.30E-01 4.30E-01
371091.00 3754080.00 9.71E-06 4.83E-01 4.83E-01
371111.00 3754080.00 1.08E-05 5.38E-01 5.38E-01
371131.00 3754080.00 1.21E-05 6.00E-01 6.00E-01
371151.00 3754080.00 1.33E-05 6.62E-01 6.62E-01
371171.00 3754080.00 1.38E-05 6.87E-01 6.87E-01
371191.00 3754080.00 1.35E-05 6.68E-01 6.68E-01
371211.00 3754080.00 1.23E-05 6.10E-01 6.10E-01
371231.00 3754080.00 1.06E-05 5.27E-01 5.27E-01
371251.00 3754080.00 9.03E-06 4.48E-01 4.48E-01
371271.00 3754080.00 7.92E-06 3.93E-01 3.93E-01
371291.00 3754080.00 7.32E-06 3.63E-01 3.63E-01
371311.00 3754080.00 6.92E-06 3.44E-01 3.44E-01
371331.00 3754080.00 6.55E-06 3.26E-01 3.26E-01
371351.00 3754080.00 6.14E-06 3.05E-01 3.05E-01
371371.00 3754080.00 5.70E-06 2.83E-01 2.83E-01
371391.00 3754080.00 5.25E-06 2.61E-01 2.61E-01
371411.00 3754080.00 4.81E-06 2.39E-01 2.39E-01
371431.00 3754080.00 4.40E-06 2.19E-01 2.19E-01
371451.00 3754080.00 4.05E-06 2.01E-01 2.01E-01
371471.00 3754080.00 3.73E-06 1.85E-01 1.85E-01
371491.00 3754080.00 3.45E-06 1.71E-01 1.71E-01
371511.00 3754080.00 3.19E-06 1.59E-01 1.59E-01
371531.00 3754080.00 2.97E-06 1.47E-01 1.47E-01
371551.00 3754080.00 2.76E-06 1.37E-01 1.37E-01
371571.00 3754080.00 2.58E-06 1.28E-01 1.28E-01
371591.00 3754080.00 2.42E-06 1.20E-01 1.20E-01
371611.00 3754080.00 2.28E-06 1.13E-01 1.13E-01
371631.00 3754080.00 2.15E-06 1.07E-01 1.07E-01
371651.00 3754080.00 2.04E-06 1.01E-01 1.01E-01
371671.00 3754080.00 1.94E-06 9.63E-02 9.63E-02
371691.00 3754080.00 1.85E-06 9.17E-02 9.17E-02
371711.00 3754080.00 1.76E-06 8.76E-02 8.76E-02
371731.00 3754080.00 1.69E-06 8.38E-02 8.38E-02
371751.00 3754080.00 1.62E-06 8.03E-02 8.03E-02
371771.00 3754080.00 1.55E-06 7.71E-02 7.71E-02
371791.00 3754080.00 1.49E-06 7.42E-02 7.42E-02
371811.00 3754080.00 1.44E-06 7.14E-02 7.14E-02
371831.00 3754080.00 1.39E-06 6.88E-02 6.88E-02
370571.00 3754100.00 1.38E-06 6.88E-02 6.88E-02
370591.00 3754100.00 1.46E-06 7.24E-02 7.24E-02
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370611.00 3754100.00 1.53E-06 7.62E-02 7.62E-02
370631.00 3754100.00 1.62E-06 8.04E-02 8.04E-02
370651.00 3754100.00 1.71E-06 8.49E-02 8.49E-02
370671.00 3754100.00 1.81E-06 8.99E-02 8.99E-02
370691.00 3754100.00 1.92E-06 9.54E-02 9.54E-02
370711.00 3754100.00 2.04E-06 1.01E-01 1.01E-01
370731.00 3754100.00 2.17E-06 1.08E-01 1.08E-01
370751.00 3754100.00 2.31E-06 1.15E-01 1.15E-01
370771.00 3754100.00 2.47E-06 1.23E-01 1.23E-01
370791.00 3754100.00 2.65E-06 1.31E-01 1.31E-01
370811.00 3754100.00 2.84E-06 1.41E-01 1.41E-01
370831.00 3754100.00 3.05E-06 1.52E-01 1.52E-01
370851.00 3754100.00 3.30E-06 1.64E-01 1.64E-01
370871.00 3754100.00 3.57E-06 1.77E-01 1.77E-01
370891.00 3754100.00 3.88E-06 1.93E-01 1.93E-01
370911.00 3754100.00 4.24E-06 2.11E-01 2.11E-01
370931.00 3754100.00 4.66E-06 2.31E-01 2.31E-01
370951.00 3754100.00 5.14E-06 2.55E-01 2.55E-01
370971.00 3754100.00 5.69E-06 2.82E-01 2.82E-01
370991.00 3754100.00 6.31E-06 3.14E-01 3.14E-01
371011.00 3754100.00 7.10E-06 3.53E-01 3.53E-01
371031.00 3754100.00 7.95E-06 3.95E-01 3.95E-01
371051.00 3754100.00 9.01E-06 4.48E-01 4.48E-01
371071.00 3754100.00 1.02E-05 5.09E-01 5.09E-01
371091.00 3754100.00 1.18E-05 5.87E-01 5.87E-01
371111.00 3754100.00 1.37E-05 6.81E-01 6.81E-01
371131.00 3754100.00 1.61E-05 8.01E-01 8.01E-01
371151.00 3754100.00 1.88E-05 9.35E-01 9.35E-01
371171.00 3754100.00 2.09E-05 1.04E+00 1.04E+00
371191.00 3754100.00 2.08E-05 1.03E+00 1.03E+00
371211.00 3754100.00 1.94E-05 9.62E-01 9.62E-01
371231.00 3754100.00 1.72E-05 8.53E-01 8.53E-01
371251.00 3754100.00 1.49E-05 7.42E-01 7.42E-01
371271.00 3754100.00 1.39E-05 6.91E-01 6.91E-01
371291.00 3754100.00 1.34E-05 6.66E-01 6.66E-01
371311.00 3754100.00 1.25E-05 6.20E-01 6.20E-01
371331.00 3754100.00 1.12E-05 5.58E-01 5.58E-01
371351.00 3754100.00 1.00E-05 4.98E-01 4.98E-01
371371.00 3754100.00 8.90E-06 4.42E-01 4.42E-01
371391.00 3754100.00 7.91E-06 3.93E-01 3.93E-01
371411.00 3754100.00 7.00E-06 3.48E-01 3.48E-01
371431.00 3754100.00 6.23E-06 3.09E-01 3.09E-01
371451.00 3754100.00 5.56E-06 2.76E-01 2.76E-01
371471.00 3754100.00 5.02E-06 2.49E-01 2.49E-01
371491.00 3754100.00 4.55E-06 2.26E-01 2.26E-01
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371511.00 3754100.00 4.16E-06 2.07E-01 2.07E-01
371531.00 3754100.00 3.82E-06 1.90E-01 1.90E-01
371551.00 3754100.00 3.52E-06 1.75E-01 1.75E-01
371571.00 3754100.00 3.26E-06 1.62E-01 1.62E-01
371591.00 3754100.00 3.04E-06 1.51E-01 1.51E-01
371611.00 3754100.00 2.84E-06 1.41E-01 1.41E-01
371631.00 3754100.00 2.67E-06 1.33E-01 1.33E-01
371651.00 3754100.00 2.52E-06 1.25E-01 1.25E-01
371671.00 3754100.00 2.38E-06 1.18E-01 1.18E-01
371691.00 3754100.00 2.26E-06 1.12E-01 1.12E-01
371711.00 3754100.00 2.15E-06 1.07E-01 1.07E-01
371731.00 3754100.00 2.05E-06 1.02E-01 1.02E-01
371751.00 3754100.00 1.96E-06 9.74E-02 9.74E-02
371771.00 3754100.00 1.88E-06 9.32E-02 9.32E-02
371791.00 3754100.00 1.80E-06 8.93E-02 8.93E-02
371811.00 3754100.00 1.73E-06 8.57E-02 8.57E-02
371831.00 3754100.00 1.66E-06 8.24E-02 8.24E-02
370571.00 3754120.00 1.42E-06 7.05E-02 7.05E-02
370591.00 3754120.00 1.49E-06 7.42E-02 7.42E-02
370611.00 3754120.00 1.57E-06 7.82E-02 7.82E-02
370631.00 3754120.00 1.66E-06 8.26E-02 8.26E-02
370651.00 3754120.00 1.76E-06 8.74E-02 8.74E-02
370671.00 3754120.00 1.86E-06 9.26E-02 9.26E-02
370691.00 3754120.00 1.98E-06 9.84E-02 9.84E-02
370711.00 3754120.00 2.11E-06 1.05E-01 1.05E-01
370731.00 3754120.00 2.25E-06 1.12E-01 1.12E-01
370751.00 3754120.00 2.40E-06 1.19E-01 1.19E-01
370771.00 3754120.00 2.56E-06 1.27E-01 1.27E-01
370791.00 3754120.00 2.74E-06 1.36E-01 1.36E-01
370811.00 3754120.00 2.94E-06 1.46E-01 1.46E-01
370831.00 3754120.00 3.17E-06 1.58E-01 1.58E-01
370851.00 3754120.00 3.45E-06 1.72E-01 1.72E-01
370871.00 3754120.00 3.77E-06 1.87E-01 1.87E-01
370891.00 3754120.00 4.12E-06 2.05E-01 2.05E-01
370911.00 3754120.00 4.53E-06 2.25E-01 2.25E-01
370931.00 3754120.00 5.00E-06 2.49E-01 2.49E-01
370951.00 3754120.00 5.54E-06 2.75E-01 2.75E-01
370971.00 3754120.00 6.16E-06 3.06E-01 3.06E-01
370991.00 3754120.00 6.98E-06 3.47E-01 3.47E-01
371011.00 3754120.00 7.92E-06 3.94E-01 3.94E-01
371031.00 3754120.00 8.97E-06 4.46E-01 4.46E-01
371051.00 3754120.00 1.03E-05 5.14E-01 5.14E-01
371071.00 3754120.00 1.20E-05 5.96E-01 5.96E-01
371091.00 3754120.00 1.42E-05 7.07E-01 7.07E-01
371111.00 3754120.00 1.71E-05 8.50E-01 8.50E-01
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371131.00 3754120.00 2.14E-05 1.06E+00 1.06E+00
371151.00 3754120.00 2.75E-05 1.36E+00 1.36E+00
371171.00 3754120.00 3.27E-05 1.62E+00 1.62E+00
371271.00 3754120.00 3.49E-05 1.73E+00 1.73E+00
371291.00 3754120.00 3.03E-05 1.51E+00 1.51E+00
371311.00 3754120.00 2.41E-05 1.20E+00 1.20E+00
371331.00 3754120.00 1.94E-05 9.66E-01 9.66E-01
371351.00 3754120.00 1.60E-05 7.97E-01 7.97E-01
371371.00 3754120.00 1.35E-05 6.72E-01 6.72E-01
371391.00 3754120.00 1.15E-05 5.73E-01 5.73E-01
371411.00 3754120.00 9.94E-06 4.94E-01 4.94E-01
371431.00 3754120.00 8.56E-06 4.25E-01 4.25E-01
371451.00 3754120.00 7.49E-06 3.72E-01 3.72E-01
371471.00 3754120.00 6.63E-06 3.30E-01 3.30E-01
371491.00 3754120.00 5.93E-06 2.95E-01 2.95E-01
371511.00 3754120.00 5.34E-06 2.66E-01 2.66E-01
371531.00 3754120.00 4.85E-06 2.41E-01 2.41E-01
371551.00 3754120.00 4.44E-06 2.21E-01 2.21E-01
371571.00 3754120.00 4.09E-06 2.03E-01 2.03E-01
371591.00 3754120.00 3.79E-06 1.88E-01 1.88E-01
371611.00 3754120.00 3.53E-06 1.75E-01 1.75E-01
371631.00 3754120.00 3.30E-06 1.64E-01 1.64E-01
371651.00 3754120.00 3.10E-06 1.54E-01 1.54E-01
371671.00 3754120.00 2.92E-06 1.45E-01 1.45E-01
371691.00 3754120.00 2.77E-06 1.37E-01 1.37E-01
371711.00 3754120.00 2.62E-06 1.30E-01 1.30E-01
371731.00 3754120.00 2.49E-06 1.24E-01 1.24E-01
371751.00 3754120.00 2.38E-06 1.18E-01 1.18E-01
371771.00 3754120.00 2.27E-06 1.13E-01 1.13E-01
371791.00 3754120.00 2.16E-06 1.08E-01 1.08E-01
371811.00 3754120.00 2.07E-06 1.03E-01 1.03E-01
371831.00 3754120.00 1.98E-06 9.84E-02 9.84E-02
370571.00 3754140.00 1.45E-06 7.20E-02 7.20E-02
370591.00 3754140.00 1.53E-06 7.59E-02 7.59E-02
370611.00 3754140.00 1.61E-06 8.02E-02 8.02E-02
370631.00 3754140.00 1.71E-06 8.48E-02 8.48E-02
370651.00 3754140.00 1.81E-06 8.98E-02 8.98E-02
370671.00 3754140.00 1.92E-06 9.53E-02 9.53E-02
370691.00 3754140.00 2.04E-06 1.01E-01 1.01E-01
370711.00 3754140.00 2.17E-06 1.08E-01 1.08E-01
370731.00 3754140.00 2.32E-06 1.15E-01 1.15E-01
370751.00 3754140.00 2.47E-06 1.23E-01 1.23E-01
370771.00 3754140.00 2.64E-06 1.31E-01 1.31E-01
370791.00 3754140.00 2.83E-06 1.41E-01 1.41E-01
370811.00 3754140.00 3.05E-06 1.52E-01 1.52E-01
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370831.00 3754140.00 3.30E-06 1.64E-01 1.64E-01
370851.00 3754140.00 3.60E-06 1.79E-01 1.79E-01
370871.00 3754140.00 3.96E-06 1.97E-01 1.97E-01
370891.00 3754140.00 4.34E-06 2.16E-01 2.16E-01
370911.00 3754140.00 4.79E-06 2.38E-01 2.38E-01
370931.00 3754140.00 5.33E-06 2.65E-01 2.65E-01
370951.00 3754140.00 5.94E-06 2.95E-01 2.95E-01
370971.00 3754140.00 6.75E-06 3.36E-01 3.36E-01
370991.00 3754140.00 7.60E-06 3.78E-01 3.78E-01
371011.00 3754140.00 8.65E-06 4.30E-01 4.30E-01
371031.00 3754140.00 9.97E-06 4.95E-01 4.95E-01
371051.00 3754140.00 1.16E-05 5.77E-01 5.77E-01
371071.00 3754140.00 1.38E-05 6.85E-01 6.85E-01
371091.00 3754140.00 1.68E-05 8.33E-01 8.33E-01
371111.00 3754140.00 2.11E-05 1.05E+00 1.05E+00
371131.00 3754140.00 2.77E-05 1.38E+00 1.38E+00
371151.00 3754140.00 3.80E-05 1.89E+00 1.89E+00
371171.00 3754140.00 4.73E-05 2.35E+00 2.35E+00
371271.00 3754140.00 6.46E-05 3.21E+00 3.21E+00
371291.00 3754140.00 5.28E-05 2.62E+00 2.62E+00
371311.00 3754140.00 3.89E-05 1.93E+00 1.93E+00
371331.00 3754140.00 2.94E-05 1.46E+00 1.46E+00
371351.00 3754140.00 2.32E-05 1.15E+00 1.15E+00
371371.00 3754140.00 1.88E-05 9.32E-01 9.32E-01
371411.00 3754140.00 1.31E-05 6.51E-01 6.51E-01
371431.00 3754140.00 1.12E-05 5.57E-01 5.57E-01
371451.00 3754140.00 9.71E-06 4.82E-01 4.82E-01
371471.00 3754140.00 8.51E-06 4.23E-01 4.23E-01
371491.00 3754140.00 7.53E-06 3.74E-01 3.74E-01
371511.00 3754140.00 6.73E-06 3.35E-01 3.35E-01
371531.00 3754140.00 6.08E-06 3.02E-01 3.02E-01
371551.00 3754140.00 5.53E-06 2.75E-01 2.75E-01
371571.00 3754140.00 5.07E-06 2.52E-01 2.52E-01
371591.00 3754140.00 4.68E-06 2.33E-01 2.33E-01
371611.00 3754140.00 4.35E-06 2.16E-01 2.16E-01
371631.00 3754140.00 4.06E-06 2.02E-01 2.02E-01
371651.00 3754140.00 3.81E-06 1.89E-01 1.89E-01
371671.00 3754140.00 3.58E-06 1.78E-01 1.78E-01
371691.00 3754140.00 3.38E-06 1.68E-01 1.68E-01
371711.00 3754140.00 3.19E-06 1.59E-01 1.59E-01
371731.00 3754140.00 3.03E-06 1.50E-01 1.50E-01
371751.00 3754140.00 2.87E-06 1.43E-01 1.43E-01
371771.00 3754140.00 2.73E-06 1.36E-01 1.36E-01
371791.00 3754140.00 2.60E-06 1.29E-01 1.29E-01
371811.00 3754140.00 2.47E-06 1.23E-01 1.23E-01
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371831.00 3754140.00 2.36E-06 1.17E-01 1.17E-01
370571.00 3754160.00 1.48E-06 7.35E-02 7.35E-02
370591.00 3754160.00 1.56E-06 7.76E-02 7.76E-02
370611.00 3754160.00 1.65E-06 8.20E-02 8.20E-02
370631.00 3754160.00 1.74E-06 8.67E-02 8.67E-02
370651.00 3754160.00 1.85E-06 9.18E-02 9.18E-02
370671.00 3754160.00 1.96E-06 9.76E-02 9.76E-02
370691.00 3754160.00 2.09E-06 1.04E-01 1.04E-01
370711.00 3754160.00 2.23E-06 1.11E-01 1.11E-01
370731.00 3754160.00 2.38E-06 1.18E-01 1.18E-01
370751.00 3754160.00 2.54E-06 1.26E-01 1.26E-01
370771.00 3754160.00 2.72E-06 1.35E-01 1.35E-01
370791.00 3754160.00 2.92E-06 1.45E-01 1.45E-01
370811.00 3754160.00 3.16E-06 1.57E-01 1.57E-01
370831.00 3754160.00 3.43E-06 1.70E-01 1.70E-01
370851.00 3754160.00 3.75E-06 1.86E-01 1.86E-01
370871.00 3754160.00 4.13E-06 2.05E-01 2.05E-01
370891.00 3754160.00 4.55E-06 2.26E-01 2.26E-01
370911.00 3754160.00 5.06E-06 2.51E-01 2.51E-01
370931.00 3754160.00 5.65E-06 2.81E-01 2.81E-01
370951.00 3754160.00 6.30E-06 3.13E-01 3.13E-01
370971.00 3754160.00 7.21E-06 3.58E-01 3.58E-01
370991.00 3754160.00 8.15E-06 4.05E-01 4.05E-01
371011.00 3754160.00 9.35E-06 4.64E-01 4.64E-01
371031.00 3754160.00 1.09E-05 5.40E-01 5.40E-01
371051.00 3754160.00 1.28E-05 6.37E-01 6.37E-01
371071.00 3754160.00 1.54E-05 7.66E-01 7.66E-01
371091.00 3754160.00 1.91E-05 9.49E-01 9.49E-01
371111.00 3754160.00 2.45E-05 1.22E+00 1.22E+00
371131.00 3754160.00 3.32E-05 1.65E+00 1.65E+00
371151.00 3754160.00 4.67E-05 2.32E+00 2.32E+00
371171.00 3754160.00 5.72E-05 2.84E+00 2.84E+00
371271.00 3754160.00 8.16E-05 4.05E+00 4.05E+00
371291.00 3754160.00 6.75E-05 3.35E+00 3.35E+00
371311.00 3754160.00 5.08E-05 2.53E+00 2.53E+00
371411.00 3754160.00 1.67E-05 8.28E-01 8.28E-01
371431.00 3754160.00 1.41E-05 7.01E-01 7.01E-01
371451.00 3754160.00 1.21E-05 6.03E-01 6.03E-01
371471.00 3754160.00 1.06E-05 5.26E-01 5.26E-01
371491.00 3754160.00 9.33E-06 4.64E-01 4.64E-01
371511.00 3754160.00 8.32E-06 4.13E-01 4.13E-01
371531.00 3754160.00 7.49E-06 3.72E-01 3.72E-01
371551.00 3754160.00 6.81E-06 3.39E-01 3.39E-01
371571.00 3754160.00 6.24E-06 3.10E-01 3.10E-01
371591.00 3754160.00 5.76E-06 2.86E-01 2.86E-01
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371611.00 3754160.00 5.35E-06 2.66E-01 2.66E-01
371631.00 3754160.00 4.98E-06 2.48E-01 2.48E-01
371651.00 3754160.00 4.66E-06 2.32E-01 2.32E-01
371671.00 3754160.00 4.37E-06 2.17E-01 2.17E-01
371691.00 3754160.00 4.11E-06 2.04E-01 2.04E-01
371711.00 3754160.00 3.88E-06 1.93E-01 1.93E-01
371731.00 3754160.00 3.66E-06 1.82E-01 1.82E-01
371751.00 3754160.00 3.46E-06 1.72E-01 1.72E-01
371771.00 3754160.00 3.27E-06 1.63E-01 1.63E-01
371791.00 3754160.00 3.10E-06 1.54E-01 1.54E-01
371811.00 3754160.00 2.94E-06 1.46E-01 1.46E-01
371831.00 3754160.00 2.80E-06 1.39E-01 1.39E-01
370571.00 3754180.00 1.51E-06 7.49E-02 7.49E-02
370591.00 3754180.00 1.59E-06 7.91E-02 7.91E-02
370611.00 3754180.00 1.68E-06 8.37E-02 8.37E-02
370631.00 3754180.00 1.78E-06 8.85E-02 8.85E-02
370651.00 3754180.00 1.89E-06 9.38E-02 9.38E-02
370671.00 3754180.00 2.01E-06 9.98E-02 9.98E-02
370691.00 3754180.00 2.14E-06 1.06E-01 1.06E-01
370711.00 3754180.00 2.29E-06 1.14E-01 1.14E-01
370731.00 3754180.00 2.44E-06 1.21E-01 1.21E-01
370751.00 3754180.00 2.61E-06 1.30E-01 1.30E-01
370771.00 3754180.00 2.79E-06 1.39E-01 1.39E-01
370791.00 3754180.00 3.01E-06 1.50E-01 1.50E-01
370811.00 3754180.00 3.27E-06 1.62E-01 1.62E-01
370831.00 3754180.00 3.55E-06 1.76E-01 1.76E-01
370851.00 3754180.00 3.88E-06 1.93E-01 1.93E-01
370871.00 3754180.00 4.29E-06 2.13E-01 2.13E-01
370891.00 3754180.00 4.74E-06 2.36E-01 2.36E-01
370911.00 3754180.00 5.29E-06 2.63E-01 2.63E-01
370931.00 3754180.00 5.94E-06 2.95E-01 2.95E-01
370951.00 3754180.00 6.63E-06 3.29E-01 3.29E-01
370971.00 3754180.00 7.62E-06 3.78E-01 3.78E-01
370991.00 3754180.00 8.67E-06 4.31E-01 4.31E-01
371011.00 3754180.00 1.00E-05 4.97E-01 4.97E-01
371031.00 3754180.00 1.17E-05 5.82E-01 5.82E-01
371051.00 3754180.00 1.39E-05 6.93E-01 6.93E-01
371071.00 3754180.00 1.69E-05 8.40E-01 8.40E-01
371091.00 3754180.00 2.11E-05 1.05E+00 1.05E+00
371111.00 3754180.00 2.71E-05 1.35E+00 1.35E+00
371131.00 3754180.00 3.67E-05 1.82E+00 1.82E+00
371151.00 3754180.00 5.10E-05 2.54E+00 2.54E+00
371171.00 3754180.00 6.34E-05 3.15E+00 3.15E+00
371271.00 3754180.00 9.20E-05 4.57E+00 4.57E+00
371291.00 3754180.00 7.76E-05 3.85E+00 3.85E+00
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371311.00 3754180.00 5.98E-05 2.97E+00 2.97E+00
371411.00 3754180.00 2.03E-05 1.01E+00 1.01E+00
371431.00 3754180.00 1.71E-05 8.52E-01 8.52E-01
371451.00 3754180.00 1.47E-05 7.32E-01 7.32E-01
371471.00 3754180.00 1.28E-05 6.38E-01 6.38E-01
371491.00 3754180.00 1.13E-05 5.63E-01 5.63E-01
371511.00 3754180.00 1.01E-05 5.04E-01 5.04E-01
371531.00 3754180.00 9.16E-06 4.55E-01 4.55E-01
371551.00 3754180.00 8.35E-06 4.15E-01 4.15E-01
371571.00 3754180.00 7.67E-06 3.81E-01 3.81E-01
371591.00 3754180.00 7.08E-06 3.52E-01 3.52E-01
371611.00 3754180.00 6.57E-06 3.26E-01 3.26E-01
371631.00 3754180.00 6.11E-06 3.04E-01 3.04E-01
371651.00 3754180.00 5.70E-06 2.83E-01 2.83E-01
371671.00 3754180.00 5.33E-06 2.65E-01 2.65E-01
371691.00 3754180.00 4.99E-06 2.48E-01 2.48E-01
371711.00 3754180.00 4.68E-06 2.33E-01 2.33E-01
371731.00 3754180.00 4.40E-06 2.19E-01 2.19E-01
371751.00 3754180.00 4.15E-06 2.06E-01 2.06E-01
371771.00 3754180.00 3.91E-06 1.94E-01 1.94E-01
371791.00 3754180.00 3.68E-06 1.83E-01 1.83E-01
371811.00 3754180.00 3.48E-06 1.73E-01 1.73E-01
371831.00 3754180.00 3.29E-06 1.64E-01 1.64E-01
370571.00 3754200.00 1.53E-06 7.59E-02 7.59E-02
370591.00 3754200.00 1.62E-06 8.02E-02 8.02E-02
370611.00 3754200.00 1.71E-06 8.50E-02 8.50E-02
370631.00 3754200.00 1.82E-06 9.03E-02 9.03E-02
370651.00 3754200.00 1.93E-06 9.57E-02 9.57E-02
370671.00 3754200.00 2.05E-06 1.02E-01 1.02E-01
370691.00 3754200.00 2.19E-06 1.09E-01 1.09E-01
370711.00 3754200.00 2.34E-06 1.16E-01 1.16E-01
370731.00 3754200.00 2.50E-06 1.24E-01 1.24E-01
370751.00 3754200.00 2.68E-06 1.33E-01 1.33E-01
370771.00 3754200.00 2.87E-06 1.43E-01 1.43E-01
370791.00 3754200.00 3.10E-06 1.54E-01 1.54E-01
370811.00 3754200.00 3.35E-06 1.67E-01 1.67E-01
370831.00 3754200.00 3.65E-06 1.81E-01 1.81E-01
370851.00 3754200.00 4.01E-06 1.99E-01 1.99E-01
370871.00 3754200.00 4.43E-06 2.20E-01 2.20E-01
370891.00 3754200.00 4.92E-06 2.45E-01 2.45E-01
370911.00 3754200.00 5.49E-06 2.73E-01 2.73E-01
370931.00 3754200.00 6.18E-06 3.07E-01 3.07E-01
370951.00 3754200.00 6.91E-06 3.43E-01 3.43E-01
370971.00 3754200.00 7.96E-06 3.95E-01 3.95E-01
370991.00 3754200.00 9.14E-06 4.54E-01 4.54E-01
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371011.00 3754200.00 1.06E-05 5.24E-01 5.24E-01
371031.00 3754200.00 1.24E-05 6.16E-01 6.16E-01
371051.00 3754200.00 1.48E-05 7.35E-01 7.35E-01
371071.00 3754200.00 1.80E-05 8.93E-01 8.93E-01
371091.00 3754200.00 2.24E-05 1.11E+00 1.11E+00
371111.00 3754200.00 2.91E-05 1.44E+00 1.44E+00
371131.00 3754200.00 3.91E-05 1.94E+00 1.94E+00
371151.00 3754200.00 5.41E-05 2.69E+00 2.69E+00
371171.00 3754200.00 6.85E-05 3.40E+00 3.40E+00
371411.00 3754200.00 2.39E-05 1.19E+00 1.19E+00
371431.00 3754200.00 2.03E-05 1.01E+00 1.01E+00
371451.00 3754200.00 1.76E-05 8.72E-01 8.72E-01
371471.00 3754200.00 1.54E-05 7.66E-01 7.66E-01
371491.00 3754200.00 1.37E-05 6.82E-01 6.82E-01
371511.00 3754200.00 1.24E-05 6.14E-01 6.14E-01
371531.00 3754200.00 1.12E-05 5.59E-01 5.59E-01
371551.00 3754200.00 1.03E-05 5.11E-01 5.11E-01
371571.00 3754200.00 9.47E-06 4.70E-01 4.70E-01
371591.00 3754200.00 8.74E-06 4.34E-01 4.34E-01
371611.00 3754200.00 8.09E-06 4.02E-01 4.02E-01
371631.00 3754200.00 7.50E-06 3.73E-01 3.73E-01
371651.00 3754200.00 6.97E-06 3.46E-01 3.46E-01
371671.00 3754200.00 6.48E-06 3.22E-01 3.22E-01
371691.00 3754200.00 6.04E-06 3.00E-01 3.00E-01
371711.00 3754200.00 5.64E-06 2.80E-01 2.80E-01
371731.00 3754200.00 5.27E-06 2.62E-01 2.62E-01
371751.00 3754200.00 4.93E-06 2.45E-01 2.45E-01
371771.00 3754200.00 4.62E-06 2.30E-01 2.30E-01
371791.00 3754200.00 4.34E-06 2.16E-01 2.16E-01
371811.00 3754200.00 4.08E-06 2.03E-01 2.03E-01
371831.00 3754200.00 3.84E-06 1.91E-01 1.91E-01
370571.00 3754220.00 1.55E-06 7.68E-02 7.68E-02
370591.00 3754220.00 1.64E-06 8.13E-02 8.13E-02
370611.00 3754220.00 1.74E-06 8.63E-02 8.63E-02
370631.00 3754220.00 1.85E-06 9.18E-02 9.18E-02
370651.00 3754220.00 1.96E-06 9.74E-02 9.74E-02
370671.00 3754220.00 2.09E-06 1.04E-01 1.04E-01
370691.00 3754220.00 2.23E-06 1.11E-01 1.11E-01
370711.00 3754220.00 2.38E-06 1.18E-01 1.18E-01
370731.00 3754220.00 2.55E-06 1.27E-01 1.27E-01
370751.00 3754220.00 2.73E-06 1.36E-01 1.36E-01
370771.00 3754220.00 2.93E-06 1.46E-01 1.46E-01
370791.00 3754220.00 3.17E-06 1.58E-01 1.58E-01
370811.00 3754220.00 3.43E-06 1.71E-01 1.71E-01
370831.00 3754220.00 3.75E-06 1.86E-01 1.86E-01
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370851.00 3754220.00 4.11E-06 2.04E-01 2.04E-01
370871.00 3754220.00 4.55E-06 2.26E-01 2.26E-01
370891.00 3754220.00 5.06E-06 2.51E-01 2.51E-01
370911.00 3754220.00 5.65E-06 2.81E-01 2.81E-01
370931.00 3754220.00 6.39E-06 3.17E-01 3.17E-01
370951.00 3754220.00 7.15E-06 3.55E-01 3.55E-01
370971.00 3754220.00 8.23E-06 4.09E-01 4.09E-01
370991.00 3754220.00 9.47E-06 4.70E-01 4.70E-01
371011.00 3754220.00 1.10E-05 5.44E-01 5.44E-01
371031.00 3754220.00 1.29E-05 6.41E-01 6.41E-01
371051.00 3754220.00 1.54E-05 7.67E-01 7.67E-01
371071.00 3754220.00 1.88E-05 9.34E-01 9.34E-01
371091.00 3754220.00 2.35E-05 1.17E+00 1.17E+00
371111.00 3754220.00 3.03E-05 1.51E+00 1.51E+00
371131.00 3754220.00 4.08E-05 2.03E+00 2.03E+00
371151.00 3754220.00 5.56E-05 2.76E+00 2.76E+00
371171.00 3754220.00 7.06E-05 3.51E+00 3.51E+00
371411.00 3754220.00 2.81E-05 1.40E+00 1.40E+00
371431.00 3754220.00 2.41E-05 1.20E+00 1.20E+00
371451.00 3754220.00 2.11E-05 1.05E+00 1.05E+00
371471.00 3754220.00 1.88E-05 9.35E-01 9.35E-01
371491.00 3754220.00 1.70E-05 8.44E-01 8.44E-01
371511.00 3754220.00 1.54E-05 7.67E-01 7.67E-01
371531.00 3754220.00 1.41E-05 7.01E-01 7.01E-01
371551.00 3754220.00 1.29E-05 6.41E-01 6.41E-01
371571.00 3754220.00 1.18E-05 5.87E-01 5.87E-01
371591.00 3754220.00 1.09E-05 5.39E-01 5.39E-01
371611.00 3754220.00 9.97E-06 4.95E-01 4.95E-01
371631.00 3754220.00 9.19E-06 4.57E-01 4.57E-01
371651.00 3754220.00 8.48E-06 4.21E-01 4.21E-01
371671.00 3754220.00 7.84E-06 3.89E-01 3.89E-01
371691.00 3754220.00 7.25E-06 3.60E-01 3.60E-01
371711.00 3754220.00 6.73E-06 3.34E-01 3.34E-01
371731.00 3754220.00 6.25E-06 3.11E-01 3.11E-01
371751.00 3754220.00 5.82E-06 2.89E-01 2.89E-01
371771.00 3754220.00 5.42E-06 2.69E-01 2.69E-01
371791.00 3754220.00 5.07E-06 2.52E-01 2.52E-01
371811.00 3754220.00 4.74E-06 2.35E-01 2.35E-01
371831.00 3754220.00 4.44E-06 2.21E-01 2.21E-01
370571.00 3754240.00 1.56E-06 7.75E-02 7.75E-02
370591.00 3754240.00 1.65E-06 8.20E-02 8.20E-02
370611.00 3754240.00 1.76E-06 8.72E-02 8.72E-02
370631.00 3754240.00 1.86E-06 9.26E-02 9.26E-02
370651.00 3754240.00 1.99E-06 9.88E-02 9.88E-02
370671.00 3754240.00 2.12E-06 1.05E-01 1.05E-01
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370691.00 3754240.00 2.26E-06 1.12E-01 1.12E-01
370711.00 3754240.00 2.42E-06 1.20E-01 1.20E-01
370731.00 3754240.00 2.59E-06 1.29E-01 1.29E-01
370751.00 3754240.00 2.77E-06 1.38E-01 1.38E-01
370771.00 3754240.00 2.98E-06 1.48E-01 1.48E-01
370791.00 3754240.00 3.22E-06 1.60E-01 1.60E-01
370811.00 3754240.00 3.49E-06 1.74E-01 1.74E-01
370831.00 3754240.00 3.82E-06 1.90E-01 1.90E-01
370851.00 3754240.00 4.20E-06 2.09E-01 2.09E-01
370871.00 3754240.00 4.65E-06 2.31E-01 2.31E-01
370891.00 3754240.00 5.16E-06 2.56E-01 2.56E-01
370911.00 3754240.00 5.78E-06 2.87E-01 2.87E-01
370931.00 3754240.00 6.51E-06 3.23E-01 3.23E-01
370951.00 3754240.00 7.31E-06 3.63E-01 3.63E-01
370971.00 3754240.00 8.41E-06 4.18E-01 4.18E-01
370991.00 3754240.00 9.67E-06 4.80E-01 4.80E-01
371011.00 3754240.00 1.12E-05 5.59E-01 5.59E-01
371031.00 3754240.00 1.33E-05 6.58E-01 6.58E-01
371051.00 3754240.00 1.59E-05 7.89E-01 7.89E-01
371071.00 3754240.00 1.93E-05 9.60E-01 9.60E-01
371091.00 3754240.00 2.42E-05 1.20E+00 1.20E+00
371111.00 3754240.00 3.11E-05 1.55E+00 1.55E+00
371131.00 3754240.00 4.10E-05 2.04E+00 2.04E+00
371151.00 3754240.00 5.69E-05 2.83E+00 2.83E+00
371171.00 3754240.00 7.34E-05 3.64E+00 3.64E+00
371411.00 3754240.00 3.47E-05 1.73E+00 1.73E+00
371431.00 3754240.00 3.03E-05 1.51E+00 1.51E+00
371451.00 3754240.00 2.71E-05 1.35E+00 1.35E+00
371471.00 3754240.00 2.46E-05 1.22E+00 1.22E+00
371491.00 3754240.00 2.23E-05 1.11E+00 1.11E+00
371511.00 3754240.00 2.02E-05 1.00E+00 1.00E+00
371531.00 3754240.00 1.82E-05 9.06E-01 9.06E-01
371551.00 3754240.00 1.65E-05 8.19E-01 8.19E-01
371571.00 3754240.00 1.49E-05 7.41E-01 7.41E-01
371591.00 3754240.00 1.35E-05 6.72E-01 6.72E-01
371611.00 3754240.00 1.23E-05 6.12E-01 6.12E-01
371631.00 3754240.00 1.12E-05 5.58E-01 5.58E-01
371651.00 3754240.00 1.03E-05 5.09E-01 5.09E-01
371671.00 3754240.00 9.39E-06 4.67E-01 4.67E-01
371691.00 3754240.00 8.63E-06 4.29E-01 4.29E-01
371711.00 3754240.00 7.94E-06 3.95E-01 3.95E-01
371731.00 3754240.00 7.33E-06 3.64E-01 3.64E-01
371751.00 3754240.00 6.78E-06 3.37E-01 3.37E-01
371771.00 3754240.00 6.29E-06 3.12E-01 3.12E-01
371791.00 3754240.00 5.84E-06 2.90E-01 2.90E-01
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371811.00 3754240.00 5.44E-06 2.70E-01 2.70E-01
371831.00 3754240.00 5.08E-06 2.52E-01 2.52E-01
370571.00 3754260.00 1.57E-06 7.80E-02 7.80E-02
370591.00 3754260.00 1.66E-06 8.26E-02 8.26E-02
370611.00 3754260.00 1.77E-06 8.78E-02 8.78E-02
370631.00 3754260.00 1.88E-06 9.35E-02 9.35E-02
370651.00 3754260.00 2.00E-06 9.96E-02 9.96E-02
370671.00 3754260.00 2.14E-06 1.06E-01 1.06E-01
370691.00 3754260.00 2.28E-06 1.13E-01 1.13E-01
370711.00 3754260.00 2.44E-06 1.21E-01 1.21E-01
370731.00 3754260.00 2.61E-06 1.30E-01 1.30E-01
370751.00 3754260.00 2.80E-06 1.39E-01 1.39E-01
370771.00 3754260.00 3.02E-06 1.50E-01 1.50E-01
370791.00 3754260.00 3.26E-06 1.62E-01 1.62E-01
370811.00 3754260.00 3.53E-06 1.75E-01 1.75E-01
370831.00 3754260.00 3.86E-06 1.92E-01 1.92E-01
370851.00 3754260.00 4.24E-06 2.11E-01 2.11E-01
370871.00 3754260.00 4.70E-06 2.34E-01 2.34E-01
370891.00 3754260.00 5.23E-06 2.60E-01 2.60E-01
370911.00 3754260.00 5.85E-06 2.91E-01 2.91E-01
370931.00 3754260.00 6.59E-06 3.27E-01 3.27E-01
370951.00 3754260.00 7.43E-06 3.69E-01 3.69E-01
370971.00 3754260.00 8.47E-06 4.21E-01 4.21E-01
370991.00 3754260.00 9.70E-06 4.82E-01 4.82E-01
371011.00 3754260.00 1.13E-05 5.60E-01 5.60E-01
371031.00 3754260.00 1.33E-05 6.61E-01 6.61E-01
371051.00 3754260.00 1.60E-05 7.97E-01 7.97E-01
371071.00 3754260.00 1.95E-05 9.71E-01 9.71E-01
371091.00 3754260.00 2.44E-05 1.21E+00 1.21E+00
371111.00 3754260.00 3.15E-05 1.56E+00 1.56E+00
371131.00 3754260.00 4.25E-05 2.11E+00 2.11E+00
371151.00 3754260.00 5.87E-05 2.92E+00 2.92E+00
371171.00 3754260.00 7.58E-05 3.77E+00 3.77E+00
371411.00 3754260.00 5.00E-05 2.49E+00 2.49E+00
371431.00 3754260.00 4.51E-05 2.24E+00 2.24E+00
371451.00 3754260.00 4.07E-05 2.02E+00 2.02E+00
371471.00 3754260.00 3.60E-05 1.79E+00 1.79E+00
371491.00 3754260.00 3.14E-05 1.56E+00 1.56E+00
371511.00 3754260.00 2.74E-05 1.36E+00 1.36E+00
371531.00 3754260.00 2.41E-05 1.20E+00 1.20E+00
371551.00 3754260.00 2.12E-05 1.05E+00 1.05E+00
371571.00 3754260.00 1.88E-05 9.34E-01 9.34E-01
371591.00 3754260.00 1.68E-05 8.32E-01 8.32E-01
371611.00 3754260.00 1.50E-05 7.46E-01 7.46E-01
371631.00 3754260.00 1.35E-05 6.71E-01 6.71E-01
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371651.00 3754260.00 1.22E-05 6.07E-01 6.07E-01
371671.00 3754260.00 1.11E-05 5.51E-01 5.51E-01
371691.00 3754260.00 1.01E-05 5.02E-01 5.02E-01
371711.00 3754260.00 9.23E-06 4.58E-01 4.58E-01
371731.00 3754260.00 8.46E-06 4.20E-01 4.20E-01
371751.00 3754260.00 7.78E-06 3.87E-01 3.87E-01
371771.00 3754260.00 7.18E-06 3.57E-01 3.57E-01
371791.00 3754260.00 6.64E-06 3.30E-01 3.30E-01
371811.00 3754260.00 6.15E-06 3.06E-01 3.06E-01
371831.00 3754260.00 5.72E-06 2.84E-01 2.84E-01
370571.00 3754280.00 1.58E-06 7.85E-02 7.85E-02
370591.00 3754280.00 1.67E-06 8.31E-02 8.31E-02
370611.00 3754280.00 1.78E-06 8.84E-02 8.84E-02
370631.00 3754280.00 1.89E-06 9.39E-02 9.39E-02
370651.00 3754280.00 2.01E-06 1.00E-01 1.00E-01
370671.00 3754280.00 2.15E-06 1.07E-01 1.07E-01
370691.00 3754280.00 2.29E-06 1.14E-01 1.14E-01
370711.00 3754280.00 2.45E-06 1.22E-01 1.22E-01
370731.00 3754280.00 2.62E-06 1.30E-01 1.30E-01
370751.00 3754280.00 2.82E-06 1.40E-01 1.40E-01
370771.00 3754280.00 3.04E-06 1.51E-01 1.51E-01
370791.00 3754280.00 3.27E-06 1.63E-01 1.63E-01
370811.00 3754280.00 3.55E-06 1.76E-01 1.76E-01
370831.00 3754280.00 3.88E-06 1.93E-01 1.93E-01
370851.00 3754280.00 4.25E-06 2.11E-01 2.11E-01
370871.00 3754280.00 4.72E-06 2.34E-01 2.34E-01
370891.00 3754280.00 5.25E-06 2.61E-01 2.61E-01
370911.00 3754280.00 5.88E-06 2.92E-01 2.92E-01
370931.00 3754280.00 6.58E-06 3.27E-01 3.27E-01
370951.00 3754280.00 7.41E-06 3.68E-01 3.68E-01
370971.00 3754280.00 8.50E-06 4.22E-01 4.22E-01
370991.00 3754280.00 9.72E-06 4.83E-01 4.83E-01
371011.00 3754280.00 1.13E-05 5.60E-01 5.60E-01
371031.00 3754280.00 1.32E-05 6.58E-01 6.58E-01
371051.00 3754280.00 1.59E-05 7.92E-01 7.92E-01
371071.00 3754280.00 1.94E-05 9.64E-01 9.64E-01
371091.00 3754280.00 2.42E-05 1.20E+00 1.20E+00
371111.00 3754280.00 3.13E-05 1.55E+00 1.55E+00
371131.00 3754280.00 4.23E-05 2.10E+00 2.10E+00
371151.00 3754280.00 5.91E-05 2.94E+00 2.94E+00
371171.00 3754280.00 7.73E-05 3.84E+00 3.84E+00
371411.00 3754280.00 9.58E-05 4.76E+00 4.76E+00
371431.00 3754280.00 8.70E-05 4.32E+00 4.32E+00
371451.00 3754280.00 6.98E-05 3.47E+00 3.47E+00
371471.00 3754280.00 5.54E-05 2.75E+00 2.75E+00
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371491.00 3754280.00 4.48E-05 2.22E+00 2.22E+00
371511.00 3754280.00 3.71E-05 1.84E+00 1.84E+00
371531.00 3754280.00 3.13E-05 1.55E+00 1.55E+00
371551.00 3754280.00 2.67E-05 1.33E+00 1.33E+00
371571.00 3754280.00 2.32E-05 1.15E+00 1.15E+00
371591.00 3754280.00 2.03E-05 1.01E+00 1.01E+00
371611.00 3754280.00 1.79E-05 8.89E-01 8.89E-01
371631.00 3754280.00 1.59E-05 7.91E-01 7.91E-01
371651.00 3754280.00 1.42E-05 7.07E-01 7.07E-01
371671.00 3754280.00 1.28E-05 6.36E-01 6.36E-01
371691.00 3754280.00 1.16E-05 5.75E-01 5.75E-01
371711.00 3754280.00 1.05E-05 5.22E-01 5.22E-01
371731.00 3754280.00 9.58E-06 4.76E-01 4.76E-01
371751.00 3754280.00 8.77E-06 4.36E-01 4.36E-01
371771.00 3754280.00 8.05E-06 4.00E-01 4.00E-01
371791.00 3754280.00 7.42E-06 3.69E-01 3.69E-01
371811.00 3754280.00 6.85E-06 3.40E-01 3.40E-01
371831.00 3754280.00 6.35E-06 3.15E-01 3.15E-01
370571.00 3754300.00 1.59E-06 7.88E-02 7.88E-02
370591.00 3754300.00 1.68E-06 8.35E-02 8.35E-02
370611.00 3754300.00 1.78E-06 8.86E-02 8.86E-02
370631.00 3754300.00 1.89E-06 9.40E-02 9.40E-02
370651.00 3754300.00 2.01E-06 1.00E-01 1.00E-01
370671.00 3754300.00 2.14E-06 1.07E-01 1.07E-01
370691.00 3754300.00 2.29E-06 1.14E-01 1.14E-01
370711.00 3754300.00 2.45E-06 1.22E-01 1.22E-01
370731.00 3754300.00 2.62E-06 1.30E-01 1.30E-01
370751.00 3754300.00 2.81E-06 1.40E-01 1.40E-01
370771.00 3754300.00 3.04E-06 1.51E-01 1.51E-01
370791.00 3754300.00 3.26E-06 1.62E-01 1.62E-01
370811.00 3754300.00 3.54E-06 1.76E-01 1.76E-01
370831.00 3754300.00 3.86E-06 1.92E-01 1.92E-01
370851.00 3754300.00 4.22E-06 2.10E-01 2.10E-01
370871.00 3754300.00 4.69E-06 2.33E-01 2.33E-01
370891.00 3754300.00 5.22E-06 2.59E-01 2.59E-01
370911.00 3754300.00 5.83E-06 2.90E-01 2.90E-01
370931.00 3754300.00 6.52E-06 3.24E-01 3.24E-01
370951.00 3754300.00 7.37E-06 3.66E-01 3.66E-01
370971.00 3754300.00 8.38E-06 4.17E-01 4.17E-01
370991.00 3754300.00 9.57E-06 4.76E-01 4.76E-01
371011.00 3754300.00 1.11E-05 5.50E-01 5.50E-01
371031.00 3754300.00 1.30E-05 6.45E-01 6.45E-01
371051.00 3754300.00 1.56E-05 7.73E-01 7.73E-01
371071.00 3754300.00 1.89E-05 9.38E-01 9.38E-01
371091.00 3754300.00 2.35E-05 1.17E+00 1.17E+00
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371111.00 3754300.00 3.03E-05 1.51E+00 1.51E+00
371131.00 3754300.00 4.11E-05 2.04E+00 2.04E+00
371151.00 3754300.00 5.81E-05 2.89E+00 2.89E+00
371171.00 3754300.00 7.74E-05 3.85E+00 3.85E+00
371411.00 3754300.00 1.58E-04 7.87E+00 7.87E+00
371431.00 3754300.00 1.40E-04 6.96E+00 6.96E+00
371451.00 3754300.00 1.05E-04 5.19E+00 5.19E+00
371471.00 3754300.00 7.69E-05 3.82E+00 3.82E+00
371491.00 3754300.00 5.89E-05 2.93E+00 2.93E+00
371511.00 3754300.00 4.69E-05 2.33E+00 2.33E+00
371531.00 3754300.00 3.84E-05 1.91E+00 1.91E+00
371551.00 3754300.00 3.22E-05 1.60E+00 1.60E+00
371571.00 3754300.00 2.74E-05 1.36E+00 1.36E+00
371591.00 3754300.00 2.36E-05 1.17E+00 1.17E+00
371611.00 3754300.00 2.06E-05 1.02E+00 1.02E+00
371631.00 3754300.00 1.82E-05 9.02E-01 9.02E-01
371651.00 3754300.00 1.61E-05 8.00E-01 8.00E-01
371671.00 3754300.00 1.44E-05 7.15E-01 7.15E-01
371691.00 3754300.00 1.29E-05 6.43E-01 6.43E-01
371711.00 3754300.00 1.17E-05 5.81E-01 5.81E-01
371731.00 3754300.00 1.06E-05 5.27E-01 5.27E-01
371751.00 3754300.00 9.68E-06 4.81E-01 4.81E-01
371771.00 3754300.00 8.86E-06 4.40E-01 4.40E-01
371791.00 3754300.00 8.14E-06 4.04E-01 4.04E-01
371811.00 3754300.00 7.50E-06 3.72E-01 3.72E-01
371831.00 3754300.00 6.93E-06 3.44E-01 3.44E-01
370571.00 3754320.00 1.59E-06 7.89E-02 7.89E-02
370591.00 3754320.00 1.68E-06 8.35E-02 8.35E-02
370611.00 3754320.00 1.78E-06 8.85E-02 8.85E-02
370631.00 3754320.00 1.89E-06 9.38E-02 9.38E-02
370651.00 3754320.00 2.01E-06 9.97E-02 9.97E-02
370671.00 3754320.00 2.14E-06 1.06E-01 1.06E-01
370691.00 3754320.00 2.28E-06 1.13E-01 1.13E-01
370711.00 3754320.00 2.44E-06 1.21E-01 1.21E-01
370731.00 3754320.00 2.61E-06 1.30E-01 1.30E-01
370751.00 3754320.00 2.79E-06 1.39E-01 1.39E-01
370771.00 3754320.00 3.00E-06 1.49E-01 1.49E-01
370791.00 3754320.00 3.23E-06 1.61E-01 1.61E-01
370811.00 3754320.00 3.50E-06 1.74E-01 1.74E-01
370831.00 3754320.00 3.81E-06 1.89E-01 1.89E-01
370851.00 3754320.00 4.16E-06 2.07E-01 2.07E-01
370871.00 3754320.00 4.62E-06 2.30E-01 2.30E-01
370891.00 3754320.00 5.15E-06 2.56E-01 2.56E-01
370911.00 3754320.00 5.74E-06 2.85E-01 2.85E-01
370931.00 3754320.00 6.40E-06 3.18E-01 3.18E-01
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370951.00 3754320.00 7.23E-06 3.59E-01 3.59E-01
370971.00 3754320.00 8.17E-06 4.06E-01 4.06E-01
370991.00 3754320.00 9.29E-06 4.62E-01 4.62E-01
371011.00 3754320.00 1.07E-05 5.32E-01 5.32E-01
371031.00 3754320.00 1.25E-05 6.22E-01 6.22E-01
371051.00 3754320.00 1.49E-05 7.38E-01 7.38E-01
371071.00 3754320.00 1.80E-05 8.93E-01 8.93E-01
371091.00 3754320.00 2.23E-05 1.11E+00 1.11E+00
371111.00 3754320.00 2.86E-05 1.42E+00 1.42E+00
371131.00 3754320.00 3.84E-05 1.91E+00 1.91E+00
371151.00 3754320.00 5.47E-05 2.72E+00 2.72E+00
371171.00 3754320.00 7.41E-05 3.68E+00 3.68E+00
371411.00 3754320.00 1.85E-04 9.20E+00 9.20E+00
371431.00 3754320.00 1.60E-04 7.95E+00 7.95E+00
371451.00 3754320.00 1.20E-04 5.96E+00 5.96E+00
371471.00 3754320.00 8.88E-05 4.41E+00 4.41E+00
371491.00 3754320.00 6.79E-05 3.37E+00 3.37E+00
371511.00 3754320.00 5.36E-05 2.66E+00 2.66E+00
371531.00 3754320.00 4.35E-05 2.16E+00 2.16E+00
371551.00 3754320.00 3.61E-05 1.79E+00 1.79E+00
371571.00 3754320.00 3.05E-05 1.52E+00 1.52E+00
371591.00 3754320.00 2.62E-05 1.30E+00 1.30E+00
371611.00 3754320.00 2.27E-05 1.13E+00 1.13E+00
371631.00 3754320.00 1.99E-05 9.90E-01 9.90E-01
371651.00 3754320.00 1.76E-05 8.75E-01 8.75E-01
371671.00 3754320.00 1.57E-05 7.79E-01 7.79E-01
371691.00 3754320.00 1.41E-05 6.98E-01 6.98E-01
371711.00 3754320.00 1.27E-05 6.29E-01 6.29E-01
371731.00 3754320.00 1.15E-05 5.70E-01 5.70E-01
371751.00 3754320.00 1.04E-05 5.19E-01 5.19E-01
371771.00 3754320.00 9.54E-06 4.74E-01 4.74E-01
371791.00 3754320.00 8.75E-06 4.35E-01 4.35E-01
371811.00 3754320.00 8.05E-06 4.00E-01 4.00E-01
371831.00 3754320.00 7.43E-06 3.69E-01 3.69E-01
370571.00 3754340.00 1.58E-06 7.87E-02 7.87E-02
370591.00 3754340.00 1.68E-06 8.33E-02 8.33E-02
370611.00 3754340.00 1.77E-06 8.81E-02 8.81E-02
370631.00 3754340.00 1.88E-06 9.34E-02 9.34E-02
370651.00 3754340.00 1.99E-06 9.91E-02 9.91E-02
370671.00 3754340.00 2.12E-06 1.05E-01 1.05E-01
370691.00 3754340.00 2.26E-06 1.12E-01 1.12E-01
370711.00 3754340.00 2.42E-06 1.20E-01 1.20E-01
370731.00 3754340.00 2.58E-06 1.28E-01 1.28E-01

370751 3754340 2.76E-06 1.37E-01 1.37E-01
370771 3754340 2.96E-06 1.47E-01 1.47E-01
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370791 3754340 3.18E-06 1.58E-01 1.58E-01
370811 3754340 3.43E-06 1.71E-01 1.71E-01
370831 3754340 3.74E-06 1.86E-01 1.86E-01
370851 3754340 4.08E-06 2.03E-01 2.03E-01
370871 3754340 4.51E-06 2.24E-01 2.24E-01
370891 3754340 5.03E-06 2.50E-01 2.50E-01
370911 3754340 5.59E-06 2.78E-01 2.78E-01
370931 3754340 6.21E-06 3.09E-01 3.09E-01
370951 3754340 6.98E-06 3.47E-01 3.47E-01
370971 3754340 7.86E-06 3.91E-01 3.91E-01
370991 3754340 8.90E-06 4.42E-01 4.42E-01
371011 3754340 1.02E-05 5.07E-01 5.07E-01
371031 3754340 1.18E-05 5.88E-01 5.88E-01
371051 3754340 1.39E-05 6.93E-01 6.93E-01
371071 3754340 1.67E-05 8.30E-01 8.30E-01
371091 3754340 2.05E-05 1.02E+00 1.02E+00
371111 3754340 2.58E-05 1.28E+00 1.28E+00
371131 3754340 3.40E-05 1.69E+00 1.69E+00
371151 3754340 4.75E-05 2.36E+00 2.36E+00
371171 3754340 6.47E-05 3.21E+00 3.21E+00
371411 3754340 1.75E-04 8.71E+00 8.71E+00
371431 3754340 1.45E-04 7.22E+00 7.22E+00
371451 3754340 1.12E-04 5.55E+00 5.55E+00
371471 3754340 8.62E-05 4.28E+00 4.28E+00
371491 3754340 6.78E-05 3.37E+00 3.37E+00
371511 3754340 5.46E-05 2.71E+00 2.71E+00
371531 3754340 4.49E-05 2.23E+00 2.23E+00
371551 3754340 3.76E-05 1.87E+00 1.87E+00
371571 3754340 3.19E-05 1.58E+00 1.58E+00
371591 3754340 2.74E-05 1.36E+00 1.36E+00
371611 3754340 2.38E-05 1.18E+00 1.18E+00
371631 3754340 2.09E-05 1.04E+00 1.04E+00
371651 3754340 1.85E-05 9.20E-01 9.20E-01
371671 3754340 1.65E-05 8.20E-01 8.20E-01
371691 3754340 1.48E-05 7.35E-01 7.35E-01
371711 3754340 1.33E-05 6.63E-01 6.63E-01
371731 3754340 1.21E-05 6.00E-01 6.00E-01
371751 3754340 1.10E-05 5.46E-01 5.46E-01
371771 3754340 1.00E-05 4.99E-01 4.99E-01
371791 3754340 9.21E-06 4.57E-01 4.57E-01
371811 3754340 8.47E-06 4.21E-01 4.21E-01
371831 3754340 7.82E-06 3.88E-01 3.88E-01
370571 3754360 1.58E-06 7.83E-02 7.83E-02
370591 3754360 1.66E-06 8.27E-02 8.27E-02
370611 3754360 1.76E-06 8.75E-02 8.75E-02
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370631 3754360 1.86E-06 9.26E-02 9.26E-02
370651 3754360 1.98E-06 9.81E-02 9.81E-02
370671 3754360 2.10E-06 1.04E-01 1.04E-01
370691 3754360 2.23E-06 1.11E-01 1.11E-01
370711 3754360 2.38E-06 1.18E-01 1.18E-01
370731 3754360 2.54E-06 1.26E-01 1.26E-01
370751 3754360 2.71E-06 1.35E-01 1.35E-01
370771 3754360 2.90E-06 1.44E-01 1.44E-01
370791 3754360 3.12E-06 1.55E-01 1.55E-01
370811 3754360 3.35E-06 1.67E-01 1.67E-01
370831 3754360 3.64E-06 1.81E-01 1.81E-01
370851 3754360 3.97E-06 1.97E-01 1.97E-01
370871 3754360 4.37E-06 2.17E-01 2.17E-01
370891 3754360 4.87E-06 2.42E-01 2.42E-01
370911 3754360 5.39E-06 2.68E-01 2.68E-01
370931 3754360 5.96E-06 2.96E-01 2.96E-01
370951 3754360 6.69E-06 3.32E-01 3.32E-01
370971 3754360 7.46E-06 3.70E-01 3.70E-01
370991 3754360 8.39E-06 4.17E-01 4.17E-01
371011 3754360 9.54E-06 4.74E-01 4.74E-01
371031 3754360 1.10E-05 5.47E-01 5.47E-01
371051 3754360 1.27E-05 6.31E-01 6.31E-01
371071 3754360 1.50E-05 7.45E-01 7.45E-01
371091 3754360 1.80E-05 8.94E-01 8.94E-01
371111 3754360 2.23E-05 1.11E+00 1.11E+00
371131 3754360 2.82E-05 1.40E+00 1.40E+00
371151 3754360 3.67E-05 1.82E+00 1.82E+00
371171 3754360 4.67E-05 2.32E+00 2.32E+00
371191 3754360 5.54E-05 2.75E+00 2.75E+00
371211 3754360 6.96E-05 3.46E+00 3.46E+00
371231 3754360 8.61E-05 4.28E+00 4.28E+00
371251 3754360 1.01E-04 5.01E+00 5.01E+00
371271 3754360 1.12E-04 5.56E+00 5.56E+00
371291 3754360 1.23E-04 6.13E+00 6.13E+00
371311 3754360 1.34E-04 6.64E+00 6.64E+00
371331 3754360 1.39E-04 6.92E+00 6.92E+00
371351 3754360 1.40E-04 6.96E+00 6.96E+00
371371 3754360 1.35E-04 6.73E+00 6.73E+00
371391 3754360 1.27E-04 6.31E+00 6.31E+00
371411 3754360 1.18E-04 5.85E+00 5.85E+00
371431 3754360 1.04E-04 5.17E+00 5.17E+00
371451 3754360 8.65E-05 4.30E+00 4.30E+00
371471 3754360 7.17E-05 3.56E+00 3.56E+00
371491 3754360 5.97E-05 2.97E+00 2.97E+00
371511 3754360 5.00E-05 2.49E+00 2.49E+00
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371531 3754360 4.23E-05 2.10E+00 2.10E+00
371551 3754360 3.62E-05 1.80E+00 1.80E+00
371571 3754360 3.12E-05 1.55E+00 1.55E+00
371591 3754360 2.71E-05 1.35E+00 1.35E+00
371611 3754360 2.38E-05 1.18E+00 1.18E+00
371631 3754360 2.10E-05 1.05E+00 1.05E+00
371651 3754360 1.87E-05 9.30E-01 9.30E-01
371671 3754360 1.67E-05 8.32E-01 8.32E-01
371691 3754360 1.51E-05 7.49E-01 7.49E-01
371711 3754360 1.36E-05 6.77E-01 6.77E-01
371731 3754360 1.24E-05 6.15E-01 6.15E-01
371751 3754360 1.13E-05 5.61E-01 5.61E-01
371771 3754360 1.03E-05 5.13E-01 5.13E-01
371791 3754360 9.48E-06 4.71E-01 4.71E-01
371811 3754360 8.73E-06 4.34E-01 4.34E-01
371831 3754360 8.07E-06 4.01E-01 4.01E-01
370571 3754380 1.56E-06 7.75E-02 7.75E-02
370591 3754380 1.64E-06 8.17E-02 8.17E-02
370611 3754380 1.74E-06 8.63E-02 8.63E-02
370631 3754380 1.84E-06 9.13E-02 9.13E-02
370651 3754380 1.94E-06 9.66E-02 9.66E-02
370671 3754380 2.06E-06 1.03E-01 1.03E-01
370691 3754380 2.19E-06 1.09E-01 1.09E-01
370711 3754380 2.33E-06 1.16E-01 1.16E-01
370731 3754380 2.49E-06 1.23E-01 1.23E-01
370751 3754380 2.65E-06 1.32E-01 1.32E-01
370771 3754380 2.83E-06 1.41E-01 1.41E-01
370791 3754380 3.03E-06 1.51E-01 1.51E-01
370811 3754380 3.26E-06 1.62E-01 1.62E-01
370831 3754380 3.53E-06 1.76E-01 1.76E-01
370851 3754380 3.84E-06 1.91E-01 1.91E-01
370871 3754380 4.19E-06 2.08E-01 2.08E-01
370891 3754380 4.62E-06 2.30E-01 2.30E-01
370911 3754380 5.15E-06 2.56E-01 2.56E-01
370931 3754380 5.70E-06 2.83E-01 2.83E-01
370951 3754380 6.32E-06 3.14E-01 3.14E-01
370971 3754380 7.00E-06 3.48E-01 3.48E-01
370991 3754380 7.81E-06 3.88E-01 3.88E-01
371011 3754380 8.79E-06 4.37E-01 4.37E-01
371031 3754380 1.00E-05 4.98E-01 4.98E-01
371051 3754380 1.15E-05 5.70E-01 5.70E-01
371071 3754380 1.33E-05 6.59E-01 6.59E-01
371091 3754380 1.56E-05 7.75E-01 7.75E-01
371111 3754380 1.87E-05 9.29E-01 9.29E-01
371131 3754380 2.25E-05 1.12E+00 1.12E+00
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371151 3754380 2.70E-05 1.34E+00 1.34E+00
371171 3754380 3.20E-05 1.59E+00 1.59E+00
371191 3754380 3.67E-05 1.82E+00 1.82E+00
371211 3754380 4.20E-05 2.09E+00 2.09E+00
371231 3754380 4.88E-05 2.43E+00 2.43E+00
371251 3754380 5.59E-05 2.78E+00 2.78E+00
371271 3754380 6.18E-05 3.07E+00 3.07E+00
371291 3754380 6.66E-05 3.31E+00 3.31E+00
371311 3754380 7.13E-05 3.54E+00 3.54E+00
371331 3754380 7.44E-05 3.70E+00 3.70E+00
371351 3754380 7.50E-05 3.73E+00 3.73E+00
371371 3754380 7.35E-05 3.65E+00 3.65E+00
371391 3754380 7.12E-05 3.54E+00 3.54E+00
371411 3754380 6.87E-05 3.42E+00 3.42E+00
371431 3754380 6.53E-05 3.25E+00 3.25E+00
371451 3754380 6.04E-05 3.00E+00 3.00E+00
371471 3754380 5.43E-05 2.70E+00 2.70E+00
371491 3754380 4.81E-05 2.39E+00 2.39E+00
371511 3754380 4.23E-05 2.10E+00 2.10E+00
371531 3754380 3.71E-05 1.84E+00 1.84E+00
371551 3754380 3.26E-05 1.62E+00 1.62E+00
371571 3754380 2.87E-05 1.43E+00 1.43E+00
371591 3754380 2.55E-05 1.26E+00 1.26E+00
371611 3754380 2.27E-05 1.13E+00 1.13E+00
371631 3754380 2.03E-05 1.01E+00 1.01E+00
371651 3754380 1.82E-05 9.04E-01 9.04E-01
371671 3754380 1.64E-05 8.15E-01 8.15E-01
371691 3754380 1.49E-05 7.38E-01 7.38E-01
371711 3754380 1.35E-05 6.71E-01 6.71E-01
371731 3754380 1.23E-05 6.13E-01 6.13E-01
371751 3754380 1.13E-05 5.61E-01 5.61E-01
371771 3754380 1.04E-05 5.15E-01 5.15E-01
371791 3754380 9.55E-06 4.75E-01 4.75E-01
371811 3754380 8.82E-06 4.38E-01 4.38E-01
371831 3754380 8.17E-06 4.06E-01 4.06E-01
370571 3754400 1.53E-06 7.63E-02 7.63E-02
370591 3754400 1.62E-06 8.03E-02 8.03E-02
370611 3754400 1.71E-06 8.47E-02 8.47E-02
370631 3754400 1.80E-06 8.95E-02 8.95E-02
370651 3754400 1.90E-06 9.46E-02 9.46E-02
370671 3754400 2.02E-06 1.00E-01 1.00E-01
370691 3754400 2.14E-06 1.06E-01 1.06E-01
370711 3754400 2.27E-06 1.13E-01 1.13E-01
370731 3754400 2.42E-06 1.20E-01 1.20E-01
370751 3754400 2.58E-06 1.28E-01 1.28E-01
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370771 3754400 2.75E-06 1.37E-01 1.37E-01
370791 3754400 2.94E-06 1.46E-01 1.46E-01
370811 3754400 3.15E-06 1.57E-01 1.57E-01
370831 3754400 3.40E-06 1.69E-01 1.69E-01
370851 3754400 3.68E-06 1.83E-01 1.83E-01
370871 3754400 4.00E-06 1.99E-01 1.99E-01
370891 3754400 4.37E-06 2.17E-01 2.17E-01
370911 3754400 4.84E-06 2.41E-01 2.41E-01
370931 3754400 5.34E-06 2.65E-01 2.65E-01
370951 3754400 5.88E-06 2.92E-01 2.92E-01
370971 3754400 6.51E-06 3.23E-01 3.23E-01
370991 3754400 7.19E-06 3.57E-01 3.57E-01
371011 3754400 8.01E-06 3.98E-01 3.98E-01
371031 3754400 9.00E-06 4.47E-01 4.47E-01
371051 3754400 1.02E-05 5.07E-01 5.07E-01
371071 3754400 1.15E-05 5.73E-01 5.73E-01
371091 3754400 1.33E-05 6.59E-01 6.59E-01
371111 3754400 1.54E-05 7.64E-01 7.64E-01
371131 3754400 1.77E-05 8.79E-01 8.79E-01
371151 3754400 2.02E-05 1.00E+00 1.00E+00
371171 3754400 2.27E-05 1.13E+00 1.13E+00
371191 3754400 2.50E-05 1.24E+00 1.24E+00
371211 3754400 2.74E-05 1.36E+00 1.36E+00
371231 3754400 3.01E-05 1.49E+00 1.49E+00
371251 3754400 3.29E-05 1.63E+00 1.63E+00
371271 3754400 3.55E-05 1.76E+00 1.76E+00
371291 3754400 3.77E-05 1.87E+00 1.87E+00
371311 3754400 3.96E-05 1.97E+00 1.97E+00
371331 3754400 4.09E-05 2.03E+00 2.03E+00
371351 3754400 4.16E-05 2.07E+00 2.07E+00
371371 3754400 4.19E-05 2.08E+00 2.08E+00
371391 3754400 4.19E-05 2.08E+00 2.08E+00
371411 3754400 4.17E-05 2.07E+00 2.07E+00
371431 3754400 4.14E-05 2.06E+00 2.06E+00
371451 3754400 4.05E-05 2.01E+00 2.01E+00
371471 3754400 3.87E-05 1.92E+00 1.92E+00
371491 3754400 3.63E-05 1.80E+00 1.80E+00
371511 3754400 3.34E-05 1.66E+00 1.66E+00
371531 3754400 3.06E-05 1.52E+00 1.52E+00
371551 3754400 2.78E-05 1.38E+00 1.38E+00
371571 3754400 2.51E-05 1.25E+00 1.25E+00
371591 3754400 2.28E-05 1.13E+00 1.13E+00
371611 3754400 2.06E-05 1.03E+00 1.03E+00
371631 3754400 1.87E-05 9.31E-01 9.31E-01
371651 3754400 1.71E-05 8.47E-01 8.47E-01

Unmitigated Construction HRA-Worker (02-20-19).xlsx 251 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

16+ 16+

X Y

Receptor

Total Cancer Risk (in 
one million)

Dose (mg/kg-day) Cancer Risk (in one 
million)

Maximum Worker 
Cancer Risk (per 

million)XY X  Y Receptor Group

Worker Cancer 
Risk (per 
million)

371671 3754400 1.55E-05 7.72E-01 7.72E-01
371691 3754400 1.42E-05 7.06E-01 7.06E-01
371711 3754400 1.30E-05 6.47E-01 6.47E-01
371731 3754400 1.20E-05 5.95E-01 5.95E-01
371751 3754400 1.10E-05 5.48E-01 5.48E-01
371771 3754400 1.02E-05 5.06E-01 5.06E-01
371791 3754400 9.42E-06 4.68E-01 4.68E-01
371811 3754400 8.73E-06 4.34E-01 4.34E-01
371831 3754400 8.11E-06 4.03E-01 4.03E-01
370571 3754420 1.50E-06 7.46E-02 7.46E-02
370591 3754420 1.58E-06 7.85E-02 7.85E-02
370611 3754420 1.67E-06 8.27E-02 8.27E-02
370631 3754420 1.76E-06 8.73E-02 8.73E-02
370651 3754420 1.86E-06 9.22E-02 9.22E-02
370671 3754420 1.96E-06 9.76E-02 9.76E-02
370691 3754420 2.08E-06 1.03E-01 1.03E-01
370711 3754420 2.21E-06 1.10E-01 1.10E-01
370731 3754420 2.34E-06 1.16E-01 1.16E-01
370751 3754420 2.49E-06 1.24E-01 1.24E-01
370771 3754420 2.65E-06 1.32E-01 1.32E-01
370791 3754420 2.83E-06 1.41E-01 1.41E-01
370811 3754420 3.03E-06 1.51E-01 1.51E-01
370831 3754420 3.26E-06 1.62E-01 1.62E-01
370851 3754420 3.51E-06 1.75E-01 1.75E-01
370871 3754420 3.83E-06 1.90E-01 1.90E-01
370891 3754420 4.16E-06 2.07E-01 2.07E-01
370911 3754420 4.57E-06 2.27E-01 2.27E-01
370931 3754420 5.01E-06 2.49E-01 2.49E-01
370951 3754420 5.49E-06 2.73E-01 2.73E-01
370971 3754420 6.00E-06 2.98E-01 2.98E-01
370991 3754420 6.55E-06 3.26E-01 3.26E-01
371011 3754420 7.23E-06 3.59E-01 3.59E-01
371031 3754420 8.03E-06 3.99E-01 3.99E-01
371051 3754420 8.95E-06 4.44E-01 4.44E-01
371071 3754420 9.94E-06 4.94E-01 4.94E-01
371091 3754420 1.12E-05 5.55E-01 5.55E-01
371111 3754420 1.26E-05 6.25E-01 6.25E-01
371131 3754420 1.40E-05 6.95E-01 6.95E-01
371151 3754420 1.54E-05 7.66E-01 7.66E-01
371171 3754420 1.68E-05 8.34E-01 8.34E-01
371191 3754420 1.80E-05 8.96E-01 8.96E-01
371211 3754420 1.92E-05 9.52E-01 9.52E-01
371231 3754420 2.02E-05 1.01E+00 1.01E+00
371251 3754420 2.13E-05 1.06E+00 1.06E+00
371271 3754420 2.24E-05 1.11E+00 1.11E+00
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371291 3754420 2.32E-05 1.15E+00 1.15E+00
371311 3754420 2.40E-05 1.19E+00 1.19E+00
371331 3754420 2.45E-05 1.22E+00 1.22E+00
371351 3754420 2.51E-05 1.25E+00 1.25E+00
371371 3754420 2.56E-05 1.27E+00 1.27E+00
371391 3754420 2.61E-05 1.30E+00 1.30E+00
371411 3754420 2.65E-05 1.32E+00 1.32E+00
371431 3754420 2.70E-05 1.34E+00 1.34E+00
371451 3754420 2.72E-05 1.35E+00 1.35E+00
371471 3754420 2.71E-05 1.35E+00 1.35E+00
371491 3754420 2.65E-05 1.31E+00 1.31E+00
371511 3754420 2.54E-05 1.26E+00 1.26E+00
371531 3754420 2.41E-05 1.20E+00 1.20E+00
371551 3754420 2.26E-05 1.12E+00 1.12E+00
371571 3754420 2.11E-05 1.05E+00 1.05E+00
371591 3754420 1.96E-05 9.73E-01 9.73E-01
371611 3754420 1.81E-05 9.00E-01 9.00E-01
371631 3754420 1.67E-05 8.32E-01 8.32E-01
371651 3754420 1.55E-05 7.68E-01 7.68E-01
371671 3754420 1.43E-05 7.10E-01 7.10E-01
371691 3754420 1.32E-05 6.56E-01 6.56E-01
371711 3754420 1.22E-05 6.07E-01 6.07E-01
371731 3754420 1.13E-05 5.63E-01 5.63E-01
371751 3754420 1.05E-05 5.22E-01 5.22E-01
371771 3754420 9.76E-06 4.85E-01 4.85E-01
371791 3754420 9.09E-06 4.51E-01 4.51E-01
371811 3754420 8.47E-06 4.21E-01 4.21E-01
371831 3754420 7.91E-06 3.93E-01 3.93E-01
370571 3754440 1.47E-06 7.28E-02 7.28E-02
370591 3754440 1.54E-06 7.65E-02 7.65E-02
370611 3754440 1.62E-06 8.06E-02 8.06E-02
370631 3754440 1.71E-06 8.49E-02 8.49E-02
370651 3754440 1.80E-06 8.95E-02 8.95E-02
370671 3754440 1.90E-06 9.45E-02 9.45E-02
370691 3754440 2.01E-06 9.99E-02 9.99E-02
370711 3754440 2.13E-06 1.06E-01 1.06E-01
370731 3754440 2.26E-06 1.12E-01 1.12E-01
370751 3754440 2.40E-06 1.19E-01 1.19E-01
370771 3754440 2.54E-06 1.26E-01 1.26E-01
370791 3754440 2.71E-06 1.35E-01 1.35E-01
370811 3754440 2.90E-06 1.44E-01 1.44E-01
370831 3754440 3.10E-06 1.54E-01 1.54E-01
370851 3754440 3.33E-06 1.66E-01 1.66E-01
370871 3754440 3.61E-06 1.79E-01 1.79E-01
370891 3754440 3.92E-06 1.95E-01 1.95E-01

Unmitigated Construction HRA-Worker (02-20-19).xlsx 253 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

16+ 16+

X Y

Receptor

Total Cancer Risk (in 
one million)

Dose (mg/kg-day) Cancer Risk (in one 
million)

Maximum Worker 
Cancer Risk (per 

million)XY X  Y Receptor Group

Worker Cancer 
Risk (per 
million)

370911 3754440 4.25E-06 2.11E-01 2.11E-01
370931 3754440 4.61E-06 2.29E-01 2.29E-01
370951 3754440 5.02E-06 2.49E-01 2.49E-01
370971 3754440 5.48E-06 2.72E-01 2.72E-01
370991 3754440 5.94E-06 2.95E-01 2.95E-01
371011 3754440 6.49E-06 3.22E-01 3.22E-01
371031 3754440 7.11E-06 3.53E-01 3.53E-01
371051 3754440 7.80E-06 3.87E-01 3.87E-01
371071 3754440 8.52E-06 4.23E-01 4.23E-01
371091 3754440 9.37E-06 4.66E-01 4.66E-01
371111 3754440 1.03E-05 5.12E-01 5.12E-01
371131 3754440 1.12E-05 5.56E-01 5.56E-01
371151 3754440 1.20E-05 5.98E-01 5.98E-01
371171 3754440 1.28E-05 6.36E-01 6.36E-01
371191 3754440 1.35E-05 6.69E-01 6.69E-01
371211 3754440 1.40E-05 6.97E-01 6.97E-01
371231 3754440 1.45E-05 7.19E-01 7.19E-01
371251 3754440 1.48E-05 7.38E-01 7.38E-01
371271 3754440 1.52E-05 7.53E-01 7.53E-01
371291 3754440 1.55E-05 7.68E-01 7.68E-01
371311 3754440 1.57E-05 7.79E-01 7.79E-01
371331 3754440 1.59E-05 7.92E-01 7.92E-01
371351 3754440 1.62E-05 8.05E-01 8.05E-01
371371 3754440 1.65E-05 8.20E-01 8.20E-01
371391 3754440 1.70E-05 8.42E-01 8.42E-01
371411 3754440 1.75E-05 8.69E-01 8.69E-01
371431 3754440 1.81E-05 8.98E-01 8.98E-01
371451 3754440 1.86E-05 9.24E-01 9.24E-01
371471 3754440 1.90E-05 9.43E-01 9.43E-01
371491 3754440 1.91E-05 9.49E-01 9.49E-01
371511 3754440 1.90E-05 9.42E-01 9.42E-01
371531 3754440 1.85E-05 9.21E-01 9.21E-01
371551 3754440 1.79E-05 8.90E-01 8.90E-01
371571 3754440 1.72E-05 8.53E-01 8.53E-01
371591 3754440 1.63E-05 8.10E-01 8.10E-01
371611 3754440 1.54E-05 7.66E-01 7.66E-01
371631 3754440 1.45E-05 7.21E-01 7.21E-01
371651 3754440 1.36E-05 6.77E-01 6.77E-01
371671 3754440 1.28E-05 6.34E-01 6.34E-01
371691 3754440 1.20E-05 5.94E-01 5.94E-01
371711 3754440 1.12E-05 5.56E-01 5.56E-01
371731 3754440 1.05E-05 5.20E-01 5.20E-01
371751 3754440 9.80E-06 4.87E-01 4.87E-01
371771 3754440 9.18E-06 4.56E-01 4.56E-01
371791 3754440 8.60E-06 4.27E-01 4.27E-01
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371811 3754440 8.07E-06 4.01E-01 4.01E-01
371831 3754440 7.58E-06 3.76E-01 3.76E-01
370571 3754460 1.42E-06 7.08E-02 7.08E-02
370591 3754460 1.49E-06 7.42E-02 7.42E-02
370611 3754460 1.57E-06 7.81E-02 7.81E-02
370631 3754460 1.65E-06 8.21E-02 8.21E-02
370651 3754460 1.74E-06 8.64E-02 8.64E-02
370671 3754460 1.83E-06 9.11E-02 9.11E-02
370691 3754460 1.94E-06 9.61E-02 9.61E-02
370711 3754460 2.05E-06 1.02E-01 1.02E-01
370731 3754460 2.16E-06 1.08E-01 1.08E-01
370751 3754460 2.29E-06 1.14E-01 1.14E-01
370771 3754460 2.43E-06 1.21E-01 1.21E-01
370791 3754460 2.58E-06 1.28E-01 1.28E-01
370811 3754460 2.75E-06 1.37E-01 1.37E-01
370831 3754460 2.94E-06 1.46E-01 1.46E-01
370851 3754460 3.14E-06 1.56E-01 1.56E-01
370871 3754460 3.38E-06 1.68E-01 1.68E-01
370891 3754460 3.64E-06 1.81E-01 1.81E-01
370911 3754460 3.93E-06 1.95E-01 1.95E-01
370931 3754460 4.27E-06 2.12E-01 2.12E-01
370951 3754460 4.62E-06 2.29E-01 2.29E-01
370971 3754460 4.96E-06 2.46E-01 2.46E-01
370991 3754460 5.33E-06 2.65E-01 2.65E-01
371011 3754460 5.76E-06 2.86E-01 2.86E-01
371031 3754460 6.24E-06 3.10E-01 3.10E-01
371051 3754460 6.76E-06 3.36E-01 3.36E-01
371071 3754460 7.27E-06 3.61E-01 3.61E-01
371091 3754460 7.87E-06 3.91E-01 3.91E-01
371111 3754460 8.49E-06 4.22E-01 4.22E-01
371131 3754460 9.04E-06 4.49E-01 4.49E-01
371151 3754460 9.55E-06 4.74E-01 4.74E-01
371171 3754460 9.98E-06 4.96E-01 4.96E-01
371191 3754460 1.03E-05 5.14E-01 5.14E-01
371211 3754460 1.06E-05 5.27E-01 5.27E-01
371231 3754460 1.08E-05 5.36E-01 5.36E-01
371251 3754460 1.09E-05 5.41E-01 5.41E-01
371271 3754460 1.09E-05 5.43E-01 5.43E-01
371291 3754460 1.09E-05 5.42E-01 5.42E-01
371311 3754460 1.10E-05 5.44E-01 5.44E-01
371331 3754460 1.10E-05 5.47E-01 5.47E-01
371351 3754460 1.11E-05 5.52E-01 5.52E-01
371371 3754460 1.13E-05 5.63E-01 5.63E-01
371391 3754460 1.17E-05 5.79E-01 5.79E-01
371411 3754460 1.21E-05 6.01E-01 6.01E-01
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371431 3754460 1.26E-05 6.24E-01 6.24E-01
371451 3754460 1.30E-05 6.48E-01 6.48E-01
371471 3754460 1.35E-05 6.71E-01 6.71E-01
371491 3754460 1.39E-05 6.89E-01 6.89E-01
371511 3754460 1.41E-05 6.98E-01 6.98E-01
371531 3754460 1.41E-05 7.00E-01 7.00E-01
371551 3754460 1.39E-05 6.93E-01 6.93E-01
371571 3754460 1.37E-05 6.79E-01 6.79E-01
371591 3754460 1.33E-05 6.60E-01 6.60E-01
371611 3754460 1.28E-05 6.36E-01 6.36E-01
371631 3754460 1.23E-05 6.10E-01 6.10E-01
371651 3754460 1.17E-05 5.82E-01 5.82E-01
371671 3754460 1.11E-05 5.54E-01 5.54E-01
371691 3754460 1.06E-05 5.26E-01 5.26E-01
371711 3754460 1.00E-05 4.98E-01 4.98E-01
371731 3754460 9.48E-06 4.71E-01 4.71E-01
371751 3754460 8.96E-06 4.45E-01 4.45E-01
371771 3754460 8.46E-06 4.20E-01 4.20E-01
371791 3754460 7.99E-06 3.97E-01 3.97E-01
371811 3754460 7.55E-06 3.75E-01 3.75E-01
371831 3754460 7.14E-06 3.55E-01 3.55E-01
370571 3754480 1.38E-06 6.86E-02 6.86E-02
370591 3754480 1.45E-06 7.19E-02 7.19E-02
370611 3754480 1.52E-06 7.53E-02 7.53E-02
370631 3754480 1.59E-06 7.91E-02 7.91E-02
370651 3754480 1.67E-06 8.31E-02 8.31E-02
370671 3754480 1.76E-06 8.75E-02 8.75E-02
370691 3754480 1.86E-06 9.22E-02 9.22E-02
370711 3754480 1.96E-06 9.72E-02 9.72E-02
370731 3754480 2.07E-06 1.03E-01 1.03E-01
370751 3754480 2.18E-06 1.09E-01 1.09E-01
370771 3754480 2.31E-06 1.15E-01 1.15E-01
370791 3754480 2.45E-06 1.22E-01 1.22E-01
370811 3754480 2.60E-06 1.29E-01 1.29E-01
370831 3754480 2.77E-06 1.37E-01 1.37E-01
370851 3754480 2.95E-06 1.46E-01 1.46E-01
370871 3754480 3.15E-06 1.57E-01 1.57E-01
370891 3754480 3.37E-06 1.67E-01 1.67E-01
370911 3754480 3.62E-06 1.80E-01 1.80E-01
370931 3754480 3.87E-06 1.92E-01 1.92E-01
370951 3754480 4.15E-06 2.06E-01 2.06E-01
370971 3754480 4.47E-06 2.22E-01 2.22E-01
370991 3754480 4.76E-06 2.36E-01 2.36E-01
371011 3754480 5.09E-06 2.53E-01 2.53E-01
371031 3754480 5.46E-06 2.71E-01 2.71E-01
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371051 3754480 5.86E-06 2.91E-01 2.91E-01
371071 3754480 6.21E-06 3.09E-01 3.09E-01
371091 3754480 6.62E-06 3.29E-01 3.29E-01
371111 3754480 7.04E-06 3.50E-01 3.50E-01
371131 3754480 7.39E-06 3.67E-01 3.67E-01
371151 3754480 7.69E-06 3.82E-01 3.82E-01
371171 3754480 7.94E-06 3.94E-01 3.94E-01
371191 3754480 8.12E-06 4.03E-01 4.03E-01
371211 3754480 8.23E-06 4.09E-01 4.09E-01
371231 3754480 8.27E-06 4.11E-01 4.11E-01
371251 3754480 8.26E-06 4.10E-01 4.10E-01
371271 3754480 8.19E-06 4.07E-01 4.07E-01
371291 3754480 8.11E-06 4.03E-01 4.03E-01
371311 3754480 8.04E-06 4.00E-01 4.00E-01
371331 3754480 8.01E-06 3.98E-01 3.98E-01
371351 3754480 8.04E-06 3.99E-01 3.99E-01
371371 3754480 8.15E-06 4.05E-01 4.05E-01
371391 3754480 8.36E-06 4.15E-01 4.15E-01
371411 3754480 8.65E-06 4.30E-01 4.30E-01
371431 3754480 9.01E-06 4.48E-01 4.48E-01
371451 3754480 9.39E-06 4.66E-01 4.66E-01
371471 3754480 9.80E-06 4.87E-01 4.87E-01
371491 3754480 1.02E-05 5.05E-01 5.05E-01
371511 3754480 1.05E-05 5.19E-01 5.19E-01
371531 3754480 1.07E-05 5.30E-01 5.30E-01
371551 3754480 1.08E-05 5.35E-01 5.35E-01
371571 3754480 1.08E-05 5.34E-01 5.34E-01
371591 3754480 1.06E-05 5.29E-01 5.29E-01
371611 3754480 1.05E-05 5.20E-01 5.20E-01
371631 3754480 1.02E-05 5.07E-01 5.07E-01
371651 3754480 9.89E-06 4.92E-01 4.92E-01
371671 3754480 9.55E-06 4.74E-01 4.74E-01
371691 3754480 9.18E-06 4.56E-01 4.56E-01
371711 3754480 8.81E-06 4.37E-01 4.37E-01
371731 3754480 8.42E-06 4.18E-01 4.18E-01
371751 3754480 8.04E-06 4.00E-01 4.00E-01
371771 3754480 7.67E-06 3.81E-01 3.81E-01
371791 3754480 7.31E-06 3.63E-01 3.63E-01
371811 3754480 6.96E-06 3.46E-01 3.46E-01
371831 3754480 6.62E-06 3.29E-01 3.29E-01
370571 3754500 1.34E-06 6.64E-02 6.64E-02
370591 3754500 1.40E-06 6.94E-02 6.94E-02
370611 3754500 1.46E-06 7.26E-02 7.26E-02
370631 3754500 1.53E-06 7.60E-02 7.60E-02
370651 3754500 1.61E-06 7.98E-02 7.98E-02
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370671 3754500 1.69E-06 8.38E-02 8.38E-02
370691 3754500 1.77E-06 8.81E-02 8.81E-02
370711 3754500 1.87E-06 9.27E-02 9.27E-02
370731 3754500 1.96E-06 9.76E-02 9.76E-02
370751 3754500 2.07E-06 1.03E-01 1.03E-01
370771 3754500 2.19E-06 1.09E-01 1.09E-01
370791 3754500 2.31E-06 1.15E-01 1.15E-01
370811 3754500 2.44E-06 1.21E-01 1.21E-01
370831 3754500 2.59E-06 1.29E-01 1.29E-01
370851 3754500 2.75E-06 1.37E-01 1.37E-01
370871 3754500 2.93E-06 1.45E-01 1.45E-01
370891 3754500 3.10E-06 1.54E-01 1.54E-01
370911 3754500 3.31E-06 1.65E-01 1.65E-01
370931 3754500 3.55E-06 1.76E-01 1.76E-01
370951 3754500 3.79E-06 1.89E-01 1.89E-01
370971 3754500 4.02E-06 2.00E-01 2.00E-01
370991 3754500 4.23E-06 2.10E-01 2.10E-01
371011 3754500 4.48E-06 2.22E-01 2.22E-01
371031 3754500 4.79E-06 2.38E-01 2.38E-01
371051 3754500 5.07E-06 2.52E-01 2.52E-01
371071 3754500 5.34E-06 2.65E-01 2.65E-01
371091 3754500 5.61E-06 2.79E-01 2.79E-01
371111 3754500 5.88E-06 2.92E-01 2.92E-01
371131 3754500 6.10E-06 3.03E-01 3.03E-01
371151 3754500 6.28E-06 3.12E-01 3.12E-01
371171 3754500 6.41E-06 3.19E-01 3.19E-01
371191 3754500 6.49E-06 3.23E-01 3.23E-01
371211 3754500 6.52E-06 3.24E-01 3.24E-01
371231 3754500 6.50E-06 3.23E-01 3.23E-01
371251 3754500 6.44E-06 3.20E-01 3.20E-01
371271 3754500 6.34E-06 3.15E-01 3.15E-01
371291 3754500 6.24E-06 3.10E-01 3.10E-01
371311 3754500 6.14E-06 3.05E-01 3.05E-01
371331 3754500 6.07E-06 3.02E-01 3.02E-01
371351 3754500 6.06E-06 3.01E-01 3.01E-01
371371 3754500 6.10E-06 3.03E-01 3.03E-01
371391 3754500 6.22E-06 3.09E-01 3.09E-01
371411 3754500 6.41E-06 3.18E-01 3.18E-01
371431 3754500 6.65E-06 3.31E-01 3.31E-01
371451 3754500 6.94E-06 3.45E-01 3.45E-01
371471 3754500 7.25E-06 3.60E-01 3.60E-01
371491 3754500 7.57E-06 3.76E-01 3.76E-01
371511 3754500 7.86E-06 3.90E-01 3.90E-01
371531 3754500 8.10E-06 4.03E-01 4.03E-01
371551 3754500 8.29E-06 4.12E-01 4.12E-01
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371571 3754500 8.41E-06 4.18E-01 4.18E-01
371591 3754500 8.46E-06 4.20E-01 4.20E-01
371611 3754500 8.44E-06 4.20E-01 4.20E-01
371631 3754500 8.36E-06 4.16E-01 4.16E-01
371651 3754500 8.23E-06 4.09E-01 4.09E-01
371671 3754500 8.06E-06 4.00E-01 4.00E-01
371691 3754500 7.85E-06 3.90E-01 3.90E-01
371711 3754500 7.62E-06 3.79E-01 3.79E-01
371731 3754500 7.37E-06 3.66E-01 3.66E-01
371751 3754500 7.11E-06 3.53E-01 3.53E-01
371771 3754500 6.84E-06 3.40E-01 3.40E-01
371791 3754500 6.58E-06 3.27E-01 3.27E-01
371811 3754500 6.31E-06 3.14E-01 3.14E-01
371831 3754500 6.05E-06 3.01E-01 3.01E-01
370571 3754520 1.29E-06 6.41E-02 6.41E-02
370591 3754520 1.35E-06 6.68E-02 6.68E-02
370611 3754520 1.40E-06 6.98E-02 6.98E-02
370631 3754520 1.47E-06 7.30E-02 7.30E-02
370651 3754520 1.54E-06 7.63E-02 7.63E-02
370671 3754520 1.61E-06 8.00E-02 8.00E-02
370691 3754520 1.69E-06 8.38E-02 8.38E-02
370711 3754520 1.77E-06 8.81E-02 8.81E-02
370731 3754520 1.86E-06 9.25E-02 9.25E-02
370751 3754520 1.96E-06 9.72E-02 9.72E-02
370771 3754520 2.06E-06 1.02E-01 1.02E-01
370791 3754520 2.17E-06 1.08E-01 1.08E-01
370811 3754520 2.29E-06 1.14E-01 1.14E-01
370831 3754520 2.42E-06 1.20E-01 1.20E-01
370851 3754520 2.55E-06 1.27E-01 1.27E-01
370871 3754520 2.68E-06 1.33E-01 1.33E-01
370891 3754520 2.84E-06 1.41E-01 1.41E-01
370911 3754520 3.03E-06 1.51E-01 1.51E-01
370931 3754520 3.20E-06 1.59E-01 1.59E-01
370951 3754520 3.39E-06 1.69E-01 1.69E-01
370971 3754520 3.61E-06 1.79E-01 1.79E-01
370991 3754520 3.76E-06 1.87E-01 1.87E-01
371011 3754520 3.95E-06 1.96E-01 1.96E-01
371031 3754520 4.19E-06 2.08E-01 2.08E-01
371051 3754520 4.38E-06 2.18E-01 2.18E-01
371071 3754520 4.58E-06 2.27E-01 2.27E-01
371091 3754520 4.77E-06 2.37E-01 2.37E-01
371111 3754520 4.95E-06 2.46E-01 2.46E-01
371131 3754520 5.09E-06 2.53E-01 2.53E-01
371151 3754520 5.19E-06 2.58E-01 2.58E-01
371171 3754520 5.25E-06 2.61E-01 2.61E-01
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371191 3754520 5.28E-06 2.62E-01 2.62E-01
371211 3754520 5.27E-06 2.62E-01 2.62E-01
371231 3754520 5.22E-06 2.59E-01 2.59E-01
371251 3754520 5.14E-06 2.55E-01 2.55E-01
371271 3754520 5.04E-06 2.50E-01 2.50E-01
371291 3754520 4.94E-06 2.45E-01 2.45E-01
371311 3754520 4.84E-06 2.40E-01 2.40E-01
371331 3754520 4.76E-06 2.37E-01 2.37E-01
371351 3754520 4.72E-06 2.35E-01 2.35E-01
371371 3754520 4.73E-06 2.35E-01 2.35E-01
371391 3754520 4.79E-06 2.38E-01 2.38E-01
371411 3754520 4.90E-06 2.44E-01 2.44E-01
371431 3754520 5.06E-06 2.52E-01 2.52E-01
371451 3754520 5.26E-06 2.61E-01 2.61E-01
371471 3754520 5.49E-06 2.73E-01 2.73E-01
371491 3754520 5.74E-06 2.85E-01 2.85E-01
371511 3754520 5.98E-06 2.97E-01 2.97E-01
371531 3754520 6.22E-06 3.09E-01 3.09E-01
371551 3754520 6.42E-06 3.19E-01 3.19E-01
371571 3754520 6.58E-06 3.27E-01 3.27E-01
371591 3754520 6.71E-06 3.33E-01 3.33E-01
371611 3754520 6.78E-06 3.37E-01 3.37E-01
371631 3754520 6.80E-06 3.38E-01 3.38E-01
371651 3754520 6.79E-06 3.37E-01 3.37E-01
371671 3754520 6.73E-06 3.34E-01 3.34E-01
371691 3754520 6.63E-06 3.30E-01 3.30E-01
371711 3754520 6.51E-06 3.24E-01 3.24E-01
371731 3754520 6.37E-06 3.16E-01 3.16E-01
371751 3754520 6.21E-06 3.08E-01 3.08E-01
371771 3754520 6.03E-06 3.00E-01 3.00E-01
371791 3754520 5.85E-06 2.90E-01 2.90E-01
371811 3754520 5.66E-06 2.81E-01 2.81E-01
371831 3754520 5.47E-06 2.72E-01 2.72E-01
370571 3754540 1.24E-06 6.18E-02 6.18E-02
370591 3754540 1.29E-06 6.43E-02 6.43E-02
370611 3754540 1.35E-06 6.70E-02 6.70E-02
370631 3754540 1.41E-06 6.99E-02 6.99E-02
370651 3754540 1.47E-06 7.29E-02 7.29E-02
370671 3754540 1.53E-06 7.62E-02 7.62E-02
370691 3754540 1.60E-06 7.97E-02 7.97E-02
370711 3754540 1.68E-06 8.34E-02 8.34E-02
370731 3754540 1.76E-06 8.74E-02 8.74E-02
370751 3754540 1.84E-06 9.16E-02 9.16E-02
370771 3754540 1.93E-06 9.60E-02 9.60E-02
370791 3754540 2.03E-06 1.01E-01 1.01E-01
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370811 3754540 2.13E-06 1.06E-01 1.06E-01
370831 3754540 2.24E-06 1.11E-01 1.11E-01
370851 3754540 2.36E-06 1.17E-01 1.17E-01
370871 3754540 2.48E-06 1.23E-01 1.23E-01
370891 3754540 2.61E-06 1.30E-01 1.30E-01
370911 3754540 2.77E-06 1.37E-01 1.37E-01
370931 3754540 2.93E-06 1.46E-01 1.46E-01
370951 3754540 3.10E-06 1.54E-01 1.54E-01
370971 3754540 3.24E-06 1.61E-01 1.61E-01
370991 3754540 3.35E-06 1.66E-01 1.66E-01
371011 3754540 3.49E-06 1.73E-01 1.73E-01
371031 3754540 3.67E-06 1.82E-01 1.82E-01
371051 3754540 3.82E-06 1.90E-01 1.90E-01
371071 3754540 3.96E-06 1.97E-01 1.97E-01
371091 3754540 4.09E-06 2.03E-01 2.03E-01
371111 3754540 4.20E-06 2.09E-01 2.09E-01
371131 3754540 4.28E-06 2.13E-01 2.13E-01
371151 3754540 4.33E-06 2.15E-01 2.15E-01
371171 3754540 4.36E-06 2.16E-01 2.16E-01
371191 3754540 4.35E-06 2.16E-01 2.16E-01
371211 3754540 4.32E-06 2.15E-01 2.15E-01
371231 3754540 4.26E-06 2.12E-01 2.12E-01
371251 3754540 4.18E-06 2.08E-01 2.08E-01
371271 3754540 4.09E-06 2.03E-01 2.03E-01
371291 3754540 4.00E-06 1.99E-01 1.99E-01
371311 3754540 3.91E-06 1.94E-01 1.94E-01
371331 3754540 3.83E-06 1.90E-01 1.90E-01
371351 3754540 3.78E-06 1.88E-01 1.88E-01
371371 3754540 3.77E-06 1.87E-01 1.87E-01
371391 3754540 3.79E-06 1.89E-01 1.89E-01
371411 3754540 3.86E-06 1.92E-01 1.92E-01
371431 3754540 3.96E-06 1.97E-01 1.97E-01
371451 3754540 4.10E-06 2.04E-01 2.04E-01
371471 3754540 4.26E-06 2.12E-01 2.12E-01
371491 3754540 4.44E-06 2.21E-01 2.21E-01
371511 3754540 4.63E-06 2.30E-01 2.30E-01
371531 3754540 4.83E-06 2.40E-01 2.40E-01
371551 3754540 5.01E-06 2.49E-01 2.49E-01
371571 3754540 5.18E-06 2.57E-01 2.57E-01
371591 3754540 5.32E-06 2.64E-01 2.64E-01
371611 3754540 5.44E-06 2.70E-01 2.70E-01
371631 3754540 5.51E-06 2.74E-01 2.74E-01
371651 3754540 5.56E-06 2.76E-01 2.76E-01
371671 3754540 5.57E-06 2.77E-01 2.77E-01
371691 3754540 5.56E-06 2.76E-01 2.76E-01
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371711 3754540 5.52E-06 2.74E-01 2.74E-01
371731 3754540 5.45E-06 2.71E-01 2.71E-01
371751 3754540 5.36E-06 2.66E-01 2.66E-01
371771 3754540 5.26E-06 2.61E-01 2.61E-01
371791 3754540 5.14E-06 2.55E-01 2.55E-01
371811 3754540 5.02E-06 2.49E-01 2.49E-01
371831 3754540 4.88E-06 2.43E-01 2.43E-01
370571 3754560 1.20E-06 5.94E-02 5.94E-02
370591 3754560 1.24E-06 6.17E-02 6.17E-02
370611 3754560 1.29E-06 6.41E-02 6.41E-02
370631 3754560 1.34E-06 6.67E-02 6.67E-02
370651 3754560 1.40E-06 6.95E-02 6.95E-02
370671 3754560 1.46E-06 7.24E-02 7.24E-02
370691 3754560 1.52E-06 7.55E-02 7.55E-02
370711 3754560 1.59E-06 7.89E-02 7.89E-02
370731 3754560 1.66E-06 8.24E-02 8.24E-02
370751 3754560 1.73E-06 8.61E-02 8.61E-02
370771 3754560 1.81E-06 9.01E-02 9.01E-02
370791 3754560 1.90E-06 9.43E-02 9.43E-02
370811 3754560 1.99E-06 9.87E-02 9.87E-02
370831 3754560 2.08E-06 1.03E-01 1.03E-01
370851 3754560 2.18E-06 1.08E-01 1.08E-01
370871 3754560 2.28E-06 1.13E-01 1.13E-01
370891 3754560 2.39E-06 1.19E-01 1.19E-01
370911 3754560 2.52E-06 1.25E-01 1.25E-01
370931 3754560 2.67E-06 1.32E-01 1.32E-01
370951 3754560 2.76E-06 1.37E-01 1.37E-01
370971 3754560 2.92E-06 1.45E-01 1.45E-01
370991 3754560 2.99E-06 1.49E-01 1.49E-01
371011 3754560 3.09E-06 1.54E-01 1.54E-01
371031 3754560 3.21E-06 1.59E-01 1.59E-01
371051 3754560 3.32E-06 1.65E-01 1.65E-01
371071 3754560 3.43E-06 1.71E-01 1.71E-01
371091 3754560 3.52E-06 1.75E-01 1.75E-01
371111 3754560 3.58E-06 1.78E-01 1.78E-01
371131 3754560 3.63E-06 1.80E-01 1.80E-01
371151 3754560 3.65E-06 1.82E-01 1.82E-01
371171 3754560 3.65E-06 1.82E-01 1.82E-01
371191 3754560 3.63E-06 1.80E-01 1.80E-01
371211 3754560 3.59E-06 1.78E-01 1.78E-01
371231 3754560 3.53E-06 1.75E-01 1.75E-01
371251 3754560 3.46E-06 1.72E-01 1.72E-01
371271 3754560 3.38E-06 1.68E-01 1.68E-01
371291 3754560 3.29E-06 1.64E-01 1.64E-01
371311 3754560 3.22E-06 1.60E-01 1.60E-01
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371331 3754560 3.15E-06 1.57E-01 1.57E-01
371351 3754560 3.10E-06 1.54E-01 1.54E-01
371371 3754560 3.08E-06 1.53E-01 1.53E-01
371391 3754560 3.08E-06 1.53E-01 1.53E-01
371411 3754560 3.12E-06 1.55E-01 1.55E-01
371431 3754560 3.18E-06 1.58E-01 1.58E-01
371451 3754560 3.27E-06 1.62E-01 1.62E-01
371471 3754560 3.38E-06 1.68E-01 1.68E-01
371491 3754560 3.51E-06 1.74E-01 1.74E-01
371511 3754560 3.65E-06 1.82E-01 1.82E-01
371531 3754560 3.81E-06 1.89E-01 1.89E-01
371551 3754560 3.96E-06 1.97E-01 1.97E-01
371571 3754560 4.11E-06 2.04E-01 2.04E-01
371591 3754560 4.25E-06 2.11E-01 2.11E-01
371611 3754560 4.37E-06 2.17E-01 2.17E-01
371631 3754560 4.47E-06 2.22E-01 2.22E-01
371651 3754560 4.55E-06 2.26E-01 2.26E-01
371671 3754560 4.60E-06 2.29E-01 2.29E-01
371691 3754560 4.63E-06 2.30E-01 2.30E-01
371711 3754560 4.64E-06 2.31E-01 2.31E-01
371731 3754560 4.63E-06 2.30E-01 2.30E-01
371751 3754560 4.59E-06 2.28E-01 2.28E-01
371771 3754560 4.55E-06 2.26E-01 2.26E-01
371791 3754560 4.48E-06 2.23E-01 2.23E-01
371811 3754560 4.41E-06 2.19E-01 2.19E-01
371831 3754560 4.32E-06 2.15E-01 2.15E-01
370571 3754580 1.15E-06 5.69E-02 5.69E-02
370591 3754580 1.19E-06 5.90E-02 5.90E-02
370611 3754580 1.23E-06 6.12E-02 6.12E-02
370631 3754580 1.28E-06 6.36E-02 6.36E-02
370651 3754580 1.33E-06 6.61E-02 6.61E-02
370671 3754580 1.38E-06 6.87E-02 6.87E-02
370691 3754580 1.44E-06 7.15E-02 7.15E-02
370711 3754580 1.50E-06 7.44E-02 7.44E-02
370731 3754580 1.56E-06 7.75E-02 7.75E-02
370751 3754580 1.63E-06 8.08E-02 8.08E-02
370771 3754580 1.69E-06 8.40E-02 8.40E-02
370791 3754580 1.76E-06 8.77E-02 8.77E-02
370811 3754580 1.84E-06 9.12E-02 9.12E-02
370831 3754580 1.91E-06 9.51E-02 9.51E-02
370851 3754580 2.00E-06 9.94E-02 9.94E-02
370871 3754580 2.09E-06 1.04E-01 1.04E-01
370891 3754580 2.18E-06 1.08E-01 1.08E-01
370911 3754580 2.29E-06 1.14E-01 1.14E-01
370931 3754580 2.42E-06 1.20E-01 1.20E-01
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370951 3754580 2.51E-06 1.25E-01 1.25E-01
370971 3754580 2.63E-06 1.30E-01 1.30E-01
370991 3754580 2.68E-06 1.33E-01 1.33E-01
371011 3754580 2.74E-06 1.36E-01 1.36E-01
371031 3754580 2.82E-06 1.40E-01 1.40E-01
371051 3754580 2.90E-06 1.44E-01 1.44E-01
371071 3754580 2.99E-06 1.49E-01 1.49E-01
371091 3754580 3.04E-06 1.51E-01 1.51E-01
371111 3754580 3.08E-06 1.53E-01 1.53E-01
371131 3754580 3.10E-06 1.54E-01 1.54E-01
371151 3754580 3.11E-06 1.54E-01 1.54E-01
371171 3754580 3.10E-06 1.54E-01 1.54E-01
371191 3754580 3.07E-06 1.52E-01 1.52E-01
371211 3754580 3.02E-06 1.50E-01 1.50E-01
371231 3754580 2.97E-06 1.47E-01 1.47E-01
371251 3754580 2.90E-06 1.44E-01 1.44E-01
371271 3754580 2.83E-06 1.41E-01 1.41E-01
371291 3754580 2.76E-06 1.37E-01 1.37E-01
371311 3754580 2.69E-06 1.34E-01 1.34E-01
371331 3754580 2.64E-06 1.31E-01 1.31E-01
371351 3754580 2.59E-06 1.29E-01 1.29E-01
371371 3754580 2.56E-06 1.27E-01 1.27E-01
371391 3754580 2.56E-06 1.27E-01 1.27E-01
371411 3754580 2.57E-06 1.28E-01 1.28E-01
371431 3754580 2.61E-06 1.29E-01 1.29E-01
371451 3754580 2.66E-06 1.32E-01 1.32E-01
371471 3754580 2.74E-06 1.36E-01 1.36E-01
371491 3754580 2.83E-06 1.41E-01 1.41E-01
371511 3754580 2.94E-06 1.46E-01 1.46E-01
371531 3754580 3.05E-06 1.52E-01 1.52E-01
371551 3754580 3.17E-06 1.58E-01 1.58E-01
371571 3754580 3.30E-06 1.64E-01 1.64E-01
371591 3754580 3.42E-06 1.70E-01 1.70E-01
371611 3754580 3.53E-06 1.76E-01 1.76E-01
371631 3754580 3.63E-06 1.81E-01 1.81E-01
371651 3754580 3.72E-06 1.85E-01 1.85E-01
371671 3754580 3.80E-06 1.89E-01 1.89E-01
371691 3754580 3.85E-06 1.91E-01 1.91E-01
371711 3754580 3.89E-06 1.93E-01 1.93E-01
371731 3754580 3.91E-06 1.94E-01 1.94E-01
371751 3754580 3.91E-06 1.94E-01 1.94E-01
371771 3754580 3.90E-06 1.94E-01 1.94E-01
371791 3754580 3.88E-06 1.93E-01 1.93E-01
371811 3754580 3.84E-06 1.91E-01 1.91E-01
371831 3754580 3.80E-06 1.89E-01 1.89E-01
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370571 3754600 1.09E-06 5.44E-02 5.44E-02
370591 3754600 1.13E-06 5.63E-02 5.63E-02
370611 3754600 1.17E-06 5.83E-02 5.83E-02
370631 3754600 1.22E-06 6.04E-02 6.04E-02
370651 3754600 1.26E-06 6.25E-02 6.25E-02
370671 3754600 1.30E-06 6.48E-02 6.48E-02
370691 3754600 1.36E-06 6.73E-02 6.73E-02
370711 3754600 1.40E-06 6.98E-02 6.98E-02
370731 3754600 1.46E-06 7.24E-02 7.24E-02
370751 3754600 1.51E-06 7.52E-02 7.52E-02
370771 3754600 1.57E-06 7.81E-02 7.81E-02
370791 3754600 1.63E-06 8.11E-02 8.11E-02
370811 3754600 1.69E-06 8.41E-02 8.41E-02
370831 3754600 1.76E-06 8.75E-02 8.75E-02
370851 3754600 1.84E-06 9.15E-02 9.15E-02
370871 3754600 1.92E-06 9.52E-02 9.52E-02
370891 3754600 2.00E-06 9.92E-02 9.92E-02
370911 3754600 2.09E-06 1.04E-01 1.04E-01
370931 3754600 2.23E-06 1.11E-01 1.11E-01
370951 3754600 2.26E-06 1.12E-01 1.12E-01
370971 3754600 2.37E-06 1.18E-01 1.18E-01
370991 3754600 2.40E-06 1.19E-01 1.19E-01
371011 3754600 2.44E-06 1.21E-01 1.21E-01
371031 3754600 2.49E-06 1.24E-01 1.24E-01
371051 3754600 2.55E-06 1.27E-01 1.27E-01
371071 3754600 2.58E-06 1.28E-01 1.28E-01
371091 3754600 2.65E-06 1.32E-01 1.32E-01
371111 3754600 2.67E-06 1.33E-01 1.33E-01
371131 3754600 2.68E-06 1.33E-01 1.33E-01
371151 3754600 2.67E-06 1.33E-01 1.33E-01
371171 3754600 2.65E-06 1.32E-01 1.32E-01
371191 3754600 2.61E-06 1.30E-01 1.30E-01
371211 3754600 2.57E-06 1.28E-01 1.28E-01
371231 3754600 2.52E-06 1.25E-01 1.25E-01
371251 3754600 2.46E-06 1.22E-01 1.22E-01
371271 3754600 2.40E-06 1.19E-01 1.19E-01
371291 3754600 2.34E-06 1.16E-01 1.16E-01
371311 3754600 2.28E-06 1.13E-01 1.13E-01
371331 3754600 2.24E-06 1.11E-01 1.11E-01
371351 3754600 2.20E-06 1.09E-01 1.09E-01
371371 3754600 2.17E-06 1.08E-01 1.08E-01
371391 3754600 2.16E-06 1.07E-01 1.07E-01
371411 3754600 2.16E-06 1.07E-01 1.07E-01
371431 3754600 2.18E-06 1.08E-01 1.08E-01
371451 3754600 2.21E-06 1.10E-01 1.10E-01
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371471 3754600 2.26E-06 1.12E-01 1.12E-01
371491 3754600 2.32E-06 1.16E-01 1.16E-01
371511 3754600 2.40E-06 1.19E-01 1.19E-01
371531 3754600 2.49E-06 1.24E-01 1.24E-01
371551 3754600 2.58E-06 1.28E-01 1.28E-01
371571 3754600 2.68E-06 1.33E-01 1.33E-01
371591 3754600 2.78E-06 1.38E-01 1.38E-01
371611 3754600 2.88E-06 1.43E-01 1.43E-01
371631 3754600 2.97E-06 1.48E-01 1.48E-01
371651 3754600 3.06E-06 1.52E-01 1.52E-01
371671 3754600 3.14E-06 1.56E-01 1.56E-01
371691 3754600 3.20E-06 1.59E-01 1.59E-01
371711 3754600 3.25E-06 1.62E-01 1.62E-01
371731 3754600 3.29E-06 1.64E-01 1.64E-01
371751 3754600 3.32E-06 1.65E-01 1.65E-01
371771 3754600 3.34E-06 1.66E-01 1.66E-01
371791 3754600 3.34E-06 1.66E-01 1.66E-01
371811 3754600 3.33E-06 1.66E-01 1.66E-01
371831 3754600 3.31E-06 1.65E-01 1.65E-01
370571 3754620 1.04E-06 5.18E-02 5.18E-02
370591 3754620 1.08E-06 5.34E-02 5.34E-02
370611 3754620 1.11E-06 5.52E-02 5.52E-02
370631 3754620 1.15E-06 5.70E-02 5.70E-02
370651 3754620 1.18E-06 5.88E-02 5.88E-02
370671 3754620 1.22E-06 6.08E-02 6.08E-02
370691 3754620 1.27E-06 6.31E-02 6.31E-02
370711 3754620 1.31E-06 6.51E-02 6.51E-02
370731 3754620 1.36E-06 6.74E-02 6.74E-02
370751 3754620 1.40E-06 6.96E-02 6.96E-02
370771 3754620 1.45E-06 7.22E-02 7.22E-02
370791 3754620 1.51E-06 7.49E-02 7.49E-02
370811 3754620 1.56E-06 7.75E-02 7.75E-02
370831 3754620 1.62E-06 8.03E-02 8.03E-02
370851 3754620 1.69E-06 8.41E-02 8.41E-02
370871 3754620 1.76E-06 8.73E-02 8.73E-02
370891 3754620 1.83E-06 9.08E-02 9.08E-02
370911 3754620 1.91E-06 9.49E-02 9.49E-02
370931 3754620 2.00E-06 9.93E-02 9.93E-02
370951 3754620 2.06E-06 1.02E-01 1.02E-01
370971 3754620 2.14E-06 1.06E-01 1.06E-01
370991 3754620 2.15E-06 1.07E-01 1.07E-01
371011 3754620 2.18E-06 1.08E-01 1.08E-01
371031 3754620 2.22E-06 1.10E-01 1.10E-01
371051 3754620 2.25E-06 1.12E-01 1.12E-01
371071 3754620 2.26E-06 1.12E-01 1.12E-01

Unmitigated Construction HRA-Worker (02-20-19).xlsx 266 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

16+ 16+

X Y

Receptor

Total Cancer Risk (in 
one million)

Dose (mg/kg-day) Cancer Risk (in one 
million)

Maximum Worker 
Cancer Risk (per 

million)XY X  Y Receptor Group

Worker Cancer 
Risk (per 
million)

371091 3754620 2.32E-06 1.15E-01 1.15E-01
371111 3754620 2.33E-06 1.16E-01 1.16E-01
371131 3754620 2.32E-06 1.15E-01 1.15E-01
371151 3754620 2.31E-06 1.15E-01 1.15E-01
371171 3754620 2.28E-06 1.13E-01 1.13E-01
371191 3754620 2.25E-06 1.12E-01 1.12E-01
371211 3754620 2.21E-06 1.10E-01 1.10E-01
371231 3754620 2.16E-06 1.07E-01 1.07E-01
371251 3754620 2.11E-06 1.05E-01 1.05E-01
371271 3754620 2.06E-06 1.02E-01 1.02E-01
371291 3754620 2.01E-06 9.98E-02 9.98E-02
371311 3754620 1.96E-06 9.74E-02 9.74E-02
371331 3754620 1.92E-06 9.53E-02 9.53E-02
371351 3754620 1.88E-06 9.36E-02 9.36E-02
371371 3754620 1.86E-06 9.24E-02 9.24E-02
371391 3754620 1.84E-06 9.16E-02 9.16E-02
371411 3754620 1.84E-06 9.15E-02 9.15E-02
371431 3754620 1.85E-06 9.18E-02 9.18E-02
371451 3754620 1.87E-06 9.28E-02 9.28E-02
371471 3754620 1.90E-06 9.44E-02 9.44E-02
371491 3754620 1.94E-06 9.66E-02 9.66E-02
371511 3754620 2.00E-06 9.92E-02 9.92E-02
371531 3754620 2.06E-06 1.02E-01 1.02E-01
371551 3754620 2.13E-06 1.06E-01 1.06E-01
371571 3754620 2.21E-06 1.10E-01 1.10E-01
371591 3754620 2.29E-06 1.14E-01 1.14E-01
371611 3754620 2.37E-06 1.18E-01 1.18E-01
371631 3754620 2.45E-06 1.22E-01 1.22E-01
371651 3754620 2.53E-06 1.26E-01 1.26E-01
371671 3754620 2.60E-06 1.29E-01 1.29E-01
371691 3754620 2.67E-06 1.33E-01 1.33E-01
371711 3754620 2.73E-06 1.35E-01 1.35E-01
371731 3754620 2.78E-06 1.38E-01 1.38E-01
371751 3754620 2.82E-06 1.40E-01 1.40E-01
371771 3754620 2.85E-06 1.41E-01 1.41E-01
371791 3754620 2.87E-06 1.42E-01 1.42E-01
371811 3754620 2.88E-06 1.43E-01 1.43E-01
371831 3754620 2.88E-06 1.43E-01 1.43E-01
370571 3754640 9.95E-07 4.94E-02 4.94E-02
370591 3754640 1.03E-06 5.10E-02 5.10E-02
370611 3754640 1.06E-06 5.25E-02 5.25E-02
370631 3754640 1.09E-06 5.40E-02 5.40E-02
370651 3754640 1.12E-06 5.57E-02 5.57E-02
370671 3754640 1.16E-06 5.74E-02 5.74E-02
370691 3754640 1.19E-06 5.93E-02 5.93E-02
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370711 3754640 1.23E-06 6.09E-02 6.09E-02
370731 3754640 1.26E-06 6.28E-02 6.28E-02
370751 3754640 1.27E-06 6.29E-02 6.29E-02
370771 3754640 1.31E-06 6.50E-02 6.50E-02
370791 3754640 1.37E-06 6.83E-02 6.83E-02
370811 3754640 1.39E-06 6.92E-02 6.92E-02
370831 3754640 1.44E-06 7.15E-02 7.15E-02
370851 3754640 1.56E-06 7.74E-02 7.74E-02
370871 3754640 1.61E-06 8.02E-02 8.02E-02
370891 3754640 1.67E-06 8.31E-02 8.31E-02
370911 3754640 1.74E-06 8.66E-02 8.66E-02
370931 3754640 1.85E-06 9.18E-02 9.18E-02
370951 3754640 1.85E-06 9.20E-02 9.20E-02
370971 3754640 1.94E-06 9.63E-02 9.63E-02
370991 3754640 1.94E-06 9.64E-02 9.64E-02
371011 3754640 1.96E-06 9.72E-02 9.72E-02
371031 3754640 1.98E-06 9.82E-02 9.82E-02
371051 3754640 1.99E-06 9.90E-02 9.90E-02
371071 3754640 2.00E-06 9.92E-02 9.92E-02
371091 3754640 2.04E-06 1.01E-01 1.01E-01
371111 3754640 2.04E-06 1.01E-01 1.01E-01
371131 3754640 2.03E-06 1.01E-01 1.01E-01
371151 3754640 2.01E-06 9.99E-02 9.99E-02
371171 3754640 1.98E-06 9.86E-02 9.86E-02
371191 3754640 1.95E-06 9.70E-02 9.70E-02
371211 3754640 1.91E-06 9.51E-02 9.51E-02
371231 3754640 1.87E-06 9.30E-02 9.30E-02
371251 3754640 1.83E-06 9.08E-02 9.08E-02
371271 3754640 1.78E-06 8.86E-02 8.86E-02
371291 3754640 1.74E-06 8.65E-02 8.65E-02
371311 3754640 1.70E-06 8.45E-02 8.45E-02
371331 3754640 1.66E-06 8.27E-02 8.27E-02
371351 3754640 1.63E-06 8.12E-02 8.12E-02
371371 3754640 1.61E-06 8.01E-02 8.01E-02
371391 3754640 1.60E-06 7.93E-02 7.93E-02
371411 3754640 1.59E-06 7.89E-02 7.89E-02
371431 3754640 1.59E-06 7.90E-02 7.90E-02
371451 3754640 1.60E-06 7.96E-02 7.96E-02
371471 3754640 1.62E-06 8.05E-02 8.05E-02
371491 3754640 1.65E-06 8.20E-02 8.20E-02
371511 3754640 1.69E-06 8.38E-02 8.38E-02
371531 3754640 1.73E-06 8.60E-02 8.60E-02
371551 3754640 1.78E-06 8.86E-02 8.86E-02
371571 3754640 1.84E-06 9.15E-02 9.15E-02
371591 3754640 1.91E-06 9.46E-02 9.46E-02
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371611 3754640 1.97E-06 9.80E-02 9.80E-02
371631 3754640 2.04E-06 1.01E-01 1.01E-01
371651 3754640 2.11E-06 1.05E-01 1.05E-01
371671 3754640 2.17E-06 1.08E-01 1.08E-01
371691 3754640 2.24E-06 1.11E-01 1.11E-01
371711 3754640 2.29E-06 1.14E-01 1.14E-01
371731 3754640 2.34E-06 1.16E-01 1.16E-01
371751 3754640 2.39E-06 1.19E-01 1.19E-01
371771 3754640 2.43E-06 1.21E-01 1.21E-01
371791 3754640 2.46E-06 1.22E-01 1.22E-01
371811 3754640 2.48E-06 1.23E-01 1.23E-01
371831 3754640 2.50E-06 1.24E-01 1.24E-01
370571 3754660 9.47E-07 4.71E-02 4.71E-02
370591 3754660 9.76E-07 4.85E-02 4.85E-02
370611 3754660 1.00E-06 4.98E-02 4.98E-02
370631 3754660 1.03E-06 5.12E-02 5.12E-02
370651 3754660 1.06E-06 5.26E-02 5.26E-02
370671 3754660 1.09E-06 5.42E-02 5.42E-02
370691 3754660 1.12E-06 5.57E-02 5.57E-02
370711 3754660 1.15E-06 5.71E-02 5.71E-02
370731 3754660 1.17E-06 5.80E-02 5.80E-02
370751 3754660 1.18E-06 5.84E-02 5.84E-02
370771 3754660 1.21E-06 6.02E-02 6.02E-02
370791 3754660 1.25E-06 6.21E-02 6.21E-02
370811 3754660 1.29E-06 6.40E-02 6.40E-02
370831 3754660 1.33E-06 6.59E-02 6.59E-02
370851 3754660 1.44E-06 7.13E-02 7.13E-02
370871 3754660 1.48E-06 7.37E-02 7.37E-02
370891 3754660 1.54E-06 7.63E-02 7.63E-02
370911 3754660 1.60E-06 7.93E-02 7.93E-02
370931 3754660 1.69E-06 8.38E-02 8.38E-02
370951 3754660 1.70E-06 8.42E-02 8.42E-02
370971 3754660 1.76E-06 8.76E-02 8.76E-02
370991 3754660 1.75E-06 8.71E-02 8.71E-02
371011 3754660 1.76E-06 8.72E-02 8.72E-02
371031 3754660 1.76E-06 8.77E-02 8.77E-02
371051 3754660 1.77E-06 8.80E-02 8.80E-02
371071 3754660 1.77E-06 8.80E-02 8.80E-02
371091 3754660 1.80E-06 8.95E-02 8.95E-02
371111 3754660 1.80E-06 8.93E-02 8.93E-02
371131 3754660 1.78E-06 8.86E-02 8.86E-02
371151 3754660 1.76E-06 8.76E-02 8.76E-02
371171 3754660 1.74E-06 8.63E-02 8.63E-02
371191 3754660 1.71E-06 8.48E-02 8.48E-02
371211 3754660 1.67E-06 8.31E-02 8.31E-02
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371231 3754660 1.63E-06 8.12E-02 8.12E-02
371251 3754660 1.60E-06 7.93E-02 7.93E-02
371271 3754660 1.56E-06 7.74E-02 7.74E-02
371291 3754660 1.52E-06 7.56E-02 7.56E-02
371311 3754660 1.49E-06 7.39E-02 7.39E-02
371331 3754660 1.46E-06 7.24E-02 7.24E-02
371351 3754660 1.43E-06 7.11E-02 7.11E-02
371371 3754660 1.41E-06 7.00E-02 7.00E-02
371391 3754660 1.39E-06 6.93E-02 6.93E-02
371411 3754660 1.39E-06 6.89E-02 6.89E-02
371431 3754660 1.38E-06 6.88E-02 6.88E-02
371451 3754660 1.39E-06 6.90E-02 6.90E-02
371471 3754660 1.40E-06 6.96E-02 6.96E-02
371491 3754660 1.42E-06 7.05E-02 7.05E-02
371511 3754660 1.44E-06 7.18E-02 7.18E-02
371531 3754660 1.48E-06 7.34E-02 7.34E-02
371551 3754660 1.51E-06 7.53E-02 7.53E-02
371571 3754660 1.56E-06 7.74E-02 7.74E-02
371591 3754660 1.61E-06 7.98E-02 7.98E-02
371611 3754660 1.66E-06 8.24E-02 8.24E-02
371631 3754660 1.71E-06 8.52E-02 8.52E-02
371651 3754660 1.77E-06 8.80E-02 8.80E-02
371671 3754660 1.83E-06 9.08E-02 9.08E-02
371691 3754660 1.88E-06 9.35E-02 9.35E-02
371711 3754660 1.94E-06 9.62E-02 9.62E-02
371731 3754660 1.99E-06 9.86E-02 9.86E-02
371751 3754660 2.03E-06 1.01E-01 1.01E-01
371771 3754660 2.07E-06 1.03E-01 1.03E-01
371791 3754660 2.11E-06 1.05E-01 1.05E-01
371811 3754660 2.14E-06 1.06E-01 1.06E-01
371831 3754660 2.16E-06 1.07E-01 1.07E-01
370571 3754680 9.00E-07 4.47E-02 4.47E-02
370591 3754680 9.27E-07 4.60E-02 4.60E-02
370611 3754680 9.52E-07 4.73E-02 4.73E-02
370631 3754680 9.76E-07 4.85E-02 4.85E-02
370651 3754680 1.00E-06 4.98E-02 4.98E-02
370671 3754680 1.03E-06 5.11E-02 5.11E-02
370691 3754680 1.06E-06 5.25E-02 5.25E-02
370711 3754680 1.08E-06 5.37E-02 5.37E-02
370731 3754680 1.09E-06 5.43E-02 5.43E-02
370751 3754680 1.10E-06 5.48E-02 5.48E-02
370771 3754680 1.13E-06 5.62E-02 5.62E-02
370791 3754680 1.16E-06 5.77E-02 5.77E-02
370811 3754680 1.19E-06 5.91E-02 5.91E-02
370831 3754680 1.22E-06 6.08E-02 6.08E-02
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370851 3754680 1.32E-06 6.57E-02 6.57E-02
370871 3754680 1.36E-06 6.77E-02 6.77E-02
370891 3754680 1.41E-06 6.99E-02 6.99E-02
370911 3754680 1.46E-06 7.26E-02 7.26E-02
370931 3754680 1.55E-06 7.68E-02 7.68E-02
370951 3754680 1.53E-06 7.61E-02 7.61E-02
370971 3754680 1.60E-06 7.97E-02 7.97E-02
370991 3754680 1.59E-06 7.88E-02 7.88E-02
371011 3754680 1.58E-06 7.86E-02 7.86E-02
371031 3754680 1.58E-06 7.87E-02 7.87E-02
371051 3754680 1.58E-06 7.87E-02 7.87E-02
371071 3754680 1.58E-06 7.86E-02 7.86E-02
371091 3754680 1.60E-06 7.95E-02 7.95E-02
371111 3754680 1.59E-06 7.91E-02 7.91E-02
371131 3754680 1.58E-06 7.83E-02 7.83E-02
371151 3754680 1.56E-06 7.73E-02 7.73E-02
371171 3754680 1.53E-06 7.60E-02 7.60E-02
371191 3754680 1.50E-06 7.46E-02 7.46E-02
371211 3754680 1.47E-06 7.31E-02 7.31E-02
371231 3754680 1.44E-06 7.14E-02 7.14E-02
371251 3754680 1.40E-06 6.98E-02 6.98E-02
371271 3754680 1.37E-06 6.81E-02 6.81E-02
371291 3754680 1.34E-06 6.65E-02 6.65E-02
371311 3754680 1.31E-06 6.51E-02 6.51E-02
371331 3754680 1.28E-06 6.38E-02 6.38E-02
371351 3754680 1.26E-06 6.27E-02 6.27E-02
371371 3754680 1.24E-06 6.18E-02 6.18E-02
371391 3754680 1.23E-06 6.11E-02 6.11E-02
371411 3754680 1.22E-06 6.06E-02 6.06E-02
371431 3754680 1.22E-06 6.04E-02 6.04E-02
371451 3754680 1.22E-06 6.05E-02 6.05E-02
371471 3754680 1.22E-06 6.08E-02 6.08E-02
371491 3754680 1.24E-06 6.14E-02 6.14E-02
371511 3754680 1.25E-06 6.22E-02 6.22E-02
371531 3754680 1.27E-06 6.33E-02 6.33E-02
371551 3754680 1.30E-06 6.47E-02 6.47E-02
371571 3754680 1.33E-06 6.63E-02 6.63E-02
371591 3754680 1.37E-06 6.81E-02 6.81E-02
371611 3754680 1.41E-06 7.02E-02 7.02E-02
371631 3754680 1.46E-06 7.23E-02 7.23E-02
371651 3754680 1.50E-06 7.46E-02 7.46E-02
371671 3754680 1.55E-06 7.70E-02 7.70E-02
371691 3754680 1.60E-06 7.93E-02 7.93E-02
371711 3754680 1.64E-06 8.16E-02 8.16E-02
371731 3754680 1.69E-06 8.39E-02 8.39E-02
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371751 3754680 1.73E-06 8.61E-02 8.61E-02
371771 3754680 1.77E-06 8.81E-02 8.81E-02
371791 3754680 1.81E-06 8.98E-02 8.98E-02
371811 3754680 1.84E-06 9.14E-02 9.14E-02
371831 3754680 1.87E-06 9.28E-02 9.28E-02
370571 3754700 8.55E-07 4.25E-02 4.25E-02
370591 3754700 8.79E-07 4.37E-02 4.37E-02
370611 3754700 9.03E-07 4.49E-02 4.49E-02
370631 3754700 9.28E-07 4.61E-02 4.61E-02
370651 3754700 9.53E-07 4.74E-02 4.74E-02
370671 3754700 9.73E-07 4.83E-02 4.83E-02
370691 3754700 9.97E-07 4.95E-02 4.95E-02
370711 3754700 1.02E-06 5.07E-02 5.07E-02
370731 3754700 1.04E-06 5.18E-02 5.18E-02
370751 3754700 1.03E-06 5.14E-02 5.14E-02
370771 3754700 1.06E-06 5.25E-02 5.25E-02
370791 3754700 1.08E-06 5.37E-02 5.37E-02
370811 3754700 1.10E-06 5.48E-02 5.48E-02
370831 3754700 1.13E-06 5.62E-02 5.62E-02
370851 3754700 1.22E-06 6.04E-02 6.04E-02
370871 3754700 1.25E-06 6.23E-02 6.23E-02
370891 3754700 1.29E-06 6.41E-02 6.41E-02
370911 3754700 1.34E-06 6.64E-02 6.64E-02
370931 3754700 1.42E-06 7.05E-02 7.05E-02
370951 3754700 1.38E-06 6.85E-02 6.85E-02
370971 3754700 1.46E-06 7.24E-02 7.24E-02
370991 3754700 1.43E-06 7.11E-02 7.11E-02
371011 3754700 1.43E-06 7.12E-02 7.12E-02
371031 3754700 1.45E-06 7.19E-02 7.19E-02
371051 3754700 1.44E-06 7.18E-02 7.18E-02
371071 3754700 1.44E-06 7.15E-02 7.15E-02
371091 3754700 1.43E-06 7.10E-02 7.10E-02
371111 3754700 1.42E-06 7.04E-02 7.04E-02
371131 3754700 1.40E-06 6.96E-02 6.96E-02
371151 3754700 1.38E-06 6.86E-02 6.86E-02
371171 3754700 1.36E-06 6.74E-02 6.74E-02
371191 3754700 1.33E-06 6.61E-02 6.61E-02
371211 3754700 1.30E-06 6.47E-02 6.47E-02
371231 3754700 1.27E-06 6.32E-02 6.32E-02
371251 3754700 1.24E-06 6.18E-02 6.18E-02
371271 3754700 1.22E-06 6.04E-02 6.04E-02
371291 3754700 1.19E-06 5.90E-02 5.90E-02
371311 3754700 1.16E-06 5.78E-02 5.78E-02
371331 3754700 1.14E-06 5.67E-02 5.67E-02
371351 3754700 1.12E-06 5.57E-02 5.57E-02
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371371 3754700 1.10E-06 5.49E-02 5.49E-02
371391 3754700 1.09E-06 5.42E-02 5.42E-02
371411 3754700 1.08E-06 5.38E-02 5.38E-02
371431 3754700 1.08E-06 5.35E-02 5.35E-02
371451 3754700 1.08E-06 5.35E-02 5.35E-02
371471 3754700 1.08E-06 5.36E-02 5.36E-02
371491 3754700 1.09E-06 5.40E-02 5.40E-02
371511 3754700 1.10E-06 5.45E-02 5.45E-02
371531 3754700 1.11E-06 5.53E-02 5.53E-02
371551 3754700 1.13E-06 5.63E-02 5.63E-02
371571 3754700 1.16E-06 5.74E-02 5.74E-02
371591 3754700 1.18E-06 5.88E-02 5.88E-02
371611 3754700 1.22E-06 6.04E-02 6.04E-02
371631 3754700 1.25E-06 6.21E-02 6.21E-02
371651 3754700 1.29E-06 6.39E-02 6.39E-02
371671 3754700 1.32E-06 6.58E-02 6.58E-02
371691 3754700 1.36E-06 6.78E-02 6.78E-02
371711 3754700 1.41E-06 6.98E-02 6.98E-02
371731 3754700 1.45E-06 7.18E-02 7.18E-02
371751 3754700 1.48E-06 7.38E-02 7.38E-02
371771 3754700 1.52E-06 7.56E-02 7.56E-02
371791 3754700 1.56E-06 7.73E-02 7.73E-02
371811 3754700 1.59E-06 7.89E-02 7.89E-02
371831 3754700 1.62E-06 8.04E-02 8.04E-02
370571 3754720 8.12E-07 4.04E-02 4.04E-02
370591 3754720 8.34E-07 4.14E-02 4.14E-02
370611 3754720 8.56E-07 4.25E-02 4.25E-02
370631 3754720 8.78E-07 4.36E-02 4.36E-02
370651 3754720 9.00E-07 4.47E-02 4.47E-02
370671 3754720 9.22E-07 4.58E-02 4.58E-02
370691 3754720 9.44E-07 4.69E-02 4.69E-02
370711 3754720 9.63E-07 4.78E-02 4.78E-02
370731 3754720 9.82E-07 4.88E-02 4.88E-02
370751 3754720 9.99E-07 4.96E-02 4.96E-02
370771 3754720 9.93E-07 4.93E-02 4.93E-02
370791 3754720 1.01E-06 5.03E-02 5.03E-02
370811 3754720 1.03E-06 5.12E-02 5.12E-02
370831 3754720 1.06E-06 5.25E-02 5.25E-02
370851 3754720 1.10E-06 5.48E-02 5.48E-02
370871 3754720 1.15E-06 5.73E-02 5.73E-02
370891 3754720 1.19E-06 5.90E-02 5.90E-02
370911 3754720 1.23E-06 6.12E-02 6.12E-02
370931 3754720 1.31E-06 6.48E-02 6.48E-02
370951 3754720 1.28E-06 6.36E-02 6.36E-02
370971 3754720 1.34E-06 6.66E-02 6.66E-02
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370991 3754720 1.32E-06 6.57E-02 6.57E-02
371011 3754720 1.31E-06 6.53E-02 6.53E-02
371031 3754720 1.31E-06 6.50E-02 6.50E-02
371051 3754720 1.30E-06 6.46E-02 6.46E-02
371071 3754720 1.29E-06 6.42E-02 6.42E-02
371091 3754720 1.28E-06 6.37E-02 6.37E-02
371111 3754720 1.27E-06 6.30E-02 6.30E-02
371131 3754720 1.25E-06 6.21E-02 6.21E-02
371151 3754720 1.23E-06 6.12E-02 6.12E-02
371171 3754720 1.21E-06 6.01E-02 6.01E-02
371191 3754720 1.18E-06 5.89E-02 5.89E-02
371211 3754720 1.16E-06 5.76E-02 5.76E-02
371231 3754720 1.13E-06 5.63E-02 5.63E-02
371251 3754720 1.11E-06 5.51E-02 5.51E-02
371271 3754720 1.08E-06 5.38E-02 5.38E-02
371291 3754720 1.06E-06 5.27E-02 5.27E-02
371311 3754720 1.04E-06 5.16E-02 5.16E-02
371331 3754720 1.02E-06 5.06E-02 5.06E-02
371351 3754720 1.00E-06 4.98E-02 4.98E-02
371371 3754720 9.87E-07 4.90E-02 4.90E-02
371391 3754720 9.76E-07 4.85E-02 4.85E-02
371411 3754720 9.67E-07 4.80E-02 4.80E-02
371431 3754720 9.62E-07 4.78E-02 4.78E-02
371451 3754720 9.59E-07 4.77E-02 4.77E-02
371471 3754720 9.60E-07 4.77E-02 4.77E-02
371491 3754720 9.64E-07 4.79E-02 4.79E-02
371511 3754720 9.71E-07 4.82E-02 4.82E-02
371531 3754720 9.81E-07 4.88E-02 4.88E-02
371551 3754720 9.95E-07 4.94E-02 4.94E-02
371571 3754720 1.01E-06 5.03E-02 5.03E-02
371591 3754720 1.03E-06 5.13E-02 5.13E-02
371611 3754720 1.06E-06 5.25E-02 5.25E-02
371631 3754720 1.08E-06 5.38E-02 5.38E-02
371651 3754720 1.11E-06 5.53E-02 5.53E-02
371671 3754720 1.14E-06 5.68E-02 5.68E-02
371691 3754720 1.18E-06 5.84E-02 5.84E-02
371711 3754720 1.21E-06 6.01E-02 6.01E-02
371731 3754720 1.24E-06 6.18E-02 6.18E-02
371751 3754720 1.28E-06 6.36E-02 6.36E-02
371771 3754720 1.31E-06 6.52E-02 6.52E-02
371791 3754720 1.34E-06 6.68E-02 6.68E-02
371811 3754720 1.38E-06 6.83E-02 6.83E-02
371831 3754720 1.40E-06 6.98E-02 6.98E-02
370571 3754740 7.72E-07 3.83E-02 3.83E-02
370591 3754740 7.91E-07 3.93E-02 3.93E-02
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370611 3754740 8.10E-07 4.03E-02 4.03E-02
370631 3754740 8.30E-07 4.12E-02 4.12E-02
370651 3754740 8.50E-07 4.23E-02 4.23E-02
370671 3754740 8.71E-07 4.33E-02 4.33E-02
370691 3754740 8.92E-07 4.43E-02 4.43E-02
370711 3754740 9.08E-07 4.51E-02 4.51E-02
370731 3754740 9.25E-07 4.59E-02 4.59E-02
370751 3754740 9.42E-07 4.68E-02 4.68E-02
370771 3754740 9.56E-07 4.75E-02 4.75E-02
370791 3754740 9.48E-07 4.71E-02 4.71E-02
370811 3754740 9.67E-07 4.80E-02 4.80E-02
370831 3754740 9.87E-07 4.90E-02 4.90E-02
370851 3754740 1.02E-06 5.08E-02 5.08E-02
370871 3754740 1.06E-06 5.29E-02 5.29E-02
370891 3754740 1.10E-06 5.45E-02 5.45E-02
370911 3754740 1.13E-06 5.63E-02 5.63E-02
370931 3754740 1.20E-06 5.97E-02 5.97E-02
370951 3754740 1.18E-06 5.85E-02 5.85E-02
370971 3754740 1.23E-06 6.10E-02 6.10E-02
370991 3754740 1.21E-06 5.99E-02 5.99E-02
371011 3754740 1.19E-06 5.93E-02 5.93E-02
371031 3754740 1.18E-06 5.89E-02 5.89E-02
371051 3754740 1.18E-06 5.84E-02 5.84E-02
371071 3754740 1.17E-06 5.79E-02 5.79E-02
371091 3754740 1.15E-06 5.73E-02 5.73E-02
371111 3754740 1.14E-06 5.66E-02 5.66E-02
371131 3754740 1.12E-06 5.58E-02 5.58E-02
371151 3754740 1.10E-06 5.48E-02 5.48E-02
371171 3754740 1.08E-06 5.38E-02 5.38E-02
371191 3754740 1.06E-06 5.27E-02 5.27E-02
371211 3754740 1.04E-06 5.16E-02 5.16E-02
371231 3754740 1.02E-06 5.05E-02 5.05E-02
371251 3754740 9.93E-07 4.94E-02 4.94E-02
371271 3754740 9.72E-07 4.83E-02 4.83E-02
371291 3754740 9.51E-07 4.73E-02 4.73E-02
371311 3754740 9.32E-07 4.63E-02 4.63E-02
371331 3754740 9.15E-07 4.55E-02 4.55E-02
371351 3754740 9.00E-07 4.47E-02 4.47E-02
371371 3754740 8.87E-07 4.41E-02 4.41E-02
371391 3754740 8.77E-07 4.36E-02 4.36E-02
371411 3754740 8.69E-07 4.32E-02 4.32E-02
371431 3754740 8.63E-07 4.29E-02 4.29E-02
371451 3754740 8.60E-07 4.27E-02 4.27E-02
371471 3754740 8.60E-07 4.27E-02 4.27E-02
371491 3754740 8.62E-07 4.28E-02 4.28E-02
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371511 3754740 8.66E-07 4.30E-02 4.30E-02
371531 3754740 8.73E-07 4.34E-02 4.34E-02
371551 3754740 8.82E-07 4.38E-02 4.38E-02
371571 3754740 8.95E-07 4.45E-02 4.45E-02
371591 3754740 9.10E-07 4.52E-02 4.52E-02
371611 3754740 9.28E-07 4.61E-02 4.61E-02
371631 3754740 9.47E-07 4.71E-02 4.71E-02
371651 3754740 9.70E-07 4.82E-02 4.82E-02
371671 3754740 9.95E-07 4.95E-02 4.95E-02
371691 3754740 1.02E-06 5.08E-02 5.08E-02
371711 3754740 1.05E-06 5.22E-02 5.22E-02
371731 3754740 1.08E-06 5.36E-02 5.36E-02
371751 3754740 1.11E-06 5.51E-02 5.51E-02
371771 3754740 1.14E-06 5.65E-02 5.65E-02
371791 3754740 1.17E-06 5.80E-02 5.80E-02
371811 3754740 1.20E-06 5.94E-02 5.94E-02
371831 3754740 1.22E-06 6.07E-02 6.07E-02
370571 3754760 7.33E-07 3.64E-02 3.64E-02
370591 3754760 7.50E-07 3.73E-02 3.73E-02
370611 3754760 7.68E-07 3.81E-02 3.81E-02
370631 3754760 7.85E-07 3.90E-02 3.90E-02
370651 3754760 8.04E-07 3.99E-02 3.99E-02
370671 3754760 8.22E-07 4.08E-02 4.08E-02
370691 3754760 8.40E-07 4.17E-02 4.17E-02
370711 3754760 8.52E-07 4.23E-02 4.23E-02
370731 3754760 8.69E-07 4.32E-02 4.32E-02
370751 3754760 8.86E-07 4.40E-02 4.40E-02
370771 3754760 8.94E-07 4.44E-02 4.44E-02
370791 3754760 8.97E-07 4.46E-02 4.46E-02
370811 3754760 9.13E-07 4.54E-02 4.54E-02
370831 3754760 9.21E-07 4.58E-02 4.58E-02
370851 3754760 9.64E-07 4.79E-02 4.79E-02
370871 3754760 9.85E-07 4.89E-02 4.89E-02
370891 3754760 1.01E-06 5.02E-02 5.02E-02
370911 3754760 1.04E-06 5.17E-02 5.17E-02
370931 3754760 1.10E-06 5.48E-02 5.48E-02
370951 3754760 1.07E-06 5.31E-02 5.31E-02
370971 3754760 1.12E-06 5.59E-02 5.59E-02
370991 3754760 1.10E-06 5.47E-02 5.47E-02
371011 3754760 1.09E-06 5.40E-02 5.40E-02
371031 3754760 1.08E-06 5.34E-02 5.34E-02
371051 3754760 1.07E-06 5.29E-02 5.29E-02
371071 3754760 1.05E-06 5.24E-02 5.24E-02
371091 3754760 1.04E-06 5.17E-02 5.17E-02
371111 3754760 1.03E-06 5.10E-02 5.10E-02
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371131 3754760 1.01E-06 5.02E-02 5.02E-02
371151 3754760 9.94E-07 4.94E-02 4.94E-02
371171 3754760 9.75E-07 4.84E-02 4.84E-02
371191 3754760 9.55E-07 4.75E-02 4.75E-02
371211 3754760 9.35E-07 4.65E-02 4.65E-02
371231 3754760 9.15E-07 4.54E-02 4.54E-02
371251 3754760 8.95E-07 4.45E-02 4.45E-02
371271 3754760 8.76E-07 4.35E-02 4.35E-02
371291 3754760 8.58E-07 4.26E-02 4.26E-02
371311 3754760 8.41E-07 4.18E-02 4.18E-02
371331 3754760 8.26E-07 4.10E-02 4.10E-02
371351 3754760 8.13E-07 4.04E-02 4.04E-02
371371 3754760 8.02E-07 3.98E-02 3.98E-02
371391 3754760 7.92E-07 3.94E-02 3.94E-02
371411 3754760 7.85E-07 3.90E-02 3.90E-02
371431 3754760 7.80E-07 3.87E-02 3.87E-02
371451 3754760 7.76E-07 3.86E-02 3.86E-02
371471 3754760 7.75E-07 3.85E-02 3.85E-02
371491 3754760 7.75E-07 3.85E-02 3.85E-02
371511 3754760 7.77E-07 3.86E-02 3.86E-02
371531 3754760 7.82E-07 3.88E-02 3.88E-02
371551 3754760 7.89E-07 3.92E-02 3.92E-02
371571 3754760 7.97E-07 3.96E-02 3.96E-02
371591 3754760 8.09E-07 4.02E-02 4.02E-02
371611 3754760 8.22E-07 4.08E-02 4.08E-02
371631 3754760 8.37E-07 4.16E-02 4.16E-02
371651 3754760 8.55E-07 4.25E-02 4.25E-02
371671 3754760 8.75E-07 4.34E-02 4.34E-02
371691 3754760 8.96E-07 4.45E-02 4.45E-02
371711 3754760 9.19E-07 4.56E-02 4.56E-02
371731 3754760 9.43E-07 4.68E-02 4.68E-02
371751 3754760 9.68E-07 4.81E-02 4.81E-02
371771 3754760 9.93E-07 4.93E-02 4.93E-02
371791 3754760 1.02E-06 5.06E-02 5.06E-02
371811 3754760 1.04E-06 5.19E-02 5.19E-02
371831 3754760 1.07E-06 5.31E-02 5.31E-02
370571 3754780 6.97E-07 3.46E-02 3.46E-02
370591 3754780 7.12E-07 3.54E-02 3.54E-02
370611 3754780 7.28E-07 3.62E-02 3.62E-02
370631 3754780 7.44E-07 3.69E-02 3.69E-02
370651 3754780 7.59E-07 3.77E-02 3.77E-02
370671 3754780 7.75E-07 3.85E-02 3.85E-02
370691 3754780 7.91E-07 3.93E-02 3.93E-02
370711 3754780 8.02E-07 3.98E-02 3.98E-02
370731 3754780 8.16E-07 4.05E-02 4.05E-02
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370751 3754780 8.30E-07 4.12E-02 4.12E-02
370771 3754780 8.38E-07 4.16E-02 4.16E-02
370791 3754780 8.50E-07 4.23E-02 4.23E-02
370811 3754780 8.52E-07 4.23E-02 4.23E-02
370831 3754780 8.67E-07 4.31E-02 4.31E-02
370851 3754780 8.96E-07 4.45E-02 4.45E-02
370871 3754780 9.14E-07 4.54E-02 4.54E-02
370891 3754780 9.30E-07 4.62E-02 4.62E-02
370911 3754780 9.54E-07 4.74E-02 4.74E-02
370931 3754780 9.72E-07 4.83E-02 4.83E-02
370951 3754780 9.60E-07 4.77E-02 4.77E-02
370971 3754780 1.02E-06 5.07E-02 5.07E-02
370991 3754780 1.00E-06 4.97E-02 4.97E-02
371011 3754780 9.88E-07 4.91E-02 4.91E-02
371031 3754780 9.77E-07 4.85E-02 4.85E-02
371051 3754780 9.67E-07 4.80E-02 4.80E-02
371071 3754780 9.56E-07 4.75E-02 4.75E-02
371091 3754780 9.43E-07 4.69E-02 4.69E-02
371111 3754780 9.29E-07 4.62E-02 4.62E-02
371131 3754780 9.14E-07 4.54E-02 4.54E-02
371151 3754780 8.98E-07 4.46E-02 4.46E-02
371171 3754780 8.81E-07 4.38E-02 4.38E-02
371191 3754780 8.63E-07 4.29E-02 4.29E-02
371211 3754780 8.45E-07 4.20E-02 4.20E-02
371231 3754780 8.27E-07 4.11E-02 4.11E-02
371251 3754780 8.10E-07 4.02E-02 4.02E-02
371271 3754780 7.93E-07 3.94E-02 3.94E-02
371291 3754780 7.77E-07 3.86E-02 3.86E-02
371311 3754780 7.63E-07 3.79E-02 3.79E-02
371331 3754780 7.49E-07 3.72E-02 3.72E-02
371351 3754780 7.38E-07 3.67E-02 3.67E-02
371371 3754780 7.28E-07 3.61E-02 3.61E-02
371391 3754780 7.19E-07 3.57E-02 3.57E-02
371411 3754780 7.12E-07 3.54E-02 3.54E-02
371431 3754780 7.07E-07 3.51E-02 3.51E-02
371451 3754780 7.04E-07 3.50E-02 3.50E-02
371471 3754780 7.02E-07 3.49E-02 3.49E-02
371491 3754780 7.01E-07 3.48E-02 3.48E-02
371511 3754780 7.02E-07 3.49E-02 3.49E-02
371531 3754780 7.05E-07 3.50E-02 3.50E-02
371551 3754780 7.10E-07 3.53E-02 3.53E-02
371571 3754780 7.16E-07 3.56E-02 3.56E-02
371591 3754780 7.24E-07 3.60E-02 3.60E-02
371611 3754780 7.34E-07 3.65E-02 3.65E-02
371631 3754780 7.46E-07 3.70E-02 3.70E-02
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371651 3754780 7.59E-07 3.77E-02 3.77E-02
371671 3754780 7.75E-07 3.85E-02 3.85E-02
371691 3754780 7.92E-07 3.93E-02 3.93E-02
371711 3754780 8.10E-07 4.03E-02 4.03E-02
371731 3754780 8.30E-07 4.12E-02 4.12E-02
371751 3754780 8.51E-07 4.23E-02 4.23E-02
371771 3754780 8.72E-07 4.33E-02 4.33E-02
371791 3754780 8.94E-07 4.44E-02 4.44E-02
371811 3754780 9.16E-07 4.55E-02 4.55E-02
371831 3754780 9.38E-07 4.66E-02 4.66E-02
370571 3754800 6.63E-07 3.29E-02 3.29E-02
370591 3754800 6.76E-07 3.36E-02 3.36E-02
370611 3754800 6.90E-07 3.43E-02 3.43E-02
370631 3754800 7.04E-07 3.50E-02 3.50E-02
370651 3754800 7.18E-07 3.57E-02 3.57E-02
370671 3754800 7.32E-07 3.64E-02 3.64E-02
370691 3754800 7.46E-07 3.71E-02 3.71E-02
370711 3754800 7.55E-07 3.75E-02 3.75E-02
370731 3754800 7.66E-07 3.81E-02 3.81E-02
370751 3754800 7.78E-07 3.86E-02 3.86E-02
370771 3754800 7.84E-07 3.90E-02 3.90E-02
370791 3754800 7.95E-07 3.95E-02 3.95E-02
370811 3754800 7.96E-07 3.95E-02 3.95E-02
370831 3754800 8.18E-07 4.06E-02 4.06E-02
370851 3754800 8.33E-07 4.14E-02 4.14E-02
370871 3754800 8.48E-07 4.21E-02 4.21E-02
370891 3754800 8.58E-07 4.26E-02 4.26E-02
370911 3754800 8.72E-07 4.33E-02 4.33E-02
370931 3754800 8.88E-07 4.41E-02 4.41E-02
370951 3754800 8.96E-07 4.45E-02 4.45E-02
370971 3754800 8.98E-07 4.46E-02 4.46E-02
370991 3754800 9.03E-07 4.49E-02 4.49E-02
371011 3754800 8.96E-07 4.45E-02 4.45E-02
371031 3754800 8.88E-07 4.41E-02 4.41E-02
371051 3754800 8.79E-07 4.37E-02 4.37E-02
371071 3754800 8.68E-07 4.31E-02 4.31E-02
371091 3754800 8.57E-07 4.26E-02 4.26E-02
371111 3754800 8.44E-07 4.19E-02 4.19E-02
371131 3754800 8.30E-07 4.12E-02 4.12E-02
371151 3754800 8.15E-07 4.05E-02 4.05E-02
371171 3754800 7.99E-07 3.97E-02 3.97E-02
371191 3754800 7.84E-07 3.89E-02 3.89E-02
371211 3754800 7.67E-07 3.81E-02 3.81E-02
371231 3754800 7.52E-07 3.73E-02 3.73E-02
371251 3754800 7.36E-07 3.66E-02 3.66E-02

Unmitigated Construction HRA-Worker (02-20-19).xlsx 279 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

16+ 16+

X Y

Receptor

Total Cancer Risk (in 
one million)

Dose (mg/kg-day) Cancer Risk (in one 
million)

Maximum Worker 
Cancer Risk (per 

million)XY X  Y Receptor Group

Worker Cancer 
Risk (per 
million)

371271 3754800 7.21E-07 3.58E-02 3.58E-02
371291 3754800 7.07E-07 3.51E-02 3.51E-02
371311 3754800 6.94E-07 3.45E-02 3.45E-02
371331 3754800 6.83E-07 3.39E-02 3.39E-02
371351 3754800 6.72E-07 3.34E-02 3.34E-02
371371 3754800 6.63E-07 3.30E-02 3.30E-02
371391 3754800 6.56E-07 3.26E-02 3.26E-02
371411 3754800 6.49E-07 3.23E-02 3.23E-02
371431 3754800 6.44E-07 3.20E-02 3.20E-02
371451 3754800 6.41E-07 3.18E-02 3.18E-02
371471 3754800 6.39E-07 3.17E-02 3.17E-02
371491 3754800 6.38E-07 3.17E-02 3.17E-02
371511 3754800 6.38E-07 3.17E-02 3.17E-02
371531 3754800 6.39E-07 3.18E-02 3.18E-02
371551 3754800 6.43E-07 3.19E-02 3.19E-02
371571 3754800 6.47E-07 3.21E-02 3.21E-02
371591 3754800 6.53E-07 3.24E-02 3.24E-02
371611 3754800 6.60E-07 3.28E-02 3.28E-02
371631 3754800 6.69E-07 3.32E-02 3.32E-02
371651 3754800 6.79E-07 3.38E-02 3.38E-02
371671 3754800 6.91E-07 3.43E-02 3.43E-02
371691 3754800 7.05E-07 3.50E-02 3.50E-02
371711 3754800 7.19E-07 3.57E-02 3.57E-02
371731 3754800 7.36E-07 3.65E-02 3.65E-02
371751 3754800 7.53E-07 3.74E-02 3.74E-02
371771 3754800 7.71E-07 3.83E-02 3.83E-02
371791 3754800 7.89E-07 3.92E-02 3.92E-02
371811 3754800 8.08E-07 4.01E-02 4.01E-02
371831 3754800 8.27E-07 4.11E-02 4.11E-02
370571 3754820 6.31E-07 3.13E-02 3.13E-02
370591 3754820 6.43E-07 3.19E-02 3.19E-02
370611 3754820 6.55E-07 3.25E-02 3.25E-02
370631 3754820 6.67E-07 3.31E-02 3.31E-02
370651 3754820 6.80E-07 3.38E-02 3.38E-02
370671 3754820 6.92E-07 3.44E-02 3.44E-02
370691 3754820 7.04E-07 3.50E-02 3.50E-02
370711 3754820 7.11E-07 3.53E-02 3.53E-02
370731 3754820 7.19E-07 3.57E-02 3.57E-02
370751 3754820 7.29E-07 3.62E-02 3.62E-02
370771 3754820 7.33E-07 3.64E-02 3.64E-02
370791 3754820 7.43E-07 3.69E-02 3.69E-02
370811 3754820 7.54E-07 3.74E-02 3.74E-02
370831 3754820 7.63E-07 3.79E-02 3.79E-02
370851 3754820 7.78E-07 3.87E-02 3.87E-02
370871 3754820 7.85E-07 3.90E-02 3.90E-02
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370891 3754820 7.92E-07 3.94E-02 3.94E-02
370911 3754820 7.99E-07 3.97E-02 3.97E-02
370931 3754820 8.05E-07 4.00E-02 4.00E-02
370951 3754820 8.07E-07 4.01E-02 4.01E-02
370971 3754820 8.06E-07 4.01E-02 4.01E-02
370991 3754820 8.18E-07 4.06E-02 4.06E-02
371011 3754820 8.14E-07 4.04E-02 4.04E-02
371031 3754820 8.08E-07 4.01E-02 4.01E-02
371051 3754820 8.00E-07 3.98E-02 3.98E-02
371071 3754820 7.91E-07 3.93E-02 3.93E-02
371091 3754820 7.80E-07 3.88E-02 3.88E-02
371111 3754820 7.68E-07 3.82E-02 3.82E-02
371131 3754820 7.55E-07 3.75E-02 3.75E-02
371151 3754820 7.42E-07 3.69E-02 3.69E-02
371171 3754820 7.28E-07 3.62E-02 3.62E-02
371191 3754820 7.14E-07 3.55E-02 3.55E-02
371211 3754820 6.99E-07 3.48E-02 3.48E-02
371231 3754820 6.85E-07 3.40E-02 3.40E-02
371251 3754820 6.72E-07 3.34E-02 3.34E-02
371271 3754820 6.58E-07 3.27E-02 3.27E-02
371291 3754820 6.46E-07 3.21E-02 3.21E-02
371311 3754820 6.35E-07 3.15E-02 3.15E-02
371331 3754820 6.24E-07 3.10E-02 3.10E-02
371351 3754820 6.15E-07 3.06E-02 3.06E-02
371371 3754820 6.07E-07 3.02E-02 3.02E-02
371391 3754820 6.00E-07 2.98E-02 2.98E-02
371411 3754820 5.94E-07 2.95E-02 2.95E-02
371431 3754820 5.90E-07 2.93E-02 2.93E-02
371451 3754820 5.86E-07 2.91E-02 2.91E-02
371471 3754820 5.84E-07 2.90E-02 2.90E-02
371491 3754820 5.83E-07 2.90E-02 2.90E-02
371511 3754820 5.82E-07 2.89E-02 2.89E-02
371531 3754820 5.83E-07 2.90E-02 2.90E-02
371551 3754820 5.85E-07 2.91E-02 2.91E-02
371571 3754820 5.88E-07 2.92E-02 2.92E-02
371591 3754820 5.92E-07 2.94E-02 2.94E-02
371611 3754820 5.98E-07 2.97E-02 2.97E-02
371631 3754820 6.04E-07 3.00E-02 3.00E-02
371651 3754820 6.12E-07 3.04E-02 3.04E-02
371671 3754820 6.21E-07 3.09E-02 3.09E-02
371691 3754820 6.32E-07 3.14E-02 3.14E-02
371711 3754820 6.43E-07 3.20E-02 3.20E-02
371731 3754820 6.57E-07 3.26E-02 3.26E-02
371751 3754820 6.71E-07 3.33E-02 3.33E-02
371771 3754820 6.86E-07 3.41E-02 3.41E-02
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371791 3754820 7.01E-07 3.48E-02 3.48E-02
371811 3754820 7.17E-07 3.56E-02 3.56E-02
371831 3754820 7.34E-07 3.65E-02 3.65E-02
370571 3754840 6.00E-07 2.98E-02 2.98E-02
370591 3754840 6.11E-07 3.04E-02 3.04E-02
370611 3754840 6.22E-07 3.09E-02 3.09E-02
370631 3754840 6.32E-07 3.14E-02 3.14E-02
370651 3754840 6.43E-07 3.20E-02 3.20E-02
370671 3754840 6.54E-07 3.25E-02 3.25E-02
370691 3754840 6.64E-07 3.30E-02 3.30E-02
370711 3754840 6.70E-07 3.33E-02 3.33E-02
370731 3754840 6.77E-07 3.37E-02 3.37E-02
370751 3754840 6.86E-07 3.41E-02 3.41E-02
370771 3754840 6.89E-07 3.42E-02 3.42E-02
370791 3754840 6.97E-07 3.46E-02 3.46E-02
370811 3754840 7.05E-07 3.50E-02 3.50E-02
370831 3754840 7.12E-07 3.54E-02 3.54E-02
370851 3754840 7.18E-07 3.57E-02 3.57E-02
370871 3754840 7.25E-07 3.60E-02 3.60E-02
370891 3754840 7.32E-07 3.64E-02 3.64E-02
370911 3754840 7.36E-07 3.66E-02 3.66E-02
370931 3754840 7.39E-07 3.67E-02 3.67E-02
370951 3754840 7.39E-07 3.67E-02 3.67E-02
370971 3754840 7.36E-07 3.66E-02 3.66E-02
370991 3754840 7.41E-07 3.68E-02 3.68E-02
371011 3754840 7.44E-07 3.69E-02 3.69E-02
371031 3754840 7.38E-07 3.67E-02 3.67E-02
371051 3754840 7.31E-07 3.63E-02 3.63E-02
371071 3754840 7.23E-07 3.59E-02 3.59E-02
371091 3754840 7.13E-07 3.54E-02 3.54E-02
371111 3754840 7.02E-07 3.49E-02 3.49E-02
371131 3754840 6.90E-07 3.43E-02 3.43E-02
371151 3754840 6.78E-07 3.37E-02 3.37E-02
371171 3754840 6.65E-07 3.31E-02 3.31E-02
371191 3754840 6.53E-07 3.24E-02 3.24E-02
371211 3754840 6.40E-07 3.18E-02 3.18E-02
371231 3754840 6.27E-07 3.12E-02 3.12E-02
371251 3754840 6.15E-07 3.05E-02 3.05E-02
371271 3754840 6.03E-07 3.00E-02 3.00E-02
371291 3754840 5.92E-07 2.94E-02 2.94E-02
371311 3754840 5.82E-07 2.89E-02 2.89E-02
371331 3754840 5.73E-07 2.85E-02 2.85E-02
371351 3754840 5.65E-07 2.81E-02 2.81E-02
371371 3754840 5.57E-07 2.77E-02 2.77E-02
371391 3754840 5.51E-07 2.74E-02 2.74E-02
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371411 3754840 5.46E-07 2.71E-02 2.71E-02
371431 3754840 5.42E-07 2.69E-02 2.69E-02
371451 3754840 5.38E-07 2.68E-02 2.68E-02
371471 3754840 5.36E-07 2.66E-02 2.66E-02
371491 3754840 5.35E-07 2.66E-02 2.66E-02
371511 3754840 5.34E-07 2.65E-02 2.65E-02
371531 3754840 5.34E-07 2.65E-02 2.65E-02
371551 3754840 5.35E-07 2.66E-02 2.66E-02
371571 3754840 5.37E-07 2.67E-02 2.67E-02
371591 3754840 5.40E-07 2.68E-02 2.68E-02
371611 3754840 5.44E-07 2.70E-02 2.70E-02
371631 3754840 5.49E-07 2.73E-02 2.73E-02
371651 3754840 5.55E-07 2.76E-02 2.76E-02
371671 3754840 5.62E-07 2.79E-02 2.79E-02
371691 3754840 5.70E-07 2.83E-02 2.83E-02
371711 3754840 5.79E-07 2.88E-02 2.88E-02
371731 3754840 5.90E-07 2.93E-02 2.93E-02
371751 3754840 6.02E-07 2.99E-02 2.99E-02
371771 3754840 6.14E-07 3.05E-02 3.05E-02
371791 3754840 6.27E-07 3.11E-02 3.11E-02
371811 3754840 6.40E-07 3.18E-02 3.18E-02
371831 3754840 6.55E-07 3.25E-02 3.25E-02
370571 3754860 5.72E-07 2.84E-02 2.84E-02
370591 3754860 5.81E-07 2.89E-02 2.89E-02
370611 3754860 5.91E-07 2.93E-02 2.93E-02
370631 3754860 6.00E-07 2.98E-02 2.98E-02
370651 3754860 6.09E-07 3.03E-02 3.03E-02
370671 3754860 6.19E-07 3.07E-02 3.07E-02
370691 3754860 6.28E-07 3.12E-02 3.12E-02
370711 3754860 6.33E-07 3.15E-02 3.15E-02
370731 3754860 6.39E-07 3.17E-02 3.17E-02
370751 3754860 6.46E-07 3.21E-02 3.21E-02
370771 3754860 6.48E-07 3.22E-02 3.22E-02
370791 3754860 6.54E-07 3.25E-02 3.25E-02
370811 3754860 6.60E-07 3.28E-02 3.28E-02
370831 3754860 6.66E-07 3.31E-02 3.31E-02
370851 3754860 6.70E-07 3.33E-02 3.33E-02
370871 3754860 6.74E-07 3.35E-02 3.35E-02
370891 3754860 6.79E-07 3.37E-02 3.37E-02
370911 3754860 6.81E-07 3.38E-02 3.38E-02
370931 3754860 6.83E-07 3.39E-02 3.39E-02
370951 3754860 6.82E-07 3.39E-02 3.39E-02
370971 3754860 6.80E-07 3.38E-02 3.38E-02
370991 3754860 6.82E-07 3.39E-02 3.39E-02
371011 3754860 6.83E-07 3.39E-02 3.39E-02
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371031 3754860 6.77E-07 3.36E-02 3.36E-02
371051 3754860 6.70E-07 3.33E-02 3.33E-02
371071 3754860 6.62E-07 3.29E-02 3.29E-02
371091 3754860 6.53E-07 3.25E-02 3.25E-02
371111 3754860 6.43E-07 3.20E-02 3.20E-02
371131 3754860 6.33E-07 3.14E-02 3.14E-02
371151 3754860 6.21E-07 3.09E-02 3.09E-02
371171 3754860 6.10E-07 3.03E-02 3.03E-02
371191 3754860 5.99E-07 2.97E-02 2.97E-02
371211 3754860 5.87E-07 2.92E-02 2.92E-02
371231 3754860 5.76E-07 2.86E-02 2.86E-02
371251 3754860 5.65E-07 2.81E-02 2.81E-02
371271 3754860 5.55E-07 2.76E-02 2.76E-02
371291 3754860 5.45E-07 2.71E-02 2.71E-02
371311 3754860 5.36E-07 2.66E-02 2.66E-02
371331 3754860 5.27E-07 2.62E-02 2.62E-02
371351 3754860 5.20E-07 2.58E-02 2.58E-02
371371 3754860 5.14E-07 2.55E-02 2.55E-02
371391 3754860 5.08E-07 2.52E-02 2.52E-02
371411 3754860 5.03E-07 2.50E-02 2.50E-02
371431 3754860 4.99E-07 2.48E-02 2.48E-02
371451 3754860 4.96E-07 2.47E-02 2.47E-02
371471 3754860 4.94E-07 2.45E-02 2.45E-02
371491 3754860 4.92E-07 2.45E-02 2.45E-02
371511 3754860 4.91E-07 2.44E-02 2.44E-02
371531 3754860 4.91E-07 2.44E-02 2.44E-02
371551 3754860 4.92E-07 2.44E-02 2.44E-02
371571 3754860 4.93E-07 2.45E-02 2.45E-02
371591 3754860 4.95E-07 2.46E-02 2.46E-02
371611 3754860 4.98E-07 2.47E-02 2.47E-02
371631 3754860 5.02E-07 2.49E-02 2.49E-02
371651 3754860 5.06E-07 2.52E-02 2.52E-02
371671 3754860 5.12E-07 2.54E-02 2.54E-02
371691 3754860 5.18E-07 2.57E-02 2.57E-02
371711 3754860 5.25E-07 2.61E-02 2.61E-02
371731 3754860 5.34E-07 2.65E-02 2.65E-02
371751 3754860 5.43E-07 2.70E-02 2.70E-02
371771 3754860 5.53E-07 2.75E-02 2.75E-02
371791 3754860 5.64E-07 2.80E-02 2.80E-02
371811 3754860 5.75E-07 2.86E-02 2.86E-02
371831 3754860 5.87E-07 2.92E-02 2.92E-02
370571 3754880 5.45E-07 2.71E-02 2.71E-02
370591 3754880 5.53E-07 2.75E-02 2.75E-02
370611 3754880 5.61E-07 2.79E-02 2.79E-02
370631 3754880 5.70E-07 2.83E-02 2.83E-02
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370651 3754880 5.78E-07 2.87E-02 2.87E-02
370671 3754880 5.86E-07 2.91E-02 2.91E-02
370691 3754880 5.93E-07 2.95E-02 2.95E-02
370711 3754880 5.98E-07 2.97E-02 2.97E-02
370731 3754880 6.02E-07 2.99E-02 2.99E-02
370751 3754880 6.08E-07 3.02E-02 3.02E-02
370771 3754880 6.10E-07 3.03E-02 3.03E-02
370791 3754880 6.14E-07 3.05E-02 3.05E-02
370811 3754880 6.19E-07 3.07E-02 3.07E-02
370831 3754880 6.23E-07 3.10E-02 3.10E-02
370851 3754880 6.26E-07 3.11E-02 3.11E-02
370871 3754880 6.28E-07 3.12E-02 3.12E-02
370891 3754880 6.30E-07 3.13E-02 3.13E-02
370911 3754880 6.31E-07 3.13E-02 3.13E-02
370931 3754880 6.32E-07 3.14E-02 3.14E-02
370951 3754880 6.30E-07 3.13E-02 3.13E-02
370971 3754880 6.28E-07 3.12E-02 3.12E-02
370991 3754880 6.27E-07 3.11E-02 3.11E-02
371011 3754880 6.30E-07 3.13E-02 3.13E-02
371031 3754880 6.24E-07 3.10E-02 3.10E-02
371051 3754880 6.17E-07 3.07E-02 3.07E-02
371071 3754880 6.09E-07 3.03E-02 3.03E-02
371091 3754880 6.01E-07 2.98E-02 2.98E-02
371111 3754880 5.92E-07 2.94E-02 2.94E-02
371131 3754880 5.82E-07 2.89E-02 2.89E-02
371151 3754880 5.72E-07 2.84E-02 2.84E-02
371171 3754880 5.61E-07 2.79E-02 2.79E-02
371191 3754880 5.51E-07 2.74E-02 2.74E-02
371211 3754880 5.41E-07 2.69E-02 2.69E-02
371231 3754880 5.30E-07 2.64E-02 2.64E-02
371251 3754880 5.21E-07 2.59E-02 2.59E-02
371271 3754880 5.11E-07 2.54E-02 2.54E-02
371291 3754880 5.03E-07 2.50E-02 2.50E-02
371311 3754880 4.95E-07 2.46E-02 2.46E-02
371331 3754880 4.87E-07 2.42E-02 2.42E-02
371351 3754880 4.81E-07 2.39E-02 2.39E-02
371371 3754880 4.75E-07 2.36E-02 2.36E-02
371391 3754880 4.70E-07 2.33E-02 2.33E-02
371411 3754880 4.65E-07 2.31E-02 2.31E-02
371431 3754880 4.62E-07 2.29E-02 2.29E-02
371451 3754880 4.59E-07 2.28E-02 2.28E-02
371471 3754880 4.56E-07 2.27E-02 2.27E-02
371491 3754880 4.55E-07 2.26E-02 2.26E-02
371511 3754880 4.54E-07 2.25E-02 2.25E-02
371531 3754880 4.53E-07 2.25E-02 2.25E-02
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371551 3754880 4.54E-07 2.25E-02 2.25E-02
371571 3754880 4.54E-07 2.26E-02 2.26E-02
371591 3754880 4.56E-07 2.26E-02 2.26E-02
371611 3754880 4.58E-07 2.28E-02 2.28E-02
371631 3754880 4.61E-07 2.29E-02 2.29E-02
371651 3754880 4.64E-07 2.31E-02 2.31E-02
371671 3754880 4.68E-07 2.33E-02 2.33E-02
371691 3754880 4.73E-07 2.35E-02 2.35E-02
371711 3754880 4.79E-07 2.38E-02 2.38E-02
371731 3754880 4.85E-07 2.41E-02 2.41E-02
371751 3754880 4.93E-07 2.45E-02 2.45E-02
371771 3754880 5.01E-07 2.49E-02 2.49E-02
371791 3754880 5.10E-07 2.53E-02 2.53E-02
371811 3754880 5.20E-07 2.58E-02 2.58E-02
371831 3754880 5.30E-07 2.63E-02 2.63E-02
370571 3754900 5.20E-07 2.58E-02 2.58E-02
370591 3754900 5.27E-07 2.62E-02 2.62E-02
370611 3754900 5.34E-07 2.65E-02 2.65E-02
370631 3754900 5.41E-07 2.69E-02 2.69E-02
370651 3754900 5.48E-07 2.72E-02 2.72E-02
370671 3754900 5.55E-07 2.76E-02 2.76E-02
370691 3754900 5.61E-07 2.79E-02 2.79E-02
370711 3754900 5.66E-07 2.81E-02 2.81E-02
370731 3754900 5.69E-07 2.83E-02 2.83E-02
370751 3754900 5.73E-07 2.84E-02 2.84E-02
370771 3754900 5.75E-07 2.86E-02 2.86E-02
370791 3754900 5.78E-07 2.87E-02 2.87E-02
370811 3754900 5.82E-07 2.89E-02 2.89E-02
370831 3754900 5.84E-07 2.90E-02 2.90E-02
370851 3754900 5.86E-07 2.91E-02 2.91E-02
370871 3754900 5.86E-07 2.91E-02 2.91E-02
370891 3754900 5.88E-07 2.92E-02 2.92E-02
370911 3754900 5.88E-07 2.92E-02 2.92E-02
370931 3754900 5.87E-07 2.92E-02 2.92E-02
370951 3754900 5.85E-07 2.91E-02 2.91E-02
370971 3754900 5.80E-07 2.88E-02 2.88E-02
370991 3754900 5.79E-07 2.87E-02 2.87E-02
371011 3754900 5.83E-07 2.89E-02 2.89E-02
371031 3754900 5.76E-07 2.86E-02 2.86E-02
371051 3754900 5.70E-07 2.83E-02 2.83E-02
371071 3754900 5.62E-07 2.79E-02 2.79E-02
371091 3754900 5.54E-07 2.75E-02 2.75E-02
371111 3754900 5.46E-07 2.71E-02 2.71E-02
371131 3754900 5.37E-07 2.67E-02 2.67E-02
371151 3754900 5.27E-07 2.62E-02 2.62E-02
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371171 3754900 5.18E-07 2.57E-02 2.57E-02
371191 3754900 5.09E-07 2.53E-02 2.53E-02
371211 3754900 4.99E-07 2.48E-02 2.48E-02
371231 3754900 4.90E-07 2.44E-02 2.44E-02
371251 3754900 4.81E-07 2.39E-02 2.39E-02
371271 3754900 4.73E-07 2.35E-02 2.35E-02
371291 3754900 4.65E-07 2.31E-02 2.31E-02
371311 3754900 4.58E-07 2.28E-02 2.28E-02
371331 3754900 4.51E-07 2.24E-02 2.24E-02
371351 3754900 4.46E-07 2.21E-02 2.21E-02
371371 3754900 4.40E-07 2.19E-02 2.19E-02
371391 3754900 4.35E-07 2.16E-02 2.16E-02
371411 3754900 4.31E-07 2.14E-02 2.14E-02
371431 3754900 4.28E-07 2.13E-02 2.13E-02
371451 3754900 4.25E-07 2.11E-02 2.11E-02
371471 3754900 4.23E-07 2.10E-02 2.10E-02
371491 3754900 4.22E-07 2.09E-02 2.09E-02
371511 3754900 4.21E-07 2.09E-02 2.09E-02
371531 3754900 4.20E-07 2.09E-02 2.09E-02
371551 3754900 4.20E-07 2.09E-02 2.09E-02
371571 3754900 4.20E-07 2.09E-02 2.09E-02
371591 3754900 4.21E-07 2.09E-02 2.09E-02
371611 3754900 4.23E-07 2.10E-02 2.10E-02
371631 3754900 4.25E-07 2.11E-02 2.11E-02
371651 3754900 4.27E-07 2.12E-02 2.12E-02
371671 3754900 4.30E-07 2.14E-02 2.14E-02
371691 3754900 4.34E-07 2.16E-02 2.16E-02
371711 3754900 4.39E-07 2.18E-02 2.18E-02
371731 3754900 4.44E-07 2.21E-02 2.21E-02
371751 3754900 4.50E-07 2.24E-02 2.24E-02
371771 3754900 4.57E-07 2.27E-02 2.27E-02
371791 3754900 4.64E-07 2.30E-02 2.30E-02
371811 3754900 4.72E-07 2.34E-02 2.34E-02
371831 3754900 4.80E-07 2.39E-02 2.39E-02
370571 3754920 4.95E-07 2.46E-02 2.46E-02
370591 3754920 5.02E-07 2.49E-02 2.49E-02
370611 3754920 5.08E-07 2.52E-02 2.52E-02
370631 3754920 5.14E-07 2.55E-02 2.55E-02
370651 3754920 5.20E-07 2.58E-02 2.58E-02
370671 3754920 5.26E-07 2.61E-02 2.61E-02
370691 3754920 5.31E-07 2.64E-02 2.64E-02
370711 3754920 5.35E-07 2.66E-02 2.66E-02
370731 3754920 5.38E-07 2.67E-02 2.67E-02
370751 3754920 5.40E-07 2.68E-02 2.68E-02
370771 3754920 5.43E-07 2.70E-02 2.70E-02
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370791 3754920 5.45E-07 2.71E-02 2.71E-02
370811 3754920 5.46E-07 2.71E-02 2.71E-02
370831 3754920 5.48E-07 2.72E-02 2.72E-02
370851 3754920 5.48E-07 2.72E-02 2.72E-02
370871 3754920 5.48E-07 2.72E-02 2.72E-02
370891 3754920 5.48E-07 2.72E-02 2.72E-02
370911 3754920 5.48E-07 2.72E-02 2.72E-02
370931 3754920 5.47E-07 2.72E-02 2.72E-02
370951 3754920 5.44E-07 2.70E-02 2.70E-02
370971 3754920 5.39E-07 2.68E-02 2.68E-02
370991 3754920 5.38E-07 2.67E-02 2.67E-02
371011 3754920 5.36E-07 2.66E-02 2.66E-02
371031 3754920 5.34E-07 2.65E-02 2.65E-02
371051 3754920 5.28E-07 2.62E-02 2.62E-02
371071 3754920 5.21E-07 2.59E-02 2.59E-02
371091 3754920 5.13E-07 2.55E-02 2.55E-02
371111 3754920 5.05E-07 2.51E-02 2.51E-02
371131 3754920 4.97E-07 2.47E-02 2.47E-02
371151 3754920 4.88E-07 2.43E-02 2.43E-02
371171 3754920 4.80E-07 2.38E-02 2.38E-02
371191 3754920 4.71E-07 2.34E-02 2.34E-02
371211 3754920 4.63E-07 2.30E-02 2.30E-02
371231 3754920 4.54E-07 2.26E-02 2.26E-02
371251 3754920 4.46E-07 2.22E-02 2.22E-02
371271 3754920 4.39E-07 2.18E-02 2.18E-02
371291 3754920 4.32E-07 2.15E-02 2.15E-02
371311 3754920 4.25E-07 2.11E-02 2.11E-02
371331 3754920 4.19E-07 2.08E-02 2.08E-02
371351 3754920 4.14E-07 2.06E-02 2.06E-02
371371 3754920 4.09E-07 2.03E-02 2.03E-02
371391 3754920 4.05E-07 2.01E-02 2.01E-02
371411 3754920 4.01E-07 1.99E-02 1.99E-02
371431 3754920 3.98E-07 1.98E-02 1.98E-02
371451 3754920 3.96E-07 1.97E-02 1.97E-02
371471 3754920 3.94E-07 1.96E-02 1.96E-02
371491 3754920 3.92E-07 1.95E-02 1.95E-02
371511 3754920 3.91E-07 1.94E-02 1.94E-02
371531 3754920 3.90E-07 1.94E-02 1.94E-02
371551 3754920 3.90E-07 1.94E-02 1.94E-02
371571 3754920 3.90E-07 1.94E-02 1.94E-02
371591 3754920 3.91E-07 1.94E-02 1.94E-02
371611 3754920 3.92E-07 1.95E-02 1.95E-02
371631 3754920 3.93E-07 1.95E-02 1.95E-02
371651 3754920 3.95E-07 1.96E-02 1.96E-02
371671 3754920 3.98E-07 1.98E-02 1.98E-02
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371691 3754920 4.01E-07 1.99E-02 1.99E-02
371711 3754920 4.04E-07 2.01E-02 2.01E-02
371731 3754920 4.08E-07 2.03E-02 2.03E-02
371751 3754920 4.13E-07 2.05E-02 2.05E-02
371771 3754920 4.18E-07 2.08E-02 2.08E-02
371791 3754920 4.24E-07 2.11E-02 2.11E-02
371811 3754920 4.31E-07 2.14E-02 2.14E-02
371831 3754920 4.38E-07 2.18E-02 2.18E-02
370571 3754940 4.70E-07 2.34E-02 2.34E-02
370591 3754940 4.76E-07 2.36E-02 2.36E-02
370611 3754940 4.81E-07 2.39E-02 2.39E-02
370631 3754940 4.87E-07 2.42E-02 2.42E-02
370651 3754940 4.92E-07 2.45E-02 2.45E-02
370671 3754940 4.97E-07 2.47E-02 2.47E-02
370691 3754940 5.02E-07 2.49E-02 2.49E-02
370711 3754940 5.05E-07 2.51E-02 2.51E-02
370731 3754940 5.08E-07 2.53E-02 2.53E-02
370751 3754940 5.11E-07 2.54E-02 2.54E-02
370771 3754940 5.13E-07 2.55E-02 2.55E-02
370791 3754940 5.14E-07 2.56E-02 2.56E-02
370811 3754940 5.15E-07 2.56E-02 2.56E-02
370831 3754940 5.16E-07 2.56E-02 2.56E-02
370851 3754940 5.15E-07 2.56E-02 2.56E-02
370871 3754940 5.14E-07 2.55E-02 2.55E-02
370891 3754940 5.13E-07 2.55E-02 2.55E-02
370911 3754940 5.11E-07 2.54E-02 2.54E-02
370931 3754940 5.10E-07 2.53E-02 2.53E-02
370951 3754940 5.07E-07 2.52E-02 2.52E-02
370971 3754940 5.02E-07 2.50E-02 2.50E-02
370991 3754940 4.99E-07 2.48E-02 2.48E-02
371011 3754940 4.99E-07 2.48E-02 2.48E-02
371031 3754940 4.96E-07 2.47E-02 2.47E-02
371051 3754940 4.90E-07 2.43E-02 2.43E-02
371071 3754940 4.83E-07 2.40E-02 2.40E-02
371091 3754940 4.76E-07 2.37E-02 2.37E-02
371111 3754940 4.69E-07 2.33E-02 2.33E-02
371131 3754940 4.61E-07 2.29E-02 2.29E-02
371151 3754940 4.53E-07 2.25E-02 2.25E-02
371171 3754940 4.45E-07 2.21E-02 2.21E-02
371191 3754940 4.37E-07 2.17E-02 2.17E-02
371211 3754940 4.30E-07 2.14E-02 2.14E-02
371231 3754940 4.22E-07 2.10E-02 2.10E-02
371251 3754940 4.15E-07 2.06E-02 2.06E-02
371271 3754940 4.08E-07 2.03E-02 2.03E-02
371291 3754940 4.02E-07 2.00E-02 2.00E-02
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371311 3754940 3.96E-07 1.97E-02 1.97E-02
371331 3754940 3.91E-07 1.94E-02 1.94E-02
371351 3754940 3.86E-07 1.92E-02 1.92E-02
371371 3754940 3.81E-07 1.89E-02 1.89E-02
371391 3754940 3.77E-07 1.88E-02 1.88E-02
371411 3754940 3.74E-07 1.86E-02 1.86E-02
371431 3754940 3.71E-07 1.84E-02 1.84E-02
371451 3754940 3.69E-07 1.83E-02 1.83E-02
371471 3754940 3.67E-07 1.82E-02 1.82E-02
371491 3754940 3.65E-07 1.81E-02 1.81E-02
371511 3754940 3.64E-07 1.81E-02 1.81E-02
371531 3754940 3.63E-07 1.81E-02 1.81E-02
371551 3754940 3.63E-07 1.80E-02 1.80E-02
371571 3754940 3.63E-07 1.80E-02 1.80E-02
371591 3754940 3.63E-07 1.81E-02 1.81E-02
371611 3754940 3.64E-07 1.81E-02 1.81E-02
371631 3754940 3.65E-07 1.81E-02 1.81E-02
371651 3754940 3.67E-07 1.82E-02 1.82E-02
371671 3754940 3.68E-07 1.83E-02 1.83E-02
371691 3754940 3.71E-07 1.84E-02 1.84E-02
371711 3754940 3.74E-07 1.86E-02 1.86E-02
371731 3754940 3.77E-07 1.87E-02 1.87E-02
371751 3754940 3.81E-07 1.89E-02 1.89E-02
371771 3754940 3.85E-07 1.91E-02 1.91E-02
371791 3754940 3.90E-07 1.94E-02 1.94E-02
371811 3754940 3.95E-07 1.96E-02 1.96E-02
371831 3754940 4.01E-07 1.99E-02 1.99E-02
370571 3754960 4.47E-07 2.22E-02 2.22E-02
370591 3754960 4.51E-07 2.24E-02 2.24E-02
370611 3754960 4.56E-07 2.27E-02 2.27E-02
370631 3754960 4.61E-07 2.29E-02 2.29E-02
370651 3754960 4.66E-07 2.31E-02 2.31E-02
370671 3754960 4.70E-07 2.34E-02 2.34E-02
370691 3754960 4.74E-07 2.36E-02 2.36E-02
370711 3754960 4.77E-07 2.37E-02 2.37E-02
370731 3754960 4.80E-07 2.38E-02 2.38E-02
370751 3754960 4.80E-07 2.39E-02 2.39E-02
370771 3754960 4.83E-07 2.40E-02 2.40E-02
370791 3754960 4.84E-07 2.40E-02 2.40E-02
370811 3754960 4.84E-07 2.40E-02 2.40E-02
370831 3754960 4.84E-07 2.40E-02 2.40E-02
370851 3754960 4.82E-07 2.40E-02 2.40E-02
370871 3754960 4.81E-07 2.39E-02 2.39E-02
370891 3754960 4.79E-07 2.38E-02 2.38E-02
370911 3754960 4.77E-07 2.37E-02 2.37E-02

Unmitigated Construction HRA-Worker (02-20-19).xlsx 290 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

16+ 16+

X Y

Receptor

Total Cancer Risk (in 
one million)

Dose (mg/kg-day) Cancer Risk (in one 
million)

Maximum Worker 
Cancer Risk (per 

million)XY X  Y Receptor Group

Worker Cancer 
Risk (per 
million)

370931 3754960 4.77E-07 2.37E-02 2.37E-02
370951 3754960 4.73E-07 2.35E-02 2.35E-02
370971 3754960 4.70E-07 2.34E-02 2.34E-02
370991 3754960 4.71E-07 2.34E-02 2.34E-02
371011 3754960 4.68E-07 2.33E-02 2.33E-02
371031 3754960 4.63E-07 2.30E-02 2.30E-02
371051 3754960 4.56E-07 2.27E-02 2.27E-02
371071 3754960 4.50E-07 2.24E-02 2.24E-02
371091 3754960 4.43E-07 2.20E-02 2.20E-02
371111 3754960 4.36E-07 2.17E-02 2.17E-02
371131 3754960 4.29E-07 2.13E-02 2.13E-02
371151 3754960 4.22E-07 2.09E-02 2.09E-02
371171 3754960 4.14E-07 2.06E-02 2.06E-02
371191 3754960 4.07E-07 2.02E-02 2.02E-02
371211 3754960 4.00E-07 1.99E-02 1.99E-02
371231 3754960 3.94E-07 1.96E-02 1.96E-02
371251 3754960 3.87E-07 1.92E-02 1.92E-02
371271 3754960 3.81E-07 1.89E-02 1.89E-02
371291 3754960 3.75E-07 1.86E-02 1.86E-02
371311 3754960 3.70E-07 1.84E-02 1.84E-02
371331 3754960 3.65E-07 1.81E-02 1.81E-02
371351 3754960 3.60E-07 1.79E-02 1.79E-02
371371 3754960 3.56E-07 1.77E-02 1.77E-02
371391 3754960 3.53E-07 1.75E-02 1.75E-02
371411 3754960 3.50E-07 1.74E-02 1.74E-02
371431 3754960 3.47E-07 1.72E-02 1.72E-02
371451 3754960 3.45E-07 1.71E-02 1.71E-02
371471 3754960 3.43E-07 1.70E-02 1.70E-02
371491 3754960 3.41E-07 1.70E-02 1.70E-02
371511 3754960 3.40E-07 1.69E-02 1.69E-02
371531 3754960 3.39E-07 1.69E-02 1.69E-02
371551 3754960 3.39E-07 1.68E-02 1.68E-02
371571 3754960 3.39E-07 1.68E-02 1.68E-02
371591 3754960 3.39E-07 1.68E-02 1.68E-02
371611 3754960 3.40E-07 1.69E-02 1.69E-02
371631 3754960 3.40E-07 1.69E-02 1.69E-02
371651 3754960 3.41E-07 1.70E-02 1.70E-02
371671 3754960 3.43E-07 1.70E-02 1.70E-02
371691 3754960 3.45E-07 1.71E-02 1.71E-02
371711 3754960 3.47E-07 1.72E-02 1.72E-02
371731 3754960 3.49E-07 1.74E-02 1.74E-02
371751 3754960 3.52E-07 1.75E-02 1.75E-02
371771 3754960 3.56E-07 1.77E-02 1.77E-02
371791 3754960 3.60E-07 1.79E-02 1.79E-02
371811 3754960 3.64E-07 1.81E-02 1.81E-02
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371831 3754960 3.69E-07 1.83E-02 1.83E-02
370571 3754980 4.26E-07 2.12E-02 2.12E-02
370591 3754980 4.30E-07 2.14E-02 2.14E-02
370611 3754980 4.34E-07 2.16E-02 2.16E-02
370631 3754980 4.38E-07 2.18E-02 2.18E-02
370651 3754980 4.42E-07 2.19E-02 2.19E-02
370671 3754980 4.45E-07 2.21E-02 2.21E-02
370691 3754980 4.49E-07 2.23E-02 2.23E-02
370711 3754980 4.51E-07 2.24E-02 2.24E-02
370731 3754980 4.53E-07 2.25E-02 2.25E-02
370751 3754980 4.53E-07 2.25E-02 2.25E-02
370771 3754980 4.55E-07 2.26E-02 2.26E-02
370791 3754980 4.56E-07 2.26E-02 2.26E-02
370811 3754980 4.55E-07 2.26E-02 2.26E-02
370831 3754980 4.54E-07 2.26E-02 2.26E-02
370851 3754980 4.52E-07 2.25E-02 2.25E-02
370871 3754980 4.46E-07 2.22E-02 2.22E-02
370891 3754980 4.44E-07 2.21E-02 2.21E-02
370911 3754980 4.48E-07 2.22E-02 2.22E-02
370931 3754980 4.46E-07 2.22E-02 2.22E-02
370951 3754980 4.43E-07 2.20E-02 2.20E-02
370971 3754980 4.42E-07 2.20E-02 2.20E-02
370991 3754980 4.42E-07 2.20E-02 2.20E-02
371011 3754980 4.37E-07 2.17E-02 2.17E-02
371031 3754980 4.32E-07 2.15E-02 2.15E-02
371051 3754980 4.26E-07 2.12E-02 2.12E-02
371071 3754980 4.20E-07 2.09E-02 2.09E-02
371091 3754980 4.13E-07 2.05E-02 2.05E-02
371111 3754980 4.07E-07 2.02E-02 2.02E-02
371131 3754980 4.00E-07 1.99E-02 1.99E-02
371151 3754980 3.93E-07 1.95E-02 1.95E-02
371171 3754980 3.87E-07 1.92E-02 1.92E-02
371191 3754980 3.80E-07 1.89E-02 1.89E-02
371211 3754980 3.74E-07 1.86E-02 1.86E-02
371231 3754980 3.68E-07 1.83E-02 1.83E-02
371251 3754980 3.62E-07 1.80E-02 1.80E-02
371271 3754980 3.56E-07 1.77E-02 1.77E-02
371291 3754980 3.51E-07 1.74E-02 1.74E-02
371311 3754980 3.46E-07 1.72E-02 1.72E-02
371331 3754980 3.41E-07 1.70E-02 1.70E-02
371351 3754980 3.37E-07 1.68E-02 1.68E-02
371371 3754980 3.34E-07 1.66E-02 1.66E-02
371391 3754980 3.30E-07 1.64E-02 1.64E-02
371411 3754980 3.28E-07 1.63E-02 1.63E-02
371431 3754980 3.25E-07 1.62E-02 1.62E-02

Unmitigated Construction HRA-Worker (02-20-19).xlsx 292 of 321 2/21/2019 2:51 PM



Continental Grand Campus Specific Plan Construction HRA

16+ 16+

X Y

Receptor

Total Cancer Risk (in 
one million)

Dose (mg/kg-day) Cancer Risk (in one 
million)

Maximum Worker 
Cancer Risk (per 

million)XY X  Y Receptor Group

Worker Cancer 
Risk (per 
million)

371451 3754980 3.23E-07 1.60E-02 1.60E-02
371471 3754980 3.21E-07 1.60E-02 1.60E-02
371491 3754980 3.20E-07 1.59E-02 1.59E-02
371511 3754980 3.19E-07 1.58E-02 1.58E-02
371531 3754980 3.18E-07 1.58E-02 1.58E-02
371551 3754980 3.17E-07 1.58E-02 1.58E-02
371571 3754980 3.17E-07 1.58E-02 1.58E-02
371591 3754980 3.17E-07 1.58E-02 1.58E-02
371611 3754980 3.18E-07 1.58E-02 1.58E-02
371631 3754980 3.18E-07 1.58E-02 1.58E-02
371651 3754980 3.19E-07 1.58E-02 1.58E-02
371671 3754980 3.20E-07 1.59E-02 1.59E-02
371691 3754980 3.21E-07 1.60E-02 1.60E-02
371711 3754980 3.23E-07 1.61E-02 1.61E-02
371731 3754980 3.25E-07 1.62E-02 1.62E-02
371751 3754980 3.28E-07 1.63E-02 1.63E-02
371771 3754980 3.30E-07 1.64E-02 1.64E-02
371791 3754980 3.34E-07 1.66E-02 1.66E-02
371811 3754980 3.37E-07 1.67E-02 1.67E-02
371831 3754980 3.41E-07 1.69E-02 1.69E-02
370571 3755000 4.07E-07 2.02E-02 2.02E-02
370591 3755000 4.10E-07 2.04E-02 2.04E-02
370611 3755000 4.14E-07 2.06E-02 2.06E-02
370631 3755000 4.17E-07 2.07E-02 2.07E-02
370651 3755000 4.20E-07 2.09E-02 2.09E-02
370671 3755000 4.23E-07 2.10E-02 2.10E-02
370691 3755000 4.26E-07 2.12E-02 2.12E-02
370711 3755000 4.27E-07 2.12E-02 2.12E-02
370731 3755000 4.29E-07 2.13E-02 2.13E-02
370751 3755000 4.29E-07 2.13E-02 2.13E-02
370771 3755000 4.30E-07 2.13E-02 2.13E-02
370791 3755000 4.28E-07 2.13E-02 2.13E-02
370811 3755000 4.20E-07 2.09E-02 2.09E-02
370831 3755000 4.19E-07 2.08E-02 2.08E-02
370851 3755000 4.17E-07 2.07E-02 2.07E-02
370871 3755000 4.15E-07 2.06E-02 2.06E-02
370891 3755000 4.14E-07 2.05E-02 2.05E-02
370911 3755000 4.21E-07 2.09E-02 2.09E-02
370931 3755000 4.19E-07 2.08E-02 2.08E-02
370951 3755000 4.16E-07 2.06E-02 2.06E-02
370971 3755000 4.15E-07 2.06E-02 2.06E-02
370991 3755000 4.14E-07 2.06E-02 2.06E-02
371011 3755000 4.09E-07 2.03E-02 2.03E-02
371031 3755000 4.04E-07 2.01E-02 2.01E-02
371051 3755000 3.98E-07 1.98E-02 1.98E-02
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371071 3755000 3.93E-07 1.95E-02 1.95E-02
371091 3755000 3.87E-07 1.92E-02 1.92E-02
371111 3755000 3.81E-07 1.89E-02 1.89E-02
371131 3755000 3.74E-07 1.86E-02 1.86E-02
371151 3755000 3.68E-07 1.83E-02 1.83E-02
371171 3755000 3.62E-07 1.80E-02 1.80E-02
371191 3755000 3.56E-07 1.77E-02 1.77E-02
371211 3755000 3.50E-07 1.74E-02 1.74E-02
371231 3755000 3.45E-07 1.71E-02 1.71E-02
371251 3755000 3.39E-07 1.68E-02 1.68E-02
371271 3755000 3.34E-07 1.66E-02 1.66E-02
371291 3755000 3.29E-07 1.64E-02 1.64E-02
371311 3755000 3.25E-07 1.61E-02 1.61E-02
371331 3755000 3.20E-07 1.59E-02 1.59E-02
371351 3755000 3.17E-07 1.57E-02 1.57E-02
371371 3755000 3.13E-07 1.56E-02 1.56E-02
371391 3755000 3.10E-07 1.54E-02 1.54E-02
371411 3755000 3.08E-07 1.53E-02 1.53E-02
371431 3755000 3.05E-07 1.52E-02 1.52E-02
371451 3755000 3.03E-07 1.51E-02 1.51E-02
371471 3755000 3.02E-07 1.50E-02 1.50E-02
371491 3755000 3.00E-07 1.49E-02 1.49E-02
371511 3755000 2.99E-07 1.49E-02 1.49E-02
371531 3755000 2.98E-07 1.48E-02 1.48E-02
371551 3755000 2.98E-07 1.48E-02 1.48E-02
371571 3755000 2.98E-07 1.48E-02 1.48E-02
371591 3755000 2.98E-07 1.48E-02 1.48E-02
371611 3755000 2.98E-07 1.48E-02 1.48E-02
371631 3755000 2.98E-07 1.48E-02 1.48E-02
371651 3755000 2.99E-07 1.48E-02 1.48E-02
371671 3755000 3.00E-07 1.49E-02 1.49E-02
371691 3755000 3.01E-07 1.49E-02 1.49E-02
371711 3755000 3.02E-07 1.50E-02 1.50E-02
371731 3755000 3.04E-07 1.51E-02 1.51E-02
371751 3755000 3.06E-07 1.52E-02 1.52E-02
371771 3755000 3.08E-07 1.53E-02 1.53E-02
371791 3755000 3.10E-07 1.54E-02 1.54E-02
371811 3755000 3.13E-07 1.56E-02 1.56E-02
371831 3755000 3.17E-07 1.57E-02 1.57E-02
370571 3755020 3.90E-07 1.94E-02 1.94E-02
370591 3755020 3.92E-07 1.95E-02 1.95E-02
370611 3755020 3.95E-07 1.96E-02 1.96E-02
370631 3755020 3.98E-07 1.98E-02 1.98E-02
370651 3755020 4.00E-07 1.99E-02 1.99E-02
370671 3755020 4.02E-07 2.00E-02 2.00E-02
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370691 3755020 4.04E-07 2.01E-02 2.01E-02
370711 3755020 4.06E-07 2.01E-02 2.01E-02
370731 3755020 4.06E-07 2.02E-02 2.02E-02
370751 3755020 4.06E-07 2.02E-02 2.02E-02
370771 3755020 4.05E-07 2.01E-02 2.01E-02
370791 3755020 4.04E-07 2.01E-02 2.01E-02
370811 3755020 3.95E-07 1.96E-02 1.96E-02
370831 3755020 3.94E-07 1.96E-02 1.96E-02
370851 3755020 3.92E-07 1.95E-02 1.95E-02
370871 3755020 3.91E-07 1.94E-02 1.94E-02
370891 3755020 3.89E-07 1.93E-02 1.93E-02
370911 3755020 3.96E-07 1.97E-02 1.97E-02
370931 3755020 3.94E-07 1.96E-02 1.96E-02
370951 3755020 3.91E-07 1.94E-02 1.94E-02
370971 3755020 3.90E-07 1.94E-02 1.94E-02
370991 3755020 3.88E-07 1.93E-02 1.93E-02
371011 3755020 3.84E-07 1.91E-02 1.91E-02
371031 3755020 3.79E-07 1.88E-02 1.88E-02
371051 3755020 3.73E-07 1.86E-02 1.86E-02
371071 3755020 3.68E-07 1.83E-02 1.83E-02
371091 3755020 3.62E-07 1.80E-02 1.80E-02
371111 3755020 3.57E-07 1.77E-02 1.77E-02
371131 3755020 3.51E-07 1.74E-02 1.74E-02
371151 3755020 3.45E-07 1.71E-02 1.71E-02
371171 3755020 3.40E-07 1.69E-02 1.69E-02
371191 3755020 3.34E-07 1.66E-02 1.66E-02
371211 3755020 3.29E-07 1.63E-02 1.63E-02
371231 3755020 3.23E-07 1.61E-02 1.61E-02
371251 3755020 3.19E-07 1.58E-02 1.58E-02
371271 3755020 3.14E-07 1.56E-02 1.56E-02
371291 3755020 3.09E-07 1.54E-02 1.54E-02
371311 3755020 3.05E-07 1.52E-02 1.52E-02
371331 3755020 3.01E-07 1.50E-02 1.50E-02
371351 3755020 2.98E-07 1.48E-02 1.48E-02
371371 3755020 2.95E-07 1.46E-02 1.46E-02
371391 3755020 2.92E-07 1.45E-02 1.45E-02
371411 3755020 2.89E-07 1.44E-02 1.44E-02
371431 3755020 2.87E-07 1.43E-02 1.43E-02
371451 3755020 2.85E-07 1.42E-02 1.42E-02
371471 3755020 2.84E-07 1.41E-02 1.41E-02
371491 3755020 2.83E-07 1.40E-02 1.40E-02
371511 3755020 2.82E-07 1.40E-02 1.40E-02
371531 3755020 2.81E-07 1.40E-02 1.40E-02
371551 3755020 2.80E-07 1.39E-02 1.39E-02
371571 3755020 2.80E-07 1.39E-02 1.39E-02
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371591 3755020 2.80E-07 1.39E-02 1.39E-02
371611 3755020 2.80E-07 1.39E-02 1.39E-02
371631 3755020 2.80E-07 1.39E-02 1.39E-02
371651 3755020 2.81E-07 1.39E-02 1.39E-02
371671 3755020 2.81E-07 1.40E-02 1.40E-02
371691 3755020 2.82E-07 1.40E-02 1.40E-02
371711 3755020 2.83E-07 1.41E-02 1.41E-02
371731 3755020 2.84E-07 1.41E-02 1.41E-02
371751 3755020 2.86E-07 1.42E-02 1.42E-02
371771 3755020 2.88E-07 1.43E-02 1.43E-02
371791 3755020 2.90E-07 1.44E-02 1.44E-02
371811 3755020 2.92E-07 1.45E-02 1.45E-02
371831 3755020 2.95E-07 1.46E-02 1.46E-02
370571 3755040 3.73E-07 1.85E-02 1.85E-02
370591 3755040 3.75E-07 1.86E-02 1.86E-02
370611 3755040 3.78E-07 1.88E-02 1.88E-02
370631 3755040 3.80E-07 1.89E-02 1.89E-02
370651 3755040 3.81E-07 1.90E-02 1.90E-02
370671 3755040 3.83E-07 1.90E-02 1.90E-02
370691 3755040 3.85E-07 1.91E-02 1.91E-02
370711 3755040 3.85E-07 1.91E-02 1.91E-02
370731 3755040 3.86E-07 1.92E-02 1.92E-02
370751 3755040 3.85E-07 1.91E-02 1.91E-02
370771 3755040 3.79E-07 1.88E-02 1.88E-02
370791 3755040 3.76E-07 1.87E-02 1.87E-02
370811 3755040 3.74E-07 1.86E-02 1.86E-02
370831 3755040 3.72E-07 1.85E-02 1.85E-02
370851 3755040 3.70E-07 1.84E-02 1.84E-02
370871 3755040 3.68E-07 1.83E-02 1.83E-02
370891 3755040 3.67E-07 1.82E-02 1.82E-02
370911 3755040 3.73E-07 1.85E-02 1.85E-02
370931 3755040 3.72E-07 1.85E-02 1.85E-02
370951 3755040 3.68E-07 1.83E-02 1.83E-02
370971 3755040 3.68E-07 1.83E-02 1.83E-02
370991 3755040 3.65E-07 1.81E-02 1.81E-02
371011 3755040 3.61E-07 1.79E-02 1.79E-02
371031 3755040 3.56E-07 1.77E-02 1.77E-02
371051 3755040 3.51E-07 1.74E-02 1.74E-02
371071 3755040 3.46E-07 1.72E-02 1.72E-02
371091 3755040 3.40E-07 1.69E-02 1.69E-02
371111 3755040 3.35E-07 1.66E-02 1.66E-02
371131 3755040 3.30E-07 1.64E-02 1.64E-02
371151 3755040 3.24E-07 1.61E-02 1.61E-02
371171 3755040 3.19E-07 1.59E-02 1.59E-02
371191 3755040 3.14E-07 1.56E-02 1.56E-02
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371211 3755040 3.09E-07 1.54E-02 1.54E-02
371231 3755040 3.04E-07 1.51E-02 1.51E-02
371251 3755040 3.00E-07 1.49E-02 1.49E-02
371271 3755040 2.95E-07 1.47E-02 1.47E-02
371291 3755040 2.91E-07 1.45E-02 1.45E-02
371311 3755040 2.88E-07 1.43E-02 1.43E-02
371331 3755040 2.84E-07 1.41E-02 1.41E-02
371351 3755040 2.81E-07 1.40E-02 1.40E-02
371371 3755040 2.78E-07 1.38E-02 1.38E-02
371391 3755040 2.75E-07 1.37E-02 1.37E-02
371411 3755040 2.73E-07 1.36E-02 1.36E-02
371431 3755040 2.71E-07 1.35E-02 1.35E-02
371451 3755040 2.69E-07 1.34E-02 1.34E-02
371471 3755040 2.68E-07 1.33E-02 1.33E-02
371491 3755040 2.66E-07 1.32E-02 1.32E-02
371511 3755040 2.65E-07 1.32E-02 1.32E-02
371531 3755040 2.65E-07 1.31E-02 1.31E-02
371551 3755040 2.64E-07 1.31E-02 1.31E-02
371571 3755040 2.64E-07 1.31E-02 1.31E-02
371591 3755040 2.64E-07 1.31E-02 1.31E-02
371611 3755040 2.64E-07 1.31E-02 1.31E-02
371631 3755040 2.64E-07 1.31E-02 1.31E-02
371651 3755040 2.64E-07 1.31E-02 1.31E-02
371671 3755040 2.65E-07 1.31E-02 1.31E-02
371691 3755040 2.65E-07 1.32E-02 1.32E-02
371711 3755040 2.66E-07 1.32E-02 1.32E-02
371731 3755040 2.67E-07 1.33E-02 1.33E-02
371751 3755040 2.68E-07 1.33E-02 1.33E-02
371771 3755040 2.70E-07 1.34E-02 1.34E-02
371791 3755040 2.71E-07 1.35E-02 1.35E-02
371811 3755040 2.73E-07 1.36E-02 1.36E-02
371831 3755040 2.76E-07 1.37E-02 1.37E-02
370745 3754274 2.75E-06 1.37E-01 1.37E-01
370755 3754274 2.86E-06 1.42E-01 1.42E-01
370765 3754274 2.97E-06 1.47E-01 1.47E-01
370775 3754274 3.08E-06 1.53E-01 1.53E-01
370785 3754274 3.19E-06 1.59E-01 1.59E-01
370795 3754274 3.32E-06 1.65E-01 1.65E-01
370805 3754274 3.46E-06 1.72E-01 1.72E-01
370815 3754274 3.61E-06 1.79E-01 1.79E-01
370825 3754274 3.77E-06 1.87E-01 1.87E-01
370835 3754274 3.95E-06 1.96E-01 1.96E-01
370745 3754284 2.75E-06 1.37E-01 1.37E-01
370755 3754284 2.86E-06 1.42E-01 1.42E-01
370765 3754284 2.97E-06 1.48E-01 1.48E-01
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370775 3754284 3.08E-06 1.53E-01 1.53E-01
370785 3754284 3.19E-06 1.59E-01 1.59E-01
370795 3754284 3.32E-06 1.65E-01 1.65E-01
370805 3754284 3.46E-06 1.72E-01 1.72E-01
370815 3754284 3.62E-06 1.80E-01 1.80E-01
370825 3754284 3.78E-06 1.88E-01 1.88E-01
370835 3754284 3.95E-06 1.96E-01 1.96E-01
370745 3754294 2.75E-06 1.37E-01 1.37E-01
370755 3754294 2.86E-06 1.42E-01 1.42E-01
370765 3754294 2.97E-06 1.48E-01 1.48E-01
370775 3754294 3.08E-06 1.53E-01 1.53E-01
370785 3754294 3.19E-06 1.59E-01 1.59E-01
370795 3754294 3.32E-06 1.65E-01 1.65E-01
370805 3754294 3.46E-06 1.72E-01 1.72E-01
370815 3754294 3.61E-06 1.79E-01 1.79E-01
370825 3754294 3.77E-06 1.87E-01 1.87E-01
370835 3754294 3.94E-06 1.96E-01 1.96E-01
370745 3754304 2.75E-06 1.37E-01 1.37E-01
370755 3754304 2.86E-06 1.42E-01 1.42E-01
370765 3754304 2.97E-06 1.47E-01 1.47E-01
370775 3754304 3.08E-06 1.53E-01 1.53E-01
370785 3754304 3.19E-06 1.58E-01 1.58E-01
370795 3754304 3.31E-06 1.65E-01 1.65E-01
370805 3754304 3.45E-06 1.71E-01 1.71E-01
370815 3754304 3.60E-06 1.79E-01 1.79E-01
370825 3754304 3.75E-06 1.86E-01 1.86E-01
370835 3754304 3.92E-06 1.95E-01 1.95E-01
370745 3754314 2.74E-06 1.36E-01 1.36E-01
370755 3754314 2.84E-06 1.41E-01 1.41E-01
370765 3754314 2.94E-06 1.46E-01 1.46E-01
370775 3754314 3.05E-06 1.52E-01 1.52E-01
370785 3754314 3.17E-06 1.57E-01 1.57E-01
370795 3754314 3.29E-06 1.63E-01 1.63E-01
370805 3754314 3.42E-06 1.70E-01 1.70E-01
370815 3754314 3.57E-06 1.77E-01 1.77E-01
370825 3754314 3.72E-06 1.85E-01 1.85E-01
370835 3754314 3.89E-06 1.93E-01 1.93E-01
370745 3754324 2.73E-06 1.36E-01 1.36E-01
370755 3754324 2.83E-06 1.41E-01 1.41E-01
370765 3754324 2.93E-06 1.46E-01 1.46E-01
370775 3754324 3.04E-06 1.51E-01 1.51E-01
370785 3754324 3.15E-06 1.57E-01 1.57E-01
370795 3754324 3.27E-06 1.63E-01 1.63E-01
370805 3754324 3.40E-06 1.69E-01 1.69E-01
370815 3754324 3.55E-06 1.76E-01 1.76E-01
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370825 3754324 3.70E-06 1.84E-01 1.84E-01
370835 3754324 3.86E-06 1.92E-01 1.92E-01
370745 3754334 2.71E-06 1.35E-01 1.35E-01
370755 3754334 2.81E-06 1.40E-01 1.40E-01
370765 3754334 2.92E-06 1.45E-01 1.45E-01
370775 3754334 3.02E-06 1.50E-01 1.50E-01
370785 3754334 3.13E-06 1.56E-01 1.56E-01
370795 3754334 3.25E-06 1.61E-01 1.61E-01
370805 3754334 3.38E-06 1.68E-01 1.68E-01
370815 3754334 3.52E-06 1.75E-01 1.75E-01
370825 3754334 3.67E-06 1.82E-01 1.82E-01
370835 3754334 3.83E-06 1.90E-01 1.90E-01
370745 3754344 2.69E-06 1.34E-01 1.34E-01
370755 3754344 2.79E-06 1.39E-01 1.39E-01
370765 3754344 2.89E-06 1.44E-01 1.44E-01
370775 3754344 3.00E-06 1.49E-01 1.49E-01
370785 3754344 3.10E-06 1.54E-01 1.54E-01
370795 3754344 3.21E-06 1.60E-01 1.60E-01
370805 3754344 3.33E-06 1.66E-01 1.66E-01
370815 3754344 3.47E-06 1.72E-01 1.72E-01
370825 3754344 3.62E-06 1.80E-01 1.80E-01
370835 3754344 3.78E-06 1.88E-01 1.88E-01
370745 3754354 2.67E-06 1.33E-01 1.33E-01
370755 3754354 2.77E-06 1.37E-01 1.37E-01
370765 3754354 2.86E-06 1.42E-01 1.42E-01
370775 3754354 2.96E-06 1.47E-01 1.47E-01
370785 3754354 3.07E-06 1.53E-01 1.53E-01
370795 3754354 3.18E-06 1.58E-01 1.58E-01
370805 3754354 3.29E-06 1.64E-01 1.64E-01
370815 3754354 3.43E-06 1.70E-01 1.70E-01
370825 3754354 3.57E-06 1.77E-01 1.77E-01
370835 3754354 3.73E-06 1.85E-01 1.85E-01
370745 3754364 2.65E-06 1.31E-01 1.31E-01
370755 3754364 2.74E-06 1.36E-01 1.36E-01
370765 3754364 2.83E-06 1.41E-01 1.41E-01
370775 3754364 2.93E-06 1.46E-01 1.46E-01
370785 3754364 3.04E-06 1.51E-01 1.51E-01
370795 3754364 3.14E-06 1.56E-01 1.56E-01
370805 3754364 3.26E-06 1.62E-01 1.62E-01
370815 3754364 3.39E-06 1.69E-01 1.69E-01
370825 3754364 3.54E-06 1.76E-01 1.76E-01
370835 3754364 3.69E-06 1.83E-01 1.83E-01
370745 3754374 2.62E-06 1.30E-01 1.30E-01
370755 3754374 2.71E-06 1.34E-01 1.34E-01
370765 3754374 2.80E-06 1.39E-01 1.39E-01
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370775 3754374 2.89E-06 1.44E-01 1.44E-01
370785 3754374 2.99E-06 1.49E-01 1.49E-01
370795 3754374 3.10E-06 1.54E-01 1.54E-01
370805 3754374 3.22E-06 1.60E-01 1.60E-01
370815 3754374 3.35E-06 1.66E-01 1.66E-01
370825 3754374 3.49E-06 1.73E-01 1.73E-01
370835 3754374 3.63E-06 1.80E-01 1.80E-01
370745 3754384 2.58E-06 1.28E-01 1.28E-01
370755 3754384 2.67E-06 1.33E-01 1.33E-01
370765 3754384 2.76E-06 1.37E-01 1.37E-01
370775 3754384 2.85E-06 1.42E-01 1.42E-01
370785 3754384 2.95E-06 1.47E-01 1.47E-01
370795 3754384 3.06E-06 1.52E-01 1.52E-01
370805 3754384 3.17E-06 1.57E-01 1.57E-01
370815 3754384 3.29E-06 1.64E-01 1.64E-01
370825 3754384 3.43E-06 1.70E-01 1.70E-01
370835 3754384 3.57E-06 1.77E-01 1.77E-01
370745 3754394 2.55E-06 1.27E-01 1.27E-01
370755 3754394 2.64E-06 1.31E-01 1.31E-01
370765 3754394 2.72E-06 1.35E-01 1.35E-01
370775 3754394 2.81E-06 1.40E-01 1.40E-01
370785 3754394 2.91E-06 1.45E-01 1.45E-01
370795 3754394 3.01E-06 1.50E-01 1.50E-01
370805 3754394 3.12E-06 1.55E-01 1.55E-01
370815 3754394 3.23E-06 1.61E-01 1.61E-01
370825 3754394 3.36E-06 1.67E-01 1.67E-01
370835 3754394 3.50E-06 1.74E-01 1.74E-01
370745 3754404 2.51E-06 1.25E-01 1.25E-01
370755 3754404 2.59E-06 1.29E-01 1.29E-01
370765 3754404 2.68E-06 1.33E-01 1.33E-01
370775 3754404 2.77E-06 1.38E-01 1.38E-01
370785 3754404 2.86E-06 1.42E-01 1.42E-01
370795 3754404 2.96E-06 1.47E-01 1.47E-01
370805 3754404 3.07E-06 1.52E-01 1.52E-01
370815 3754404 3.18E-06 1.58E-01 1.58E-01
370825 3754404 3.30E-06 1.64E-01 1.64E-01
370835 3754404 3.43E-06 1.70E-01 1.70E-01
370745 3754414 2.47E-06 1.23E-01 1.23E-01
370755 3754414 2.55E-06 1.27E-01 1.27E-01
370765 3754414 2.63E-06 1.31E-01 1.31E-01
370775 3754414 2.72E-06 1.35E-01 1.35E-01
370785 3754414 2.81E-06 1.40E-01 1.40E-01
370795 3754414 2.90E-06 1.44E-01 1.44E-01
370805 3754414 3.01E-06 1.49E-01 1.49E-01
370815 3754414 3.11E-06 1.55E-01 1.55E-01
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370825 3754414 3.23E-06 1.60E-01 1.60E-01
370835 3754414 3.35E-06 1.66E-01 1.66E-01
370745 3754424 2.43E-06 1.21E-01 1.21E-01
370755 3754424 2.51E-06 1.24E-01 1.24E-01
370765 3754424 2.59E-06 1.29E-01 1.29E-01
370775 3754424 2.67E-06 1.33E-01 1.33E-01
370785 3754424 2.76E-06 1.37E-01 1.37E-01
370795 3754424 2.85E-06 1.42E-01 1.42E-01
370805 3754424 2.95E-06 1.47E-01 1.47E-01
370815 3754424 3.05E-06 1.52E-01 1.52E-01
370825 3754424 3.16E-06 1.57E-01 1.57E-01
370835 3754424 3.28E-06 1.63E-01 1.63E-01
370745 3754434 2.38E-06 1.18E-01 1.18E-01
370755 3754434 2.46E-06 1.22E-01 1.22E-01
370765 3754434 2.53E-06 1.26E-01 1.26E-01
370775 3754434 2.61E-06 1.30E-01 1.30E-01
370785 3754434 2.70E-06 1.34E-01 1.34E-01
370795 3754434 2.79E-06 1.39E-01 1.39E-01
370805 3754434 2.88E-06 1.43E-01 1.43E-01
370815 3754434 2.98E-06 1.48E-01 1.48E-01
370825 3754434 3.09E-06 1.53E-01 1.53E-01
370835 3754434 3.20E-06 1.59E-01 1.59E-01
370745 3754444 2.33E-06 1.16E-01 1.16E-01
370755 3754444 2.40E-06 1.19E-01 1.19E-01
370765 3754444 2.47E-06 1.23E-01 1.23E-01
370775 3754444 2.55E-06 1.27E-01 1.27E-01
370785 3754444 2.63E-06 1.31E-01 1.31E-01
370795 3754444 2.72E-06 1.35E-01 1.35E-01
370805 3754444 2.82E-06 1.40E-01 1.40E-01
370815 3754444 2.91E-06 1.45E-01 1.45E-01
370825 3754444 3.01E-06 1.49E-01 1.49E-01
370835 3754444 3.11E-06 1.55E-01 1.55E-01
370745 3754454 2.28E-06 1.13E-01 1.13E-01
370755 3754454 2.35E-06 1.17E-01 1.17E-01
370765 3754454 2.42E-06 1.20E-01 1.20E-01
370775 3754454 2.50E-06 1.24E-01 1.24E-01
370785 3754454 2.57E-06 1.28E-01 1.28E-01
370795 3754454 2.66E-06 1.32E-01 1.32E-01
370805 3754454 2.74E-06 1.36E-01 1.36E-01
370815 3754454 2.83E-06 1.41E-01 1.41E-01
370825 3754454 2.93E-06 1.46E-01 1.46E-01
370835 3754454 3.03E-06 1.50E-01 1.50E-01
370745 3754464 2.23E-06 1.11E-01 1.11E-01
370755 3754464 2.30E-06 1.14E-01 1.14E-01
370765 3754464 2.37E-06 1.18E-01 1.18E-01
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370775 3754464 2.44E-06 1.21E-01 1.21E-01
370785 3754464 2.51E-06 1.25E-01 1.25E-01
370795 3754464 2.59E-06 1.29E-01 1.29E-01
370805 3754464 2.67E-06 1.33E-01 1.33E-01
370815 3754464 2.76E-06 1.37E-01 1.37E-01
370825 3754464 2.85E-06 1.42E-01 1.42E-01
370835 3754464 2.94E-06 1.46E-01 1.46E-01
370745 3754474 2.18E-06 1.08E-01 1.08E-01
370755 3754474 2.24E-06 1.11E-01 1.11E-01
370765 3754474 2.31E-06 1.15E-01 1.15E-01
370775 3754474 2.38E-06 1.18E-01 1.18E-01
370785 3754474 2.45E-06 1.22E-01 1.22E-01
370795 3754474 2.52E-06 1.25E-01 1.25E-01
370805 3754474 2.60E-06 1.29E-01 1.29E-01
370815 3754474 2.68E-06 1.33E-01 1.33E-01
370825 3754474 2.77E-06 1.37E-01 1.37E-01
370835 3754474 2.86E-06 1.42E-01 1.42E-01
370745 3754484 2.13E-06 1.06E-01 1.06E-01
370755 3754484 2.19E-06 1.09E-01 1.09E-01
370765 3754484 2.25E-06 1.12E-01 1.12E-01
370775 3754484 2.31E-06 1.15E-01 1.15E-01
370785 3754484 2.38E-06 1.18E-01 1.18E-01
370795 3754484 2.45E-06 1.22E-01 1.22E-01
370805 3754484 2.52E-06 1.25E-01 1.25E-01
370815 3754484 2.60E-06 1.29E-01 1.29E-01
370825 3754484 2.68E-06 1.33E-01 1.33E-01
370835 3754484 2.77E-06 1.37E-01 1.37E-01
370745 3754494 2.07E-06 1.03E-01 1.03E-01
370755 3754494 2.13E-06 1.06E-01 1.06E-01
370765 3754494 2.19E-06 1.09E-01 1.09E-01
370775 3754494 2.25E-06 1.12E-01 1.12E-01
370785 3754494 2.31E-06 1.15E-01 1.15E-01
370795 3754494 2.38E-06 1.18E-01 1.18E-01
370805 3754494 2.45E-06 1.22E-01 1.22E-01
370815 3754494 2.52E-06 1.25E-01 1.25E-01
370825 3754494 2.60E-06 1.29E-01 1.29E-01
370835 3754494 2.68E-06 1.33E-01 1.33E-01
370745 3754504 2.02E-06 1.00E-01 1.00E-01
370755 3754504 2.07E-06 1.03E-01 1.03E-01
370765 3754504 2.13E-06 1.06E-01 1.06E-01
370775 3754504 2.18E-06 1.08E-01 1.08E-01
370785 3754504 2.24E-06 1.11E-01 1.11E-01
370795 3754504 2.31E-06 1.15E-01 1.15E-01
370805 3754504 2.37E-06 1.18E-01 1.18E-01
370815 3754504 2.44E-06 1.21E-01 1.21E-01
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370825 3754504 2.51E-06 1.25E-01 1.25E-01
370835 3754504 2.59E-06 1.28E-01 1.28E-01
370745 3754514 1.96E-06 9.74E-02 9.74E-02
370755 3754514 2.01E-06 9.99E-02 9.99E-02
370765 3754514 2.06E-06 1.03E-01 1.03E-01
370775 3754514 2.12E-06 1.05E-01 1.05E-01
370785 3754514 2.18E-06 1.08E-01 1.08E-01
370795 3754514 2.23E-06 1.11E-01 1.11E-01
370805 3754514 2.30E-06 1.14E-01 1.14E-01
370815 3754514 2.36E-06 1.17E-01 1.17E-01
370825 3754514 2.43E-06 1.21E-01 1.21E-01
370835 3754514 2.50E-06 1.24E-01 1.24E-01
370745 3754524 1.91E-06 9.46E-02 9.46E-02
370755 3754524 1.95E-06 9.70E-02 9.70E-02
370765 3754524 2.00E-06 9.95E-02 9.95E-02
370775 3754524 2.05E-06 1.02E-01 1.02E-01
370785 3754524 2.11E-06 1.05E-01 1.05E-01
370795 3754524 2.16E-06 1.07E-01 1.07E-01
370805 3754524 2.22E-06 1.10E-01 1.10E-01
370815 3754524 2.28E-06 1.13E-01 1.13E-01
370825 3754524 2.34E-06 1.16E-01 1.16E-01
370835 3754524 2.41E-06 1.20E-01 1.20E-01
370745 3754534 1.85E-06 9.19E-02 9.19E-02
370755 3754534 1.89E-06 9.41E-02 9.41E-02
370765 3754534 1.94E-06 9.65E-02 9.65E-02
370775 3754534 1.99E-06 9.88E-02 9.88E-02
370785 3754534 2.04E-06 1.01E-01 1.01E-01
370795 3754534 2.09E-06 1.04E-01 1.04E-01
370805 3754534 2.15E-06 1.07E-01 1.07E-01
370815 3754534 2.20E-06 1.09E-01 1.09E-01
370825 3754534 2.26E-06 1.12E-01 1.12E-01
370835 3754534 2.32E-06 1.15E-01 1.15E-01
370745 3754544 1.80E-06 8.92E-02 8.92E-02
370755 3754544 1.84E-06 9.13E-02 9.13E-02
370765 3754544 1.88E-06 9.35E-02 9.35E-02
370775 3754544 1.93E-06 9.57E-02 9.57E-02
370785 3754544 1.97E-06 9.81E-02 9.81E-02
370795 3754544 2.02E-06 1.01E-01 1.01E-01
370805 3754544 2.07E-06 1.03E-01 1.03E-01
370815 3754544 2.12E-06 1.05E-01 1.05E-01
370825 3754544 2.17E-06 1.08E-01 1.08E-01
370835 3754544 2.23E-06 1.11E-01 1.11E-01
370745 3754554 1.74E-06 8.65E-02 8.65E-02
370755 3754554 1.78E-06 8.85E-02 8.85E-02
370765 3754554 1.82E-06 9.06E-02 9.06E-02
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370775 3754554 1.87E-06 9.27E-02 9.27E-02
370785 3754554 1.91E-06 9.49E-02 9.49E-02
370795 3754554 1.96E-06 9.72E-02 9.72E-02
370805 3754554 2.00E-06 9.94E-02 9.94E-02
370815 3754554 2.05E-06 1.02E-01 1.02E-01
370825 3754554 2.10E-06 1.04E-01 1.04E-01
370835 3754554 2.15E-06 1.07E-01 1.07E-01
370745 3754564 1.69E-06 8.39E-02 8.39E-02
370755 3754564 1.73E-06 8.58E-02 8.58E-02
370765 3754564 1.77E-06 8.77E-02 8.77E-02
370775 3754564 1.81E-06 8.97E-02 8.97E-02
370785 3754564 1.85E-06 9.17E-02 9.17E-02
370795 3754564 1.89E-06 9.38E-02 9.38E-02
370805 3754564 1.93E-06 9.59E-02 9.59E-02
370815 3754564 1.97E-06 9.81E-02 9.81E-02
370825 3754564 2.02E-06 1.00E-01 1.00E-01
370835 3754564 2.06E-06 1.03E-01 1.03E-01
370745 3754574 1.64E-06 8.13E-02 8.13E-02
370755 3754574 1.67E-06 8.31E-02 8.31E-02
370765 3754574 1.71E-06 8.49E-02 8.49E-02
370775 3754574 1.75E-06 8.67E-02 8.67E-02
370785 3754574 1.78E-06 8.86E-02 8.86E-02
370795 3754574 1.82E-06 9.05E-02 9.05E-02
370805 3754574 1.86E-06 9.23E-02 9.23E-02
370815 3754574 1.90E-06 9.43E-02 9.43E-02
370825 3754574 1.94E-06 9.63E-02 9.63E-02
370835 3754574 1.98E-06 9.84E-02 9.84E-02
370845 3754574 2.03E-06 1.01E-01 1.01E-01
370855 3754574 2.07E-06 1.03E-01 1.03E-01
370865 3754574 2.12E-06 1.05E-01 1.05E-01
370875 3754574 2.17E-06 1.08E-01 1.08E-01
370885 3754574 2.21E-06 1.10E-01 1.10E-01
370895 3754574 2.27E-06 1.13E-01 1.13E-01
370905 3754574 2.32E-06 1.15E-01 1.15E-01
370915 3754574 2.39E-06 1.19E-01 1.19E-01
370745 3754584 1.58E-06 7.87E-02 7.87E-02
370755 3754584 1.62E-06 8.02E-02 8.02E-02
370765 3754584 1.65E-06 8.18E-02 8.18E-02
370775 3754584 1.68E-06 8.35E-02 8.35E-02
370785 3754584 1.72E-06 8.53E-02 8.53E-02
370795 3754584 1.75E-06 8.70E-02 8.70E-02
370805 3754584 1.78E-06 8.87E-02 8.87E-02
370815 3754584 1.82E-06 9.05E-02 9.05E-02
370825 3754584 1.86E-06 9.24E-02 9.24E-02
370835 3754584 1.90E-06 9.43E-02 9.43E-02
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370845 3754584 1.94E-06 9.66E-02 9.66E-02
370855 3754584 1.98E-06 9.86E-02 9.86E-02
370865 3754584 2.03E-06 1.01E-01 1.01E-01
370875 3754584 2.07E-06 1.03E-01 1.03E-01
370885 3754584 2.12E-06 1.05E-01 1.05E-01
370895 3754584 2.16E-06 1.07E-01 1.07E-01
370905 3754584 2.22E-06 1.10E-01 1.10E-01
370915 3754584 2.28E-06 1.13E-01 1.13E-01
370745 3754594 1.53E-06 7.58E-02 7.58E-02
370755 3754594 1.56E-06 7.74E-02 7.74E-02
370765 3754594 1.59E-06 7.89E-02 7.89E-02
370775 3754594 1.62E-06 8.05E-02 8.05E-02
370785 3754594 1.65E-06 8.21E-02 8.21E-02
370795 3754594 1.68E-06 8.37E-02 8.37E-02
370805 3754594 1.72E-06 8.52E-02 8.52E-02
370815 3754594 1.75E-06 8.69E-02 8.69E-02
370825 3754594 1.78E-06 8.87E-02 8.87E-02
370835 3754594 1.82E-06 9.05E-02 9.05E-02
370845 3754594 1.86E-06 9.26E-02 9.26E-02
370855 3754594 1.90E-06 9.45E-02 9.45E-02
370865 3754594 1.94E-06 9.65E-02 9.65E-02
370875 3754594 1.98E-06 9.86E-02 9.86E-02
370885 3754594 2.03E-06 1.01E-01 1.01E-01
370895 3754594 2.07E-06 1.03E-01 1.03E-01
370905 3754594 2.12E-06 1.05E-01 1.05E-01
370915 3754594 2.17E-06 1.08E-01 1.08E-01
370745 3754604 1.47E-06 7.32E-02 7.32E-02
370755 3754604 1.50E-06 7.46E-02 7.46E-02
370765 3754604 1.53E-06 7.60E-02 7.60E-02
370775 3754604 1.56E-06 7.75E-02 7.75E-02
370785 3754604 1.59E-06 7.90E-02 7.90E-02
370795 3754604 1.62E-06 8.05E-02 8.05E-02
370805 3754604 1.65E-06 8.18E-02 8.18E-02
370815 3754604 1.68E-06 8.34E-02 8.34E-02
370825 3754604 1.71E-06 8.50E-02 8.50E-02
370835 3754604 1.74E-06 8.67E-02 8.67E-02
370845 3754604 1.79E-06 8.89E-02 8.89E-02
370855 3754604 1.82E-06 9.06E-02 9.06E-02
370865 3754604 1.86E-06 9.24E-02 9.24E-02
370875 3754604 1.90E-06 9.44E-02 9.44E-02
370885 3754604 1.94E-06 9.63E-02 9.63E-02
370895 3754604 1.98E-06 9.82E-02 9.82E-02
370905 3754604 2.02E-06 1.01E-01 1.01E-01
370915 3754604 2.08E-06 1.03E-01 1.03E-01
370745 3754614 1.42E-06 7.04E-02 7.04E-02
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370755 3754614 1.44E-06 7.16E-02 7.16E-02
370765 3754614 1.47E-06 7.30E-02 7.30E-02
370775 3754614 1.50E-06 7.43E-02 7.43E-02
370785 3754614 1.53E-06 7.59E-02 7.59E-02
370795 3754614 1.56E-06 7.73E-02 7.73E-02
370805 3754614 1.58E-06 7.85E-02 7.85E-02
370815 3754614 1.61E-06 8.00E-02 8.00E-02
370825 3754614 1.64E-06 8.15E-02 8.15E-02
370835 3754614 1.67E-06 8.29E-02 8.29E-02
370845 3754614 1.72E-06 8.52E-02 8.52E-02
370855 3754614 1.75E-06 8.69E-02 8.69E-02
370865 3754614 1.78E-06 8.86E-02 8.86E-02
370875 3754614 1.82E-06 9.03E-02 9.03E-02
370885 3754614 1.85E-06 9.21E-02 9.21E-02
370895 3754614 1.89E-06 9.40E-02 9.40E-02
370905 3754614 1.93E-06 9.61E-02 9.61E-02
370915 3754614 1.98E-06 9.85E-02 9.85E-02
370745 3754624 1.37E-06 6.79E-02 6.79E-02
370755 3754624 1.39E-06 6.91E-02 6.91E-02
370765 3754624 1.42E-06 7.04E-02 7.04E-02
370775 3754624 1.44E-06 7.16E-02 7.16E-02
370785 3754624 1.47E-06 7.29E-02 7.29E-02
370795 3754624 1.49E-06 7.42E-02 7.42E-02
370805 3754624 1.52E-06 7.53E-02 7.53E-02
370815 3754624 1.54E-06 7.68E-02 7.68E-02
370825 3754624 1.57E-06 7.81E-02 7.81E-02
370835 3754624 1.60E-06 7.95E-02 7.95E-02
370845 3754624 1.65E-06 8.18E-02 8.18E-02
370855 3754624 1.68E-06 8.33E-02 8.33E-02
370865 3754624 1.71E-06 8.48E-02 8.48E-02
370875 3754624 1.74E-06 8.65E-02 8.65E-02
370885 3754624 1.77E-06 8.82E-02 8.82E-02
370895 3754624 1.81E-06 8.99E-02 8.99E-02
370905 3754624 1.85E-06 9.19E-02 9.19E-02
370915 3754624 1.89E-06 9.41E-02 9.41E-02
370745 3754634 1.32E-06 6.55E-02 6.55E-02
370755 3754634 1.34E-06 6.67E-02 6.67E-02
370765 3754634 1.36E-06 6.78E-02 6.78E-02
370775 3754634 1.39E-06 6.89E-02 6.89E-02
370785 3754634 1.41E-06 7.01E-02 7.01E-02
370795 3754634 1.43E-06 7.13E-02 7.13E-02
370805 3754634 1.44E-06 7.14E-02 7.14E-02
370815 3754634 1.46E-06 7.26E-02 7.26E-02
370825 3754634 1.49E-06 7.39E-02 7.39E-02
370835 3754634 1.51E-06 7.51E-02 7.51E-02
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370845 3754634 1.58E-06 7.84E-02 7.84E-02
370855 3754634 1.61E-06 7.99E-02 7.99E-02
370865 3754634 1.64E-06 8.13E-02 8.13E-02
370875 3754634 1.67E-06 8.28E-02 8.28E-02
370885 3754634 1.70E-06 8.44E-02 8.44E-02
370895 3754634 1.73E-06 8.60E-02 8.60E-02
370905 3754634 1.77E-06 8.78E-02 8.78E-02
370915 3754634 1.81E-06 8.99E-02 8.99E-02
370745 3754644 1.24E-06 6.15E-02 6.15E-02
370755 3754644 1.25E-06 6.20E-02 6.20E-02
370765 3754644 1.27E-06 6.31E-02 6.31E-02
370775 3754644 1.30E-06 6.44E-02 6.44E-02
370785 3754644 1.32E-06 6.57E-02 6.57E-02
370795 3754644 1.34E-06 6.67E-02 6.67E-02
370805 3754644 1.36E-06 6.76E-02 6.76E-02
370815 3754644 1.38E-06 6.84E-02 6.84E-02
370825 3754644 1.40E-06 6.95E-02 6.95E-02
370835 3754644 1.42E-06 7.07E-02 7.07E-02
370845 3754644 1.51E-06 7.52E-02 7.52E-02
370855 3754644 1.54E-06 7.67E-02 7.67E-02
370865 3754644 1.57E-06 7.80E-02 7.80E-02
370875 3754644 1.60E-06 7.94E-02 7.94E-02
370885 3754644 1.63E-06 8.08E-02 8.08E-02
370895 3754644 1.66E-06 8.23E-02 8.23E-02
370905 3754644 1.69E-06 8.40E-02 8.40E-02
370915 3754644 1.73E-06 8.59E-02 8.59E-02
370745 3754654 1.19E-06 5.93E-02 5.93E-02
370755 3754654 1.21E-06 5.99E-02 5.99E-02
370765 3754654 1.23E-06 6.09E-02 6.09E-02
370775 3754654 1.25E-06 6.19E-02 6.19E-02
370785 3754654 1.27E-06 6.30E-02 6.30E-02
370795 3754654 1.29E-06 6.40E-02 6.40E-02
370805 3754654 1.30E-06 6.48E-02 6.48E-02
370815 3754654 1.32E-06 6.58E-02 6.58E-02
370825 3754654 1.35E-06 6.68E-02 6.68E-02
370835 3754654 1.37E-06 6.79E-02 6.79E-02
370845 3754654 1.45E-06 7.22E-02 7.22E-02
370855 3754654 1.48E-06 7.35E-02 7.35E-02
370865 3754654 1.51E-06 7.48E-02 7.48E-02
370875 3754654 1.53E-06 7.61E-02 7.61E-02
370885 3754654 1.56E-06 7.75E-02 7.75E-02
370895 3754654 1.59E-06 7.89E-02 7.89E-02
370905 3754654 1.62E-06 8.04E-02 8.04E-02
370915 3754654 1.65E-06 8.22E-02 8.22E-02
370745 3754664 1.15E-06 5.73E-02 5.73E-02
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370755 3754664 1.17E-06 5.79E-02 5.79E-02
370765 3754664 1.18E-06 5.88E-02 5.88E-02
370775 3754664 1.20E-06 5.97E-02 5.97E-02
370785 3754664 1.22E-06 6.07E-02 6.07E-02
370795 3754664 1.24E-06 6.15E-02 6.15E-02
370805 3754664 1.26E-06 6.25E-02 6.25E-02
370815 3754664 1.28E-06 6.34E-02 6.34E-02
370825 3754664 1.29E-06 6.43E-02 6.43E-02
370835 3754664 1.31E-06 6.53E-02 6.53E-02
370845 3754664 1.40E-06 6.93E-02 6.93E-02
370855 3754664 1.42E-06 7.05E-02 7.05E-02
370865 3754664 1.44E-06 7.17E-02 7.17E-02
370875 3754664 1.47E-06 7.30E-02 7.30E-02
370885 3754664 1.49E-06 7.42E-02 7.42E-02
370895 3754664 1.52E-06 7.55E-02 7.55E-02
370905 3754664 1.55E-06 7.70E-02 7.70E-02
370915 3754664 1.58E-06 7.86E-02 7.86E-02

371174.86 3754349.87 5.91E-05 2.94E+00 2.94E+00
371172.53 3754117.07 3.06E-05 1.52E+00 1.52E+00
371264.36 3754116.05 2.86E-05 1.42E+00 1.42E+00
371265.01 3754192.26 9.70E-05 4.82E+00 4.82E+00
371315.6 3754191.6 6.03E-05 2.99E+00 2.99E+00

371314.95 3754150.28 4.29E-05 2.13E+00 2.13E+00
371379.04 3754149.02 1.96E-05 9.76E-01 9.76E-01
371394.32 3754135.4 1.42E-05 7.04E-01 7.04E-01
371394.67 3754113.78 1.00E-05 4.98E-01 4.98E-01
371409.19 3754113.9 9.07E-06 4.51E-01 4.51E-01
371410.87 3754303.95 1.67E-04 8.28E+00 8.28E+00
371397.23 3754347.91 1.66E-04 8.25E+00 8.25E+00
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Continental Grand Campus Specific Plan Construction HRA

Chronic Emissions Cstn Year 1 Cstn Year 2 Cstn Year 3 Cstn Year 4
Start 2/1/2021 2/1/2022 2/1/2023 2/1/2024
End 1/31/2022 1/31/2023 1/31/2024 1/31/2025

Total Days 313 313 313 314
Off-Road Heavy Duty Construction Equipment Emission Rates

Phase Start Date End Date
Number of Work 

Days
Hours per 

day
Exhaust PM10 

(lb/day)
Emission Rate per 

work day (g/s)
Construction 

Year 1 Construction Year 2 Construction Year 3 Construction Year 4
Construction Year 

1
Construction Year 

2
Construction Year 

3
Construction Year 

4
455 Continental 

Demolition 2/1/2021 2/15/2021 13 8 1.1389 0.0179 13.00 2.33E-01 0.00E+00 0.00E+00 0.00E+00
Site Preparation/Grading/Excavation 2/16/2021 7/15/2021 129 8 1.0220 0.0161 129.00 2.08E+00 0.00E+00 0.00E+00 0.00E+00
Building Construction 7/16/2021 9/15/2022 366 8 0.8834 0.0139 171.00 195.00 2.38E+00 2.71E+00 0.00E+00 0.00E+00
Paving 4/1/2022 7/31/2022 104 8 0.2840 0.0045 104.00 0.00E+00 4.65E-01 0.00E+00 0.00E+00
Architectural Coating 3/1/2022 9/15/2022 171 8 0.1194 0.0019 171.00 0.00E+00 3.22E-01 0.00E+00 0.00E+00

1955 Grand Weighted Average 1.50E-02 1.12E-02 0.00E+00 0.00E+00
Demolition 10/1/2022 1/31/2023 105 8 0.9218 0.0145 105.00 0.00E+00 1.52E+00 0.00E+00 0.00E+00
Site Preparation/Grading/Excavation 2/1/2023 3/31/2023 51 8 1.1334 0.0179 51.00 0.00E+00 0.00E+00 9.10E-01 0.00E+00
Building Construction 4/1/2023 3/31/2024 313 8 1.0988 0.0173 262.00 51.00 0.00E+00 0.00E+00 4.53E+00 8.83E-01
Paving 10/1/2023 3/31/2024 156 8 0.2447 0.0039 105.00 51.00 0.00E+00 0.00E+00 4.05E-01 1.97E-01
Architectural Coating 11/1/2023 2/28/2024 103 8 0.0970 0.0015 79.00 24.00 0.00E+00 0.00E+00 1.21E-01 3.67E-02

Weighted Average 0.00E+00 4.87E-03 1.91E-02 3.55E-03

Travel On-Road Haul, Concrete, Vendor Truck Emission Rates

Phase Start Date End Date
Number of Work 

Days
Hours per 

day

First Year of 
Construction 

Activity
Total Truck Trips per 

day
One-way Trip 
distance (mi.)

DPM Running 
Emissions Factor 

(g/mi) Emission Rate (g/s) Construction Year 1
Construction Year 

2
Construction Year 

3
Construction Year 

4
455 Continental 

Demolition 2/1/2021 2/15/2021 13 8 2021 4 0.70 1.71E-02 1.67E-06 2.17E-05 0.00E+00 0.00E+00 0.00E+00
Site Preparation/Grading/Excavation 2/16/2021 7/15/2021 129 8 2021 4 0.70 1.71E-02 1.67E-06 2.15E-04 0.00E+00 0.00E+00 0.00E+00
Building Construction 7/16/2021 9/15/2022 366 8 2021 126 0.70 1.71E-02 5.26E-05 8.99E-03 1.03E-02 0.00E+00 0.00E+00
Paving 4/1/2022 7/31/2022 104 8 2022 0 0.70 1.48E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00
Architectural Coating 3/1/2022 9/15/2022 171 8 2022 0 0.70 1.48E-02 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

Weighted Average 2.95E-05 3.28E-05 0.00E+00 0.00E+00
1955 Grand 0

Demolition 10/1/2022 1/31/2023 105 8 2022 26 0.70 1.48E-02 9.36E-06 0.00E+00 9.82E-04 0.00E+00 0.00E+00
Site Preparation/Grading/Excavation 2/1/2023 3/31/2023 51 8 2023 10 0.70 5.99E-03 1.46E-06 0.00E+00 0.00E+00 7.44E-05 0.00E+00
Building Construction 4/1/2023 3/31/2024 313 8 2023 60 0.70 5.99E-03 8.75E-06 0.00E+00 0.00E+00 2.29E-03 4.46E-04
Paving 10/1/2023 3/31/2024 156 8 2023 0 0.70 5.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00
Architectural Coating 11/1/2023 2/28/2024 103 8 2023 0 0.70 5.99E-03 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

Weighted Average 0.00E+00 3.14E-06 7.57E-06 1.42E-06

Idling Haul, Concrete, Vendor Truck Emission Rates

Phase Start Date End Date
Number of Work 

Days
Hours per 

day

First Year of 
Construction 

Activity
Total Truck Trips 

Haul Trips per Day
Idling Time 
(minutes)

DPM Idling Emissions 
Factor (g/min) Emission Rate (g/s) Construction Year 1

Construction Year 
2

Construction Year 
3

Construction Year 
4

455 Continental 
Demolition 2/1/2021 2/15/2021 13 8 2021 4 15 2.55E-04 5.31E-07 6.91E-06 0.00E+00 0.00E+00 0.00E+00
Site Preparation/Grading/Excavation 2/16/2021 7/15/2021 129 8 2021 4 15 2.55E-04 5.31E-07 6.85E-05 0.00E+00 0.00E+00 0.00E+00
Building Construction 7/16/2021 9/15/2022 366 8 2021 126 15 2.55E-04 1.67E-05 2.86E-03 3.26E-03 0.00E+00 0.00E+00
Paving 4/1/2022 7/31/2022 104 8 2022 0 15 2.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00
Architectural Coating 3/1/2022 9/15/2022 171 8 2022 0 15 2.26E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

Weighted Average 9.38E-06 1.04E-05 0.00E+00 0.00E+00
1955 Grand

Demolition 10/1/2022 1/31/2023 105 8 2022 26 15 2.26E-04 3.06E-06 0.00E+00 3.21E-04 0.00E+00 0.00E+00
Site Preparation/Grading/Excavation 2/1/2023 3/31/2023 51 8 2023 10 15 1.43E-04 7.44E-07 0.00E+00 0.00E+00 3.80E-05 0.00E+00
Building Construction 4/1/2023 3/31/2024 313 8 2023 60 15 1.43E-04 4.46E-06 0.00E+00 0.00E+00 1.17E-03 2.28E-04
Paving 10/1/2023 3/31/2024 156 8 2023 0 15 1.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00
Architectural Coating 11/1/2023 2/28/2024 103 8 2023 0 15 1.43E-04 0.00E+00 0.00E+00 0.00E+00 0.00E+00 0.00E+00

Weighted Average 0.00E+00 1.03E-06 3.86E-06 7.25E-07

DPM Days per Age Group  Weighted DPM Emissions per Age Bin (g/s) 

 Weighted DPM Emissions per Age Bin (g/s) 

 Weighted DPM Emissions per Age Bin (g/s) 
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Continental Grand Campus Specific Plan Construction HRA

Chronic Concentrations
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Worker 

Maximum

370991 3753800  WORKER 7.71E-06 2.25E-03 3.42E-03 6.37E-04 5.52E-04 1.67E-01 1.38E-01 2.58E-02 1.67E-01
371011 3753800  WORKER 7.85E-06 2.25E-03 3.41E-03 6.34E-04
371031 3753800  WORKER 8.00E-06 2.24E-03 3.37E-03 6.28E-04
371051 3753800  WORKER 8.17E-06 2.21E-03 3.30E-03 6.16E-04
370991 3753820  WORKER 8.48E-06 2.45E-03 3.78E-03 7.04E-04
371011 3753820  WORKER 8.69E-06 2.45E-03 3.77E-03 7.03E-04
371031 3753820  WORKER 8.89E-06 2.44E-03 3.74E-03 6.97E-04
371051 3753820  WORKER 9.09E-06 2.42E-03 3.68E-03 6.85E-04
370991 3753840  WORKER 9.42E-06 2.66E-03 4.18E-03 7.80E-04
371011 3753840  WORKER 9.67E-06 2.68E-03 4.19E-03 7.81E-04
371031 3753840  WORKER 9.91E-06 2.68E-03 4.17E-03 7.77E-04
371051 3753840  WORKER 1.01E-05 2.66E-03 4.12E-03 7.68E-04
370991 3753860  WORKER 1.06E-05 2.90E-03 4.63E-03 8.63E-04
371011 3753860  WORKER 1.08E-05 2.93E-03 4.67E-03 8.71E-04
371031 3753860  WORKER 1.11E-05 2.94E-03 4.67E-03 8.71E-04
371051 3753860  WORKER 1.14E-05 2.94E-03 4.64E-03 8.65E-04
370991 3753900  WORKER 1.33E-05 3.49E-03 5.78E-03 1.08E-03
371011 3753900  WORKER 1.38E-05 3.54E-03 5.88E-03 1.10E-03
371031 3753900  WORKER 1.43E-05 3.58E-03 5.95E-03 1.11E-03
371051 3753900  WORKER 1.48E-05 3.60E-03 5.95E-03 1.11E-03
370991 3753920  WORKER 1.52E-05 3.83E-03 6.47E-03 1.21E-03
371011 3753920  WORKER 1.58E-05 3.91E-03 6.63E-03 1.24E-03
371031 3753920  WORKER 1.64E-05 3.98E-03 6.75E-03 1.26E-03
371051 3753920  WORKER 1.70E-05 4.02E-03 6.83E-03 1.27E-03
370991 3753940  WORKER 1.75E-05 4.21E-03 7.25E-03 1.35E-03
371011 3753940  WORKER 1.83E-05 4.33E-03 7.50E-03 1.40E-03
371031 3753940  WORKER 1.90E-05 4.43E-03 7.70E-03 1.43E-03
371051 3753940  WORKER 1.99E-05 4.39E-03 7.60E-03 1.42E-03
371131 3753940  WORKER 2.26E-05 4.45E-03 7.47E-03 1.39E-03
371151 3753940  WORKER 2.26E-05 4.38E-03 7.22E-03 1.35E-03
371171 3753940  WORKER 2.31E-05 4.23E-03 6.79E-03 1.27E-03
371131 3753960  WORKER 2.72E-05 5.11E-03 8.92E-03 1.66E-03
371151 3753960  WORKER 2.73E-05 5.05E-03 8.67E-03 1.62E-03
371171 3753960  WORKER 2.80E-05 4.89E-03 8.16E-03 1.52E-03
371131 3753980  WORKER 3.33E-05 5.93E-03 1.08E-02 2.01E-03
371151 3753980  WORKER 3.35E-05 5.91E-03 1.06E-02 1.98E-03

Project Concentrations (ug/m3)X  Y
Receptor 

Group Project Concentrations (ug/m3)
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Continental Grand Campus Specific Plan Construction HRA

Chronic Concentrations
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Worker 

Maximum
Project Concentrations (ug/m3)X  Y

Receptor 
Group Project Concentrations (ug/m3)

371171 3753980  WORKER 3.46E-05 5.73E-03 1.00E-02 1.87E-03
371071 3754000  WORKER 3.54E-05 6.40E-03 1.21E-02 2.26E-03
371091 3754000  WORKER 3.74E-05 6.64E-03 1.27E-02 2.36E-03
371111 3754000  WORKER 3.95E-05 6.82E-03 1.31E-02 2.43E-03
371131 3754000  WORKER 4.18E-05 6.98E-03 1.33E-02 2.49E-03
371151 3754000  WORKER 4.23E-05 7.01E-03 1.33E-02 2.47E-03
371171 3754000  WORKER 4.41E-05 6.82E-03 1.26E-02 2.35E-03
371471 3754000  WORKER 2.06E-05 2.24E-03 3.08E-03 5.74E-04
371491 3754000  WORKER 1.84E-05 2.10E-03 2.98E-03 5.55E-04
371511 3754000  WORKER 1.67E-05 1.98E-03 2.89E-03 5.38E-04
371071 3754020  WORKER 4.46E-05 7.32E-03 1.44E-02 2.67E-03
371091 3754020  WORKER 4.74E-05 7.69E-03 1.53E-02 2.85E-03
371111 3754020  WORKER 5.06E-05 8.02E-03 1.61E-02 3.00E-03
371211 3754020  WORKER 6.45E-05 7.45E-03 1.35E-02 2.51E-03
371231 3754020  WORKER 6.62E-05 6.91E-03 1.18E-02 2.20E-03
371251 3754020  WORKER 6.73E-05 6.35E-03 1.02E-02 1.90E-03
371291 3754020  WORKER 6.68E-05 5.31E-03 7.58E-03 1.41E-03
371311 3754020  WORKER 6.52E-05 4.85E-03 6.64E-03 1.24E-03
371331 3754020  WORKER 6.21E-05 4.45E-03 5.92E-03 1.10E-03
371351 3754020  WORKER 5.82E-05 4.09E-03 5.38E-03 1.00E-03
371371 3754020  WORKER 5.36E-05 3.77E-03 4.98E-03 9.28E-04
371451 3754020  WORKER 3.12E-05 2.81E-03 4.13E-03 7.70E-04
371471 3754020  WORKER 2.70E-05 2.64E-03 4.00E-03 7.45E-04
371491 3754020  WORKER 2.40E-05 2.48E-03 3.87E-03 7.22E-04
371511 3754020  WORKER 2.16E-05 2.34E-03 3.76E-03 7.00E-04
371551 3754020  WORKER 1.85E-05 2.09E-03 3.53E-03 6.58E-04
371571 3754020  WORKER 1.72E-05 1.98E-03 3.42E-03 6.37E-04
371591 3754020  WORKER 1.61E-05 1.88E-03 3.32E-03 6.18E-04
370991 3754040  WORKER 5.17E-05 6.80E-03 1.29E-02 2.40E-03
371011 3754040  WORKER 5.44E-05 7.28E-03 1.41E-02 2.62E-03
371031 3754040  WORKER 5.68E-05 7.79E-03 1.53E-02 2.86E-03
371051 3754040  WORKER 5.92E-05 8.30E-03 1.67E-02 3.11E-03
371071 3754040  WORKER 5.97E-05 8.51E-03 1.73E-02 3.23E-03
371091 3754040  WORKER 6.37E-05 9.06E-03 1.88E-02 3.50E-03
371111 3754040  WORKER 6.84E-05 9.58E-03 2.02E-02 3.76E-03
371211 3754040  WORKER 9.37E-05 9.29E-03 1.81E-02 3.37E-03
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Continental Grand Campus Specific Plan Construction HRA

Chronic Concentrations
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Worker 

Maximum
Project Concentrations (ug/m3)X  Y

Receptor 
Group Project Concentrations (ug/m3)

371231 3754040  WORKER 9.69E-05 8.53E-03 1.56E-02 2.90E-03
371251 3754040  WORKER 9.92E-05 7.75E-03 1.31E-02 2.45E-03
371291 3754040  WORKER 9.93E-05 6.38E-03 9.49E-03 1.77E-03
371311 3754040  WORKER 9.74E-05 5.83E-03 8.33E-03 1.55E-03
371331 3754040  WORKER 9.42E-05 5.35E-03 7.53E-03 1.40E-03
371351 3754040  WORKER 8.91E-05 4.94E-03 6.99E-03 1.30E-03
371371 3754040  WORKER 8.19E-05 4.58E-03 6.62E-03 1.23E-03
371551 3754040  WORKER 2.53E-05 2.51E-03 4.68E-03 8.71E-04
371571 3754040  WORKER 2.32E-05 2.37E-03 4.49E-03 8.37E-04
371591 3754040  WORKER 2.13E-05 2.24E-03 4.32E-03 8.05E-04
370991 3754060  WORKER 7.59E-05 7.51E-03 1.44E-02 2.69E-03
371011 3754060  WORKER 7.96E-05 8.12E-03 1.60E-02 2.98E-03
371031 3754060  WORKER 8.30E-05 8.78E-03 1.77E-02 3.30E-03
371051 3754060  WORKER 8.68E-05 9.48E-03 1.96E-02 3.65E-03
371071 3754060  WORKER 8.88E-05 1.00E-02 2.12E-02 3.94E-03
371091 3754060  WORKER 9.47E-05 1.09E-02 2.36E-02 4.39E-03
371111 3754060  WORKER 1.02E-04 1.17E-02 2.60E-02 4.85E-03
371211 3754060  WORKER 1.53E-04 1.20E-02 2.55E-02 4.76E-03
371231 3754060  WORKER 1.58E-04 1.09E-02 2.16E-02 4.03E-03
371251 3754060  WORKER 1.63E-04 9.75E-03 1.77E-02 3.30E-03
371291 3754060  WORKER 1.71E-04 7.93E-03 1.26E-02 2.35E-03
371311 3754060  WORKER 1.70E-04 7.31E-03 1.14E-02 2.12E-03
371331 3754060  WORKER 1.65E-04 6.81E-03 1.07E-02 2.00E-03
371351 3754060  WORKER 1.59E-04 6.34E-03 1.02E-02 1.90E-03
371371 3754060  WORKER 1.46E-04 5.91E-03 9.81E-03 1.83E-03
371451 3754060  WORKER 6.80E-05 4.35E-03 8.13E-03 1.51E-03
371471 3754060  WORKER 5.74E-05 4.04E-03 7.71E-03 1.44E-03
371491 3754060  WORKER 5.04E-05 3.75E-03 7.32E-03 1.36E-03
371511 3754060  WORKER 4.45E-05 3.50E-03 6.94E-03 1.29E-03
371551 3754060  WORKER 3.52E-05 3.06E-03 6.25E-03 1.17E-03
371571 3754060  WORKER 3.15E-05 2.87E-03 5.94E-03 1.11E-03
371591 3754060  WORKER 2.85E-05 2.70E-03 5.65E-03 1.05E-03
370991 3754080  WORKER 1.32E-04 8.28E-03 1.61E-02 3.00E-03
371011 3754080  WORKER 1.39E-04 9.05E-03 1.80E-02 3.36E-03
371031 3754080  WORKER 1.46E-04 9.90E-03 2.03E-02 3.79E-03
371051 3754080  WORKER 1.53E-04 1.09E-02 2.30E-02 4.28E-03
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Continental Grand Campus Specific Plan Construction HRA

Chronic Concentrations
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Worker 

Maximum
Project Concentrations (ug/m3)X  Y

Receptor 
Group Project Concentrations (ug/m3)

371071 3754080  WORKER 1.60E-04 1.19E-02 2.60E-02 4.84E-03
371091 3754080  WORKER 1.68E-04 1.31E-02 2.97E-02 5.53E-03
371111 3754080  WORKER 1.76E-04 1.44E-02 3.37E-02 6.28E-03
371211 3754080  WORKER 3.03E-04 1.64E-02 3.83E-02 7.13E-03
371231 3754080  WORKER 3.19E-04 1.46E-02 3.18E-02 5.92E-03
371251 3754080  WORKER 3.31E-04 1.29E-02 2.57E-02 4.79E-03
371551 3754080  WORKER 4.85E-05 3.78E-03 8.34E-03 1.55E-03
371571 3754080  WORKER 4.20E-05 3.52E-03 7.82E-03 1.46E-03
371591 3754080  WORKER 3.69E-05 3.30E-03 7.35E-03 1.37E-03
371011 3754100  WORKER 2.88E-04 1.01E-02 2.03E-02 3.78E-03
371031 3754100  WORKER 2.41E-04 1.12E-02 2.32E-02 4.32E-03
371051 3754100  WORKER 3.16E-04 1.25E-02 2.68E-02 4.99E-03
371311 3754140  WORKER 5.52E-04 4.56E-02 1.38E-01 2.58E-02
371331 3754140  WORKER 5.47E-04 3.54E-02 1.02E-01 1.90E-02
371351 3754140  WORKER 5.34E-04 2.85E-02 7.87E-02 1.47E-02
371371 3754140  WORKER 5.10E-04 2.34E-02 6.28E-02 1.17E-02
371471 3754140  WORKER 1.92E-04 1.09E-02 2.77E-02 5.17E-03
371491 3754140  WORKER 1.50E-04 9.66E-03 2.45E-02 4.56E-03
371511 3754140  WORKER 1.19E-04 8.66E-03 2.18E-02 4.06E-03
371531 3754140  WORKER 9.70E-05 7.86E-03 1.96E-02 3.65E-03
371091 3754160  WORKER 1.52E-04 2.46E-02 6.18E-02 1.15E-02
371111 3754160  WORKER 1.52E-04 3.05E-02 8.19E-02 1.53E-02
371131 3754160  WORKER 1.61E-04 3.99E-02 1.15E-01 2.14E-02
371491 3754160  WORKER 1.29E-04 1.19E-02 3.04E-02 5.67E-03
371511 3754160  WORKER 1.09E-04 1.07E-02 2.69E-02 5.01E-03
371531 3754160  WORKER 9.27E-05 9.74E-03 2.40E-02 4.46E-03
371091 3754180  WORKER 1.10E-04 2.71E-02 6.79E-02 1.27E-02
371111 3754180  WORKER 1.12E-04 3.40E-02 9.03E-02 1.68E-02
371131 3754180  WORKER 1.17E-04 4.44E-02 1.26E-01 2.35E-02
371491 3754180  WORKER 1.03E-04 1.47E-02 3.64E-02 6.78E-03
371511 3754180  WORKER 9.20E-05 1.33E-02 3.20E-02 5.97E-03
371531 3754180  WORKER 8.16E-05 1.22E-02 2.84E-02 5.29E-03
370991 3754200  WORKER 1.81E-04 1.31E-02 2.59E-02 4.83E-03
371011 3754200  WORKER 1.36E-04 1.49E-02 3.06E-02 5.70E-03
371031 3754200  WORKER 1.14E-04 1.71E-02 3.67E-02 6.84E-03
371051 3754200  WORKER 1.01E-04 2.01E-02 4.48E-02 8.35E-03
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Continental Grand Campus Specific Plan Construction HRA

Chronic Concentrations
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Construction 

Year 1
Construction 

Year 2
Construction 

Year 3
Construction 

Year 4
Worker 

Maximum
Project Concentrations (ug/m3)X  Y

Receptor 
Group Project Concentrations (ug/m3)

371091 3754200  WORKER 9.02E-05 2.92E-02 7.17E-02 1.34E-02
371111 3754200  WORKER 8.96E-05 3.67E-02 9.57E-02 1.78E-02
371131 3754200  WORKER 9.12E-05 4.79E-02 1.33E-01 2.47E-02
371491 3754200  WORKER 7.96E-05 1.85E-02 4.19E-02 7.80E-03
371511 3754200  WORKER 7.41E-05 1.70E-02 3.68E-02 6.86E-03
371531 3754200  WORKER 6.84E-05 1.58E-02 3.26E-02 6.08E-03
370991 3754220  WORKER 1.70E-04 1.36E-02 2.66E-02 4.96E-03
371011 3754220  WORKER 1.28E-04 1.55E-02 3.15E-02 5.86E-03
371031 3754220  WORKER 1.06E-04 1.80E-02 3.78E-02 7.04E-03
371051 3754220  WORKER 9.25E-05 2.12E-02 4.62E-02 8.61E-03
371091 3754220  WORKER 7.87E-05 3.09E-02 7.40E-02 1.38E-02
371111 3754220  WORKER 7.59E-05 3.89E-02 9.82E-02 1.83E-02
371131 3754220  WORKER 7.55E-05 5.09E-02 1.36E-01 2.54E-02
370991 3754240  WORKER 1.65E-04 1.41E-02 2.68E-02 5.00E-03
371011 3754240  WORKER 1.25E-04 1.61E-02 3.18E-02 5.92E-03
371031 3754240  WORKER 1.02E-04 1.87E-02 3.82E-02 7.12E-03
371051 3754240  WORKER 8.65E-05 2.21E-02 4.68E-02 8.72E-03
371471 3754240  WORKER 4.98E-05 3.96E-02 5.74E-02 1.07E-02
371491 3754240  WORKER 4.83E-05 3.65E-02 5.03E-02 9.38E-03
371511 3754240  WORKER 4.68E-05 3.34E-02 4.44E-02 8.27E-03
371531 3754240  WORKER 4.53E-05 3.05E-02 3.94E-02 7.35E-03
370971 3754260  WORKER 2.42E-04 1.26E-02 2.27E-02 4.23E-03
371051 3754260  WORKER 8.28E-05 2.26E-02 4.63E-02 8.62E-03
371071 3754260  WORKER 7.22E-05 2.71E-02 5.76E-02 1.07E-02
371091 3754260  WORKER 6.57E-05 3.33E-02 7.37E-02 1.37E-02
371111 3754260  WORKER 6.12E-05 4.20E-02 9.76E-02 1.82E-02
371471 3754260  WORKER 3.95E-05 6.65E-02 6.01E-02 1.12E-02
371491 3754260  WORKER 3.87E-05 5.79E-02 5.29E-02 9.85E-03
371511 3754260  WORKER 3.79E-05 5.03E-02 4.68E-02 8.72E-03
371531 3754260  WORKER 3.71E-05 4.39E-02 4.17E-02 7.76E-03
370971 3754280  WORKER 2.34E-04 1.28E-02 2.24E-02 4.17E-03
371051 3754280  WORKER 7.93E-05 2.29E-02 4.49E-02 8.37E-03
371071 3754280  WORKER 6.86E-05 2.74E-02 5.58E-02 1.04E-02
371091 3754280  WORKER 6.18E-05 3.37E-02 7.13E-02 1.33E-02
371111 3754280  WORKER 5.68E-05 4.26E-02 9.45E-02 1.76E-02
371471 3754280  WORKER 3.24E-05 1.14E-01 6.13E-02 1.14E-02
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371491 3754280  WORKER 3.18E-05 9.02E-02 5.41E-02 1.01E-02
371511 3754280  WORKER 3.13E-05 7.35E-02 4.80E-02 8.95E-03
371531 3754280  WORKER 3.08E-05 6.12E-02 4.29E-02 7.99E-03
370971 3754300  WORKER 2.29E-04 1.28E-02 2.17E-02 4.04E-03
371051 3754300  WORKER 7.66E-05 2.27E-02 4.27E-02 7.96E-03
371071 3754300  WORKER 6.59E-05 2.72E-02 5.28E-02 9.84E-03
371091 3754300  WORKER 5.88E-05 3.34E-02 6.73E-02 1.25E-02
371111 3754300  WORKER 5.36E-05 4.23E-02 8.90E-02 1.66E-02
371471 3754300  WORKER 2.73E-05 1.67E-01 6.08E-02 1.13E-02
371491 3754300  WORKER 2.69E-05 1.25E-01 5.40E-02 1.01E-02
371511 3754300  WORKER 2.64E-05 9.77E-02 4.81E-02 8.96E-03
371531 3754300  WORKER 2.60E-05 7.87E-02 4.31E-02 8.03E-03
370971 3754320  WORKER 2.26E-04 1.26E-02 2.07E-02 3.85E-03
370971 3754340  WORKER 2.24E-04 1.23E-02 1.94E-02 3.62E-03
370971 3754360  WORKER 2.18E-04 1.18E-02 1.79E-02 3.34E-03
370991 3754360  WORKER 1.47E-04 1.32E-02 2.04E-02 3.80E-03
371011 3754360  WORKER 1.09E-04 1.50E-02 2.34E-02 4.35E-03
371031 3754360  WORKER 8.67E-05 1.72E-02 2.72E-02 5.07E-03
370971 3754380  WORKER 2.21E-04 1.13E-02 1.64E-02 3.06E-03
370991 3754380  WORKER 1.48E-04 1.25E-02 1.84E-02 3.43E-03
371011 3754380  WORKER 1.09E-04 1.40E-02 2.09E-02 3.89E-03
371031 3754380  WORKER 8.60E-05 1.60E-02 2.39E-02 4.45E-03
371071 3754380  WORKER 5.98E-05 2.10E-02 3.19E-02 5.94E-03
371171 3754380  WORKER 3.55E-05 5.14E-02 7.54E-02 1.40E-02
371191 3754380  WORKER 3.30E-05 6.09E-02 8.03E-02 1.50E-02
371211 3754380  WORKER 3.08E-05 7.28E-02 8.34E-02 1.55E-02
371231 3754380  WORKER 2.90E-05 8.80E-02 8.78E-02 1.64E-02
371251 3754380  WORKER 2.74E-05 1.04E-01 9.21E-02 1.72E-02
371271 3754380  WORKER 2.59E-05 1.17E-01 9.67E-02 1.80E-02
371291 3754380  WORKER 2.46E-05 1.28E-01 9.82E-02 1.83E-02
371311 3754380  WORKER 2.34E-05 1.41E-01 9.40E-02 1.75E-02
371451 3754380  WORKER 1.79E-05 1.31E-01 4.77E-02 8.88E-03
371471 3754380  WORKER 1.73E-05 1.17E-01 4.36E-02 8.13E-03
371491 3754380  WORKER 1.68E-05 1.03E-01 4.01E-02 7.47E-03
371511 3754380  WORKER 1.64E-05 9.03E-02 3.69E-02 6.87E-03
370971 3754400  WORKER 2.25E-04 1.07E-02 1.48E-02 2.76E-03
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370991 3754400  WORKER 1.49E-04 1.17E-02 1.65E-02 3.07E-03
371011 3754400  WORKER 1.09E-04 1.30E-02 1.84E-02 3.43E-03
371031 3754400  WORKER 8.56E-05 1.46E-02 2.07E-02 3.85E-03
371071 3754400  WORKER 5.92E-05 1.88E-02 2.65E-02 4.93E-03
371171 3754400  WORKER 3.44E-05 3.88E-02 4.67E-02 8.70E-03
371191 3754400  WORKER 3.18E-05 4.43E-02 4.73E-02 8.81E-03
371211 3754400  WORKER 2.96E-05 5.04E-02 4.64E-02 8.64E-03
371231 3754400  WORKER 2.77E-05 5.71E-02 4.59E-02 8.55E-03
371251 3754400  WORKER 2.61E-05 6.36E-02 4.72E-02 8.80E-03
371271 3754400  WORKER 2.46E-05 6.89E-02 5.03E-02 9.37E-03
371291 3754400  WORKER 2.33E-05 7.30E-02 5.37E-02 1.00E-02
371311 3754400  WORKER 2.22E-05 7.70E-02 5.60E-02 1.04E-02
371451 3754400  WORKER 1.66E-05 8.50E-02 3.97E-02 7.39E-03
371471 3754400  WORKER 1.61E-05 8.15E-02 3.70E-02 6.89E-03
371491 3754400  WORKER 1.56E-05 7.64E-02 3.45E-02 6.43E-03
371511 3754400  WORKER 1.52E-05 7.04E-02 3.22E-02 6.00E-03
371531 3754400  WORKER 1.48E-05 6.40E-02 3.01E-02 5.61E-03
370971 3754420  WORKER 2.30E-04 9.97E-03 1.33E-02 2.48E-03
370991 3754420  WORKER 1.51E-04 1.08E-02 1.46E-02 2.71E-03
371011 3754420  WORKER 1.10E-04 1.19E-02 1.61E-02 2.99E-03
371031 3754420  WORKER 8.56E-05 1.33E-02 1.78E-02 3.32E-03
371071 3754420  WORKER 5.88E-05 1.65E-02 2.17E-02 4.05E-03
371171 3754420  WORKER 3.35E-05 3.00E-02 3.11E-02 5.79E-03
371191 3754420  WORKER 3.09E-05 3.32E-02 3.05E-02 5.69E-03
371211 3754420  WORKER 2.86E-05 3.64E-02 2.94E-02 5.47E-03
371231 3754420  WORKER 2.68E-05 3.94E-02 2.83E-02 5.26E-03
371251 3754420  WORKER 2.51E-05 4.21E-02 2.82E-02 5.25E-03
371271 3754420  WORKER 2.36E-05 4.42E-02 2.94E-02 5.48E-03
371291 3754420  WORKER 2.24E-05 4.56E-02 3.15E-02 5.87E-03
371311 3754420  WORKER 2.13E-05 4.66E-02 3.38E-02 6.30E-03
371071 3754440  WORKER 5.84E-05 1.45E-02 1.78E-02 3.31E-03
371071 3754460  WORKER 5.80E-05 1.26E-02 1.46E-02 2.71E-03
371351 3754460  WORKER 1.79E-05 2.12E-02 1.68E-02 3.14E-03
371371 3754460  WORKER 1.71E-05 2.14E-02 1.78E-02 3.31E-03
371391 3754460  WORKER 1.63E-05 2.19E-02 1.85E-02 3.45E-03
371411 3754460  WORKER 1.56E-05 2.28E-02 1.90E-02 3.55E-03
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371431 3754460  WORKER 1.49E-05 2.38E-02 1.93E-02 3.60E-03
371471 3754460  WORKER 1.38E-05 2.62E-02 1.93E-02 3.59E-03
371491 3754460  WORKER 1.33E-05 2.71E-02 1.90E-02 3.55E-03
371511 3754460  WORKER 1.28E-05 2.77E-02 1.87E-02 3.48E-03
371531 3754460  WORKER 1.24E-05 2.79E-02 1.82E-02 3.40E-03
371551 3754460  WORKER 1.20E-05 2.78E-02 1.77E-02 3.31E-03
371071 3754480  WORKER 5.76E-05 1.09E-02 1.20E-02 2.23E-03
371131 3754480  WORKER 3.88E-05 1.35E-02 1.28E-02 2.39E-03
371151 3754480  WORKER 3.48E-05 1.43E-02 1.27E-02 2.37E-03
371171 3754480  WORKER 3.17E-05 1.50E-02 1.24E-02 2.31E-03
371191 3754480  WORKER 2.90E-05 1.56E-02 1.19E-02 2.22E-03
371211 3754480  WORKER 2.67E-05 1.61E-02 1.14E-02 2.12E-03
371231 3754480  WORKER 2.48E-05 1.63E-02 1.09E-02 2.03E-03
371351 3754480  WORKER 1.74E-05 1.53E-02 1.21E-02 2.25E-03
371371 3754480  WORKER 1.65E-05 1.54E-02 1.28E-02 2.39E-03
371391 3754480  WORKER 1.57E-05 1.56E-02 1.35E-02 2.51E-03
371411 3754480  WORKER 1.50E-05 1.61E-02 1.41E-02 2.62E-03
371431 3754480  WORKER 1.44E-05 1.68E-02 1.45E-02 2.71E-03
371471 3754480  WORKER 1.32E-05 1.86E-02 1.50E-02 2.80E-03
371491 3754480  WORKER 1.27E-05 1.95E-02 1.51E-02 2.82E-03
371511 3754480  WORKER 1.23E-05 2.02E-02 1.51E-02 2.81E-03
371531 3754480  WORKER 1.19E-05 2.07E-02 1.49E-02 2.78E-03
371551 3754480  WORKER 1.15E-05 2.11E-02 1.47E-02 2.75E-03
371131 3754500  WORKER 3.83E-05 1.13E-02 1.02E-02 1.91E-03
371151 3754500  WORKER 3.44E-05 1.18E-02 1.01E-02 1.87E-03
371171 3754500  WORKER 3.12E-05 1.22E-02 9.76E-03 1.82E-03
371191 3754500  WORKER 2.85E-05 1.25E-02 9.39E-03 1.75E-03
371211 3754500  WORKER 2.62E-05 1.27E-02 9.00E-03 1.68E-03
371231 3754500  WORKER 2.43E-05 1.28E-02 8.64E-03 1.61E-03
371351 3754500  WORKER 1.69E-05 1.16E-02 9.04E-03 1.68E-03
371371 3754500  WORKER 1.60E-05 1.15E-02 9.52E-03 1.77E-03
371391 3754500  WORKER 1.53E-05 1.16E-02 1.00E-02 1.87E-03
371411 3754500  WORKER 1.46E-05 1.19E-02 1.06E-02 1.97E-03
371431 3754500  WORKER 1.39E-05 1.23E-02 1.10E-02 2.05E-03
371471 3754500  WORKER 1.28E-05 1.36E-02 1.17E-02 2.18E-03
371491 3754500  WORKER 1.23E-05 1.42E-02 1.19E-02 2.22E-03
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371511 3754500  WORKER 1.18E-05 1.49E-02 1.21E-02 2.25E-03
371531 3754500  WORKER 1.14E-05 1.55E-02 1.21E-02 2.26E-03
371551 3754500  WORKER 1.10E-05 1.60E-02 1.21E-02 2.26E-03
371031 3754520  WORKER 8.52E-05 7.42E-03 7.94E-03 1.48E-03
371051 3754520  WORKER 6.86E-05 7.82E-03 8.15E-03 1.52E-03
371071 3754520  WORKER 5.72E-05 8.23E-03 8.31E-03 1.55E-03
371131 3754520  WORKER 3.79E-05 9.47E-03 8.33E-03 1.55E-03
371151 3754520  WORKER 3.40E-05 9.79E-03 8.14E-03 1.52E-03
371171 3754520  WORKER 3.08E-05 1.00E-02 7.88E-03 1.47E-03
371191 3754520  WORKER 2.81E-05 1.02E-02 7.59E-03 1.41E-03
371211 3754520  WORKER 2.59E-05 1.03E-02 7.29E-03 1.36E-03
371231 3754520  WORKER 2.39E-05 1.03E-02 7.02E-03 1.31E-03
371351 3754520  WORKER 1.65E-05 9.05E-03 7.02E-03 1.31E-03
371371 3754520  WORKER 1.56E-05 8.95E-03 7.33E-03 1.37E-03
371391 3754520  WORKER 1.49E-05 8.97E-03 7.69E-03 1.43E-03
371411 3754520  WORKER 1.42E-05 9.11E-03 8.07E-03 1.50E-03
371431 3754520  WORKER 1.36E-05 9.36E-03 8.46E-03 1.58E-03
371471 3754520  WORKER 1.24E-05 1.02E-02 9.14E-03 1.70E-03
371491 3754520  WORKER 1.19E-05 1.07E-02 9.41E-03 1.75E-03
371511 3754520  WORKER 1.15E-05 1.12E-02 9.63E-03 1.79E-03
371531 3754520  WORKER 1.11E-05 1.17E-02 9.78E-03 1.82E-03
371551 3754520  WORKER 1.07E-05 1.22E-02 9.89E-03 1.84E-03
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Construction Health Risk Assessment

Pollutant CREL1 CONC WFrac CONCWF HI ALIM BN CVS DEV ENDC EYE HEM IMMUN KIDN NS REPRO RESP SK Threshold Over?
Project:
Max Worker Receptor DPM 5.00E+00 1.67E-01 1.00E+00 1.67E-01 3.33E-02 -- -           -           -           -           -           -           -           -           -           -           0.0333 -   1.0 NO
Sources:
1. California Air Resources Board, "Consolidated Table of OEHHA/ARB Approved Risk Assessment Health Values" and "OEHHA/ARB Approved Chronic Reference Exposure Levels and Target Organs," http://www.arb.ca.gov/toxics/healthval/healthval.htm.

Tables last updated: September 9, 2016 and March 30, 2016. Downloaded 02/10/2017.

Where: * Key to Toxicological Endpoints
CONCWF Pollutant Concentration (μg/m3) multiplied by the weight fraction ALIM Alimentary Tract EYE Eye NS Nervous System
CREL Chronic Reference Exposure Level BN Bone HEM Hematologic System REPRO Reproductive System
HI Hazard Index CVS Cardiovascular System IMMUN Immune System RESP Respiratory System
MEI Maximally Exposed Individual DEV Developmental System KIDN Kidney SK Skin
WFrac Weight fraction of speciated component ENDC Endocrine System

Maximum Non-cancer Chronic Hazards / Toxicological Endpoints -Without Mitigation *
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HHDT Running Emission Factors
Year PM10 RunEx (g/mi)
2021 1.71E-02
2022 1.48E-02
2023 5.99E-03
2024 5.98E-03
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HHDT Idling Emission Factors
Year PM10 IdleEx (g/min)
2021 2.55E-04
2022 2.26E-04
2023 1.43E-04
2024 1.29E-04
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